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NOVEL COMPOSITIONS AND METHODS FOR CANCER 

The present application is a continuing application of U.S. S.N. s 09/747,377, filed December 22, 2000 
and 09/798,586, filed March 2, 2001, both of which are expressly incorporated herein by reference. 

FIELD OF THE INVENTION 

The present invention relates to novel sequences for use in diagnosis and treatment of cancer, 
especially carcinomas, as well as the use of the novel compositions in screening methods, 

BACKGROUND OF THE INVENTION 

Oncogenes are genes that can cause cancer. Carcinogenesis can occur by a wide variety of 
mechanisms, including infection of cells by viruses containing oncogenes, activation of 
protooncogenes in the host genome, and mutations of protooncogenes and tumor suppressor genes. 

There are a number of viruses known to be involved in human cancer as well as in animal cancer. Of 
particular interest here are viruses that do not contain oncogenes themselves; these are slow- 
transforming retroviruses. They induce tumors by Integrating into the host genome and affecting 
neighboring protooncogenes in a variety of ways, including promoter insertion, enhancer insertion, 
and/or truncation of a protooncogene or tumor suppressor gene. The analysis of sequences at or 
near the insertion sites led to the identification of a number of new protooncogenes. 

With respect to lymphoma and leukemia, murine leukemia retrovirus (MuLV), such as SL3-3 or Akv, is 
a potent inducer of tumors when inoculated into susceptible newborn mice, or when carried in the 
germl'me. A number of sequences have been identified as relevant in the induction of lymphoma and 
leukemia by analyzing the insertion sites; see Sorensen et a!., J. of Virology 74:2161 (2000); Hansen 
et al., Genome Res. 10(2):237-43 (2000); Sorensen et al., J. Virology 70:4063 (1996); Sorensen et al., 
J. Virology 67:7118 (1993); Joosten et al., Virology 268:308 (2000); and Li et al., Nature Genetics 
23:348 (1999); all of which are expressly incorporated by reference herein. 

Accordingly, it is an object of the invention to provide sequences involved in cancer and in particular in 
oncogenesis. 



1 



WO 03/039484 



PCT/US02/36071 



SUMMARY OF THE INVENTION 

In accordance with the objects outlined above, the present invention provides methods for screening 
for compositions which modulate carcinomas, especially lymphoma and leukemia. Also provided 
herein are methods of inhibiting proliferation of a cell, preferably a lymphoma ceil. Methods of 
treatment of carcinomas, including diagnosis, are also provided herein. 

In one aspect, a method of screening drug candidates comprises providing a cell that expresses a 
carcinoma associated (CA) gene or fragments thereof. Preferred embodiments of CA genes are 
genes which are differentially expressed in cancer ceils, preferably lymphatic, breast, prostate or 
epithelial cells, compared to other cells. Preferred embodiments of CA genes used in the methods 
herein include, but are not limited to the nucleic acids selected from Tables 1-40. The method further 
includes adding a drug candidate to the cell and determining the effect of the drug candidate on the 
expression of the CA gene. 

In one embodiment, the method of screening drug candidates includes comparing the levej of 
expression in the absence of the drug candidate to the level of expression in the presence of the drug 
candidate. 

Also provided herein is a method of screening for a bioactive agent capable of binding to a CA protein 
(CAP), the method comprising combining the CAP and a candidate bioactive agent, and determining 
the binding of the candidate agent to the CAP. 

Further provided herein is a method for screening for a bioactive agent capable of modulating the 
activity of a CAP. in one embodiment, the method comprises combining the CAP and a candidate 
bioactive agent, and determining the effect of the candidate agent on the bioactivity of the CAP. " 

Also provided is a method of evaluating the effect of a candidate carcinoma drug comprising 
administering the drug to a patient and removing a cell sample from the patient. The expression 
profile of the cell Is then determined. This method may further comprise comparing the expression 
profile of the patient to an expression profile of a heathy individual. 

In a further aspect, a method for inhibiting the activity of an CA protein is provided. In one 
embodiment, the method comprises administering to a patient an inhibitor of a CA protein preferably 
selected from the group consisting of the sequences outlined in Tables 1-40 or their complements. 

A method of neutralizing the effect of a CA protein, preferably a protein encoded by a nucleic acid 
selected from the group of sequences outlined in Tables 1-40, is also provided. Preferably/the 
method comprises contacting an agent specific for said protein with said protein in an amount 
• sufficient to effect neutralization. 

Moreover, provided herein is a biochip comprising a nucleic acid segment which encodes a CA 
protein, preferably selected from the sequences outlined in Tables 1-40. 

Also provided herein is a method for diagnosing or determining the propensity to carcinomas, 



2 



WO 03/039484 



PCT/US02/36071 



especially lymphoma or leukemia by sequencing at least one carcinoma or lymphoma gene of an 
individual. In yet another aspect of the invention, a method is provided for determining carcinoma 
including lymphoma and leukemia gene copy number in an individual. 

Novel sequences are also provided herein. Other aspects of the invention will become apparent to the 
skilled artisan by the following description of the invention. 

DETAILED DESCRIPTION OF THE INVENTION 

The present invention is directed to a number of sequences associated with carcinomas, especially 
lymphoma, breast cancer or prostate cancer. The relatively tight linkage between clonaily-integrated 
proviruses and protooncogenes forms "provirus tagging", in which slow-transforming retroviruses that 
act by an insertion mutation mechanism are used to isolate protooncogenes. In some models, 
uninfected animals have low cancer rates, and infected animals have high cancer rates. It is known 
that many of the retroviruses involved do not carry transduced host protooncogenes or pathogenic 
frans-acting viral genes, and thus the cancer incidence must therefor be a direct consequence of 
proviral integration effects into host protooncogenes. Since proviral integration is random, rare 
integrants will "activate" host protooncogenes that provide a selective growth advantage, and these 
rare events result in new proviruses at clonal stoichiometrics in tumors. 

The use of oncogenic retroviruses, whose sequences insert into the genome of the host organism 
resulting In carcinoma, allows the identification of host sequences involved in 'carcinoma. These 
sequences may then be used in a number of different ways, including diagnosis, prognosis, screening 
for modulators (including both agonists and antagonists), antibody generation (for immunotherapy and 
imaging), etc. However, as will be appreciated by those in the art, oncogenes that are identified in one 
type of cancer such as lymphoma or leukemia have a strong likelihood of being involved in other types 
of cancers as well. Thus, while the sequences outlined herein are initially identified as correlated with 
lymphoma, they can also be found in other types of cancers as well, outlined below. 

Accordingly, the present invention provides nucleic acid and protein sequences that are associated 
with carcinoma, herein termed "carcinoma associated" or "CA" sequences. In a preferred 
embodiment, the present invention provides nucleic acid and protein sequences that are associated 
with carcinomas which originate in lymphatic tissue, herein termed "lymphoma associated" , "leukemia 
associated" or "LA" sequences. 

Suitable cancers which can be diagnosed or screened for using the methods of the present invention 
Include cancers classified by site or by histological type. Cancers classified by site include cancer of 
the oral cavity and pharynx (lip, tongue, salivary gland, floor of mouth, gum and other mouth, 
nasopharynx, tonsil, oropharynx, hypopharynx, other oral/pharynx); cancers of the digestive system 
(esophagus; stomach; small intestine; colon and rectum; anus, anal canal, and anorectum; liver; 
intrahepatic biie duct; gallbladder; other biliary; pancreas; retroperitoneum; peritoneum, omentum, and 
mesentery; other digestive); cancers of the respiratory system (nasal cavity, middle ear, and sinuses; 
larynx; lung and bronchus; pleura; trachea, mediastinum, and other respiratory); cancers of the 
mesothelioma; bones and joints; and soft tissue, including heart; skin cancers, including melanomas 
and other non-epithelial skin cancers; Kaposi's sarcoma and breast cancer; cancer of the female 
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genital system (cervix uteri; corpus uteri; uterus, nos; ovary; vagina; vulva; and other femafe genital); 
cancers of the male genital system (prostate giand; testis; penis; and other male genital); cancers of 
the urinary system (urinary bladder; kidney and renal pelvis; ureter; and other urinary); cancers of the 
eye and orbit; cancers of the brain and nervous system (brain; and other nervous system); cancers of 
the endocrine system (thyroid gland and other endocrine, including thymus); cancers of the 
lymphomas (hodgkin's disease and non-hodgkin's lymphoma), multiple myeloma, and leukemias 
(lymphocytic leukemia; myeloid leukemia; monocytic leukemia; and other leukemias). 

Other cancers, classified by histological type, that may be associated with the sequences of the 
invention include, but are not limited to, Neoplasm, malignant; Carcinoma, NOS; Carcinoma, 
undifferentiated, NOS; Giant and spindle cell carcinoma; Small cell carcinoma, NOS; Papillary 
cardnoma, NOS; Squamous cell carcinoma, NOS; Lymphoepitheliai carcinoma; Basal cell carcinoma, 
NOS; Pilomatrix carcinoma; Transitional cell carcinoma, NOS; Papillary transitional cell carcinoma; 
Adenocarcinoma, NOS; Gastrinoma, malignant; Cholangiocarcinoma; Hepatocellular carcinoma, 
NOS; Combined hepatocellular carcinoma and cholangiocarcinoma; Trabecular adenocarcinoma; 
Adenoid cystic carcinoma; Adenocarcinoma in adenomatous polyp; Adenocarcinoma, familial' 
polyposis coli; Solid carcinoma, NOS; Carcinoid tumor, malignant; Branchiolo-alveolar 
adenocarcinoma; Papillary adenocarcinoma, NOS; Chromophobe carcinoma; Acidophil carcinoma; 
Oxyphilic adenocarcinoma; Basophil carcinoma; Clear cell adenocarcinoma, NOS; Granular cell 
carcinoma; Follicular adenocarcinoma, NOS; Papillary and follicular adenocarcinoma; 
Nonencapsulating sclerosing carcinoma; Adrenal cortical carcinoma; Endometroid carcinoma; Skin 
appendage carcinoma; Apocrine adenocarcinoma; Sebaceous adenocarcinoma; Ceruminous 
adenocarcinoma; Mucoepidermoid carcinoma; Cystadenocarcinoma, NOS; Papillary 
cystadenocarcinoma, NOS; Papillary serous cystadenocarcinoma; Mucinous cystadenocarcinoma, 
NOS; Mucinous adenocarcinoma; Signet ring cell carcinoma; Infiltrating duct carcinoma; Medullary 
carcinoma, NOS; Lobular carcinoma; Inflammatory carcinoma; Pagef's disease, mammary; Acinar 
cell carcinoma; Adenosquamous carcinoma; Adenocarcinoma w/ squamous metaplasia; Thymoma, 
malignant; Ovarian stromal tumor, malignant; Thecoma, malignant; Granulosa cell tumor, malignant; 
Androblastoma, malignant; Sertoli cell carcinoma; Leydig ceil tumor, malignant; Lipid cell tumor, 
malignant; Paraganglioma, malignant; Extra-mammary paraganglioma, malignant; 
Pheochromocytoma; Glomangiosarcoma; Malignant melanoma, NOS; Ameianotic melanoma; 
Superficial spreading melanoma; Malig melanoma in giant pigmented nevus; Epithelioid cell 
melanoma; Blue nevus, malignant; Sarcoma, NOS; Fibrosarcoma, NOS; Fibrous histiocytoma, 
malignant; Myxosarcoma; Liposarcoma, NOS; Leiomyosarcoma, NOS; Rhabdomyosarcoma, NOS; 
Embryonal rhabdomyosarcoma; Alveolar rhabdomyosarcoma; Stromal sarcoma, NOS; Mixed tumor, 
malignant, NOS; Mulierian mixed tumor; Nephroblastoma; Hepatoblastoma; Carcinosarcoma, NOS; 
Mesenchymoma, malignant; Brenner tumor, malignant; Phyllodes tumor, malignant; Synovial 
sarcoma, NOS; Mesothelioma, malignant; Dysgerminoma; Embryonal carcinoma, NOS; Teratoma, 
malignant, NOS; Struma ovarii, malignant; Choriocarcinoma; Mesonephroma, malignant; 
Hemangiosarcoma; Hemangioendothelioma, malignant; Kaposi's sarcoma; Hemangiopericytoma, 
malignant; Lymphangiosarcoma; Osteosarcoma, NOS; Juxtacorticai osteosarcoma; Chondrosarcoma, 
NOS; Chondroblastoma, malignant; Mesenchymal chondrosarcoma; Giant cell tumor of bone; Ewing's 
sarcoma; Odontogenic tumor, malignant; Ameloblastic odontosarcoma; Ameloblastoma, malignant; 
Ameloblastic fibrosarcoma; Pinealoma, malignant; Chordoma; Glioma, malignant; Ependymoma, 
NOS; Astrocytoma, NOS; Protoplasmic astrocytoma; Fibrillary astrocytoma; Astroblastoma; 
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Glioblastoma, NOS; Oligodendroglioma, NOS; Oligodendroblastoma; Primitive neuroectodermal; 
Cerebellar sarcoma, NOS; Gangiioneuroblastoma; Neuroblastoma, NOS; Retinoblastoma, NOS; 
Olfactory neurogenic tumor; Meningioma, malignant; Neurofibrosarcoma; Neuriiemmoma, malignant; 
Granular cell tumor, malignant; Malignant lymphoma, NOS; Hodgkin's disease, NOS; Hodgkin's; 
paragranuloma, NOS; Malignant lymphoma, small lymphocytic; Malignant lymphoma, large cell, 
r diffuse; Malignant lymphoma, follicular, NOS; Mycosis fungoides; Other specified non-Hodgkin's 
lymphomas; Malignant histiocytosis; Multiple myeloma; Mast cell sarcoma; Immunoproliferative small 
intestinal disease; Leukemia, NOS; Lymphoid leukemia, NOS; Plasma cell leukemia; Erythroleukemia; 
Lymphosarcoma cell leukemia; Myeloid leukemia, NOS; Basophilic leukemia; Eosinophilic leukemia; 
Monocytic leukemia, NOS; Mast cell leukemia; Megakaryobiastic leukemia; Myeloid sarcoma; and 
Hairy cell leukemia. 

In addition, the genes may be involved in other diseases, such as but not limited to diseases 
associated with aging or neurodegenerative diseases. 

Association in this context means that the nucleotide or protein sequences are either differentially 
expressed, activated, inactivated or altered in carcinomas as compared to normal tissge. As outlined 
below, CA sequences include those that are up-regulated (i.e. expressed at a higher level), as well as 
those that are down-regulated (i.e. expressed at a lower level), in carcinomas. CA sequences also 
include sequences which have been altered (i.e., truncated sequences or sequences with 
substitutions, deletions or insertions, including point mutations) and show either the same expression 
profile or an altered profile. In a preferred embodiment, the CA sequences are from humans; 
however, as will be appreciated by those in the art, CA sequences from other organisms may be 
useful in animal models of disease and drug evaluation; thus, other CA sequences are provided, from 
vertebrates, including mammals, including rodents (rats, mice, hamsters, guinea pigs, etc.), primates, 
farm animals (including sheep, goats, pigs, cows, horses, etc). In some cases, prokaryotic CA 
sequences may be useful. CA sequences from other organisms may be obtained using the 
techniques outlined below. 

CA sequences can include both nucleic acid and amino acid sequences. In a preferred embodiment,^ 
the CA sequences are recombinant nucleic acids. By the term "recombinant nucleic acid" herein is 
meant nucleic acid, originally formed in vitro, in general, by the manipulation of nucleic acid by 
polymerases and endonucleases, in a form not normally found in nature. Thus an isolated nucleic 
acid, in a linear form, or an expression vector formed in vitro by ligating DNA molecules that are not 
normally joined, are both considered recombinant for the purposes of this invention. It is understood 
that once a recombinant nucleic acid is made and reintroduced into a host cell or organism, it will 
replicate non-recombinantiy, i.e. using the in vivo cellular machinery of the host cell rather than in vitro 
manipulations; however, such nucleic acids, once produced recombinantiy, although subsequently 
replicated non-recombinantly, are still considered recombinant for the purposes of the invention. 

Similarly, a "recombinant protein" is a protein made using recombinant techniques, i.e. through the 
expression of a recombinant nucleic acid as depicted above. A recombinant protein is distinguished 
from naturally occurring protein by at least one or more characteristics. For example, the protein may 
be isolated or purified away from some or all of the proteins and compounds with which it is normally 
associated in its wild type host, and thus may be substantially pure. For example, an isolated protein 



5 



WO 03/039484 



PCT/US02/36071 



is unaccompanied by at least some of the material with which it is normally associated in its natural 
state, preferably constituting at ieast about 0.5%, more preferably at least about 5% by weight of the 
total protein in a given sample. A substantially pure protein comprises at least about 75% by weight of 
the total protein, with at least about 80% being preferred, and at least about 90% being particularly 
preferred. The definition includes the production of an CA protein from one organism in a different 
organism or host cell. Alternatively, the protein may be made at a significantly higher concentration 
than is normally seen, through the use of an inducible promoter or high expression promoter, such 
that the protein is made at increased concentration levels. Alternatively, the protein may be in a form 
not normally found in nature, as in the addition of an epitope tag or amino acid substitutions, insertions 
and deletions, as discussed below. 

in a preferred embodiment, the CA sequences are nucleic acids. As will be appreciated by those in 
the art and is more fully outlined below, CA sequences are useful in a variety of applications, including 
diagnostic applications, which will detect naturally occurring nucleic acids, as well as screening 
applications; for example, biochips comprising nucleic acid probes to the CA sequences can be 
generated* In the broadest sense, then, by "nucleic acid" or "oligonucleotide" or grammatical 
equivalents herein means at least two nucleotides covalently linked together. A nucleic acid of the 
present invention will generally contain phosphodiester bonds, although in some cases, as outlined 
below (for example in antisense applications or when a candidate- agent is a nucleic acid), nucleic acid 
analogs may be used that have alternate backbones, comprising, for example, phosphoramidate 
(Beaucage et al., Tetrahedron 49(1 0):1 925 (1993) and references therein; Letsinger, J, Org. Chem. 
35:3800 (1970); Sprinzl et al., Eur. J. Biochem. 81 :579 (1977); Letsinger et al., Nucl. Acids Res. 
14:3487 (1986); Sawai et al, Chem. Lett. 805 (1984), Letsinger et al., J. Am. Chem. Soc. 110:4470 
(1988); and Pauwels et al., Chemica Scripta 26:141 91986)),.phosphorothioate (Mag et al., Nucleic 
Acids Res. 19:1437 (1991); and U.S. Patent No. 5,644,048), phosphorodithioate (Briu et al., J. Am. 
Chem. Soc. 111:2321 (1989), O-methyiphophoroamidite linkages (see Eckstein, Oligonucleotides and 
Analogues: A Practical Approach, Oxford University Press), and peptide nucleic acid backbones and 
linkages (see Eghoim, J. Am. Chem. Soc. 114:1895 (1992); Meier et al., Chem. Int. Ed. Engl. 31:1008 
(1992); Nielsen; Nature, 365:566 (1993); Carisson et at., Nature 380:207 (1996), al! of which are 
incorporated by reference). Other analog nucleic acids include those with positive backbones (Denpcy 
et al., Proc. Natl. Acad. Sci. USA 92:6097 (1995); non-ionic backbones (U.S. Patent Nos. 5,386,023, 
5,637,684, 5,602,240, 5,216,141 and 4,469,863; Kiedrowshi et al., Angew. Chem. Intl. Ed. English 
30:423 (1991); Letsinger et al., J. Am. Chem. Soc. 1 10:4470 (1988); Letsinger et a)., Nucleoside & 
Nucleotide 13:1597 (1994); Chapters 2 and 3, ASC Symposium Series 580, "Carbohydrate 
Modifications in Antisense Research", Ed. Y.S. Sanghui and P. Dan Cook; Mesmaeker et al., 
Bioorganic & Medicinal Chem. Lett. 4:395 (1994); Jeffs et al., J. Biomoiecular NMR 34:17 (1994); 
Tetrahedron Lett. 37:743 (1996)) and non-ribose backbones, including those described in U.S. Patent 
Nos. 5,235,033 and 5,034,506, and Chapters 6 and 7, ASC Symposium Series 580, "Carbohydrate 
Modifications in Antisense Research", Ed. Y.S. Sanghui and P. Dan Cook. Nucleic acids containing 
one or more carbocyclic sugars are also included within one definition of nucleic acids (see Jenkins et 
al., Chem. Soc. Rev. (1995) pp1 69-176). Several nucleic acid analogs are described in Rawis, C & E 
News June 2, 1997 page 35. All of these references are hereby expressly incorporated by reference. 
These modifications of the ribose-phosphate backbone may be done for a variety of reasons, for 
example to increase the stability and half-life of such molecules in physiological environments for use 
in anti-sense applications or as probes on a biochip. 
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As will be appreciated by those in the art, all of these nucleic acid analogs may find use in the present 
invention. In addition, mixtures of naturally occurring nucleic acids and analogs can be made; 
alternatively, mixtures of different nucleic acid anaiogs, and mixtures of naturally occurring nucleic 
acids and analogs may be made. 

The nucleic acids may be single stranded or double stranded, as specified, or contain portions of both 
double stranded or single stranded sequence. As will be appreciated by those in the art, the depiction 
of a single strand "Watson" also defines the sequence of the other strand "Crick"; thus the sequences 
described herein also includes the complement of the sequence. The nucleic acid may be DNA, both 
genomic and cDNA, RNA or a hybrid, where the nucleic acid contains any combination of deoxyribo- 
and ribo-nucieotides, and any combination of bases, including uracil, adenine, thymine, cytosine, 
guanine, inosine, xanthine hypoxanthine, isocytosine, isoguanine, etc. As used herein, the term 
"nucleoside" includes nucleotides and nucleoside and nucleotide anaiogs, and modified nucleosides 
such as amino modified nucleosides. In addition, "nucleoside" includes non-naturally occurring analog 
structures. Thus for example the individual units of a peptide nucleic acid, each containing a base, are 
referred to herein as a nucleoside. 

An CA sequence can be initially identified by substantial nucleic acid and/or amino acid sequence 
homology to the CA sequences outlined herein. Such homology can be based upon the overall 
nucleic acid or amino acid sequence, and is generally determined as outlined below, using either 
homology programs or hybridization conditions. 

The CA sequences of the invention were initially identified as described herein; basically, infection of 
mice with murine leukemia viruses (MLV) resulted in lymphoma, although many of these sequences 
will also be involved in other cancers as is generally outlined herein. 

The CA sequences outlined herein comprise the insertion sites for the virus. In general, the retrovirus 
can cause carcinomas in three basic ways: first of ail, by inserting upstream of a normally silent host 
gene and activating it (e.g. promoter insertion); secondly, by truncating a host gene that leads to 
oncogenesis; or by enhancing the transcription of a neighboring gene. For example, retrovirus 
enhancers, including SL3-3, are known to act on genes up to approximately 200 kilobases of the 
insertion site. 

In a preferred embodiment, CA sequences are those that are up-regulated in carcinomas; that is, the 
expression of these genes is higher in carcinoma tissue as compared to normal tissue of the same 
differentiation stage. "Up-regulation" as used herein means at least about 50%, more preferably at 
least about 100%, more preferably at least about 150%, more preferably, at least about 200%, with 
from 300 to at least 1000% being especially preferred. 

In a preferred embodiment, CA sequences are those that are down-regulated in carcinomas; that is, 
the expression of these genes is lower in carcinoma tissue as compared to normal I tissue of the 
same differentiation stage. "Down-regulation" as used herein means at least about 50%, more 
preferably at least about 100%, more preferably at least about 150%, more preferably, at least about 
200%, with from 300 to at least 1000% being especially preferred. 
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In a preferred embodiment, CA sequences are those that are altered but show either the same 
expression profile or an altered profile as compared to normal lymphoid tissue of the same 
differentiation stage. "Altered CA sequences" as used herein refers to sequences which are 
truncated, contain insertions or contain point mutations. 

CA proteins of the present invention may be classified as secreted proteins, transmembrane proteins 
or intracellular proteins. 

In a preferred embodiment the CA protein is an intracellular protein. Intracellular proteins may be 
found in the cytoplasm and/or in the nucleus. Intracellular proteins are involved in all aspects of 
cellular function and replication (including, for example, signaling pathways); aberrant expression of 
such proteins results in unregulated or disregulated cellular processes. For example, many 
intracellular proteins have enzymatic activity such as protein kinase activity, protein phosphatase 
activity, protease activity, nucleotide cyclase activity, polymerase activity and the like. Intracellular 
proteins also serve as docking proteins that are involved in organizing complexes of proteins, or 
targeting proteins to various subcellular localizations, and are involved in maintaining the structural 
integrity of organelles. 

An increasingly appreciated concept in characterizing intracellular proteins is the presence in the 
proteins of one or more motifs for which defined functions have been attributed. In addition to the 
highly conserved sequences found in the enzymatic domain of proteins, highly conserved sequences 
have been identified in proteins that are involved in protein-protein interaction. For example, Src- 
homology-2 (SH2) domains bind tyrosine-phosphorylated targets in a sequence dependent manner. 
PTB domains, which are distinct from SH2 domains, also bind tyrosine phosphorylated targets. SH3 
domains bind to profine-rich targets. In addition, PH domains, tetratricopeptide repeats and WD 
domains to name only a few, have been shown to mediate protein-protein interactions. Some of these 
may also be involved in binding to phospholipids or other second messengers. As will be appreciated 
by one of ordinary skill In the art, these motifs can be identified on the basis of primary sequence; 
thus, an analysts of the sequence of proteins may provide insight into both the enzymatic potential of 
the molecule and/or molecules with which the protein may associate. 

In a preferred embodiment, the CA sequences are transmembrane proteins. Transmembrane 
proteins are molecules that span the phospholipid bilayer of a cell. They may have an intracellular 
domain, an extracellular domain, or both. The intracellular domains of such proteins may have a 
number of functions including those already described for intracellular proteins. For example, the 
intracellular domain may have enzymatic activity and/or may serve as a binding site for additional 
proteins. Frequently the intracellular domain of transmembrane proteins serves both roles. For 
example certain receptor tyrosine kinases have both protein kinase activity and SH2 domains. In 
addition, autophosphorylation of tyrosines on the receptor molecule itself, creates binding sites for 
additional SH2 domain containing proteins. 

Transmembrane proteins may contain from one to many transmembrane domains. For example, 
receptor tyrosine kinases, certain cytokine receptors, receptor guanylyl cyclases and receptor 
serine/threonine protein kinases contain a single transmembrane domain. However, various other 
proteins including channels and adenylyl cyclases contain numerous transmembrane domains. Many 
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important cell surface receptors are classified as "seven transmembrane domain" proteins, as they 
contain 7 membrane spanning regions, important transmembrane protein receptors include, but are 
not limited to insulin receptor, insulin-like growth factor receptor, human growth hormone receptor, 
glucose transporters, transferrin receptor, epidermal growth factor receptor, low density lipoprotein 
receptor, epidermal growth factor receptor, leptin receptor, interleukin receptors, e.g. IL-1 receptor, 
IL-2 receptor, etc. 

Characteristics of transmembrane domains include approximately 20 consecutive hydrophobic amino 
acids that may be followed by charged amino acids. Therefore, upon analysis of the amino acid 
sequence of a particular protein, the localization and number of transmembrane domains within the 
protein may be predicted. 

The extracellular domains of transmembrane proteins are diverse; however, conserved motifs are 
found repeatedly among various extracellular domains. Conserved structure and/or functions have 
been ascribed to different extracellular motifs. For example, cytokine receptors are characterized by a 
cluster of cysteines and a WSXWS (SEQ ID NO:241) (W=tryptophan, S=serine, X=any amino acid) motif. 
Immunoglobulin-like domains are highly conserved. Mucin-like domains may be involved in cell 
adhesion and leucine-rich repeats participate in protein-protein interactions. 

Many extracellular domains are involved in binding to other molecules. In one aspect, extracellular 
domains are receptors. Factors that bind the receptor domain include circulating iigands, which may 
be peptides, proteins, or small molecules such as adenosine and the like. For example, growth 
factors such as EGF, FGF and PDGF are circulating growth factors that bind to their cognate 
receptors to initiate a variety of cellular responses. Other factors include cytokines, mitogenic factors, 
neurotrophic factors and the like. Extracellular domains also bind to cell-associated molecules, in this 
respect, they mediate cell-ceil interactions. Cell-associated Iigands can be tethered to the cell for 
example via a glycosylphosphatidylinositoi (GPi) anchor, or may themselves be transmembrane 
proteins. Extracellular domains also associate with the extracellular matrix and contribute to the 
maintenance of the cell structure. 

CA proteins that are transmembrane are particularly preferred in the present invention as they are 
good targets for immunotherapeutics, as are described herein. In addition, as outlined below, 
transmembrane proteins can be also useful in imaging modalities. 

It will also be appreciated by those in the art that a transmembrane protein can be made soluble by 
.removing transmembrane sequences, for example through recombinant methods. Furthermore, 
transmembrane proteins that have been made soluble can be made to be secreted through 
recombinant means by adding an appropriate signal sequence. 

in a preferred embodiment, the CA proteins are secreted proteins; the secretion of which can be either 
constitutive or regulated. These proteins have a signal peptide or .signal sequence that targets the 
molecule to the secretory pathway. Secreted proteins are involved in numerous physiological events; 
by virtue of their circulating nature, they serve to transmit signals to various other cell types. The 
secreted protein may function in an autocrine manner (acting on the cell that secreted the factor), a 
paracrine manner (acting on cells in close proximity to the cell that secreted the factor) or an 
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endocrine manner (acting on cells at a distance). Thus secreted molecules find use in modulating or 
altering numerous aspects of physiology. CA proteins that are secreted proteins are particularly 
preferred in the present invention as they serve as good targets for diagnostic markers, for example 
for blood tests. 

An CA sequence is initially identified by substantial nucleic acid and/or amino acid sequence homology 
to the CA sequences outlined herein. Such homology can be based upon the overall nucleic acid or 
amino acid sequence, and is generally determined as outlined below, using either homology programs 
or hybridization conditions. 

As used herein, a nucleic acid is a "CA nucleic acid" if the overall homology of the nucleic acid 
sequence to one of the nucleic acids of Tables 1-40 is preferably greater than about 75%, more 
preferably greater than about 80%, even more preferably greater than about 85% and most preferably 
greater than 90%. In some embodiments the homology will be as high as about 93 to 95 or 98%. In a 
preferred embodiment, the sequences which are used to determine sequence identity or similarity are 
selected from those of the nucleic acids of Tables 1-40. In another embodiment, the sequences are 
naturally occurring allelic variants of the sequences of the nucleic acids of Tables 1-40. In another 
embodiment, the sequences are sequence variants as further described herein. 

Homology in this context means sequence similarity or identity, with identity being preferred. A 
preferred comparison for homology purposes is to compare the sequence containing sequencing 
errors to the correct sequence. This homology will be determined using standard techniques known in 
the art, including, but not limited to, the local homology algorithm of Smith & Waterman, Adv. Appl. 
Math. 2:482 (1981), by the homology alignment algorithm of Needieman & Wunsch, J. Mol. Biol. 
48:443 (1970), by the search for similarity method of Pearson & Lipman, PNAS USA 85:2444 (1988), 
by computerized implementations of these algorithms (GAP, BESTFIT, FASTA, and TFASTA in the 
Wisconsin Genetics Software Package, Genetics Computer Group, 575 Science Drive, Madison, Wl), 
the Best Fit sequence program described by Devereux et al., Nucl. Acid Res, 12:387-395 (1984), 
preferably using the default settings, or by inspection. 

One example of a useful algorithm is PILEUP. PILEUP creates a multiple sequence alignment from a 
group of related sequences using progressive, pairwise alignments. It can also plot a tree showing the 
clustering relationships used to create the alignment. PILEUP uses a simplification of the progressive 
alignment method of Feng & Doolittle, J. Mol. Evol. 35:351-360 (1987); the method is similar to that 
described by Higgins & Sharp CABIOS 5:151-153 (1989). Useful PILEUP parameters including a 
default gap weight of 3.00, a default gap length weight of 0.10, and weighted end gaps. 

Another example of a useful algorithm is the BLAST algorithm, described in Altschui et al., J. Mol. Biol. 
215, 403-410, (1990) and Karlin et al., PNAS USA 90:5873-5787 (1993). A particularly useful BLAST 
program is the WU-BLAST-2 program which was obtained from Altschui et al., Methods in 
Enzymology, 266: 460-480 (1996); http://blast.wust!]. WU-BLAST-2 uses several search parameters, 
most of which are set to the default values. The adjustable parameters are set with the following 
values: overlap span =1 , overlap fraction = 0.125, word threshold (T) = 1 1 . The HSP S and HSP S2 
parameters are dynamic values and are established by the program itself depending upon the 
composition of the particular sequence and composition of the particular database against which the 
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sequence of interest is being searched; however, the values may be adjusted to increase sensitivity. 
A % amino acid sequence identity value is determined by the number of matching identical residues 
divided by the total number of residues of the "longer" sequence in the aligned region. The "longer" 
sequence is the one having the most actual residues in the aligned region (gaps introduced by WU- 
Blast-2 to maximize the alignment score are ignored). 

Thus, "percent (%) nucleic acid sequence identity" is defined as the percentage of nucleotide residues 
in a candidate sequence that are identical with the nucleotide residues of the nucleic acids of Tables 
1-40. A preferred method utilizes the BLASTN module of WU-BLAST-2 set to the default parameters, 
with overlap span and overlap fraction set to 1 and 0.125, respectively. 

The alignment may include the introduction of gaps in the sequences to be aligned. In addition, for 
sequences which contain either more or fewer nucleotides than those of the nucleic acids of Tables 1- 
40, it is understood that the percentage of homology will be determined based on the number of 
homologous nucleosides in relation to the total number of nucleosides. Thus, for example, homology 
of sequences shorter than those of the sequences identified herein and as discussed below, wiii be 
determined using the number of nucleosides in the shorter sequence. 

In one embodiment, the nucleic acid homology is determined through hybridization studies. Thus, for 
example, nucleic acids which hybridize under high stringency to the nucleic acids identified in the 
figures, or their complements, are considered CA sequences. High stringency conditions are known 
in the art; see for example Maniatis et al. v Molecular Cloning: A Laboratory Manual, 2d Edition, 1989, 
and Short Protocols in Molecular Biology, ed. Ausubel, et al., both of which are hereby incorporated by 
reference. Stringent conditions are sequence-dependent and wiii be different in different 
circumstances. Longer sequences hybridize specifically at higher temperatures. An extensive guide 
to the hybridization of nucleic acids is found in Tijssen, Techniques in Biochemistry and Molecular 
Biology-Hybridization with Nucleic Acid Probes, "Overview of principles of hybridization and the 
strategy of nucleic acid assays" (1993). Generally, stringent conditions are selected to be about 5- 
10°C lower than the thermal melting point (Tm) for the specific sequence at a defined ionic strength 
pH. The Tm is the temperature (under defined ionic strength, pH and nucleic acid concentration) at 
which 50% of the probes complementary to the target hybridize to the target sequence at equilibrium 
(as the target sequences are present in excess, at Tm, 50% of the probes are occupied at 
equilibrium). Stringent conditions will be those in which the salt concentration is less than about 1 .0 M 
sodium ion, typically about 0.01 to 1 .0 M sodium ion concentration (or other salts) at pH 7.0 to 8.3 and 
the temperature is at least about 30°C for short probes (e.g. 10 to 50 nucleotides) and at least about 
60°C for long probes (e.g. greater than 50 nucleotides). Stringent conditions may also be achieved 
with the addition of destabilizing agents such as formamide. 

In another embodiment, less stringent hybridization conditions are used; for example, moderate or low 
stringency conditions may be used, as are known in the art; see Maniatis and Ausubel, supra, and 
Tijssen, supra. 

In addition, the CA nucleic acid sequences of the invention are fragments of larger genes, i.e. they are 
nucleic acid segments. Alternatively, the CA nucleic acid sequences can serve as indicators of 
oncogene position, for example, the CA sequence may be an enhancer that activates a 
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protooncogene. "Genes" in this context includes coding regions, non-coding regions, and mixtures of 
coding and non-coding regions. Accordingly, as wiii be appreciated by those in the art, using the 
sequences provided herein, additional sequences of the CA genes can be obtained, using techniques 
well known in the art for cloning either longer sequences or the full length sequences; see Maniatis et 
al. f and Ausubel, et ai., supra, hereby expressly Incorporated by reference. In general, this is done 
using PGR, for example, kinetic PCR. 

Once the CA nucleic acid is identified, it can be cloned and, if necessary, its constituent parts 
recombined to form the entire CA nucleic acid. Once isolated from its natural source, e.g., contained 
within a plasmid or other vector or excised therefrom as a linear nucleic acid segment, the 
recombinant CA nucleic acid can be further used as a probe to identify and isolate other CA nucleic 
acids, for example additional coding regions. It can also be used as a "precursor" nucleic acid to 
make modified or variant CA nucleic acids and proteins. 

The CA nucleic acids of the present invention are used in several ways. In a first embodiment, nucleic 
acid probes to the CA nucleic acids are made and attached to biochips to be used in screening and 
diagnostic methods, as outlined below, or for administration, for example for gene therapy and/or 
antisense applications. Alternatively, the CA nucleic acids that include coding regions of CA proteins 
can be put into expression vectors for the expression of CA proteins, again either for screening 
purposes or for administration to a patient. 

in a preferred embodiment, nucleic acid probes to CA nucleic acids (both the nucleic acid sequences 
outlined in the figures and/or the complements thereof) are made. The nucleic acid probes attached 
to the biochip are designed to be substantially complementary to the CA nucleic acids, i.e. the target 
sequence (either the target sequence of the sample or to other probe sequences, for example in 
sandwich assays), such that hybridization of the target sequence and the probes of the present 
invention occurs. As outlined below, this complementarity need not be perfect; there may be any 
number of base pair mismatches which will interfere with hybridization between the target sequence 
and the single stranded nucleic acids of the present invention. However, if the number of mutations is 
so great that no hybridization can occur under even the least stringent of hybridization conditions, the 
sequence is not a complementary target sequence. Thus, by "substantially complementary" herein is 
meant that the probes are sufficiently complementary to the target sequences to hybridize under 
normal reaction conditions, particularly high stringency conditions, as outlined herein. 

A nucleic acid probe is generally single stranded but can be partially single and partially double 
stranded. The strandedness of the probe is dictated by the structure, composition, and properties of 
the target sequence. In general, the nucleic acid probes range from about 8 to about 100 bases long, 
with from about 10 to about 80 bases being preferred, and from about 30 to about 50 bases being 
particularly preferred. That is, generally whole genes are not used. In some embodiments, much 
longer nucleic acids can be used, up to hundreds of bases. 

In a preferred embodiment, more than one probe per sequence is used, with either overlapping 
probes or probes to different sections of the target being used. That is, two, three, four or more 
probes, with three being preferred, are used to build in a redundancy for a particular target. The 
probes can be overlapping (i.e. have some sequence in common), or separate. 
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As will be appreciated by those in the art, nucleic acids can be attached or immobilized to a solid 
support in a wide variety of ways. By "immobilized" and grammatical equivalents herein is meant the 
association or binding between the nucieic acid probe and the solid support is sufficient to be stable 
under the conditions of binding, washing, analysis, and removal as outlined below. The binding can be 
covaient or non-covalent. By "non-covalent binding" and grammatical equivalents herein is meant one 
or more of either electrostatic, hydrophilic, and hydrophobic interactions. Included in non-covalent 
binding is the covaient attachment of a molecule, such as, streptavidin to the support and the non- 
covalent binding of the biotinylated probe to the streptavidin. By "covaient binding" and grammatical 
equivalents herein is meant that the two moieties, the solid support and the probe, are attached by at 
least one bond, including sigma bonds, pi bonds and coordination bonds. Covaient bonds can be 
formed directly between the probe and the solid support or can be formed by a cross linker or by 
inclusion of a specific reactive group on either the solid support or the probe or both molecules. 
Immobilization may also involve a combination of covaient and non-covalent interactions. 

In general, the probes are attached to the biochip in a wide variety of ways, as will be appreciated by 
those in the art. As described herein, the nucleic acids can either be synthesized first, with 
subsequent attachment to the biochip, or can be directly synthesized on the biochip. 

The biochip comprises a suitable solid substrate. By "substrate" or "solid support" or other 
grammatical equivalents herein is meant any material that can be modified to contain discrete 
individual sites appropriate for the attachment or association of the nucleic acid probes and is 
amenable to at least one detection method. As will be appreciated by those in the art, the number of 
possible substrates are very large, and include, but are not limited to, glass and modified or 
functionaiized giass, plastics (including acrylics, polystyrene and copolymers of styrene and other 
materials, polypropylene, polyethylene, polybutylene, polyurethanes, Teflon™, etc.), polysaccharides, 
nylon or nitrocellulose, resins, silica or silica-based materials including silicon and modified silicon, 
carbon, metals, inorganic glasses, etc. In general, the substrates allow optical detection and do not 
appreciably fluoresce. 

In a preferred embodiment, the surface of the biochip and the probe may be derivatized with chemical 
functional groups for subsequent attachment of the two. Thus, for example, the biochip is derivatized 
with a chemical functional group including, but not limited to, amino groups, carboxy groups, oxo 
groups and thiol groups, with amino groups being particularly preferred. Using these functional 
groups, the probes can be attached using functional groups on the probes. For example, nucleic 
acids containing amino groups can be attached to surfaces comprising amino groups, for example 
using linkers as are known in the art; for example, homo-or hetero-bifunctional linkers as are well 
known (see 1994 Pierce Chemical Company catalog, technical section on cross-linkers, pages 
155-200, incorporated herein by reference). In addition, in some cases, additional linkers, such as 
alkyl groups (including substituted and heteroalkyl groups) may be used. 

In this embodiment, the oligonucleotides are synthesized as is known in the art, and then attached to 
the surface of the solid support. As will be appreciated by those skilled in the art, either the 5' or 3* 
terminus may be attached to the solid support, or attachment may be via an internal nucleoside. 

In an additional embodiment, the immobilization to the solid support may be very strong, yet non- 
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covalent For example, biotinyiated oligonucleotides can be made, which bind to surfaces cova) entry 
coated with streptavidin, resulting in attachment. 

Alternatively, the oligonucleotides may be synthesized on the surface, as is known in the art. For 
example, photoactivation techniques utilizing photopolymerization compounds and techniques are 
used. In a preferred embodiment, the nucleic acids can be synthesized in situ, using well known 
photolithographic techniques, such as those described in WO 95/251 16; WO 95/35505; U.S. Patent 
Nos. 5,700,637 and 5,445,934; and references cited within, all of which are expressly incorporated by 
reference; these methods of attachment form the basis of the Affymetrix GeneChip technology. 

In addition to the solid-phase technology represented by biochip arrays, gene expression can also be 
quantified using liquid-phase arrays. One such system is kinetic polymerase chain reaction (PGR). 
Kinetic PCR allows for the simultaneous amplification and quantification of specific nucleic acid 
sequences. The specificity is derived from synthetic oligonucleotide primers designed to preferentially 
adhere to single-stranded nucleic acid sequences bracketing the target site. This pair of 
oligonucleotide primers form specific, non-covalently bound complexes on each strand of the target 
sequence. These complexes facilitate in vitro transcription of double-stranded DNA in opposite 
orientations. Temperature cycling of the reaction mixture creates a continuous cycle of primer 
binding, transcription, and re-melting of the nucleic acid to individual strands. The result is an 
exponential increase of the target dsDNA product. This product can be quantified in real time either 
through the use of an intercalating dye or a sequence specific probe. SYBR® Greene I, is an example 
of an intercalating dye, that preferentially binds to dsDNA resulting in a concomitant increase in the 
fluorescent signal. Sequence specific probes, such as used with TaqMan® technology, consist of a 
ffuorochrome and a quenching molecule covalently bound to opposite ends of an oligonucleotide. The 
probe is designed to selectively bind the target DNA sequence between the two primers. When the 
DNA strands are synthesized during the PCR reaction, the fiuorochrome is cleaved from the probe by 
the exonuclease activity of the polymerase resulting in signal dequenching. The probe signaling 
method can be more specific than the intercalating dye method, but in each case, signal strength is 
proportional to the dsDNA product produced. Each type of quantification method can be used in multi- 
wel) liquid phase arrays with each well representing primers and/or probes specific to nucleic acid 
sequences of interest. When used with messenger RNA preparations of tissues pr cell lines, and an 
array of probe/primer reactions can simultaneously quantify the expression of multiple gene products 
of interest. See Germer, S., et al., Genome Res. 10:258-266 (2000); Heid, C. A., et al., Genome Res. 
6, 986-994(1996). 

In a preferred embodiment, CA nucleic acids encoding CA proteins are used to make a variety of 
expression vectors to express CA proteins which can then be used in screening assays, as described 
below. The expression vectors may be either self-replicating extrachromosomal vectors or vectors 
which integrate into a host genome. Generally, these expression vectors include transcriptional and 
translational regulatory nucleic acid operably linked to the nucleic acid encoding the CA protein. The 
term "control sequences" refers to DNA sequences necessary for the expression of an operably linked 
coding sequence in a particular host organism. The control sequences that are suitable for 
prokaryotes, for example, include a promoter, optionally an operator sequence, and a ribosome 
binding site. Eukaryotic cells are known to utilize promoters, polyadenylation signals, and enhancers. 
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Nucleic acid is "operably linked" when it is piaced into a functional relationship with another nucleic 
acid sequence. For example, DNA for a presequence or secretory leader is operably linked to DNA 
for a polypeptide if it is expressed as a preprotein that participates in the secretion of the polypeptide; 
a promoter or enhancer is operably linked to a coding sequence if it affects the transcription of the 
sequence; or a ribosome binding site is operably Jinked to a coding sequence if it is positioned so as to 
facilitate translation. Generally, "operably linked" means that the DNA sequences being linked are 
contiguous, and, in the case of a secretory leader, contiguous and in reading phase. However, 
enhancers do not have to be contiguous. Linking is accomplished by ligation at convenient restriction 
sites. If such sites do not exist, synthetic oligonucleotide adaptors or linkers are used in accordance 
with conventional practice. The transcriptional and translationai regulatory nucleic acid will generally 
be appropriate to the host cell used to express the CA protein; for example, transcriptional and 
translationai regulatory nucleic acid sequences from Bacillus are preferably used to express the CA 
protein in Bacillus. Numerous types of appropriate expression vectors, and suitable regulatory 
sequences are known in the art for a variety of host ceils. 

In general, the transcriptional and translationai regulatory sequences may include, but are not limited 
to, promoter sequences, ribosomal binding sites, transcriptional start and stop sequences, 
translationai start and stop sequences, and enhancer or activator sequences. In a preferred 
embodiment, the regulatory sequences include a promoter and transcriptional start and stop 
sequences. 

Promoter sequences encode either constitutive or inducible promoters. The promoters may be either 
naturally occurring promoters or hybrid promoters. Hybrid promoters, which combine eiements of 
more than one promoter, are also known in the art, and are useful in the present invention. 

In addition, the expression vector may comprise additional elements. For example, the expression 
vector may have two replication systems, thus allowing it to be maintained in two organisms, for 
example in mammalian or insect ceils for expression and in a procaryotic host for cloning and 
amplification. Furthermore, for integrating expression vectors, the expression vector contains at least 
one sequence homologous to the host cell genome, and preferably two homologous sequences which 
flank the expression construct. The integrating vector may be directed to a specific locus in the host 
cell by selecting the appropriate homologous sequence for inclusion in the vector. Constructs for 
integrating vectors are well known in the art. 

In addition, in a preferred embodiment, the expression vector contains a selectable marker gene to 
allow the selection of transformed host cells. Selection genes are well known in the art and will vary 
with the host cell used. 

* The CA proteins of the present invention are produced by culturing a host ceil transformed with an 
expression vector containing nucleic acid encoding an CA protein, under the appropriate conditions to 
induce or cause expression of the CA protein. The conditions appropriate for CA protein expression 
will vary with the choice of the expression vector and the host cell, and will be easily ascertained by 
one skilled in the art through routine experimentation. For example, the use of constitutive promoters 
in the expression vector will require optimizing the growth and proliferation of the host cell, while the 
use of an inducible promoter requires the appropriate growth conditions for induction. In addition, in 
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some embodiments, the timing of the harvest is Important. For example, the baculoviral systems used 
in insect cell expression are lytic viruses, and thus harvest time selection can be crucial for product 
yield. 

Appropriate host ceils include yeast, bacteria, archaebacteria, fungi, and Insect, plant and animal cells, 
including mammalian cells. Of particular interest are Drosophila melanogaster cells, Saccharomyces 
cerevisiae and other yeasts, E. coll, Bacillus subt/Ils, Sf9 cells, C129 cells, 293 cells, Neurospora, 
BHK, CHO, COS, HeLa cells, THP1 cell line (a macrophage cell line) and human cells and cell lines. 

In a preferred embodiment, the CA proteins are expressed in mammalian cells. Mammalian 
expression systems are also known in the art, and include retroviral systems. A preferred expression 
vector system is a retroviral vector system such as is generally described in PCT/US97/01019 and 
PCT/US97/01048, both of which are hereby expressly incorporated by reference. Of particular use as 
mammalian promoters are the promoters from mammalian viral genes, since the viral genes are often 
highly expressed and have a broad host range. Examples include the SV40 early promoter, mouse 
mammary tumor virus LTR promoter, adenovirus major late promoter, herpes simplex virus promoter, 
and the CMV promoter. Typically, transcription termination and polyadenylation sequences 
recognized by mammalian cells are regulatory regions located 3' to the translation stop codon and 
thus, together with the promoter elements, flank the coding sequence. Examples of transcription 
terminator and polyadeniytion signals include those derived form SV40. 

The methods of introducing exogenous nucleic acid into mammalian hosts, as well as other hosts, is 
well known in the art, and will vary with the host cell used. Techniques include dextran-mediated 
transfection, calcium phosphate precipitation, polybrene mediated transfectlon, protoplast fusion, 
electroporation, viral infection, encapsulation of the pofynucleotide(s) in liposomes, and direct 
microinjection of the DNA into nuclei. 

In a preferred embodiment, CA proteins are expressed in bacterial systems. Bacterial expression 
systems are well known in the art. Promoters from bacteriophage may also be used and are known in 
the art. In addition, synthetic promoters and hybrid promoters are also useful; for example, the tac 
promoter is a hybrid of the trp and lac promoter sequences. Furthermore, a bacterial promoter can 
include naturally occurring promoters of non-bacterial origin that have the ability to bind bacterial RNA 
polymerase and initiate transcription. In addition to a functioning promoter sequence, an efficient 
ribosome binding site is desirable. The expression vector may also include a signal peptide sequence 
that provides for secretion of the CA protein in bacteria. The protein is either secreted into the growth 
media (gram-positive bacteria) or into the periplasms space, located between the inner and outer 
membrane of the cell (gram -negative bacteria). The bacterial expression vector may also include a 
selectable marker gene to allow for the selection of bacterial strains that have been transformed.. 
Suitable selection genes include genes which render the bacteria resistant to drugs such as ampicillin, 
chloramphenicol, erythromycin, kanamycin, neomycin and tetracycline. Selectable markers also 
include biosynthetic genes, such as those in the histidine, tryptophan and leucine biosynthetic 
pathways. These components are assembled into expression vectors. Expression vectors for bacteria 
are well known in the art, and include vectors for Bacillus subtiiis, E. coll, Streptococcus cremoris, and 
Streptococcus lividans, among others. The bacterial expression vectors are transformed into bacterial 
host cells using techniques well known in the art, such as calcium chloride treatment, electroporation, 
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and others. 

In one embodiment, CA proteins are produced in insect cells. Expression vectors for the 
transformation of insect ceils, and in particular, bacuiovirus-based expression vectors, are well known 
in the art. 

In a preferred embodiment, CA protein is produced in yeast cells. Yeast expression systems are well 
known in the art, and include expression vectors for Saccharomyces cerevisiae, Candida albicans and 
C. maltosa, Hansenula polymorpha, Kluyveromyces fragiiis and K. laciis, Pichia guillerimondii and P. 
pastoris, Schizosaccharomyces pombe, and Yarrowia iipolytica. 

The CA protein may also be made as a fusion protein, using techniques well known in the art. Thus, 
for example, for the creation of monoclonal antibodies. If the desired epitope is small, the CA protein 
may be fused to a carrier protein to form an immunogen. Alternatively, the CA protein may be made 
as a fusion protein to increase expression, or for other reasons. For example, when the CA protein is 
an CA peptide, the nucleic acid encoding the peptide may be linked to other nucleic acid for 
expression purposes. 

In one embodiment, the CA nucleic acids, proteins and antibodies of the invention are labeled. By 
"labeled" herein is meant that a compound has at least one element, isotope or chemical compound 
attached to enable the detection of the compound, in general, labels fall into three classes: a) isotopic 
labels, which may be radioactive or heavy isotopes; b) immune labels, which may be antibodies or 
antigens; and c) colored or fluorescent dyes. The labels may be incorporated into the CA nucleic 
acids, proteins and antibodies at any position. For example, the label should be capable of producing, 
either directly or indirectly, a detectable signal. The detectable moiety may be a radioisotope, such as 
3 H, 14 C, 32 P, 35 S, or 125 I, a fluorescent or chemiluminescent compound, such as fluorescein 
isothiocyanate, rhodamine, or luciferin, or an enzyme, such as alkaline phosphatase, beta- 
galactosidase or horseradish peroxidase. Any method known in the art for conjugating the antibody to 
the label may be employed, including those methods described by Hunter et a!., Nature, 144:945 
(1962); David etai., Biochemistry, 13:1014 (1974); Pain et aL, J. Immunol. Meth., 40:219 (1981); and 
Nygren, J. Histochem. and Cytochem., 30:407 (1982). 

Accordingly, the present invention also provides CA protein sequences. An CA protein of the present 
invention may be identified in several ways. "Protein" in this sense includes proteins, polypeptides, 
and peptides. As will be appreciated by those in the art, the nucleic acid sequences of the invention 
can be used to generate protein sequences. There are a variety of ways to do this, including cloning 
the entire gene and verifying its frame and amino acid sequence, or by comparing it to known 
sequences to search for homology to provide a frame, assuming the CA protein has homology to 
some protein in the database being used. Generally, the nucleic acid sequences are input into a 
program that will search all' three frames for homology. This is done in a preferred embodiment using 
the following NCBl Advanced BLAST parameters. The program is biastx or blastn. The database is 
nr. The input data is as "Sequence In FASTA format". The organism iist is "none". The "expect" is 
10; the filter is default. The "descriptions" is 500, the "alignments" is 500, and the "alignment view" is 
pairwise. The "query Genetic Codes" is standard (1). The matrix is BLOSUM62; gap existence cost is 
1 1, per residue gap cost is 1; and the lambda ratio is .85 default. This results in the generation of a 
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putative protein sequence. 

Also included within one embodiment of CA proteins are amino acid variants of the naturally -occurring 
sequences, as determined herein. Preferably, the variants are preferably greater than about 75% 
homologous to the wild-type sequence, more preferably greater than about 80%, even more preferably 
greater than about 85% and most preferably greater than 90%. In some embodiments the homology 
wiil be as high as about 93 to 95 or 98%. As for nucleic acids, homology in this context means 
sequence similarity or identity, with identity being preferred. This homology will be determined using 
standard techniques known in the art as are outlined above for the nucleic acid homologies. 

CA proteins of the present invention may be shorter or longer than the wild type amino acid 
sequences. Thus, in a preferred embodiment, included within the definition of CA proteins are 
portions or fragments of the wild type sequences herein. In addition, as outlined above, the CA 
nucleic acids of the invention may be used to obtain additional coding regions, and thus additional 
protein sequence, using techniques known in the art. 

In a preferred embodiment, the CA proteins are derivative or variant CA proteins as compared to the 
wild-type sequence. That is, as outlined more fully below, the derivative CA peptide will contain at 
least one amino acid substitution, deletion or insertion, with amino acid substitutions being particularly 
preferred. The amino acid substitution, insertion or deletion may occur at any residue within the CA 
peptide. 

Also included in an embodiment of CA proteins of the present invention are amino acid sequence 
variants. These variants fall into one or more' of three classes: substitutional, insertional or deletional 
variants. These variants ordinarily are prepared by site specific mutagenesis of nucleotides in the 
DNA encoding the CA protein, using cassette or PCR mutagenesis or other techniques well known in 
the art, to produce DNA encoding the variant, and thereafter expressing the DNA in recombinant cell 
culture as outlined above. However, variant CA protein fragments having up to about 100-1 50 
residues may be prepared by in vitro synthesis using established techniques. Amino acid sequence 
variants are characterized by the predetermined nature of the variation, a feature that sets them apart 
from naturally occurring allelic or interspecies variation of the CA protein amino acid sequence. The 
variants typically exhibit the same qualitative biological activity as the naturally occurring analogue, 
although variants can also be selected which have modified characteristics as wiil be more fully 
outlined below. 

While the site or region for introducing an amino acid sequence variation is predetermined, the 
mutation per se need not be predetermined. For example, in order to optimize the performance of a 
mutation at a given site, random mutagenesis may be conducted at the target codon or region and the 
expressed CA variants screened for the optimal combination of desired activity. Techniques for 
making substitution mutations at predetermined sites in DNA having a known sequence are well 
known, for example, M13 primer mutagenesis and LAR mutagenesis. Screening of the mutants is 
done using assays of CA protein activities. 

Amino acid substitutions are typically of single residues; insertions usually will be on the order of from 
about 1 to 20 amino acids, although considerably larger insertions may be tolerated. Deletions range 
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from about 1 to about 20 residues, although in some cases deletions may be much larger. 

Substitutions, deletions, insertions or any combination thereof may be used to arrive at a final 
derivative. Generally these changes are done on a few amino acids to minimize the alteration of the 
moiecuie. However, larger changes may be to]erated in certain circumstances. When small 
alterations in the characteristics of the CA protein are desired, substitutions are generally made in 
accordance with the following chart: 

Chart I 



Original Residue 


Exemplary Substitutions 


Mia 


Ser 


Arg 


Lys 


Asn 


Gin, His 


Asp 


Glu 


Cys 


Ser 


Gin 


Asn 


GJu 


Asp 


Gly 


Pro 


His 


Asn, Gin 


lie 


Leu, Val 


Leu 


lie, Val 


Lys 


Arg, Gin, Glu 


Met 


Leu, lie 


Phe 


Met, Leu, Tyr 


Ser 


Thr 


Thr 


Ser 


Trp 


Tyr 


Tyr 


Trp, Phe 


Val 


lie, Leu 



Substantial changes in function or immunological identity are made by selecting substitutions that are 
less conservative than those shown in Chart I. For example, substitutions may be made which more 
significantly affect: the structure of the polypeptide backbone in the area of the alteration, for example 
the alpha-helical or beta-sheet structure; the charge or hydrophobicity of the moiecuie at the target 
site; or the bulk of the side chain. The substitutions which in general are expected to produce the 
greatest changes in the polypeptide's properties are those in which (a) a hydrophiiic residue, e.g. seryi 
or threonyl is substituted for (or by) a hydrophobic residue, e.g. leucyi, isoleucy), phenylalany), valyl or 
aianyl; (b) a cysteine or proline is substituted for (or by) any other residue; (c) a residue having an 
electropositive side chain, e.g. iysyl, arginyl, or histidyl, is substituted for (or by) an electronegative 
residue, e.g. glutamyl or aspartyl; or (d) a residue having a bulky side chain, e.g. phenylalanine, is 
substituted for (or by) one not having a side chain, e.g. glycine. 

The variants typically exhibit the same qualitative biological activity and will elicit the same immune 
response as the naturally-occurring analogue, although variants also are selected to modify the 
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characteristics of the CA proteins as needed. Alternatively, the variant may be designed such that the 
biological activity of the CA protein is altered. For example, glycosylation s\tes may be altered or 
removed, dominant negative mutations created, etc. 

Covalent modifications of CA polypeptides are Included within the scope of this invention, for example 
for use in screening. One type of covalent modification includes reacting targeted amino acid residues 
of an CA polypeptide with an organic derlvatizing agent that is capable of reacting with selected side 
chains or the N-or C-terminal residues of an CA polypeptide. Derivatization with Afunctional agents is 
useful, for instance, for crosslinking CA polypeptides to a water-insoluble support matrix or surface for 
use in the method for purifying anti-CA antibodies or screening assays, as is more fully described 
below. Commonly used crosslinking agents include, e.g., 1 ,1-bis(diazoacetyl)-2-phenylethane, 
glutaraidehyde, N-hydroxysuccinimide esters, for example, esters with 4-azidosalicylic acid, 
homobifunctional imidoesters, including disuccinimidyl esters such as 3,3*- 

dithiobis(succinimidylpropionate), bifunctional maleimides such as bis-N-maleimido-1 ,8-octane and 
agents such as methyl-3-[(p-azidophenyl)dithio]propioimidate. 

Other modifications include deamidation of gtutaminyl and asparaginyi residues to the corresponding 
glutamyl and aspartyl residues, respectively, hydroxylation of proline and lysine, phosphorylation of 
hydroxy! groups of seryl, threonyl or tyrosyl residues, methylation of the a-amino groups of lysine, 
arginine, and histidine side chains fT.E. Creighton, Proteins: Structure and Molecular Properties, W.H. 
Freeman & Co., San Francisco, pp. 79-86 (1983)], acetylation of the N-temninal amine, and amidation 
of any C-terminal carboxyl group. 

Another type of covalent modification of the CA polypeptide included within the scope of this invention 
comprises altering the native glycosylation pattern of the polypeptide. "Altering the native glycosylation 
pattern" is intended for purposes herein to mean deleting one or more carbohydrate moieties found in 
native sequence CA polypeptide, and/or adding one or more glycosylation sites that are not present in 
the native sequence CA polypeptide. 

Addition of glycosylation sites to CA polypeptides may be accomplished by altering the amino acid 
sequence thereof. The alteration may be made, for example, by the addition of, or substitution by, one 
or more serine or threonine residues to the native sequence CA polypeptide (for O-linked glycosylation 
sites). The CA amino acid sequence may optionally be altered through changes at the DNA level, 
particularly by mutating the DNA encoding the CA polypeptide at preselected bases such that codons 
are generated that will translate into the desired amino acids. 

Another means of increasing the number of carbohydrate moieties on the CA polypeptide is by 
chemical or enzymatic coupling of glycosides to the polypeptide. Such methods are described in the 
art, e.g., in WO 87/05330 published 1 1 September 1987, and in Apiin and Wriston, LA Crit. Rev. . 
Biochem., pp. 259-306 (1981). 

Removal of carbohydrate moieties present on the CA polypeptide may be accomplished chemically or 
enzymatically or by mutational substitution of codons encoding for amino acid residues that serve as 
targets for glycosylation. Chemical deglycosylation techniques are known in the art and described, for 
instance, by Hakimuddin, et al„ Arch. Biochem. Biophys., 259:52 (1987) and by Edge et a!., Anal. 
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Biochem., 1 18:131 (1981). Enzymatic cleavage of carbohydrate moieties on polypeptides can be 
achieved by the use of a variety of endo-and exo-giycosidases as described by Thotakura et a). r Meth. 
Enzymoi., 138:350 (1987). 

Another type of covaient modification of CA comprises linking the CA polypeptide to one of a variety of 
nonproteinaceous polymers, e.g., polyethylene glycol, polypropylene glycol, or polyoxyalkylenes, in the 
manner set forth in U.S. Patent Nos. 4,640,835; 4,496,689; 4,301,144; 4,670,417; 4,791,192 or 
4,179,337. 

CA polypeptides of the present invention may also be modified in a way to form chimeric molecules 
comprising an CA polypeptide fused to another, heterologous polypeptide or amino acid sequence. In 
one embodiment, such a chimeric molecule comprises a fusion of an CA polypeptide with a tag 
polypeptide which provides an epitope to which an anti-tag antibody can selectively bind. The epitope 
tag is generally placed at the amino-or carboxyi-terminus of the CA polypeptide, although internal 
fusions may also be tolerated in some instances. The presence of such epitope-tagged forms of an 
CA polypeptide can be detected using an antibody against the tag polypeptide. Also, provision of the 
epitope tag enables the CA polypeptide to be readily purified by affinity purification using an anti-tag 
antibody or another type of affinity matrix that binds to the epitope tag. In an alternative embodiment, 
the chimeric molecule may comprise a fusion of an CA polypeptide with an immunoglobulin or a 
particular region of an immunoglobulin. For a bivalent form of the chimeric molecule, such a fusion 
could be to the Fc region of an IgG molecule. 

Various tag polypeptides and their respective antibodies are well known in the art. Examples include 
poly-histidine (poly-his) or poly-histidine-glycine (poiy-his-gly) tags; the flu HA tag polypeptide and its 
antibody 12CA5 [Field et aL, M6I. Cell. Biol., 8:2159-2165 (1988)]; the c-myc tag and the 8F9, 3C7, 
6E10, G4, B7 and 9E10 antibodies thereto [Evan et a!., Molecular and Cellular Biology, 5:3610-3616 
(1985)]; and the Herpes Simplex virus glycoprotein D (gD) tag and its antibody [Paborsky et a!., 
Protein Engineering, "3(6):547-553 (1990)]. Other tag polypeptides include the Flag-peptide [Hopp et 
ai., BioTechnoIogy, 6:1204-1210 (1988)]; the KT3 epitope peptide [Martin et al., Science, 255:192-194 
(1992)]; tubulin epitope peptide [Skinner et al., J. Bioi. Chem., 266:15163-15166 (1991)]; and the T7 
gene 10 protein peptide tag [Lutz-Freyermuth et al., Proc. Natl. Acad. Sci. USA, 87:6393-6397 (1990)]. 

Also included with the definition of CA protein in one embodiment are other CA proteins of the CA 
family, and CA proteins from other organisms, which are cloned and expressed as outlined below. 
Thus, probe or degenerate polymerase chain reaction (PCR) primer sequences may be used to find 
other related CA proteins from humans or other organisms. As will be appreciated by those in the art, 
particularly useful probe and/or PCR primer sequences include the unique areas of the CA nucleic 
acid sequence. As is generally known in the art, preferred PCR primers are from about 15 to about 35 
nucleotides in length, with from about 20 to about 30 being preferred, and may contain inosine as 
needed. The conditions for the PCR reaction are well known in the art. 

In addition, as is outlined herein, CA proteins can be made that are longer than those encoded by the 
nucleic acids of the figures, for example, by the elucidation of additional sequences, the addition of 
epitope or purification tags, the addition of other fusion sequences, etc. 
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CA proteins may also be identified as being encoded by CA nucleic acids. Thus, CA proteins are 
encoded by nucleic acids that wilt hybridize to the sequences of the sequence listings, or their 
complements, as outlined herein. 

In a preferred embodiment, the invention provides CA antibodies, in a preferred embodiment, when 
the CA protein is to be used to generate antibodies, for example for immunotherapy, the CA protein 
should share at least one epitope or determinant with the full length protein. By "epitope" or 
"determinant" herein is meant a portion of a protein which will generate and/or bind an antibody or T- 
cell receptor in the context of MHC. Thus, in most instances, antibodies made to a smaller CA protein 
will be able to bind to the full length protein, in a preferred embodiment, the epitope is unique; that is, 
antibodies generated to a unique epitope show little or no cross-reactivity. 

)n one embodiment, the term "antibody" includes antibody fragments, as are known in the art, 
including Fab, Fab 2 , single chain antibodies (Fv for example), chimeric antibodies, etc., either 
produced by the modification of whoie antibodies or those synthesized de novo using recombinant 
DNA technologies. 

Methods of preparing polyclonal antibodies are known to the skilled artisan. Polyclonal antibodies can 
be raised in a mammal, for example, by one or more injections of an immunizing agent and, if desired, 
an adjuvant, Typicaiiy, the immunizing agent and/or adjuvant will be injected in the mammal by 
multiple subcutaneous or intraperitoneal injections. The immunizing agent may include a protein 
encoded by a nucleic acid of the figures or fragment thereof or a fusion protein thereof, it may be 
useful to conjugate the immunizing agent to a protein known to be immunogenic in the mammal being 
immunized. Examples of such immunogenic proteins include but are not limited to keyhole limpet 
hemocyanin, serum albumin, bovine thyroglobulin, and soybean trypsin inhibitor. Examples of 
adjuvants which may be employed include Freund's complete adjuvant and M PL-TDM adjuvant 
(monophosphory! Lipid A, synthetic trehalose dicorynomycolate). The immunization protocol may be 
selected by one skilled in the art without undue experimentation. 

The antibodies may, alternatively, be monoclonal antibodies. Monoclonal antibodies may be prepared 
using hybridorna methods, such as those described by Kohler and Milstein, Nature, 256:495 (1975). 
In a hybridorna method, a mouse, hamster, or other appropriate host animal, is typically immunized, 
with an immunizing agent to elicit lymphocytes that produce or are capable of producing antibodies 
that will specifically bind to the immunizing agent. Alternatively, the lymphocytes may be immunized In 
vitro. The immunizing agent will typicaiiy include a polypeptide encoded by a nucleic acid of Tables 1- 
40, or fragment thereof or a fusion protein thereof. Generally, either peripheral blood lymphocytes 
("PBLs") are used if ceils of human origin are desired, or spleen cells or lymph node cells are used if 
non-human mammalian sources are desired. The lymphocytes are then fused with an immortalized 
cell line using a suitable fusing agent, such as polyethylene glycol, to form a hybridorna cell [Goding, 
Monoclonal Antibodies: Principles and Practice,' Academic Press, (1986) pp. 59-103]. Immortalized 
cell lines are usually transformed mammalian cells, particularly myeloma cells of rodent, bovine and 
human origin. Usually, rat or mouse myeloma cell lines are employed. The hybridorna cells may be 
cultured in a suitable culture medium that preferably contains one or more substances that inhibit the 
growth or survival of the unfused, immortalized cells. For example, if the parental cells lack the 
enzyme hypoxanthine guanine phosphoribosy! transferase (HGPRT or HPRT), the culture medium for 
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the hybridomas typically will include hypoxanthine, aminopterin, and thymidine ("HAT medium"), which 
substances prevent the growth of HGPRT-deficient cells. 

in one embodiment, the antibodies are bispecific antibodies. Bispecific antibodies are monoclonal, 
preferably human or humanized, antibodies that have binding specificities for at least two different 
antigens. In the present case, one of the binding specificities is for a protein encoded by a nucieic 
acid of Tables 1-40, or a fragment thereof, the other one is for any other antigen, and preferably for 
a cell-surface protein or receptor or receptor subunit, preferably one that is tumor specific. 

in a preferred embodiment, the antibodies to CA are capable of reducing or eliminating the biological 
function of CA, as is described below. That is, the addition of anti-CA antibodies (either polyclonal or 
preferably monoclonal) to CA (or cells containing CA) may reduce or eliminate the CA activity. 
Generally, at least a 25% decrease in activity is preferred, with at least about 50% being particularly 
preferred and about a 95-100% decrease being especially preferred. 

In a preferred embodiment the antibodies to the CA proteins are humanized antibodies. Humanized 
forms of non-human (e.g., murine) antibodies are chimeric molecules of immunoglobulins, 
immunoglobulin chains or fragments thereof (such as Fv, Fab, Fab', F(ab') 2 or other antigen binding 
subsequences of antibodies) which contain minimal sequence derived from non-human 
immunoglobulin. Humanized antibodies include human immunoglobulins (recipient antibody) in which 
residues form a complementary determining region (CDR) of the recipient are replaced by residues 
from a CDR of a non-human species (donor antibody) such as mouse, rat or rabbit having the desired 
specificity, affinity and capacity. In some instances, Fv framework residues of the human 
immunoglobulin are replaced by corresponding non-human residues. Humanized antibodies may aiso 
comprise residues which are found neither in the recipient antibody nor in the imported CDR or 
framework sequences. In general, the humanized antibody wi(! comprise substantially ail of at feast 
one, and typically two, variable domains, in which all or substantially all of the CDR regions correspond 
to those of a non-human immunoglobulin and all or substantially all of the framework residues (FR) 
regions are those of a human immunoglobulin consensus sequence. The humanized antibody 
optimally also will comprise at least a portion of an immunoglobulin constant region (Fc), typically that 
of a human immunoglobulin [Jones et al., Nature, 321:522-525 (1986); Riechmann et a]., Nature, 
332:323-329 (1988); and Presta, Curr. Op. Struct. Biol., 2:593-596 (1992)]. 

Methods for humanizing non-human antibodies are well known in the art. Generally, a humanized 
antibody has one or more amino acid residues introduced into it from a source which is non-human. 
These non-human amino acid residues are often referred to as import residues, which are typically 
taken from an import variable domain. Humanization can be essentially performed following the 
method of Winter and co-workers [Jones et al., Nature, 321:522-525 (1986); Riechmann et al., Nature, 
332:323-327 (1988); Verhoeyen et al., Science, 239:1534-1536 (1988)], by substituting rodent CDRs 
or CDR sequences for the corresponding sequences of a human antibody. Accordingly, such 
humanized antibodies are chimeric antibodies (U.S. Patent No. 4,816,56/), wherein substantially less 
than an intact human variable domain has been substituted by the corresponding sequence from a 
non-human species. In practice, humanized antibodies are typically human antibodies in which some 
CDR residues and possibly some FR residues are substituted by residues from analogous sites in' 
rodent antibodies. 
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Human antibodies can also be produced using various techniques known in the art, including phage 
display libraries [Hoogenboom and Winter, J. Mol. BioL, 227:381 (1991); Marks et al., J. Mol. Biol., 
222:581 (1 991 )]. The techniques of Cole et-al. and Boerner et a(. are also available for the preparation 
of human monoclonal antibodies [Cole et aL, Monoclonal Antibodies and Cancer Therapy, Alan R. 
Liss, p. 77 (1985) and Boerner et al., J. fmmunol., 147(1 ):86-95 (1991)]. Similarly, human antibodies 
can be made by introducing human immunoglobulin loci into transgenic animals, e.g., mice in which 
the endogenous immunoglobulin genes have been partially or completely inactivated. Upon 
challenge, human antibody production is observed, which closely resembles that seen in humans in all 
respects, including gene rearrangement, assembly, and antibody repertoire. This approach is 
described, for example, in U.S. Patent Nos. 5,545,807; 5,545,806; 5,569,825; 5,625,126; 5,633,425; 
5,661,016, and in the following scientific publications: Marks et a)., Bio/Technology 10, 779-783 
(1992); Lonberg et al., Nature 368 856-859 (1994); Morrison, Nature 368, 812-13 (1994); Rshwild et 
a)., Nature Biotechnology 14, 845-51 (1996); Neuberger, Nature Biotechnology 14, 826 (1996); 
Lonberg and Huszar, intern. Rev. Immunol. 13 65-93 (1995). 

By immunotherapy is meant treatment of a carcinoma with an antibody raised against an CA protein. 
As used herein, immunotherapy can be passive or active. Passive immunotherapy as defined herein 
is the passive transfer of antibody to a recipient (patient). Active immunization is the induction of 
antibody and/or T-cell responses in a recipient (patient). Induction of an immune response is the 
result of providing the recipient with an antigen to which antibodies are raised. As appreciated by one 
of ordinary skill in the art, the antigen may be provided by injecting a polypeptide against which 
antibodies are desired to be raised into a recipient, or contacting the recipient with a nucleic acid 
capable of expressing the antigen and under conditions for expression of the antigen. 

In a preferred embodiment, oncogenes which encode secreted growth factors may be inhibited by 
raising antibodies against CA proteins that are secreted proteins as described above. Without being 
bound by theory, antibodies used for treatment, bind and prevent the secreted protein from binding to 
its receptor, thereby inactivating the secreted CA protein. 

In another preferred embodiment, the CA protein to which antibodies are raised is a transmembrane 
protein. Without being bound by theory, antibodies used for treatment, bind the extracellular domain 
of the CA protein and prevent it from binding to other proteins, such as circulating ligands or cell- 
associated molecules. The antibody may cause down-regulation of the transmembrane CA protein. 
As will be appreciated by one of ordinary ski)) in the art, the antibody may be a competitive, non- 
competitive or uncompetitive inhibitor of protein binding to the extracellular domain of the CA protein. 
The antibody is also an antagonist of the CA protein. Further, the antibody prevents activation of the 
transmembrane CA protein. In one aspect, when the antibody prevents the binding of other molecules 
to the CA protein, the antibody prevents growth of the cell. The antibody may also sensitize the cell to 
cytotoxic agents, including, but not limited to TNF-a, TNF-(3, IL-1, INF-y and !L-2, or 
chemotherapeutic agents including 5FU, vinblastine, actinomycin D, cisplatin, methotrexate, and the 
like. In some instances the antibody belongs to a sub-type that activates serum complement when 
complexed with the transmembrane protein thereby mediating cytotoxicity. Thus, carcinomas may be 
treated by administering to a patient antibodies directed against the transmembrane CA protein. 

in another preferred embodiment, the antibody is conjugated to a therapeutic moiety. In one aspect 
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the therapeutic moiety is a smaii molecule that modulates the activity of the CA protein. In another 
aspect the therapeutic moiety modulates the activity of molecules associated with or in close proximity 
to the CA protein. The therapeutic moiety may inhibit enzymatic activity such as protease or protein 
kinase activity associated with carcinoma. 

in a preferred embodiment, the therapeutic moiety may also be a cytotoxic agent. In this method, 
targeting the cytotoxic agent to tumor tissue or ceils, results in a reduction in the number of afflicted 
ceils, thereby reducing symptoms associated with carcinomas, including lymphoma. Cytotoxic agents 
are numerous and varied and include, but are not limited to, cytotoxic drugs or toxins or active 
fragments of such toxins. Suitable toxins and their corresponding fragments include diphtheria A 
chain, exotoxin A chain, ricin A chain, abrin A chain, curcin, crotin, phenomycin, enomycin and the like. 
Cytotoxic agents also include radiochemicals made by conjugating radioisotopes to antibodies raised 
against CA proteins, or binding of a radionuclide to a chelating agent that has been covalently 
attached to the antibody. Targeting the therapeutic moiety to transmembrane CA proteins not only 
serves to increase the local concentration of therapeutic moiety in the carcinoma of interest, i.e., 
lymphoma, but also serves to reduce deleterious side effects that may be associated with the 
therapeutic moiety. 

In another preferred embodiment, the CA protein against which the antibodies are raised is an 
intracellular protein. In this case, the antibody may be conjugated to a protein which facilitates entry 
into the cell. In one case, the antibody enters the cell by endocyfosis. in another embodiment, a 
nucleic acid encoding the antibody is administered to the individual or ceif. Moreover, wherein the CA 
protein can be targeted within a ceil, i.e., the nucleus, an antibody thereto contains a signal for that 
target localization, i.e., a nuclear localization signal. 

The CA antibodies of the invention specifically bind to CA proteins. By "specifically bind" herein is 
meant that the antibodies bind to the protein with a binding constant in the range of at least 1 CT 4 - 1CT B 
M"\ with a preferred range being 10' 7 - 10' 9 M" 1 . 

In a preferred embodiment, the CA protein is purified or isolated after expression. CA proteins may be 
isolated or purified in a variety of ways known to those skilled in the art depending on what other 
components are present in the sample. Standard purification methods include electrophoretic, 
molecular, immunological and chromatographic techniques, including ion exchange, hydrophobic, 
affinity, and reverse-phase HPLC chromatography, and chromatofocusing. For example, the CA 
protein may be purified using a standard anti-CA antibody column. Ultrafiltration and diafiltration 
techniques, in conjunction with protein concentration, are also useful. For general guidance in suitable 
purification techniques, see Scopes, R., Protein Purification, Springer-Verlag, NY (1982). The degree 
of purification necessary will vary depending on the use of the CA protein. In some instances no 
purification will be necessary. 

Once expressed and purified if necessary, the CA proteins and nucleic acids are useful in a number of 
applications. 

In one aspect, the expression levels of genes are determined for different cellular states in the 
carcinoma phenotype; that is, the expression levels of genes in normal tissue and in carcinoma tissue 
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(and in some cases, for varying severities of lymphoma that relate to prognosis, as outlined below) are 
evaluated to provide expression profiles. An expression profile of a particular cell state or point of 
development is essentially a "fingerprint" of the state; while two states may have any particular gene 
similarly expressed, the evaluation of a number of genes simultaneously allows the generation of a 
gene expression profile that is unique to the state of the cell. By comparing expression profiles of cells 
in different states, information regarding which genes are important (including both up- and down- 
regulation of genes) in each of these states is obtained. Then, diagnosis may be done or confirmed: 
does tissue from a particular patient have the gene expression profile of normal or carcinoma tissue. 

"Differential expression," or grammatical equivalents as used herein, refers to both qualitative as well 
as quantitative differences in the genes temporal and/or cellular expression patterns within and among 
the cells. Thus, a differentially expressed gene can qualitatively have its expression altered, including 
an activation or inactivation, in, for example, normal versus carcinoma tissue. That is, genes' may be 
turned on or turned off in a particular state, relative to another state. As is apparent to the skilled 
artisan, any comparison of two or more states can be made. Such a qualitatively regulated gene will 
exhibit an expression pattern within a state or ceil type which is detectable by standard techniques in 
one such state or cell type, but is not detectable in both. Alternatively, the determination is quantitative 
in that expression is increased or decreased; that is, the expression of the gene is either upregulated, 
resulting in an increased amount of transcript, or downregulated, resulting in a decreased amount of 
transcript. The degree to which expression differs need only be large enough to quantify via standard , 
characterization techniques as outlined below, such as by use of Affymetrix GeneChip® expression 
arrays, Lockhart, Nature Biotechnology, 14:1675-1680 (1996), hereby expressly incorporated by 
reference. Other techniques include, but are not limited to, quantitative reverse transcriptase PGR, 
Northern analysis and RNase protection. As outlined above, preferably the change in expression (i.e. 
upregulation or downregulation) is at least about 50%, more preferably at least about 100%, more 
preferably at least about 150%, more preferably, at feast about 200%, with from 300 to at least 1000% 
being especially preferred. 

As will be appreciated by those in the art, this may be done by evaluation at either the gene transcript, 
or the protein level; that is, the amount of gene expression may be monitored using nucleic acid 
probes to the DNA or RNA equivalent of the gene transcript, and the quantification of gene expression 
levels, or, alternatively , the final gene product itself (protein) can be monitored, for example through 
the use of antibodies to the CA protein and standard immunoassays (ELlSAs, etc.) or other 
techniques, including mass spectroscopy assays, 2D gel electrophoresis assays, etc. Thus, the 
proteins corresponding to CA genes, i.e. those identified as being important in a particular carcinoma 
phenotype, i.e., lymphoma, can be evaluated in a diagnostic test specific for that carcinoma. 

In a preferred embodiment, gene expression monitoring is done and a number of genes, i.e. an 
expression profile, is monitored simultaneously, although multiple protein expression monitoring can 
be done as well. Similarly, these assays may be done on an individual basis as well. 

In this embodiment, the GA nucleic acid probes may be attached to biochips as outlined herein for the 1 
detection and quantification of CA sequences in a particular cell. The assays are done as is known in 
the art. As will be appreciated by those in the art, any number of different CA sequences may be used 
as probes, with single sequence, assays being used in some cases, and a plurality of the sequences 
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described herein being used in other embodiments, in addition, while solid-phase assays are 
described, any number of solution based assays may be done as well. 

In a preferred embodiment, both solid and solution based assays may be used to detect CA 
sequences that are up-regulated or down-regulated in carcinomas as compared to norma! tissue. )n 
instances where the CA sequence has been altered but shows the same expression profile or an 
altered expression profile, the protein will be detected as outlined herein. 

In a preferred embodiment nucleic acids encoding the CA protein are detected. Although DNA or 
RNA encoding the CA protein may be detected, of particular interest are methods wherein the mRNA 
encoding a CA protein is detected. The presence of mRNA in a sample is an indication that the CA 
gene has been transcribed to form the mRNA, and suggests that the protein is expressed. Probes to 
detect the mRNA can be any nucieotide/deoxynucleotide probe that is complementary to and base 
pairs with the mRNA and includes but is not limited to oligonucleotides, cDNA or RNA. Probes also 
shojjld contain a detectable label, as defined herein. In one method the mRNA is detected after 
immobilizing the nucleic acid to be examined on a solid support such as nylon membranes and 
hybridizing the probe with the sample. Following washing to remove the non-speclfically bound probe, . 
the label is detected. In another method detection of the mRNA is performed in situ. In this method 
permeabilized cells or tissue samples are contacted with a detectably labeled nucleic acid probe for 
sufficient time to allow the probe to hybridize with the target mRNA. Following washing to remove the 
non-specificalty bound probe, the label is detected. For example a digoxygenin labeled riboprobe 
(RNA probe) that is complementary to the mRNA encoding a CA protein is detected by binding the 
digoxygenin with an anti-digoxygenin secondary antibody and developed with nitro blue tetrazolium 
and 5-bromo-4-chloro-3-indoyl phosphate. 

In a preferred embodiment, any of the three classes of proteins as described herein (secreted, 
transmembrane or intracellular proteins) are used in diagnostic assays. The CA proteins, antibodies, 
nucleic acids, modified proteins and cells containing CA sequences are used in diagnostic assays. 
This can be done on an individual gene or corresponding polypeptide ievel, or as sets of assays. 

As described and defined herein, CA proteins find use as markers of carcinomas, including 
lymphomas such as, but not limited to, Hodgkin's and non-Hodgkin lymphoma. Detection of these 
proteins in putative carcinoma tissue or patients allows for a determination or diagnosis of the type of 
carcinoma. Numerous methods known to those of ordinary skill in the art find use in detecting 
carcinomas. In one embodiment, antibodies are used to detect CA proteins. A preferred method 
separates proteins from a sample or patient by electrophoresis on a gel (typically a denaturing and 
reducing protein gel, but may be any other type of gel including isoelectric focusing gels and the like). 
Following separation of proteins, the CA protein is detected by immunoblotting with antibodies raised 
against the CA protein. Methods of immunoblotting are well known to those of ordinary skill in the art. 

In another preferred method, antibodies to the CA protein find use in In situ imaging techniques. In 
this method cells are contacted with from one to many antibodies to the CA protein(s). Following 
washing to remove non-specific antibody binding, the presence of the antibody or antibodies fs 
detected, in one embodiment the antibody is detected by incubating with a secondary antibody that 
contains a detectable label. In another method the primary antibody to the CA protein(s) contains a 
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detectable label. In another preferred embodiment each one of multiple primary antibodies contains a 
distinct and detectable label. This method finds particular use in simultaneous screening for a plurality 
of CA proteins. As will be appreciated by one of ordinary skiil in the art, numerous other histological 
imaging techniques are useful in the invention. 

in a preferred embodiment the label is detected in a fluorometer which has the ability to detect and 
distinguish emissions of different wavelengths. In addition, a fluorescence activated cell sorter (FACS) 
can be used in the method. 

In another preferred embodiment, antibodies find use in diagnosing carcinomas from blood samples. 
As previously described, certain CA proteins are secreted/circulating molecules. Blood samples, 
therefore, are useful as samples to be probed or tested for the presence of secreted CA proteins. 
Antibodies can be used to detect the CA proteins by any of the previously described immunoassay 
techniques including ELiSA, immunoblotting (Western blotting), immunoprecipitation, BIACORE 
technology and the like, as will be appreciated by one of ordinary skill in the art. 

In a preferred embodiment, in situ hybridization of labeled CA nucleic acid probes to tissue arrays is 
done. For example, arrays of tissue samples, including CA tissue and/or normal tissue, are made, in 
situ hybridization as is known in the art can then be done. 

It is understood that when comparing the expression fingerprints between an individual and a 
standard, the skilled artisan can make a diagnosis as well as 1 a prognosis. It is further understood that 
the genes which indicate the diagnosis may differ from those which indicate the prognosis. 

In a preferred embodiment, the CA proteins, antibodies, nucleic acids, modified proteins and cells 
containing CA sequences are used in prognosis assays. As above, gene expression profiles can be 
generated that correlate to carcinoma, especially lymphoma, severity, in terms of long term prognosis. 
Again, this may be done on either a protein or gene levei, with the use of genes being preferred. As 
above, the CA probes are attached to biochips for the detection and quantification of CA sequences in 
a tissue or patient. The assays proceed as outlined for diagnosis. 

In a preferred embodiment, any of the CA sequences as described herein are used in drug screening 
assays. The CA proteins, antibodies, nucleic acids, modified proteins and cells containing CA 
sequences are used in drug screening assays or by evaluating the effect of drug candidates on a 
"gene expression profile" or expression profile of polypeptides. In one embodiment, the expression 
profiles are used, preferably in conjunction with high throughput screening techniques to allow 
monitoring for expression profile genes after treatment with a candidate agent, Zlokarnik, et al., 
Science 279, 84-8 (1998), Held, et al., Genome Res., 6:986-994 (1996). 

In a preferred embodiment, the CA proteins, antibodies, nucleic acids, modified proteins and cells 
containing the native or modified CA proteins are used in screening assays. That is, the present 
invention provides novel methods for screening for compositions which modulate the carcinoma 
phenotype. As above, this can be done by screening for modulators of gene expression or for 
modulators of protein activity. Similarly, this may be done on an individual gene or protein levei or by 
evaluating the effect of drug candidates on a "gene expression profile". In a preferred embodiment, 
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the expression profiles are used, preferably in conjunction with high throughput screening techniques 
to allow monitoring for expression profile genes after treatment with a candidate agent, see ZIokarnik, 
supra. 

Having identified the CA genes herein, a variety of assays to evaluate the effects of agents on gene 
expression may be executed, (n a preferred embodiment, assays may be run on an individual gene or 
protein level. That is, having identified a particular gene as aberrantly regulated in carcinoma, 
candidate bioactive agents may be screened to modulate the genes response. "Modulation" thus 
includes both an increase and a decrease in gene expression or activity. The preferred amount of 
modulation will depend on the original change of the gene expression in normal versus tumor tissue, 
with changes of at ieast 10%, preferably 50%, more preferably 100-300%, and in some embodiments 
300-1000% or greater. Thus, if a gene exhibits a 4 fold increase in tumor compared to normal tissue, 
a decrease of about four fold is desired; a 1 0 fold decrease in tumor compared to normal tissue gives 
a 10 fold increase in expression for a candidate agent is desired, etc. Alternatively, where the CA 
sequence has been altered but shows the same expression profile or an altered expression profile, 
the protein will be detected as outlined herein. 

As will be appreciated by those in the art, this may be done by evaluation at either the gene or the 
protein level; that is, the amount of gene expression may be monitored using nucleic acid probes and 
the quantification of gene expression levels, or, alternatively, the level of the gene product itself can be 
monitored, for example through the use of antibodies to the CA protein and standard immunoassays. 
Alternatively, binding and bioactivity assays with the protein may be done as outlined below. 

In a preferred embodiment, gene expression monitoring is done and a number of genes, i.e. an 
expression profile, is monitored simultaneously, although multiple protein expression monitoring can 
be done as well. 

In this embodiment, the CA nucleic acid probes are attached to biochtps as outlined herein for the 
detection and quantification of CA sequences in a particular cell. The assays are further described 
below. 

Generally, in a preferred embodiment, a candidate bioactive agent is added to the cells prior to 
analysis. Moreover, screens are provided to identify a candidate bioactive agent which modulates a 
particular type of carcinoma, modulates CA proteins, binds to a CA protein, or interferes between the 
binding of a CA protein and an antibody. 

The-term "candidate bioactive agent" or "drug candidate" or grammatical equivalents as used herein 
describes any molecule, e.g., protein, oligopeptide, small organic or inorganic molecule, 
polysaccharide, polynucleotide, etc., to be tested for bioactive agents that are capable of directly or 
indirectly altering either the carcinoma phenotype, binding to and/or modulating the bioactivity of an 
CA protein, or the expression of a CA sequence, including both nucleic acid sequences and protein 
sequences. In a particularly preferred embodiment, the candidate agent suppresses a CA phenotype, 
for example to a normal tissue fingerprint. Similarly, the candidate agent preferably suppresses a 
severe CA phenotype. Generally a plurality of assay mixtures are run in parallel with different agent 
concentrations to obtain a differential response to the various concentrations. Typically, one of these 
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concentrations serves as a negative control, i.e., at zero concentration or below the level of detection. 

In one aspect, a candidate agent will neutralize the effect of an CA protein. By "neutralize" is meant 
that activity of a protein is either inhibited or counter acted against so as to have substantially no effect 
on a cell. 

Candidate agents encompass numerous chemical classes, though typ'icaWy they are organic or 
inorganic molecules, preferably small organic compounds having a molecular weight of more than 100 
and less than about 2,500 daltons. Preferred small molecules are less than 2000, or less than 1500 
or less than 1000 or less than 500 D. Candidate agents comprise functional groups necessary for 
structural interaction with proteins, particularly hydrogen bonding, and typically include at least an 
amine, carbonyl, hydroxy! or carboxy) group, preferably at least two of the functional chemical groups. 
The candidate agents often comprise cyclical carbon or heterocyclic structures and/or aromatic or 
polyaromatic structures substituted with one or more of the above functional groups. Candidate 
agents are also found among biomoiecules including peptides, saccharides, fatty acids, steroids, 
purines, pyrimidines, derivatives, structural analogs or combinations thereof. Particularly preferred are 
peptides. 

Candidate agents are. obtained from a wide variety of sources including libraries of synthetic or natural 
compounds. For example, numerous means are available for random and directed synthesis of a 
wide variety of organic compounds and biomoiecules, including expression of randomized 
oligonucleotides. Alternatively, libraries of natural compounds in the form of bacterial, fungal, plant 
and animal extracts are available or readily produced. Additionally, natural or synthetically produced 
libraries and compounds are readily modified through conventional chemicai, physical and 
biochemical means. Known pharmacological agents may be subjected to directed or random 
chemicai modifications, such as acyiation, alkyiation, esterification, amidification to produce structural 
analogs. 

In a preferred embodiment, the candidate bioactive agents are proteins. By "protein" herein is meant 
at least two covaientty attached amino acids, which includes proteins, polypeptides, oligopeptides and 
peptides. The protein may be made up of naturally occurring amino acids and peptide bonds, or 
synthetic peptidomimetic structures. Thus "amino acid", or "peptide residue", as used herein means 
both naturally occurring and synthetic amino acids. For example, homo-phenylalanine, citrulline and 
noreieucine are considered amino acids for the purposes of the invention. "Amino acid" also includes 
imino acid residues such as proline and hydroxyproline. The side chains may be in either the (R) or 
the (S) configuration. In the preferred embodiment, the amino acids are in the (S) or L-configuration. 
if non-naturally occurring side chains are used, non-amino acid substituents may be used, for example 
to prevent or retard in vivo degradations. 

In a preferred embodiment, the candidate bioactive agents are naturally occurring proteins or 
fragments of naturally occurring proteins. Thus, for example, cellular extracts containing proteins, or 
random or directed digests of proteinaceous cellular extracts, may be used. In this way libraries of 
procaryotic and eucaryotic proteins may be made for screening in the methods of the invention. 
Particularly preferred in this embodiment are libraries of bacterial, fungal, viral, and mammalian 
proteins, with the latter being preferred, and human proteins being especially preferred. 
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In a preferred embodiment, the candidate bioactive agents are peptides of from about 5 to about 30 
amino acids, with from about 5 to about 20 amino acids being preferred, and from about 7 to about 15 
being particularly preferred. The peptides may be digests of naturaffy occurring proteins as is outlined 
above, random peptides, or "biased" random peptides. By "randomized" or grammatical equivalents 
herein is meant that each nucieic acid and peptide consists of essentially random nucleotides and 
amino acids, respectively. Since generally these random peptides (or nucleic acids, discussed below) 
are chemically synthesized, they may incorporate any nucleotide or amino acid at any position. The 
synthetic process can be designed to generate randomized proteins or nucleic acids, to allow the 
formation of all or most of the possible combinations over the length of the sequence, thus forming a 
library of randomized candidate bioactive proteinaceous agents. 

In one embodiment, the library is fully randomized, with no sequence preferences or constants at any 
position. In a preferred embodiment, the library is biased. That is, some positions within the 
sequence are either held constant, or are selected from a limited number of possibilities. For 
example, in a preferred embodiment, the nucleotides or amino acid residues are randomized within a 
defined class, for example, of hydrophobic amino acids, hydrophilic residues, sterically biased (either 
small or large) residues, towards the creation of nucleic acid binding domains, the creation of 
cysteines, for cross-linking, prolines for SH-3 domains, serines, threonines, tyrosines or histidines for 
phosphorylation sites, etc., or to purines, etc. 

in a preferred embodiment, the candidate bioactive agents are nucleic acids, as defined above. 

As described above generally for proteins, nucleic acid candidate bioactive agents may be naturally 
occurring nucleic acids, random nucleic acids, or "biased" random nucleic acids. For example, digests 
of procaryotic or eucaryotic genomes may be used as is outlined above for proteins. 

In a preferred embodiment, the candidate bioactive agents are organic chemical moieties, a wide 
variety of which are available in the literature. 

in assays for altering the expression profile of one or more CA genes, after the candidate agent has 
been added and the cells allowed to incubate for some period of time, the sample containing the target 
sequences to be analyzed is added to the biochip. If required, the target sequence is prepared using 
known techniques. For example, the sample may be treated to Jyse the cells, using known lysis 
buffers, eiectroporation, etc., with purification and/or amplification such as PGR occurring as needed, 
as will be appreciated by those in the art. For example, an in vitro transcription with labels covalently 
attached to the nucleosides is done. Generally, the nucleic acids are labeled with a label as defined 
herein, with biotin-FlTC or PE, cy3 and cy5 being particularly preferred. 

In a preferred embodiment, the target sequence is labeled with, for example, a fluorescent, 
chemiluminescent, chemical, or radioactive signal, to provide a means of detecting the target 
sequence's specific binding to a probe. The label also can be an enzyme, such as, alkaline 
phosphatase or horseradish peroxidase, which when provided with an appropriate substrate produces 
a product that can be detected. Alternatively, the label can be a labeled compound or small molecule, 
such as an enzyme inhibitor, that binds but is not catalyzed or altered by the enzyme. The label also 
can be a moiety or compound, such as, an epitope tag or biotin which specifically binds to streptavidin. 
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For the example of biotin, the streptavidin is labeled as described above, thereby, providing a 
detectable signal for the bound target sequence. As known in the art, unbound labeled streptavidin is 
removed prior to analysis. 

As will be appreciated by those in the art, these assays can be direct hybridization assays or can 
comprise "sandwich assays", which include the use of multiple probes, as is generally outlined in U.S. 
Patent Nos. 5,681,702, 5,597,909, 5,545,730, 5,594,117, 5,591,584, 5,571,670, 5,580,731, 5,571,670, 
5,591,584, 5,624,802, 5,635,352, 5,594,118, 5,359,100, 5,124,246 and 5,681,697, all of which are 
hereby incorporated by reference. In this embodiment, in general, the target nucleic acid is prepared 
as outlined above, and then added to the biochip comprising a plurality of nucleic acid probes, under 
conditions that allow the formation of a hybridization complex, 

A variety of hybridization conditions may be used in the present invention, including high, moderate 
and low stringency conditions as outlined above. The assays are generally run under stringency 
conditions which allows formation of the label probe hybridization complex only in the presence of 
target. Stringency can be controlled by altering a step parameter that is a thermodynamic variable, 
including, but not limited to, temperature, formamide concentration, salt concentration, chaotropic salt 
concentration pH, organic solvent concentration, etc. 

These parameters may also be used to control non-specific binding, as is generally outlined in U.S. 
Patent No. 5,681 ,697. Thus it may be desirable to perform certain steps at higher stringency 
conditions to reduce non-specific binding. ' 

The reactions outlined herein may be accomplished in a variety of ways, as wiil be appreciated by 
those in the art. Components of the reaction may be added simultaneously, or sequentially, in any 
order, with preferred embodiments outlined below. In addition, the reaction may include a variety of 
other reagents may be included in the assays. These include reagents like salts, buffers, neutral 
proteins, e.g. albumin, detergents, etc which may be used to facilitate optimal hybridization and 
detection, and/or reduce non-specific or background interactions. Also reagents that otherwise 
improve the efficiency of the assay, such as protease inhibitors, nuclease inhibitors, anti-microbiai 
agents, etc., may be used, depending on the sample preparation methods and purity of the target. In 
addition, either solid phase or solution based (i.e., kinetic PCR) assays may be used. 

Once the assay is run, the data is analyzed to determine the expression levels, and changes in 
expression levels as between states, of individual genes, forming a gene expression profile. 

In a preferred embodiment, as for the diagnosis and prognosis applications, having identified the 
differentially expressed gene(s) or mutated gene(s) important in any one state, screens can be run to 
alter the expression of the genes individually. That is, screening for modulation of regulation of 
expression of a single gene can be done. Thus, for example, particularly in the case of target genes 
whose presence or absence is unique between two states, screening is done for modulators of the 
target gene expression. 

In addition, screens can be done for novel genes that are induced in response to a candidate agent. 
After identifying a candidate agent based upon its ability to suppress a CA expression pattern leading 
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to a normal expression pattern, or modulate a single CA gene expression profile so as to mimic the 
expression of the gene from normal tissue, a screen as described above can be performed to identify 
genes that are specifically modulated in response to the agent. Comparing expression profiles 
between normal tissue and agent treated CA tissue reveals genes that are not expressed in normal 
tissue or CA tissue, but are expressed in agent treated tissue. These agent specific sequences can 
be identified and used by any of the methods described herein for CA genes or proteins. In particular 
these sequences and the proteins they encode find use in marking or Identifying agent treated cells. 
In addition, antibodies can be raised against the agent induced proteins and used to target novel 
therapeutics to the treated CA tissue sample. 

Thus, in one embodiment, a candidate agent is administered to a population of CA cells, that thus has 
an associated CA expression profile. By "administration" or "contacting" herein is meant that the 
candidate agent is added to the cells in such a manner as to allow the agent to act upon the cell, 
whether by uptake and intracellular action, or by action at the cell surface. In some embodiments, 
nucleic acid encoding a proteinaceous candidate agent (i.e. a peptide) may be put into a viral 
construct such as a retroviral construct and added to the cell, such that expression of the peptide 
agent is accomplished; see PCT US97/01019, hereby expressly incorporated by reference. 

Once the candidate agent has been administered to the cells, the cells can be washed if desired and 
are allowed to incubate under preferably physiological' conditions for some period of time. The cells 
are then harvested and a new gene expression profile is generated, as outlined herein. 

Thus, for example, CA tissue may be screened for agents that reduce or suppress the CA phenotype. 
A change in at least one gene of the expression profile indicates that the agent has an effect on CA 
activity. By defining such a signature for the CA phenotype, screens for new drugs that alter the 
phenotype can be devised. With this approach, the drug target need not be known and need not be 
represented in the original expression screening platform, nor does the level of transcript for the target 
protein need to change. 

In a preferred embodiment, as outlined above, screens may be done on individual genes and gene 
products (proteins). That is, having identified a particular differentially expressed gene as important in 
a particular state, screening of modulators of either the expression of the gene or the gene product 
itself can be done. The gerie products of differentially expressed genes are sometimes referred to 
herein as "CA proteins" or an "CAP". The CAP may be a fragment, or alternatively, be the full length 
protein to the fragment encoded by the nucleic acids of Tables 1-40. Preferably, the CAP is a 
fragment. In another embodiment, the sequences are sequence variants as further described herein. 

Preferably, the CAP is a fragment of approximately 14 to 24 amino acids long. More preferably the 
fragment is a soluble fragment. Preferably, the fragment includes a non-transmembrane region. In a 
preferred embodiment, the fragment has an N-terminal Cys to aid in solubility. In one embodiment, 
the c-terminus of the fragment is kept as a free acid and the n-terminus is a free amine to aid in 
coupling, i.e., to cysteine. 

In one embodiment the CA proteins are conjugated to an immunogenic agent as discussed herein. In 
one embodiment the CA protein is conjugated to BSA. 
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In a preferred embodiment, screening is done to aiter the biological function of the expression product 
of the CA gene. Again, having identified the importance of a gene in a particular state, screening for 
agents that bind and/or modulate the biological activity of the gene product can be run as is more fully 
outlined below. 

in a preferred embodiment, screens are designed to first find candidate agents that can bind to CA 
proteins, and then these agents may be used in assays that evaluate the ability of the candidate agent 
to modulate the CAP activity and the carcinoma phenotype. Thus, as will be appreciated by those in 
the art, there are a number of different assays which may be run; binding assays and activity assays. 

In a preferred embodiment, binding assays are done. In general, purified or isolated gene product is 
used; that is, the gene products of one or more CA nucleic acids are made. In general, this is done as 
is known in the art. For example, antibodies are generated to the protein gene products, and standard 
immunoassays are run to determine the amount of protein present. Alternatively, ceils comprising the 
CA proteins can be used in the assays. 

Thus, in a preferred embodiment, the methods comprise combining a CA protein and a candidate 
bioactive agent, and determining the binding of the candidate agent to the CA protein. Preferred 
embodiments utilize the human or mouse CA protein, although other mammalian proteins may also be 
used, for example for the development of animal models of human disease. In some embodiments, as 
outlined herein, variant or derivative CA proteins may be used. 

Generally, in a preferred embodiment of the methods herein, the CA protein or the candidate agent is 
non-diffusably bound to an insoluble support having isolated sample receiving areas (e.g. a microtiter 
plate, an array, etc.). The insoluble supports may be made of any composition to which the 
compositions can be bound, is readily separated from soluble material, and is otherwise compatible 
with the overall method of screening. The surface of such supports may be solid or porous and of any 
convenient shape. Examples of suitable insoluble supports include microtiter plates, arrays, 
membranes and beads. These are typically made of glass, plastic (e.g., polystyrene), 
polysaccharides, nylon or nitrocellulose, Teflon™, etc. Microtiter plates and arrays are especially 
convenient because a large number of assays can be carried out simultaneously, using small amounts 
of reagents and samples. The particular manner of binding of the composition is not crucial so long 
as it is compatible with the reagents and overall methods of the invention, maintains the activity of the 
composition and is nondiffu sable. Preferred methods of binding include the use of antibodies (which 
do not sterically block either the ligand binding site or activation sequence when the protein is bound to 
the support), direct binding to "sticky" or ionic supports, chemical crossiinking, the synthesis of the 
protein or agent on the surface, etc. Following binding of the protein or agent, excess unbound 
material is removed by washing. The sample receiving areas may then be blocked through incubation 
with bovine serum albumin (BSA), casein or other innocuous protein or other moiety. 

in a preferred embodiment, the CA protein is bound to the support, and a candidate bioactive agent is 
added to the assay. Alternatively, the candidate agent Is bound to the support and the CA protein is 
added. Novel binding agents include specific antibodies, non-natural binding agents identified in 
screens of chemical libraries, peptide analogs, etc. Of particular interest are screening assays for 
agents that have a low toxicity for human cells. A wide variety of assays may be used for this purpose, 
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including labeled in vitro protein-protein binding assays, electrophoretic mobility shift assays, 
immunoassays for protein binding, functional assays (phosphorylation assays, etc.) and the like. 

The determination of the binding of the candidate bioactive agent to the CA protein may be done in a 
number of ways. In a preferred embodiment, the candidate bioactive agent is labeled, and binding 
determined directly. For example, this may be done by attaching ail or a portion of the CA protein to a 
solid support, adding a labeled candidate agent (for example a fluorescent label), washing off excess 
reagent, and determining whether the label is present on the solid support. Various blocking and 
washing steps may be utilized as is known in the art. 

By "labeled" herein is meant that the compound is either directly or indirectly labeled with a label which 
provides a detectable signal, e.g. radioisotope, fluorescers, enzyme, antibodies, particles such as 
magnetic particles, chemiluminescers, or specific binding molecules, etc. Specific binding molecules 
include pairs, such as biotin and streptavidin, digoxin and antidigoxin etc. For the specific binding 
members, the complementary member would normally be labeled with a molecule which provides for 
detection, in accordance with known procedures, as outlined above. The label can directly or indirectly 
provide a detectable signal. 

In some embodiments, only one of the components is labeled. For example, the proteins (or 
proteinaceous candidate agents) may be labeled at tyrosine positions using 125 1, or with fluorophores. 
Alternatively, more than one component may be labeled with different labels; using 12S I for the proteins, 
for example, and a fluorophor for the candidate agents. 

In a preferred embodiment, the binding of the candidate bioactive agent is determined through the use 
of competitive binding assays. In this embodiment, the competitor is a binding moiety known to bind 
to the target molecule (i.e. CA protein), such as an antibody, peptide, binding partner, ligand, etc. 
Under certain circumstances, there may be competitive binding as between the bioactive agent and 
the binding moiety, with the binding moiety displacing the bioactive agent. 

In one embodiment, the candidate bioactive agent is labeled. Either the candidate bioactive agent, or 
the competitor, or both, is added first to the protein for a time sufficient to allow binding, if present. 
Incubations may be performed at any temperature which facilitates optima) activity, typically between 4 
and 40°C. Incubation periods are selected for optimum activity, but may also be optimized to facilitate 
rapid high through put screening. Typically between 0.1 and 1 hour will be sufficient. Excess reagent 
is generally removed or washed away. The second component is then added, and the presence or 
absence of the labeled component is followed, to indicate binding. 

In a preferred embodiment, the competitor is added first, followed by the candidate bioactive agent. 
Displacement of the competitor is an indication that the candidate bioactive agent is binding to the CA 
protein and thus is capable of binding to, and potentially modulating, the activity of the CA protein. In 
this embodiment, either component can be labeled. Thus, for example, if the competitor is labeled, 
the presence of label in the wash solution indicates displacement by the agent. Alternatively, if the 
candidate bioactive agent is labeled, the presence of the label on the support indicates displacement. 

In an alternative embodiment, the candidate bioactive agent is added first, with incubation and 
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washing, followed by the competitor. The absence of binding by the competitor may indicate that the 
bioactive agent is bound to the CA protein with a higher affinity. Thus, if the candidate bioactive agent 
is labeled, the presence of the label on the support, coupled with a lack of competitor binding, may 
indicate that the candidate agent is capable of binding to the CA protein. 

In a preferred embodiment, the methods comprise differential screening to identity bioactive agents 
that are capable of modulating the activity of the CA proteins. In this embodiment, the methods 
comprise combining a CA protein and a competitor in a first sample. A second sample comprises a 
candidate bioactive agent, a CA protein and a competitor. The binding of the competitor is determined 
for both samples, and a change, or difference in binding between the two samples indicates the 
presence of an agent capable of binding to the CA protein and potentially modulating its activity. That 
is, if the binding of the competitor is different in the second sample relative to the first sample, the 
agent is capable of binding to the CA protein. 

Alternatively, a preferred embodiment utilizes differential screening to identify drug candidates that 
bind to the native CA protein, but cannot bind to modified CA proteins. The structure of the CA protein 
may be modeled, and used in rational drug design to synthesize agents that interact with that site. 
Drug candidates that affect CA bioactivity are also identified by screening drugs for the ability to either 
enhance or reduce the activity of the protein. 

Positive controls and negative controls may be used in the assays. Preferably all control and test 
samples are performed in at least triplicate to obtain statistically significant results. Incubation of all 
samples is for a time sufficient for the binding of the agent to the protein. Following incubation, all 
samples are washed free of non-specificaily bound material and the amount of bound, generally 
labeled agent determined. For example, where a radiolabei is employed, the samples may be 
counted in a scintiliation counter to determine the amount of bound compound. 

A variety of other reagents may be included in the screening assays. These include reagents like 
salts, neutral proteins, e.g. albumin, detergents, etc which may be used to facilitate optimal 
protein-protein binding and/or reduce non-specific or background interactions. Also reagents that 
otherwise improve the efficiency of the assay, such as protease inhibitors, nuclease inhibitors, 
anti-microbial agents, etc., may be used. The mixture of components may be added in any order that 
provides for the requisite binding. 

Screening for agents that modulate the activity of CA proteins may also be done, in a preferred 
embodiment, methods for screening for a bioactive agent capable of modulating the activity of CA 
proteins comprise the steps of adding a candidate bioactive agent to a sample of CA proteins, as 
above, and determining an alteration in the biological activity of CA proteins. "Modulating the activity 
of an CA protein" includes an increase in activity,' a decrease in activity, or a change in the type or kind 
of activity present. Thus, in this embodiment, the candidate agent should both bind to CA proteins 
(although this may not be necessary), and alter its biological or biochemical activity as defined herein. 
The methods include both in vitro screening methods, as are generally outlined above, and in vivo 
screening of cells for alterations In the presence, distribution, activity or amount of CA proteins. 

Thus, in this embodiment, the methods comprise combining a CA sample and a candidate bioactive 
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agent, and evaluating the effect on CA activity. By "CA activity" or grammatical equivalents herein is 
meant one of the CA protein's biological activities, including, but not limited to, its roie in 
tumorigenesis, including cell division, preferably in lymphatic tissue, cell proliferation, tumor growth 
and transformation of cells. In one embodiment, CA activity includes activation of or by a protein 
encoded by a nucleic acid of Tables 1-40. An inhibitor of CA activity is the inhibition of any one or 
more CA activities. 

in a preferred embodiment, the activity of the CA protein is increased; in another preferred 
embodiment, the activity of the CA protein is decreased. Thus, bioactive agents that are antagonists 
are preferred in some embodiments, and bioactive agents that are agonists may be preferred in other 
embodiments. 

)n a preferred embodiment, the invention provides methods for screening for bioactive agents capable 
of modulating the activity of a CA protein. The methods comprise adding, a candidate bioactive agent, 
as defined above, to a cell comprising CA proteins. Preferred ceil types include almost any cell. The 
ceils contain a recombinant nucleic acid that encodes a CA protein. In a preferred embodiment, a 
library of candidate agents are tested on a plurality of cells. 

In one aspect, the assays are evaluated in the presence or absence or previous or subsequent 
exposure of physiological signals, for example hormones, antibodies, peptides, antigens, cytokines, 
growth factors, action potentials, pharmacological agents including chemotherapeutics, radiation, 
carcinogenics, or other cells (i.e. cell-cell contacts). In another example, the determinations are 
determined at different stages of the cell cycle process. 

In this way, bioactive agents are identified. Compounds with pharmacological activity are able to 
enhance or interfere with the activity of the CA protein. 

in one embodiment, a method of inhibiting carcinoma cancer cell division, is provided. The method 
comprises administration of a carcinoma cancer inhibitor. 

In a preferred embodiment, a method of inhibiting lymphoma carcinoma cell division is provided 
comprising administration of a lymphoma carcinoma inhibitor. 

In another embodiment, a method of inhibiting tumor growth is provided. The method comprises 
administration of a carcinoma cancer inhibitor. In a particularly preferred embodiment, a method of 
inhibiting tumor growth in lymphatic tissue is provided comprising administration of a lymphoma 
inhibitor. 

In a further embodiment, methods of treating cells or individuals with cancer are provided. The 
method comprises administration of a carcinoma cancer inhibitor. Preferably, the carcinoma is a 
lymphoma carcinoma. 

In one embodiment, a carcinoma cancer inhibitor is an antibody as discussed above. In another 
embodiment, the carcinoma cancer inhibitor is an antisense molecule. Antisense molecules as used 
herein include antisense or sense oligonucleotides comprising a singe-stranded nucleic acid sequence 
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(either RNA or DNA) capable of binding to target mRNA (sense) or DNA (antisense) sequences for 
carcinoma cancer molecuies. Antisense or sense oligonucleotides, according to the present 
invention, comprise a fragment generally at least about 14 nucieotides, preferably from about 14 to 30 
nucleotides. The ability to derive an antisense or a sense oligonucleotide, based upon a cDNA 
sequence encoding a given protein is described in, for example, Stein and Cohen, Cancer Res. 
48:2659, (1988) and van der Krol et al M BioTechniques 6:958, (1988). 

Antisense molecules may be introduced into a cell containing the target nucleotide sequence by 
formation of a conjugate with a ligand binding molecule, as described in WO 91/04753. Suitable 
iigand binding molecules include, but are not limited to, cell surface receptors, growth factors,- other 
cytokines, or other llgands that bind to cell surface receptors. Preferably, conjugation of the ligand 
binding molecule does not substantially interfere with the ability of the ligand binding molecule to bind 
to its corresponding molecule or receptor, or block entry of the sense or antisense oligonucleotide or 
its conjugated version into the cell. Alternatively, a sense or an antisense oligonucleotide may be 
introduced into a cell containing the target nucleic acid sequence by formation of an oligonucleotide- 
lipid complex, as described in WO 90/10448. It is understood that the use of antisense molecules or 
knock out and knock in models may also be used in screening assays as discussed above, in addition 
to- methods of treatment. 

The compounds having the desired pharmacological activity may be administered in a physiologically 
acceptable carrier to a host, as previously described. The agents may be administered in a variety of 
ways, orally, parenterally e.g., subcutaneously, intraperitonealiy, intravascular^, etc. Depending upon 
the manner of introduction, the compounds may be formulated in a variety of ways. The concentration 
of therapeutically active compound in the formulation may vary from about 0.1-1 00% wgt/vol. The 
agents may be administered alone or in combination with other treatments, i.e., radiation. 

The pharmaceutical compositions can be prepared in various forms, such as granules, tablets, pills, 
suppositories, capsules, suspensions, salves, lotions and the like. Pharmaceutical grade organic or 
inorganic carriers and/or diluents suitable for oral and topical use can be used to make up 
compositions containing the therapeutically-active compounds. Diluents known to the art include 
aqueous media, vegetable and animal oils and fats. Stabilizing agents, wetting and emulsifying 
agents, salts for varying the osmotic pressure or buffers for securing an adequate pH value, and skin 
penetration enhancers can be used as auxiliary agents. 

Without being bound by theory, it appears that the various CA sequences are important in carcinomas. 
Accordingly, disorders based on mutant or variant CA genes may be determined. In one embodiment, 
the invention provides methods for identifying cells containing variant CA genes comprising 
determining all or part of the sequence of at least one endogenous CA genes in a cell. As will be 
appreciated by those in the art, this may be done using any number of sequencing techniques. In a 
preferred embodiment, the invention provides methods of identifying the CA genotype of an individual 
comprising determining all or part of the sequence of at least one CA gene of the individual. This is 
generally done in at least one tissue of the individual, and may include the evaluation of a number of 
tissues or different samples of the same tissue. The method may include comparing the sequence of 
the sequenced CA gene to a known CA gene, i.e., a wild-type gene. As will be appreciated by those in 
the art, alterations in the sequence of some oncogenes can be an indication of either the presence of 
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the disease, or propensity to develop the disease, or prognosis evaluations. 

The sequence of ail or part of the CA gene can then be compared to the sequence of a known CA 
gene to determine if any differences exist. This can be done using any number of known homology 
programs, such as Bestfit, etc. In a preferred embodiment, the presence of a difference in the 
sequence between the CA gene of the patient and the known CA gene is indicative of a disease state 
or a propensity for a disease state, as outlined herein. 

In a preferred embodiment, the CA genes are used as probes to determine the number of copies of 
the CA gene in the genome. For example, some cancers exhibit chromosomal deletions or insertions, 
resulting in an alteration in the copy number of a gene. 

In another preferred embodiment CA genes are used as probes to determine the chromosomal 
location of the CA genes. Information such as chromosomal location finds use in providing a 
diagnosis or prognosis in particular when chromosomal abnormalities such as translocations, and the 
like are identified in CA gene loci. 

Thus, in one embodiment, methods of modulating CA in cells or organisms are provided. In one 
embodiment, the methods comprise administering to a cell an anti-CA antibody that reduces or 
eliminates the biological activity of an endogenous CA protein. Alternatively, the methods comprise 
administering to a ceil or organism a recombinant nucleic acid encoding a CA protein. As will be 
appreciated by those in the art, this may be accomplished in any number of ways. In a preferred 
embodiment, for example when the CA sequence is down-regulated in carcinoma, the activity of the 
CA gene is increased by increasing the amount of CA in the cell, for example by overexpressing the 
endogenous CA or by administering a gene encoding the CA sequence, using known gene-therapy 
techniques, for example, in a preferred embodiment, the gene therapy techniques include the 
incorporation of the exogenous gene using enhanced homologous recombination (EHR), for example 
as described in PCT/US93/03868, hereby incorporated by reference in its entirety. Alternatively, for 
example when the CA sequence is up-regulated in carcinoma, the activity of the endogenous CA gene 
is decreased, for example by the administration of a CA antisense nucleic acid. 

( In one embodiment, the CA proteins of the present invention may be used to generate polyclonal and 
monoclonal antibodies to CA proteins, which are useful as described herein. Similarly, the CA 
proteins can be coupled, using standard technology, to affinity chromatography columns. These 
columns may then be used to purify CA antibodies. In a preferred embodiment, the antibodies are 
generated to epitopes unique to a CA protein; that is, the antibodies show little or no cross-reactivity to 
other proteins. These antibodies find use in a number of applications. For example, the CA 
antibodies may be coupled to standard affinity chromatography columns and used to purify CA 
proteins. The antibodies may also be used as blocking polypeptides, as outlined above, since they wili 
specifically bind to the CA protein. 

In one embodiment, a therapeutically effective dose of a CA or modulator thereof is administered to a 
patient. By "therapeutically effective dose" herein is meant a dose that produces the effects for which 
it is administered. The exact dose wili depend on the purpose of the treatment, and will be 
ascertainable by one skilled in the art using known techniques. As is known in the art, adjustments for 
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CA degradation, systemic versus localized delivery, and rate of new protease synthesis, as weil as the 
age, body weight, general health, sex, diet, time of administration, drug interaction and the severity of 
the condition may be necessary, and will be ascertainable with routine experimentation by those 
skilled in the art. 

A "patient" for the purposes of the present invention includes both humans and other animals, 
particularly mammals, and organisms. Thus the methods are applicable to both human therapy and 
veterinary applications. In the preferred embodiment the patient is a mammal, and in the most 
preferred embodiment the patient is human. 

The administration of the CA proteins and modulators of the present invention can be done in a variety 
of ways as discussed above, including, but not limited to, orally, subcutaneously, intravenously, 
intranasal^, transdermal^, intraperitoneal^, intramuscularly, intrapulmonary, vaginally, rectally, or 
intraoculariy. In some instances, for example, in the treatment of wounds and inflammation, the CA 
proteins and modulators may be directly applied as a solution or spray. 

The pharmaceutical compositions of the present invention comprise a CA protein in a form suitable for 
administration to a patient. In the preferred embodiment, the pharmaceutical compositions are in a 
water soluble form, such as being present as pharmaceutical^ acceptable salts, which is meant to 
include both acid and base addition salts. "Pharmaceutical acceptable acid addition salt" refers to 
those salts that retain the biological effectiveness of the free bases and that are not biologically or 
otherwise undesirable, formed with inorganic acids such as hydrochloric acid, hydrobromic acid, 
sulfuric acid, nitric acid, phosphoric acid and the like, and organic acids such as acetic acid, propionic 
acid, glycolic acid, pyruvic acid, oxalic acid, maleic acid, malonic acid, succinic acid, fumaric acid, 
tartaric acid, citric acid, benzoic acid, cinnamic acid, mandelic acid, methanesulfonic acid, 
ethanesuifonic acid, p-toluenesulfonic acid, salicylic acid and the like. "Pharmaceutically acceptable 
base addition salts" include those derived from inorganic bases such as sodium, potassium, lithium, 
ammonium, calcium, magnesium, iron, zinc, copper, manganese, aluminum salts and the like. 
Particularly preferred are the ammonium, potassium, sodium, calcium, and magnesium salts. Salts 
derived from pharmaceutically acceptable organic non-toxic bases include salts of primary, secondary, 
and tertiary amines, substituted amines including naturally occurring substituted amines, cyclic amines 
and basic ion exchange resins, such as isopropylamine, trimethylamine, diethylamine, triethylamine, 
tripropylamine, and ethanolamine. 

The pharmaceutical compositions may also include one or more of the following: carrier proteins such 
as serum albumin; buffers; fillers such as microcrystalline cellulose, lactose, corn and other starches; 
binding agents; sweeteners and other flavoring agents; coloring agents; and polyethylene glycol. 
Additives are well known in the art, and are used in a variety of formulations. 

In a preferred embodiment, CA proteins and modulators are administered as therapeutic agents, and 
can be formulated as outlined above. Similarly, CA genes (including both the full-length sequence, 
partial sequences, or regulatory sequences of the CA coding regions) can be administered in gene 
therapy applications, as is known in the art. These CA genes can include antisense applications, 
either as gene therapy (i.e. for incorporation into the genome) or as antisense compositions, as will be 
appreciated by those in the art. 
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In a preferred embodiment, CA genes are administered as DNA vaccines, either single genes or 
combinations of CA genes. Naked DNA vaccines are generally known in the art. Brower, Nature 
Biotechnology, 16:1304-1305 (1998). 

In one embodiment, CA genes of the present invention are used as DNA vaccines. Methods for the 
use of genes as DNA vaccines are we!) known to one of ordinary skill in the art, and include placing a 
CA gene or portion of a CA gene under the control of a promoter for expression in a patient with 
carcinoma. The CA gene used for DNA vaccines can encode full-length CA proteins, but more 
preferably encodes portions of the CA proteins including peptides derived from the CA protein. In a 
preferred embodiment a patient is immunized with a DNA vaccine comprising a plurality of nucleotide 
sequences derived from a CA gene. Similarly, it is possible to immunize a patient with a plurality of 
CA genes or portions thereof as defined herein. Without being bound by theory, expression of the 
polypeptide encoded by the DNA vaccine, cytotoxic T-cells, helper T-cejls and antibodies are induced 
which recognize and destroy or eliminate cells expressing CA proteins. 

In a preferred embodiment, the DNA vaccines include a gene encoding an adjuvant molecule with the 
DNA vaccine. Such adjuvant molecules include cytokines that increase the immunogenic response to 
the CA polypeptide encoded by the DNA vaccine. Additional or alternative adjuvants are known to 
those of ordinary skill in the art and find use in the invention. 

In another preferred embodiment CA genes find use in generating animal models of carcinomas, 
particularly lymphoma carcinomas. As is appreciated by one of ordinary skill in the art, when the CA 
gene identified is repressed or diminished in CA tissue, gene therapy technology wherein antisense 
RNA directed to the CA gene will also diminish or repress expression of the gene. An animal 
generated as such serves as an animal model of CA that finds use in screening bioactive drug 
candidates. Similarly, gene knockout technology, for example as a result of homologous 
recombination with an appropriate gene targeting vector, will result in the absence of the CA protein. 
When desired, tissue-specific expression or knockout of the CA protein may be necessary. 

It is also possible that the CA protein is overexpressed in carcinoma. As such, transgenic animals can 
be generated that overexpress the CA protein. Depending on the desired expression level, promoters 
of various strengths can be employed to express the transgene. Also, the number of copies of the 
integrated transgene can be determined and compared for a determination of the expression level of 
the transgene. Animals generated by such methods find use as animal models of CA and are 
additionally useful in screening for bioactive molecules to treat carcinoma. 

The CA nucleic acid sequences of the invention are depicted in Tables 1-40. The sequences in each 
Table include genomic, sequence, mRNA and coding sequences for both mouse and human. The 
different sequences are assigned the following SEQ ID Nos: 

Table 1 (mouse gene: Myc; human gene MYC) 
Mouse genomic sequence (SEQ ID NO; 1) 
Mouse mRNA sequence (SEQ ID NO: 2) 
Mouse coding sequence (SEQ ID NO: 3) 
Human genomic sequence (SEQ ID NO: 4) 
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Human mRNA sequence (SEQ ID NO: 5) 
Human coding sequence (SEQ ID NO: 6) 

Table 2 (mouse gene Bach2; human gene BACH2) 
Mouse genomic sequence (SEQ ID NO: 7) 
Mouse mRNA sequence (SEQ ID NO: 8) 
Mouse coding sequence (SEQ ID NO: 9) 
Human genomic sequence (SEQ ID NO: 10) 
Human mRNA sequence (SEQ ID NO: 11) 
Human coding sequence (SEQ ID NO: 12) 

Table 3 (mouse gene Wnt1 ; human gene WNT1 ) 
Mouse genomic sequence (SEQ ID NO: 13) 
Mouse mRNA sequence (SEQ ID NO: 14) 
Mouse coding sequence (SEQ ID NO: 15) 
Human genomic sequence (SEQ ID NO: 16) 
Human mRNA sequence (SEQ ID NO: 17) 
Human coding sequence (SEQ ID NO: 18) 

Table 4 (mouse gene Rasgrpl; human gene: RASGRP1) 

Mouse genomic sequence (SEQ ID NO: 19) 

Mouse mRNA sequence (SEQ ID NO: 20) 

Mouse coding sequence (SEQ ID NO: 21) 

Human genomic sequence (SEQ ID NO: 22) 

Human mRNA sequence (SEQ ID NO: 23) 

Human coding sequence (SEQ ID NO: 24) 

Table 5 (mouse gene: Nmyd; human gene: MYCN) 
Mouse genomic sequence (SEQ ID NO: 25) 
Mouse mRNA sequence (SEQ ID NO: 26) 
Mouse coding sequence (SEQ ID NO: 27) 
Human genomic sequence (SEQ ID NO: 28) 
Human mRNA sequence (SEQ ID NO:29) 
Human coding sequence (SEQ ID NO: 30) 

Table 6 (mouse gene: Myb; human gene: MYB) 
Mouse genomic sequence (SEQ ID NO: 31) 
Mouse mRNA sequence (SEQ ID NO: 32) 
Mouse coding sequence (SEQ ID NO: 33) 
Human genomic sequence (SEQ ID NO: 34) 
Human mRNA sequence (SEQ ID NO: 35) 
Human coding sequence (SEQ ID NO: 36) 

Table 7 (mouse gene: Sox4; human gene: SOX4) 
Mouse genomic sequence (SEQ ID NO: 37) 
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Mouse mRNA sequence (SEQ ID NO: 38) 
Mouse coding sequence (SEQ ID NO: 39) 
Human genomic sequence (SEQ ID NO: 40) 
Human mRNA sequence (SEQ ID NO: 41) 
Human coding sequence (SEQ ID NO: 42) 

Table 8 (mouse gene: Tcofl; human gene: TCOF1) 
Mouse genomic sequence (SEQ ID NO: 43) 
Mouse mRNA sequence (SEQ ID NO: 44) 
Mouse coding sequence (SEQ ID NO: 45) 
Human genomic sequence (SEQ ID NO: 46) 
Human mRNA sequence (SEQ ID NO: 47) 
Human coding sequence (SEQ ID NO: 48) 

Table 9 (mouse gene: Pim1; human gene: PIM1) 
Mouse genomic sequence (SEQ ID NO: 49) 
Mouse mRNA sequence (SEQ ID NO: 50) 
Mouse coding sequence (SEQ ID NO: 51) 
Human genomic sequence (SEQ ID NO: 52) 
Human mRNA sequence (SEQ ID NO: 53) 
Human coding sequence (SEQ ID NO: 54) 

TablelO (mouse gene: Wnt3a; human gene: WNT3A) 
Mouse genomic sequence (SEQ ID NO: 55) 
Mouse mRNA sequence (SEQ ID NO: 56) 
Mouse coding sequence (SEQ ID NO: 57) 
Human genomic sequence (SEQ ID NO: 58) 
Human mRNA sequence (SEQ ID NO: 59) 
Human coding sequence (SEQ ID NO: 60) 

Table 1 1 (mouse gene: Ly6e; human gene LY6E) 
Mouse genomic sequence (SEQ ID NO: 61) 
Mouse mRNA sequence (SEQ ID NO: 62) 
Mouse coding sequence (SEQ ID NO: 63) 
Human genomic sequence (SEQ ID NO: 64) 
Human mRNA sequence (SEQ ID NO: 65) 
Human coding sequence (SEQ ID NO: 66) 

Table 12 (mouse gene: Rasa2; human gene RASA2) 
Mouse genomic sequence (SEQ ID NO: 67) 
Mouse mRNA sequence (SEQ ID NO: 68) 
Mouse coding sequence (SEQ ID NO: 69) 
Human genomic sequence (SEQ ID NO: 70) 
Human mRNA sequence (SEQ ID NO: 71) 
Human coding sequence (SEQ ID NO: 72) 
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Table 13 (mouse gene: Gatal; human gene GATA1) 
Mouse genomic sequence (SEQ !D NO: 73) 
Mouse mRNA sequence (SEQ ID NO: 74) 
Mouse coding sequence (SEQ ID NO: 75) 
Human genomic sequence (SEQ JD NO: 76) 
Human mRNA sequence (SEQ ID NO: 77) 
Human coding sequence (SEQ ID NO: 78) 

Table 14 (mouse gene: Fkbp5; human gene FKBP5) 
Mouse genomic sequence (SEQ ID NO: 79) 
Mouse mRNA sequence (SEQ ID NO: 80) 
Mouse coding sequence (SEQ ID NO: 81) 
Human genomic sequence (SEQ ID NO: 82) 
Human mRNA sequence (SEQ ID NO: 83) 
Human coding sequence (SEQ ID NO: 84) 

Table 1 5 (mouse gene: Rel; human gene REL) 
Mouse genomic sequence (SEQ ID NO: 85) 
Mouse mRNA sequence (SEQ ID NO: 86) 
Mouse coding sequence (SEQ ID NO: 87) 
Human genomic sequence (SEQ ID NO: 88) 
Human mRNA sequence (SEQ ID NO: 89) 
Human coding sequence (SEQ ID NO: 90) 

Table 16 (mouse gene: Icsbp; human gene ICSBP1) 
Mouse genomic sequence (SEQ ID NO: 91) 
Mouse mRNA sequence (SEQ ID NO: 92) 
Mouse coding sequence (SEQ ID NO: 93) 
Human genomic sequence (SEQ ID NO: 94) 
Human mRNA sequence (SEQ ID NO: 95) 
Human coding sequence (SEQ ID NO: 96) 

Table 17 (mouse gene: Bmi1; human gene BMH) 
Mouse genomic sequence (SEQ ID NO: 97) 
Mouse mRNA sequence (SEQ ID NO: 98) 
Mouse coding sequence (SEQ ID NO: 99) 
Human genomic sequence (SEQ ID NO: 100) 
Human mRNA sequence (SEQ ID NO: 101) 
Human coding sequence (SEQ ID NO: 102) 

Table 18 (mouse gene: Runxl ; human gene RUNX1 ) 
Mouse genomic sequence (SEQ ID NO: 103) 
Mouse mRNA sequence (SEQ ID NO: 104) 
Mouse coding sequence (SEQ ID NO: 105) 
Human genomic sequence (SEQ ID NO: 106) 
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Human mRNA sequence (SEQ ID NO: 107) 
Human coding sequence (SEQ ID NO: 108) 

Table 19 (mouse gene: Il2ra; human gene IL2RA) 
Mouse genomic sequence (SEQ ID NO: 109) 
Mouse mRNA sequence (SEQ ID NO: 110) v . 
Mouse coding sequence (SEQ JD NO: 111) 
Human genomic sequence (SEQ ID NO: 112) 
Human mRNA sequence (SEQ ID NO: 113) 
Human coding sequence (SEQ ID NO: 114) 

Table 20 (mouse gene: Nfkbl; human gene NFKB1) 
Mouse genomic sequence (SEQ ID NO: 115) 
Mouse mRNA sequence (SEQ ID NO: 116) 
Mouse coding sequence (SEQ ID NO: 117) 
Human genomic sequence (SEQ ID NO: 118) 
Human mRNA sequence (SEQ ID NO: 119) 
Human coding sequence (SEQ ID NO: 120) 

Table 21 (mouse gene: Fyn; human gene FYN) 
Mouse genomic sequence (SEQ ID NO: 121) 
Mouse mRNA sequence (SEQ ID NO: 122) 
Mouse coding sequence (SEQ ID NO: 123) 
Human genomic sequence (SEQ ID NO: 124) 
Human mRNA sequence (SEQ ID NO: 125) 
Human coding sequence (SEQ ID NO: 126) 

Table 22 (mouse gene: NfkbiH ; human gene NFKB1L1 ) 
Mouse genomic sequence (SEQ ID NO: 127) 
Mouse mRNA sequence (SEQ ID NO: 128) 
Mouse coding sequence (SEQ ID NO: 129) 
Human genomic sequence (SEQ ID NO: 130) 
Human mRNA sequence (SEQ ID NO: 131) 
Human coding sequence (SEQ ID NO: 132) 

Table 23 (mouse gene: Flt3; human gene FLT3) 
Mouse genomic sequence (SEQ ID NO: 133) 
Mouse mRNA sequence (SEQ ID NO: 134) 
Mouse coding sequence (SEQ ID NO: 135) 
Human genomic sequence (SEQ ID NO: 136) 
Human mRNA sequence (SEQ ID NO: 137) 
Human coding sequence (SEQ ID NO: 138) 

Table 24 (mouse gene: Dntt; human gene DNTT) 
Mouse genomic sequence (SEQ ID NO: 139) 
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Mouse mRNA sequence (SEQ ID NO: 140) 
Mouse coding sequence (SEQ ID NO: 141) 
Human genomic sequence (SEQ ID NO: 142) 
Human mRNA sequence (SEQ ID NO: 143) 
Human coding sequence (SEQ ID NO: 144) 

Table 25 (mouse gene: 2nfn1a1; human gene ZNFN1 A1) 

Mouse genomic sequence (SEQ ID NO: 145) 

Mouse mRNA sequence (SEQ ID NO: 146) 

Mouse coding sequence (SEQ ID NO: 147) 

Human genomic sequence (SEQ ID NO: 148) 

Human mRNA sequence (SEQ ID NO: 149) 

Human coding sequence (SEQ ID NO: 150) 

Table 26 (mouse gene: Tbx21; human gene TBX21) 
Mouse genomic sequence (SEQ ID NO: 151) 
Mouse mRNA sequence (SEQ ID NO: 152) 
Mouse coding sequence (SEQ ID NO: 153) 
Human genomic sequence (SEQ ID NO: 154) 
Human mRNA sequence (SEQ ID NO: 155) 
Human coding sequence (SEQ ID NO: 156) 

Table 27 (mouse gene: StatSb; human gene STAT5B) 
Mouse genomic sequence (SEQ ID NO: 157) 
Mouse mRNA sequence (SEQ ID NO: 158) 
Mouse coding sequence (SEQ ID NO: 159) 
Human genomic sequence (SEQ ID NO: 160) 
Human mRNA sequence (SEQ ID NO: 161) 
Human coding sequence (SEQ ID NO: 162) 

Table 28 (mouse gene: Sema4d; human gene SEMA4D) 

Mouse genomic sequence (SEQ ID NO: 163) 

Mouse mRNA sequence (SEQ ID NO: 164) 

Mouse coding sequence (SEQ ID NO: 165) 

Human genomic sequence (SEQ ID NO: 166) 

Human mRNA sequence (SEQ ID NO: 167) 

Human coding sequence (SEQ ID NO: 168) 

Table 29 (mouse gene: Mdm2; human gene MDM2) 
Mouse genomic sequence (SEQ ID NO: 169) 
Mouse mRNA sequence (SEQ ID NO: 170) 
Mouse coding sequence (SEQ ID NO: 171) 
Human genomic sequence (SEQ ID NO: 172) 
Human mRNA sequence (SEQ ID NO: 173) 
Human coding sequence (SEQ ID NO: 174) 
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Table 30 (mouse gene: Prlr; human gene PRLR) 
Mouse genomic sequence (SEQ ID NO: 175) 
Mouse mRNA sequence (SEQ ID NO: 176) 
Mouse coding sequence (SEQ ID NO: 177) 
Human genomic sequence (SEQ ID NO: 178) 
Human mRNA sequence (SEQ ID NO: 179) 
Human coding sequence (SEQ ID NO: 180) 



Table 31 (mouse gene: Topi; human gene TOP1) 
Mouse genomic sequence (SEQ ID NO: 181) 
Mouse mRNA sequence (SEQ ID NO: 182) 
Mouse coding sequence (SEQ ID NO: 183) 
Human genomic sequence (SEQ ID NO: 184) 
Human mRNA sequence (SEQ ID NO: 185) 
Human coding sequence (SEQ ID NO: 18§) 



Table 32 (mouse gene: DuspIO; human gene DUSP10) 

Mouse genomic sequence (SEQ ID NO: 187) 

Mouse mRNA sequence (SEQ ID NO: 188) 

Mouse coding sequence (SEQ ID NO: 189) 

Human genomic sequence (SEQ ID NO: 190) 

Human mRNA sequence (SEQ ID NO: 191) 

Human coding sequence (SEQ ID NO: 192) 

Table 33 (mouse gene: Fli1 ; human gene FLU ) 
Mouse genomic sequence (SEQ ID NO: 193) 
Mouse mRNA sequence (SEQ ID NO: 194) 
Mouse coding sequence (SEQ ID NO: 195) 
Human genomic sequence (SEQ ID NO: 196) 
Human mRNA sequence (SEQ ID NO: 197) 
Human coding sequence (SEQ ID NO: 198) 



Table 34 (mouse gene: Tk2; human gene TK2) 
Mouse genomic sequence (SEQ ID NO: 199) 
Mouse mRNA sequence (SEQ ID NO: 200) 
Mouse coding sequence (SEQ ID NO: 201) 
Human genomic sequence (SEQ ID NO: 202) 
Human mRNA sequence (SEQ ID NO: 203) 
Human coding sequence (SEQ ID NO: 204) 

Table 35 (mouse gene: Nuprl); human gene hCG1 745228 

Mouse genomic sequence (SEQ ID NO: 205) 

Mouse mRNA sequence (SEQ ID NO: 206) 

Mouse coding sequence (SEQ ID NO: 207) 

Human genomic sequence (SEQ ID NO:208) 

Human mRNA sequence (SEQ ID NO:209) 

Human coding sequence (SEQ ID NO:210) 
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Table 36 (mouse gene: Zfhxlb; human gene ZFHX1B) 
Mouse genomic sequence {SEQ ID NO: 21 1 ) 
Mouse mRNA sequence (SEQ ID NO: 212) 
Mouse coding sequence (SEQ ID NO: 213) 
Human genomic sequence (SEQ ID NO: 214) 
Human mRNA sequence (SEQ ID NO: 215) 
Human coding sequence (SEQ ID NO: 216) 

Table 37 (mouse gene: Vdad ; human gene VDAC1) 
Mouse genomic sequence (SEQ ID NO: 217) 
Mouse mRNA sequence (SEQ ID NO: 218) 
Mouse coding sequence (SEQ ID NO: 219) 
Human genomic sequence (SEQ ID NO: 220) 
Human mRNA sequence (SEQ ID NO: 221) 
Human coding sequence (SEQ ID NO: 222) 

Table 38 (mouse gene: Nfatcl ; human gene NFATC1) 
Mouse genomic sequence (SEQ ID NO: 223) 
Mouse mRNA sequence (SEQ ID NO: 224) 
Mouse coding sequence (SEQ ID NO: 225) 
Human genomic sequence (SEQ ID NO: 226) 
Human mRNA sequence (SEQ ID NO: 227) 
Human coding sequence (SEQ ID NO: 228) 

Table 39 (mouse gene: Syk; human gene SYK) 
Mouse genomic sequence (SEQ ID NO: 229) 
Mouse mRNA sequence (SEQ ID NO: 230) 
Mouse coding sequence (SEQ ID NO: 231) 
Human genomic sequence (SEQ ID NO: 232) 
Human mRNA sequence (SEQ ID NO: 233) 
Human coding sequence (SEQ ID NO: 231) 

Table 40 (mouse gene: Gnb1; human gene GNB1) 
Mouse genomic sequence (SEQ ID NO: 235) 
Mouse mRNA sequence (SEQ ID NO: 236) 
Mouse coding sequence (SEQ ID NO: 237) 
Human genomic sequence (SEQ ID NO: 238) 
Human mRNA sequence (SEQ ID NO: 239) 
Human coding sequence (SEQ ID NO: 240). 
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SAGRES DISCOVERY 02-02 



TABLE 1 



MOUSE NOMENCLATURE 
ICSGNM Myc 
Celera mCGlS25 

HUMAN NOMENCLATURE 
HGNC MYC 

Celera hCG1791915 - ' 

MOUSE SEQUENCE - GENOMIC i 
CTTCCTTCTCCCTTCACTGAAACTGAACTGACCTTGGGATGGGGAAACCCCCACTTCATGGCACCCACTCTAAAAGATGGCTGTTGGTCAAACA 
G CCTAG C AAGCTCT AAAC CAGGTACTCTGC ACCTG CCCT CTG ACG C CCTGGG ATTAT ATGG C AG AGGGTAAGAACAGG AATGACATAATTAAAA 
CCAGCCTCAGAAGCTG CTGAAGG CATTAGAACTAAAG C C C AG AAAAGC AACAAACTGTTAG CATC AAAGCGTG AAAG AGGAAACGGTTAATCTT 
TTCAAGGGAAGTGAAGCAACTCGGAAGGCCATAGGAATCCACATCACCTGAACTGCAGACCAAGCCTTGGAACTGGGGCTTTCAAGCTACATCT 
GCTACTCACACCTTTGACCTCTCTGGGTGAATTGTTTTCTTACTAGTCACCAATGTTTTCAAACCTGGATTTTCACACTCCCTGGAATGCCTGG 
AAGGGCTGCTACCAGCGGACCTATATTGCAGGGCCACCAACTGCCAGGTTCTGAGCCACAGCTCTTAGCTAGGACCAAGCAAATGGTCCCCAGT 
GTGTTACAGTCTCCTGTCCTCCAAAGTGAGTTCCTCAGATGCACTCCTTTCCAATCCTN^ 

CATCAGCTTC CTATG CTG AAAAAAAC AG AG AGT AGTAGAAAGGGAAAGCCTAATCAAG CCTG CAGCTGAG AGATTG CCCTGTG C C ACAACCCCC 

AAGTCCACCCCCTTATAGGACAGCACCTTAGTCATTCAGGGAAAGCCTTAATGGATTGCCTTGATTCGCCTTGATTCCATAATGTAATTGACCA 

TGAGTAGAGCAAGCTGCACCAACTCCTATCGTAAATGAAGACAGGGGTGAGACTGGAAGGGTCAGATACTGGAAAATCTGAGATTCTCTGCCTT 

GGTTTCTCATCTTGATCAGTTTCAACCAAAAAAGAAGGAAGCTTTAAGCAGGACTCCTTGTTTTTGTCAAAAGAATATGCTAAAGTACACATTC 

CCATTATTGCTCATGAGACCTTGTTCATATGTCACCAAGAATATTCAGTGGTATATGTTTGTTCATACCTTCTTAAACATAATTTAAGATTTCT 

TTATTTGATGTATGTGTTTTGCTTGCATAATGTATATGTACCACGTGTGTGCTTGTACCTGCACAGGTCAGGAGAAGGTTTCAGTTTCCCTGGA 

TTGATGACTGTGAACTATCATGTGTATGCTGTGAACTGAACTAAGGTCCTCTGTGGAAGCAACAAGTGTTCTTAACTGATGATCCATCTCTCCA 

GCTTCCGCTCAGAAATTTTCACACTTAAAGAAATAAGGGCTGGCTGGTGAGATGGCTCAGCGGTTAAGAGCACCGACTGCTCTTCCAAAGGTCC 

TGCGTTCAAATCCCAGCAACCACAAAGAAATAAGGGCAGGGGCTAGAGAGATGGCTCAGCAGTTAAGAGCACTGACTGCTCTTCCAGAGGTCCT 

G AGCTCAATTCCCAG CAACCACATGG TGGTTCACAACCATCTGTAATGTGATCTGATGTC CTTTT CTGATATGTCTG AAG AC AGCTAAATTTTA 

CTCATATACATAAAATAAAGAATTCTTTAGAAAGAGAGAAAGGAAGGAGGGAAGGGAGGAAGGAAGGGAGAGAGAGAGAGAAAGAACGGAAGGG 

AGGGAGGGAGGGAGGGAGGGAGGGAGGNNNNNNNNNNNNN^ 

NNNNNNNNJ^NNNNNNNNNNtnSTNNN^ 

NNNNtTNNNNNNN^NNNNNNNNNN^ 

NNNNNNNNZ^NNNNNNNNNNNNNNNN^ 

NNNNNNNNNNNN^TNNNNNNNNN^ 

NXflNIsfrlNNNNNNN^ 

NNNNNNNNNNNNNNNNNNNN^ 

NNNNNNNNNNNNNNNNNNN^ 

NNNNNNNNNNNNNNNNNNNNNNNN^ 

NNNNNNNNNNNNNI^ 

NNJJIOTJNNNNNI^^ 

NCCCTCCTCCTAGCTTTCTGAAGCCAGTCTTCTCCGGTTTGCCTTCAGAACAAGATGTAAAACTCTCAGCTCCTTTAGCTCCATGCCCGGACTG 
GATGCTG CCAC ACTT CCTGCCTTG ATG ATAATGAACTG AACCTCTG AGCCTGTAATCCAG CCCCAATTAAACATTGTC CTTTATAAGAGTTGCC 
TTGGTC ATG ATGTCT CCT C AC AGC AATGGAAACC CTAACTAAG AC AG CAAGTTTAGC AGTAAATGGGGTGGCAGAGACAGGGTG ATAGCAGG AA 
ATACTTTGACATAGCTAGTGAGACAGCAGGTAATGACAGTAGCCAAACCAGCCTGATAAACAAACAGCTAGCCCAGAATGCATAGCACAGCAGC 
AAAAACATTGGAGAACTGGCTCAATGACAAAGTGGAAGGAGGAAAGGCAATTCCTAAATGTTGTCATCTGATCACCATATCTGCACACTGAAGC 
AC AC AC AC ACAC AAAT AAAC AAC ACTTTAAAG AAAT AAATATTACATG ATGATTGCAACAAC CACAGGC CAT CGGAAAAG AAAG AGG AAAAAAA 
ATCAATGGAGCAAAGAG ACCAGGCTGCACACACAGGAGGAACATCAGGAGA C CCAAATTCAC CCAAATGTTCTC AATGTC AG CATGTTTG CATC 
TAGGTCCCAACACTCTAAGGGGATTGGCAGGATCCCTGACCCCGACTCACTAAATACCAATAGGAAGCCCCAACCCCCACCACCTATAACAACC 
T C AAAT ATCTC CT CCTGTTGGTC AATGTCCCGTGGAAGCAACATTAC CTCTAGTTGAGAGGTACTGATCTCTAGAATCCAAAAGTGTGAGCATT 
TCCAGAAGCTTTCC C AGC AAG CAAC AAAAAAG AG ATGGTCTC ACGGT CACCGGTTGTGGGG AAGAT AGCTTGAGTG CCTTTAGGG AGGTT CATT 
C AATG ATAAAGTC C AC AT AC AGT AGTC AGGAGGGAAATGG AG AAGGTG AAAGTG AGAGCAAG CAAGG CTG AG CTGCACTCAAAATTCTACCTAC 
AGAAGTCAAGAGCTGTGACCCATAGTTTGGGGTCTGTTCTAGCCAATAAGAGGCACAGGCTACTATTGCACTGGCTTCTAAATGAAAGTCAAAG 
ATTACGGAC AG AAAAAAAGG AAG AAAAAAAAGT AAAAAAG AAAG C AAGACCCGTC ATGC ACCT CCTCC CC AGT C AC CTTT ACCC CGACTCAGC A 
AGGGTCCATCATGGAGACAGATGCCGCCCAAAAGGACCATCACAAAGGCCGGCCAGTGAACAAAAGTGCAAGATTGACTTGGGTTTGCCATTTA 
CAGAACAATAAACGAAGCCTTTGAAGCACTGTTAAACAAAAGAGCCATTTGTCTATGCTGGTGGCTACAAAGGAGAACAGGATTGCAGCAGAGG 
ACTAAGAAAAGAAAGAGAAAATGCCAAACTGAGATGTGCCTGGACTTTACCGGGTCCTGCCCAGAGACCTTATATGCCAGGACCTAAGATCTAA 
AAGCCACTGGGTAAGAAAACAATCAAATATGCTTAATGCAATACAGGCAATGTAGGTTCTTGGGTATTGTGTTAAAAATATCTACTAATTTTTT 
TTCCTTGTCAGCTGCTTTAATTTATGCAGTATGGGAAGGGATCACATCGGAAAAGACAAGGGAAGAACAGAAAAGAAACACCGTACATTTTCAA 
ATGCACAAAGATCTCATGCACTGCCTTCTGTTTCTGTGCCTATGAATTAGTGATGCTAAATTTTATCTTATTTTCTTGCCTGGTGGGGGGGGGG 
GGGAGGGCGGGGAGGGTGACTGTGTTCCTCTCTGTGGTGGCATAGCTGCCATTTACATGCCTGTGAGGTCCTCTTTTCCTTTAGCATGCCATGG 
CTAGCTTGGTTTTTAATCTAACAGCGCTTCTTTCCAAATGATGTTTCTGCGGCAGACAGGTATTTATCATTGTCTTTGCTCTCGTCACTTCCCG 
ACAGGACTCGTGAGAACTGAAGTAATTTTGAAATCGTAGCCCGTCCTTAGGGTCTCCTGCTTCTCTCCCGAGTAGGAGCTAGGTTTTTGATCCA 
GTTTGTGTGGATTTAGTGACTGTTTTTATACATGGAAGGTTAGCTCAGTGGTGATGGTTGGGGGGGGGGGCTCTTTGAAGCATGCAGAAAAGAG 
ATTCAAGAACATTGGGGGATGTTATCTAGTGGTTTTCTCCTTGTTGTTACAAGAGTGACTTTGGAGAAGAGGGGTATACTTTGGCTCAGAGTTT 
GACGGAAAAATCTGGGATGGAAGAAGTCATTGTGGGAGCAGCTGGAAGCTTTGTCACTTGGGGAGCCTTGTCATACTCTAGCCAAAGTTAGGAA 
GCAGGTTGGAGGGTGGGGAGACAGATTCTGGAGTTTGGCGCTTCTGTTTTATACCTTCTCTACCCACATTGTGAATAGACCTGACCCCTGGGTT 
GACACAGATCACATTAGTGTGAGTAGGTCTTCCTTCTACACATATACCTCTCTAGAAATACCCTCATAGGTAACACCAGATCTGCATCTCCTAA 
GTGATCAAGTCGACAATCAGAACTAACCATCATAGGCAGGGCTGCAACACACCTTGAATCCCGTGACTTAAGAGGCAAAGACAGGTGGCTCTCT 
GAGTTCAAGGCCTGCCTGGTCTAC AG AGTTTC AGG AC AGTC AGGG AAAC CCTACCTTGAAAAAC AAAAAAG AAAAAACAAAAAACAAAAAAAAA 

TTGCAAAGTAAGATGTTGGGCCGACTTGTTCATTCTAGCTGGGAATATACAGTTCAGTGACTGAATGAATGCTGACCACAAATGAGGCCCTGTT 
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TCAATACTGAGGACACCTTCCTCTCCT 

GTTAGTATGAGACAGTGAGGTTCTGGGCACTGTGATTCTTAGTTTTTCATACTGTAAGAGGGAATGTACTCTCTGCCATCGGGACACCCAGTGG 
AACTGCTCACCTGGAGTCTTGCCTCCACGAAGACTAGGATCTTCTGGAAAGCTGTGTGCTTTGGACATCTAACTCACATCCAGCAATAGCTCCC 
AGAAAAGGACCTCAGAGTTACAACGTTCCAGAGGAACAAAACAGTGGGACATCTTCCACCATCTTC^ 

AACCTTTGTCCTTAGTAAGCTTGTCCACAGAGGCACGCATGGCTGTCATCCGAACACTGGGAAGTCCAAGGCAAGCGAACAGCAAGTTCAAAAC 
TAGCTTGAACTGGCTGCATAGTGAGGCCCTATCTCAAAACATCACGGGCTAACTATGTAGCTCAGAGACAAAGCCCTTGTCCAGTGTTTGAAAG 
ACTCTGGATTTGATTGCCAACAATAAAAACAACAACATACACTCAGATACTCACACACACACACACACACAGACACACACACACACACCCAACT 
CCTTAAACACTAAAATTTAGTGTAGGTAGAGTGGCACAGGAAACTCTAATTCCAGCACTACAAACCCTGAAGCAGTTTTTATTTTAGTTAGAAG 
CCATCCTAGGCTACCTTCTCAACAAGAACATTCCAATCACTACACTTTATTGACAAGATTATAAACTTGTGGCTTTCCTGTCCTTTTTAAAGTA 
TTTTTTAAAATTTATTTTACAATGAAGTGGTACCGTTTCATTTCCTAATATGTAAAATGGGGATGTCCCCTACCTTCCTGTTACTTAAAAGCAA 
CACCCCGGGTGATGTCATCAGGCTGGGGTACAGTACGGGCAAGTCCCCAAACCACAGGCTATTCCGCTACCTGGGTTCCCACACCTACACTGGA 
CCGGC ATG ATTTGG ACGT AAG ATCTT AAAAT AAT CC ATAATT ACAC CTTTT CAAAAAGG ACCTTTTGAGGGTC AGCT CTAC CC ACTGTCATATC 
TGTTGGTGCTGT CCTGTGTTTAGGG AGAGGC AGAG AGAAAG CGGGTGTG CG C AACCTCTAAG AGAGTAATAGTAAAG AGACAAGCCTAGGAAAT 
CTTCCCCAAGAGGCCTTTTGGGGAAGGCTATCCCCCCTTCCGTGGATGTTGAATACCTTGCCTGTTGCTCAGATGCAGTCAAGCATCTGATGAT 
GCTTGAGGCATGATGCTGAGACCACTGTGTAGGTTGGTACAAATTCCCTTTCTATTATACCCACCCTTATGGAGTTATTTGGGTTTAAATTTTC 
AACGTTTTAAAAAAAAAAAAAAAAAGTATTGCCGGGCAATAGTGACGCAGGCCTTTAATCCCAGCACTCGAAAGACAGAGGCAGGCAGATCTCT 
GAGTTTGAGACGAACCTGGATGGTCTAAGGCCTTGAACTCAAGAGATCTATCCACCAGCTTGTATCCCATTTAATTGAGTGATTTGTTTGCTCT 
CTCTCTCTCCCGCTCCCCCTCTCTCCCCCCTCTCCCTCCCCTTTTTCAGTTCTTTATTTATATTTGAATATTATCTCTCTCTCAGATGTGTACT 
TGGTGACGGTCTTTTCTACAAAGGATTATCTGTTTCATGACACGCCATTTATTAATCTGCTTGTCCCTGGAGCTTCTGTACAGTAGCGTGACCT 
G ATG CTCTAGCTTCT CC ATC C C AGATG ATTGGG ATTC AAGGC ATTC ATC ACCACGC CTACCTAAAATTCCAACCTTTTAATAAAATGGCTCTCT 
AAAATATTTTGGCAAAGGAATCTCACTCTTTCTCTTCACTAATATAGTTCAACCACCCAATTCGTAAGCAGTCGGGCTGAGGGTGAGCATCCTT 
AAG AAC AT AAAAGC AAAATTTGG AGGCT C AAGATTC AGTTT AGTTGCTAG AGGG CT CACATAG CATGCCCTC CCC ACCCGGGATT C C ATTCTC A 
TTTATCGAGGC^TAAGGCCAGGTGTGGTGGGATATGTGCTGGGATGCATAAGATCTTTTATAAAGAAGAGGAAGAGGAAAAACAGTTATACAAA 
ACTAATAAAACTGTGTG AGTTT C AGGCT AG CAAAGAAT AGTCGTG AGAATCTCT CT C AAAAAAAAAACCC CAAAATAATAATAATGATAATAAT 
GATAATAATAATAATAATAATAAAACAAGGCAATAATAAGCTAATGCTCCTGCCTTGCATTCTGACTCCTTTTGCCCAGTAAAATTCAATGCTC 
TGCTTTGACACGTCCAGCTTACAACACGACAAAGGTGTGAGACATGGGTGCTAAAACTTGTTCTATTGCCTTTCCGTTTCTGTTAGATCTCCTT 
CACTTGTATACCTGTGACTC ATT CATTTT CCC CATC CACAACTAGGGCTCTGTTTTGGGTGACTGTC AG AAAGT AGGG ATGGGTTCATCTACTC 
CCCCTCTTTGCAACTGAATAGCCACCTCTGAACCATTTTTTTCTCTAGTAATTTCTCTTCCTTTGCCTCCTTTGCAGCCTAAAAGAGTCATTTA 
AAGGATGACCGGAAGCTTGTCTTAGGCAAGGAAGCATCTTCCCAGAACCTGGAAACCCTGCAGCCCTGCCCCCATCCGACCTCCGCCCTCGTTG 
GCTTCGCAACGCTGTGGTCTCTGTGGCCAGTAGAGGGCACACTTACTTTACTTTCACAAATCCGAGAGCCACAACCCGGGTGGTGGGGGGTGAG 
GGGGCGGGGAAAGAGTCTCTGCAGCAAAACGCAGACTAGGGATTGGTGGCTCTTGGTGTTTGAGGCAAAATCCTAGAGGCTGTAGTCATTTTGC 
AATCCTTAAAGCTGAATTGTGCAATGAGCTCGATGAAGGAAGATACTATCATTCAACAGCTGAATCCTAAATTGCAAACTCAGTGGCTAATAAC 
AACTTTGAACAATGAGCACCTTATACACGCTACTGTATTTT CTTTT CTTTCTTTTTTTTTTTTTTTTTTTTTTTTAAACCGGGTAGCAGTGAGA 
GAGGTTTCTTTAAGTGCCTTGGGGCGAGGAGTCCGGAATAAGAAGACTTCTTTGGGTTTTAAAGTGTAGGATAAGCAAATCCCGAGGGAATATG 
CATTATATAATAAATCTAGAACCAATGCACAGAGCAAAAGACTCATGTTTCTGGTTGGTTAATAAGCTAGATTATCGTGTATATATAAAGTGTG 
TATGTATACGTTTGGGGATTGTACAGAATGCACAGCGTAGTATTCAGGAAAAAGGAAACTGGGAAATTAATGTATAAATTAAAATCAGCTTTTA 
ATTAG CTTAACAC AC AC ATACGAAGG C AAAAATGTAACGTTACTTTG ATCTGATCAGGGCCGACTTTTTTTTTTAAGTGCATAATTACGATTC C 
AGTAATAAAAGGGGAAAGCTTGGGTTTGTCCTGGGAGGAAGGGGTTAACGGTTTTCTTTATTCTAGGGTCTCTGCAGGCTCCCCAGATCTGGGT 
TGGCAATTCACTCCTCCCCCTTTCTGGGAAGTCCGGGTTTTCCCCAACCCCCCAATTCATGGCATATTCTCGCGTCTAGCGCCTTGATTTTCCC 
CACCCCAGCTCCTAAACCAGAGTCTGCTGCAAACTGGCTCCACAGGGGCAAAGAGGATTTGCCTCTTGTGAAAACCGACTGTGGCCCTGGAACT 
GTGTGGAGGTGTATGGGGGTGTAGACCGGCAGATACTCCTCCCGGAGGAGCCGGGTAGAGCGCACCCGCCGCCACTTTACTGGACTGCGCAGGG 
AGACCTACAGGGGAAAGAGCCGCCTCCACACCACCCGCCGGGTGGAAGTCCGAACCGGAGGTGCTGGAGTGTNNNNNN^ 

ACGCGGTCCAGGGTACATGGCGTATTGTGTGGAGCGAGGCAGCTGTTCCACCTGCGGTGACTGATATACGCAGGGCAAGAACACAGTTCAGCCG 
AGCGCTGCGCCCGAACAACCGTACAGAAAGGGAAAGGACTAGCGCGCGAGCAAGAGAAAATGGTCGGGCGCGCAGTTAATTCATGCTGCGCTAT 
TACTGTTTACACCCCGGAGCCGGAGTACTGGGCTGCGGGGCTGAGGCTCCTCCTCCTCTTTCCCCGGCTCCCCACTAGCCCCCCTCCCGAGTTC 
CCAAAGCAGAGGGCGGGGAAGCGAGAGGAGGAAAAAAAAATAGAGAGAGGTGGGGAAGGGAGAAAGAGAGATTCTCTGGCTAATCCCCGCCCAC 
CCGCCCTTTATATTCCGGGGGTCTGCGCGGCCGAGGACCCCTGGGCTGCGCTGCTCTCAGCTGCCGGGTCCGACTCGCCTCACTCAGCTCCCCT 
CCTGCCTCCTGAAGGGCAGGGCTTCGCCGACGCTTGGCGGGAAAAAGAAGGGAGGGGAGGGATCCTGAGTCGCAGTATAAAAGAAGCTTTTCGG 
GCGTTTTTTTCTGACTCGCTGTAGTAATTCCAGCGAGAGACAGAGGGAGTGAGCGGACGGTTGGAAGAGCCGTGTGTGCAGAGCCGCGCTCCGG 
GGCGACCTAAGAAGGCAGCTCTGGAGTGAGAGGGGCTTTGCCTCCGAGCCTGCCGCCCACTCTCCCCAACCCTGCGACTGACCCAACATCAGCG 
GCCGCAACCCTCGCCGCCGCTGGGAAACTTTGCCCATTGCAGCGGGCAGACACTTCTCACTGGAACTTACAATCTGCGAGCCAGGACAGGACTC 
CCCAGGCTCCGGGGAGGGAATTTTTGTCTATTTGGGGACAGTGTTCTCTGCCTCTGCCCGCGATCAGCTCTCCTGAAAAGAGCTCCTCGAGCTG 
TTTGAAGGCTGGATTTCCTTTGGGCGTTGGAAACCCCGGTAAGCACAGATCTGGTGGTCTTTCCCTGTGTTCTTTCTGCGTCTTGAATGTAGCG 
GCCGGTTAGGACAGTCTTTCTTCCATTCCTGTGCTTTTGACACTTTTCTCAAGAGTAGTTGGGGTAGGCTGGGGTAGATCTGAGTCGGGGTAGA 
GCGACTTGTCAAGATGACAGAGGAAAGGGGAAGGGAAAAACCGGGATGCATTTTGAAGCGGGGTTCCCGAGGTTACTATGGGCTGACGCTGACC 
CGGCCGGTTGGACATTCTTGCTTTGCTACATTAATTGATATGTGTCCTTTGAGGGGTCAAACCGGGAGGTCGCTTCGTGGTGGCCAAAGAAAGC 
CCTTGGAATCCTGAGGTCTTTGGAGAAGGGATTACCTTTTGCGTTTGGGAGCGAGAAGGCTCCGTAGCTTCTGACTTACCAGTCTCTGAGAGGG 
CATTTAAATTTCAGCTTGGTGCATTTCTGACAGCCTGGGACCGACACGGAGGTGCGTCCCGCCCGCCAATCCCCGGCGGCGATCGCAACCCGTC 
CCTGAGCCTTTTAAGAAGTTGCTATTTTGGCTTTAAAAATAGTGATCGTAGTAAAATTTAAGCCTGACCCCCGCGGCACTAGGACTTGATGTTG 
GGCTAGCGCAGTGAGGAGAAGCAAAATTGGGACAGGGATGTGACCGATTCGTTGACTTGGGGGAAACCAGAGGGAATCCTCACATTCCTACTTG 
GGATCCGCGGGTATCCCTCGCGCCCCTGAATTGCTAGGAAGACTGCGGTGAGTCGTGATCTGAGCGGTTCCGTAACAGCTGCTACCCTCGGCGG 
GGAGAGGGAAGACGCCCTGCACCCAGTGCTGAATCGCTGCAGGGTCTCTGGTGCAGTGGCGTCGCGGTTTAGAGTGTAGAAGGGAGGTGTCTCT 
TATTATTTGACACCCCCTCCCCTTTTATTTCGAGAGGCTTGTGATAGCCGGAGACTGAGCTCTCTCCTCCAAGTCAGCAATCGGAAAGAAAAGC 
CGGCAAAGGAAGGAAGGGGGCGCGCTGGGGGTGGAGAAAGAGGAGGGCGGAGAGGGGCGGCGGCGCCGGCTGGGTAGGAGCGCGGCGACGGCGC 
GAATAGGGACTCGGACCCGGTCGGCGGCGCAGAGAGCCGGCACACGGGAGGGGGCCGAGCGACGCGGCGCCTCTCGCCTTTCTCCTTCAGGTGG 
CGCAAAACTTTGCGCCTCGGCTCTTAGCAGACTGTATTCCCTACAGTCGCCTCCCTCAGCCTCTGAAGCCAAGGCCGATGGCGATTCCTGGGCG 
TCTGCAGGGCTAAGTCCCTGCTCGAAGGAGGCGGGGACTCGGAGCAGCTGCTAGTCCGACGAGCGTCACTGATAGTAGGGAGTAAAAGAGTGCA 
TGCCTCCCCCCCAACCACACACACACACACACACACACACACACACACACACACIACACACACTTGGAAGTACAGCACGCTGAAAGGGGAGTGGT 
TCAGGATTGGGGTACGCGCTGCGCCAGGTTTCCGCACCAACCAGAGCTGGATAACTCTAGACTTGCTTCCCTTGCTGTGCCCCCTCCAGCAGAC 
AGCCACGACGATGCCCCTCAACGTGAACTTCACCAACAGGAACTATGACCTCGACTACGACTCCGTACAGCCCTATTTCATCTGCGACGAGGAA 
GAGAATTTCTATCACCAGCAACAGCAGAGCGAGCTGCAGCCGCCCGCGCCCAGTGAGGATATCTGGAAGAAATTCGAGCTGCTTCCCACCCCGC 
CCCTGTCCCCGAGCCGCCGCTCCGGGCTCTGCTCTCCATCCTATGTTGCGGTCGCTACGTCCTTCTCCCCAAGGGAAGACGATGACGGCGGCGG 
TGGCAACTTCTCGACCGCCGATCAGCTGGAGATGATGACCGAGTTACTTGGAGGAGACATGGTGAACCAGAGCTTCATCTGCGATCCTGACGAC 
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GAGACCTTCATCAAGAACATCATCATCCAGGACTGTATGTGGAGCGGTTTCTCAGCCGCTGCCAAGCTGGTCTCGGAGAAGCTGGCCTCCTACC 
AGGCTGCGCGCAAAGACAGCACCAGCCTGAGCCCCGCCCGCGGGCAC^ 

CGCGTCCGAGTGCATTGACCCCTCAGTGGTCTTTCCCTACCCGCTCAACGACAGCAGCTCGCCCAAATCCTGTACCTCGTCCGATTCCACGGCC 
TTCTCTCCTTCCTCGGACTCGCTGCTGTCCTCCGAGTCCTCCCCACGGGCCAGCCCTGAGCCCCTAGTGCTGCATGAGGAGACACCGCCCACCA 
CCAGCAGCGACTCTGGTAAGCTACCCCATTCACAGCAGGGTAGGAAGCGAGAGGTTGGATGGACCTCCTTCTCCAGCACTCATTGGCATTAATT 
CAATTGGCCTCCGGGGCTCCCCCTTTCTTTCCCTTCTGTCTAAGAGCTCTTCATCCCTGGATTCCCGTGNN^ 

CACTCCCTTTACCCCTCCTAAGCATTTTAATTACCCTGGGAAGGGTGTGAATGAGGATAAAGGAACTGATCTGGAGGGGGGTGAATTACCTGCT 
TCTTTTCTTGACTGCCAGAAGAATATTTGAATTTAATGGATACGTTTGTCTAAGACCCAAGAGAAGCAATGACAGAAGCTGGGACAGCCTTTAT 
AGCCTTAGAGCCAGGCACTAGTGAAAGTTCCTAAAGAATTGAAGAGCTGGGCTCTTTTGGGTGTTTTGTTTTGCTTTGTTTTTTCGTCCTCTTT 
TGAACACTTCAAAGCAAATTGTGTTCAATTTGGACTTCTCCCCCCGTCCCAACACTCCCCCAACACCAGGACGTTTGGCAAAGCTGCAAGACTT 
TTTTTTTTTTTTTTTTTTTTTAATTGTGCTTCCAGTAAAATAGGGAGTTGCTAAAGTCATAGCAAGAGATTTGCAGCTATCGCTCACGGGACCT 
GAAAGGTTCTCGGTAAAGTCCCTTAAAAATAGGAGGTGCTTGGGAAATGTGCTTTGCTTTGGGTGTGTCTGAAGGCTCATTAAATCTTAGGTAA 
GAATTGGCAAGGATACCATATCCTGGTACATGGTAATTTTCTCACCTGTGCCCTAACGCTGTTCTGCCTTTCTGGGAGAAGGGAAGATGGTGTC 
TGGATCTGATTCTTACTTTCTTCCCTTTCCAACTTGGTATTTGGATAGCATCGGTCAAATCCTATGTATAGCGTCCGGGATTCAGGAGGGGTGG 
CTAACTGTGATCTTCCACTTCCTCCCTTACAGAAGAAGAGCAAGAAGATGAGGAAGAAATTGATGTGGTGTCTGTGGAGAAGAGGCAAACCCCT 
GCCAAGAGGTCGGAGTCGGGCTCATCTCCATCCCGAGGCCACAGCAAACCTCCGCACAGCCCACTGGTCCTGAAGAGGTGCCACGTCTGCACTG 
ACCAGCACAACTACGCCGCACCCCCCTCCACAAGGAAGGACTATCCAGCTGCCAAGAGGGCCAAGTTGGACAGTGGCAGGGTCCTGAAGCAGAT 
CAGCAACAACCGCAAGTGCTCCAGCCCCAGGTCCTCAGACACGGAGGAAAACGACAAGAGGCGGACACACAACGTCTTGGAACGTCAGAGGAGG 

CCACCGCCTACATGCTGTCCATTGAAGCAGACGAGCACAAGCTCACCTCTGAAAAGGACTTATTGAGGAAACGACGAGAACAGTTGAAACACAA 
ACTCGAACAGCTTCGAAAGTCTGGTGCATAAACTGACCTAAGTCGAGGAGGAGCTGGAATCTCTCGTGAGAGTAAGGAGAACGGTTCCTTCTGA 
CAGAACTGATGCGCTGGAATTAAAATGCATGCTCAAAGCCTAACCTCACAACCTTGGCTGGGGGTTTGGGACTGTAAGCTTCAGCCATAATTTT 
AACTGCCTCAAACTTAAATAGTATAAAAGAACTTTTTTTTATGCTTCCCATCTTTTTTCTTTTTCCTTTTAACAGATTTGTATTTAATTGTTTT 
TTTAAAAAAATCTTAAAATCTATCCAATTTTCCCATGTAAATAGGGCCTTGAAATGTAAATAACTTTAATAAAAGGTTTATAAGAGTTACAAAA 
GATTTTAAGACATGTACCATAATTTTTTTTATTTAAAGACATTTTCATTTTTAAAGTTGATTTTTTTCTATTGTTTTTAGAAAAAAATAAAATA 
ATTGGAAAAAATACAATTGGGCCAACTTGTGTTTTCTTTTTGCTCTTCCTCAAACTTCCTTTCCTCAATTACAGATTAAAAGAATTTGACCATT 
TTCACAGGGTAGGTTTACAAATATGGGAAGGGGTTATCATTGTTAAAATGGGGCTGGGGGTCCTCAGGATTTCTAAGTTGTCTACAGGATGCTT 
TCTGTGGATAGTAATAAAAACCAGAGCTGTTAGTTAGGAATGGGCAAAAGGCAAGTGAGAAGGCTAGATGCAGGGAAGGGAAAAGCAAGAGGTT 
AAAG ATAAC AGCTAAATATACAGG AGG AAG AG ATGGC AGAATCTG CTACAGTTAACCGAAG CCATTCCCTGGTTC ACCT CAACCCAAGGACTCT 
GCCCTGCCAAAGAACTGGTGAGGGGAGGGAGAGAGAACCACCGTTTGTTCCTTGCCTCTTGGTCCCAGGTGATAGTCCCTTCACATCAGTATCT 
CCTATGCTTCTGAAAAAAACAGAGGAAGAGCATTACCACTGCTAAGTTGATCCTGGTTTTCCAAACAAGGACATACAAAGGTTCAGAGGGTTGC 
AGAGCTTAATGGGTACGAACACAACAAAAATAACCCAGGGCCCCTGTCTTGAAAACAAGCCTTGCTGCCTTGCTTAGTTGGGTGTCCTTCCGCT 
GGTTAGGGGTCTGAGAATGAGCGCTACAGGCTCCATTAGGAGCTTTGACAGAGTGCCACGAAAGAGGTACTATGATCTCTTTATACCTAGTACA 
GGTAGAAACAGACATGAAATAACCCATCCATGCACCCAGGGGATTCAAAACCACTTTATGCTTAGTGCATCCAGGAGGAAGATCCTAGCTACGA 
AGGAGAGGGCAGGAGTCATTAAAGCTTCACTACTCAAGAAGTGGTAGACTTCAGTTCCGCTCCTTGTTTGTGGATTGGGGGGTTGGGGTGGAGG 
GTGTTGTGTGTACTCAGAGGCACATAGCTCACTCCTACCTTACCCACTTAGTTTTTAACATCAGATCCCTGCTTGCTCCTGGGAAGAAGCCAGT 
TTAGAAGTGCTACTGGTCAGATCATAAAATAAAACCTTGTTTTACATGAGTCATTATTTTAGAAATTGCAAGCTCGCCTTCCTCCCAAGCACTT 
TCACACACTCATGACACACGCTCATCAATGGCCCATGAGAAAGCCTTTTGGAACAGGTATCTTATTAATTATAAGCCTCTGAAAAGCCACAATC 
CAAACCAGAAACTGAAACATGTAGGTAAAGTCCAGGGAGAAAGGTACCCTAAATGTCCTAAATGACCCCATTGTCTCAGAGAAGGTCTCTAGCA 
TCCTGGAGTGTCTTTGGGACTTTAATTCACCATCATTCATAAACCAATAAGTAATTACTATCTTTGACACCCCCCCCCCATGATCTATTGAAGC 
GTTTAAGATTTAGTTTTTGATCTTATTTTTGGCTCTTTTAGACTCACCCTCAGCTTGAAACTGTTACACCCTCTATCCTACATTCAAAAGAAAA 
CACAAACCCCAGTAGTAGTTTGAAATACTTTGAGTAGTTCAAAGGATTAGCAAAAGGGGGGAGCAGGGGGTGCTCTTAAATAGTTCCGTCTTTT 

CAAAGAATAGAGGAAAGCATTCCTCATTAGGAAAACAACTGCTGTTCCAAATGATCAGGAAACAAGTTTAGAGATTCAGATTTGGCTGTGGGGA 
TGGAATCGAAGTATCACAGCTCCCTATCTGGGCACTTCTCAGCTTTACCAAGCCAGGGAATGGTCTGAAAACAGGACATCGGCCAGCTTCCTTC 
CAGAAAGTCAGGCTGATCTTGACCATAACACAGGAAGGCTCTCCCAGCCAATCTGGAGTCCCAGGGGTCTGCAACATTGTGCAATCAAATTTAT 
AGATAACAATCACGATGAGGGGTGAAGTGGGAGGAGCTTTCAGCTTGGTGTGGGATATACAAGAATTAGCTAGTCTCTTCTGTTGTTCACCCAT 
GACACTGGAACTCAGTTTCCCCGAGAGGATCCCTGGGATGGTGCTCTTCAGGATAAACTGAGTGAGGAGGAAGTGTGACTTTATGCTATCATTC 
GGGG ACAAC ACTAAAAAGCAATCAATTACACrTTAAGTTGAACAAAAGTTTCACAATACC AGG AT AGTG CTTGAGT CAT C C AAAG CTTG AACAC 
GTATGTAGAGTCTTGTGCTGTTGTTTAAGATGGACTTTGGCACTAACCTTGGAAAAGAGGGCCAAAAAACCCACCCCCCAAAAACAAACAGAAC 
AAAAAACGTGAGGGGATTTTCTGTGGTTTGTTTACAATAAGAGATGAGTCACAATAATGATTTTTTTTTTTTTTTTTAGCATGACTGCTAAGGA 
ACCCTGAAGCATTTCTTCCCAACAAAAACTAATCTTTAGGTTATAACATGCTGGAAGATGAGCTTCAAGCCTGTCTATAAATACATCACTGGGT 
AT CTTC AGGGAAC AAACT CTTC ACTTAAGGTTAG AG AC C ATC CTGG AT CG ATTTC AAG AACAG AGGTTTATTTTAAACAATGAAG CCTGGGCTA 
GAGATGTCGTTCAGTGATAAGACACTTGTCTAGCATGTATAAGGACCCATGCTTGACACCACAGGAATAAATAAAACCAAAAATGAGGTTCCTA 
CTCATTCCCCAAACTTTAGCAATTTTGGTGGTGGTGGTGGTGGTGGTTCGACGTCTTTCCAGAGAAATCCAACAAACTGCCAATTTAGGGAAAA 
CATCTAGCTCTAGCGACTTTGCCAAACTGGTGTGAGTTGACTCAATGACTGAGTGGATTTCCTTTTTGGGTTTTACTTCACTCAATATTGGTCT 
ACACTAAGCTCTTTAGGAAGACAGGGTTGAGAGAGGAACAAGTGTTAATGGGATGTAGATCCTCTGAGGCTGAAAGGAATGTCCTTTGTCTCTA 
AACAATGCCGAGGGGCTCAGGAACACTCTCTTCCAGTCTTCACCCGACCATCTCATTAAAGGCTAAACTCTCCAGTTCGGGTCTATATGGCTAG 
GAAAGAGGAGCTTTGGGGAAAGCTCTGTCAGAATATACCTGCTTTCTGCAGGGGGCGGGAGGACCCCCACAAACAACTCAGCTGGAGAACAATT 
GTTAGATGTGACAATACTGAAGTTTGTACACAGACATGTGAAATTGCTGGCCTGAAGTCACATAAGCACTAACTAACGATAATAGCAATTAATG 
TTTACTGTGTGCTAAAAGTTTGACATACATTATCTCCTTTTATTCCCAAAGCAACCCCCTATACACACACACACCTCCTTTTTGGTTTTGGTTT 
TACTTTTTAAATTTTACTATTAAATTTTAAATATGTTTTTTTTTTAAATTTACTGCACTAGAGAGGGAACCTAGAACCTCCTGCATGCAAGGTA 
AGTGATCAATGGGTGAGTCACATCTCTATAGAGATTGTAGGTTGTTTCACCAAAAGTATTAGGGCATTTCCTACAGAGTGGTGGAAGTTCGAGT 
C CTGGG AAC ATGG AATAAGG ATGG AAT CC AGTAAGTCTTG AG AAAGAAGCT AAAGG AGAAAATGT CAGC AG C AG ATGG C AGGG AAGC AAAGAAG 
AAGGAGAGCTAAAACCAACAAGCTAAAACCAAAAACGCTTGCTATTTGAACTGTGCCTAAGGTAGCAGGAAGTACAGCAAGGATCCACTGGCTT 
AGTGAGGGAATGCTTCTCTAGGCCTCTCCTATCCACTTCCCCTTCCACCCAGTATCCTCCTACTCCTTCATCTGCTAGAGACAACTGCCCATAG 
GTAGTTAATTAGCTGTCCCAGCACCCAACTCTCCTGCAGTACTTTGGTTCTGTTTATTTGTTTTGGCAATAGGATCTCATTAGGCAGGCCATAC 
TGGCCTCAAACTCTGGAATTTCTTGCCTCAGCCTCTTAAGTGTTGTGTTGGGATTACCAGTTTGGGACACTTATTCTCCAGCTTTCATGCAGGG 
CTTTATTCAGGAATTTCCACTGTGTGATTCTAGGATGCAAATACTAGTTCTCATTCCCTGAGGGTTTAATTGTTGTTGTTGTTTCGTTAGTTGG 
TTGGTTTTGGGTTTTGTTCATTGGGTTGGTTTGGGTTGGTTTTGGTTTTTCAAAACAGGGTTTCTCTGTGTCTGAGAACCATTGTCTTTTCTAC 



51 



WO 03/039484 



PCT/US02/36071 



SAGRES DISCOVERY 02-01 



CACTGCAAACCCAACCATCTTTTCAAACCACTGGTAAGCCAAGTCCTTTCTGGATTAAGTCTGAAGCCATTCTCCACTCCTATTCGATACACTT 
ACTACCTACCACAAACACGGCAGCCTGGCAGCCTCAATGCCAGTTTTGGGCTTCTCCTTGTATGCTTGGAGACCAGTTGTCTTCATCATCAGAT 
CAACCCCTTGAAGAATGGAAGTTCATTGGTCTTGCTTAATCATGCCTGACAAGAAAGTGCAATTCACTAATTCTGTAAACATCTAAGTGAAGGG 
CTCTTTGATGGGCTCAATGGTGCATCAGACCTGAGTAAGGGGTGGAGTAGAAGCAAAGTTGTTTCAAGTTGCATAGCGAGAAAGGTCAAGGAAA 
GAGATGGGGGTTCATCAGGTGAAGGGAAGGATTTTGATTAGACTTGCTTTGCTTGATTTGGTTTTTGAGCTGAAAAGACAGGAAGCCTAATTCA 
TTTCCATGATAGTAGGCTAGACTTGAGAGGGAAAGAACTGCTGACAGAAAAGGAGGGGAATTGTACTGACTGGTTTTGTGTGTGTGTGTGTGTG 
TGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGAACTTGACACAAGCTGGAGTTATCACAGAGCCTCACTTGGGGAAAAGCCTCCGT 
GAGATCCAGGTGTAAGGCATTTTCTCAATTAGTGGTGAAGGAGGGCCTATGTGGGTGGTGCCATCCCTGGGCTGGTAGTCTTGAGTTCTCTAAG 
AGAGCAAGCTGAGCAAGCCAGGGGAAGCAAGCCAGTAAGTAACATCCTTCCAAGACCTCTGCATCAGCTCCTGCTTCCTGACCTGCTTGAGTTC 
CAGTCCTGACTTCCTTTGGTAATGAACAGCAGTGTGTAAGTGGACAGTGAATAATCCTTTTCTTTCCCAACTTGCTTTTTGGACATGATGTTTT 
GTGCAGGAATATAAACCCTGACTAAGACAAGAATCAAAGTGTCTAGTCAGGTGAGTTACTGGACCGGTAGGTAGCTTTGTTTTGCTTGCTTGAT 
GTCTGGAGCCCTCTCTTAGCTGGGTATGGCTGAACAAATGAAAAAAGAATATGTTCCCCCTACTTAGGTAAGTATTCTTCCAGGTGGTGATGTC 
ACTGGCCAAGCTGTTCTGCCTTGGCTTCCCACAGCTCTCTTCCTTTACCAGATACCATGTCCATCTTTACACAAATGACTCTAAACCTCTTCTC 
TCCACAGACACCTTCAATGCACATGAGATAAAGCCTCCACATTTTGTAGCTCTGGCTGAGCTGGAACTCACTATGCAGACCAGCCTTGCATTGA 
ACTTTCAGAGATCTGCCTATATCTTTCTTAGGAGTGCTAGGACTAAAGGCATGCACCACATTTAGTCCTGCTAAACTTCTTTTTTTGTTTTTTT 
GGTTTTTTCGAGACAGGGTTTCTCTGTGTAGCCCTGGCTGTCCTGGAACTCACTCTGTAGACCAGGCTGGCCTCAAACTTAGAAATCCACCTGT 
CTCTGCCTCCCAAGTGCTGAGATTAAAGATGTGTGGTACTACTGCTTAGACTGACACACAAAATATTGTTGAAGCCAGTGAGATAAAGCTCACC 
TTCAATCTCAGAGGTAGGCCAGGCAGACTTTTGTGAGTTCTGGGCCAGCCAGAGCTTCATATGAAAAGTAATAATAATGATAATAATAATAATA 
ATTTTAATAAACAAATGGGTGTATGAAAGAGTAAATGTGCACATATTTCTGGCATCTGTTTTAAGATTCTACTTCCTTAGGGTGTCAGTCATTC 
TCACCCCATTCAACCCTTTGCTCTGCACTGTGATTGACAAATCTTGTCTCCCTCTGGTGACTACCTAATTCATCCCAGACAGCATCAGCCTTGG 
CAACAACTTCTCTATGCAGGGACTGTAAGTTCCAGACAACAGAAACTCTGTTCCAATTCACAAAATCAACTAGGAAAGGAGAAGAGACAGAGGA 
CAGAGGAAAGGAAGGAAGAAGGGAGAAAAGGAGGGAGGGAGGGAGGGAGGGAGGGAAAATGTCAATTTATGCAACTGTTTCATGATTCATCCAA 

TAGACCAGGCTGGCCTCGAACTCAGAAACGCACCTGCCTCTGCCTCCCAAGTGCTGGGATTAAAGATGTGTGCCACCACGCCCAGCTAAACCTC 
TTCCTTCTAG C C AGAAG AACACAGCAG AAAGAACTATGATCAGTCTTCTGGAACC ATG TG CTTACCCTTAAAC CAGACAATTCACTTGGTTC C C 
AGGAGCACACTCCTCCTGCAAAAGTTGGAACCCTGTGATTCTCAGCTTCTGAGGCAAAGGGAAGACCTATCCAAGATAAAAAACCAACAACAAC 
AAAAAAGTCAATATAAGAAAAGAAAAAAATGTTCTCTAGATACATTCTGGGTAGTGATGGTTCTCACTGTTCAGAGATATAAGAAAAGAGCAGA 
TGCTTAAAACCCTGACTCTTGAGAACAACTTTTGGTAAGAGAGACTCCTTTTTTTAAAATTTTATTTATTTATTTATTTACTTACTTATTATAT 
GGTAAGTACACTGGTAGGTGTCTTCAGAGACTCCAGAAGAGAGTATCAGATCTCATTACAGATGGTTGTGAGCCACCATGTGGTTGGTGGGATT 
TGAACTCAGGATCTTTGGAAGAACAGTCAGTGCTCTTAACCACTGAGCTATCTTACCCAGCCCCCCACCCACCCCCCCAACCCCGTTAAGAGAG 
ATTCGAATGGTCCATCTTAGAGGTATTGAAATTGAGTCTGAAGTGGGAGGCCTAGGGGCTGTTTTGAGCCAACTCAGCCCAGGTGATTTGCAGT 
GAGGTGGGAATTCCAAGGGCAAACAAGGATCAGCAAAAGCTATACCCCTCTACCACAGATTTGGAGAGAATTCAGATGGGAGGCCTGTTCCAGC 
CATTGCTCAGTAAGTAAGCAAGAGTCTAGCTACCTCTTCATCTCCCTCCTTCTACCACACCATTAAGTCCCTCCAGGCCATCAGCCTCAATGAT 

TTTTGGCCCTGTTGTTCCCCGCCT CAATGCTTCTTGGCTCTATCCATGTCTCCTTGCCCACTTTGCTTGTGCCAACCGATATTCTTTACCTGGG 
ACTCTCTAGCAGATGCCAACTGCCTGTCTCTCATCTGGTTTCCTCAAAGGTAGAAAAATGGTCTGCCAAATAAGCCCGATCAGTTTACTGCCTG 
GCGTAGGAGAACTTGATGATTCATGTGCTCTGCTTCTAAAATACAGATCTGTGGGCCTGGTAGTGCAGATGTTAATCCCAACTACTCTACTTGG 
GAGGCCTAGGGAATGGACTCCATGTTCAAGGTCTGCGTGGACAGCAAGATGAGTGCTGGGGAAGCCAGAGAAAATGAGTAAAACTTTCTGAAAA 
GTAAAGCATTATAAAAACAAAGAAACAAAGGTCCAGAGAACTGGGGAGATGATTGGCTGGTTAAGAGTACTTGCTCTTCTGCATGGGACCCAAG 
TTCAGTTCCTAGAAGCCGAGTAGCTTGCACCTTCAATTATGGCCCCCTCTTCTGTTTTCTCAGGACCAGGTGCACACAGTGCATATAACATACA 
TGTAAGCAAAATACTCACACACATAAAATTAAAAATAAATAAATCTTTCAGGCAAAACTGACCTGGGATATAGCTCAAGGATAGAGGATTTGCA 
TGGGATGCTAGCAGGCCTGACTTCCATCTACAGTCCAGAAAGACAAGTAAATCAGAAATGCCTTTGAGGGACTGAAGAGATGATTCAGAGGTTA 
AGAGCACTGGCTGCTCTTCCAGAAGACCTGGGTTCAATTGCTAGTACCTGCATGAGAGCTGACTCCAGTTCCAGGGAATCTGACCCTATCACTC 
AGACACTGTTGTTGTCATCTGCACACGGGATGATCACACACATATCATTTCACATGTGGGGATACTGAGAATGAGAGTCAGCAGGTAACTGTCT 
CAACTTCAACTAAGCAGGGCAGTTTGTTAGCAGGGATGGAATCTGGATTCTTATTGCCCCCCAGCTTCTTCACTTCCTGCTGCCTCTCTACAAC 
CACACCATATTGAAATTACCTTCTTCCCTCTCTTGCTTCCGCACTGAAACTGGGGCTGAATCTAGCTGGCTACCTGACCTGATTCTCTCCTATC 
AGATGGATGACTTGCTGTCCTCCTGGGTCATCTCCCGTGTTTAGCAAGACAGGGTATAGAGTTTTAAATGAGTGTAGGCAGAGTGCATGAATCA 
TCACACTTTTAGGCAGAGTGCATGAATCATCAGACTTTCCTACGCCAGGGAGTAAACTGAGCACGCATATTTTGGAGACCACTTCTCTACTCCT 
AGGGTCAG AAG AGGCTG CAGATG ATCTACTCAAAGCAATTTTATCTG CCATT CTGTTGAGTAGTGAGGC AAGGATC ATGTTACCTG C AACGGGG 
CCAATCTTTGCCTCTGTTTTTGAAGTCTCTGGAGAAGTAGCCGTCTTCCTGCGCTGGGGATATGATTAAGCAGTAGAACATGCACATAATTTCA 
TGAGGCTAAGATACAGCTCTTCAGAGATCAGCCTACTTATTTATGACACAATTGTTTTAAGACATCAGGTATTCtAGGAGATAAGATTCCTTCT 
CTTGCTTT C CTGGTACCC AGAATG AT CTC CTAAACC AC AAGTAATTGG C AC AG AG ATGGATCTTCCAAACTG ACC CAG ATCTACACAGATCTTA 
TCTTCATACCCAAGAACTCCCCAGTCAATGGATATTTGGGGCATTTGCTATGCACACAGACGTCAGTGTGGAATAACCGTACTCCAGCACTTAG 
TAGAAAGGATGTATACTGAACGAGTATTTACAAATAATTAACCAGATTATTTTCAGGGCACAAATTAGTGGAGCAAGGATTGCAGAGTTACATG 
AACATCTGATAGCATTGCGGTTCAGGGAAAGTTCCCAGGCAGGGTACAGAGGATGGTGATGAAGAAAGCATGCTCAATATCTTGAGGCGCTGCT 
ATGAGAGAGAATGAAACTCTCTAGGGGAACTGAAAGCATACAAGGATGTAAAGAATAGGAAGAGCAAAAGGACTTCAACCCTTGGATGAGACAC 
AGGGTGATCCAATACCCGGTGACCTGCAGGGACTCAGGGCCAGTGGTTATGATGGCAACCTACCCACAGTCGTGAGTATGATGCAGTGGGAAGT 
C AC AGT ACTG AAAAC C AAC AC ACTT AACTTG C CTGTGCTG CTGTG AACGTCCATTCAATG AGGGTCAGGAAG CTCAAATAAG ATAATCGCAAAT 
ACTGAGTGGTTCTGAGAGGAATGCAACCATGAAAAAAAAAGTGCTGACACTTGCAGAATGTTTATGTTTCTAATGCTGGGCTAAGTACTTCACC 
TGGATTATTTCACCAATTCCTCCTCCTCCTCTCCCTGTTCTCCCTTCTCCTCCTCTTCTTCCTGTTCTTCCTCCTCCTCTTCCTCTTCTTCCAA 
AGATTCATGTGTATCAAGGTATTCTCAA 

MOUSE SEQUENCE - mRNA 

GATTGGGGTACGCGCTGCGCCAGGTTTCCGCACCAACCAGAGCTGGATAACTCTAGACTTGCTTCCCTTGCTGTGCCCCCTCCAGCAGACAGCC 
ACGACGATGCCCCTCAACGTGAACTTCACCAACAGGAACTATGACCTCGACTACGACTCCGTACAGCCCTATTTCATCTGCGACGAGGAAGAGA 
ATTTCTATCACCAGCAACAGCAGAGCGAGCTGCAGCCGCCCGCGCCCAGTGAGGATATCTGGAAGAAATTCGAGCTGCTTCCCACCCCGCCCCT 
GTCCCCGAGCCGCCGCTCGGGGCTCTGCTCTCCATCCTATGTTGCGGTCGCTACGTCCTTCTCCCCAAGGGAAGACGATGACGGCGGCGGTGGC 
AACTTCTCCACCGCCGATCAGCTGGAGATGATGACCGAGTTACTTGGAGGAGACATGGTGAACCAGAGCTTCATCTGCGATCCTGACGACGAGA 
CCTTCATCAAGAACATCATCATCCAGGACTGTATGTGGAGCGGTTTCTCAGCCGCTGCCAAGCTGGTCTCGGAGAAGCTGGCCTCCTACCAGGC 
TGCGCGCAAAGACAGCACCAGCCTGAGCCCCGCCCGCGGGCACAGCGTCTGCTCCACCTCCAGCCTGTACCTGCAGGACCTCACCGCCGCCGCG 
TCCGAGTGCATTGACCCCTCAGTGGTCTTTCCCTACCCGCTCAACGACAGCAGCTCGCCCAAATCCTGTACCTCGTCCGATTCCACGGCCTTCT 
CTCCTTCCTCGGACTCGCTGCTGTCCTCCGAGTCCTCCCCACGGGCCAGCCCTGAGCCCCTAGTGCTGCATGAGGAGACACCGCCCACCACCAG 
CAGCGACTCTGAAGAAGAGCAAGAAGATGAGGAAGAAATTGATGTGGTGTCTGTGGAGAAGAGGCAAACCCCTGCCAAGAGGTCGGAGTCGGGC 
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TCATCTCCATCCCGAGGCCACAGCAAACCTCCGCACAGCCCACTGGTCCTCAAGAGGTGGCRCGTCTCCACTCACCAGCACAACTACGCCGCAC 

CCCCCTCCACAAGGAAGGACTATCCAGCTGCCAAGAGGGCCAAGTTGGACAGTGGCAGGGTCCTGAAGCAGATCAGCAACAACCGCAAGTGCTC 

CAGCCCCAGGTCCTCAGACACGGAGGAAAACGACAAGAGGCGGACACACAACGTCTTGGAACGTCAGAGGAGGAACGAGCTGAAGCGCAGCTTT 

TTTGCCCTGCGTGACCAGATCCCTGAATTGGAAAACAACGAAAAGGCCCCCAAGGTAGTGATCCTCAAAAAAGCCACCGCCTACATCCTGTCCA 

TTCAAGCAGACGAGCACAAGCTCACCTCTGAAAAGGACTTATTGAGGAAACGACGAGAACAGTTGAAACACAAACTCGAACAGCTTCGAAACTC 

TGGTGCATAAACTGACCTAACTCGAGGAGGAGCTGGAATCTCTCGTGAGAGTAAGGAGAACGGTTCCTTCTGACAGAACTGATGCGCTGGAATT 

AAAATGCATGCTCAAAGCCTAACCTCACAACCTTGGCTGGGGCTTTGGGACTGTAAGCTTCAGCCATAATTTTAACTGCCTCAAACTTAAATAG 

TATAAAAGAACTTTTTTTTATGCTTCCCATCTTTTTTCTTTTTCCTTTTAACAGATTTGTATTTAATTGTTTTTTTAAAAAAATCTTAAAATCT 

ATCCAATTTTCCCATGTAAATAGGGCCTTGAAATGTAAATAACTTTAATAAAACGTTTATA^ 

AAAAAAAAAAAAA 

MOUSE SEQUENCE - CODING 

ATGCCCCTCAACGTGAACTTCACCAACAGGAACTATGACCTCGACTACGACTCCGTACAGCCCTATTTCATCTGCGACGAGGAAGAGAATTTCT 
ATCACCAGCAACAGCAGAGCGAGCTGCAGCCGCCCGCGCCCAGTGAGGATATCTGGAAGAAATTCGAGCTGCTTCCCACCCCGCCCCTGTCCCC 
GAGCCGCCGCTCCGGGCTCTGCTCTCCATCCTATGTTGCGGTCGCTACGTCCTTCTCCCCAAGGGAAGACGATGACGGCGGCGGTGGCAACTTC 
TCCACCGCCGATCAGCTGGAGATGATGACCGAGTTACTTGGAGGAGACATGGTGAACCAGAGCTTCATCTGCGATCCTGACGACGAGACCTTCA 
TCAAGAACATCATCATCCAGGACTGTATGTGGAGCGGTTTCTCAGCCGCTGCCAAGCTGGTCTCGGAGAAGCTGGCCTCCTACCAGGCTGCGCG 
CAAAGACAGCACCAGCCTGAGCCCCGCCCGCGGGCACAGCGTCTGCTCCACCTCCAGCCTGTACCTGCAGGACCTCACCGCCGCCGCGTCCGAG 
TGCATTGACCCCTCAGTGGTCTTTCCCTACCCGCTCAACGACAGCAGCTCGCCCAAATCCTGTACCTCGTCCGATTCCACGGCCTTCTCTCCTT 
CCTCGGACTCGCTGCTGTCCTCCGAGTCCTCCCCACGGGCCAGCCCTGAGCCCCTAGTGCTGCATGAGGAGACACCGCCCACCACCAGCAGCGA 
CTCTGAAGAAGAGCAAGAAGATGAGGAAGAAATTGATGTGGTGTCTGTGGAGAAGAGGCAAACCCCTGCCAAGAGGTCGGAGTCGGGCTCATCT 
CCATCCCGAGGCCACAGCAAACCTCCGCACAGCCCACTGGTCCTCAAGAGGTGCCACGTCTCCACTCACCAGCACAACTACGCCGCACCCCCCT 
CCACAAGGAAGGACTATCCAGCTGCCAAGAGGGCCAAGTTGGACAGTGGCAGGGTCCTGAAGCAGATCAGCAACAACCGCAAGTGCTCCAGCCC 
CAGGTCCTCAGACACGGAGGAAAACGACAAGAGGCGGACACACAACGTCTTGGAACGTCAGAGGAGGAACGAGCTGAAGCGCAGCTTTTTTGCC 
CTGCGTGACCAGATCCCTGAATTGGAAAACAACGAAAAGGCCCCCAAGGTAGTGATCCTCAAAAAAGCCACCGCCTACATCCTGTCCATTCAAG 
CAGACGAGCACAAGCTCACCTCTGAAAAGGACTTATTGAGGAAACGACGAGAACAGTTGAAACACAAACTCGAACAGCTTCGAAACTCTGGTGC 
ATAA 

HUMAN SEQUENCE - GENOMIC 

ACTCCCACCACACCTATTCAACATAGTATTGGATTCCCTGGCCAGAACAATTAGGCATGAGAGAGAAACAACAGGCATCCAAACAAGAAGAGAG 
AAGGTCAAATTATCCCTGTTTGCAGACAATATGATTCTGCATCTAGAAAACTCCATAGCCTCTGCCCCGAAACTCCTTGAGTTGATAATCAACT 
TCAGCAAAGTTT C AGG ATACAAG AT C AATGTAC AAAAATTAGTAG CACT CCTATACACTAAC ATCACC CAAGCC AAG AGGCAAATCAGGAACAC 
AATCCCATTCACAATTGCCACAAAATAATAAAAAGCTTAGGAATACAGTTAACTAGCGAGGTGAAAGATCTCTACTATGAGAATTAAAAAACAC 
TCTTCAAAGAAATCAGAGATGACCCAAACAATTGGAAGAACATTCCATGTTCATGGAAGGGAAGAATCAATATTGGTAAACTGGCCATACACCT 
CAAAACAATTTACAGATTCAATTTTATTCCTATCAAACTACCAATGACATTCTACACAGAAATGGAAATAACTACTCAAAAATTCATATGGAGC 
TAATAAAAGAGTCTAAATACACAAGGCAATCCTAGGCAAAAAGAGCAAAGCTGAAGGAATCACATTGACCAACTTCAAATTGTACTACAAGGAT 
GTAGTAATC AAAAC AGC ATGG AACTGATACCAAAACAGACAC AT AGAC C AATGGAACAAAATAGTG AG CACAG AAATAAAG CCACATACCTACA 
ACCATTGGATCTTTGACAAATCTGACAGAAACAAGCAAGAGGGAAAAGACTCCCTATTAAATTAATGGTGCTGTGATTACTGGTTAGCCATATG 
AAGAAAACTGAAACTAGACTTATGCCATATATAAAATCCATATGCCGGAAAGCTGAGGCAGGAGAATCACTTGAACCCGGGAGGTGGAGGTTGC 
AGTGAGCCGAGATCACACTACTGCACTGCAGCCTAGCGACAGAGTGAGACTCCGTTGCAAAAATAAATAAATAAATAAATAAATAAATAAATAA 
AT AAAT ATC AACTC AAGGTGG ATTAAAG AC CAAAATGTAAAACTCTAAAACT ATAAAAAC C CTGG AAGATACC CT AGG AAATACC ATTTTGGAC 
ATAGGAGCTGACAACGATTTTTTGAAAAAAACACCAAAAGCAAAAGTTGACAAATAAGACCTAATTAAACTAAAGAACTTCTGCACAGCAAAAG 
AAACTATCAACAGAGTAAATAGGCAACCTGCAGAATGGAGGAAAATATTGACAAACTATATATGTGACAAAGGCCTAATATACAAAATCTACGA 
GGAACTTAAACATACAAGGAAAAATCIAAAC^CCCACCTCACTAAAAAGTGGGAAAAGGA 

GCATATACATACAAGCC3AACAAGCATATGAAAAAATGCTCATCATGACTAATCATTAGAGAAATGCAAATCAAAGCAGCAATAAGATACCATCT 
CACACTAGTCAGAATAGCTATTATTAAAAAGTTAAAAAATCACAGATGCTGGTGAGGTTGTGGACAAAAGGGAACGCTTATACACTGCTGGTGG 
GAGTGTAAATTAGTTCAACCATTGTGGAAAGCAGTGTGGTGATTCCTCAAGTAATTAAAAACAGAACTACCATTTGACCCAGCAATCCCACTAC 
TGGATATAAACCCAAATAAATATAAATCTTTCCACCACGAAAACACATGCAAGCATGTGTTCATTGTAGCTCTATTCACAATAGCAAAGGCATG 
AAATCAGCCTAAATGCTCAACTACTGCAGACTGGATAAAGAAAATGTGGTACATACACACGATGCAATACTAAGCATCCATTAAAAAAAAAAAA 
GAAATCATGTCCTTTTCAGGAACATGAATGGAATCAGAGGCCATTATCCTTAGCAAACTACCACAGGAACAGAAAACCAAACCTATGTTTTCAC 
h TT AT AATTGGG AGCTAAATAATG ATAAC CC ATGG G C AG AAAG AGG CCTCACACTGTG AGG C CTG CGTG AAGG AGG AGG ATGGGAGGAG AAAGAA 
GTCCAGGGGAAAAAAACTTCGGGTACTGTGCTTAGTAC C CAGACAG C AAAAT AAT CTGT ACAC ATTGATGGG ACGTATCTCAAAATAATAAG AG 
CTATCTATGACAAACACACAGCCAATATCATACTGAATGGGCAAAAACTGGAAGCATTCCCTTTGAAAACTGGCACAAGACAAGGATGCCTTCT 
CTCACCACTCCTATTCAACATAGTGTTGGAAGTTCTGGCCAGGGCAATCAGGCAGGAGAAAGAAATAAAGGGTATTCAATTAGGAAAAGAGGAA 
GTCAAATTGTCCTTGTTTGCAGATGACATGATTGTATATTTAGAAAACCCCATCGTCTCAGCCCCAAATATCCTTAAGCTGATAAGCAACTTCA 
GCAAAGTCTCAGGATACAAAATCAATGTGCAAAAATCGCAAGCATTCTTATACAACAATAACAGACAGAGAGCCAAATCCTGAGTGAACTCCCA 
TTCACAATTGCTTCAAAGAGAATAAAATACCTAGGAATCCAACTTACAAGGGATGTGAAGGACCTCTTCAAGGAGAACTACAAAACACTGTTCA 
ATGAAATAAAAGAGGACACAAACAAATGGAAGAACATTCCATGCTCGTGAATAGGAAGAATCAATATCGTGAAAACGGCCATATTGCCCAAGGT 
AATTTATAGATTCAATGCCATCCCCATCAAGCTACCAATGACTTTCTTCACAGAATTGGAAATAACTACTTTAAAGTTCATATGGAACCAAAAG 
AGAGCCCGCATTGCCAAGTCAATCCTAAGCCAAAAGAACAAAGCTGGAGGCATCACGCTACCTGACTTCAAACTATACTACAAGGCTACAGTAA 
C C AAAAC AG C ATGGTACTGGTACCAAAACAG AG ATATAG ACCAAAGG AAG AG AACAGAGCCCTCAGAAATAATGCTGCATAT CTACAACCATCT 
TACCTTTGACAAACCTGACAAAACCAAGAAATGGGGAAAGGATTCCCTATTTAATAAATGGTGTTGGAAAACTGGCTAGCCATATGTACAAAGC 
TGAAACTGGGT C CCTTC CTTAC ACCTT ATACAAAAATTAATT CAAG ATGG ATTAAAGACTT AAATGTTAGACCTGAAACCATAAAAACCCTAG A 
AGAAAACCTAGGCAATACCACTCAGGACATAGGCATGAGCAAGGACTTCATGTCAAAAACACCAAAAGCAATGGCGACAAAAGCCAAAATTGAC 
AAATGGGATCTAATTAAACTAAAGAGCTTCTGCACAGCAAAAGAAACTACCATCAGAGTGAACAGGCAACCTAAAGAATGGGAGAAAATTTTTG 
CAATCTACTCATCTGACAAAGGGCTAATATCCAGAATCTACAATGAACTCAAACAAATTTACAAGAAAAAAACAAACAACCCCATCAAAAAGTG 
GGTGAAGGATATGAACAGACACTTCTCAGAAGAAGATATTTATGCAGCCAAAAGACACATGAAAAAATGCTCATCATCACTGGCCATCAGAGAA 
ATGCAAATCAAAACCACAATGAGATACCATTTCACACCAGTTAGAATGGTGATCATTAAAATGTCAGGAAACAACAGGTGCTGGAGAGGATGTG 
GAGAAACAGGAACACTTTTACGCTGTTGGTGGGACTGCAAACAAGTTCAACCATTGTGGAAGTCAGTGTGGCGATTCCTCAGGGATCTAGAACT 
AGAAATACCATTTGACCCAGCCATCCCATTACTGGGTATATACCCAAAAGATTGTAAGTCATGCTGCTATAAAGACATGTGCGCACGTATGTTT 
ATTGCGGCACTATTCACAATAGCAAAGACTTGGAACCAACTGAAATGTCCATCAATGATAGACTGGATTAAGAAAATGTGGCACATATACACCA 
TGGAATACTATG CAGCCATAAAAAATG ATGACTT CATGTCCTTTGTAGGGACATGGATGAAG CTGG AAAC CAT CATTCT CAG CACACTATCT CA 
AGGACAAAAAACCATACACCACATGTTCTCACTCATAGGTGAGAATTAAACAATGAGAACAGATGGACACAGGAAGGGAAACATCACACACCGG 
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GGCCTGTTGTGGGGTAGGGGGAGGGGGGATGGATAGGATTAGGAGATATATCTAATATTAAATGACGAATTAATGAGTGCGGCACACCAACATG 

GCACATGTATACATATGTAACAAACCTGCACATTGTGCACATATACCCTAAAAGTTAAAGTATAATAAAAAAAATCTGTACACTAAAACTCCAA 

GTC ATG AGTTTACC C ATATAAAAAAC CTGAAC CTAAAATAAAAGTTAAAATATTC AAATATAAATAAGTAAATAAATAAAATGAC AAAC CC ATG 

GCTAACATCATGTTGAATAAGGAAAAGTTGAATGCTT*TTTTTTCTAAAATCCAGGAGAAGACAAGGATGTCCATTCTCTCTTCTACTCAACATG 

GTACTGGGAGTCTTAGGTAGAACAATTACACAAGAGAATGAAATAAAGGTCATTCAAATTGGACAGGAGGAAGTCCTTTTCTGCAGTAACATGA 

TCTTATAGGTATAAAACCCTATAGACTCAACCAAAGAAAAATAACTGGTAGTATTGATAAATGAATTCAGTAAAACTTCAAGTTACAAaTTTAA 

TGTACAATAATTAGTAGTGTTTCTACACAGCAACAGCAAACTATCTGAAAAAGAAATCAAGAAATCTATCTCTTTTACAATAGCTACAAAAATT 

TCAAAAAATTTCAAAAAATACCTAGAAATAAATTTAAGCAAGGAGGTGAAAGATCTCTACAGTAAAAAATAATAAAATATGGATGAA^ 

GAAGAGGATACTAATAAATGTAAAGTTAACCCATGCTCATAGATTTGTAGAGTTAATGTTGTTAAAATGTCCATACTACCCAAACCAATGTACA 

GATACAATGCAATCTCTATCAAAATACTAAGGACTTTCCTCACAGAAGTAAAATATATATATTTTTTAATATATAAAATGTATATATAAATATA 

ATATATAATATGAATATTATATATGATTATAATATTATATGATTATATACTATTAATATTATTAATAATATATATTATTATATATATTATATAT 

ATTATTATATATTGTATATAAATATATATTATATACTATATTATTATATATTGTATATAAATATATATTATATATACTATATATTTATATACTA 

TATATATAGTGTATATATATATTTATATAGTATATATAATATATACACTATATATTTATATAGTATGTATATATATATACTATATATAATACAT 

AAAATATATATACATATATAGT AT ATATATGAAATAT AT ATATACT AAATTTG C ACAG AAC C AC ATGATTCC AAAC AG C C AAAG CAAT CTGGAG 

CACAAAGAACAAAGCTAGATGCATTACACTACCTGGCTTTTAAATTTTCTACAAAGCAATAGTAAACAAAATAGCATAGTACTAACATGAAAAC 

AGATCCATAGACTGATGGAGGAGAATAGAGACCCCAAAAATGAATCCATACAATTATAGCCAACTAGTTTTTGACATATGTACCAAGAAAACAC 

ATTGGGGAATGGAAAGTCTCTGCAATAAATGGTGCTGGATAAACTGAATATCCACAAGCAGAAGAAAGAAACTAGGTGCTTCTCTCTCCCAACA 

TATAAAAATCAACTCAAAATGGATTAAAGACTTGAATATAAAACATGAAACTAAGAAGATCCTTGAAGAAAACACAGGGGAAACAATTCATGAT 

ATTGGTCTGGGAAAGAATTTTTCAAATAAGACCTCAAAAGCACAAACAACCAAAGCTAAAATAGATGAATGGGATAATATCAAGCCAAAAAGCT 

TTTACATCTTAAAGGAAACAACAGAATGAAGAAATGACCTACAGAATGAAGAAATATTCACATACTATGCATCTGACAAGAGGTTAATATGAAA 

CTATGTAATCAATGCAAGCAACTCAATAGGAAACACACAAATAATCCAATCAAAACTTGGGCAAAGGATTCGAATAGATATTTCTTAAAAGGAG 

TCACACAAATGGGCAGCAAGTATATGAAAAAAGGCTCAACATCACTAAGAACCAGGGAAATGCAAATCAACACCACAGTGAGCTATCCACTCAT 

C CC AGTTAG AATAGTTATTATTTAAAAAAATAAAATAAAAAGACAAGAAAATGGCCAGTCATGGTGGCTCATGC CTGT AATCCC AG CATTTTG G 

AGGCCAAGGAGGGCAGATCACTTAATGCCAGGAGTTCAAGAACAGCCTGGCCAACGTGACGAAACCCCATCTCTACTAAAAATACAAAAAATTA 

GCTGGGCATGGTGGCACATGCCTGTGGTCCCAGCTACTCAGGAGGCTGAGGCACGAGAATTGCTTGAACTGGGGAGGCAGAGGTTGCAGTGAGC 

TGAGTTCGCACCACTGCACTCCAGCCTGGGTGCCAGAGCAAGGATCTGCCAAAAAAAAAAAAAAAAAAAAAAAAAAAAAGACAAGAAATAACAT 

ATGCTGGTAAGGATGTGGAGAAAAGTGAACTGTTATACAATGCTATACACTTGGTGTACTACTATATTATCCAGCAATCCCACTGCTGGATCCC 

CCTCCCCCCCAAAAATGAAATCAACATATCAAAGAGTTCAGATCCCCATGTTTATTGCAACACTATTTGCAATAGCCAAAATATGGAATCAACT 

TAAGTGCTCATCAACAGATGAAACAGGAATGAAAATATGGTATATATACACAATGGAATGCTATTCAATCTTTAAAAAAGAATGAAACCCTCAA 

AAAGTGGGTGAAGG AC ATG AACAG AC ACTTCTCAAAAGAAG ACATTTATGCAGCCAAAAAACACATGAAAAAATGCT CAC CAT CACTGG C CAT C 

AG AG AAATGCAAATCAAAACC AC AATGAGATAC C ATCT CAC ACCAGTTAGAATGG CAAT C ATTAAAAAGTCAGG AAACAACAGGTGCTGGAG AG 

GATGTGGAGAAATAGGAACACTTTTACACTGTTGGAGGGACTGTAAACTAGTTCAACCATTGTGGAAGTCAGTGTGGCGATTCCTCAGGGATCT 

AGAACTAGAAATACCATTTGACACAGCCATCCCATTACTGGGTATATACCCAAAGGACTATAAATCATGCTGCTATAAAGACACATGCACACGT 

ATGTTTATTGCGGCACTATTCACAATAGCAAAGACTTGGAACCAACCCAAATGTCCAACAATGATAGACCGGATTAAGAAAATGTGACACATAT 

ACACCATGGAGTACTATGCAGCCATAAAAAATGATGAGTTCATGTCTTTGGAGGGACATGGATGAAATTGGAAGTCATCATTCTCAGTAAACTA 

TCGCAAGAACAAAAAACCAAACACCACATGTTCTCACTCATAGGTGGGAATTGAACAATGAGAACACATGGACACAGGAAGGAGAACATCACAC 

TCTGGGGACTGTTGTGGGGTGGGGGGAGGGGGGAGGGATAGCTTTAGGAGATATACCTAATGCTAAATGACAAGTTAATGGGTGCAGCACACCA 

GCATGGCACATGTATACATATGTAACTAACCTGCACATTGTGCACATGTACCCTAAAACTAAAAGTATAATAATAATAATAAAAAAGTAAAAAT 

GATTAAGGACTATAATAGGATAAGAACTCTAGGAAGATGATAAAGTATGCCCAAAAGAAAGC^ 

AACAACAACAAAAAGAATGAAAC C CTGTCATTTGCAACAATGTGG AC AAAC CT AG AGGACTTTATGTT AAGTGAAATAAACCAAG CACAG AACG 
AGAACTACCACATGATCTCAGGCATATGTGGCATCTAAAAAAGTTGACCTCAAAGAGAGTTTAGTAGTGGCTATCGGAAACTGAGGAGAGTAGT 
TGCGAGGGGGAGGGGAACAGGTTGCTCAACAGCTACAAAGTTACACTTATATAGGACAAATAATTTCTGATAATCGACTGCACAGTAGGTTGAG 
TGTAGTCAACAATAATGTATTGTGTACTTTAAAATAGTTAGACGAGAGGATTTTGGACGTTCTCACCACCAAGAAATGACAAATGTTTCAGGTG 
ATAGACATATGCTAATTATGCTGATTTGATCATTACACAATATATATGTATCAAAACATCACACTGTATCCCATTAATATGTACAATTATACAT 
CAATTTAAAACAAAATAAAATGTATTTTATAAAAATTTTAAAACTTCAACCAGCAAGTTTGAATCTCCTATTCCCAGTTTTGGTCAGCCCTACA 
GTGTATACCAACCAGGCTGGCCTGGGGCTGCTGTTAGAGGAAAGAAAGAAACATCTGGACTTGGAATGAACAGATCTGGAAGGAATCCTAAATT 
TTCCAATAAAGTCTCTGTATTCCTTTCATCCTGGTCCCTACCCAGGAAGCAGTCTAGAGGAGATGATCCTTTTCTAAGAACAGCAACATTCAGT 
AAACAAACTTCCTTACTAATGTGTGTGGATCAAGAGATGGTGAGGAAAGTAGAGTCAGTGATATTTTTGAATCAATTATGAGAAGGCCACCATG 
CTATTGCTCAGTAATATTAGATGCCCATGGACAGTAAGATTCATCGATGGTCCGTCTTTATTATTAGGTCATTACTGAGTGGCTTTTGCAATAA 
AATACACCATTGGCAGAATAAAAATATTCTCTAATGCAAAAACATAGCATGGATTGTTTTTAAGGGGCACAATAGTGTGCTTGATCAGACTGGA 
ATAGCAACATTGTAATCTGAAAAAAGCTCAACAGTGGTGAGGCATATTCAAAAGCCCCAAGAGGAGAGTCAACAGTCAGATCCATCAGAGTTGA 
GAGGTTGCCACAACTTATGTAATGACGTCTCCACGCCATGAAACACATGTGTCAGCTTTTGTCAGGAGTCACAGATCTGGCATGCAGCAGGAGA 
TTCTGCATTAGATATATAAAGTCAGGCCCAATCATCCCCTTGATTAGTTAGTCTCATCAGAGAATGAGCCCTTGCCATGGGTCTGTATATGAGG 
AATCCAGGCAGTTCAGTAAGTAGTCAAGATTTGTTTCCACATGCGGTCCCAAAGAAGTCTTTAATCTGACAGACTAGTTTTCCAAGTGGCATAC 
CAAAAGGCTGGACCATTGGTAGTGTCCCAAGAATTGGGTTCTGACCATTGAGCAGAGAAACCAAGTCCTCTTTTTATTTCTGCATAGCTGGTTC 
AGAGGCTGAACAGACACAGGAGCCAGTGAACACCATCAGTTTTCAGCTTAGCCAATCCTTCACTGAGGCAAGCCCAGATATTTGGGGAAACCTC 
TGTAAACAGGGTCCAATTGAACTAGTAGTGTTGTTTCAAGCAGGAGAATAAAAGGTTAAGTTTCCCCCAGAGAGACAGTTGCCACTCTTACATA 
TAAAGC AGAGATGCAG AAG AAATTCGAGTTGATGCC AT CGC CC ACCC AC C AACC C AC CC CCGC ATTTC CGCCCTG AGACTAGGATCCCAGCGCC 
AGGGACCCAGACCCTGGGATTGATCGCACAGAGCCGTGATCCGGAGAGTGCGCCGGGGATGAGACGGAATCTCGGGGCCACTCGAGAGCTTGGG 
GCAGGAACCATGCATCCATTGTCCATCGTGACTGCATGTGGAGCAGCTATTTGGCCTGGGAACAGCTGTAGAGAGCGGGGAGCGACTGGCTCGC 
CACTGGCGCGCCCTGGGGGAACCCGCCCAAGGTGCCCTCCTCCCCAGACTGCCCTCCCAGCCTCGAAGACGGCAATCCAGCGCCCACTGCTCCC 
TGGACTCTGGGCAAGGCCAAGACTCAGGCCTGCTCCIAGATTTGAGAACCCAAACAACTCAGAGGGTGAGGAAATTGACCTTGTGACAGCAAAGA 
AAAGGCAGATTGGGTTTACAGAAGTCGATCACCATCATGGTTCGAGTAGACCGTCTGAACCCCTGCATGAAACACTTCCATACCTCCATCCACC 
AGCAACAACACAACTGCGCTGCCCATATTTCTCCAGAAAGCTGCTCCCAAGAAGAGGCTCCAGAGAGAGGTCTCCAAGAAGAGGTTCTGGAGGG 
AGATGCTCCAGGGGAAACGGAAGATGAGGAGGATGAGGGGATTGTGAGCCCCTCACCTATAGAAAGCAAGGCTGCCCAGTGCTGCCAGTTCTGA 
CACTGAGGATGTGACCAAGAGGAAGGGCCACAGCTTCCTGCAGCACAAGAGGTGGAATGACCTGCGCGTTCTCAGTTCTTGGCCCTGAGGGACC 
AGGTACCCACCTTGGCCAGCTGCTCTAAGGTCCCCACGGTAGTGATCCTAAGCAAGGCCTTGGGATACTTGCAAGACCTGGCGTGAACCGAGAA 
AAAGATGTCTATGGAGAAAACGCAGCTCCAACGCCAGCAACAGCAATTGCAGAAATGAATTGCGTACCTCAGTGGCTACTAACTGACCAAAAAG 
CCTGACTGTTCTATCTTACAAAGACACAAGTTTATTTTTTGACCTCCCCTTCCCCTTTAGTAATTTTCACATTTTGGTTATGACGGGACAGTCT 
TTGCAGTAGGTCCCAGAATGCATTGCAGCCAGTACACACAGAATAAGGGCTTGCATTCTTGGAAACCTTGAAACCCAGCTCTTTCTCTCCCCTG 
ACTCATGCTGTGTCTTCTCTGGCGCCTTTGGCTTCTCAGCAGATAGCTGACTGAGGAGATTTGGGGTCTGTTTACCTCACTAGCTCCGAAGAAA 
AGGCTGACAGATACTATGCAACAGGTGGTGTATGTTGTCGGGGACTCCAGCCTGCATGAAATCTCACACTCCGCGTGAGCCTTAGACTAGGAAA 
GAATGCTCCCTGGTATCTCTGGGGTGATGCTAGAATGCTCCCTGGTATGTCTGGGGTCATGCAAGGACAGCTGGGCCTGGACAGCACTCTCGCT 
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TTACAGTATCTGAGGAGTTGGAAACCTTTAACGTArATATTGTGATATTAGCTGACACCTCTCCTTCCAGTTTCAATGCTGAGACCCTGAGAAC 
ATTTAAAGAGCTTGCACTCTAGGTTCGTTGTCTCAGAGCTCTCTGGGCCTTCTCTGATGAAGGGACCTTTCTGTCCTCATGAGAGACTTTTGTT 
TCATTTTGCCTTTGTTGTGCAATGGGCTTTACAGCATCCTTTCCCACAGGTTAGAAATGTTTCCCCAAGTTACAGGGAAGTGGGGATCCTAGCC 
TGGGGCCTGAGGAAATCTTGGAGTGCTGGCTCCTGAACTTGTTCCCTGTCCGAGTGGCACTTGAGGCCACCCATCTTATAATCTCTTCTCAAGG 
CAGATGTAAGTGACCTCAGAAGGGAGAACTGTACCGCTTCCTCTTTTCCATGAAGCTCTCATCTCAATCTTTGACTGATGAGTGTGAAATTCTA 
CCGGAACCATGCAAACACGTCCACCTTGGGCATCTCCAAGGAACTTGTGGGGTCTGCAGCATACTTGGCTCCCTACCAGCCTGCCATGAGTCAT 
ATTTCTTTTCCAGAAGGTGGACTTGCTTCCTGGTATGTTTTAAAGGAGCCTGCAGGAGCTCTGCTTAGCCAATCATGATGGATTTTTGCCCCAG 
CTGGACTCTGCATGTCCAAGGAGAATCCAGGTACAGCCTCCATTCCGGGAAAGACATCCAGCCCAGCAGTTGTCATGTGGGTAACCTCAGGAAC 
CCCTAACCCTGTCCTGGAAAAAGGACAAGCCCCTCCAGAACTCTGCCCAAAATAGCAGGTGCTTGATGGTTCTGAATTTGGAAAGGGATGGGGG 
GTGATAAGTACTATCTGTGGCTCTGGAAAACCAGCTGCTACATTCAAATCTATTTTCCATAATGGTTTCTTTCTGAGGTTGCTTCGTGGCCTCA 
GAGAATCCCAGAGGATGTTTTGAAATAGCCTCTCTACCCTTCAGGAGCATGGTAGTTTACAGGAACCAACTGACTTCTGGAACTGTCTATGGAG 
GGAGAACAGGCCAGGTGTAGGTTACTAATGTGCTACATGAATAGCTTGGTTTTATAAGCTGCTGTTGGGTATTATGTTGGGGCAGTCTTTTTAA 
TATATTGTATTTTTGTACGCATTTTGCAAAGTGGAGTTAACTGTTTTGTAAAAGAAAAAAAAGAAACCCTTGGGTGCTTCTTGTGTTTCAAGGG 
TCTGATTTATTTGGAAAGGCAAGTTTATCTGAAATTTTGTATTATTGATTGCCCAATTTTAAAATGTTGCCTTCTGGGACATCTTGACAAAAAA 
TATTTCTCAAACATGAAGAAAATAAATATAATAAAAAAGAAATGTCTGTGGGATCAGATGACTGTTCTTGATTTTACCGTTTCCATTTCATAAG 
CCAAGCTTATTGACCCCTTCCTACCTGCTAGTCATTGAGTCTGAGTTGACCAACTCAAAGATGGAAATATCGAGCCAGATGGTAAGAAATTCTC 
C ATGAAT CG ATTGTTC AGTTTTGAG AG AAT CC CAATTGC AAG CC ATT AGCTGCTTTT C AAAAGGGATGTACCCTGTAGCCATATTAGGGAGGCA 
ACAAGTCCAGTTCCCCAAGGGATCTCTCTGGGTGTTGACTGCTTCCCCTTGCCAGGTGCCCCCATCGGCAAAATCATCAGTTACACAGATTTGT 
CCTGTATGTAATATTCAAGGAGTTGATTGAGGTTCTGAGCCTCTTTTTCGGTGGCAGGTTGTATGAAGAGACGTCAATTTTTTCCTGTTAGAGG 
GATCTAATGTTGTGAATTTGCCTGCTTAGTCCCAAGAGATTACTTGGCAAGCAGGCCCCTGTATTTGGGAGCATAAATCAGCCACCCTTGCTGA 
CAGATATGTAATAACACTGCATTGAGGACCCTTGAGACTGAGACTTCTAGCCGGCCAGCTGACACAATTATTATGTATATAGTGAAAATATTGA 
ACATTAGAAGGTAGAGACACTAATGCTAAATCCTGAGCCAACCACTGCTGACAAATCTCATTGGAGTTTGTTCCACTAACACTTCCCTCTACCT 
CTGTCTCTCTGTGATGGGGATGACTTTATATGAGACCTGTAGAATGAGAAATTACAAGCATATGACCCATCAAATCGTGCCATTTATAAGTAGA 
AGCAACAAGAACAGTTTATTCAACTTTCCCAAAGGCGTCCCTGTACAAAGTCATATTGGCTTCCAAACCCCACTGTGAACCATGCCCARACCCC 
AACAATTGCTTTTCTGGACTTTTTTCCCTTAAATGAACTCAGACCTAGAGTTCACTACAGGAATTTCAGGGGTTACAGCAAGAGCTGTTAGGGG 
ATTTCCCTATGTCCAGGCCAGAATGTAGGGATTGCAGGGGAGTCTTGGGATGAGGGGAGGGGTGGGGACTGTAAGCCTTTTTTGTAATCCCTCT 
GGGTCTTTGCCCCAGCTTGTATGCTAAATCCTCTCCTGTGTACCTCCATTTGTGCAGAACTGTAAGGGCTCAGGGATTCTTCCATTCTGTCCCT 
TGATTTCCCCAGCAGCTCTGCTCCACAGTCTTGGTGCTTTCATCTACCTCATACCTATTACCCCTTCCCTCCACTCCCCAGAAAATCAGATAAG 
ATAGTGTCATGGGAGATTATATGTAACAGTTCTGTGAACATGTGAGTCCGTCCCTTTCCTGAAGTACCCTACCATGCATATGCCTTTTAGTCTG 
TCTTGAGGACAGAGAGACTTCTGGCTCACCACTAATCATCTTTCTTCTTATAGCACCTGAAGTGAGAAAAGGAAGAGAACCAGGAGTTAGGAAA 
TGCAGAGAGAGAGAGAGAAAAGAGTCTGTCTATACTAGTAAGCAAGGCATGTTTGCATTTGGTTTCCAGTAGCCAGCAGTGTGGTTCAACCAAA 

GACATCATCCCTTCTTCCTCCCATGCAGAGGAGAGTGAACAACAACCAAACCATGATTCAAACAGCTTGGTTTAATTCTGCATCCTGCCCCTCA 
GCTTCATTAATAGGTAGGAGAGTGAGTGGGGAAGGGCCTTTAATGCACTTAGTGCCAATCCATTCGGGAAAAAGCATTTGCTCTCCAATCCCGA 
GGAGTCTTGTCATATCCCCTAACGAGGCCAGTGAAGCAGCCTTGTTTTATCACTTTCCAGAATGCTATGTTTCATCTTCATTACCAAAATTGGC 
AAGAAATGTGAAGAGTTTGAGACTGTACCCTACTTGCAAGCTCACAAACTAGCATACCTCAGTTTCACAGATGTTGGCAGAATATATGAGATTC 
TTGGGTCAGAGTTTGTTTTGGTTCATGTTTGCATTAATTCCCCTTGCCCTCTGCCCCAAATCACACAGGAGAAATGAGGAGCAGCCAGTCAAAT 
GTTGACATACAAGTATTCTTCAAACTATAGTTAGAGACAAAAGCTGTTACAATAAATGTAGAAAGGCCATGGACAATTATCTCAACAATATCTG 
ACCATTGTTTCTCCACTATCTTGGCTTCTGACAAAGTTTGCCATTAAGTATGTGTGTTGATTTTCTGGATATCAGGGCTGAGCAAGGAAAAAGT 
C ATGACCATTAGATGGC AGTAGC AC ACAAC ATG CTTT ATTTGGTTGGC CCTTTG AAAGGTTTCAGG AG AGTGG AACTT GCCTC AC AGCAGGAGA 
CCTTCCAGAGGCAGCAGCAAGAGGCCACCACCCAGAAGAGGAAGAGTTCAAGGCAACTTCCAAAGGAGAGAAGAATTGGACAGGAGGCTCATGT 
GTCTATGGGATGTTACTCAGCAGCCAGGTGTGGAGTCTCTGTGTCAGAGAGTTGCCATGGGCATCAGAGGCTTGGGGCTTTTGTCGAGCCCCAG 
AGTATGT CCTAT CTACGG CTAG C AG ATGGTGTGT CTGGTTTTAC AG AGGGTGC AATGTGGGTGGGTT CTAAAGGGCCAAAAATGTGCTTACTGG 
GGGCCATATTTAAAGCAATTGGGTGTGTAAACATTTGATTTTAGTTCCAATGAGCTTTGAGCTAATGGTCTTAGCTGTCTCTGAATATAGGGAA 
C AAGATAC AAGGC ACC ATCTAAAGATATTAATC C ACTTATTTAAC AGTCC ATGC CTTGGC CCC ATGTTGTTTTACAAT CT AAGTTGTATGCT AT 
TTCATGG AGTCTCAGTTGGGAGCCAGCGATG AAG CATCCTCAAG ACCCAG AATGCTATAAGGCTAC AAATTAGGATTTTAAAAGC C AGTTCT CA 
GCC AATCTGC C C ACTTGGG CAGCCAGTAGAATAAATTTG AAAGGAG AC AATTTTGTTTTG ACCAGTCCGTTT AGT CAATAG AGTGG C ATTTATA 
TCCCCTTTGGTAC ATGAC CCC AGCTATCTGT AAAACTTGGTGTT ATCT ACG CAC ATG CAGG AAG ATAATTTTAG CAAG CACAC AG CCCCTGTGC 
CCTGTGACCCCTCCAGCAGCCTGACCTAGGGCTATGCAGTTATCTCACACCATGGCCACTAAAGTACAGTGAGATTCAGCAAAGAGTTTCAGTC 
CTTGGGCTGTTTATCTAATTTCTGTGGGTAATTCCTGCAACATGGCTATGTGTTTCTCTTAATTGTGGTGTGCTGTTCCACACATATGCTGTTC 
CTACTGCCTCCAAAATTAGTGATCCTAGGGAAGTTAGTACCATGAGGAACTATTTGGAAAGCTCATTTGTGACATTGGGGAGTCACATCTAGTG 
TGGTTTGGTGGCGGAAAGTACTTGAGGGAGGGGGTTCCACTGTTGAATAAAATTCTACTGGAATTTTGCACCAATCCCAAGTGCAGGAAATATT 
CTTCAGGGTTGGATGAGGAGAAGATTGTGATAGGGAAGCCATCTGATTCCTTTACAGGACCTCCAGGCTCCCTCTGCTGCCTGTATTCTCTGTG 
TTCCACTGAAGGGAAGTTCACATGGCTTTGTGAAGTTCCAGAAGTTCCAGGTTGTGTTAATAGGAGCAGAAAATGGTATAGTCAAACAAGCTTG 
TGTTATCCACCTTGCATTCAGCACCTGGGTTAACTAAATTTGTCGTGGGCTCAGCCCACCATTGTCTATACATTTATGTGAGATAAGCCTCTGG 
ATAAGGTTGTTGAATGTCAATGGTTAGGGGAATCGGCTCATCTAAATAAGTGAGGTATATGATGCAGCGTTGCCAGGAAAGAAGTATTACACTA 
TGTTTTCTAAAATCAGGTTGGCAGAAGCAAACCCTGCATTAGGTTAGATTTACCATCTTATATGTTGCTGTGGCTAAGGCTATAGGCACGTTTG 
GTGTAGTCGGCAATTGCATGTTCCTCCTTGCTGTGACTGTTGTGTGTTGTGCTTGAGTTTCCTGTTGATTGCCAATAATAAATAGCATTGATGT 
GTTCCCATGAGTGTGGGATAGGTTTTGCAGGTGTTATTGGCAGTCCAAGAAGAACGTTGTTAGTCTAGCCACACACCAAATTAGATTCTGAATT 
ATG AGGC ACT CGC ATATG AGTG AACAAAACAGGT AAACCAAGTATTTTTTAAAAAAATAG ATATCAGCTGGG CACAGTGGCTCATGC CTGAAAT 
CCCAGCACTTTGGGAGGCCGAAGTGGGCAGATCACGAGGTCAGGAGTTCCAGACCAGCCTGGCCAATATGGTGAAACCCCGTCTCTACTAAAAA 
TACGAAAAAAAAAAAAAGATTACCCGGGTGTGGTGGCATGCTCCTGTAGTCCCAGCTACTTGGGGGCTGAGGCAGGAGAATCACTTGAACCCAG 
GAGGCAGAGGTTTCAGTGAGCCGAGATCACGTTACTGCACTCCAGCCTGGGCGACAGATCCAGACTCTGTCTCAAAAAAAAAAAAAAAAAAAGA 
TATCAATTGTATCAAGGCATAGGTCCCTTTTATGTTCCCTTGTATTGCAACATTATTGTGTTTCAGTGGGGGACCAAAAGCTTTATGGACTCCA 
TTTTAGCGGAAACTTTCATAGGGAAGAGGTTTGTATACCTTTAATAACCTCAGGAGTGGCCCCTTGGGAGGTGGCAGTGTGACTACACCAATAA 
ATTTCCTCCCAAGTACTCATGGACATAAAGTGTCTACTGAGACACTGGAGACTACTAGAGGGGGACGGGGGAGGGGAGCAAGGGTTGAAAAACA 
AACTGTTGGGTACTATGCTCAATACCTGGGTGATGGGATCATTTGTACCCCAAACCTCAGCATCATGCAATATACCCAGGTAACAAACCTGCAC 
ATGTGCCCAATGAATCTAAAATAAAAGTTGAAAAAGAAATGACAAGGCATAAAAATGTTTTAATGAAGATGAAAACATTCCTCCCAAGTTAGTT 
TCATTACATGTCTTCTCATTATCGTTTATGTCTTCTGTAGGTTTGGAGTGTGTATGGATTTTTAAGGAGCCCTCAGAAAAGTAACATTGGGCAA 
CAACTGCCCTCAAATAGTTTCTAAGTTTTTAATAACTGTGGTTTTGGACAAATTTCACAATAGCTATAAGCAAATAGTTATCAATGTGGGTGGA 
G AAACTC C C ATG CAAACAGTAGTTAG ATTTCT CCCTGAGATC AAATATGTTT CTTGTAAG AACTGTCTGTGCTGTG AC AC C ACGAG CT ATG AGT 
TGTTC ACTGTGGGTAGC CAG C ATTG CAATTG CTGTAG AGTTCACTTCCATTGAGTGTTATGTAAAACTTGCAGTTAGTATATTAAGATTAGGTT 
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AGGGAAGAATTCCCAAGCTGGTTGTTTTGTGTGTGTGTGTGTGTGTGTGATTTTTTTTTTAAGAAATGTCTTGGCCCAGGTAATGTCATGTAGT 
ATGCATTGCCTT AG AAGC CAATAATTGT AAAGGTATACACTGTGGGTGT CGATTG C ACTTATTATAATT C CAGGGATAAG AAAAAGCTATC ATT 
TTATCT ATG C AATC C CGTAATGGCTTGTGGGTATTGTATGTGG ATTATAGTATTAATAAC AAC ACCAATCACAAGCATCCTGGTTGTAATATTT 
GGTGCATACTATCTCTGGGCATTCCTTAAACGAGGCTCAATAGATAGTGGCCCATTGCTCCATTTGTTTAATGGCACATGAGTTAATAATAGTG 
GGTATCATCTGATGTGAAGGAAAAGGCGGCCCACAGAGCTTAGAAGGCATCTATGAGTCACAAGTGAAATTGTACAATCTGACTTAGCTGGAAG 
GATGTTACTAAGTGGTAGTAGAGAG AGGAGG AG AAGTGCTAACCTCAGTGCTGATGT CTGTGGACTG ACC C AGTGAAATGGG AG C ATGGTTC CC 
TTTGTTCCCAGTCTGACCTATGTTGGGTGTCCCTGTGGTGTGTATGAGGCATGGTGTTTCCATACATACTCTGCCAGCAGTAGGGTGTGGATTA 
CCAGGGATAGGGTGATCCACCAATCGAGGTATAATTGACATTGGTGAAGGTAGGAACTTTCTCAGGTAAGGAAAGGGCAGAACAACAGCATAGG 

cataaatgttggaggtcatttgcagccagcagtagggaatctgattgtcctctgggagtcacccaaatggtgttaccagatacaagggttgttg 
gttcaatctcctgggtgtccggagcaggtcaaggtttgttccatagtgcccttagtggagcaaagtacatgggcagaaaatgaggatgcttccc 
tctccagatagtggtgggtggtttgctagttttatgctgggtaatgagcagactaagactgagaatgcacccagagtgagtggtccatgccaga 
tccttgtcaggattgagaggggaaaaaaatggccaggctctggattttctatgagggagaaggaagaggtgaaagagccaagttcctttgctgt 
gggcagt c actt c aggg c c ccc atgttcgtg aatactggtaaatcatgttgtgtccagtggg tacatacattaccagaggttgc agc at ctctg 
ttggtggtctcctcatttgctgtgaattaaaatatggtgcatttatgccagagaggtatggatttaatgtaagcatgactatgggcagtatttt 
tggctacggggaatgctattgtcctgcatgttctttcaatatcccttgttttaaaaagcccattgtgtcattctgtgacacctgctactgtagg 
accagagaataaatgagaaatccaagcagtgttctttggtaatgcctatggttgaatcttctttgcagagaagtgagagtcttgatctgactgg 
ataactttgtgtaacttttgtactcccaaaggccatacaaagtattttatcagttcctcaataacattagcagagcttggtgcctttcgtgggt 
aagcc aagagtaag cctgtgtaggaattactacattgttg tggcatatgtaatagtt cctg ctgcttcag agaggggcccaataaaattg actg 
gatttgccagctctgatatagcccttctcctgtgcagtaggtccaagtctctagatttctggtctatggtacggtccctaacagcttcatgtaa 
atgtctctctgctgggtctatttctcattaacagttgattttcatggtctcatgatgcccaaatgccctgacctctcctttatagggtgaaggg 
tagctcttaccaaagttctgctgtctccgttcttttcaaaaggattaactactttggtactttagctagtttgtcagtttccaggttgtattgt 
ttgctgtgagctgaggtatggtgtacaaagatgtgcagagtggaggccaatgtgctgatattttcccccacatctccttaccccaaatgtgtca 
gccttgtatgttccagccctgattttgtccaagtcccaacccaatagcctattagccactgaccaggagttgccaaaaatgtgaaacttagtaa 
aatgtttgtcgaaggccttctctatttctaggggtgttggacacagcctggcccattgggcactttggcccatccccatatggaagttggagta 
tttgaataagggtagtaggctgttgctgtcctttatctgactcccttataccctgtgctcactccattggtaaagaaaaacattaattttcttg 
ttatgaaagtgctggccatactccctccattccccaatgagcaagagccaggggcatttccaggggttttggcaagttaacctcactgacagag 
tatgtggccatttcctcacacagtagtgacactccaggagggccaggtgtagttcaatcctgtagataccattttcattttaataaagaagctt 
ctgttgctgatccaattttatgggcaggtctgtccattacccagggcataacaggaatctcggtccatagggtaattttctctgccgcaccagg 
gcttcagttttgataagtgccccatatgctgccagtgggtgtctgtctagtgaatactttagggtgaggctgagagctacttacaccaaaagcc 

gagc act ag agg g agag c c aaagtattag cctcctttaggt c aacc agtgactgtag atgttc ag gtcc ctactg aaaaaaggaagctttacag 
gtgtctcgatagacaattcagcaagggtcagcaaatattggaggtgaggaaggcattgtgctataattcctaatgaatgttgggggttctttac 
tgatgtgagcggtttaagcatgaggagcttgtcttttatcagattggaaatagtctgaacactatttctgtcctgtcaaagtgtagagatctta 
ttcctagatttagactgcccttaggaatcggctcagataatgggccagcgtttgtggctgacttggtacagaaaacagcaaaggtattgaggat 
cacatggaaactgcatgctgcctaccgaccgcaaagttctggaaaggtgaccgagtgtggatcaaagactgaaacatagcccctttgcatgcac 
ggtgggaaggaccccagcccatcatcctgaccactctcactgctgtgaaggtagaaggaatcccggcctggatccacctcagcagtgtaaaacc 
tgcagcgcctgaaacttaggaggcaagaccaagaccggataactcaggccgtgctccgcctgtcagatagtaaatcccaggtgatgtacctgct 
gtcagcagatctaggctttcttcttggacaccttatacccacagtcctccaggtgccaaagtagggcatccgttcccttggcaaacccgactgc 
tgtggggtgtcctagcagaaggtcctcgacgtactggagcaacacgcaccctgggtctctggcaggaaacttctggaagtcccgaaccaatgtt' 
tcctcgaagagatggtgggggagttcttgaacctttggggaaggcgggttcaactgtactgagtggtgacacccgaccccagatcttcccactg 
aaaggcaaacagtttctggctctcagggggtagtctgatgctaaagaaagagtctttcaggtccaagcaggtgaaccagctgtcctcagcrgac 
agcaaccctaacaacatgtacagttaggcactgttggatgtaaactcactgtagcttgattaaccaagcacaagtcctgtactggcctgtagtc 
cttggtccttggcttgggaacaggcaggaggaaagtgtagtattctgaggtctgaacaggcaggagtggaaaaacacccttccgagttcctagt 
gtagccttcaaattttacagacttataccttacatggtgtaattgccaatccactctcagtgagaggtggtttactgagggttgtgatcaactg 
tgaaacagagtcttggtcaggttctgcgaggaggatgtcaccgatataatgccaaagcatagtttctggtgaaattgaggggcaggtgtctatg 
tcctgttggcaatgactgtgcaattggagggctattaagtatcccccaaaaagctagcatcacaatgaagatgaggggaaacaaataccccaaa 
agcaagtgggtaaaggcgtactattgagtctcaaaggtggaagtgaaatgtgtttgactcaactgtgaaatttttactaaacagaacatgttag 
cc aagt ct acaact c cag att caaatt ctggtggcttt ag atgc cctgg attaatataaacttacc actg atgttttg aatgacacccattaag 
gcaacaatgtcctatacaggtgctctaataaaggaaacagccctgctgaactctctatggtctatagtctccactgattagtagtgtctcttag 

GGCAGGCCATATGGGGAATTGATAGGTGAGGTAGTAGGAGTCAGTGTTCCTTGTTTATCTATGTCACCTGTGACAGGCCATAATCCTTCAGTGT 
CCTGCTTCAGCTTCTGCTGTGGTATATGAACCACCTGAACCAGGAGGGGCAGGTTAACTGGTTCCCTCCGGGAAGTGCCCACCAGTAGCATAAA 
AACCTTAGTCTTATGTCATGAGTTTATCTGCGGCCTCAGGAGGTCTCTTCCAATAATGGGGAAATGGATAATCTTGGAGGGGAGGCAAGCAGGA 
CAGAAGCATATTTTTAGCAAAACTGAGCCAATTTTAATAGTTAAGAGGGGAATTATCCCTTTAATTAATCCCTTTAATTAACCCCCTTCCAAGC 
AGGTAGCCTACTTGCCAGGAGGGGGTTCCTTTTAAAGCATGTGTGTGTGTTGGCATTAGGGAGATTTGGGCACCCCTGACTGACAGAGTTAGCC 
AGTGTTGTTTGTCAGTGCCCAAGCCACAGTTAATATGGTGAAAGGGCAACTGTCTGTCAGAAGGGGCCTTCCGACACTGCAGGATCCCTGTGTG 
AGAGAAGATTCTTAGCCATTTGGCAAGCATCAGAGACAGGTGTGGAAGATAAGGTTACCTCCAAAGGGAAAGCCAGCTGGGGTGGGAGGGGGTC 
GTAATCTAACCCTAGTAAGTATTGCAATTGCTCCAAACATTCACCAGAGATCATCCAATTTGGGACCTTCTTGTGCCTTAGGGTCTAACATAAC 
CTCTTTTCGTCATCTCGTGGTTGATGCATACATGGGATCCTGGCCACAGGTGGTTTGTTTGGCCCAGGAGGGGCAGCCTGAGTGGTGATAGTAA 
CTTTGATTTAGGCCAGGTAGGGTATTATAGTGTTAGCAGGCAGCACCTGACTCTGAGTTTGTCTTTCATGAGTTTCTATTAAATCCAGTGCAGC 
TATGGTCTCTTGAATTGTTTTAGCAGTAGCCACCATGCCCAGTAAAGAAGATTTTCCCAGGAGCCCCGCCCCCCGAGGAACAATTGAGTGGACT 
CAGGACTCAATTCAGACTCCTCCAGTCTTGTCAAGTCATCCTGCCCCACCTCATTTGTTGCCTCCACTCCAACATGTCCAACTGGTGGAGGAGA 
TGTTTGGCCTTGGCTAACCTTTTCCCTGGACAGTCTTCCCAGGCCATTATGAGGTCTAATGGTGGGCAGTCTTCTAATCCACAAAAATACACAT 
CAGCAATAAAGATGTGAACAGAGGTCCAATGTGGCTTCTTCCCAAATTCTGCTCTAATTATACAGGTTCCTTTAGTGGGGACACAATTTTTCCA 
TCATGTACTATCGCTCCTAATTGTTTAATTTCATTCCCCATTAGGTGGAATCAGTTCCCTGCCAGATGCATTCTGTAGAGCCAGGCAGCCCCTT 
GTTTATTTGGTTCTTGGCCTGGGTACTTAAGGAGAGACTGGGGCTCGGGTAAGAGAGAGGATAGGACTCCTCCTCTGAGCAGGAACAGACCCTT 
CCTTCTTGGCTCTCCCTTTTTTTCTTTTCCATTTTTATTACTTTCTGGGTGGCTACAGGCAAAGCAGAGGGTAAGTTTTCCCAGTCCCTACCGT 

ACCTCTTCTCCAGGTGGCATCCTGGTGATAAATTGCTGCCAGCAAGGTCAGCACATGCCTCATGGTTAGGAATCCTTCTTCGACCTGACAGCAA 
CCTCCTGTAGGGTTCCGGGAGGGGTAGGAATATAAATTTCTTTGCCTTCAGTCACTTTAAGTACCACTCTAGCTAGCTCAGTCCAAAGGTTGAG 
AT ATTAAT ATCC CT CTGG AGAGGGGATAGCATG ATGACAACTGCAACATCATAATTGAGTGTAACAACAGTAGAGGC ATG CTACCTG CTTG CAA 
AGGCCTTTCCACCAGCTGCCCTTAGGAGACCAGCCTTGGCCTGATGTCTCTGCCTTATTGGCTCATTTACTTGCCTATCTGTCTCCGGGGAGGA 
GGAAATCCTCACATCTCAGACTACCCCAAATCCTCAACCCAGCCACAGGGAGCACTTCCCACCATAGCCTGTTATGCAGTCCAGGGTGGTTCAC 
CCTTATTCCAGAGGCATGCACTCCCTCTCCTTTTCTATTCAGGTACACAGGTGCACAATGTCCAATGTCAACTGAGGGGGGGACCCAGGTAAGT 
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GGGCTGACCTCCTTCCCAAGTACCTTGGCATCTAAGACCCCAAAAGTCAGTTCTAGTGGTGTGGGTTCACTCAACTACTGGTGCTACCTCTGGG 

CCAGGTCAATGAGGTATAGAAGGAGACTGCAAAAAGTATATTGTTGCGGTACAGCAATGAGCGATGCTAAGCAAAACTGCTACAGAGGCATTCT 

AAATGTAGAGTGTGAGCACTTAAGGCTGCCTAGGACTGATTTTTCAATTGATTGTCCTACTGACTGGGTAGACGCTATGCCAATTTCTTGTTCA 

CGAAAATCCCATCCTCCTCACCACTTGTGGTGAGTTCCAAGATTTCTGGGCTGATCAATGAAGAAGACATGACCACGAGGTGGCAGTAGCGCCC 

AAAAACATTTTTTTTTTTTTTTGAGAAGGGAGAAGGAGTCTCACTCTGTTGTCCAAGCTGGAATACAGTGGCGCAACCTCTGCTCACTGCAACC 

TCCGCCTCCCGGGCTCAAGTGATTCTCCAGCCTCAGCCTCCGAAGTAGCTGCGATTACAGGCTCCCGCCACAATGGCGGGCTAATTTTTGTATT 

TTTTAGTAGAGACGAGGTTTCACCCTATTGGCCAGGCTGGTCTCAAACAGCTGACCTCAGGTGATCCACCCGCCTCGGCCTTCCAAAGTGCTGA 

GATTACAGGTGTGAGCCACCGCGCCCAGCCAAGAAGCTTTTTATTTCGGCGGTGCTTTGACAGGTTGCCAGAAAGGGGAGGTCTCTCACATCAG 

ACCTTCCAGAGGCAGCAGCAGAGGGCCACTGAGCAGAAGGGGAAGAAGGCAAGGTAACTCCTGGGGTAGAGGAGAATAGGAGAGGGCCTTATGT 

GTCTGGGCGATATGACTCAGCAGCAGGAGAGGGAGTCTCTGGGTCAGAGGGTTCTGGAGGCAAGCAGTGGCATGGGGTCTTTTATAGCCCCTGT 

GTTTTCTTTAAATGTGGCTAGCAGATGTCAGTGCAGTTTTGTGGGGCATGCAAGGCAGGCAAGCCCTAAGTGGCTACACATATGCTTACTTGAG 

CTATATTTAAAGCAATTGCATATGTGAAAAATTCGAGTTTGGCGTTGGCAGGCTTTCTGCCTGCTGTGAGGAAGTATAATGGCAATATAAAGGC 

TAAT ATATGGAGGTC ATCTTTAACCCACTG ATATAATAAC ATGCC ACTTAGTC AG CC ACT CTG ATTAATC CGACTAG C ATGGTCTG AG ATAAAA 

TCCATTCAATCTGTACTGTCAACAGTACTCTAAGCAGCAAGGTGAGATCAATCTGCAACGTTAACCCGAACTTAAAACGTTAAGCGCACACGTA 

C AATACTACTGCTC CTGAGTTTTTATCTAAGAG AAATGAAAG C ATAGGTC C AC ATAAAG ACTTGT ATGTGAATGTTTATAG C AGCTTC AATTGT 

G CTAGTG AAAAACTGGAAAC AATCC AAATTAC CATAC AATG AAATACTATACT ATG AC AAATAGTAATG AACT ATTGATAG AAATAAC AG CATG 

GGTGAATCTGAAAATAACTACGCTGATTTTAAGAAGACAAAAAAGAGTATACAGTGTATAATTCTATTTATATAAAATTCTATAAAGCACAAAC 

TAATCTATAGTGAGAGAAAGTAGATCAGTGGTTGCCTAGGGACAGGGATGGGATGGGGATGGGTAGGGAGGGAAGCAACATAAAGGGGCATGAG 

AAAGCCTTAGGAGGTGATGAAAATGATCGTCATTTTGAATGTGGTAAGGGCTTATGATTATTGGTAAGGAGTTATGCTTATAAAATATAAATAA 

TTTGTATTTTATAAATTATATAAATTACATATAATTTCATTTAGTTTTAAATTTAAGGAATGGCAATATGTCTTGCATCAAAGAACCCTCAAAA 

CAAC AC CTTAAGT ACTGCAAAGT CTTTG ACGATGTATTTGCC!AGTT AACTTATCTTT AAAC ATC AATAATAAATAAAAATGGT CAAGACTT ATT 

TGTTTCTATGTGTTTATTTTAGTGTGCTATTGCTTTTTCACATTCTGGGTCATATTTTCAAAGTATTATTTCACATTGTGTAAATGTATTTTTT 

TTTCACTATTAGTAAAGAGCATCTCAAGTAAGGTCCTACTTTCTACTTTGATGGTATAGGAGCATGTTTGACTCAGATATGAACCACTTGTGGA 

CAGAGTTATGGGTGAGAAATCTGATATTTAAGGAACACTCTGGATTAGTTTCCACTGGTGAGAAAATAAAAAAGTGATGAGCACTTTTTCCAAA 

TACCACGTGATGAATCAAGTACTCAAACATGCTAACTGCATTTAGACTATTCTATTACCAAAATATTCCAATCAATGCCTGTGGACAGTTTGTA 

AACTGTCATTCCCAATGCCTCCTCATTCTTCAAGTTCCCACTGAAAGGTCTCATAGCTTATCAGACCTTTGGGGGAAGTGCTTTTTTTTTTTAA 

TTAAAAGTTAAGTCATGTGCAGGGCAGAGTGAGGCAAAATGCAGCCAGTGGTTAGGACCTAAAGACCTCTCCTTCACCTGGGCCTTGAGAGTTT 

GAGAGAAGCTCAGGAAGAAAAGCCAACCATCTGAGTCCAGTGGGCTTTGAAGCAGTGGTCTTGCATCTGTACATGTGGGATAAATGATGTGAAA 

ACCATTAACTCTGC.TGCTGATCCAGCTGCAGGGAAAAGCATTTCCTCTGATCAAGGTGAACATCTGGCTGGTGGACCTCATTTTGCACCAGGTC 

CTGATCGATGAGCTGAGCCTGAGTCCACAGTTCACCTGATGGAGAACTCAGAGTCAAAGCCCAGGCCCAAGTGAGGCTGTCTGACTGCTGCTTG 

AGGGCCTAGGGACCACACCCCTGGAGTCAGGAGGGCAGAGGTGAGGATGACAGTGGAATGGCCAGAAGGTAAAGATACATGTGAATATTCTATC 

TCCATTAGGTCACATGGATGAAAGGCAAGAGAAAAGTAGCATATACATTTTTGAGAAGTTAAAGCTGATAGGACACAAAGATGGTTGATTGTTC 

TACAGACGTGGAAGGCAGGGGCTTAGGTCCTGTAAAGTCCCCCACTGAGCAAATAACTGAGACAGTACTTCCTAGTGATGCATTCTGCTGTCAA 

ACAGTGTGAAATTTTCCTGGAGAAGGCTCAGGCCATCAGTCCCTGGTCCATCTTCTGGCCCCACAGAGATGCTGATCGAACACCCTCCACAGGG 

AG AGC ATTGCAC AAGTGATTCC CTTTTTAGAAATT CTTCT AAGCC AGT C AGAAG AAGAC AAG CTTGC AGATGGAAGGG AAT C AGAACCTGGG CA 

ATATCTTGTAGTGGCCGAGCTATCCCTGTGTGTGGTTTGGAGTGTTTTCACTAAGACAAAACAGTGGGAGAAAGAAAAACCCTACACCCATACA 

AACTTTGAGGGAATACTGGAGCTTATTGTAACAGACACTGGTCATGCTATGAAATTTTATTACCTTTTCTGGAGGGGTCGCAGGGCTTTGTGTT 

TGGGCTGCTTTCCGTGGTGCAGTAATTGTCAAGCTTGCCAAAAGTGTGACAGAATCACGGAATTACCCTTGGCAGAAACGCAGAATTACTCCTA 

ACCTCTACTCTCATCCTCCACCTGGACCAGACAGAGAAACAACTTCTTGAGTTTTCAGAAACTACCAAATCTTGGCTCTAGCTCCGCATCCTTG 

GCCAGAGCATGGAAGGTTGGGGTGAGGGACACGGTGAACAAAAACTGCATCCTCGAGCTGCTCGCACTTCCTCTTTCCCTCTTTGGTCTTGTGT 

GTGGGGTCAGAGGTTACCAGGCAGGGGTCACTAAGGTTGTCAGTGGGAGGATGTGAGCCCTAGTGGGTTCCTCCCAGGCAGCTCAACATGGGAG 

GCTCCCAATTCCCCTTTCTCCTGCAAGGAAAGATACCACAGCTGTGTCATTCTCCTTCAGAGACTGCAGATTGGAGGTCTGTTTTTCCACAAAA 

CCTAGTTCTAAGACATTTCTAGCAAGTGAGAGTGACTGATTGGAAGTCTAGTGGTGACAGCTACCCATGGGGCAGGCTTAAATAGCGACTCCTC 

CTTGTAGTGAACGAATTTCAGATTTCACACAAGAAGGGCAAAACCATGGGCTATTTTCTCCCATGAATTTTTGCCTATTTTGGGCCCTAAATCA 

AATTGAGAAAAGTGTGACTAAAACACTCAAACTGCCAATATAGTTAGAGATATACACTTTGTGAGACTAACTCGGGAATCTACTGCCCTGCTTC 

TGCAAGGATAAGGCTCTGTAAGGCATGACTTGAAATGAAATCCAAGCACCTTTTATCTGTTTAACTCTGGTGCAGGAGAACAGAGCAGCATTTA 

AGGTATAAATT AAATT AGTCT ATTCCTGAAG AGAAC ATTTGCTACTC AC ATTTATGGTGGAAGATG C AATCT C AC AAC ACAACAAAG CT CT CCT 

TGTGAGTGGAGCAGGCCAATACTGGGTAGGGCTAGACTATAGGGCTCACAGGCTCTATGCCCTAAGCTACTGATGCCCCTTTGTGCCAGAGGCT 

GGGTTTTGCAACAAACTCAGTTCAGGTCTGGGAACACTGGGCCCACCGAGAATCCTAAATAGTCAACTAAAATCCCTGAAATACCCAGGCCTGT 

TTCTTTAATCATTAGTATTGTTTG CATAC CTTTAGGAGG TAC AAG CGCAGTTTTGTTACATGGTTATATTACCCACTGGTGAAGTGTAGGCTTA 

CCAAAGCAAAAACAGGGTGGTAGATAATCTCCCTTGTGCAATCAACAACTATAACCCTGGCAGGTAGGGTGCCTACTATTCATACTGACTACAG 

AGAGC CTGG ACTCCTCTAAC CTGATAAAGGATATGAAG CC AGTTATCTATTTATT AC CTCTTAGCTCCAAATTCACCAGTCAAT ATAT ATTCTT 

CGATAATAGAGGGATTCTTTAAGCATCTCTCCTTTAAAGTAGCATCAAAGAGCACGATGTTACACTTACTTAATAGAGGGCTCTGGAGGGACAG 

ACATTGAAAAAGGAAGGGTACTTCTATGATTTCTGGCTCTCAGAGGTGTGGAGGTAAGGACATTCAGGATGCTTTGTCCCAGGCCTGGGCCCAG 

AACAACTGTCCCTCAGTAAACCTGCAGTCCTGGTGTGCCCTGATGATCAGCTTCTTGTGGCCCTCTTGATAGGGACATCCTGTACTCCAAGTCA 

TCTGCCCACTGCTTCCCTCTGCTCACTTGCTCCGCAGCCACACACACACACACACACACACACACACACACACACACACGACCAGGTTCATGTA 

GTCCTTTCAATACTGCAGCCCTCTCAACACCGAGCCCCCACCCTGATCCTGTGCAAGGGGCATTGTTTACTCCAGGCCTCCAACTGAGACAGGA 

CTCCCAACCCCTACTTCACACCACATACTAGGCACCAGCTATGGCTTGTCCACACTACCATGCTCCAAAGGGTGCCTTCTTGCTTCCTCTGCGA 

CCGTAGACCAGTTCTGCCTCTGTAGACCAGCTTAGGTACTGGCAAACCAGTGGAACTTCTCTGCCATCCAGTAGGTTCTTCTCCAATTAGGTAT 

AAAATCCATCCTTGGGGAGAAGCTTTCATTCTAAGCTTGTCTTTCCTTGGGTACTCTCTCCCAGCCCCAGAAAACCCCACATAGAGTTGTCTTG 

TATCCTAT ACAAG ATCTTTTAT C ATCGCTTAATGATTCTTTATATTAAATTTTCCC CTTCTAGATCACTGTGTGCTTT CTATCT C CTG ATTGGA 

TCCATATTGCTGCAGAACA.CAACATCTACAGCAAGCATCATTCTTAATGGAGAATCACTGAAAGCTTTCTCTTCAAGAGCTACATCAAGTAAGG 

ATATCCACTATCACCACTTCTATGCAATAGTTTACTGGGGGTAGGGGCGGGGTCCCAGGCAGAGCAGTAGGGCAAGAAAAAGGAATAAGATATT 

TGGAAAGGAAGAAGAAAGACTGGAACTATTTTCAGATGATATGACAGTGTATATAAAATTCTACAAAGTATTACAGACAAATTATTAGAATCGA 

TAGAAGAGTTTATATGCTTATAGGATAAAATCTTAACGAACAAAAGCCAATTGTATGCTATTTAGAGCTATAAATTTAGACAATAAAAATTTCA 

AACATATGATTTGCAAAATATTAAATGCCTAGGATAAAAAAGTTGCCTTGTGGGAAAAATATAAAATAATATTTGGGCAAATTAAAGGTGATCT 

TATTAACAGAAGAGATAGACCATAACCACGAATCGAACATTCAATATTGAGAAGTCAAATCTAAAATATCAGCACAATTCAAATTAGAACCCCA 

AACTAGCTGTTGGTTGAAGTTTTTACGATTAGTTTATAATTTAAATGGAATTGAAATGGACCAAAAGTAGCCAAGACACTTTTGAAGAGCAAGG 

TAGAATTGATTTGCCTAATCCAAATATCAGAATTGACTATGGATCTGTAGTAATTAAGACAGTGTGGTATTTCAAACAGACAAGTGCTTAATAG 

AGAGTATAGAACTAGCCCACATATGTGTAGATACTTGATTTATGGCACTGTAAATCAACTGGCAAAAGGCAGACTTTTCAATAAGTGGTTCACT 

GAGAAAACTGGATATTCACTTACTTACATACATATATACATAAATGGAACTCTACTTAACACAATACACAAACATCAATTGCAGGTGGATTAAG 

ACCTG ACT ATG AAGG AC AATAGC AGAC AT ATTTTAGAAG AAAATATAG AGAATG CTTTC ATGGTC C AGGGTTC CTTAAAAC AG AAAAG ATTTCT 

TAAAACAAAAAAGCACTAACCATCAGGAAAAGAATGATGAAATTGACTATATTATAATTAATAGCTTCTGTTCACAAACCGGAGCACAAAGCAA 
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GTGAATATACAAAC^VGAGCAAGGGAGTATTTTGGCCGCAGGTGTGGAAGAGTATTTAAAATATTTAACAGACTCATTAAGTCAGTATCAGATGA 
ACAATAAAATAGAAACGTGGGTTAAAAGAGGTAAATTTGAATAGGCCTTCCTCAAAATAGAAACTCCAAAAGGCTCATTAACACAAAAATGTGC 
TAAAGCTTAATAGTAATTTGGATATTGCCCACCAGTAGACCGGCAAAATTTAAATTCGGGCAATACTTGGTGTAGGTGAACATGTGGATCAGTA 
AGGACTCTCTATGCTGCTGGTGGGATTGACAACTCTCCCAATCACTACAGAGAACAATTTGGCATCATCTAGTAAAGCTGAGGATATCCATTCC 
CTATGGCCCTGTGATTCTATTCTTGGATATATACCCTAGAGAGATTTTTACACGTGTCCCATTAGAAATGTGCAAGAATGTTCACAATAATCAT 
TG AAAAGTAG AAG CAATC CT AATCTC CAT CTG CTGTAGAATGG AGTGGAATAAT C ATAC AATAATCACTTTG CTATAAGC ATATGCTGG AAAG A 
C AGTCG ATGGAGACAAAGG ATCTACTTACTTATAGCTATTATG AAC AACATGGACGAGT CTCTC AAGTATAATAC AGAGTGAAAAAAG CAAG CT 
ATAAAAGG AAG CATG CCGTATGATTC CACTTATAC AACTTCATATC AACTCTATTGTTT AGGG ATGCGTAC AAAAGTG ATAAAG CTATAAAGG A 
AAGCAGTGAAATGATTATTACAAAGTCGGAGCAATTACTATATCTATATAGGAGAGTGTGGTTTGTGACTGGAAGGAGTACAGCAGCTGTATTC 
TGGGAGGTTGGCAGTGGTCTATTGCTTGACCTTGGTCCTGGTTAAGTAGGTGTCTGCTTTTGTAAAATAATCTAAACTATACAGATACGTTATA 
TGCACTCTT CTAATTT C AGATTTGAAAAGTG CTT CCT CCAGAAAAAGTAAT AG AAAGAAAAGTATGTGGAGTAG AAATTTTG ATG AGGTTCGAA 
TAGTTATGGTTGAAAAACTTGATTTTCAAGAGACCAAGTGTCCACTGTTATTAAAAGAGGGCGAGAGAGCTGGGAGTATTTAAACAACAGGTTA 
CACCCCCCCACCCCCACCACCACCAATCTGTTCATCACTCTAAGCCTTCTCATCTCAGATATTTCACCCTATATTTGTGTCAATTCCAAACTCA 
TTCGTGACAGACAAATTGGAGGATTGTCGTCATCATTAATAAGGACATTAGGCACCAAAGGCCCAGCAAGACTGGGCCACCACACTTAAATGTG 
AGCAGGTACACCGGGGCGAGTGGACAAGATCGTCTGTGCACATTACTTGGCAGAGTCCATTGAGTGACTGAGGGTTTAACCTTAACACATTTAA 
CTGGAACTCCTGCCCAGAGAATGTGCTGGAGAATGCAGAATAAACTGAGCAATGCCCTCATTGTGCTATGAGAGTGGACATGAAGTTTATCATG 
GTACAACCGATCGTCGAAGGGCAAAGAGTTGGTTTAGGTTGTGCACTGTATAGGGAGAAGCCAGGGGCGGGTTGGGTTTTTTTCCAGATTTCAG 
TATAAATTGTTTCATCCTCCAGACTTTGCATTTGTAGGCTGAAGAGTGCTAATCTGTTTTGGCCGCATCTCTCACTCATTCTAATCTCTGTTAT 
CAGCAGACAAAAATTGAACTATGTGGCAAATTGTACCGAGCACTTTGCTCAAGACAATTGTGAGTATGGAAGTTGTCCCGCGCAGAGGTGGGAA 
GGGGAAGGGCAATTTCCGCAGAAATGCCAGCACTATGGTGGTTTAATGCTGACACAGAGACAGTTTTTTCTCTCAGGAATTGTCTTTCATCCAT 
CAATCCAGCCAGGTAGCCAGCCAATAAACAAATTTTAACACACAAAAAGTATGAAGCAACATGTCTAACACTGGGAGGGGCTGGCGTGTGTTTA 
TTTGGGTATATACAATGAGTCACGGATTAAAATTGCTTTTACCAGATAGATACCTAGGTGTTCCACAGCATTATTGAACAAGATGTCGTCATTT 
C CCCATT ACTTC AGAAGACCT C CTTAATTACTTATATT AATTGTAG AATATATTTATG C ATAC C AGG CTCTACCT CTGGG CTTT CTATTCCGTT 
CCAGAGACCCAGTACCAGAATATTTAAATCACTGTGGCGTTGAATACATTTTAATATCTGATAGGGCCAGTTTCTGCGCATTGCACATTTTTTT 
TTCCCCTTTCAGGAACGTGTTCAGGCCCGCGGCAGGGGGCGGGATCGCGCCTCCTCCTCGGCTCTGGTTCCAGCCGAGCCTCTCGGACGCAGAG 
ATGGAAATCCCGAAGCTGCTCCCGGCTCGCGGGACACTACAGGGCGGCGGCGGCGGCGGTATCCCCGCGGGTGGCGGCCGAGTCCACCGAGGCC 
CTGACTCGCCGGCTGGCCAGGTCCCCACGCGCCGCCTCCTGCTGCCCCGGGGCCCCCAAGATGGCGGGCCCGGGCGGCGGCGCGAGGAGGCCAG 
CACGGCATCACGGGGCCCTGGCCCAAGCCTGTTCGCGCCGAGGCCCCATCAACCTAGCGGCGGCGGCGACGACTTCTTCCTGGTGCTGCTTGAC 
CCGGTGGGTGGCGACGTGGAGACCGCGGGCTCCGGTCAGGCCGCAGGGCCTGTGTTGAGGGAGGAGGCCAAGGCGGGCCCGGGGCTCCAGGGGG 
ACGAGAGCGGCGCGAACCCCGCGGGCTGCTCTGCGCAGGGCCCCCACTGCCTGTCCGCGGTTCCCACTCCGGCCCCGATCTCCGCCCCCGGCCC 
CGCCGCGGCCTTCGCGGGCACAGTCACTATCCACAACCAGGACCTGCTGTTGCGCTTTGAGAACGGCGTCCTCACCCTGGCCACGCCCCCACCA 
CACGCCTGGGAGCCAGGGGCCGCTCCTGCCCAGCAGCCCAGGTGTCTGATCGCCCCCCAAGCTGGGTTCCCGCAAGCCGCGCACCCGGGTGACT 
GCCCAGAGCTGCGGTCCGACCTCCTGCTAGCCGAGCCCGCAGAACCCGCGCCTGCTCCGGCGCCCCAGGAGGAGGCGGAGGGCCTGGCCGCCGC 
CCTGGGCCCCCGCGGACTGCTGGGCTCTGGTCCAGGCGTGGTGCTGTACCTGTGCCCCGAGGCGCTGTGCGGGCAAACCTTCGCCAAGAAGCAC 
CAGCTGAAGATGCACCTGCTGACGCACAGCAGCAGCCAGGGCCAGAGGCCCTTCAAATGCCCCCTGGGTGGCTGCGGCTGGACCTTCACCACCT 
CTTACAAGCTCAAGAGGCACCTGCAGTCGCACGATAAACTGCGGCCCTTCGGCTGCCCTGCGGAGGGCTGTGGCAAGAGCTTCACCACCGTGTA 
CAACCTCAAGGCGCACATGAAGGGCCATGAGCAGGAGAACTCGTTCAAATGTGAGGTGTGCGAGGAGAGCTTCCCCACGCAGGCCAAACTCGGC 
GCCCACCAGCGCAGCCACTTCGAACCCGAGAGGCCTTACCAGTGCGCGTTTTCTGGCTGCAAGAAGACATTTATCACAGTGAGTGCTCTGTTTT 
CCCATAACCGCGCCCATTTCAGGGAACAGGAACTGTTTTCCTGCTCTTTCCCTGGCTGCAGCAAGCAATATGACAAGGCTTGTAGGCTGAAAAT 
TCACCTGCGGAGTCACACCGGCGAGAGACCTTTCCTTTGTGACTTTGATGGCTGTGGCTGGAACTTCACCAGCATGTCCAAACTCTTAAGGCAC 
AAAAGGAAGCACGACGATGACCGGAGGTTCATGTGCCCTGTGGAAGGCTGTGGGAAATCTTTCACGAGGGCCGAACATCTGAAAGGCCACAGCA 
TTACCCACCTGGGCACAAAGCCTTTCGTGTGTCCTGTGGCAGGCTGCTGTGCCAGGTTCTCTGCTCGCAGTAGCCTCTACATTCACTCCAAGAA 
ACACCTGCAGGATGTGGACACTTGGAAAAGCCGTTGCCCGATCTCCTCTTGTAATAAACTCTTCACATCCAAGCACAGCATGAAGACGCACATG 
GTTAAAAGGCATAAGGTGGG CCAGGATCT CTTAGCTC AG CTAGAAGCAGCAAATTCTCTCACAC CC AGCAGTGAACTTACC AG CCAG AG ACAGA 
ATGATCTCAGTGATGCAGAGATAGTGTCTCTCTTCTCTGATGTACCTGACAGTACTTCTGCTGCATTGCTGGACACAGCATTGGTGAACTCTGG 
AATCTTGACTATTGATGTGGCTTCTGTGAGCTCGACTCTGGCAGGGCACCTCCCTGCTAATAATAATAATTCCGTAGGGCAGGCTGTGGACCCT 
CCGTCCTTGATGGCCACCAGCGACCCTCCTCAAAGTCTGGATACCTCTCTCTTTTTTGGAACGGCGGCCACTGGTTTTCAGCAGAGCTCCTTAA 
ATATGGATGAGGTCTCAAGTGTAAGTGTGGGGCCATTGGGATCTCTGGACTCTTTGGCCATGAAAAACTCCAGTCCAGAGCCTCAGGCTTTGAC 
ACCCAGCAGTAAGCTAACAGTGGACACAGATACTCTGACTCCTTCGAGCACCCTTTGTGAAAACAGTGTCTCAGAACTACTGACACCAACCAAA 
GCGGAGTGGAACGTACATCCTAACTCTGACTTCTTTGGACAGGAGGGAGAAACCCAGTTTGGATTCCCCAATGCAGCAGGAAACCATGGTTCTC 
AGAAAGAAAGAAATCTTATCACTGTGACTGGCAGCTCATTTTTGGTATGAAGCAACTCTATTCATTCCTTGCCATGTGGCTAACTTTTATTACA 
GTCAATTTTGAGGATATTCTGGACTAAATATTTAAGTGCAGTCATTTCTTTTTGGTTTGCAAAAAGAGCACAGCCCTGGACTATGAGTTTGGAG 
ATCTAAATTCTGATCTTGAGTCTGGAACTGACAAGTTGTGTGACCCTCAGCAAGTCACTTAACCTATCTGAGCCTTAATTTCCTTATTTATAAA 
TTGTGGTGGTTTGAACACATTGCTCATAAGGTCTTTTCAGTTTTGTTTTGTTTTGTTTTGTGATTTTGTGCTTTTTCTTGAAAATTTTCGGGCA 

AAAAATTTAATGGAAATTTTACACAGTACGAAAATCTAATGATAGAGCTCAAAAAAAAAGAGCTAAAAATAGGAGTTGGTTCTTCTTAGGTGTT 
TATCCTTCTAACCTTT-TTTTTAAATGATGAAGGTATGTTTTTGTTGTGGAAAATACAAGGGCTTTTGTTATCACTCAGACCCAGAGTGAAATGT 
TTGCTTTGTGGTTTTGAATAAGTTGGCCTTTAATAAGTTATTTAGTCTCTCTTAGCCTCAGTTTTCTATCTGTAAAATGGTCATAGCAATGTGA 
ACATATGTGTTACATCCTAGACTTATTTTTCTACCCCAGTAGGTTGTATTGAAAGGAAAATGTTATATGTGTTTCAGCATGTTTTGGTGAATCT 
TCATTCCCTTTCCTGCCCCTTGTTTTCCCTCCTCAAAGGGGAGAAATTAGCACAAATTAGTATCAGGATTGTGCAGGAAATAAACATTTGTGAA 
GGTTAAGAAAGAGGAAAAGGAAGTTATTTCTTCAACAGATTAAGGATTTTTCTACACACAGTTCTTTTGTGGCATTGGCCACATGTCCATTAGA 
CCAATTTGATAGTATCTTCGGTCTGCATTCAAAGCCAGCTCATGCAATGAGTATTCAGCCTATTCTTCCAAGACAATCTGGACATAGACCAGAG 
GGAGATTTTTCTCCCCTCTGTGCCCTAGAGAGCTCATTGCTGGCTTACTCTTAGAGTTGAAATGAGAGGGTTTTG 

HUMAN SEQUENCE - mRNA 

CTGCTCGCGGCCGCCACCGCCGGGCCCCGGCCGTCCCTGGCTCCCCTCCTGCCTCGAGAAGGGCAGGGCTTCTCAGAGGCTTGGCGGGAAAAAA 
GAACGGAGGGAGGGATCGCGCTGAGTATAAAAGCCGGTTTTCGGGGCTTTATCTAACTCGCTGTAGTAATTCCAGCGAGAGGCAGAGGGAGCGA 
GCGGGCGGCCGGCTAGGGTGGAAGAGCCGGGCGAGCAGAGCTGCGCTGCGGGCGTCCTGGGAAGGGAGATCCGGAGCGAATAGGGGGCTTCGCC 
TCTGGCCCAGCCCTCCCGCTTGATCCCCCAGGCCAGCGGTCCGCAACCCTTGCCGCATCCACGAAACTTTGCCCATAGCAGCGGGCGGGCACTT 
TGCACTGGAACTTACAACACCCGAGCAAGGACGCGACTCTCCCGACGCGGGGAGGCTATTCTGCCCATTTGGGGACACTTCCCCGCCGCTGCCA 
GGACCCGCTTCTCTGAAAGGCTCTCCTTGCAGCTGCTTAGACGCTGGATTTTTTTCGGGTAGTGGAAAACCAGCAGCCTCCCGCGACGATGCCC 
CTCAACGTTAGCTTCACCAACAGGAACTATGACCTCGACTACGACTCGGTGCAGCCGTATTTCTACTGCGACGAGGAGGAGAACTTCTACCAGC 
AGCAGCAGCAGAGCGAGCTGCAGCCCCCGGCGCCCAGCGAGGATATCTGGAAGAAATTCGAGCTGCTGCCCACCCCGCCCCTGTCCCCTAGCCG 
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CCGCTCCGGGCTCTGCTCGCCCTCCTACGTTGCGGTCACACCCTTCTCCCTTCGGGGAGACAACGACGGCGGTGGCGGGAGCTTCTCCACGGCC 
GACCAGCTGGAGATGGTGACCGAGCTGCTGGGAGGAGACATGGTGAACCAGAGTTTCATCTGCGACCCGGACGACGAGACCTTCATCAAAAACA 
TCATCATCCAGGACTGTATGTGGAGCGGCTTCTCGGCCGCCGCCAAGCTCGTCTCAGAGAAGCTGGCCTCCTACCAGGCTGCGCGCAAAGACAG 
CGGCAGCCCGAACCCCGCCCGCGGCCACAGCGTCTGCTCCACCTCCAGCTTGTACCTGCAGGATCTGAGCGCCGCCGCCTCAGAGTGCATCGAC 
CCCTCGGTGGTCTTCCCGTAGCCTCTCAACGACAGCAGCTCGCCCAAGTCCTGCGCCTCGCAAGAGTCCAGCGGCTTCTCTCCGTCCTCGGATT 
CTCTGCTCTCCTCGACGGAGTCCTCCCCGCAGGGCAGCCCCGAGCCCCTGGTGCTCCATGAGGAGACACCGCCCACCACCAGCAGCGACTCTGA 
GGAGGAACAAGAAGATGAGGAAGAAATCGATGTTGTTTCTGTGGAAAAGAGGCAGGCTCCTGGCAAAAGGTCAGAGTCTGGATCACCTTCTGCT 
GGAGGCCACAGCAAACCTCCTCACAGCCCACTGGTCCTCAAGAGGTGCCACGTCTCCACACATCAGCACAACTACGCAGCGCCTCCCTCCACTC 
GGAAGGACTATCCTGCTGCCAAGAGGGTCAAGTTGGACAGTGTCAGAGTCCTGAGACAGATCAGCAACAACCGAAAATGCACCAGCCCCAGGTC 
CTCGGACACCGAGGAGAATGTCAAGAGGCGAACACACAACGTCTTGGAGCGCCAGAGGAGGAACGAGCTAAAACGGAGCTTTTTTGCCCTGCGT 
GACCAGATCCCGGAGTTGGAAAACAATGAAAAGGCCCCCAAGGTAGTTATCCTTAAAAAAGCCACAGCATACATCCTGTCCGTCCAAGCAGAGG 
AGCAAAAGCTCATTTCTGAAGAGGACTTGTTGCGGAAACGACGAGAACAGTTGAAACACAAACTTGAACAGCTACGGAACTCTTGTGCGTAAGG 
AAAAGTAAGGAAAACGATTGCTTCTAACAGAAATGTCCTGAGCAATCACCTATGAACTTGTTTCAAATGCATGATCAAATGCAACCTCACAACC 
TTGGCTGAGTCTTGAGACTGAAAGATTTAGCCATAATGTAAACTGCCTCAAATTGGACTTTGGGCATAAAAGAACTTTTTTATGCTTACCATCT 
TTTTTTTTTCTTTAACAGATTTGTATTTAAGAATTGTTTTTAAAAAATTTTAA 

HUMAN SEQUENCE - CODING 

ATGCCCCTCAACGTTAGCTTCACCAACAGGAACTATGACCTCGACTACGACTCGGTGCAGCCGTATTTCTACTGCGACGAGGAGGAGAACTTCT 
ACCAGCAGCAGCAGCAGAGCGAGCTGCAGCCCCCGGCGCCCAGCGAGGATATCTGGAAGAAATTCGAGCTGCTGCCCACCCCGCCCCTGTCCCC 
TAGCCGCCGCTCCGGGCTCTGCTCGCCCTCCTACGTTGCGGTCACACCCTTCTCCCTTCGGGGAGACAACGACGGCGGTGGCGGGAGCTTCTCC 
ACGG CCGACCAG CTGG AGATGGTGACCGAGCTGCTGGGAGGAGACATGGTGAACC AGAGTTT C AT CTGCG AC C CGG ACGACG AGACCTT CATC A 
AAAACATCATCATCCAGGACTGTATGTGGAGCGGCTTCTCGGCCGCCGCCAAGCTCGTCTCAGAGAAGCTGGCCTCCTACCAGGCTGCGCGCAA 
AGACAGCGGCAGCCCGAACCCCGCCCGCGGCCACAGCGTCTGCTCCACCTCCAGCTTGTACCTGCAGGATCTGAGCGCCGCCGCCTCAGAGTGC 
ATCGACCCCTCGGTGGTCTTCCCCTACCCTCTCAACGACAGCAGCTCGCCCAAGTCCTGCGCCTCGCAAGACTCCAGCGCCTTCTCTCCGTCCT 
CGGATTCTCTGCTCTCCTCGACGGAGTCCTCCCCGCAGGGCAGCCCCGAGCCCCTGGTGCTCCATGAGGAGACACCGCCCACCACCAGCAGCGA 
CTCTGAGGAGGAACAAGAAGATGAGGAAGAAATCGATGTTGTTTCTGTGGAAAAGAGGCAGGCTCCTGGCAAAAGGTCAGAGTCTGGATCACCT 
TCTGCTGGAGGCCACAGCAAACCTCCTCACAGCCCACTGGTCCTCAAGAGGTGCCACGTCTCCACACATCAGCACAACTACGCAGCGCCTCCCT 
CCACTCGG AAGG ACTATCCTG CTGCCAAG AGGGTCAAGTTGGACAGTGT CAGAGTCCTGAGACAGATCAGCAAC AAC CG AAAATGC ACCAGC C C 
CAGGTCCTCGGACACCGAGGAGAATGTCAAGAGGCGAACACACAACGTCTTGGAGCGCCAGAGGAGGAACGAGCTAAAACGGAGCTTTTTTGCC 
CTGCGTGACCAGATCCCGGAGTTGGAAAACAATGAAAAGGCCCCCAAGGTAGTTATCCTTAAAAAAGCCACAGCATACATCCTGTCCGTCCAAG 
CAGAGGAGCAAAAGCTCATTTCTGAAGAGGACTTGTTGCGGAAACGACGAGAACAGTTGAAACACAAACTTGAACAGCTACGGAACTCTTGTGC 
GTAA 
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TABLE 2 



MOUSE NOMENCLATURE 
ICSGNM Bach2 
Celera mCG12764 

HUMAN NOMENCLATURE 
HGNC BACH2 
Celera hCG33 075 

MOUSE SEQUENCE - GENOMIC 

GTGCGCTCAAGATAGAGACCAGCTACACAGCAAGTTCCAGGTCGGTGTGGGCATGAAACACTGTCTCCAAAGCCACAGGAGACAAAGGGGGGGG 
GAACAACAGGTAAGGGTGACCATGTAAAAATTAAAAACTTCTGTGCTTTTAAAGAAGACCATTAAGAAAGTAAAAAAGACAAACCTTATTCATG 
AGATAAAATATGTGCAACTTGCATATCTAACAAAGGTTTAGTATCTAGGCTATATAAGTAATTTTTGTAATTCAACACTCTTAAAGCAAATAAC 
TCAATAACAAGCAAAGAATTAAAACATTTTCCAGAAAATATGTACATGAAACGACACTCGACATCATTAAACATTAGAAAATATAGATTACAGT 
CATAATGAGATGTCACCTTACCCCCAGTGAGATGAACGTCCGAAAGACTACCACAATGCCTGTGGGGGTGTGGAGACCCTACTGATGGATTGTA 
AAAGAGTACTATCATGGGAAGCGTTTTGAGCAGTTGTTCAAAATGTTAAAGAATCAGTGTATATCCCAGTACACTAACCAAGGTTCTCCAGAGA 
AATAGAAGGGTGTGTGTGTGTGTGTGTGTGTGTGTGTAAGAAAGACTCGAGAATAAACGAGAATAAATGTGTTTTGAGGAACTGGTTCACATGT 
TTATTGTGGAGGGCAATATTATCACTTGGACAGGATCTAGGATCATTTGTGAGACAAGTCTATGGGTCTACCTGTGGGGATTGTATAGATTAGG 
TTAGCTTCTGGCCAGGCATGTGAAGGATTATCTTGATAGGTTTAATTGAGGTGGGAAGACTCACCCCAAGTATGGGCGGACACATTCCCTGGGC 
TTGGTGTCCTGGACTGCATAAAGGGACAGAGGGGGGGTGGCGGGGGGGCGGGGGGGGGAGTAATCTGCACACCAACAGTCACCATTCTGTTTCC 
CCACTTCAAATGCAGTATGGCCAGCTCAAACCTACCATGACAGACTGGATCCTTGAACTGTGAACCAAAATGAACCCTTTGAGCCTTAGGTTGC 
TTAAGGGCTCCATGTGTGTGTGTGTTAATTTTTTTCCAAGGAAGGAGTCATCAG.GTTGTAAAAGGACCTTTGATAGGAGAAATGTTAAAACATT 
ATTTAGAGTGCCAGGCTAATTTTCTGGCCGTGTGATACATTGCACTAAGTGGTAGGAAGATTTTATCACAGCAACAGGAAAAGTGTTGAGAAAA 
TTAAGACAATATGGAAGCTAACAAGTCTAAACTCTGTTTAGACTCTAAAGGCAGACAGTCTGCTCTCCCTCAGAAAGGCCTTCAGCCGATTGAA 
TGAATCCCGCTTGTATTCTAGACAGTAATTTGCTTTACTTAAAGACTACATTAGTAAATGCTAAGCCCATCTTGCTTCAAGAGCAGAAACCCTA 
GTGTGG ACTG AATAAAG ATTG C CT CACTCAGTGGTCAGAGTGAGCAG ATGGC AT ACTCC CAAG AAGC AACATAGGAAAGACTAAATGATTTTTT 
TTCTTTTTAAGAGCAGAAAATGTAAAACTTAAATTCAGAGCCGGGCGTGGTGGCGCACGCCTTTGATCCCAGCACTCGGGAGGCAGAGACAAGT 
GGATTTCTGAGTTCGAGGCCTGGTCTACAAAGTGAGTTCCAGGACAGCCAGGACTATACAGAGAAACCCTGTCTCGAAAAATAAAACAAAACCA 

TTTCAGTGATGTAAGTGGTGGAAAGAATCAATGTCAGCAAAAAAACAACAACAAAACAACAGGAAGTTAAGTTGGATCTAAGATGACTGTAGCG 
CCTAC AGAAC AT C AGCTAGACC AACAC AGCAGAGACTGACCAGAGG AGCGGGTGTTCCCAAC ACTGTC AG CTAACTTGGTGCAG CC ATGTTAAC 
AATAGGATTGACCAGAAGCCAGGTGGCGATGTCCCTAAAGCCAAACCAGTGCTGAGGCAAACAGCACCAGAGGAAATCACCCCGAGATGCCCGG 
GGCCTTAGTGCCAGTGCTGGGGCCTGGGAACAACATGAACTCTAGTTCTTCTACAGATTTTAATCTGGAGTTCACAGATGCATAGAGGACCCCT 
AATAGACTTGAAAAGGTCCTTGAACCTTTGATTACCACATGGAGCAGTTTTGTGTGTGTTAATTTTTTTCCAAGGAAGGAGTCATCAGGTTGTA 
AAAGGACCTTTGATAGGAGAAATGTTAAAACATTATTTAGAGTGCCAGGCTAATTTTCTGGCCGTGTGATACATTGCACTAAGTGGTCTGGCAC 
TCCCAAGTCTTGGACTAAAAATGAATTCTTAGTGCATGATCTCACTGCCTGCAGGGCAGTTTGATTCTGCCCTGGCATTTGATGGGACTTGTTA 
GAGGATTCGGAAAGGCAGGATGTTGGTACGTTTGAGGCCATTAAACCAAGAAGGAAGAAAAATATATTGTGGAGTTGAATTAAATGCTGAATGG 
CTAAGGACATTTTTTATGGTCTTTGTCAACACTCGGAAGGAAACCCTGCTTAGAAACAAGTGAGTGACAAACCAGCTCCGTCTAGATGCAGCAT 
GTTGGGTAAACAAGTCGTCTTTCCAAGAAACGCCGCTTCAGTCATGCTTTGATAGTGGAGACCGGGAGGGCTGGGATGCTTGTGTCTGTGATTA 
TAACT AGT ATATGACCTAGAAAAGC ATCCAAAGGTCCTTTT C CATATGGAGACCAG AGTTCCT ACAG CTCTGGTGTC AAATGTGGAAAACAAAT 
GAAGGGTGTGTCCTGGAGGCCCTGATCTATAGGAGAGATTCTATATAAAATGAGGCACAGCCCTCAAAGTGCCTCTCTCTCCAGGCCCTTGCTT 
TAAGTCTTATTTTTGGTCTTGATCATTAATTCCCATTACAGTAGATGGACAGTGGTGATGGTTGCTCAACCAGAAATGTACTTAATGACCACTA 
AACTGTTTATCTAAAATGATGAAAATGGCCAATTATAAACTCTGGATACTTTATTATGACAAAAACATAGGATAATACAGAGTGGCGACGGTCC 
ACTTATCTTATGTGAGAAGATTTCTGTGCAGGAGAACTAAGCGTTCAGAATCTTGTCAGTGGCCAGTCTCACCCAGAGAGATCCTGAGGGCCCT 
GCC AGCCAGGGAAGAAG AGAAAAAGG AC AGGCCAATTT CTGTGT CAGTAGGAAT AATG AGCC AGGTGAG AAAT CAC AG ATGAT AAATAAAGTAG 
AGACGAGGATGGGTAGATTGATGTGAGATGTAAGGTGAAGATAGAACTGACAGCCTGTACTGAGGGCCTAGCCAGCAGTGAGGAGCAAAGATGG 
TTCGTGGTTTTTTCTGCTGGAGCAGTTGGGTCCACGGTAGCATCTTCTGTTGACATGCTGCCTCATGCCTCTCTTACCTGCCGCTCGCCTCACT 
TGTCTTTAAGGGCTCTCGGCATGACTTCCTGTAGCCTTTCCTTGCTTTAGCTGCCATCCTTGTGTGGCCCCACAGGGTCAGCTCAGAAACTTGT 
GAGTGTGGGATCCGGATGCTCAACTGTGTTGCCTGGATGGCACGAAGCAAGCCAGTCTGCAGATGAGACTGAGAGGCTGTGTGGCTCTCAAGAA 
AGGGTCAGAACTGTGCAGGATCTCTGTTGGCTTCTAGAAGAAAGATAGCAGAGGTCTTAGAAGACTGCAAATCTTAGGAGGAGGCAGAAAGATC 
TCTACAACTTGACCAAGTACTGAAGCTAGGAGGAAGAGTTAAGGCATTGTTGATGACCATCCAAGATCCAAGAAGAAACATTCTTCATGAAGTT 
GACAG AAGC C CCT AAGAGGT ATG CCTG CTTGC AG CCCACAGTGAACTTGATGTCTGG CTGTGTGATATAGT ATCCTTGAAGTCACGTGGG CACT 
AATACCCCGATGCCATTTGAGAACCGACTCTGCGGATGTTTTCTGGGTGGGCGTTGCCAGGGCTGATGATCCTCTCTAGAGGCTGGATTTCAGG 
ATGAGATTGCTATTATGGGTTTTCCCTGTGATACTCAGCAACCATGGACCATATGCTTACAGTTACTCCTCGAGGGAACTCTGACAAGATGATG 
ATACTGCTTTTTCAAAAGAAACTACAACAGAAGGGGAAGTGGGGGGACACACCTCTAAGTTGTAATGTGCTTCACAACGCATGAGCACTAACAA 
ACTAAGCAGTCGGCTTGTGTACAAACTGCCATGGCATCTGCTGCTTTGCCACCTTGCTTTGCTGTTTTACTGAGTACACAGAAAAAGTGAACAC 
CATTTTTTTGAGGAGGGGAACGTACTCTCTGACTGGTAGTGAATATCAGTGTTGTGTAGGAAAGAGGTGGCTGCTTCCTTGGGTGAGCCTGGGT 
AGTCCCTTTGTCCAGCGGTGTGCCCTTAGGTAAGGCACTTTGAGTGTCCGAGCCAAGGTTCTTTTATCCTCCAAGTGGGCTAATAACACTGAAA 
ATCCCTAGCTCAGTCCCTAATAGAAGTTTTCAGTAAAGGAAAATCACGGTAGTAATACAGACGCTGTACCCACAGACTGGTGTCTGTTAGTTAC 
AGAGTCAATGAAAGTCTAGGAATTAGTTCAGATTAGCTAGTTTTCACTCATTTGTTTTTGGTTACTTCTCCTTTTCTTATAACTCTTTTTTCCA 
AATCGCTTGGTGACAAATAGTTCAGGTTGCAACCTCTTTTAGGATAGGATAGATAACATCTGAATTTTGCTATATCTGGGAACATAAACACCGT 
CCTTGGTTGTTAG AC AG AGTG AATTCAGGCTC AGGAAG AGAAGGACCG ATGGTCTGAGCACTGTATCCC AGAAACTG CATT C C AGCTACAGTTC 
CACAGACAGAACAACTAGGTCCCTGCACCTGAAACATGTAAATGGCATCTCCCTAGGGTATGTGCCTGTTCGTGTGCACCTGTGTGTGTGCTGG 
TGGTTGTCTGTGTTGTATGTGTCTCTCTCTGTCTCTGTGTGTGTGTTCAATCTTAATTCACTTTCTCCATCTTATTGAAGTGCCTTTATCTCTT 
CCCCCTTTTTGCTCTGTGATAGCACAGGGCACATTTCCTTGTGTTGCTTTCCCAGGGCAGTAGAAGACACAAGAGCCCCAAGATTTGCAACCCA 
AACATCTCCAATCCACATCATAAGTGGATGTCTAAATTCTGTCTGAAAGATAATTTTTAAATTCATATTTATAGATTCCAAAATTTAATGCCAA 
G TG AAC C CATT A CT TGT T AAAG CTTTTCTGGCCA C AAAAT C G TGT C C AC AT TT AGT CCTTCTTG GT ATG AG T AAG G AC TTT AGAAC C ACTGT C A 
GTAAATCTATAGCTAATATTTTGGCAGAACATTTGAACTTGATCTTGCTTAGTAGCAAATAATCTCTAAATGTTTTTATTTTTGGAATTGAACT 
TTTTGTTTTCCGATCACTGTCCATTCTCTAGGCACTCAATCCAGAAGTGGGGAATGCCCCTGTGTAAATGGGGATTCGTCTCAGTATTAGCCCT 
AAAAACCAGTAAGCTGGTTTTGGACAGAAGTGGTAGCCTGAACCTAGAAAACTCACCTTGACCTCTCTGTGCAGCATCTCTGCTGAGAAAACTG 
TTGCTGATTTGTAGAGAGCATCCACCACTTCAGGAGATAACATTGATAAAGGAGAGAGAAGGAGAAACTTTTAATCCCACAGCCAAGGGGTGCC 
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ACCGTGCATGGTTGTTAGCGTGCATTCAGGCTCAGCACAGACATGGACCGATGCTCTGAATACTTTATTTTCTATCCTTTGTGTTACCCCACAT 
CCTGGG AAGGTGGGAAGGAGC AATTAGGGAAGGAATTTAATCTC AGGAAGACACCAGAGAAT C AGTGCTGGGAGTG AGAGGAGC C CTGAGCTAC 
CTCTCTGTCTTGAAGAAGTGATTCTGCTCGTATGAGATCTATGTGTGGGTGAAAATGCCTCCACCTGCCGTCTCCTGGGGGAAGTAGCTCATCA 
CATCCTCTTAAGCCCACTAAGACCAGCTCAGCTAGGAGTTAAGCTGTCGGGGATAAAGAACGCAATCAGCCTTGCCTATACAACTTTCCAGAAA 
ACCCAATCGTTTCGCAGCTAATTGGTACAAATGTTCCCTTGCCCGCTGTTTACAGCTGGAGACCCTCTTGAACATTTTTATGTAATTAAACACC 
ATTTACT CTTC CTACCTTAAAAATGCAGGT C CTG CCG ACTCTTTCTTTTAAGTAAATTTAAGATTACGCAAG AGGGAATTATAGACAG ATAATT 
TCCCACATTTGCAGTACACTACTTTATTTGGAAATGAATGAATAGAAACCACTCACACGTCTACTTCTGCAGTTCCCCCTGCTTCTCTTAACAG 
TAACTATGAAGAAAGGAAAAGGCGGTGTTGTCATGCTTGGTGTAGCTGTACCACAGCACATCACCCACTGTTTCCTGAGAACTGTGCACTGAGC 
CACTCTGTGTGTGGAGTCTTTGGAAATCAATCTTGTTAGAAAATGCAGTCGAGGCAGGAAGCGTCCAGCACTCCTGTATTCACCGTTGTTTCTA 
AGAGGGCAGGAGTTCAGAGCGCTTAGTGGCTGAATGGGGGTGATATGTGCTATCCTGTGGGCCACTGGGCCTGGAAGACCTGCAAAAGAGCAGT 
GTCCTATGGTTGTGTTGTCCGCTATCCATGTTTAGCTATTTAAATTTGACTTAACTTAAAATCAATTGCTCATTCTTAGCAGGTAGACTCTAGG 
TACTGGGTCGCCACACTGAGGCTGCTGTGCTGTGCTGTGCTGTGCTGTGAATGCTGAGGTCCCCATTATCATAGAAACCTAAATTAGTGGCCCC 
AAG ATTTTT AAGAGCATCC CTTGTG ACTATAG C ATATAGTTAACAC AAAAATC CTATTT ACC AACCTGCTTG AGACTAGTGGTCAAATAGCAAT 
CAGATTGCTAGCAAGACACCATGCAGCAGTATGAATTTGTTTGACTATACCAGTTGGTGAAATAATGAAGCACCAGAGTTAACAGAGGCTCGGT 
GCTCTAAGCTCTTCACTATCTGCTGAGGCTATTTCCCTAAGGTTCTCGGGCCCTTCTTCAGTCATCGTAAAGTGAGGAAGCCAATGACCTGGAG 

ggtcacaacactgcaggccagattggtggctggtgctgtaggtgtcatggtgccttgactttgagaaggggacactttctaagggtcattctgt' 

AGG CTC AC AT ACCACTGTC ATGGCC ATG AC C C AAATG ACAGAACTATCAG CTT CAAC AAGACCT C AGAC AT CAT C ATCTCATG AC C CAAG AGAG 
TCACTCAGCTAGTTTGTGACCAACTGAGAAATACAACACTTAGTCTGGTATTTATTTATTCACTCATCTATTGGCTACCTCTTTCTGTGTCTAC 
TGTAAAATGGGGATTATTAACCTTAATGCCTGGCAACATTGTTAATAAAAAGCAAGATGTTTCTCAACCTTAAATGTATGTCTTATAATTTGAA 
AAAT CCC CCC AAAAT C C C C AC ATATTC ACATAT ATT C ATATAC AT ATTTTTT C C AC CTC ATTTAATCCT AAGAAG AAC CTGTGTGAAG AGTT AG 
GCTCAGAGGCAGAGCACCTGTCCCACATAAGGAAGCCACTGTGACACAGAGGGCTGTGTCTCTCCGGACTTAGGAACAATAATCTCTTGTAAAT 
GTACGGCAATACAAGCATGTGGCATTGCTAGCTTTGGGCCTGTGGCATTTTGCAGTTCAGGAGTTAGCGATGTTGGAAGTTATGGCTTTGCTCG 
AGTGGTGCATTTTTTCTTTTTTACACTTTGATAATCTGCCAGTTGCACAGACTTTGGTTCGGCATGGGCGGCTTTGAAGTATATTTTTAAAATG 
AGAGAATCCAGATTTGTAATTAGCTTTGCAAATGCTAGTTGTACAGTTTCAGCATCCGAGGAGCTCCTGCTAATGTCCCTGTTCCTAGTGGCAG 

TTGTATAAACTATGAGCTTGGTGACCTCACCGAATTAACGATATACCTGATTGCAACAAAGGACAAACCTTTATAAGCCACTCTACCCTCTTAG 
GCTCCTAATTCAGGACA>7NNNNNNNNN1W 

GTGTATGTATATACATACACCATGTACACATGGAATAGCATTTAGTGAAAAAAGAGACCATGAATTTGAGGATTTrGGAGGGGTATGCGGAAGG 
CTTTGGAGGAAGGAAAAAGAAGGAAGAAATGTAGTTATAATATCCAAAAATCTTTAAATAATTTTTTAGAGAACAAAAGAAGAACCGTGGTTCT 
GCATCCAAAGTACCCAGGTTCAGTTCCCAGCACCTACTTGGAGGCTCCCAACTGTCTATAACTCCAGTCTCAGGGGATCTGACACCATCTTTTG 
GCTTACGCAGGCACTATATACAGGAGGGCTGCATGCACATGGTGCATTGTTATACATTCAAACAAACACTCATACACATAAAGTAAAAATATAT 
AAAATCTCAAAAAAAAAACCCTAAAGAAAAACTTGTGAGGACATGCTTGAAGCTCACATCACCAACGTGGTCGCTTGTTAGCTTTCTAGAGACC 
CAAGAAATGGTCAGAAACTCAGGCAGCCTGACACTCAGGTGACCCTCCGTGTGTCGCTTGCAGTGACAATGAAGGAAAACAACTGATAAGTCCT 
CATTTGAGAAAAACAATTGAAGTGTTTCTATGAAATATTATAATACTACAGGGATTCAAAAGTGTGTTTTCATTAACTGTAGCAACATTGCGAC 
ATGTTCTCTCTTATGTAACTCATATTTAATTTCATATTTAATAATTAAATAAAAACCCTCTATGTTTGTGTACCAAAAGAATACTGGTCCACAA 
TCCAATTTTAAATCCAACACCTTTCAGGGTGTGGAGTGTGTGTGCGTGTGCGTGCATGTGCACATGTGTTCATGTGCATGCATGTACATGTGTG 
TATCCAACCCCAGAAGTTACACTGAATGGGCAGTGAGCTTCAACAACAAAATATCCTTAGTCATTTATTGGTCAAAGTTACCACTGTTCATTAT 
TTTTTTTCCTTTACTCTTTACCTGTTTTTATGTGCTCTACAACAAACATTAACTCATTATCAGAGAAGAGGAAATAAATATGTCTAATCTTATG 
AATGAAAATTTTATCTGAGGACTTAAGGTTAGGTTAAAGCCAACAAGAAGCTTGTCTGACTTGAAAATAAACACTTTGGAGGCATAGATGTCAG 
CCAGAATTCACAAGTTAATCTAGAACCTCTTTTAGTTAAGACCACCACTTCGGCCTCCATACTGGGGCGTTTGAATTTGATGAAGAACGCCTTC 
TGAGATGCAGCCGGAGAGATCGGGGTGACTGGATCATAGCCACATCCAAGCTGTGGGGGTTCAAGTGAACACCTGATAAGGGAAGCTTGTCTGC 
AGGGAACGCCTGCAGAGGAGGTCTTCTGCCCGAATAGAGCCTAGATATTGGTACCTAGGGGGGATTGTCTTACTCTGGCCTTGTAGTTCGTTGA 
AGAGAAACAC TAGAACCACTGTGGAGTACTGTGTTGTT CTCAAAGTTG AGTAG AGTTTGTGAGGC AGC AGGCAGGAGATT CACGGTGTG CAAC A 
CTCATCCACTAACGAACGGGCTTTCCCTTCCGGTCTAGGTGGACACTCACTGATCTATCACAAGATTGCCTCACTGAGTTTGGGGGTCCATGTC 
TGAATGGATTGCTGTAGCCTTCTCATCTCTTCCTCTGCCCAGTTCCCAGCATCCTAAGACTCGAAGCCAGGACAGGACCTGGGGAAATTATATG 
TAAGTTTTTACTAAGATTTCTTTTCTTTAACCCAACAAGGCTCAGTGTGAGGCAGTCATGCCAATAATCCAAGCACACAAAAGTTAACTTTCTT 
TTAAGAAAGTGTCATGAGAAATGTAAATTAAGCAAGAAACAAGGGCTGGAATCCCACTGTTAGTACTTCCTTAGCTCAGTGGTTCTTATTGTCA 
GCTTGCATCAGAGTCACACTGGCTGTTTTGAGCCAAAAGATCTGGTGTCAGCCAGCAATCTGCTTTACTAACATTTTCCAAGTGATGCTGATGT 
CAGTGCCCCAAGGCCCTCACTTTGAGAATCACCACTTTAACATAACTGTGTTAGAGGAGTGAATGGCAAAGGCGGGAATCTATATGCTTTAATA 
TTGAATACATTAAGAGGTAGAACCTGTACTTACCTCATTGACACATACCTCAGAAAACAGCTCTAGGGTCTGCACGGCGGCTTCAGCTCAGAAG 
TCCAGTGGTTACCACGCGCCAGCATTCCTCCTACACTGCTGGCCACTCTTTGCCTTGGACTTTAGGAGGTCAGAGTAACGGTGCAGCTGTTAGC 
TTGAGGGAGTGGCCACAGTCCCTTGACAAGTGTGCACACCATGTTTGATGTCAAAAGGAGAATCCGTGGCTCCTTTGCAAAGTGAATCTTCATA 
GTACCATCCCTCCCTGGTACACTGAAATGTAATTTCATTTACAAAAGACACATCAGGGGAGGTACACCTCCAGTAAACAGTCGCTGAGCAAGGC 
TCGGTTTTTATGGATTTCCAGAGCCTCAGTCCTGCCTTACTTTGAGGTCAGCTCATTACCATGTTAGCTTCCAAAAGTCTAACTACTTAACCTA 
AGACAGTTTACCCTGCACTGATTCAAACCCATGAAGAGTTTGGCTAAGTAAATCCTCACTTGGATAAGGTGAGCGGACATACAGATGTACATAC 
ATGCTTGTGAGCATGCTCTGTTTCCAAGCCAATGTAGACATTTAAAGTATTTTTCTTTCATTTCATTAAATAAATGCGAATATAAAATAGTAAT 
GGTGATACTGTCCTGTCTAGGAAACATCCAAGAAATTGCTGGGCATTTTAAATTTGTGGTAAGGCACTACAGTTTATAACGTTTTTCTTGGATG 
TGGTGAATGTTGTCATGCAAAGTAGCACTTGGGATTTGCAATTCTTTTATTATCATCATCGTCGTTATTATTTTAATTGAGAATGGCCGCTGTC 
GATACAGTATTTGCCACCCAGCTATGTTATCCTAGATGAAATAGGCCAGACATACTTAGTGCTGTTGCTCATAGGAGGTACCTGGGGTTGTCAG 
ACTCACACAGTCCATAGGGAGAATAGTGGCTGCCAGCAGGAGGGCAGAGGAGTGGGGTGTATTTTTCAATGGGTACAGTGTGTGAGCTGGAAAG 

CATAATAGCAGAACTCAGTCTTCCTTTCAAGAATGCTGGTCCTTGGCAGCAAAGTCACAGTTTGAGAGGCTGCGGTGCCATCGTACACCGCACT 
CTCATTGTGCTACTTTTTGTTTTCAATATTTTTTTTTACTTATTTTACATCCTGATCACAGCCCCCCCTTCTCTTCTCCCAGTCCCACCCATAC 
AAATCCGTCCCCCCATTTCCCCCTTCCCCTTATCCTCAGAGAAGGAGAGCTCCCTTGGGTGCCCTATCCTGGGACATCTATTCCCAGCAGGACA 
AGGCACATCCCCTCCTACCGAGGCCCAACCAGGCAGTTCAAGTAGAGGGAATGTCCCATGGCAGGGGACACAGACCGAGACAGCCCCCTCTCCA 
CTTGTTAGAGGACCCATATGAAGATCAACTAGGTCCAGTCCCTGATGTTTGGCTATGGGTCTCTGCCTCTGCTTCTATCCGCTGCTGGGTAAAG 
CCTCTCAGGAGACAGTCATGCTAGGTGGCTGTCTGTAAGCCTAGCAGAGGATCATAGTCTCAGGGGCTGGCATGCCCACATGAGATGGCTCTCA 
GTCATTGGTTGGCTGTTCCCTCAGTCTCTGCCCCATCTTTATCCCTGCACATCTTATAGGCAAGACAGATTTTGAGTTGAAGGCTTTGTGGGTG 
ACTTGATGTCCCCCTCCCACCTCTGGAAGTCCTGCCTGGCTATAGGAGGTGACCAGTTTAGTCTCTACATCCCCTGCTAGTAGGAATCTCAGCT 
AGGGTGAACCCATACACTCCCCATATCCTTTCCCACTCCAAGCTTCCAAAGAGTCCCAGAGATGCCCTCCCCCATGATTTCCATTCTCACTCCC 
AGCCCTCTACTGTCCTCCTCCCTTCCCACACCTGATCTCCATGCCATCTCCATTCTCTCTCTCACCCCATCTCCCACCCAGTTCCCTCTCTCCA 
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TCCACATTTGATAACTATTTAGTTTCCCCTTCTGAGTGAGATTGGTGCATCCTCCCTTGGGACCTCCCTATTACTGTGAGTTGTAGCATAGTTA 
TCGTGTACTTTATAGCTAATATCCACTTATACGTGAGTGTATGCGGTAAGTGTTTTGTCATAAGTGGGTCAGGGCTACCTTACTCAAGATGATA 
TTCTCAAGTTTCTTCCATTTGCCTGCACAACTCATGATGTCTTTGCTCTTAATAGCAGAATAGTATTGCATTGTGTGATGTGTAAGTTGTTTCC 
AGCTTCTGACTACTATGAATAAAGCTGCTAAGGACGTACTTGAACAAGTGTCTTTGTGGAATGGTGGAGCCCCTTTTGGGTATATACGTAGGAG 
TGGTATACCTAGATCTTATATAGAGCTATTCCCAGTTTTCTGAGAAACTGCCAAATTGATTTCCAAAGCGCTTGTAAAAGTTTGCACTCCCAGC 
AGCAATGGAGGTGTGTTCTCCTTGTTCCACATGCTCACCAGCACATGCTGTGGCTTGGGGTTTTGATCTTGGCCATTCTGACGGGTGTAAGATG 
GAATCTCAGGGTCATTTCGATTTGCGTTTTCCTAATGACTAAGGAAGCTGAGCATTTCTTTAGGTGCTTCTCAGACATTAAAGATTCCTCTGTT 
GAAAATTCTCTGTCTAGCTCTGTACCCCATTTTTAATTGGGTTATTTGGTTTGTTGGTTTCTAATTTCTTGAGTTCTTTATGTACTTTGGATAT 
TAACCCTCTGTCAGAATTAGAGTTGGTAAAGATTCTTTTCTAATCTGGTGACTGCCGCTTTGTCCTATTGGTGGTGTTTGTAGCCTTACAGAAG 
CTTTTCAGTCTCATGAGGTCTCAGCAATTGTTGACTTAGTGCGTGAGCCATTGCTGCTCTGTTCAGGAAGTGTACTCCTCTACTAATATGTTCA 
AGGCTATTCCCACTTTCTGCATTAGATTCAGCATATCCAGTTTTATATTGAGGTCTTTGATCCACTTGGACTTGAGTTTTGTGCAGGGTAAATA 
TGGGTCTATTTGCAGACAGCCTTCCTCTACATGCAGACAGCCAGCTAGACCAGCACCATTGTTGAAGATACTTTCTTTTTCCCAATGTATGGTT 
TTGCCTTCTTTGTCAAAAATCAAGTGTCCATAAGTGTGTGGGTTTATTTCTGAGTCTTCAATTCTATTCCACTGATCACCCTGTCTATTTCTAT 
ACCAATACCATGCAGTGTTTATTATTATCCCTTTGAAATACAGCTCGAGATCAGGGATGGTGGCATGTGTGTTTCAGGAATAATCTGTAAGCTG 
TGATATAACTGCTCCCAGGAGTGATGTCTAAACTAACTAACCCTGTGGGCCTGTAGATTTAGCCTCTGCGGTCATTGGAGACCATCACACATTT 
TGGAGTCAGTTCTGTTGATAGTTTTTAGAAAAATGTTTGATTTGATCATTTATAATAGACTCAGATCCCAATTATATTCTATTCATGGAACCAT 
CAAATTAATTTTTTGTATACATGATAGTAGTTCAGGGGATGTGATGTTGGCAGCACGGGAATATACGTTGATATATTAATGACAACCTCCAGAG 
GTTTTCCCCCAATCTCCAAATAAGCTGAGCTGGAGCGCACCGTAAAGTTCCTACCAAGTAATAAGCTTAGCCGCCTAAATGCGTTACCAGTTTA 
CTCTGAGTCTCCAAGCGGCTGAGTGCTAGAGAAGTGGCTTTGTGGCTGCAGCTGTCACTAGTGAAATGACACTTCTCACTATTACAGGGGAATT 
CAGGGTTGCCTTTTGTGGGTTCTTGGTCTGATTAATAAAAAGATGCTAAAATGGACTCGGGGCCAGCAAGGTGGCTCAGCAGTTAAAGTAACCT 
GACAACTTCAATTTGGTCCCTAGAACCTGCATGGTGGAAGGGAAGAACTGAGTGCTGAAAGTTGCCCTCTGACCTCCACACCTGTAGCATGGCA 
CG CGTT CATG AG C ATGTGTATAC ACACACAC AC AC AC ACAC AC AC ACAC AC AC AC AC AC ACAC AG ACTTGCACGC AC ACGG ATTTTTTTTAAAG 
AACAGATTCAGAAGGAAACTCAATGATCATTTTATTAGAGTTTGAGAGAAAAACAACTGGGTAGGCAAGCTATAGATCTCAGAAGCCGCTGGCA 
GGAGG AGATGGAGAAGAAG AGAG AAACC C AGGCCATTTT AAG ATGC ATAAAAG CCT CC ATGTTGAGC ATTGGC ATTG CGTGG C AC C AGGGTGTA 
GGGAATAGCATAGATAGTGAAACTGTCTGGAAGGTCAGTGAGCATTCTCCAGACAGTGAGTGAACTGGGAGGAAATGCCCCAAGGTGTTGGACT 
GCAGGCACACAGCCCTTTAGAGGCCATTTCACAGCACACACCTCCCTTGTGTGTACTTTACACACTTTTTTTTATTTTTAATTTTTTTTTTTGC 
ACATGTTCTCTTTGTTAGATGAAACCCAGGTGGAGAAAGGCTTCCAATCTTTCTGTGCCAACTGGCTTCATTCATATGTTAATCTTGGTAAAGC 
AATTTTAGCATATATTCGCTTACCAGATTGCCTCACCCTCACATTAATGGTGAAGTGGCAACTTGCCCTTCTAGGAACCCCCATTCATCACAAG 
AGGGCCTGGTATCTGCCACACTGGTGGCATACACTGCAGAGAATGGCTGTGTTGAGATGTGTCACTGCTCTTCTGCCCCAGGACAGCATCTGTG 
ACGCTCTACAAACCAGTGGGTTTATCGAAGCCCCTGTGCGTTGTAGATTAGAAACTGTTGTGTCTAGATTTTTCCCGTATTCTACCCTTAGTTG 
ACACCAAATCAGATAATTACATGAGTCTTATGTATTAACTGTTGTAATTTCTAGAAAAAAGTCAGAATCCAAAAATAATTGTCTCCTTGTGGCA 
AAGCAGAGGTCAGTTCGGCGTATACCTTCTTGAAAAAGTAAACTCATGCATGGTTCACTTAACAACAGCTTTGCTCTGAGACCGCCAGTTTATC 
CTGTGGTCCTCAGTGTGCACTCACACAGCCCACGCACACTGAATAATGTCATCTTCTGGAACTGGTCTGAATTCTCATTAGATCCGTGTTATCC 
TACATAATCGTCAAAGCCACATAAAAGAATAAACGCAAATGTTCCCTCTAATCTAGCCACAAAGATACAACTCACCTACATCAGGTGCTTTTGT 
GTGTCCTTCCAAACTGTTTTTATCCAAGAATTCTAACTTCATAAGCCATGCTCTGCACTGATTTGTACTGAAGATCTTGGGGGCACTTGGAAAT 
AGCAGCACTAACCAGACATCATCTTACAGGACGAAGAACTCCTCTTTCACGTCTTCCCTCCAGGTTCCATTACTCAGCTTTTACACAAGACACA 
TGTGGACCTCCCAGTATCCTTATCTAGAGGATGCTTCTGATAGCCGTCATTCTCAACCCTACATTCGATTTAAAAACCATATTGGACGGACTTG 
CAAAGCCTTTGCAGCTCCTGGGATCATAAAAGAAAGATTGGCTCTGTACAGATGATTTTAGTGTTAGCTCCACTGGCTAGGTCTGGTTACTTTG 
AAAGTCATACTTAATGCACAATAAGCCAAATTGATGGGTATGGGGAAGGCTGACTTAGCTCAGTATTATCCACAATCTAGACAACACACCCTCC 
AGTAAAACTCTAATTCCATCCAAGTGCCTGCCTTCTCTTGTTCTGATCCAAAGCTTTCCCTCAGCTTTTCCTTCTAGTTCCCCTCCCAACCTCA 
AAAGCAGTGTCTGTTCAGAGCGCTGGGCTCTGGTGTGCGGCTCTCTTACTGCCCTGTGAAGTGGTTTCCACTTAAGGGTTGGGGTGACGCCTCA 
CACTTAGACAGGGTTAAGGAGGTTCTAAAACACGGAAAGAAAGACCAGGTGTGACTTTAGGGGTTGCTTAAGCCTCCAGAGTAGTACCATCCAC 
AGTCCTTACCTTAGAATAGGTATTTAGTAAGCAGCTGCTGGATGCAGTTGGGGTTACAAAATGGGTCTTTGGAAATTTTTACCTTTCCGTGTAT 
AAGACAATAACTTCCTTGAAAGGGAAGAGTTATTTGCATCCCTTCAAATCCTGTGTCCTTCGTGGAACATAAACTCTATATAGGTTGATGTGAA 
TATTTCTGTGGCAATCAGGTGGTCAGGGAACGAATGCTTACATTCCACTGGGTCTTTTTTTACTATCTGCACCCAGCAATTGATGGCACTTAAG 
TAAATATCCTCAATTGTGTTTGACATCCGATTGGGTACAGGTGTAGGGACAGGGCAGACAGTACCTCGATCCTCCCTGGTGAAGGAGTTGCTAA 
TACTGACGAGACTTGGCTCCTTCGTTTTCGATTTGGTTGCTTCACTTCACTGAGTCACAGCACCTGCCACTTAGGATGGCCACACGGCTAAGCC 
AGAAACCTTCCTTCAGATTGCTGGTGACATTATATATGAATCTCTGGTGACATTCTCGGCTGACATTTGTCGCCTGATCTCAAGTGCTTGCTAA 
AAGTGAGTTAGCTTTGTCATTGACACGGAGACTAACTTTCTCTAACCCAGACTAGTGAAAACTGAATTGTGCCTCACCACACGAAGGTTTTGCT 
TTCACTGTGCCCAGACCCTCCCATCTGTCACAGCACAGTCATTTTGTGTCTGATTTGGGGGCGGTGTGGTTGTTTCTCAGTGGTGTGTGACCCA 
CTTTTTCATAATACTTCATTCCATGTGTTTTTACAACACAAGTCAGAAGCTGACGAGAGTGGACTGAAGCCCCAGGAGCATCTTCTGAGGCTTT 
CTCGCAAGCTCTAGAACCACATTCTAAGAAGAAGGTCTTAGCCCTGCAGGGTGTGCGTCCCCTACCAGAGAGTGATGGGCCAGTTCCTCTAGTT 
TCTGGATAATGAGCCAGTGCACAGGTAACGATGCCTTTCTCACGGTTGATTTCTTTTGTGTGCCAATTATTTTACCAAATTAGACCTTTAAAAA 
TACTAGCCACTTACCTGCATAGCTTCTCTGTTGGGATGGGGAGGGGCTCAGGAGAGTAGACATTTTCATTGATACTTTGAGACCTTAGTAACTT 
TTCCTTAAGAATCTGAAGGAATCAAAAAGTTATCTCTGTTTTCTGTGTGCCCCTAGCAGACGTCCTCTCTGATGGTTGGTTGTTTCGGTTTGGT 
TCTACTGCTTGTTGTTGTACTTGTCTGCGAGCGTCAGATACCTCACTCCGCTGTGACATCTGGGTGATAGTTAAACCTTGATTAGCTTCTGCCT 
GGGGTATGGGCAACCTGTGGCGAGAGCAGACAGAAAGCTTCAAAGAAGAGAAGGGCTAATGAGGGTCCGATGTGTCTTGCTAGACACTGGCTAC 
TGCAGGCTGGAAGCAGACAGAAGCCAAGTGCTATTGGCTTATGTTTGGCAAAAACCATTCCTCAACACCTGTTTATAACTTTATGTTTCTGACA 
TCACAGCTGTTAACCAGAGGATTCTTTTAAATATCGTCGTTTCAAAACAAAATGTTGAAGGTGTCACCTGTCCTAATGTCACTTATCCTGATTC 
ACAGGACAGTTTTTGGTGAACATTTATTTACCAGGGTCTGTCTGGCTTGTGGCAGTATCATCTGCACACTGGACTGCATACCACCTTAAGATGT 
GGAGCATGCCCAGAGATAAGTCAACCTTGTTTTCCATGAAAGTCCTGAGACAGAAAAAGAATGAAAGTACAAACAGTGACTGGAAAAAGTGTCA 
CACACTTGAGCCACTTTGCATCCCTTGTTAGGACAAACCCTGGGCTGGGTTTTTACATTCGTGAAGCTGTGCGGTAGGTGGATCAGTGTGGGAG 
GTTCAGAAAGAGTAGCGGTTAGAATAAGATTTTCCATTTATTGCCCTTTGTGCATGGCTAAAAATAAGATTCATACAAATCAGAATGTGTAGTG 
CAAGCAAAATCATTCTGTTAATTCTGATGACTGGCCTGCCCACATCTTTGCATCTGTCTGTTAAGTGGTCCATTAGGAAATAAATGTCTCTGTT 

AAAGTCATAATTCACACATACACGAATTGTGTTGGTGACTGAAGTGGTGAGATCCTTGGCTGTGTCTAAAAAGTACTGGCCTCGTTTGAAAGGT 
CAATTTACGGTGT C C ATC TT CAAGG CTT ATTG CTAG AAAGTTAT CT CTC ATGAG C CC ATACAGTGGTGAGG AG AG AGGGT C ACTTAGCTGTATT 
GGAAAGTGGATGAGAACATGATCCAGTGCACACCCGTCCTGCAGCGAGCTCCATCAGCACAGATGTTGGGAGGAGCAGTTGACCAAGTGAAAAC 
TTCCCTTCATCTGGCTTCAGAGTCTCCTGCAACCACAGTAAGTGATAATGTCTCCATTTGTGGCTAGACGAAACACCAAAGAGAAGTGTCGGCA 
GTGTTCACAGGGAAATTTGTACCTCAGTGATCCCAGCATTGATGCTGTCCCATCGCACCGACTGAAGAGCGGTGGCATTTCCAGAGGTGTGTCT 
GCAAGCGCACCGAGCCTTTCAGTTTGATGCGGTCCATGAGGTAGATGAGTCAGGATGCCCTCTTCACGATGCATCGTTCAAAGGCAGTCATTCA 
GAAGCCTTATCAATGGGAGCGGCAAATCGCACTCCTCTGACTGTGACGGTCCCCGTGTGCCGCAGCTGAAGCAGGAGCGGTGGGAGACGACAGA 
CCCCTGCACAAAGCTTAGCCGGGAGACCCACGCACCTGGGCCCATCCACTTCTCCTCCTAGACCTGAGCATCCTTATCTGGAAATGAGAAAAGG 
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TGCAGTACCTGCCCCGACGGGTGTCTGTGGGATTTGATQAGGTAATGATGTAA.GATACAGAGCCAAAGCTGTGCGCAGTGCGCTGTGCGCGTGC 
GGCTGCTCATTCATGTTCCCTCCTGCATCTCGAAGGTGTGCTGGAGCACGGCAGAGCATCCGAGGTTCTCCCGTATGTGTACAGTAGAAATTTT 
AGGATTTAATACACAAAGGCTCAGCCTGTGGGTCTTCATTCCTCACTTAGAAGGTGAGAGCATTTATAGAGCAGTTTCTTTTTCTTTTCTTTTT 
CTTTTCTTTTTTTCATAGCCTGCTAATGCTGCCTGTCAGGTGATTTTACTTTGTAATGACATGGACATGGTGTGCAGCCCTTCCTTTGTAGATT 
AGCACCGAGCATATTAGGCTATTTTTATCCGCACACTATGCTTTTCATTTAAACCCGAGTATTTCAGTTCTAACATCTGTGCGTGTTAGGTGTA 
GTACCTGCTGGTGTACATTAGGCGAGCGGCTGCGCTAATGCTGTAATCAAGCGAGCTTTTAAATATTTCAGGTAGGAACTAGCAAAATCTCAGG 
AGCAATTAGCTTCCATTGTAGTTTCGCTCCCTAGCGAAAACATTGCCTACGCAGTGCTGATCCATCATCAGGGTGACCAACGCTAACAGGCAGA 
AGACAGTCAGCACTGCGTTCATTAGTTTTTGTTAATTATTTTCTGTTTCATGTATATGTGCCCTTCTCTGTCTTTTTCCTCCCAACAAGGTTTT 
CTATTACAAGTTAAATATTATTTTATAATGTAAGGGCAT^ 

GTGAGAGTTCAGACTAGACGTTGGTTCAGCCTCCTCTGTGACCTTCTGGGATGCGGTTCTCATTCATCAAATTAAGAGAGAAATTGTGACAGTA 
CCTTGACTTTGCCTCACGTGGGGCGCGATGAAAGTGATGAATGGGAGCAATAAACACAGAAGTTACAGCACAGCCCAGAAGCAGCGAGGGTTCA 
CTGTGAGCAGGGAACGGATTTTAACTGCAGAGTCCCTTTTCATGTTGATTCTGCCATCCTAGGTACCAAGGCTGATTGTAGCATACATATTAAG 
GTCAGCAGATTTTCTGGGTTTCAGTGTTAGGACCTGGCAGTGTGTAGTGAAGACAGACATTCCTCAGGTTAAGGACCAAGATGGTTTGCCTTTT 
CTTACAGCCATATCTCATCCCCCACATTGTATCCAGGCTGTGCTTTATATGCGTTCTCTGTCTCTCTCTCTCTCTCTCTCTCTCTCTCAAGAAA 
ATCCTTTTCTTAAGAGATTCTTCTTAAGAAGAATCCTTTTCCTCAGAGAAAATCCTTCCAGGTGACTTTCAGAGTTCCTGGCATTACAGTGCAT 
GC ATGCACAGGCACACACG CACAGGTACACATGCGCACACTGGCACACAG TGGCACACACATGCACACACTGGCACGCACACCATTAC CTTTG C 
CAGCCTCACTGCACTTTGCCACTGAAGCGTGTATGAGAATTATAGACTGGAGAAGGTGATAAATTAAACTCTGGCTGTGATTTCCTACCTCACC 
TTTGGGGGGGATGACAAAGGATGTGAAATTCATCCGGTTGATACACTCTACTTCTTCGTATGTAACAGTGGTTTTAACCTGTCCTTCATGTGCA 
GTTTGAGGGTAGTGGCGAGGCTGGGCCCATTATTCCTTTGGTTGAATAATATAAAGAATTTGCAATGGAGATTACACTAATGATGTATTTTAAG 
TGCATGTCCGCATTGGTAGTTTAGTGCTCTCAGTCATGAAATGCTTTGGAGTTTATTTCTAATGGGTAAATGCTCAGAAAAACTGAAATTTTCA 
ATAAGATTGACATTTGGAGTAAGAAATATAAATCTAATGAGAGCATTTCAACCAAGGCTTGTAATTAGGGCTGAATAGAGTAAATTTATACATG 
CTCGCTGCAGAAGGGCACGGCGGAAGGTGAAATTGCATGCTCTTCTGTGAAGGAGCGAGGAAGGCCAATGTATCAGTGTCAGGCCGTGACACCA 
GAGTATAAATGACACTGTCACCAAGTGCTGCACTGGGTACCAAGGGAATTCCACTCGAGTAAATTACATTACTTAGACAGACCTGAAGGCACCG 
TGCTGGAATGAGTGCAGAAAAGGAGAAGTCTGTCAGCACAAAGCTGAGAACGTTGCCATATAGCCAACTGCAGGATGCACAGCGCTGGCTGTGT 
GGGACCTGGAAGGGACAATGTTCCGGTCTGTTGTTAGCTTATAGACGTGACAGATATGTACAGTTGACCTAGAGAATGGGTATAAGCTGATTTC 
TGTGATCTGGTCAGCATTGGGTTTCCCTTATTATTTACAGTTGGGTGGCAATAGGGGGTCAGTGTACATTTGCCATTCTTTGTTTTTCTCTGTT 
GTGAGAATCTAACCCCTGCCCCCTCGGTAGCACTGTTCACCTCATTTCCAGCCCCACTGTCATAAAACACATGGTCGCCATGGTCAGGTGGAAT 
GTGTCTGTAATCCCACCTACTGGAGAGAGAGAGGCAGGAGGATTGCATAAGAACTCTTTTTCTCACACTGTGTCTTTCTGAGAGTTGATCTGTC 
TTAGCGTTTCTGGGCAGGAACTGGGAGAAGAGATGAAACATCAGTGATGACGCCATCTCCTCTCCTCACTTACTGAAACATGCGCTGGTCTCCT 
TTTGTCTGGCTGG GATGC C AGT CAGT CCCTGAAGAAGCCAAT C ACAGGG ACTCTAGAATCAGTCACTCACTCCTTGGCTAGGAAG TAAATTGTC 
CCAGAGAGAGTAGTCTGAAACATCAGGGTGGCTTTCTCAGCCATGTGTCACACCTTATCCTTCTTGAGACACCCCTAAACAGCCTCTTGGGGGA 
CACGCTGCATGGAGAACATGGACTCTGCAGGTTATCTCCACACGGGTTACATGGCAGGTGTTCCGCCATGTTCCTAACACAGGGCACATTGGAC 

TTATTCATTTAATCATGGGATTTAGGAAAGCCACCTTAGTTGGAAAACTAGGTTTGAGGGCAGGAGAAGAGAAAATGACATATTTTCTAATTTA 
TTTAAGTATACCCACCTTTAAATTACTTCAAGACGCTCTGGTGCAGCTCAGAGGTAGAGTGCTTACGCAGGACATGCAAGGCCCTAGGTTCCAT 
CCCCACTAATGCATAGGTATGGGTGTCAGTCTGGGATTCTGAAGTGACATCTGCGTAAAAGCTTCACACGGTGTCCATGTGAAGCCTGAGCTCA 
CTGAGCGCTTACTCATCAGCCGTGGGAAGTCAGCCTCGCCTGCACTGGCATGTCCCCGTTTCCATCGCATTTCACTTGTGTGCTCCACAACATC 
AGTAGGGGAATTGTATGTGTGTCTTGGTGTTTACTACAAAGTTACTACGTGACGTTTTTCGCCTGGCTTCTCCATGACAGCCTGCTACCCGAAC 
TACAGCTCTGAGCTCCTGTGAGCTGAACCCTGGTGAAAGAGCTTTGACAGCATCTAAAATGTTTGGAGCGTCCCTCCATTCTGAAGAGCCTCCT 
TTGTTGCAACTGCCCTACCAGTGTTGTTGTTGTTGTTGTTGTTGTTGTTGTTCTTCTTCTTCTTCTTCTTCTTCTTCTTCCTCCTGCTCCTCCT 
CCTCCTCGTCCTCTTCCTCCTCCTCCTTCTTCTTCTTGCGTCCAAATTGGAAAGGGAGCAGGGGGCTCTCCTAAGGAGGAACGGGTCTGTGGAG 
GATTGCGAGCAGTCATTCAGAAGCTATTCTTAGTTCCCAGAACTATAACGAGGCTGGGCTTTTTGTCCTGCTGAAGCTCCATTAAGGAACGATC 
CCTCTACCTGCCACCTGATTCTGTTTTCCCCAAGGACGCCTGGTGTTTTCTTCCCTCATATTCTGAATGGACTGGCTTCTGAGTCAGGCGCATC 
TTGCAAGGCAGTGAGTCCTGTTGCCGTGATGGCTCACCTACTCCTCAGCTGTCCTCTGAAGTCTGCATTAGCAGCGCTTGCTGCAGACCTGGAT 
TCATCGTCAGAAGTCAGCCTGTCCACGGCAGCAACTTACCCACATTGTCACGCCAGTGTTGGCAGCTGACCACTGCTGCGTTGCACTGCTGTGT 
T CCTGGGCTC C C ACTGCTG C AGATG AG AAAAAGAATGC AAAC AAC AGAGTCCCCC ACCAG AGCC C ATAGCC ATGTT CC AGAGGACAGTGAAGTC 
ATTGTTCAGAGGTGACCTAAGGACGAAAGCATTTAAACAATAAGCCCTCTTGTGAGATGTGGTGAACTATGCACTGCAGACATTGTGAAGTCCT 
CTGTCTCGGGGAAGGCAGTTTCTGCACGGGTTTCAATACCTTCTTGACAGGCATTTAGGAGAGGAAAGTCACTTGTCTCACAATAGCATCCAAG 
CAGTTTCTGTCCTAAGGAACGCTAAAGTGTGTTCCTTTATATAAAATACACACTGTAATTTATAGAAATCACAGTGCTCCATTGAATTGCAGTC 
CCCTCCCCCTCCCCTCCTTACCTGAAGTAGAAACTCCATCTGTTTGGTAAAAGCCTTCTTTCTTTGAATTTTCTTTTTATATTTTGTGTGTGTG 
TGTGTGTGTGTGTGTGTTGTGCACACACATGCACATGTCACTGAACACGTATAGCGAGGTCAGAAGACAACTTGCAGGAGTCAGTTGTGTCCTT 
CTCCTGTATGTCATGGGGATTGAACTCACATTGTTAGGGCTGCTACCAGGCCCCATATTGAGCAGCTCGCCCACCCCTCTTCATTCTTTGAATA 
ATATTTATTTCTTCCAAATGAAAAAAGGGATCCCTTCGGTTGCTTAGATTCCTAATGAGGCTCTGAGGCTTGATAATAATCGTCGGAACACCTT 
GTCACTGTTGAAGCATGGGAAAAGAGGAGGCCTGCTTTGAATTTAGTTTCGTTTGGATTCATTTAATTTAATATTTTTTGGTTTTGTTTTTGCA 
TTGAGCCTTTAAGGGAGGCTTGGTATATAGACATATACCCTTGTTAGCTCACACCAGTATCTCTGGCAGAACCGTGGAATTGTTTCCGTTTTGA 
TGTTGAATATATGACTTTCCGTGATGGTGGAGGGCGCGGTGCATATGTTGACTGGCCAGAGGTGTTCTGTCACGATATAAATGTAGGAT'TAAAC 
TATTAAAATTGCCAATTTGATGTGTTTGCAGATCACTGTATACAGCACCATTGCAGAATCCTCCTAATTGAAGAAATGTTTCATCTCTATCTCT 
GTTGACAGGAAGGATCGCCTGCTGATAATTGCTTTGCTTAAGTGTCTGATAATATGCCAGGAGTGAGCGCATTCTGTGTTAGGTCATCTTTAAT 
TATGCATGTACCACCTGTCAGCTCTAAATCAGGATCAGATCAGATCCTTGCAGAGTCACTTTGGGGAGGGTCGGAGAGAAGCCAAGGTGATCTC 
TTTGAGAAACAACAGAAATAGCAGTAAACATTTCTCATCACGTGAAAGCGCCTCGGGGGCATGGCTGATGAGGCAGCAGCCACTGGCACATCTG 
AGAAAATCCGAAATCTCACCCAAGCAAGATAAATTACCTCGGAGACAAATTACGGAGAGCTTGGAAGTGCCCCCTCCCTCCCTCCCTCCCTCCC 
GCCCGCCATCTGTGGCACTTCCTTTTTATTCTTTCTCATGCTTGTAAAGGAGCCAGGGAGAAGCTCAGACACATTTTTATAAGCTACGTGAGGA 

GAAGAAATGCTTGGTACCCTCTGTCAGGTTTTAGTAGTTTTAGTCTCACTTTTCAGGGCTGTTTGGGACTTTCTGGAGGGATGTTTAGGGTTCT 
TTACCGAAAGTTCTGTTCCCTCCACTAAGAGGTGTTTTTCTCTG'TTCACCTGTCAGAGGCTTAAAGGCAGAGTGAACACACGTTCACTCTTTCA 
TATAACAGGTGGGCTTGACTGACTGCAGAGGGGCAGGCAGAGAAGGGGCAGGCGGAGAAGGGGCAGGCGCAGGGAAATGACTGAACATGCTTTA 
TCCCATTGTGCAGGTCTCAGAACACAAAGGGGAGGCTCCAAGCCTGACGTTCTCCAAGCTGGGGGGGTGGGGGGAACGCTCCTGAGATGGCTTT 
GCCTTTGACCCACTTTTGGAAAATCCTGAATTTCTCTATGTCAGATCCAGCTGAATAGAGGGACAGGACCGCCATAAAAGTGGAC'CTCCAGCCC 
CACAGAGCATTGGGTTATGACTCTGAATCCCTCTTCACCACCATCCAGTGCCTAAGGTGACGTTTACTGCAGTGGGCATGCATCCAGGTAGCAC 
AGAGTAGGTGTGACACTCAGTCTCCGGTCCAGCGTTTGTCAGTTAGTGTGCAATTGCACAAGTAAAAGTTACACAGGACTGTCAGCrCCACACA 
GCGCAGACTTCTCTCAGAAGTGACTGCAACGTGCCCATGCCCGACAGAAGAAGATCCCAAAGTTAAGTCCAGGAGAACCGAGAGAACGAACCAA 
CAAGTAAAAGCAGTGCCACCATATTTTCTCATCCCCGCTCGTCTTTGCCAAACCCTTTCCATCTGCCTGGGAAGATTGTGTGCTCTCTCCACCT 
GCCTGACTCCTATTTTGAATGTTATCTCCTCTAAGAAGCATCTTrAAATTTATTCTTTTATAATTTTATACATGTATATAGTGTTCTTTGCTCA 
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TGTGTGCGTGTAAGACGCACTGCATTTAATTAGAGGTGAAa^TGAGTGAGGTCATTTGCTTGCACAAGAGCAGTGTGCCAGGCTCATTCACAGA 
GGAATATGATTGCCATCTCTCTGTATCCTTTAGCTTATTACATCTCCTTTGAGAGTGGCGAGGCCTTATGAGCCTCTCTCGGATCCATGATGGA 
GAACTAACTGGTGGGCCCAGCTCTACGAGGGCAGCCACTGCTGCTTTGAGTCCATAGGTGCGATGGCCATGTCCTGTCCCCTAGACAACACCTA 
TAGTACTCTTGGCATCTTCCAACTCTTACTTTCTTTCTGCTTCCTCTTTCTTGGCATTCTCTGGGCTTCAGAGGGATTGATACACATCTCCCAC 
TTAGCTGAACATTCAACAATCACTCGTTCTCAGCACATTGACCAGTGATGGGTCCCTGCGTTAACTGTCACCCATGTGAATAGAAGCTTCTCTG 
AACAAGGCTTAGAGCAACGCTAATCTGTGGATGTAAACATAAATGTTGGGAGTTCAGTTTGAACAGCCAGGTGTGGTGACACACGCCTTTAATC 
CCAGCACTCGGGAGGCAGAGGCAGGCATATTTCTGAGTTCGAGGCTAGCGTGGTCTACAAAGTGAGTTCCAGGACTGCCAGGGCTATACAGAGA 
AATCCTGTCTCGAAAAACAAAAACAAAAACAAACAAACAAACAAACAA 

TACTGGGTCTATGACTGCCATAATCATGGAGTTTGATGAGGTTTGTAGAACTAAGTATGAATTCCTCCTACAGGGAGGCAGTCAAACCCAATCA 

GAAAGTAGCTGGCTATCCCTAAAACAATTACACCACTGTTGCAATGGTGGGGATATCTTGCCTAGCATGTTGGTAATATAGTTCAGAGGTTCAC 

AGTTAGGTAAGACCAGTGGTGACTTTCTTCCCCTGGCAGCACTCTACTAGCCAGCAGGAAGGAAGCTTCCAGTTCAGTTCCAGCTGGATTTCTC 

TCTGTTTTTGCAATCAAAATGTGTGATGTCCTCAGCAATAGGGTCGAACCATCTGCTTCTGGTGGGCACCCAAGAGGAATGACAAGGGCCCCAG 

GGATCCCTCTGATCAACAACTAAGGAAGTACCCTATACCTCCCACTGGGGTTTTGTCTAATAACCAATGTCTTAATCAACATATTGTTTTCTTC 

CTCCTGCCCATCACCAAGTCGCTAGCAGACTGCTTGTCTGGCTTTATCAGAGTTGGTCATAGTATTCTACAAAGTATCCTTTATGGAGTTTTCT 

CTGGGGAAAAGAAGATAGCATCTTAACTGTGACCAGGAAGCTCCAGAGACCAAGCAGTAATATGTGGTCCACAGTCCTCAGGTTACACTAAGGA 

TATTATGACCATACATTAGAGAGGGACATACACACATGTGAGCGCTACATGCAGTGCACAGTGCAGGGATGAAGGACTGCGCGTGGGGAAGAGG 

GAGAGGAGGGAAGCCACAGTGGCTGTGTTTAGATAAATGACAGACTTGCTTAAGAGATGGGCATGATACAGAGGAGATTTTGGGTTAGAACATG 

ATTGGTTTGCTTGTAAAGCTAGCCTACTCTGGAACCGATGACTTTCTTTGGTAACAGTGGCTCTCGTTTGTAGAAAGAGAGTTTATGTTTTAGG 

GTTTCTATGGGGTTTGAGAATATAAATTTCTGGGCTGTGGGGGAGACACAAATCAGATAACCTAACACTGCTAAGATGGAGTGTCCCTGTTCCA 

TGCAGCCTCCCAGCCGGGATGGAACACACTCCTGACTTCCATGTTGTATCAGTTTGTCTAAAACATATCCATCCACAAGCTGCAGGCTAGAGGT 

TGGGATGTGATGGAAGACTTCCTTTCGCGATGAGGGTAGTGTGAGAGAGATCAGCACTCAATCCAGCCACAGTGCGGATGCCTCCTGGCTCCTT 

GCTCGATGGGACTGAGAGCAGCTCCTCAACACTTGAACCCTCCATTCTGTCCAGGAAAATACACACACTATTGTTCACCTCCTGGGAGTTGCCA 

TGAGGGTTAATGAACTCCGTGAAGGGGCCACCTCAGAACCCATCTGTCACCAGTACAGTGGACAGAAGAACTCCTGTGTGTAGGGATTGCGGTG 

ATG AAAC AGTGTC ATGT AG AAAAGTC C CC AGCTTGG AG ATGGATAAGGG CCTCCTGGTTCAGTCCTCAGCCCTACAGAGG AAG AACAAG AGACT 

CCCAGCTGCATACCCGCTGCAGAGTAGGTTCCTGGGAGTGTTGGCTTCTGGGAACAGAGGTGTTCCCAGCATTCCCTGGGACGTGCCAGTGACC 

TGCAGTGTGCGGCCTCTCTGCTGCTACCTGTTATCTCAGCCCAGCACTGGCCACATCTCTGCTCCTTCACTCCTTCCCTCTCTACTTCCATCTC 

ATCCCAATCCTTCTTTCTTTATTTCTCTGACTTCTCTCTTGGCCGCGTCTTCTTTCCGTGTAAGATTGTTCTGATGACCCCAGCATGTCAAATG 

ACTCTCGGTAACTCTTTTATTCTATTGTATTAATTTTTTAATTGAATGTATAATCAAACCTGGGTCCTCTAGAGGGGCAGCAAGTGCTCTTAAC 

CACTGAGCCATGGCTCCACCCCCTACATATTTGTCTTATTTTGCATGGTTATGTGTGTGTGTGTCCTTTCTCTCTCTCTCTCTCTCTCTCTCTC 

TCTCTCTCTCTGTGTGTGTGTGTGTCTCTGTCTCTCTCTCC^ 

NNNl^CCTCCCTCCCTCCCTCCCTCCCTCCTTCCCTTCGT^^ 

GTTGTAGGTGTGCATGCGGAGGTCAGAGGAGAACTCAGCGGAACCTGGAGCTAGAACTAAGGTCGCCAGGCTCAGCAGCAGGCATCTTTGTACA 

CTGAACCATGTTCAAGCCAAGGTTTTTAGTCTAAGCAAGAGGTTTTTTGTAGCTTTGGAAGGAGGGAAGAAGATGAATCTTTTCATGTTCCTCT 

AGACTGCCTTCAGTTCTTTTTTCCCCCTGTGTTGACATTTTCCCCTTCTCTCATCCCCTCAGCCTGTAGTCATTAACTTGCCAGACACTCAGCC 

ATGGATTGTCTTTATGACGTTGCTGAAGTTAGGAGCGTGTCATTCACAGAGAACCTAACCCATATATTAACTCAGGCACAGCAAATTGCTAAAT 

ACATGCCTGTAAGTCAAGAGCTTCAGGATGACAATCCAACCACTCCTATTGGAAGGGGGTGACTGAAACAGACTGGCAGTGGGCAAGGGAGGGT 

GAGTTTCTGCCACAGAACTGAGCTGGGGCAGAACACTGCCCTCTGGACACATACAGGGGCCCCAGCAGAGCATTTCCCAGGACGTGATGGCGAG 

GCCCCAGTCTAACAGGAAGTCAGTGGGCTCCTGCCAGCCTCCACTTGTTCAGTCCTTGTCCACAACTTGAGCATCCACACCACGGCTCATTCCT 

CCTCCTAGTCCCACTGGAATCCCTCTTACTCCTCCCAGGGCCTAGTTCAGTAAATGTCAGAGTAGCTACAAAAGATGAGCGCTGCATTAGATAC 

AGTGGCCAATGGATACGTGAGACCAGATCCACACATGCCGTACAAGTGTTGAAGAGCATCAGTACATGTGGAAATGGGAGCAGCATCTAGTGGG 

AATCATGAAGTACCCTGATCCAGGTGTCTGTGCATGGATCAGGAATGGTGCAAGAGAAGCCACACAGAGTCTGGGGACACAGAGTCTGGGGACA 

TGCAGCTCTTCAAAGCTTTTGTTACTAGTCTATGCTACATTTTATTTAAGAATGTTAGTTTAAATTTACAATCATTTTTAAACTCTGAATCAGA 

AGGTGGTATTGGTTCTCAGAAAGGAAGACAGCGATCTATTTTCCCAACTCTTGGAACATGATGTTCCTTTGGGAGGCAGTGGCCTGATGAGAAG 

CCCAGGGCTCTAGGTGCTGAGGTCATTACCCACACCTTATGACTCAGTGTCCCCCACACCCCAGTCTGAACACCTCTGTGAGTGGTGAAGGAAA 

GAGTCCTGCCTTCTGTATAGCCCTGGGCTTTGCCAGCAACCTCGTGAGAAGAGATGTCTAGGAAAACACACAGAAAGCAGGGTTGCTGCATGTA 

TGTAGAATCTCACTACAGAATGTAAAGCTTCGTGCTTCTCAGAACATTCACGTGTTTGTAAAAGCTTCATGCAACACTTGAGGTCAGTTGCTGT 

GTGCAGTCTAGTCAGGCACCAAATCCATGTAGAAGAGGCTTTTGTTTGGCCTCTTTAAAAGAGAAGTAACTGCTGATTTTTCTCAAAATGTTCT 

GACCTTTGTCTTGTTCACAGATATTCATTTTGTTGTTTGGTGTTTTTGTTTGTTTGTTCTTCCTAAGCTGGTGaAAAGGCACCCAAGCTTTCAG 

TTGTCACTCTTCTTCCATTTGCTGCTCTGGCCTGAAAGAGTGACCACAATGCTTATAAAGGGCTTTCAGAGTTCAGTCCCCACCTTCAAGCAGA 

GGACTCAGACAGATTCAGATAGCTGTGCCGTGCGTGCAGGTGGTAGGTTCCAATGTACTTGGGGCTATGGGCATACTTGGTAGCGATAACAACA 

TTTTATAAAGAACAATAAG ATG C CC CAGGTGTTGTCTTAGTGTGTATATCTTTGTATCTGCCTTGTGCTCCTATTCTATG CCAGGTCCCTTGAG 

AGCAGGGGCTTCCTGGTTCCGCGGTGTGTTCTGTGGTGCCTTAGCAAATCGATGCTTAAACAAATATGTTCTGTACCAAGCTTAACTTTTATCT 

TAAAAATAGCATAACAGTTTTTTAATGTATTTCATTTCATAGAAAAGCAGAGCCTGGATACTTTGCAGTA'TTTTTTTAAGTCTTGGCAGGGGAA 

ATGCTAAGTCATGAAAAGTTCTCAATCATTGTAGAAAAAGTGATTTTGTTTATGCTTTGACACAACAGGAATGGAGAATTTTTCAAAGAACCTT 

GGCGATCACTTGCTTAGATTCTCTCGTGTAGCCGTAGTACCGAGAACTATGCCTGACATTTAAAGGAGGCCTAATAGATATTTGTTGGGTGTTG 

GAGAGATGGCTCAGAGGGCAAAGGCATCTCTCACCAAGCCTGACAATCTGAGCTCAGCCCCAGTCCACAGCTACTAGAAGGAAAGAATCGACTC 

CCTCAAGTTGCCCTCTGACCTCCAGACACTTACCAAGACAGGCATGTATAAAATGTAATGATAATTTTTTTTTATAAAATACATTTGTTGGATG 

ACTGAGTAAACAGCTAGTGAGCTGCTCCTGTGTGCTAAGTACCACATGTTAAATTCTGGAGACTGAAATAATAAATAATGGATTTGCATACATA 

C CCC AGT ACTTTCTC C CT AC CC AAG AAT CAATGTAGGAG ACT AGTG AC CC CT CTAGC CAT C CTCATT C AGTGTGAG AAGGC AATG AAGAT AATG 

CAGAAATTTTATTTTTGTTGTGTGAGTGTTGTTAACCAGATATCATGGTTATCACTTCTAATCCCATAAGAAAGTAGAAGGCTGAGGTAGAAGG 

GTTACACGTTCAAGACCAGCCTTGGCTACTTAGCAAGACTATGTTTTAAAGGTCCAGTGGCTGTGGACCTCAGTATAAGAGGACTTTTATCTCA 

GTATAAGAGGACTTGCTTCCCGAATACAAAACCCTGAATTTGATCCTCAGCACTGCCCAAAGAAAGGAGAAAATGTTATATCGTGTCCCTGAAA 

CAAGGAGAAACAAAGAGTCGGCTTATGTCACTCTCCTCTTACGCCTGTCTTACTAACCTTTGTCCCAAGTTGTTTCATTTTCTGGGCAAAAGGG 

G ATCAGG ATTG CCCC AAGATAC AAATGGTGCT AAAGGTAGC ATGGAAAAGCTACAC CT CAGACTTC C AGG C CTAGGAACTCCCAGGTAAGTTAG 

TCAGGCTCTCTAGATGAACAGAGTTAATAGATCTTACGGGGCATCTATCAGATCAGCTTCCACAATGTGGACTGAACGGTCCAAAGTTGACGCT 

AAGCATTCTGGGAAGGCACTTGTACAGGAAACTAATGAGATGGGGCTGAGGTGGGACAAAGACGTGGTCAAGAGGAGGGAACTACAGTCAGATA 

GTTTAGCCTTGGGAGTAAACGTATAATTGAGCCCTCCCTCTTTCTCTCTCAGCCTTTCCCTTACTAATGTTTTGGGGTTTCTCTCTGCAGCCTG 

TGGTTTGACAGCTTCGTTCCCTAGCTGTTCTCACACACTATGTCTTTACCCTTGCCGCTCAACCAACTGGCACCCTTGGCAGGCTGCCTCTCCC 

TCCTGAAAGATCTTCCCTAACCTGCCCCCTTGCAGACAGACTTTCTAAAATGTGATCATTTAGCCCCTAACCCTGAGCTTACGCTCATTCTTAG 

TGGGTTGCACAGGCTCCCTTAATACAGATGTGTTCTTATTCTCTGGTGCTCTCGCCAGGGGCACCGCTGCATCCATCTCTCATCTCTCCCAGTC 

CATAGAACAGAGTAAATAAGTTCAGTGTAGTTAAACACAGGAGCTGGCCATGGCTCCAGGCTGTCCCCTGCCTCCCTTGCATTGTCCCGCACAG 
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CAGCCAGTGCTGTCACCATCCTGACACCGTAGGCATTACCTCATTCCTGTCCTCCTGGCATCAACCTCCCCTGCCTCCACATACTGCACATGCC 
ACCACCGTGTGATCGGTAGAAATGl'CATCCTGATCACATCATAGCTGTCATTAGTGACTCCTTGCCCTAGTGTGGAGGACACTCGAGTCTCCCT 
CACTGTCTCTCATCAGGCATGTGCAGACACATTAAACTCCACAGATGGCTCTGCCCTGCATCCGTGATGCCCATCCATGAGCACCCCCTTTCTG 
GAGTGGCCTG ATCTTCTTTCCACACTTGTCAGACTCCTCCTAGATG CTTTG TCACAGCCTAACACTGTTCTCAC C CCCGCCC CAC C CACTACAT 
CCACCGTGACTGTCCACCCTGGGCCGGGAATGCGTGCACACAAAGCAGAGGTGTTTTGGAGAGATTGACATAAACCTCTTCTTTGGAAGCTACC 
TTAGTCTGGTTTAATTTCTCAAGAAAACACTTGGCTTGTAAAGTTCTGTTTATTCTACCTCATGCATTCTGACATATAACCA'TATATTGCCTTG 
TGTTGTTATGTGAGTGTCTCCCATGCCTGTGGCCTGCTTTCACTGTCGATCCCTGGGTGTCTGATACCAGCGTCATCAGCTGCTGTTTGCTGCC 
TAGCAAGATACCCCCAGACTCCGTGGCTTAGGACAGAGGCTATTTATTATTTTTTATGGTTTCTGTGGTCCACTGGACAGTTCTGGTTTGCACA 
ACCTTCAGCTGCACTGAATCACCCGGGATAGATGTGGGTGAACAGTGACCCACAGCTGCCACCGCTTCGGTGTTTACAAACAAAAGAAAACAAA 
CAAAAACGTACTGGAACTCAGCCACACCATACTGCCAGCACTGCCTTTACCTTGTGACAGCAGAGGCAAGTCAGTGTAGTGGAGATCACCACAT 
GGCCTACATGTGTGCTGTTTGCTCCCTCAAGGAGACATTTACTAAACTAGAAAACCTTGCCGAGCCCTGCTCTGGGATGGCCAGGTGGAAAGGG 
CCTTACCTGGGGCAGCTTGTCTTTCTCTGTGGTCTCTCAGCGCCAGGGGAGTGGCCTGGTGGTTTGTATATAGCATAGCAGGAGAGGGCAAGGA 
CCTGATATACCTCCATAAGCCTCTGCCTCCC!AAGTGCTGGGGTTAAAGGCATGCGCCACCATTGTGTGCAGAAAATGTCCTTGACGTTGGCCTC 
CCCAGATATTTCTAGGCCTGAAGACTGCTTCCCTACAAAGACGGGTCCTACCCAGATTATCTAAACCTGTTTGCTAGATCCAGCTGTATAGTAT 
AAACCCTGCCTCCTTGGTTATCCGTGTGTAATAATTTCCACCTCTCTGCTGAGCTGTATGCAATAATTAGGAATCTCTGTCCAACTTAAAAGAC 
CGACATGGTGAGCTTCCAGGGTGTTTTCATTTCTCCATCAGAGGGCCCAGACCACCTGAGGGCGGAAGAAACAACTTTTCTCAGTGTCCATGTG 
TCAGGTGCCTGTCTTTTGCTCATTTCCTCACCTTCCCAGTCAGGGCCATCCCTGGAACTGTGATAGCATGGCATGGCTCTTTGGGGAGAAGAAA 
TTCAGGAATAGTATTGTGTAACTACTATGTGCCAGGAACAGCCTGTAGATGCGGTGATGGGCAGGGTACACCTACAGCCTGACTCGGCTTTGTG 
T CGTTGT C ATCCAGTTGGGAAATGAG AGTT CTCTAAAAT C CTTTC AAGGAATCCTT CAGGAAGGAG CTATAGCATAG CT ATATAACT CC ATGGC 
GATATGTGATGGCTGGTTGTCAACTTGATTAGATTAGTAAGCACATGAGAGACTAGTAAAGTGAACCTCTTTCTGCCTAGATCTTTGGAGATGT 
TTGCAGACATGGACCATGAGGTCTCTGACCTAGTCAGTGGTTTAGTCCATTGATACATTCTAAGTGTGAAGAGATTAATGGAGGTTCTTGGCAC 
TTCCTGGCTGGTGAGAGGAAGCAGGCCATGTAGGAAATGCTCTATGGGACTGTCTTGCCCTGGTCCCTTTCTGAATTCCTCGTCTGTTTTCTGA 
ATGCTGTGATATAAGCTGTACCGCCATGGCCCTCTCCTCCATGATGAGTTAGAACTTCTGAACTCGGGAGCTAAAATGAACCTTTCCTGCTTTA 
AGTCGTTTCTGTCAGGCATTTTGGTTTAGCTACAAGTAGCTAACCCAGTCTGCCATATTCACCCTCCGCGACCTCACACAATTATCTGAGCTTT 
TCAGATGCTGTGTCTTGAGGCTCTTTCTTGCTGGTGGCCTGACACATTTT,CAACCAGATGACGGTTTCATCAGGACACCAGTAACTCGGAAGTC 
TGATTCACTAGATTGAGTCCCTCAGGTTTCTCCTGTGGTTGTAACGGTCTACTCCATGCATTCAGATTAATGCATGCCTGCCTTATTCGCCCTG 
TGGATACACAATATTCCCCTTCTCCACATGTCTGGTGAGATGCTACCCCTCTGATGAAGCAGGCTCAAGTACCACTCACCCGTGCTGGTTCCCT 
GGTTGTTCCTCCAGCGAGCTCTTTCTTCCTCTGCTGTCACAGGCCTCGGAGTTTGGAGTGTGATGCAAATGGGGTGTAGCACACACTGCTGTTG 
TCTTAGGGTTTAGACTGCAGGCCAGGTCATGATTCACTTTAACGTCCTTCTGAATTCCTTTAACAGGGGAGACGTCTAGAAAAGTCTTGGCTTC 
GTTGCTGAGGCTGGAGCTCAGGTTGCGGGAAGCAATCATGATCTGCTGATCTGTACCCCAGTTCCACTTTATGAATAATGGACAACTGATTGGC 
ATGACTGCCATTTCCAAACCTTGGTCTTATTTCCAAGAGTTCATTGGGTTAAATGTATTTCATACTCATTAATAAAGAAAAAATTGCTGCATAT 
AAGC C ATCAATTAT ATAGTGTATCTG AAACTATGTTTC CTAGCACTAG AATATAG ATTATT AAGT CTAATTC AG ATGG AT ATAGGTG ACTCAAT 
ATATTTTGAAAACATTGAAATATACCTGTCATrAGAATCTCAAAACAGCTGTGGTAGAAAGGTTGGTACATGGTAGTATCCTCATCTTACAAAG 
AAAAAAAGTTTAACTTAAAAGAAACTATAATACTTGTACAGAATTAAGTAAATATATTTTTGTTTATATTAAATTAATAAATATATATATTATA 
TACGATATATACTCAAAGTGTAGGCGTCTAGCCTTATGATTGAGACAAAGCTTCCTTTCTAAAATCACCTGTGGATATCAAAACCTCAGCTCTA 
AGATTGGTATCAAAACTGATCTTATTTATAAATTGCTATGCACATCAACTGGACGTTCAGTTTGTCTTCCTGGGTACTCATCCCGGTATTACTT 
GTATAACATAATGTGATGTGGTATTACATGCAGCTCAGGAGAGATTAGAATGATTATTGGGTACATATGTTTTCCGGGGGATGTAATTAGGCAG 
ATTCTCACACCGTCATCAAGAGATTTCCCCACCATCATTAATCTCAAAATAATAGAAGGCTTTCTACATCCAACATTAGTTGAAGATTTGTAGA 
CGCATGCTCTAGAGTGGACATTTAGGGGGAAAAAAAGGCTTTGTGTGAAGTTTGGGTATTTGTTATACTTTAAAAACGAACATGCAGACTTTGG 
CATATGTAACTATTAGACTGATGTTCTGAGGATAGATCTGCATACCATTAGTTGTATTTTTGTTTTACATAGTTTGCTAGGTGGAAGGAAGGGG 
CTTTCAAGTTGAGGAGGGTCTCCAAAGTGCAGCATCTCGAATGTGTTGATATCTAGAAGAAGCAATGTAAAGAAGAAAAGATTTGAGTTAGCAT 
ATGGATGTGGCAAGTTTTCGTACATAGTCCCAGATTTCACTGATGCAGGAACCATGGTGATGCAGGGCATCATGGCAATGCAGCAGCCTGTAAC 
AGAAACTTCGTACTTCATGGTAGTCAGGAAGTGGGAGTGGAGATGGGATGCAGGAGTAAGAGACAGCAGCTAAGAGCACACCTACAGTGATTCT 
TCTTCTTGCAGGCCCTATCTTCTACAGTCGCCCAACCTCCCAAAATAGTGCGACCTTATGGTTATAGTTACTTTTGTGTCTCTGTGCTGTGATA 
CCATGACCAGGGCAACTGACAGAAGAAACAGTTTATTGAGGGATTTTATTTTCAGATAGTGAGCCCATGGCCATTATGGAGGGGAGCATGGCAA 
CAGGCAGGCAAGCATAGTGCTGGGGCAATAGCTGAGAGCTTATATCCTGTTCTGTGAGGCAGCATGGGGGCAGAGAGGGAGAGAGAGAGAGAAG 
'GAGGAAGGGGAAGAGGGAGAGAGGGAGGGAAGGAGGGGAGGAGGGGAGGAGGGAGGGAGGGAACCAACTGGAAATGGTGTTCTGAAACCTCAAA 
GTCTGTGCCTCTGGTGACACATCTCCTCTAACAAAGCCACAACTTCCAGTCTTTCCAAAACAGGCCCAACAGCCTGAGCCCAAGCATTCAAATG 
TATGAGCCTACGAGGGTGCTTCTCATTCAAACCACTACACTAACCTTCTTCTAAAACAAAACAAAACAAAAATCCCAGACTTTTGGGCCACATT 
CACATATATTCTATGGCTTTACCACTGTTTGCTGTGATACAGGTAGTTTGAAGCTAAGTTATATTAGACCTCATGAGATTTAACTAACCGGTCC 
TTGTATAATATACGTGTCCTGGCCTTTGTGTCTTGTAGATCATACGGATGACAGATTCTGTGTTACTGTCTTTTTACAATAATTTTTTTTCATT 
TATTCTTTGATAACTTCATAGATGTTTACAGTGTATCTTCCTTATAACCAATCAAAATCCTCCTTCCCACTCACTTCAGAATCCCCAAATACTT 

TTATCTTCACCTTCCCTACCCCAACTTTTCCTGGATCCAGCCCCGGTCTCTTCCCACTGACTTTGTTTCTTTTTTTCTCCACCAAGGCCAATTT 
GTGCTGCTCAAATATTCATGTATATATGGCCTTCCACTGGAGCATGATTAACTTATCAGGGGCTGCACTCTTAGAGAAAACTGACCCTGTTGTT 
TTGTTGATTTTTTTCAATAATGTTTTTCTTTCTTATTACTCTCCTGTTTAACTATTATTCTAGCATGGTTACTTGGTCCTGTGATCTCAGGGAT 

TGGAAAGTTTATATTTTCTATCATATTTTCCTCCTGATAGACAGCTTTGCTGGGTATAATAATCTAGGTTATATCTTTCAGGGCTCAAAAAACA 
CCATCCCACGCCTTTCTGAATTTTAGAGTCTTGGTTGAATGGCAGGCTGTAATTCTGATGGCCTGAGTTCATGTAAGACTTAGCATTTCTTGTC 
ACTTTCAATATACTTGCTTTGTTCTACATACTTACTGTCTTAATTAAAATAAGACTAAGAAGGTTCTTTTGTGATTTTCTCTGTTTGGTCCTAA 
ATGC CT C CCATATCAGGTTG ACATCTTTTCCT AAAAAGGGG AAATTTTCAATTATGATTCTGTTGAAAACATTTTTATGT CTTTAGAACAAGAT 
TATTCTTCTATGCCTATGACTGTAGGCTCAGTATTTTCAGAGTGCTGCACATACCGTGAAAGTCTTTGACGTCTGTTGTTATCTAATTGTGCCA 
TCCCTCCACTTTGTTTTGCAGCTCAGAAAATCTGTGATTTTCCTTGACCCATTTTATTAGTGAGACTTTCCACAGAACTTTTTATTGGTTATGT 
TTTTAATTTCCATCATTTCAAGAAGTTTTCCATCACTGTCTTTGTTTTCATAGTTCCTCTTCCGTATCTTGCACTGTGGTCTTTATTGCACACA 
GTTGGTCATTTGTGTGCTTAGTCAGGAGCTTATTTC CTTTC ATTTCTTGAACAATAATTCTTAACCCTGTCTAGGGTTTCATCTGAATCACTCT 
CACTAGACGCTGTTACTGAAAAGTTAGTTGTTCTGGAGAAGTTATAGTGACATGATTTTTGTGTTTTTTCTTATTACTATTTTGGGAGTCACAT 
ATCTGGGATTATCTTGTTGCTTGGGGTTTTTTCTTGCATTGGATATATTCTTTCATTTGAAGTGTTTGCAGAACTCAATGGGTGCTTGAATTGG 
TAACGTGGGGTATGTTGTTTAGAAATTAGTTAAGTCCGGGAACTAGGGGCTGGTACAACTTATATGTCATCTCTGTGTAGACTATTAACTGCAA 
GAACAACCACGGATTCTGGGTATTGCCTCTAGATGTAAATGTTGTATTATCCAAATAACAAAAGCAATTCCTTTAACTTTAATAACTTTTGGAA 
AATGAACAACCAAAGATAATATGAAGTATAGTTTGATTTTAGTTGATAAGGTTGGAATTGAGAGGGAAGGAGAGTGGGTGAGGCTCAAGACAAG 
ATCAAAGGACAGTGGCAGAAATGTCGAGGTGATGCAGTAGCTGAGAAGGGACGGTTGAAACAGTACCAGGGTCCACAGATATTAGAGATTGATA 
AAG CTAGGAAAGGG CC AGC CTGAGCTAC AGAAC AAGTC CTAC AAC AGT CAGG ACTAC AC AGAG AAAC C CTGTCTC AAAAAAC CAAC ATAAAAG A 
ACCATGGAAGTCTTTAATTAAGTGGTACAAAGAGGAGAACAAATGACAGAAAGAAGGAAAGTTGTCAAAATAAAAGGAATAAAATGAGATACAA 
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GTGAAAGGCATGGTAGTGTCTCATGTTAGCCTGAGTAAAGAAACACATAGCAATCTTAAAGTCTAACTGAGCAATATACCACAAATCCAAAACC 
ATCATAAGATGTATATGCAAGGGTATAAAGGGTAATAAATAATATAAAATGAGCTGGGCAGTGGTGGCACACACCTTTAATCCCAGCACTCGGG 
AGGCAGAGGCAGGTGGATTTCTGAGTTTGAGGCCAGCCTGGTCTACAAAGTGAGTTCCAGGACAGCCAGGGCTACACAGAGAAACCCTGTCTCA 
AAAAAACCAAGAGAGAGGGGGGTGGAGAGAGACAGAGAAGCAGGGGATAGGGTGCTGGAGCAGTGGTTAAGAGCACTGGCTGTTCTTCCAAAAG 
ACGCGGCTTCAAGTCAAGCACCCACATGGCAGCTCACAACCATCTATAACACCAGTACCAGGAGATCCAGTGAGTTCTTCTGGCCTGTATGGGC 
ACCAGGCACATGCAAGGTGCATAGACATGCATGGAGCCAAATCATCCATGCACATAAACTAAAAATAAATTGTAAGGTCCAAAGGGGTCAAGGA 
TGCTGGGAGAAAACAGCTCGCAGAATCAACTAAGCAGGGCTTATAGGAGCTCACAGAGACTGAAGGGCCAATCACGGTGCCTGCATGGGTCTGT 
GCTAAGTCCTCTGCAGATGTTATGATTGTTTGCTTGGTGTTTTGTGGAGTAACACTGGGAGGGGGTGTCTCTGAGTATTTTGCCTGCTCTCCAA 
ACCCTTCTCCTTCTACTGAGTTGCCTCATCCAGCCTTACTATGAGGGTTTGCGCCTAGTTTTATTGGAACTTGTTATGCTGCATTCGGTTGATA 
TCCCTGGGAGGCCTGGTTGGTTGGTTGGTTGGTTGGTTGGTTGGTTTTAAAGAAAGTGGATAAGAAGTGGATGTTGTGGGGGGAGTAGAGAGGA 
GAGGGAGATGAGAGGAGTGGAGGGGGAGGAAACTGCAGTTGAGATGTATTATATGAGAGAATGAATAAATGAATGAATGATCTTTGGGGGGGGG 
GGTTCGAGACAGGGTTTCTCTGTGTAGCTCTGGCTGCCCTGGAGCTTACTCTGTAGACCAGGCTGGCCTCGAACTCAGAAATCCGCCTGCCTCT 
G CCTC CC C AAAGTG AAAAGTAAAACT AAAAGTAAAAG AATACGTATGGGGTG AGTTG C AGGTAC ACCTGTGCTG AGTT CAGAGGTGAAGTTCTT 
AGTCAAAGTAGCTCTGGCAAGTTGCAAATGGTGCAGTGTGGGGAGAGGAACCTGTGAGCCATTAATCTCTGTGACTTCTGTGTTCTCTGTGGTT 
CTGTTATTGGGGAAGGGGAGGCTGTAAGTCCTTGCCTGGTCGCTTGGCACTCCTCTGTGGGCTCTGTTGGTCCTACAGGCTGATGTGTGTGAGG 
AGCAGAATTTTCCCTCCAGTTTCTCCCGCTCTCTCTAAGCAGCTGAATTCAGCAGTGTTGTGCCAATCAAGAGGGCTCGAAGATGGGTCTCCAT 
GGGGCACTTCTTAAGGGCTCGAATGTGTGGCACTTTCAAGAATGTTGGCACTGAAAATACCCGGTGTCTCTTCTACATAGTCACTTTTTGTCTT 

ATCGTCCCATATACCTCTTCCAAATCTTTCTTTAAATTCATGATCTCTTCTTCACTAATTTATTATTGCATATATGTATACATATACATATATT 
TCTAAATATACACATTACTAAATGTAACCTGTGTGGTCTATCTAATGTTAGTTGTATGTGTATTTTCAGGCCTGACTTTAGTCTCCCACTCCTA 
ATGTTCTCAGTTCCCCATAGTTTGTTCTGTAGGGCTGAGGCTTGTGGGCTTTTCCCGGTCGATCTTAGCATGTCCATTGGTACTACCCTTGTTC 
GGTTCATGGTTAGGCAGACGTGTTGGGG'AGACGAGATGAGTATAGCTTCTGACATTGCTAGGAGACATAACTTCTGCCACCTTCTCTCGCCACC 
ATGATACTCTACCTTACTCAGACTAGAAATGGTAGTTCTCAAAATTATGGACTGAAACCATATGCCaAAATATCTATCTCTTTAAATTATTCCT 
CCCAGGAGTATTCCACAGTCTGATTATCACACTAATTTATTTTTATTTATATCCTGAAGTGCTGCCTTGCCCCTCCTTGGCCCTGTGTTTTCAT 
CCTTTTCTCCCAGATTCACTCTGTGTACAGCCACTAATACGAGTTTTTCCTAAGTAGTGATGAAGTGTCACTCCCATGAGTGCTCAGTGTCCTA 
AACTGGCTGTACCCTACGGTTCCAACTGATGCAAAGAAAATGTCATCTTCTAGGATACTTCACTGGTTAGAACCTTTACACTCTTAAAGATCAC 
C AAGT ATGGAAACAAAATGCC ATAAAT C AAAAC C AGC AAAAAC AAC AAATG ATATATATGTTGATTAT C C CCTACCTAC CAAGGATGCTATATG 
CTTGAATTAACAAATTAAGAAATAAGAATAGTTCTGCATTTAAAATTTAAGTTTAAGATGGAATATTAAAAAAATAAACAGGAAGCAATGAGCT 
ATCAGATCACCAGGCATCTTTCAATATCAAAGAGAAATGTTCTAATACTGAAAACAGTAATTATCGATAACTACTGTGGATGCCCTCACTTGTA 
ATGAGTAAATTAGTAAAATGGAAGATTAAACTACAACAGATTTATACAGTGACACACAAACAGACAAATGAAGCTAAAGAAAAAAGCTCGTAGA 
TATATCAGGCATGGTCTAAAGCCTGGTTGAGCCCACCCATCTCCCAGATACAACGTGAAGCAGAGTGCTCTCAGTGGTGGTCCATACTGCTGCT 
GGAGAGTTCCGTAAGGTGAGAAATGTTTATTGCCTTTACACTCAGCCTGAAGACCCTCAAATGCTACATTTCAGAAAGACTAGGGGAGAGTAGA 
GAAATGGCTGAAAAHl^ttlNNNl^ 

NNNNNNNNN^^ 

NNNmJNAGTAAGAATAATACCTTAAACTTCCAAAAGCATTGTTTTAGATTTATTTTAAGTGTAAGAGTGTTTTGTCTGTCCTGTCTGGTGTATG 
TATGTGCACTACATGCATGCCTCTGACCTGGTGCTGGCAGAGGCCAGAAGTGGGCACTGGATCCTGTGAAACTAGAGTTGCAGATGGTGTGAGT 
CCAGTCCTCTGCAAAGTCAACACTGCTGTTAACCACAGTTGTCTCGCCAGCTCGTTGAGACATACTTTTAAAGTTAACAATGGAAGAAGATGTA 
AAATCATTTTTTAAAAAATCAGAGGAAATAAAAAGCAGAAGTACATTTGTAGAAAACAAATGTGATTATATTAACAATCCCAAAATATATAAAT 
GACATGCATAAATCACAACATACATAAATTATAAAAGAAATGAATAGATTTCTAACTAAGACAAATGGATTGAGATTAGCGGGTTTTGGTTTTT 
TGTTTGCTTTGTGTTTTTTTTTTTTTCGTCAGAAAATTTCGTTGACTGTAGTGTCAGGTGGTGATGAGCTGAACAAGAAGTAGTCAGAATTTCT 
TAGCTAGCAGTAGTATCTTAGCTGTGTGTCTTGGGGACAGGTTTTTCTAACATGGACTGAGAAAAGTCATAAGTAAAGGGGTGCAAATCATTGC 
AG CAAAG ACT AATC AAAAAG AATCTAGAATTGTGTTATTTTTT AAGT CATCAAAATAATTTATAAT AGTT AAATGC CT CTTAAATACACATG AT 
ATCTTCTGAAGCTAAAAGTAATATGCACTCAACCAGTTTCTTAAATCTATTTGGAAACATTAAACATGATAAAAGTAAAAAAAAAAAATCTCTT 
ATGAAGTGCTCTATGAAAGGAAATTGTGACAGGTTCCTGATTAGACAGAAACCATTCCATCTCCAAGGGAGAATACTCAGTGTAACTGTGGCTT 
CCTAGAATGAATTGGGTAGTGTTCATTCTGTTTCTATTTTGTGGAATAGTTTGAAGAGTATTGGTAGTAGGTCTTCTTTGAAGGCCTGTTAGAA 
TTCTACACTAAACCCATTTGGTCCTGGGCTTTGTGTGGTTGGGAAACTTAATGACTGCTTGTATTTCTTTAAGGATTATGGGACAGTTTAGATG 
GCTTATCTGATCCTGATTTAACTTTGTTATTTGGTATCTGTCTAGAAAATTGTCCATTTCATCCAGATTTTTCAGTTTTATTGAGTATAAGCTT 
TTGTAGTAGGATCTGAGGATTTTTTGAATTTCCTAGTTTCTGTTGTTACATCTCCCTTTTCATTTCTAAATGTATTAATTTGGATACTGTCTCT 
GTGGCCTCTGGTTAGTCTGAGTAAGGGTTCATCTAGCTTGTTGATTTTTCTCAAAGAACCAGCTCCTGGTTTTGTTGATTCTTTATATAGTTCT 
TTTCATTTCTATTTGGTTGACTTCAGCCCCCAGTATGATTATTTTCTGCTGTCTTGGGTGTATTTGCTTCTTTTTGTTCTAGAGCTTTCAGGTG 
TGCTGTCAGGCTGCTAGTGTGTACTCTCTCCAGTTTTTTTTTTTTTTTTTTTTTTTTTTGGAGGCACTCAGTGCTGAGTTTTCCTCTTACCACT 
GCTTTCATTGTTTCCCATAAGTTTGGGTATGTTGTGCCTTCATTTTCATTAAATTCTACGAAGTCTTTAATTTCTTTATTTCTTCCTTGTCCAA 
GTTAACATTAAGTAGAGTGTTGTTCAGCTTTCATGTGTATGTGGGTTTTCTGTTGTTTTTCTTGTTATCGAAGACTGGCTTTACTCCGTGGTGA 
TCTGACAGGATGCATGGGATTATTTCAGTCTTCTTGTATCTGTTGAGGCCTGTTTTGTGACCAGTAATATGGTCAGTTTTGGAGAAGGTACCAT 
GAGGTGCTGAGAAGAAGGTATATCCTTTTTTTTTTTTAGGATAAAATGTTCTATAGATATCTGTTAAATCCATTTTGTCCATAACTTATGTTAG 
TTTCACTGTGTCTTTGTTTAGTTTCTGTTTCCATGATCTGTTCATTGCTGAGGGTGGGTGTTGAAGTCTCCAATTGTTATTACTGTGTGAGGTA 
CAATGTGTGCTTTGAGCTTCAGTAAAGTTCCTTTTATGAATGTGTGTGCCCTTGCATTTGGAGCACAGATGTTCAGAATTGAGAGTTCTCCTTG 
GTAGATTTCTGCATTGATGAGTATGAAGTGTCCTTCCTTACCTTTTTGATAACTTTTGGTTGAAAGTTGCTTTTATTCGATATTAGAATAGCTG 
CTCCAGCTTGTTTCTTCAGACCGTTTGCTTGGAAAATTGTTGTCCAATGTTTTATTCTGAGGTAATGCCTGTTTTTGTCACTGAGGTGCATTTC 
CTGTATGAAGCAAAATGTTGGGTCCTGTTTATGTATCCAGTCTGTTATTCTATTTCTTTTTATTGGAGAATTAAATCCACTGATATTAAGAAAT 
ATTAAAGAATAGTTATTGTTGCTTCCTGTTATTTGTGATGTTATTTTTATATTTGTGTGGTTATCTTCTTTTGGGTTTGTTAAAAGAAGATTAC 
TTTCTAAGTTTTTCTAGGGTGTAGTTTCCCTCCTTGTGTTCGTGTTTTCCCTTTATTATCCTTTGTAGGGTTGGATTTCTGGAAAGATATTGTG 
TGCATTTGTTTTTGTCATGGAATATCTTAGTTTCTCCATCTATGGTAATTGAGAGTTTTGCTGGGTATAGTAGCCTGGGCTGACATTTGTGTTC 
TCTTAGGGTTTGTATGACATCTTCCCAGGATCTTCTAGCTTTCATAGTCTCTGGTGAGAAGTCTGATAGGACTGCCTTTATATGTTACTTGACC 

CTATTTGGAATTCTGTAGGCCTCTTATATGTTTATGGGTATCTCTTTCTTTAGGTTAGAGAAGTTTTCTTCTATAATTTTGCTGAAGATATTTA 
CTGGCCCTTTAAGTTAGGAATCTTCACTCTATTCTATACCTATTATCCTTAGGTTTAGTCTTCTCATTTTGTCCTGGATTTTCTGGATGTTTTG 
GGTTAGGAGCTTTTTGCATTTTGCATTTTCTTTGACTGTTGTGTCAATGTTTTCTATGGTATCTTCTGGACCTGAGATTCTCTCTTCTATCTCT 
TATATTCTGTTGGTGATGTTTGCATCAATGACTCCTGATCTCTTTCCTAGGTTTTCTAACTCCAGGGTTGTCTCCCTTTGTGATAGTTTTGTTC 
AATTCCTTCACCTGTTTGGTTGTTTTCCTGCAATTTTTTAAGATATTTTTGTGTTTCCTCTTTAAGGGCTTCAAGCTGTTTATCTGTATTCTCC 
TATACTTCTTTAAAGGAGTTATTTATGTCTTTGTTAAAGTCCTCTCTCATCATCATGAGATATGATTTTAAATCAGAGTCCTGCTTTTCTGAGG 
TATCCAGGGCTCACTGTGGTGGGAGAACTGGGTTCTGATAATGCCAAGTAGCCTTGGTTTCTGTTGCTTATGTTATTGCCCTTGCCTTTAGACA 
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TCTGGTTATCTCTGGTGTTAGCTGGTCTTGCTGTCTCTGACTGTGGCTTGTCCTTCCTGCAAGCCTGTCTATCAGAACTCCTGGGAGACCAGTT 
CTCTCTGGGAGGAATTTGGGTATGGACAGCTGTGGTACAAGGTCAGCTCTGGGGTGCAGACAGAAACTGGAAGGATCCTGTCCCCAGCTGCTCC 
TTGCTTGCTATGTCCTGAAGGCTCTGGGCAGGTCCCAGGAATTTGAGCAGAAGTGGTGGTCTTACCTGTGCTCACAGGCATGTCCGAACTCCTG 
GGAGACTAGCTCTTTCCCAAGGGrATATAGATATGGAGTGCCATGGCACATGATCTAGAATTGCTTTATTGATACGAGTCAAAATACACTCAAA 
GACAAAAGGCGTTGTAAGGCTAGAACTCTTACATATGGCTTGAAATATATAAAATGTTAAAACTACACATGACATTGGAAATGTATACTATTTC 
TAAAATGGCCTCAATATATGTAAAACAAAAATTAATAAAACTTTAG 

AGTAATAAACATGGAATTTAAAATGGTAGGAGAAGACATTTTTTTTTCATAGACACAGGAAAGTGCACCAAGCACCTAGAATATGCAGATCCAC 
TCTGCATGGAGGAATTATTAAAAAAAAAAAAAAAAAGTTGACCTCACACTAAATGCAAAACTGGTCTCAACAGATTTCCAGGAATCACAATTAA 
GATAATCATATATTTTTTAAAGATTTATTrATTTACATATATGAGTACACTGTAGCTGTACAGATGGTTGTGAGCCTTCATGTGGTTGTTGGGC 
TCCAGTCAACCCCAATTGCTCTGATCAGCCCCGCTTGCTCCAACCCAAAGATTTATTTATTATTATAAATAAGTACACTGTAGTTGTCTTCAGA 
TGC AC C AG AAG AGGG CATCAAGTCTCATTACGGATGGTTGTG AGCCACCATATAGTGCTGGG ATTTGAACTCAGGACCTT CAGA CGAGTAGTCA 
GTGCTCTTACCTGCTGAGCCATCTATATTTTATGAGAATTAAGTTACCATTCAATAACCATACAGTCAGCCCCCTCCCAAGTTCCCCTTAAATG 

tggaaattttcaaacatttctgagtaaatcactaaaacggaaatttttaaatacttagaactgaatggtgatgaaaatagtacatttcagaact 
tgaaggatgcagc^gaagttagatgtgataagctgtggggcagtagagggcaggatgaggcgaaaacagtaggcaggagtgacattggcagtaa 
agatgctgtctagtgaatctacagatcccagaagatgcttctgtggataggctcatggtacagggatcaaccagacttttttttttttgtaaca 

AGATCATATGTCTGGCTTTGTAGGTGACACTGTCACCACTGCTCAGCCTTGCCACCACAGTATGAAAGCAGCCATGTGATGTATAAATGACTGA 
GTATGGTTCTGGTCTAATAGTTCCATATATAAACTAGCAATGGACCATACTTACTATTCAGACTATGATTTCCCAGTTGTTGAACTAGTTATAT 
GTCTAAAACTGACCGTAAATGATGGGAAATTTGAATAAGATTGCTGGATATAAGATCAGTATACAAAAACAATTGCCTTTTCATTTGTCAG'TAT 
CATGGAAAAGTAACTTTTTAAGAAGTGGTCACTGAGCCAGTGGTACTTGGCTATAATTTTACCACTGCAGAGGCAAGATGGTCATGTGATTTAA 
AAACTAGCCTAGACTACATAAAAAGAATCTACCTTAAAAAATGCTTAGGGTTGATAGTCACAACAAAAATAAGTAATAAGTGTACTAATGTTCA 
GAGTCTAAAGAAACTAAAACAATTAATTGATCTGCTTCAAACCAGTAGTTCTCAAAAGTTTGATTTCCAGATCCTTCTATGCTCTAAAAACAGC 
TGAGAAGTCATAAGATCTCTTACTTAATTGGGCTTTATCAATCCGTAGTCATAAGACATTTAAGTCAGCTACTAATTTTTAAAAATAATGAATC 
TGCTATACACTAAATGTTTGACACATCTTTATGAAGTAAATTGCACTTTCAATTTAATTGATGAAAATGTTTTTATATTTTTTCCAGCTCTCTT 
TAATGACAGCATAAATAAAGGCACTGGAGTCCTGATAGCTCTTTCAATGTTGAATCTGCTGTGCTCTGTAGTTTTACTTTTATTATATGAAAAA 
CCTATGTGTTGACCTGCAGCTAGAGAAAGGGACCACACTTTAATAGCTCCCCAGTTTCCAAACAATGGAAGGTATCTCTTCTTTGATACTTTAT 
CAGTCTTTGGCAGGTCATAACTAAGAAGGTAGTTGCAATATGGGACCTAAAACTGTATCGCTGAGCTTGTCATGTTCCATCATATTAAAATTCA 
TTGTTCTGCCTGACACCCTTGGATGCATCTTTTATCCAAGGATGGTTGTGTGAAGGCAGTTGACTATTTGGAAAAGGCTGGGTTGCCGAGTTAA 
GTAGCTCTTCAAAATGATGATACTGTTTTATGTCAAATTTTTCACTTATTAACATGATCTTCAGGGGGAAAAAAGCTTTCAAGTTCCGAGAAAC 
TGTCAAGCTAAC!AGTAGCAAATGTACACTTACCAAAACTCTGA 

TTTTTCCTGAAGTGACAAATCTCACTCACCTTGTTCACTGTCAAGAAAGTATCTGCCAAATCCCCACGTCTGGATAACCTCAGTTTGTCAGCCG 
TTCTTCCTAGTAAAAAAAAAAAAAAAAAAAAAATCACATTATGTGGGAGAAAATGTGTCCTAAGCATGTTAAAGTTACAATTTGCCTGAGCACA 
GTGGCATCCTCCTTTAAGCCCTTTAATTCTAGCAGAGGCAATGGGAACTTGTGAGTTCAACCCAGCCTGGTCTACATAGTTTCAGGCTACCCAA 
GTTACATAGTGAGACCTTGTCTCAAAATTAATTAATTAATAATTAATTATTAGTAAAAATATTAAGATAAACTTACAGTTCAAACCACCCCACA 
AATGCTCTTCCATGAGCTAACAGTCATATTTCAATGTGCAGTGATACTGTACATTGCACAGAACATTAAGATGTTAAGTACTCGAGTGTCTTCA 
GAGAAATAACAGTTTCATGGATGAACACGGACATTTTTTATTAAACTAATAAAATTTATTTAAAAATACACAACTTAGCATTAACATTTTTAAG 
TCATCAAAATAATTTATAATAGTTAAATGCCTCTTAAATGCATGTGACATCTTCTGAAACTAAAAGTAATATGCACTCAACCAGTTTTTAGAAT 
CTGTTTGTAACATTAAACATGATCGAGGTAGAAAAAAAAATCTCTTATGAAGTCCTCTAAGAAAGGAAATTGTGACAGGTTCCTGATTAGACAG 
AAATCATTCCATCTCCAAGGGAAAATATGCAGTGTAACTGTGGCTTCATAGACTATATTGGGTAGTGTTCATTCTGTTTCTATTTTGTGGAATA 

TTTAATGACTGCTTCTATTTCTTTAGTGGTTATGGGACTGTTTAGATAGTTTCTCTGATCCTGTTTTAACTTTGGCACATGGTATCTGTCTAGA 
AAATTGTCAATTTCATCCAGATTTTCCAGTTTTGTTGAGTATAAGCTTTAGTAGGATATGAGGATTTTTTTAATTTCCTCAGTTTCTGTTGTTG 
TGTCTCCCTTTTCATTTCTAATTTTGTTAA'TTGGGATAATGTCTCTGTGTCCTCTAGTTCGTCTGGCTAAGGGTTTATCTATCTTGTTGATTTT 
TCTCAAAGAACCAGCTCCTAGTTTTGTTAATTCTTTGTATAGTTCTTTTTGTTTCTGTTTGGTTGATTTCAGCCCTGAGTTTGATTATTTCCTT 
CCATCTACTCCTTGAGTGTATTTACTTCTTTTTTTTTTTCTAGAGCTTTCAGGTGTGCTGTCAACCTGCTTGAGCATGCTCTCTCCGAGACACT 
CGGAGCTATGGGTTTTCCTCTTAGGACTGCTCTCATTGTGTCCCATAAGTTTTGGTATAATGTGTTTTCGTTTTCATTAAATTCTAAAAGTTTT 
TAATTTCTTTATTTCTTCATTGAGCAAGTTATCATTGAGTAGAGCGTTGTTCAGCTTCCATGTGTATGTGTGCTTTCCCTTGTTTTCTTGGTAT 
TGAAGACCGGCTTTACTCCATGGTGATCTGATAGGATGCATGGGATTATTTCAATCTTCTTGTATCTGTTGAGGCCTGTTTTGTAACCAATAAT 
ATGGTC AGTTTTGCAGAAGGTAC CATGAGGTGCTGCG AAG AAGGT AC ATTC ATTTTGCTTTAGGATGAAATGTTCTATAAATAAT CTG CTAAAC 
CCTTTAGGTTCTTAACTTCTATTAGTTTCACTGTGTCTCTGTTTAGTTTCTGTTTTCATAATCTGTCCATTGCTGAGAGTGGGGTGTTGAAGTC 
TCCTACTATTATTGTGTGGGGTGCAATGTGTGCTTTGAGCTTAAGTTTCTCTTATGCATGTGTGTTTCCTTGCATTTGGAGCACAGATCTTCAG 
AATTGAGAGTTCATTTTGGTAGATTTTTCCTTTGACTAGTATGAAGTGTCCTTCCTTATCTTTTTTGATAACTTTTGGTTGAAAGTTGTTTTTA 
TTAGATACTAGAATGGCTACTCCAGCTTGTTTCTTGGGACCATTTGCTTGGAAAACTGTTGTCCAATGTTTTACTCTGAGGTAGTGTCTGCCTT 
TGTCACTGAGGTGCATTTCCTATATGAAGCAAAGTGCTGGATCCAGTTTACATATCCAGTTGGTTAGTCTATGTCTTTTGTGGGGGAATTGAGC 

TTGGGTTTGTTGAAAGATTACTTTCTTGCTTTTTCTAAAGTGTAGTTTCCCTCCTTGTGTTGGTGTTTTACAACTTTGTAGGGCTGGGTTTATG 
GAAAGAGATTGTGTAAATTTGGTTTTGTCATGGAATATCTTGGTTTCTCCATCTATGGTAATTGAGAGTTGTGCTGGGTATAGTAGCCTGGGCT 
GGCATTTGTGTTCTCTTAGGGTCTGTATAATCTGCCCAGGATCTTCTAGCTTTTATAGTCTCTGGTGATGAGTGTAGTGTAATTCTGAGAGGAT 
TGCCTTTATATTGACCTTTTCCCCTTACTGTTTTTAATATTCTTTCTTTGTTTTGTGCATTTGGTGTTTTGATTATTATGTGTCCGGAGGAATT 
TCTTTTCAGGTTTAGTCTATTTGGAATTCTGTAGGCGTCTTGTATGTTCATGGGCATCTCTTTCTTTAGGTTAGAGAGGTTTTCTTCTATAATT 
TTGCTGAAGATATTTACCGGCCCTTTAAGTTGGGAATGTTTGCTCTCTTCTATACCTTTTAACCTTAGGTTTCATTTTCTCATTGTGTCATGGA 
TTTCCTGGATGTTTTTGGGTTAGGAGAGTTTTGCTTTTTGTGTTTTGACTGTTGTGTCAATGTTTTCTATGGTATCTTCTGCACCTGAGATTCT 
CTCTTCTATTTCTTGTATTCTGTTGGTGATGCTTGCATCTATGGCTCCTGATCTCTTTCCTAGGTTCTCTATCTCCAGGGTTGTCTCCCTTTGT 
GATTTCTTTATTGTTTCTATTTCCATTTTTAGATGCTGAATGGTTTTGTTCCATTCTTTCACCTGTTTGGTTATGTTTTCCTGCAATTCrCTAA 
GAGATTTTTGTGTTTCCCCTTTAAGGGCTTCAAGCTGTTTTACCTATGCTCTCCTGTATTTCTTTAAGGGAGTTATTTATGTCCTTCTTAAAGA 
CCTATATCATCATCATAAGAAATGATTTTTAGATCCAGATCTTGCTTTTCCAGTGTGATGTTGTTCCAGGACTTCCTATGGTGGAAGAATTGGA 
TTCTGATAATGCCAGGTAACCTTGGTTTCTGTTGATTGTGTCCTCATGCTTACCTCCTGCCATCTGCTTGTTGCTAGTGCTACCTTCCCTCATT 
ATATCTGACTGGAGCCTGTCCTTCCTGTGATCCTGGTTGTGTCAGAACTCCTCAGAGTCCAGCTTTCTCTGGCATCCTGTGATTCTGGGATCCT 
GGGATCCTGGGATCCTGGGATCCTGAGATCCTGGGTATGTCAGAGCTCCCATTAGTCAAACTACCTCTGGGACCCTGATATCCTGGTGTGGCCA 
AGCTCCTGGGATCATGTGATCCTGCGATCTTGGTCATGTTAGAGGCCCTGAGAGTGGAGCTTCCTCTGGGTGTTGTAGGAGTGGCTATGGAGTT 
TGCGACCAATGTCTGAACAAGTACATTTTAAAGTAAAACTCATGTCTTTATGTTTTGCTGATGAGTGTGTGGTGGTAAAGAACTCACACAGTTT 
GGTGCCATACCAGCTTCCTGCTGAGGCACCAGAGTTTTACCAACCATTGTGTTTGCAGCCTTGGTGGAAATGCCAATGCTGTGGAATAGTCATT 
AAGCTTCTTTGTATTGCAAGGTGAGCATCAGTACTGTGAAAAATAAACTACAAAATTCAAACCCTTTGAGACACTGACATGATAACACAAGAAC 
AAAAGTCCATACCAAGTG CAAAG TCCCAGTCACAG TG TAGAAGCA CAGGGGATATTGTACGGAATGAAGC CAGGTGTCAGGAGC CATGG CTGGG • 
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CGGTTATGAGCACTAGCTGCTCTTCCAGAGGTTCCTGGTTTAATTCCCAGCACCCAAATGTTGATCACAACTGCCCATAACTCTAGTTCCAGGG 

GATATGATGCCCATGTCTCACCTCCTCGAGCACCTGAAAGACACATGGTGCACATACATACATGCATACAGTCCAAATACTCATACATGTAAAA 

ATAATTTAC GTT C AGGTTATATATGC ATGAGGTATATATG AG AC ATAAATTATCTTTCTT CAG ACTTAGGTC CTGTCCC AAG ACAGCTC ATTAT 

GTACTTGCAAGTATTCCAAACTCTGAAGCAGTCTAAAATCTCAAATTCTCTTGGTCCCTAGGATTTTGCATAAGTGATACTTGACATGTAGTAT 

GAAAATAGTATTGGTTTAACTGGCATTCTGAACAAGCAAACAATCCTAGAGATACACATAGATCCTTTGTCAGAGAGTCCTGTGTTTCTTCCTA 

TGTGTCACTTGGTTCTACACGAATGTTTAGACAGGCGTCATCTGTAGTCCTCCGCTGACTTTCTTTTGTGTCACCCTATTCTGTCTTTATGGTA 

GAACTTGGGACTATTGAGTAGTTTACTGTTCATTTGCTTGGGTGTTTATTGTCTGTCTCAAGACCTGACATATGAGTCTGTCCTAGTCAGCACA 

GTAACTGTTTCTGAAACCTAAAGCACTCGGTAAGTGTCCATGGGTTAGTTAAGTCAGGTTGAAGTGACACATAAGGATCAGCTCTTCAGCATTT 

CACTTTCGGAGAGGTTCATGGCTAGAAATAGCTAGTTTTACTCATTCTGGCTTCTCTAGATAACAACAGAGGGAACCTTTGATCTCAGTGCCTT 

CCAGCATTGACTCTGTCCCACCAGGATCCTCGAGTTGGATATTATTTAACGGGGGTTACAGAAAAAGCACCTGAGGGACAAGCTCTGTTTCCAG 

TATGAAGAGCTAGTGAGTGTTCTGTTCTAGAACTGAATTCACACCCTTCAGCTTCCTCCCAGGCGAAATAGGGAAGAGATGGATGCATACCGAG 

CCACTACCAATGACAGCTCTCGGTGCCAAAGTTGCAGGAGCTGCCTGCCAAATGATCAGGCAGTAGTCATTCAGAAAGTGTTTGTTAGAGGGAT 

TTTTTTTTCAGAATTAAAATTGAAACTGAAGTTGCAACAAATGAGCAGCAGATTTTTCAGAATTAATTTTTTGTACATTTTAGAAACGTTTGCT 

TCAGTCTTCAATTCCCGAGAAACCATTGTATCTATTCAGTCTTTCGCACAGAAGTTCTCAGGATCTTTCCTAAGAACTGGCAATGAGATTCATA 

GTTCATTCGCCCCAAAAAATGTATGTTTATGCTTGAGAACTTGTGACTGATTATCGTGTCGGTTTAAAGACAGTGGACCAAACCCTCGTCTCAG 

CTTTTCTCCCCTTAACTTTATAGCATAGAAAATCTGTAGTGGGATGCCTGGGAGTCAGGTGGAAGCCAACAGTAGAATGTGGGATGTGCATCCA 

ACCACTCACTGCCTAGGGGAAGCTGTGTTTGTTTCTGGTGTTCAGTATTTGAAATCTTTAACAGCAAGAATAGATGTAGACAGCCACTCTAGGA 

TTCTGTGTTCACCCTGAGTTCTCTAACTCAAACTGAAGGTCAGTGCCCAGCCAAGTTTGACTTCTGAGGGCATTTCTAGGGAAACTCAGAGCTA 

GCTTACCTACAAGAGATAACGGTGTGATTTCTGAAAGTTACACTGCTGTCTATTTCCACACGTATCATTTAGCTTAACTTGGCTTTAGTTACAC 

TGTAAACTTGCCTGGGAATGTCAAAAGTGGTGAGTGTTGGAGCCAGACCCAAGTTTTAAAAAAATGAATGGAGCACTCTAAGGTTCTCCACTCT 

ATCAAGGAAGCCATACAAGTGGGAGCAGGGGGAAGAAGTGATATTGAAAACTAAAGTTCAAAGGATGGGGTTCCAGCTGCAGAATAGCACTGGC 

GCTGAGTCCTGGGTGGGGAGGGAGCAATGCCTTTGGACTGGTGTTTACAGCCTCGGCTTCCCAAGAATGAGCTGTACACGGGCCAGAGTAGTTG 

AAGCTCGGGTTAGACTCTTAACAGCTTGGAGAAAGGAAGTGCCTATGCTGCACAGAGGAGACTCACACACAGGACACCCACACACAAGCAGCTC 

TCTCTGATTAACTTTCTCGACACAACCTAAGTCTGTGGAAATGAAGCGCTCATTGGTTAAGGTCCAAGCTAGGCCTCTGCCAATACCTGCTCAG 

GCTTCCATTTCATTGTTGTTATAGTGTGAAAACATCACAGTCTCCCCTTCCACATGGGAAGTGAGGTATTTGAGGTATGTAAAGGAACCATCTA 

ATGTGCTGGTCTTTACAACCCTTTGTGGTCCCTGTTCCCTAGAGGGCATCTTTGCACTGTGGACATCCCCCATCAGTAAGACAAGGCCCATAGC 

TGGTGATATGCATGTAATAGACATGTGGGAATGTCCTGAGGCTCACTGTCTCCCATTCCTCCCCCAACCCTAGAGAACACTCACCATGGAGAGT 

CATCTCTGTAGCCCCTCAGGCTCTTACTGGCAGCTAATGCTCATTCTAAGTCAACATTTTACCTCCTTGAGGTATGGATAGAACACTTTGGAAG 

GCTCCAGATAATCAAACTTCATCATCGGGTCGTCGGTGGTCATTTTGAGAACTACACAGGGATGCAGTAGGGTTTCTGTGATGGTGGGGAGCAG 

AAATGAGCCAAGTCACCATGCCTTTAGAGAAAAGAGGCCTAGAAGACTACAGAAATGGAGATCGGAGAAATCAAAAGCGGCTCGAGCCATTAAA 

CATAAGGCAATTCTAACGCCTGTGATTAGAACAAAAAATAGTGGTGTGCGAAACTATATGTTTTTGAGAGAAATACTAATTGCAAAATGTGTGG 

GGAAGAAAACTTCACAGAGGCGGTTCTGTCAATGTCATCTTCTCATTGTGCCTTTAATGCGGTTATATGGGCCTATGGGCCTGAGAAGCTAGTG 

TTTGGGTGATACAGTATTTGAAATGATTTAAGAAAACATGGCAAAACCCTGCTTTTGATTTCTAAGAAATCCAGCTTGGACGTCTCGGCTTCCA 

CAAAACAGGAGTGTATAGCAAGTCCTACTATTTTGGTGGAAGGATGTGTGCCTGTTTCCTCAGGAGAAAGGATGACACACTACAGATAAAATGC 

CCAAGATGTTGAAATTGTACTCTACCCCCTTCTTGATTTCAAACACGTTGTGCACATGGTTCATCTCATTTCTTCCCGAGACTCACTCTGGTGA 

TCTCTGCCTCCCCCTACACACTTACAAGATGTTCACTGGGAGAAGTGCTTAGCTACAAAGCTGCCTAAAGTAAGCTGGGGTACCCCACAGGTAC 

AGGGCAGCTGCTCCAGACACCTCCTGTGGGC^GTTCTGAGGCCAAAGGGGAAAAAAATCTAAATGGAGCATCTCTGCAGGAAGAAAATAAAATT 

CTTTGTATTCTCCTTCCTGAACGTGTTTCTCTTATGTCCAATTTCTGATAGACTCCAATTATATCAACTTGTCGACCTCCTCCTTCCTGCCTAC 

ATACTTGCTTATTCATTCACCCAGGCCACGTGAGCTCGCTCCCAGGATGATCTCATCCAGTTGTGTGGGTTTTAAATCATCTCTAGACTCAAGG 

CTCCCACTTTACCTCTCTAGAATTAACCCTGTCCCCTGGTCCTTTTGATCCCTTCCTAGGGCCATCCATGGGATGTTGAGTCTGAGCACACCTC 

CTCTCACTCCCAAACCCGAGCCTCTCCCTGGGGTTTCCCGTTCACCAAAGCCACCCCGGGCCATCTGGTCACTTACTTGGAACTTCTCAGAGCC 

ATCATTAACTCTATTCCTTTACTTCCTCCACCTACTCATTAGCACATCTTACCAGTCGCACTTTCTAAGCACTTGTGGAACCCGGCCACTTTGC 

CATCTTTTTTGCTGTTTCCTCCCTCTTCTGATCCATCAGCTAGACCGTTTGCTAATACTACCCAGGAGCTTCCACCATGCCTCCCTGCCAGCCC 

ATTCCACTTAAACATCAAAGTGATCATTTTGAAGCATAAATGAAATCCTATACAACTCACCCACTATTGTTATACATAGACTTCAGACTACTCG 

CAAACCTCCACGTACCCTGCCAGCGCTTCACCTTTGTAACCCTCTCTGTCCATGACCTCCAGCCACTCTGGAAGGTTAGCATAGTGTCAAGCCT 

GCTCATTCTATAAAGTTGTTGAACAAGCCACTTATTTTGCTCTCTGAAATCTACATGGTCTGCTCACTCGAGTCACACAGAATCTGCTCAAGGG 

ACTTACTGTGACCAAGATGCCAAATGCAAGACCCCATCCCGAGTTCATCCACTCTCTTGTCATGCCTACACTTTTCTCTCTATCACATTCTGCT 

GGGAAACTGTCTGTATATTGATGTTTCTCCTGAGGGTAAGTGCTCCCTGAGACATGTTCCCTCGCTTTGTTCCTGCTGCATGCCCAGGTACCTA 

GAGGAAAGTATGACATAAGACATGGAATGTTGGAGACAGCCAGTATTCACTGAATGCCCATCTTTGTTGTAGGTGTTCTGATACAGTAAAAGAA 

ACCAGAAGGAAAATGGGATTCTGCCCTAGGGAACTCACCCCTTGGGTGGCAGAGACAGACAAGTACGCATCTCTGTGGTTCTGTGGCTGGGTAG 

TGTAGCTCCAGCTTGAAACCCCCAACTGTGCCCGCAGGAATCGGAAAGGTAGCCAGAAAGAGCTGACATTTGAGATTATTCCTGACAGATGAGC 

AAGTGTTTTCAAGGTAGAGGAGAGTGGGAAGGACACTTCAGGTGTGGAAGTGGCAGGTGCAGCAGCGTGGCACTGGGATAGATAACATTCAATG 

GACCGCGAATGTGACCAGCTTATGAGAGAGCTCAAAGATGTGAGTGCTTGAGTCAGCTACCAGAAAGCAACAACTTAGTTTATTCTTGGCGCTG 

AACGTGCTCCTTGGAATTTTCCCTTTTAGTAAGCAGTGCCCGTTCAGATGATTACTCATGCCGCAGTTCTCAGAGTCATCCTTGTATTTTCATT 

CTCTTACACTCCACGTCTAGTCTGCCAGCTACACACCATCAGCCCTGCCTTCCAAATAGGTGCCACGCCCAGCCTCTGCTCGCCAAGCTTATAT 

GAATGTCTGACCCCAAGCTGC2ACCGTAGCTAACACTTCCAGGCAAGCCTCCCTGCTTCTCTTATGACCTTCATGGCCCCATTCCAGTCAAAAGC 

CAGCACTGTCATTGTCAACTGCTCTTAACTTAAAACTGGAGGAGCAACGGGCATGGATCAACTACGTGGGTGCCTAGAAAAGAGTCTGTGTGTG 

TGTTGGGGGTGCACTTGAGAGAGAGACAAAAAGAGAGACTCTGCATATCAAAGTCTGTGTCTTGTATATCTATATGTCTTCTTTCCTTCCCCTC 

CCCTCCTTCCATTTCTTCTCCTTCTCCTCCCCCTCCTCTTCAACCCTCTCCCACACCACCATTCTCCTCCTCACCTTCCTCCTCTTCACCTTCT 

CACCCTTACCATANTSrcnUNNS^^ 

NNNNNNNNNNNNN^^ 

CCCACTTTTCCCTACTCTCCCCACTGGCCACCATCAGATAGGAATCCTTGTTTCACTTCCAACACGTGTCCACTGGCCGTGATGTCACACCTCA 
CACAGAGACAATGGAGCTAAGTGATTGTAGACTGAATCTCTTGAAAATGTCAGCCAAAATATATCTTCCCTCCTTTGGGTTGTTTTATCTTAAG 
x TATTTT CTT CACAGTGAC AG AG AT AC AACTAATATTATAAATGCAAAGAG C ATGTGGTTTTTAAAAAAAAAAT C AAAAT AAG C AG AAAAGTTTA 
GCTTACTTGATC AATAAAAAT C AGGG AAGTG C ATTTTGATAT ATAATGTGGTTG CTTAAAAGGAATC ATG AAGTC CATTTCACT CAGATTTCTA 
TAAATAAAATTTTAAAACATAATGAAATACATTCTTTTATGAGAATATGTAATTCAGCCCTCTGAAGTTTAAAGAGAAAGTCTATAAGATTGAC 
CACTGTGGGAAAACATGGTTTGTTCTTTTTCTCACCTCCGAGACAAAAAGCCTCATAGAGGCAGCTTACAGGAATAAGAGTTGTGTCAGCTTGT 
GGCTTCTGAGGACACTGGTCCGTCACAGTGGGAGCCTTGGAGGATGGGAAGTTGCCACTGCCAGTGTGGGACACGCACGCTTCTGTCTGTAGCA 
GGAGTTGAAGCACAGCTTATCCACATCTGGAAGATGAGAAACCAGAGTGTTAGAAGGTTAGAACCTTCGAAGCTGACCCTAAGCATCTCGTGTC 
TACCAGCTAGTTCACAGTCCCTCCCAAATGCTGCACAGCCTCCAAAACAAAGCCTTCAATGAGGCACCGCGAGTTCACATGCAAACCCAGCAAC 
CTCCCAAAACACAGCACCAGCTGTGGGCCATGCGTTCACATGGAAGACTTAAAATCACCAATGGAACTTCAAGCTTGTACCAGAGTTATAAGAA 
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CAGTGTCATGGGCAGATGGATTTTATTTCAGGAGTAAAGGATGTTACAATAGAAAAGTTTTAATATAATCTATCACACTAAAATCTACCTTATA 
ATTTACTAAGTTTAT CTTTTAT ACCAAACACTATACTGCTTTTATCAATTCTTTAAAGGTAC AGAT ATAAT C CAGTGTCC ACTTTTCATCAAAA 
TGTCTTTAAAATTAAAAGTGATCCTTCCTTAACACAACAATGTGGCATAGGGGTAGGATCTCACTATGTACCTCAGGCTGGCCTTGAACTTGGA 
ATGCTCCCCCTTTGACTACTGAGGCTGGGCTTAAAGACTTGTGCCATCAGAGGCCGCTGGTGTAAGTTCAGCATTATTCTGAATAATTTTGTCC 
ACACAGGGCAAAAGAAGGAAATTAGAAAGAAGGAAAAAGAATCCAAAGGCAGGGGTTAAGCTGACATGTTTTATTTGTATAGGGTATGAGTTGC 
TT C AATTTCATGCT C ATTTCTATG AAG C AACTAAAATGT AGTATAAC AAAACT C AAGC AATGAGTTTATAGAATG AGTATCCTTTGTGTGTGTG 
ATTAATTGTTGATTTGAAGATTTAATGAAATAAAAGCATCGTATTTACAACAGCAGGAAGTTCAAATGTCAGTTATAAATCTGAATATGCTATG 
TGTATAAGAATTGAATTTAAGAATCTTTAAAGCTGGGTGTGGTGGCGCATGCCTTTAATCCCAGCAGTTGGGAGGCAGAGGCAGGCGGATTTCT 
GAGTTTGAGG C C AG C CTGGT CTACATAGTGAGTT CCAGGACAG CGAGGGCTATATAG AT AAT C C CTGTCT C CAAAAAC CAAAAAC C AAAAAC CA 
AAAAAAAAAAAAAAAAAAGAATCTTTAATACATATGTGTATGTATGTATGAATGTATGTGAATAAAAATTTTAAACTCTCTAAGATACAGAAGT 
AAAAAGAAAAATGTAAATAAATGGAAAGGCAATCCCTATTTTTAAATAGGGAATTTCATTAGTATAAGTTTAAAACAATCCTAGTAAAAATACA 
AGTAAAAAGACTTTTATAAACAAACAAAATGGTGCCTAATCAATGTGGGAAGAAATTTAATCAAGAATACTCCAGGAAAGGTGAAAATTATGAT' 
TTAGATATTAAAATGTATTATATTTGAATAAGGGCACTAATAGACAAATTAGTGGTGTAGAAATAGCCTCAATTTTATTTTAAATTTTAATCTA 
CATTGGGAGGTTCTCATGTCAGTAATATAAACCTGAGATGATCAATAATTTGTGCTGGGACAACCAAATAGCTGTCAAGGGGAAATCCGCTTGA 
CAGTTTCATTTTATTGCAAAATAAAATCTAAGTAAATTCAAGAATTTAGGAGGAAATTGTTAATATCTACAGGTGCAGGGGACCTTCCAAAGTA 
CAATAGAAAATCCAAAAGCTGTAAAGAAAAGAATCATAAAATGAATTCAGTTCCATAAAAATTAGACACTTGAGAGGCAGATAAATACAACTTG 
CAAAGGCAAGTGACAAAGTAGAGAGAACATTTCTGCAACTAATCTATATAAAATTTTTTAAAAAGCTAACTCCGCAACCAATAAAGAACCTTTA 
TAAGGAACTAAGAAAAAAAATGGCTGTGCAATAGAAAAAAATGTAAGGTTATGCCGGGCGGTGGAGGCACACTTTTAATCCTAGTACTTGGGAG 
GC AG AGG C AGGC AG ATCTTCAAGTTC AAAG C C AGT CTAGTCAGCCTAGT CTATGGAGTGAGTT CTAGG GC AG C C AG AGCTACAGTG AGT C ACCC 
TGTCAGTTTTAAACAACAGAAGAACACAGCCACAGAGTCAACTAATCAGGGCTCCCAGGGCCCACAGAGACTGAACTGACAGTCACGGAGCCTG 
CATGGGGACTGCGTCCGAGCTGGGGTTGTTTAGCTTGGGCTTTTGTGGGAGTGAGGGGAGTCTTTGACTCTGTGGCCTGCTCTTGGGACCCTTT 
TCCTCCTGGGTTGCCTCAGCCAGCCTTGAAATGAGGGTTTGAGTCTAGTCTTACTGCATGTTGTTATTCCAAGTTTGGTTATCACTAGGAGGCC 
TGCTCTTCCTGAAGGAAAAAGGAAGAACAGTGGATCTGGGAAAGAGGACAGGGGGACCTGGAAGGAGTGGAAGGAGGAAGGCTGCGGTTGGGAT 
GTGTCTTAAAGAGTAAGTGTTAAAAGCAGAAGGTTATTTTCAGTTTACAGGAAATATAAACAACGGCTTAGGAGCATACAAAATATAATCAGCT 
CACTTATGAAAAATGAATGCAAATCAAATGTATAACACACAATTTTAACAGGAAGATGTTTTCATAGTTTAACAATATGATCTATTAGCAAGAC 
TATGGATAAAGGAGTACTGATAAATACCACTACTGCTGCCTCAAGTATAATTGTTATTCTCTCAAAGAACAGTTTGGCAGTATCAGAACTCTAA 
AAGCAGTCTCCAAAGTATATGCCAAGATGTCACATACACCTGAGACAGGAAATAGCGACAGACCTTGCACGCCAGTGTCTTTCCCCCCTAAGTC 
ACCGTCTCACTGAGTAGCTCAGTCTGGCCTAGACTCACCAGCCTCCTGTATCGGGCTGCCAAGCACACACCGGCTCACCTGTCTCTGTTTCCAT 
CTTAAACATTTATCACACACTGTGGCCTGAACTTGTGTCCTGAGGTGTGATAGTAAAGGTGATACGCATGTCTTCATGCTTCCCAGGTTCATTG 
ACAGAATATTCCTTTTTTACCATGGATCTTAGCAACCTCAGTATATGAGTTCTTTATCTCACCAAGAATTCCCACTTTTTCACTTAAACACTTG 
AAGTTT CTTT ATACTATT CTG AAAAGCTATCAGTTTT AAAAAAAAGTCGGGT ACAT AGTTATATAGTGG AATTACAT AAAACAGGAAGGAAC CT 
TCATTCATTCATTCATTCATTCATTCATTTTTGCTTACTCACTTCACATCCCGCTCACTGCCTGCCTCTCAGTCACCAGCTCCCACAATTCTCG 
CCCCGCCCCTTCCCCTTCTCATCTGAGCAGGTGGGCCCCCGGGTGTACCCCCACTCTGGTACTTCAAGTCTCTGTGAGGCTTAGGTACATCCTC 
TCCCACTGAAACCAGACAAAGGAACTCAGCTAGAAGAACATATTCCACATACAGGCAACAGCTTTTGAGATACCCTCCCCTGCTCCCATTGTTC 
CAGAACCTCATGAAAACCAAGCTGCACATCTGCTATGTATGTGAGGGGAGGCGTACGTCCAGCGCATGTATGTTCTTTGATTGGTGGCTCAGTC 
TCTGAGAGCCCCAAGGGTCCAGGTTAGTTAACTCTGTTGGTCTTCCTGTGGAGTTCCTATCCCTATAGGAGTCCGAAATCGTGGAAGGACTCTT 
TTACCCATGGAATGATACTGAAATTTTATATATATAATAAATTTTATAAATTTATACATATTTATACATATGTGTGTGTGTACGTGTTTGAATA 
TGTGTACATATGTATACAGACACACATACGTGCATATGAGTGTGAAGGCCAGAGGATAACTTGGATGGCTTCCTCAATCATCACCATATTATTT 
TTTTTTGAGGCAGGGTTTTTCGCTGACCTAGAACTTGCTGACTTTGCTACTCTAGCCAGGCAGCAGTCCCCAGGGACTGTTGTGTTTCTGCCTC 
CTCAGCCCTGGGATTGCAGGCATACATCACTACAGCTGGCTTCTTTACATGGNNN^^ 

AATATATATG AATGAATG AATGTGAATG AGAATTAAAGTGCATATCCAGGTGCAC ATCT CTATG C ATATAT ATGG AG AC C AAACAACAGC ATTG 
GTTATCCTTTCTCAGCAGTATCCCTGGCCACCTTCCTCCTGTACCCAGCAGGGTCCCTCACTGGCCTAGAACTTGCCATGTAGGTCTGTCTAGC 
AAGCCCCAAGCTTCTGCCTGTCTGCCTCTCCAGTCCTGGGATTCTAAACACACACCACCATACCTGAACTCAGGTCCTCACACACTTCACCAGA 

GTTTCATTGTGATGTTTCCATGAAAGCCTTTAACACAATTTGATCATGTCGAGTCCTTCATAATCCTTCGTTGGCCTTCCTTCTCCTAATCCCC 
TTTTCTCTTCCTGGAAAGCCACCTCCTCCTTTCATGTCTTTTCCTCTAAATTCCATAATGAAAGAAAACGTGATATTTATCTTTATGAGCCTGG 
CTTTATATTACTTAATATGATATTATCTAGTACTGTCTGTTTCCCAAAGCACTTCATTGTGGATGGGTGGTTGGGTCAATGGCTGGGTAGATGG 
ATGGATGGATAGATGGATGGATGGATGGATGGATGGATGGATGGATGGATGTCACAATTCTGTATACCTTTGGAGACTACATAGTCTGATTCTC 
AGTTGAGGGCAAATGTGAATAGTGCCACAATAAGAGTTGCTATGCAAAGTATTCTGACTTCGACTTCTTTCACTGTATATCCAGCAATGGCATA 
GCTAGATTGGTAATCTTGGTGTGTTTTAAATGAATGTCTATTCTGATTTCCATGGTATCTATCCTGGCTTCTATTCCAACTAGCAGTGGACACG 
GGCTTCTTTirCCTGTGCTGTTATTTGTCGTTCTCTGTTATCTTGGTGGCAGCCATTCTCACTCGGGGAGATGAAATCTCAGTGAAGTTTGATTT 
ATATATTTTCTGTGGTTAAAGATGCTGGACATATCTATTGCTTATTAGTATTTCTTCTTTAAAAATGTATCTGTTCAGGTGACTTGACCACGTA 
TTGGTTGCATCACATGTTCTTTGTATTTTCTGGATACCAATCCGCTGTTAGATGAATACTTGGAGGTTTTCTCCATTTGTTGTAAGGTATGGCT 
TCACTCCGCTAATGGTTTCCTTTGTTGTGCAGAAGCTTTTCAATATCATACAATCCCAGTTGCCAGTTCTTGCCCTTATTTCCTGAGCTACAGG 
CGGCCTATTTTAAAAAACAATAATCACTACCTGTGCCTGTGAGCTCGAGTGTATTTCCCTGTTTTCCTATAAAAGTTGTAAAATCTCAGGTCTC 
TAGCTAGGACTGTTTTGAGCTGATTTCCGTTGCTTCAGTCTTCTACCTGCTCACGTCCACACGTTGAGGAAGATGCTCATTCTTCAGGATGCTG 

ATCCTGAACAAAAGCAATTCAGGGGAGGGAAGCTGTCTGTCATTGAGGTTTTGAAGGGAAGGTGCACTGAAGGGGGTTTCTTACCTGGGCAGTA 
ATTCAGCTGGCGGAAAACATGAGCCTAATGTGTTAATACCATGGCTGAATTCAAAGGGGGGAAAATGAGTTTCTCCTCTCCTTGGGGAGCCTCC 
ATCATGATTTATGGTTCTGTAAAGTAGGGGGTGCTTCACAGAAACTGTTTCTCTTCATTGTAGAGAAGCAGTGTTGTGAAGATGGGCTTTTAAA 

CAGGTTTAAAAACATGTGCAGGGTGTGGTGTGTGGCTTCCCATTGGTTATGCATCCATGTCACCCATGAGGTATAATTAATCTCATAGTTCTCA 
CCACCATCGGCGTTGTTTTTCTAATTTAATGAAATAATTATCATGTTGTCCCCAGCTTACTCTGTGTGTGGCATGTTGTGGGTGCTCAAGGAGT 
ATATCTCAACGGACAGAATTGAAAAAGGAGTTAGCTACTGTAGCCATGTTGAAATTCAACCCTTACAGTCACATTAATCTCTGTTAGGCTAAGA 
GCAGTGGCTGACATTGGTGGTGGAATAACTGGGATGGGACACAGAGAATCCTTGAGGAGTGGTGGTCATATTCTGTGATTTGGTAAGGTGTGGA 
TTTCACACATATATTCATTTATCAAAACTCAATGGCTTTTTCCACTCAAGATTCATAAAATGTGCTATATGTGTTGTTGTCTCAAGAAAAAAAA 
TCCATCAATCAGTCTTAATTTCTAGTACATATTATGCCTCCTGAAATATTTATGGAAGAGTGTGGTCATTTCTGCAATCAGCTTTGCTCTGCAG 
TGAAAAAATAATGGATGAGGACATGGGATGCTAGAGATGTGTAAAGAAATGTGTGTTAACTGCAGATTCTAAACAGAGAGTATGTATGGATTGG 
ATGTTCCTTATCCAAAATTCTAGAGACCAGAGTATTTCAGACTTTATTTTTAATTTTGGAGTATTTGCATATGCTTAGTGAGCTGTTAGATATG 
AGATTCCACTGTAACAATTCATTTGTTTCCTGCATGGTTCAGGATATTTGATCATACTGTGAACCCCAAGATTGTGTTGTTTAATGAAAAAAAT 
CTGTTTCTAGTTGTGGTATGTCTCAGCACTTAGCACACACCTTTAATTCAAAACAATAAGGTACAGTTAGTTTGTAGAAGGAACTGCCCATGTT 
TGAAAGTGATGTCTAATTGAGCGGCAGACAAAGTGACTAATCAGAGAAAGATTTGACAGAATAAGTCAGAGGTAGTATATACCCAAGTCTCAAG 
AGAAAAGAGAGGAAGGGGAAGCTACTTTAAGTGGCAGCATGGAAAGAGTAGGACAGGGGGCAGTTTACCAGCAGAGTTTTACAGAGATGGTTGC 
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AGGGAGAGAACAAGCTAGGCACAGGTGAAGACAGAAGGAGTCAGAAGATGAGAACATATTGCCATAGTTTGAGGCCAGTCAGAACAATTCGGTG 

AGAAGTGAAAGAAGCCAGTTTGAATCAGTCAACTTGGAGACGAGTTTTGAGCCAGAACAGCTGAGTTGAACCAGCCAGCCAAAGTTCAGAAAGA 

ACTAGGAAGTGTGAGCTTATTCAGCAGTGACTCTCATAGGCTGAAATTATTCTAAGCCTAGATAAGATTTTATGGATGCTAGAAGCTTCCAGGA 

CTAGGCCTACGTTAGCAGACAGAGGCAGTAAGCCTCGGAGACATTTACTACAAGGAAATAAATGTTACTTTCGCACATGCGTAGTTTACATATA 

TAGACAAAAGTCACTTCATCATAATTATTATTTTATACATGAAACGAAGTGTCATGGTATCCAGTTTTCTTTTTGTGGTGACATATCAGCACTA 

AATATGTTTTAGAGTTTGAGGATTTCATTTTTTCAGATTAGGGAACAACTTGTAGTTGTTAGCTTTAATATTATGTGAGTGTTTTTATAAACTT 

GAAACCTTTTTTTTAAGGGGAGCAGGGGGAGAGGAGAGGGAATAGGGGATTTTTCAGAGGGAAAACTAGGAAAGGGAATAACATTTGAAATGTA 

AATAAAGAAAATTACTAATAAAAAATATTTGTTTATTTATTTATTTATTTATTATATGTAAATACATTGTAGCTGTCCTCAGACACCCCAGAAG 

AGGACATCAGATCTCCTTACAGATGGTTGTGAGCCACCATGTGGTCGCTGGGAATTGAACTCAGGACCTTTGCAAGAGCAGTCAGTGCTCTTAA 

CCACTGAGCCATCTCTCCAGCCCCGTACACTTGAAATCTTAAATAATTTTTCTAAAAATCAAAGGGCAAAACCACTCATGACCTTGCAAATATG 

ACACCAAAGTCCACTTGACATTTTTTACCCACATTCTTCAGGTTTTCACATGTGCTCCTTGAAACAGAAACATCATCATTTGCTAGAGACACCC 

TGGTGAAGCCAGCAGTAGATCTTTATGATCTATAGAGGGCCCCTTTTACTGGGGGTGAGGATTTGAAAGACAATTTTAAAAGGACAGAGGAACT 

TTATACTTAGGGTGGCGACATACAGGATAGTCTTCTGCATCACCACTAAAAACAGTTCTCCGTGTTATAATCATGTGCATGCCAGAGAGTAACC 

ATTTTTATTGTCACCTAAGGAAGACCTGAAGAACTACCATTCTGTGATATTGTCAGAAAATGGCTACCTCTACCTACACCCGGTTGTGTACATA 

ACTCCCTTATAGAAATGACGTGGAAGTTACCAAGCTCAAGTGCAGGGCAGAACTGTCTCCACGTGCTTATTCGTACCTTTCCTCTTGGTGTATT 

TTTCCCTCGTGCAATATAGTAGAAAGCTAAAGCCAGACACATGTGCACCCCTCTTGTAGTTACCAAATGGCTCTGTGATCTTGTGGGCATTGGT 

TACTACCTTTGGGTATAACTTTCCACAATCTTTAAGCAAGTTGATTGAGTCAGATCATCTGCAGTCCCTTCTACCATTGGGCTGCACCTGCTGT 

AGTGAAATCTTG AACC C AT AC CCTTGGC ATAAG ATGAGGAGCC C CTGGTC CC AT CC AG ATGAG ATAC AGATCTACAAGAG ACT C ATTTAC AT AC 

TGCTTAAATACTCACTTTTAGTCAAAGTGAGTCTTCCTTCTGCTTTTCCTTACTATCTGAACAGCCAGAAAGCAAGATGTATTCTAAACCTCTA 

CTAAGAGTATCAAGAAAAAAGAACAAAGAAGAAAGGGAGTTGAAGAAGTGAAACTGTACATTTGGTTCTCTTACACAAATCCATGTGACAATTC 

TCTTACGCTGCTGTGAATTTACACGGCATTACGCTGCTCTGTCAATTTACAGCCAGAGTCTTTGCCTTCTCAGTGTGGAATGGAACTCAAAGGC 

ATGAGTGGTTTGGTCTATCACAGTGTTCAAACCACTCAGAGCCATTAGCTGGGTAAACTTTGACCTCTTCGTGTACCATTTGCTCAACTGTGCT 

GCAAAAATCAGAGTTTCAACTTCTAGTGAATATGTCCTTGGCTTACTGTAATTACCCAAGGCTGGTTACATGACACACATATATTTGGATTCAT 

AGTCACACAGTGTACATTATAGTCCAGATGTGGTTGTATCCACGAGTCTTTATTGTAGTGTACATGCATGTTTGCATATTCGGGTATGGACTCC 

TATGTATTGTGTCCATTTGATTAGCTGTAAACTGGATGTCAGTAGTGGAGCTGCTTAACTAAAGAGAGAAGCTAATTACCAAGGACTTGACTTT 

ACTAATGTACTCAGGCTGAAGATGTGTTAGGTGTTAGGTGAGATCATGGACAAGCCATCTGATTTGGTCCATTATTATATTTTCAATTATCTTT 

CATATTCAAAGAGAGACATTAATATAGCTGAGGATGACATAGCAAATTACCACAGCTCTCTAACCCTTTAAATTGCTAATACTGTTGTAATCTG 

TAATTATAGAAATCAGTGTGAGAATTGTGGCAGTGCATAATTATCTTCCTGATACTTTATTGCTGAATGAATTATTAATCAGAATCAGTCTTGT 

ATAGTATTTGCAGCAACGCAGAAGAATAATGTATAATTAAATTTCATTATTCTGATTTTTGTGTTAATGTTTTATGATGTTGTAATTGATAATT 

AATTGGCCAAAACTCATACAGTACTTGGAAGTTTCAGGTGGCTGGGAAATGTTCAGTGTGCTGAGTTCATTAACTAAGCAGTAATCATTCTGCA 

AAGACCAAGGGATCTTGTCCAAGCTATGTGAGAGAGTGCTTAAAAGTGGTGTCTTAAGCTTGAGCTTTTCACATTTCCTTTAAAAAAAAAAAAA 

GCAATAACTGTGAGCATGTACAAATGATGAAGACATCTTGATAGCTTTCAGATTGGGTCAATTTTAAGTAATCAAACATAGGTTGAGAATGTCA 

G ACTAATAC AGTCGGTAATTTGGTATG CCTCTCT ATATGTC AATTT C CATCCTATTCTAATT AAACC AT CCTT CTCC ACATT ACTAT AGTGTG A 

GG AAAAGTGCC ACGGCC ATAG AC CT AAG AG CT CTTTCCT CCTGGTCTTGGTG AGTATAACACAT CAC ATAG C AC ATC CTTGT AAGGAAAGTCTG 

GTTTCATCTTTCCCTATTGTTCAAAACACTATATGGCCCCCTCCTCACAGACACAT i AGATTTAGACTCTGAAAGGATTATGAACTTCTCCTTGA 

CTGGCATTCTAAGCAGGAATTCCTGGAGTGAGTTTCTTTTAGAATCCTTTGCAGCCTAGGTAACCAGGAAAAGCGCAGAATCTAAGAATGCCTT 

TCACCCAGCCTGATTCCTATTGAAAAGATGCATTGTTGGGCATTTTGTGGACTGTGCTCTTTGATTCGATTTTTAAGAGGCCAAGGAATCTTTT 

TGGTTTTCAAAGTATCTGCTTTAGAAACATACAATTTTTCTCTTAAGCAGGTGAGCCTGTTTTTACATTCTGAGGAATTCTGAAACATTGTATT 

AGACAATGTTGACAGTGCATGCTTATTTACGTATTTATTTATTTATTGTCTTTTTCTGAGCAGATTAGAAAACCATGGCGGGGAGGAACAAAGG . 

GGTTAGGGGACTGTTTCTGAGATTCCTGAACAAATTTGCCTCGACATTCCCAAGAAGCTCTCAACTGGCTTATTTTTGTGAGTTGCACTTGGTT 

CTGATGCCTTCCACTCCCATTTAGTCAAGAGGAATCTGTCATCGGACCACAGGAAAAACGCACTTGCTAGATGGTCTTCATTGATCTTATTGAT 

CTTGCAATAAAGATCAGCAGCAATCCTCAAATCATCTCCTCTCCACTCCAGGTACTCCACAGCCATGTTGATCCCAGGGTACCCACAATTCCAA 

GGCATCACCCCACTAAGCTTGCTCACACTAACCGCCTTCTGAACTCTCAGCTGAGGACCTGTGCCGCTGTCACCTTCTAAAAGCCAGTGCTGTT 

GAGTTTGAGGTGTAAGTCTGTGTTTATAAACAGGCGGGGTCAGAGTCATCTTTCATATGCAGAAATAAGGAAGGTATTGACAAAATAGAACAGC 

CTTTGTATGACTTTAAAATAGGAAGAAATCTGGAGTATGCAAGCCAGAGACTGGAGACACTGGGGACAACTCACTGAGCAGGCAGTATATGAAC 
AAAGACCTGAAGTTGATTAGAGACTAAGCAATCACTTTCATCCCGAGGCAGCCTCTCAGGAGACAACACGTTCTCTTCATCTCACATATGAGGA 
GACTCGGAGAATGTACACAAGCTGCTCAGACCACCCAGCCCTAGGAATTCCCAGTAGGTTTGGAGGGGAGGGGAGGAGGGCAGCCACTTCAGAT 
CAACTGTTAATGGGGGTAAAATGCAGATTTCTAACCACAGTAGTTACACTAAATGCACATATGCAACTTGAGAACTATTATCATTCAAAGAGAT 
AGGAAATT AACTAC AGAGT CTGAGGTGGGC AGGAGG CACTGC CTCAATTAAGAACTAC AGGTT AC AAAAATAT AAGC C ACTGT CAATCTGGGAA 
TGAAGGGTGGATTTTAAAAGTTGGGATGATAGAAAAACTAACTTTATTGATTACTTACTAGGTATTGAATGAGTCAACTCATGAACTAATGAGC 
AAATGTG C AATGC CTT AATCCT CAGAAC C CTAGCTCTTTATTACACCAGTTTT AAAGAGTTGGGGGG AAGGAGG C AGAG AAGGCT AAAAG AC AT 
GTCTGAGGTTCAGCAATAAGTGAGAAACAGGACTGAAATCCAAGCAGTCTGGCTCCAGCCTGCGCCCATCACCATTGCGTTCCTCTACGGCATG 
TGCAAGCTGTACTTAGTGAGCGCTGCATTCCTGCTCAGGTCCATGTCCAGGCGCCGTGCATGCTTGTGTGTTAAGTCCTTCCCTCTGAATGGCA 

AGAAAGCACACACATCTCTACTCATGAAAGAAGAGTCAGATGTATATAAATGCAGTGGAGGGAAAGCAGGGGAAGTCTGTCCCAGAGAGGAATA 
TGCAAGGCACGTGCGTGTAACAAATAGGAAGGGGTGAATGTCTTAGGAAACGTTATTAGATAACCATCTGCGAGAGTTCCCCAACTACCAGGCA 
CTCCCTTTAACATCAGAGAGAAGTAGATCAGGAGTTACATGTCCATAAGAGAAGACTTTCTTGGTCTAATTGTGTAGATTTAGCCAATCCGTGA 
TGAGTGTGGTTCCTGAGTGGTTCATTCAGAGTGCTCACTCTTAGATCCATTGCCTTCTGTGACCTTCATGGTCCCAGGGGGACGCTGTGGAAGG 
CAGGCTATAGTGATGTCATGGCCACAGCTGCCAAGAAGCATGGGAGCCCACACTTTGTGCCATCCTTGCAGCCTTAAGCAAATTGGCTTTTACC 
CACGTTAAAGCGAAAAATGCAAGCAAATGAAACAAATG.CCTTTTGTTCTTCATATGATCTCCATCGACCTCCATATGAGAAGTCCTCCGTGTGT 
ACAGAATTACAAACGTATGCACTGTGCAAATAATTGTTTCTCATGATGATAGTTTGGGACGGAAGATGTAGCTCAGTGATGGGGCAGTTGCCTA 
GCAT CGGAT CC C AGT ACC ACAAAGAAAAAATT AGTGTTT ATTTGAGCACTTACTAC AAAAGTAAGTAGC ATC CTAAATACTCTATTGTTAGAGA' 
G AAC AAGTGTTACAGAAG CCAATTAATGTG C CAGC AT CTGTC AT CTAAGAATTAG AC AAGCAGGAAT C AAATGGTAACCGT CTGTGT AGGGAAG 
GAAGGAGAACCGGCAAGTGGGTGCTGTGTGGACTCAGGAAACTAAGCCGCCTCTTACTGCCAGCCCACCCAAACAGTTTTGAGTTACTCATTCC 
TGACCGTTCAGGAAAAAGAGTATTTTCTACCCCTGGAACAGAGCAAATTTTGACTTTTTGTAAAGGGTAAGAGAATAGGGCTAGGAAGATGGCT 
CACTGGCTAAGAGCAGTCACTGCTCTCGCAGAGGATCTTGGGTTTGATTCCCAGGACCCACCTCAGGTGCTCATAACTGGTTGTAACTGCAGTT 
CCAGGGGCATCAAACGTTACCCCCGTGAGCAAGGTGCACATAAATTCATGTAAGCAAACACACGTAAACATAAATATTTCTAAAGGGTCCTTTC 
TTTGATACAGTTTGCGTTACCCAGAAGACACTCTGTAAGGCAGAAACGTGTGAGTTCTGCGGCACGGCAGCTTTATTCCAATAGCATGCTCTGG 
GTGGTGAAGCATCTGTGTCACATTTGGTAATCCCTACTCGAAGATGCTGCCACGGAACGCTCCACGCCCACGGTTTCCCCACCCCCGCTTTGCT 
GACCTCTGCTTTTCCCGTGCTCTTTGGAGAGACTTTCGCCTCTGCTAATCTCCTCCCTCCTCGGTTGGCCTCCAGTACGGCGGCAGATGGTCCA 
AGTCCTTGTATTACTGAATGTGAGATTAACAAACTGCTGGCCCATCCTCACCTTGGGAGTTTAATCACTTTTAAGTAGAACAGAGAAAGGAAGT 
AAGGGAGGCAGACATCTGTAGAAATCCACAAGCCTTTCTCAGAATACCTGAGCTTTGATTCGCTGCTGCCTGGTTTGGTATGCTGTGCTTTTAT 
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TTCCTTAGTTACCAGGGGAGTCAGGTGCAGTCTGAGCCTCTTCCATCCTGCTTGCATTCCTGCAGAGAAGATGTTTCAGAACAACACGGATCCA 
CAGGACCCAATGGGTTGGGGGTGGGGGGTGGGGGTGGGGACAAGTTCTCATTTGTTCAGAACCTCCTCGTGGGCCAAAGGGGTGGTTCAGCAGG 
AAATGAACTTGCCTTGCAAACCTGAGGACGCATTAAAGTGGTGATCCCACAAAGGAAAGAGGGAACTGATTCTCGAAGGTTGTCCATTGGCTTC 
C AC ATG CT C AC ACG C ATGCT C AC ATG AAG GTTGTCC ATTG ACTCC C AC ATG CTT AC ACG CATG CT CAC ACG CC ATACAC ACTAATAGTATTTAT 
CAGTTACATCAGAACAAAGATGTGAAGAACCTGTATTTCTGCAGCCTTTGCAACTGTGACTCTGCTTTGTTTCGCCCTGTAAGCTATGTGCCCT 
CTTGGGAGCCTGGGAGAGCATCAGCAGCAATCATAAGAGTGAAGAGTCACCTAGCCGCAGATGCTCTTTGTGTAAGGCAGACCTTTCCCCTGAC 
TGTGTGTCTGGAGGTGGACCTGCACACAAAGCAGGGCTTAGCTTCAGTGATGCAGTCTCGGGCATCCTAATCATAGCCAGTCGGATCTCCCTTT 
GGGAAGTTTCACGTAGTAGCACATGTAGGCGATACTAACCTGTGCTAGCCACAGTGACATTGCTAATACTGCCTCTGAAATCCGCATGCAAACT 
TCAGTCTAGT ATTGT C ACTTGC CTGATG C CTAAACTTTTGTTAATTACC ATAG CAAAT CACTTGAAACAGACT C AATAAAAACAAAATTATTTT 
TAATTATAGCATATGAGTGTTCTGCTCTCGACGCTGTCCTGGTCCCTCCCCTTTATTTTCTCTCCTCTTCTCCAATATCTGGCTCCCCGACACA 
TCTAAAGCCCTCTTAGAACTGAGTTTAGTTTCTCTCTTCTATCTTAGGGCTGACAATCATGATGAAGCTAAAATTAGGCAGAATTAGAATTACA 
GTGCCCCTTTTCCACATTTGACTCTCTGTTGTCTTTTCTTAATCTTTGATTCTGTTGTGAGTTTTTTTTGACTCGGTTCTTTTTTTGAGACAGA 
ATAATTTCTGCCAGATTCTGGGAACTCCCCTCCCACCCGATGGGGTCGGTCTGGGGAGGAGAAGTGAGCCCCAGTTGAGCCCAGCGCTCAGTAG 
AGGTCTGCAGCGCCTTCTATTAAAATGTAAAGTGATCCGTTGAGTCAGCCTCCCTCTGGTTTGACTCAGACGCTTTATGGTGCACTTTGCATGT 
CATTTCTCTGTAATGATTTCCCCATGGAGAAGGGTGTCTGATAGAATCCAGGCAAGACTGAAGATTGCTCTGAGTCAAATGGATCTTTTATTCT 
TTTAGTATTAACCCTTATCTCTCAGTTTCCCATCCTCGAATTTTCCCTGAAGGAACCTTAATGAAGTAAACAGGCCTCAGCACCCTCATTTAGC 
TTCCTAACCACTGTTCTCAGATTCTTCTCACGTTAACAGTGGGAAGCTCCGGGGGAATAGTCTGTGGTAGAAGGGGACATTGAGAGAGAATATT 
CACACAGATGCCCTGATAAAGAAAAATGTAGAAAAGAGATGACATTTCTCTGTCCTCTAAGAGGCAGCTGCTAATGGGAAGCAGAAAATGAGCT 
ATGAGAAATGAATATAAATGGAGATGGAAGAAGTGACACCAGAGACAAACCGAATGTGACAATTTGGAAAAGAAAGGTGACCAATAGCAGAAAA 
TGGCCTGACCCAGAAGAATAGACAGTGTCACCTGTGCCCTCAGATTGGTGGGGTGGGGGGGAGGGAGGCAGCTTTGCCACAAAAGAACAACAGA 
GGAGGAGGGAGGGAAAGAGAGATGGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAAGGCACGCCATCAGAACAGAAGAACAAGGTAGACAGCC 
GCTTGCCCTGTTGTGTCCCTTCCCAGTTCCACAGTCCTCTCCCTCCATTGTCCTCTGTTGCCCCAGCCATCACTGACTGCGACCACTCATGTTG 
GACTGCCTGGCATAAAGACTCTTTCACATGACAATTTCTTTCTCTCTCTTTCTTCCTTTCTTTGTTTCTTTCTTTCTTTTTTTGTTTTTGTTTT 
TGTTTTTTCGAGACAAGGTTTCTCTGTGTAGCCCTGGCTGTCCTGGAACTCACTCTGTAGACCAGGCTGGCCTTGAACTCAGAAATCCGCCTGC 
CTCTGCCTCCCGAGTGCTGGGATTAAAAGCGTGCGCCACCATTCCCGGCCACAGGCCAATTTCAATGCTGCATTCATTTGAGAGTGGTAGTTTA 
CGCCCCATCTTACTGTTCAGTTCAAGCTGTGGCCTTCTCCCTGCCTCCTAAGCAGCATCACTTCACCTGGGGTAACTACAGAAGGAAGAGAGAA 
GCAGCACCTCTTAGGTGAAGCACTGAGTCCAGCCTGCCTCCCAGAGCGGATTGAGGTGGGAAGACGTGTTCCTCCGTCCTACTGAGCTTTGTGC 
TTTGCTAGATGTGAAATTGGCTTCTGAGTCACCTTTTCTTTGGACTGACTTGTTTATAGACGGGGAGGGTCACAGCGTTACTGAGAATCTTTCT 
CTCTTCAGCTCGCTCCAGATACATAGTAGCATTTTCCATCCAACCAGTTACATTGTTGTTGATACATCAACCTTTCTTTTAAGAACTGTGGTTA 
GAAATGCTTGCTTCGAGCCGGGGCGTGGTGCTTTTAATCCCAGCACTCAGGAGGCAGAGGCAGGTGGATTTCTGAGTTTGAGGCCAGCCTGGTT 
TACAAAGTGAGTTCCAGAACAGCCAGGCCTATACAGAGAAACCCTGTCTAGAAAAAAACCAAAAAAAAACGAGAAAAAAAAAAATAAAAAAGCT 
TGTTAAAAGACTTTTCCAAAAGTAATACTTTCATAGAAACACAGATATTCTAACTAGGAATACTTTGAGTTCACCTGTTTCTTGTTGCTACAAA 
TAAGAAAATGGAGATGCAGAAACTGATTGGCTTTTGTGAGAGAGGAAAGCATGGGATCTCTGAAAATAACTTACAGTGGGACAGATGCTGGGGT 
CCTGGTGATCCTAGGGCTTCAATATGTGAATCAGTTGGGAATACAGATAACTTTACTCAGTAATACTGTGTATCATAGGTGTTTATGATTTGTT 
CATTTTTAGTACAATAATAGAATTGTGGTATCATGTTTTATGTCTATTATAATTATATATATATTATATTGCAATTTTTACATTGCTTCTGTGG 
ACTGACATTCAGTGTTAGGTTTGTGACGTCAATCTGCATGCTACATATGGCTCTAATTCGCTGTTATTCCATGTATAAATAAATAAATACTGTA 
T AC CTC AGTG CTACTG AC AGG CATTG C ATTGTTTCTACTAG AGGGTTATT ATAAATAATGCTGCCGTGAATAT C CTTATTC AGTGTTCCACTTT 
GGAACCTGGGAGAATCTCTACTGTAACCTAAGAATGGAATTGCAGGGGATAACCCATGCATGCCTTCAACCTCGCTAGATAATGCAAGTTGTTT 
CTAGAGATACTAAGACAAGTCTCATCAACAAGCAAGAACTCCTGTTGCTTCAGCAACAATATTAAATTTAATATTGTCAGATTTTCTACTTCTT 
TCCAAG CTGGTGGTTATGGACTGT CTTT AATACTTTATTATCTTTAGC C AGATTCATTAC AGTTTG CC CTAGC ATC ATATTATATTTT CC AGAT 
CAGTGTCTTTGTCAGCTTCTGCTTCTTCACTCAGATTATTTTAAATATGAAAAGTTAGAATGAGTCGCCATTTTCTCATTGGATACTTTGGAGT 
TTAGATCTTTTTTTTTTTTTTAATTTTCATCTGTGCAAATGAATAAATGAAACAACCACCACAGATGCAGAGCTTCTCGTGACTGCTCTGTGTT 
CAAATCTGGGTGTACTTCTCAACTGTGAAAGTAAAAAAAACCATTGTCGCAAAGGTGCTAGTGAATCCAAGTTCCTCCTGAAAGGTCAAGGAAA 
ATGGACTTTTATACTGAACTAGGGAACCTTTGAGAACTCTGAAGGACTTGATGATACAATTGCAATAGCTCCAGTCTTAGCAGTGCCCTTAAAT 
TTCAGTTCCCTTGGCGCTAAGCAGGAGGCAGACAGATGGGGGCTTTGAGGAAGTAAATCAGAGAAACCTTTTAGCTGATCCACGCCAGGCCCTC 
CCTCTAGCTCTCTAAGGCACTAGGGACATTAAGCACTCAATGTTTGCATTAGGAAAGACTGAAGCTTTCTACTTTCAGTGAGAAGTTTGATGTG 
CTTAGAAAGAGTTTGCAGACCACACTAACACCGACTCTGACTCCGTTTGAATAGCTCTCTGCACTCACGAGTCTCTATAGACATGCTAACTTCC 
TCCTCTAAAAACTAACTCTTACGAATTTATAGTAAATAACTTTTTAAATGCTTGATAAGAGCAGAAATTCACTCGGCAATTACTAAATAATTTA 
GCATCTGATTCACAGAAGTGTTTACTTAATGCACTGTTTCTGGGAGCGGTGTGGGGCGCACCGAGTGAAGTGGTTTATAATTTACTCCTTTTCT 




TCAGTAATGAATGAAGAGCGGGTAAGCTCACAAGTGAGTCTGCATTCATTAATACGGCATGCTTGACTGAGAAGAGTGTGGCCTCCGTAGCTGC 
TTTTGAGGGGATGAGCATGCTATGATAATATAGTAGTAATTAGCTTCTCCTGCCGAACCATATGAGGAAATGATTGGGGTGTGTGTGTTGTGCA 
CATGTGCAGCTGGGGTTTTTGGCATGCAAGAAGAATGAGATCAGCCAAAACCCAAACCAGAGCCTTTGGAAAGCTCCCTCACAATCTGACTTCA 
GCTAATGTCTACATACTTTAACACATTGTCTACTGCTTAGGGTAAAGCCTGGCTGTCAGACTCCTGCGTGCTATTCTGGGATCCCTGCTCCGCG 
CGCGCACTGTGAAGTGTTTCATTCTTAGATCCTGTGATCCCTGCTGCTTTGTTGCATTAGGTGGCAAGCGTTGCTTAATTAACATTAGGAACGA 
ACG AAGGAG AAAT AGAAAGC AGGGTG CTCG CTC CTG CAAGGGAGGAAG AGC CG AAGGCAGATG AGAGTTC AC AG AAC AC ACGTG ATG AGGCCGG 
ATGAAAGGGCTGCAGGAATAGGGTGCCATTGTGCTTGAAGAGACCCGGGGAGGGGTGGATACAGTCAGACATGTAAAGAACAAGAGAAAGCCAA 
TTGG AC AACTACAG CAGAAAGAACTATCC AAG AATC AGGT AAC AG CAT CC AG AAAAGT C ACTAAATAAAGGTCTAGC AAT CGTTTC CTG AT AAT 
GGATTTCAGGGTTTGCCTTGTGTGCGGGTTAGCTTTTATGTCAGCCTGACACAGGCTACAGTCCTTTTGGAAGAAAATACCTCAATTGAGAAAA 
TGTCCCCATCAGACTGCCCTGTGAGCGAGCCTGTGAGGCATTTTCTTCATTGATGAGATGTGGATAGGCCCATCCTTCATGGGTAGAGAGACCC 
CTGAATGGGTGATCCCAGGTGCTATAATAAAGCAGGCTGAGCAAGCCATAAGGACCAAGCCAGTAAGTACCACCCCTCCATGGCCTCTGCATCA 
GCTCCTGCTTCTAGGTTCCTGTCCTGACCTTTTCTCAGTGATAAACTGATGTGGAAATACAATTGAGATAAGCCCTTTCTTCCTTGAGCTGCTT 
TCTTCTCGGTGTTTTATCGCAGCAATGACTAAGACACCTACCATGTGGAAGACCCTGGGTTCATTCCCCAGCACCACCCAAAATAGATTTCAGT 
TTCTACTGTTTGCTGAACAGAATTAATATTGTTTAAATGTCTTCAAATCTTAATTGATGGCTTAGCCAGAAGAGCAGATATCCTTGCGAATGTG 
ACTTTTATAACATTCTTGGCCAACTGAGACTCCATATATGGCCCTATCCTCTCTTTTCAAAAGCCAGTTCTCTTAGGAAAAGGCTGGGTCCTCG 
AGACTCTCCCTTATTCCCCAGCTGTCTGGGAGCTCTGCAGCCTTGCCTGAATCCTGGAATATGGTAATCCAGTCTCTGCCTTGTTTTGCCAACT 

GTGACATATCTGCAGTTCATATTTGCTTGCTCAGGCGATGTTCCCAGAACGGACCCTCCAGGTTAAGGTGAAGCCACCAACAGCGTGACTTCTC 
CATGTTGCTCCCAGAAGCCCTTCACACTTGGGTCCCCATGTCCTACAAGGAACTTAGTTCAAGAAAGTTACTGCCCTATCAAGGAATATCGGGG 
TGCATCCTGACAGGAGTTCCTAATTTGGGCTCTGCAGAGCAGGAGACTGGAATCCTGCTTTCTCCCCCAACCCTAGAGAAACCTTTGTACATTG 
TCTACTTCATTTCTTAGAACCACCTCTTCAGAGACAACTTTTTATTTGATGCAACTTCTGCGACAATTAAACTGCACTCATAAATTGTCTTCAA 
AGGGCCTAATTAAGATAATTTCTGTCAACTAGAAGGTAACAACCCACCCTCTAAATCACTTGGGTCAATTTCCCTCACAGCCTCCTGAGGGTTT 
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TAGAGGTGTGAGATCCCAGCTG6ACTTGTGGTCCTTGCTTCACATTTTGTGATCCTGGATTCAGATACAAAGTGAAGCAGCAGTTTGTCCACAT 
CCACAGAGCGGGTCAGTGCCACAGCCGAAGCAGAGGCCACTGCTCTCTCCGCCGCACCTCAGTTTCATTGCTCTCTGGGCTATCAACGCTTCCA 
TATTTCACTTCATTTATGGCCTTGTGTTCTTCAAAGCAAAACTCTGTCTCAGTACAGTTACAATGATAATAGATTGCCCATAAGAATATTTGAA 
AAATGGCACACTTTATTAATCCCTTCTTCTGATGACGTTAGTGTGTCAGCCATCTATTTTTTTAGAACATTAGTTGCTCAACCAGGTTTTCAGT 
GTTGCCTGGTACATATGAACTGTTACATTTTTTTAACTCAATACATTGTGTAGACTAATAGAAAAATCAAATGTGATAGGACCAGAGGTAATAA 
TTTGAGAGTGGAGAAGTCAGGATTGAGACTGTATGGTAGACACAAAAATTCTGGAAACATTCCAAGGAAGTGGAGGCTAATTAGAAGACAATAG 
AGAGGCTCAGCAGCTAAGAACACTTGCTGCTCTTAAGAGAGGACCTGAGTTTGATTCCCAGCACCCATGACAGTGGTGCATAACTGCATGTTAC 
TCTAACTCCAGGAGTTCCAATGCCCCTTTCCTGTTCTCTGTGGGTACCTGCATTTGTGTGCAAATGTCTTAGTTAGGGTTTCAATTGATGCAAC 
AAAACCACCAAGACCAAAAAGC^GTTGGGGAGGAAAAGGATCATTTAGTTTACACTTTCACGCTGTAGTCC^TCTTCAAAGGAAGTTAGGATA 
TGAACTCAAACAGGACAGGTACCTGGAGACAGGACCATGGAGGGGTGCTGCTTACTGGCTGGCTGGCTGTGGCTTGGTCGGCCTGCTTTCTTAC 
AGAACCCAGAGTCACCAGCACAGGGATGGCACCACCACAATAGGCTGGACCCTCCCCCATCAATTACTAAAGGAAATGCCCTACATCTGGATCr 
TATGGAGGCATTTTCTCAATTGACCTTCCCTCCTTTCAGATAACTCTAGCTTGTATCAAGTTGACATAAAAGTAGCCAGGATACCATATGCAGG 
AATACACACATATACATAATTTAAAATAAAATAAATCTTTTTCAAAGAAAGGCAGTTTAAA 

ATAAAGAATTTACTAGCAATTTTCTAGAGCTAGACACCAAGAGACCTTGACTTTATTCCATGTCTTAGGACTGTTTTGTATGAATTGTGTCAGT 
TATAATGTTATTCTTCGGATTTCACAGATTGTAGATAAACAACTTTACAAATACTTCGTTTTTATTTGAATGCCAAAGAACTAATGTGTTTTCC 
TCACAAAAACTTTTTGTAATTAGATTCTGAAAAAAACACCACTTATAGCAGAGCATAGTTTACACTGTACTGTTAGCAGTGTGGTACGTTTTGC 
TTGTAAAGTACTAGAGAAATCATAACTAATAAATTGAGTGCCGCTGAGATGACTGGAGTGGGGAGGTCAGGGTGCTTCCCTTGGCCACCCTGGA 
GAGGACTGGCACCTGTTAGTTGTCCTCTGACCTCCACTGTAAGCAATGGCACATTCTCTCGCACACATGCACACACACAATAAACAAATGTTTA 
AAACCTCTCTTAAAAAATAAATTCAGATATTTTGCTTCTAGCCAAACTTGAGCAATGAGTATT^ 

CTTCAAAAGGGTTCAGGGTTTGGTTGTAAATCAGGCTGCACACGTTCCGTCAGTCTAACCTCTCTCACAAGTCAAACTGGCTTCAGTTAGCAAT 
ACTTCATTAAATCCAAAAGAAAAAGAGTTTTAATTTTGAGGGGAGGAAAAAAAAAGTCCAGTTCTGAGAAC^ 

TATTGTCCTTCACACACCCTTGTCCCGAGAACCAAGAATGACACTATGTCAGGCAGGCTGATGCTGGTGGACACCTGCATGTGCAGACCCCATG 
GGAGCTATTGTGCTCATGAACAAATACACACACACACACCAAAATTCTAGCATGTCAAGTGGAAAAGGTTTAAGTGGTATTGATCAAAACCCTT 
GAGGAGTCAACAGTTAACCTAACTTTTAGGTAAGAAGTTTGATCTTGAGTCTTTGTGAAAGAAGCATCTATTGCCATGCTCTGAAGTAAAAATT 
TCTGGATTATATCATCATCATCATTTTTCAACTTTAACATTGTAGGAACAGTGTCAAAAGCATTATTTTTCATTTTCTGGGATGAGGCAGGAAG 
GTATTTGCATTTAGTTAAAAATCAAAACAATAGCATCAACAGTAAGCAGG^ 

CATCCATCCTACTGGCTTGACAACACCCAGCAGTGAGTATTTTATTTAGACTTCCACCTGAATAAGTACTAAGATAAAGTATGAAGTAAGGCTT 

TTGAATACCTTCGAGGCCTGAGCACATAGCTCAGTTGGCAAGTAAATGGCATGTGGGTGATAAGACCTGAGCTTGATCTGCGGAACCTGTGTTA 

AACGCTCTGTGATGGCTGCAGATGCGGTTCAGCTGGGAAACAGCTCTGCTGACCAGCACGTACAGAACATTAGGCTTGGTTCCTGCGCTACGTA 

AAATTAGGTGTGGCATCGAGTGCCTGTAATCCAAGCACTTGGCAGGCCAGGGCAGAAGGAGCAAAAGCCTGTTATATATACATAAGAGAATTAA 

CCAAAAAAGG CAAC CAAGGTGGT CCATGCTTGTCTTCT CAGTGCTGGGTATACAGAAACAAG CAAAC C CTGGGGCCCACTGG CCAGACAAAT CA 

GTGCTCTCTAGGACAGTGGGCAGGGCGGGGAAGAGGAGACAGACAGACACACGCACATGTTTGACTCCTTATGAACAACACTTGAGGTTGTCTT 

CTGGCCTCTATAAGCATGAACACACACATTAATGACATTTCACATTAGATATTAGGTGGCAACGAATAGGAGTCCCCGAAAGACAGTAAAGGCT 

GTAGCCCCAGAACACTGCTTTGCGAGTTTCCAGACCATGGAGCAAAAGAAAACAAGGCATTTTGACGCTGTCAAGTGGACAGAGCTCAGTATTT 

GGATACATGGTTGTGGGCAGACAGAAAATAGGAGGGGGGGGGGGCAGAGAACAGAGAGCCCCAGAGGTTGCAGAAAATCTCCCTTCAGTGTTCT 

TCAGAGAACTGATGAGCACAAGTGTGCAAAGAGGCATCTCAAACATCTCAAAGTCTTCTGTGGAGATAGAACTTAGTGCTTGGAAAGTCTGGGG 

TC AGTG C CTGTTCCTC ATCG CC C CAG ATTTAAGCAGAGATGAAGTAC AGTGCT CACAG ATGTCATTGATAC ATAGTG AGG AATAAGG CTCCCGA 

GACTACATGTTCTTCTTCATACAATCTCGAA'TGCACAATCTGAAAGGGTCAAGCTGCTTCCpAGAACCTTATCCCTGTCTTGCAACAAAGCTTA 

GAACTGTGTGTCATAACCCAAAATATGCATCATAAAAATTGAGTCCAAAATGTAACTGACAGTGTGTGGCATCTGGCCAAGTATGTCCAATAAT 

TAAAAGAAAGGAGGGTTGTAGTGGGGGGATCTGAGCCAGAACCCATACACATACCGAATACCATGCAGTAGTGATTGTGATTTTCATGTCAAGT 

GGGAAGGTTAAAATTTTTAAGCAGAGAGATAGAAGACACTGTAAAACACCCATGTTGGACTTCTTTATCAATCCCTGAGGTCAGAATGAGATAA 

AAACTGCATTGCCTTTGAAAAAGATGAATGGCAGAGTAGACATTGCTGAAATGGAGACCGTCCAGGCTGGAAAAAGCAGAGCCATGTTTGAATG 

AGCAGGGTGGTTTAGAACTGTAGACAATTTCTTATCAGCAAGTCTTGGGCTGTCCTAAGGAAAAGAGTAGATGAGACAGCAAAAATATTTGGCA 

GAAACAGTTGAGAAAATGATGGCTGGAGTGTCATCAGGTGTGAAAGCTCCCACAGACGCAGACACAGGAAGGAGAGGACATCAGTGCTCACCAT 

AATCACACTGCTTGGAAGAGGGAGGGGTACACTTGGAAGTAAAGGAAGGCTTAAGCAAAGGGGAAAGGAGGAACAGAAGTAAAGGTGCCAGGCC 

ACGCCCTCTClSnSnsrNNNNNNNNlSnsn^^ 

NNNNNNNNNNN^^ 

NNNNNNNNN^^ 

NNNNNNNN^NNNNN^^ 

NNNNNNNM^^ 

AAAACAAAAGGCTATAAGAACTTATAAGCAAGTTAGGCAGGGTTGGAGGACACGGAGTTGTTTCTTGGTGCTAGGTAACTCAGTGATAGAACAC 
GTGCCTAGAATTCCAGCAAGAGGCCCTGACTTAGATCTCCAGCACTCAAAAAGAAAGTATTTATATATTAACAATGAATAAACAACAGTTGATG 
CTGTAAAATATTTGAACAGTTAGGTATAAACCTGAGAAAATAAAATATATTAATACTCATACAGCACTAAAATTTTATTTTAGTGGAGTTTATC 
AAGTGAAAACTTTGAAAATAACTATTAGGAGAAGAAGACAAGCAATGGACACTGGAGAAAATACTAACCCGTATTAAACATAAAGGGCTGTTGA 
GAAT AT CC AT C AGTAG ATGTG AATGG GTT AAAACT CG AACT AT AT CC ATATGGTAAATATAATTC AGC AATAATATAAC AAACT TTT CTTTTTA 
TTATTTTTTAAATTAGCAAACAAATGGTATTTATTTTTTAATATTTTTATTATTTAAGAAATTGATACAATGTATTTTTATCATACTCACTCCC 
ACTCTTTTGTTTTATTGGTTAGTTTATTTCTTTACATTTCATATACTATCCCCCTTTCGTTTCCCCTCCATAAACACCCTATCCCTTCCCCTCT 
CCCCCTGCCTCTATGAGGGTGCTCACCCACCCACCCACCCACCCATTCCTGTCTCCCTGCCCTGGCATTCTCCTCACTGGGGCATCAAGCCTTC 
ATAGGGCCTCTTCTCTCAGTAATGCCTGACAAGGCCATCCTCTGCTACATGTGCAGCTGGAGCCATGGGTCCCTCCATGTATACTCTTTGGTTG 
GTGGTTTAGTCCCTGGGAGCTCTGGGTGGCTCTGGTTGGTCGATATTATCGTTCTTCCTATGGGGTTGAAAACCCCTCCGCTTCTTCAGTCCTT 
TCCCTAACTCCTCCACTGGGGACTCCATGCTCAGTCCAGTGGTTGGCTGCAAGCATCCCCATCTGTATTGGTCAGGCTCTGACAGAACCTCTCA 
GGGGACATCTATACCAGGCTCCTGTCAGCAAGCACTTCTTGGCATCAGCAGTAGTGTCTTGGTTTGGTGTCTGCAGATGGGATGGATCACTAGG 
TAGGGCAGACTCTGGATGGCCTTTCCTTCAGTCTCTGCTGCACTCTTTGTTCCTGAATTTGCTTTCGACAGGAGGAATTCTGGATTAATATTTT 

TTGGCTAATGTCCTCCCTGTTGGATCCTGGGAACCTCTTGGGTCTCTGGCATCTGGGACTTTCTAGTGGCTACCCATCCCCCCACTGCTAACCT 
CCTTTCAAAATTCTCCCCATCTCTAAACTGCCCCCCTTTTCCTTCCCCCTGCTCTCTCTCTCCCAGGTCCCTCTCTCCCTCTACTTCCCAATAT 
TATTTTCTTCCCTTCTGAGTAGGACTGTAGCATCCACACTTTGATGTGATCTTCTTTCTTCTTGGATTTCATATGATCTGTGAGTTGTAGTGTG 
GGTAATCAGAGCTTCTTTTGGGTTAATATACACTTATCAGTGAGTGCATACCATGTGTGTTCTTTTGTGACTGGGTTAACCTCACTGTCCTGGC 
TAGTTTTGTGTCAACTTGGCACAGCTGGAGTTATCACAGAGAAAGGAGCTTCAGTTGAGGAAATGGCTCCACAAGATCCAGCTGCAAGGCATTT 
TCTCAATTAGTGATCAAGGGTGGAGGTCCCCTTGTGGGTGGTGCCATCTCTGGGCTGGTAGTCTTGGTTGTATAAGAGAGCAGGCTGAGCAAGC 
CAGGGGAAGCAAGCAAGCCAGTAACATTCCTCCATGGCCTCTGCATCAGCTCCTGCTTGAGTTCCAGTCCTGACTTCCTTAGTGATGAACAGCA 
GTATGGAAGTGTAAGCTGAATAAACTCTTTCCTCCCCAACCTGCTTCTTGGTCATGATGTTTGTGCAGGAATAGAAACCCTGACTAAGACACTC 
ACTCAGGATGATACTTTCTAGTTCCATCCATTTGCCTATGAATTTCATGAAGTCATTGTTTTTAGTAGCTGAGTAGTAGTCCATTGTGTAAATG 
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GACCACATTTTCTGTATGTATTCTTCTGTCGAGGGACATCTGGGTTGTCCAGCTTCTGGCTATTATAAATAAGGCTGCTGTGAACATAGTGGGA 
CATGTGGCCCTTGTTATATGTTGGGACATCTTTTGGGTATATGCCCAGCTCACTCTCACTCTTAGCCCTAACTCCTCTCAGATAGACTCTTCCT 
CCATCCCTCTCAAACTATGTGCCCTCCTCTTTCTTTTCTTTCATTCTTTTTTAATGAGCCCACCAAATTCAATTTCTGCTGCCCATTTACCCAT 
GCTGTGTGGCCGTGTGGCCATCTACCGGAACTTGCAGTAGACTTGCCAGAGAATACACCCTTAAAGAAAACTGACTTTTTCCCTTGCTAGGAAG 
TGACCAACTGTeCATAGCTCCTCATTTATGGGTGGAGACCCCTTCTCTCTCTCTATGCTAGAATTTTGACTAGCTTGATCTTGTACAGACAACC 
ACAACTGCTGAGTTCATGAGGATACCAGTCCTGCCATGTCCAGAAGATACTGTTTTGCTGTGATTCTCTGCAACTTCTGTCACTTAGAATCTTT 
CTGTCCCCCTTCCACCACTTTCTCGGGCCTTTCAGGGATGTAACATAGCTGTCTCACTTGTTCCGAGCACCCTAGGACTCTTAGTCTCTGTACT 
TCCACCAGTTGTAAGTTCTTGCATTTGGCCACCATTTGCTGCACAAAGAAACTTTTCTGATGATGTCTGAGAGCTGGCCTATTCTATGGGTAGA 
GAGATCAAGACAJ'AGAAAGCAGTCCAGCCAAATGGATGTATCTGGAGGATATCATCCTTAGTGAGGTAACCCAACCACAAAAGAAGTCATTAGA 
TATGC ACTC ACTG ATAAATGG ATATTAGC CC AG AAAC ATAGAACACCC AAAAT ACAATTTGCAAAAC AAGGGAAGAC CAACGGGTGGATACTT C 
GTTC CTC CTTAGAATAGGG AAC AAAATACC C ATG AAAGG AGTTAC AG AGACAAAGTTTGGAGCTAAG ACG AAAAGATGG ACT ATC CAGAGACTA 
CCCCACTGGGGATCCATCCCATAATCAGCCACCAAAGGGACCCTGCTAGAGCTGTCTTGTATGAGGCTATGCCAGTGCCTGGCAAATACAGAAG 
TGGATGCTCACAGTCATCTATAAGATGGAACACAGGGCCCCCAATGGAGAAGCTAGAGAAAGCACCCAAGGAGCTGAAGGGATCTGCAACCCTA 

GAAGAGAGGCCCCTTGGTATTGCAAACTTTATATGCCCCAGTACAGGGGAATGCCAGGGCCAAGAATCGGGAATGGGTGGGTAGGGGAGCAGGG 
CGGGGGGAGGGTATAGGAAACCTTCAGGATAGCATTTGAAATTTGAAATGTATATAAAGAAAATATCTAATAGAAAGAAAGAAAGAAAGAAAGA 
AAGAAAG AAAGAAAGAAAG AAAG AAGG AAGG AAG CAGTCC AGCT AG C ACTGTAAT AGTAGT AGGCT C ACTCTGAGGCCTAGGAGTTCTTTAAC C 
ATGGGTTCTTGGTCAGATTTAGAGTACCAGTCATTTGTTTCCTCCTGGACAAAAGGACTTTAAGTCCATCAGAAGTGGTTGGCTACCCCCATAA 
CCTTTGTGCCACTGTTGCACCCATGGGTGTGCCTTGCCGTGCCGGTTATCATTGTAACTGATAGGGTTCACAGATTGTGGATGGCATTTTCTTC 
CAGCACCTACCATAGCACCTTCCAGTACTGCGAAGGCTGACCAGATAGGAGAAAAACCCCTGCTCAGTACCAATCTGATTTCTTCATGCCCTGT 
GACAAAATCTCTGTGGTATCTTCACAATAAGGCTCTACCATCAAGTTCTGGTGAGCAGTCAAGACCAACAACAATGCCATGTGCTGTTGGAAGG 
GTATCTGGGACATCTCTGTTCAACATCATGAGGAGAAGAATCCCACGGGTGATCCTGGGCTTTTCATTTGGCATCTTATGGCTTCTGAGGGGAG 
CATAGTCTCCTATGTGGGGTGCTTCCAGTTAAGCATCTTTATATGTTTATGTGCTTCGGAAGCTTATAAAGCAGTCGATTTCCGGATGGCCTTT 
TCAAACATCCTTAGGGTTAGTTATCCTTGCCTCTTCTACCCTACTCTCCTGTCTCTCTGCTCACCTTAACCTCCCTCCCTTATACAGTGTATTT 
TCTTACATATATGTGATAAACATTGCTCACGTTTGATCCCACTGTACTCCTGCCCTTCCTTCCCCTACCTTCTTCCCTCCAAATAGCTCCCCTT 
ATGTTTTCATAGTATGTATGTATATATGTATTATGTATGTATTATGGTATATGTATATGTGTGTGTATATTTAATTCTAGGTCCTGCATATGAA 
AGGAAATGAGATGCTTTATATTTCTCTTCTATTATTTTTACTTGTTCTCTTTTAATATAAACACCTTCTAATTTCATACTTAAATCTATATTCT 
GCATATAAGAGAACATGTGCAACATTTGTCTTTCCAAGTCTGACCAATTTCACTTTCCAGTCCCACACATTTCCCTGCTAATAATATGACATTC 
TTCTTTAATCTTGAATGACACTCTACTGTGTATTGTGCAACAGGTTTTCTTTATTAGTCTGTATTGTTGTCTGTATATTGGCATCTAGGCTCTT 
CCTGCTTCCTGGCCATTTCAAAAGTTCTGTGGTAAGCACAGATGTGCATGCCAAGATAGACTCCTTCAGGGTATGCCCAAGAGTTGTACATCTG 
GATCATAAGCGTAGCCTAGTTTGAGCTTTTTGACACACTCTGTGCTGGTTCCCATAATGGCTGTACTAGATTACATTTCATCTTAATGTAACTC 
TAGAAGTGGAAAAGAGATGTTGTCAGAAAGCAGAGCGTAGATTTGGGGCTACTGCGAGGTGTAAGGGCTGCAGCAGACTTTGGGTGGTGATGGG 
ATGTTCATGTTGATTGCACTGATGGCTTCCCATCAAAATGGCAATTGCATATTCCAAATATTGCACTGTCATGTACTAACGCTGTTTTCAGAAG 
CTAGAAGGAAGAAGGACTTGCTACTGGAGTTTGTGCTGGTAGTAAGCATGACTGGAACCCAGCCTTTGGATTCAGTTATGGACAGTGCATTGTA 
AAATTACTCCCAGGGCTCCTTTTAAAGCAAAGAAGTCTTTGTAAAAAATAATATTACTTTGAATATCTCTTTTCTCATGGTTCCTATTGCAATA 
TTGTTTCCTTAAAGATACATCACAGTTTGATATTGGAGACCAGAGTGACCACTGCACTGTATTGCTCATATTCCGCCATGAGGGGCAGAAGGCA 
GATTGAGTAGCAGACTACACACAGTTTAGTGCATTCATTAAATCATATCTCATGGTTAAATATTTAGTCTACTTAACATCTCTGCCAAATTTCA 
GCTTAGGAACTTGCATGTGCTTTGTCAAAACAGCATTTCAAATACTTCAAAAATGATTTGTTCCTTTTTAACACCAATCTCAGGTTGTAATTAG 
ACTGTACACACAAGCTCCATTTTAGCCTCCTAACGAAATCAAAACTATGTAGTGTTAAGGTGCTTCGTGAAAAGATGCAGGGTCAAGAGATGCA 
GTGAGCGGAAAGGAAGCAATAGGTTGCACCTCCCAGCCATCCCTGGCCTTGTTATGCCAACACAAAATGACTGTGGTGTTGCTGTAAATCTCCT 
TCCAAATATGCCCCGGCAATGAAAACACGACACAGTTAATGCTGTGCACCTAGATTGGGCAGATCTACGGCTACACTACCATCTTCTACAACTT 
ATGAGACCCCTTAGAACTTGCAGTTTCTCCAGGCCATGTGCTAATGCTCCACTTTTCTTTGTCTTCTTCTACCTCCTCCTCTGCATCCTCTCCC 
TCTTCCATTTTCTCCTTCTTATCTCCCACTCACCTTCTGCTCCACCTTCTCTTTTATCTGCCCAATCATCAGGTCTCCATTATTTTACAAATTA 
AGGTGGGAAGCAGGTTTACAGGAAATCACCTGAGTGCTGACTCATTCCTTGTTCTCAGCCCCTCACAGGAGAATGGAATTAACACCAAATATAA 
TTAGCCCCAGGGCTATGCACAACATTTCCCCCTTTCTGTCCAATTAAAAGACTATTTTATCTCAGATATAATTGAACATAAGTATTATTATTTT 
GTAATTT ATAAAGT AC AAG AG AC CTAACC C AGTCC ATC ATC CTTGTTAATTAAAC AGAACCT CTGTC ATCT ATTCTTACTTAAAAGACTTATAA 
TTCTACATCTGGCTATGTCTTGGCTTTAGATTGAATGCCATCTGAACACCATCCTCTCAAAACTGTTCCTCTCCAAATAAAAAGCCTGAGTTGG 
CTAGGAGACTATGTAGTTTTTCAACCTCATCAGAAATCTAAGAACGACTGATATTAACTGGAAATATATAGAAAGCCTAAAACGGCTTGCAAAA 
CGTAGCCAATCCATAGAGACTGCTGATCACCTGGACAGTCCCTTACTTCAACACGCTGGAGCATCGGTCTTCAGCCTACTGGCCAGGGTCATCT 
GATGGACTTAGAAAAACAGGAATATTAAGGACTAGCCTACTCTGTCTCGGCAGAATCAAGCTGTCCTAACCTGCAATTGCATCCTTTCTTTGGA 
CAGTATTATGTCTGTAGATGAAATGAGGCAATTCTTGCCTAGTGGCTGTTTCACCACAACTGGAGTAACTCTAAGGTGCTCAGTTTCTTCTTTG 
AATCCAAGACCGGGAAAGCTGTCAGGAGCAGAATGGTCTCAATAACAAGTGAATAAATAACATTAAATGTCACATTCTGTGGACTTCTGATGTT 
TCGGAAAACCAACTATCTATTTAAAGTAATGTAGACAGTTCTCTGTTAACTGCTCTCAGCCATTTCTAATTAAAATAACTGAGAACACCCTAAC 
AATAAACTCAGAGCCATGAATTTCCTATTTGGCCCTTAACTCACAGGCTTAGACATCTCAGATCTGTTTATAACAGCAATAGAAGGACTGGGTT 
CAAGCCTTGTACTTCAAAATTTTTAGAATCAAGGACCACCTATAATAACCACCCCCAGCCCCAAAACCTAGGAAACTGGGATGACGACTCTTCA 
TAACTTCCTCAAGCTGATTATGGGCATTGAGATATTTTAAAGGGAGGGGGAAGGGTAACGAAAATGCGGGAGTTGGTTGGCCTTAAGAAGACCC 
CACCAATGATTGTATTAGTCTCTGATATCTGTGTCCTTACTGGATTCGGATGAGAAGCCAAGAAATCAGGAGTTAGTCAGGTCAGTTCAGCATG 
TCTGACGATGAAATTCACCAAGGCTGAATATTCTGTCIATATATAAATCTCCAAACAAAATTTTAGTATCATCAAGATAACCTTTTTGGGGTCTC 
CCGCTATCAAATCTGATCCATATAACTCTGGGAGGTGTAAATACATTATTCACCTTTTCCCCAAATCAGCATATCCTTCAGCCGGTAACCAGGA 
AAACCTGTAGCTTGCCCTCTGTCCCAGAGGAACAATAATACAGCCACATTACTCAAAATCACACACATTTTAGCCTATTTAGGCCTTTCTAATT 
TGTCATATCAGG ATATTAGCCC AAAATTC C CGTGGATC C C ACTGTGTAC AGAGTATGAGTCTC CTGC AG ACTTTATTATACCAT CTTTTAAACC 
ATTGATTTAAAACCACACTTCTATTTTCCTTCCTTTTTCCTTTTCCTTTTCCTTTCCTTTTCTTTCCTCTTCCTTTCTTTTCTTTCCTTTCCTT 
CCCACTTTTAAGGTGGGAAGCAGGTTTACAGGAAATCACCTGAGTGCTGACTCATTCCTTGTTCGCAGCCCCTCACAGGAGAATGTAATTAACA 
TCAATATAATTAGCCCCAGGGCTATCCACAACACTACGGATGCTTAGTAGTCCTGCTCCCTCTGCCAGGGCTCATGGGGACCTGGGAGCTTTGG 
TGGTCTTTTTTCCTCCTTTGTGACTGAGCCAGCCTCTCTTTATTCCAGGGTTTGAACGGCATGTCTGTGGATGAGAAGCCTGGCTCCCCCATGT 
ATGTATATGAGTCCACAGTCCACTGTGCCAACATCCTCCTGGGCCTCAATGACCAACGGAAGAAGGACATTCTCTGTGACGTGACGCTGATCGT 
GGAGAGGAAGGAGTTCCGAGCCCACCGGGCTGTGCTGGCCGCATGCAGTGAATACTTCTGGCAAGCACTGGTTGGACAGACGAAAGATGACTTG 
GTGGTCAGCTTGCCTGAGGAGGTACAGTGATTTGGTGTGGTTGTGGGGTTGTGGTGGAAGTTAGACGTGCACTGTGCCACGTGGATGGCCACGT 
CACCCATGTCCACATCACGTCACCCACATGTGGGCTTGTAGCATAATCAGTTTCTGTTTGATGCACTTGAAGCCTCAGAGGCATGAATACAAAG 
TGAGCGTGCTTCTTTAAGGGAACTGAGCCTCACCTGGGGCCCTGGCCCTCATAGTTTCTAGTTCACTTAAACTTCGGGTTTTGAATAGTTCAAC 
CTCATTCTGATGCAGTCCTCTGTGTAGGATTTGAATCACTACTATTTCTTCTCTTTCAAATGGATCATTAGATTTCCCCTGAGAATAAAACAGC 
GAAAGAATTCACAGGACCTTCCTTGCTTAGGAGAAAAACAAAGCGACCAGCAATTCTCACCATTAATGCAGTGAGATTCTAAGAAGTGTAAATT 
TGCTTTTCTCATCAGGATTGAAAATATCCCCTACTCAGGTTTCTTAACTGCTTCAGTGAGAACAGTCATTTTGGTACTTTGGGGACATGAATAG 
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CAAGG CTTGTT CTGTGC AG AGATG AC AGT CAAGTGGTTTGAG AGG C AAGGACC CAAAAGATGGGTGTCACAATGGTGAAC CATT AAACTGGTCA 
CTCTTCAGACTGCTTATGATTCTTCAGTCATTCGTAGCCTCCTTATCTTCAGAAGACCGGGGTTAATGTGTGAATCCTTGAGCTTTGTGTGCAA 
TGCAGAGTATTCTCTGCACAACACCAATATATGATACAACTGCAGAGCCTCTGGCAGCCGTTTGCAAGCTGTGTACAGCACAGCATGCAGGAGC 
ACAGCTCACGTTCACGTCCTTGCGAATGAGACCCAGGGTCACCTCTGCAGCTTCCTCACAGCAGTCTTCTATGATAAGTCAAAGACCAAAAATG 
T AAGG AGTT AAAG ATTAC ACTTAC CACTCC AT C CCGC CAT C ACCAACTC AGATGCCTT C AG AGACAT AGCGGTGAC ATTAACAACTC AAT AGTG 
CTTTGTAAAGAGTAGGGCGTGATGGAGTGAGCAGCTAGACCACCAAAAACACGTTCAAGCCTAACACGAGAGAAACACAAAGGGGGCTGGAGAT 
GCAGCTTGGATAAATTGCCTAGAGCGTGGTCCCCAGCAATAAAAACAAGACGCATGGGATGGAAGAGACACCAGATTTCAGTCCCTTGCTACAC 
AGCATTTGTGACTACCCCCGCAGAGAGCAGAAGAATGGCCAGCTGATGAACCGCTGACGTTTGAAACATCTTCACATAGGCACCCTGTCATAGT 
CACAACCAACTGCTCCATTCCCATTTCCTACACAGCCGTGAGAGAAGGAAAAGAATAAGTCATTTCAAGATTAGGTAGCCAAGATCAAGTCTTG 
GATCTAGTAAGAAGAGAAGGAGAGCGAGCAATGGCAGCTGGGTCCTTAGCAGGATGGGCGGTTCCCATCTGCACTGGATGGAGGCATGGCGGTC 
TGTAAACTGCTCCTGGGCTTCGCAGCTGAGGTAGTGATGTAATGCTGCAAACCCAGCCCATCCTGCAGCAAGTGCTGCTCAGACACATGTCCTT 
CTTCTCCAATGGGAACAAAGACGACATCCTCCTCACTCAGTCCAACTCTAGAATTCTCTGGAAATAGTTTCATGACATCTAGTTATACAAAGTA 
GTCTTAGAGGAGGTGACACATGTTGCCTACTTATTTCTGTTGTGTCTTGGAGAGCCATTTCATATGTGTATATGTATTACTAATTTCCAAAACT 
TAGATATT AAAG C AG AT AC AC AAACGAAGTC AT ACTTTATGTATCGAGT CTTCC CTC AATG ACTGTGTTAGC C CTACCTCAT ACTTC CTAGAAA 
AGAAGACCTAAGCCCAAGCCTGTTCTCAATTCTAACCTGGATCCTGATCTACTAATCTCTCCGAGCCTATGTGTGAGTGTGTGCATGTGTGTGT 

TCCTAAGTGCTGAGCCATGATCTTAATTTCAAGAAGCCCTAAAATTCTGAAGCCCTTAACCTATAATCAAAATACAGTACCCATCCAGTAAAAT 
GTGAAGGAAACCAGGGTATAAATAAATGTTACTAAGCCTGAAGTTTCTTCTCAAGTCAA 

MOUSE SEQUENCE - mRNA 

CGAGCTGCCATGTGATGCGCATCCCCTCCGCCTGCTCTCAGTGACCCCAGGACCGCCCACCACGCCGGCGGCCGGGAGGGGGCTGCGGGCTGGG 
AAAACACGGGCAGGACCGGCGCAGGGGGACAAAAGTTCCCGGGAAGCTGTCTGCTTCGAGAAGTGAGGGTTCTGAAACAAGAAGGACCTTCAGG 
AGCTGCTCCACACTGTGACATGTCTGATCCCTTGTGCCCGTCCCTGCAGCATGAACAAGGTGGACACTCACTGATCTATCACAAGATTGCCTCA 
CTGAGTTTGGGGGTCCATGTCTGAATGGATTGCTGTAGCCTTCTCATCTCTTCCTCTGCCCAGTTCCCAGCATCCTAAGACTCGAAGCCAGGAC 
AGGACCTGGGGAAATTATATGGTTTGAACGGCATGTCTGTGGATGAGAAGCCTGGCTCCCCCATGTATGTATATGAGTCCACAGTCCACTGTGC 
CAACATCCTCCTGGGCCTCAATGACCAACGGAAGAAGGACATTCTCTGTGACGTGACGCTGATCGTGGAGAGGAAGGAGTTCCGAGCCCACCGG 
GCTGTGCTGGCCGCATGCAGTGAATACTTCTGGCAAGCACTGGTTGGACAGACGAAAGATGACTTGGTGGTCAGCTTGCCTGAGGAGGTCACGG 
CCAGGGGCTTTGGGCCACTGCTACAGTTTGCCTACACTGCCAAGCTGTTACTCAGCAGAGAGAACATCCGGGAGGTCATCCGCTGTGCTGAGTT 
CCTGCGCATGCACAATCTGGAGGACTCCTGCTTCAGCTTCCTGCAGACCCAGCTCCTGAACAGGGAGGATGGCCTGTTTGTTTGCAGAAAGGAC 
AGTGCGTGCCAGCGCCCCCAAGAGGACCATGGGAATTCTGCAGGAGAAGAGGAGGAAGAAGAGGAAACAATGGACTCAGAGACAGCTAGGATGG 
CTTGCGC CACAGACCAGATG CTC CCAGACC C CATCAGCTTTGAGGCCACTGCCATCCCAGTAGC AG AG AAAG AAG AAGCC CTG CTCC CTG AGT C 
TG AGGT ACCCACAG AC ACCAAGG AAAACTC AG AAAAGGGTGC ATTG ACCCAGT ACC CTAG ATAT AAG AAGTAC C AGCTCG CGTGTAC C AAG AAT 
GTCTACAGTGCACCCTCACACGGTACCTCAGGGTTTGCGAGCACATTCAGTGAAGACAGTCCTGGCAATAGCCTCAAGCCGGGGCTCCCCATGG 
GACAGATTAAAAGTGAGCCACCCAGTGAGGAGACCGAGGAGGAGAGCATCACCCTCTGCTTGTCCGGAGATGAGACCGACATCAAAGACAGACC 
AGGAGATGTCGAGATGGACCGAAAACAACCCAGCCCTGCCCGTACCCCCAGTACCCGTACTGGAGCCGCCTGCCTGGACAGGTCCAGGAGTGTG 
TCCTCGCCTTCCTGCCTGCGGTCTCTGTTCGGTATAACGAAAGGTGTGGAGTCCACTGGCCTGCCCAGTACATCTCAGCAACCCTTAGTCAGGA 
GCTCAGCGTGCCCTTTCAACAAGGGGATCTCTCAGGGTGACCTTAAAACTGATTACACCCCTTTGGCAGGGAATTACGGACAGCCCCACGTGGG 
CCAGAAGGATGTGTCCAACTTCGCAATGGGGTCGCCACTCAGGGGGCCCGGGCCGGAAACTCTCTGTGAGTTCTCCTCTTCGCCCTGTTCCCAG 
GG AG CC AG ATTCCTTG C C ACGGAAC AT CAGG AACC AGGGCTGATGGG AGATGGAATGTAC AACCAAGTCCGACCCC AG ATTAAATGTG AGCAGT 
CTTACGGAACCAATTCCAGTGACGAGTCTGGATCATTCTCGGAAGCAGACAGTGAGTCGTGTCCTGTGCAGGACAGGGGCCAGGAGGTTAAACT 
TCCTTTTCCTGTCGATCAGATCACAGACCTTCCCAGGAACGACTTCCAGATGATGATCAAAATGCACAAGCTAACCTCAGAACAGTTGGAGTTC 
ATCCACGACATCCGGAGGCGGAGTAAGAACCGCATTGCAGCCCAGCGCTGTCGAAAGAGGAAGCTGGACTGTATTCAGAACTTGGAATGTGAAA 
TACGGAAACTGGTGTGCGAGAAGGAAAAACTGTTGTCGGAGAGGAATCACCTGAAGGCGTGCATGGGAGAGCTCCTGGACAACTTTTCCTGCCT 
CTCCCAGGAGGTCTGTCGAGACATCCAGAGTCCAGAGCAGATCCAGGCCCTGCACCGCTACTGCCCTGTCCTCATACCCATGGATCTCCCTGGA 
GCCAGTGTTAACCCTCCTCCTGTGGGTGTTGAGCAGAGCCTTGCACCCTCCCCGTGTGCAGTAGGAGGAAGTGTACCCTGCTGCCTGGAGCCAG 
GGGCGGCTCCCCCCGGGCTCCCCTGGGTGCCCAGCAACACCTCTGAGAATTGTACCTCTGGGAGGAGGTTGGAAGGCAGTGACCCTGGAACATT 
CTCAGAACGAGGACCTCCCCTAGAAGCCAGGAGCCAGTCTGTGACGGTGGACTTCTGCCAGGAAATGACTGAGAAGTGTACAACGGACGAACAG 
CCCAGGAAAGATTATGCCTAGCCGGTGTGATCAGCTCTGCCGTACCCACCACCCTACCCCCGGGTCTTCACACCTCTCTCATCTGGGTGTTCTT 

GTATTCCCTCCTCTCTCTAAGCAGGAGTGCTAGTTACCTTCATAATGGTGCTACCCCTTGCCCTGGCAAGGAAGACAACAGTGTCGACACTGTC 

CCTATCTCAGGAATTTCTTCTGAATGTTCAATTTTTTTCATTGAAGACAGCTTCTATACACATCAAAGTTTTATAGCTATACTGTGTACATAGT 
AT ATATAATATATATG AAATATATAT C CATATGC AAAAAGT CCTG C ATGC CTCAATTTTCTCATCC CTG AAACTGGAAGCTTC ACTTAT C ATTT 
ACAAACAGGTTCCAACATTCCTCTTTTTGTGTCTGGTGCCAGAACTGGTTTGGAAGCTGTTAACATGGCTGTTTTGCTTGCTGCACAATTCGGT 
TTCCATCTGTGCTTATTTACAGACAAAATTCAATGTTGGGAGATGCTTCTCAAGGTTCAATCTCAGACCTTTTACTTTCGTTGGTTTGGTTTTG 
GTGCCGCCGAACGGTGTCAGGTGAGCACCGTGAGTCCGCTCTTCTCCCCTTGTGTTTTCCCCTCGTCTCTGCGGATACTGTACAGCAATGGTCA 
ACTTTGCCACTTGCACTGAGTTTTGAGTCAAACCTATTTTCTTAAATGAAGTTGTAACTTCGGTATAACTCAAGTATATTTTTTTTTTCGTTTC 
TTTTTCTTTTTGGAGACAGGGTCTCACTATGTAGCCCTAGGTGGCCTGAAACTTGCTAGGTAGACCGGGCTAGCCTTGAACTTAAAGAGATCCA 
TCTGCCTCTGCCTCTGCCTCTGGAGTGCTGGGATAAAGAGTATGCACCACCATGCCTGGCAGTCCGGGAATGCCTACCCGTTGGCCACCATGAC 
ATTAGGTAGGAAAGCAGCCGGAATCGCTCCTCTCTGGCGGCTGAGGGTCTCACTGAGGAACTGAACCAGCAGATGTTCTACACCTTCTGTGCTG 
TAGGAAGAGAACTCAGAGCTGCTTCCAAGGCTTTGACACTGTGTGCAGGGCTAGAGGCCAATGGTATAGGAGCGGCCGGTAGGGTTGTGAATAG 
AAGAACAGACGGGGGCCGTCACCGCCCACTCGTACCACACTTTCTTGGAATTGCTGCATCGCCAGAAACGCACACAGATGTTCTGGCCTTCGTG 
CACCGTGATGGGCTGCTTAATGGGGAAGAAGATGGGGAACCATGAGAACATTCCAGGAGAGTGAGTCTCTGGGCGGATACTCAGAGTGATGTCC 
CGGTAAAGCACAGTCTCAAAGTAGCCTGCGAAGCCATGAAGCACCGTGTTCACCTCCACAGGAAACTCCAGGGTACAGTAGCGGTTGTTGTCAA 
TCATAGGATCTCGGTTGGGATGGCTGAAGGTAAAGCAGGGCTTAGGAGCAGAGAGCTGGTGGAAGTTGTGCAACCGAACCACATAAGGCATCTC 
AAACTGTGCCTCAGGATCGCGGTCCTTTTCCCGACAGGCACGGACCTCGTTGTACAGCTTAGAGGAAGAAATGGGAGCCAGGAAGGAGGTGTAT 
TCTCCAGGGATGCTCACGCCATCATCTTTCAGGAAGTGCTGTGCTCCATCCAGACACTCAGGTGACAGCTCGTTGTCGGCAAAGGAACCCAGAA 
GCTCACTGACAATAATGTCAGCTTTCTCCGGAGCCACCCATTCCCGCATGTCTGATGAGACAACTGTCACCTGGCTCCCCCATTCTTCAAACTG 
CCAGTTCTCTAGCGTCACCACAGCATTGGGGTTCTTCTCCACAGCATACAGCCTGATCCGCCGCTCGGCCTGTTTGGCTGCCCGAAAAGACGCA 
TTCACAAGAGGACCCCGGCCTGCACCCAGCACCATAAGTACCTGGACATTGGTCTCCTTTTCTTCTTCTGGTACTCGGTCTAGCAAACATTTAT 
AAATAGCCTGCTGATATTGAGAGTATTTGATGGGGTCCTTTTCAAACACTTCATATGTCTGAGATTCCAGATTGTCCATCAGAGGCTGGAGTGG 
GGACTGCAGATAGTCTTCATAGCCTTTGGCAAAAAGCTCATAGGCATTGGGTGGAGGGCGATTTTGGCTTAAGTATTCCAAGTACTGGAGGTAG 
GAACAGAACTCCTTCTCTGAGTGGTGGTTGGTTCCCGTGATGATAAACTGCACTTCCAACTTGAGGAGCCGGAAGATCAGCCTCTGCTGCACCT 
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TAGAAAGAA 

MOUSE SEQUENCE - CODING 

ATGTCTGTGGATGAGAAGCCTGGCTGCCCCATGTATGTATATGAGTCCACAGTCCACTGTGCCAACATCCTCCTGGGCCTCAATGACCAACGGA 
AGAAGGACATTCTCTGTGACGTGACGCTGATCGTGGAGAGGAAGGAGTTCCGAGCCCACCGGGCTGTGCTGGCCGCATGCAGTGAATACTTCTG 
GCAAGCACTGGTTGGACAGACGAAAGATGACTTGGTGGTCAGCTTGCCTGAGGAGGTCACGGCCAGGGGCTTTGGGCCACTGCTACAGTTTGCC 
TACACTGCCAAGCTGTTACTCAGCAGAGAGAACATCCGGGAGGTCATCCGCTGTGCTGAGTTCCTGCGCATGCACAATCTGGAGGACTCCTGCT 
TCAGCTTCCTGCAGACCCAGCTCCTGAACAGGGAGGATGGCCTGTTTGTTTGCAGAAAGGACAGTGCGTGCCAGCGCCCCCAAGAGGACCATGG 
GAATTCTGCAGGAGAAGAGGAGGAAGAAGAGGAAACAATGGACTCAGAGACAGCTAGGATGGCTTGCGCCACAGACCAGATGCTCCCAGACCCC 
ATCAGCTTTGAGGCCACTGCCA.TCCCAGTAGCAGAGAAAGAAGAAGCCCTGCTCCCTGAGTCTGAGGTACCCACAGACACCAAGGAAAACTCAG 
AAAAGGGTGC ATTG ACC CAGTAC CCTAGATATAAGAAGTACCAGCTCGCGTGTACCAAG AATGTCTACAGTG CACCCTCACACGGTACCTCAGG 
GTTTGCGAGCACATTCAGTGAAGACAGTCCTGGCAATAGCCTCAAGCCGGGGCTCCCCATGGGACAGATTAAAAGTGAGCCACCCAGTGAGGAG 
ACCGAGGAGGAGAGCATCACCCTCTGCTTGTCCGGAGATGAGACCGACATCAAAGACAGACCAGGAGATGTCGAGATGGACCGAAAACAACCCA 
GCCCTGCCCGTACCCCCAGTACCCGTACTGGAGCCGCCTGCCTGGACAGGTCCAGGAGTGTGTCCTCGCCTTCCTGCCTGCGGTCTCTGTTCGG 
TATAACGAAAGGTGTGGAGTCCACTGGCCTGCCCAGTACATCTCAGCAACCCTTAGTCAGGAGCTCAGCGTGCCCTTTCAACAAGGGGATCTCT 
CAGGGTGACCTTAAAACTGATTACACCCCTTTGGCAGGGAATTACGGACAGCCCCACGTGGGCCAGAAGGATGTGTCCAACTTCGCAATGGGGT 
CGCCACTCAGGGGGCCCGGGCCGGAAACTCTCTGTGAGTTCTCCTCTTCGCCCTGTTCCCAGGGAGCCAGATTCCTTGCCACGGAACATCAGGA 
ACCAGGGCTGATGGGAGATGGAATGTACAACCAAGTCCGACCCCAGATTAAATGTGAGCAGTCTTACGGAACCAATTCCAGTGACGAGTCTGGA 
TCATTCTCGGAAGCAGACAGTGAGTCGTGTCCTGTGCAGGACAGGGGCCAGGAGGTTAAACTTCCTTTTCCTGTCGATCAGATCACAGACCTTC 
CCAGGAACGACTTCCAGATGATGATCAAAATGCACAAGCTAACCTCAGAACAGTTGGAGTTCATCCACGACATCCGGAGGCGGAGTAAGAACCG 
CATTGCAGCCCAGCGCTGTCGAAAGAGGAAGCTGGACTGTATTCAGAACTTGGAATGTGAAATACGGAAACTGGTGTGCGAGAAGGAAAAACTG 
TTGTGGGAGAGGAATCACCTGAAGGCGTGCATGGGAGAGCTCCTGGACAACTTTTCCTGCCTCTCCCAGGAGGTCTGTGGAGACATCCAGAGTC 
CAGAGCAGATCCAGGCCCTGCACCGCTACTGCCCTGTCCTCATACCCATGGATCTCCCTGGAGCCAGTGTTAACCCTCCTCCTGTGGGTGTTGA 
GCAGAGCCTTGCACCCTCCCCGTGTGCAGTAGGAGGAAGTGTACCCTGCTGCCTGGAGCCAGGGGCGGCTGCCCCCGGGCTCCCCTGGGTGCCC 
AGCAACACCTCTGAGAATTGTACCTCTGGGAGGAGGTTGGAAGGCAGTGACCCTGGAACATTCTCAGAACGAGGACCTCCCCTAGAAGCCAGGA 
GCCAGTCTGTGACGGTGGACTTCTGCCAGGAAATGACTGAGAAGTGTACAACGGACGAACAGCCCAGGAAAGATTATGCGTAG 

HUMAN SEQUENCE - GENOMIC 

ATGATGTGTACCTGTAGTTCGAGCTACTTGCGAGAAAGAGGCAGAAGAATCACTCGAGGCCAAGAGTTTGAGGCTGTGGTAAGCCATAATTGTG 
CC ACTG C ATTC CAG C CTGGGCAAC AGAGTGAG AC CTTGTCATTCAT AG ATAGATAG ATAG ATAGATAGATAGATAGATAGATAGATAGATAGAT 
AGACAGGAAAAGGAATGT AATGGACATTTCT C C AAAG AAG ATATAC AACTGGCCAGC AAG CACACAC ACAAAATTCTCAATATC ACTAATCATT 
AGGGAAATGCAAATCAAAACCACAATGAGATACCACCTTACACCCATAAGGATGCCAACTATTAAAAAAAAACTAACGTGAAAAAAAATAAAAT 
AAAAAGTATTGGTGATGATGTGGAGAAACTGATACCTAGAGTAGTCAAATTCATAGATATAAAAAGTTAAAAAGTGGTTTTCAGGGGTTGGGGA 
GTTGTTTCATGTTTTGCAAGATGAAAGGCATTCTGGAGATTGGTTGCACAATATGAATGTACTCAACTCTCCTGAAGTGTAGATTTAAAAATGA 
TTAAGATGATACATTTTATATTATGTGGATTTCACCATAATTTAAAAAGTAAATTTTAAAAAAGAGGGGGTGGATATAATTATAATAATTGCTG 
CAAAGGATTTAGGTCCAAGGTACCTATAAAGAGGATCTGACCTGGGTAGTGGTGAAGAAAGCTCCACTTAGCTGAGAGCAGAATGAGTAGGAGT 
TTGCTGGGGGGAAGAAAAGAGGTAGAAAGAACAATATATGCAAAATCCTTGTGAGGTGAGTGATCTTCATGCACATGGGATGCTTTCTTAGGTA 
TCAACTAAGTATAAACCTTTATTTTCACTTGACTATTTCTGTTTTTAAAAATGGAGACATAACTTATCAACACAGATTGCAAAAACCTTAAGTG 
AACAGCTCAGTAAATTTAGTAAAACACTTTGAATCCAGTAACAGTCAAAAAAGGTGCAGTTGTGCTTCCTTTATCCCTTCCTGCCCCTTCCCCT 
AATGCTTCCCTGGGCTGAGGATATGTCAGGGGGAGCTTTCCATACTGAAGGAGACTAAAGAGCTAGCACAACTAACTGTACCCCATGATCCTGA 
CTCAAACTTTGCCCTAGAAAGGAAAAAAGATATTGTTGGTACAGTTGGTGAAATTTGAATAGGGTCTCTGGATTGAGTGGTATTGTTATACTGA 
TGCTTACTTTCTGATTTGGATGTTGTATTGTGGTTATGTACCATTATTCCTTTTGAAAATGTGCACTGATGCATTTAGCAGCTGATGGAGCATC 
ATTGTTGACAACTTACTTTCAAATTATTCAGAAAGAGAATAATGGTAATGGGTGTTTATATTAGATATTTCTGCAGGCATACGGAGAGAGAAAG 
AGAGAACAAATGTGTTAAAATATTAACAATTGGGATATCTGC^TGAAGGAGATATGGTAGTTCTGTGTATTACTCTTGAAACTTTTCCTAAAGT 
TTAACATTATTCCAAGATC AATT ATTTTTAAAAGAT ACTGT CTATGATGG C AATGGACTC ACAGGTG AGG CAGCAGGTAAGAG AAGTGAG ATTA 
GACATAAAGATAAACATTTTATCTGTCACTGAATTTGAAAAAGCAAAGTGTCAGAGAAAAGAATTAGTGTTCACTTAGCGCTTGCCAGAATGAA 
GTAGGCTATCCTGCAAATAACCCACTTATGGTTATCATAAATTAATAAGCATTCCGATTCAGCATCTGCTTTCATTAGCATAAGTTGGTCATCA 
GGCTGGGAGCACGGGTTCCTCCTCTAGACAATGGCCCAGCCACCAATCTTAAGACACCTTATATCCCAACCCACTTCCCTAGACCATCCTTTCC 
AGCTTTAGAAAATTAAGCACCAAGGAAATGTACCAATAGAAGCATGCCTGTTGACAAGACCTGGGAAGAGCTGTAAATCCAGAGGGTGCTGAAG 
TGCAGCTGGAACAAACACAGCACACCTCCATGTTTTCAGCCTTCTGCAAAATCACCAAAGGCTCAATTCAAGTTGGGGCACGAAACACTGGGTT 
TCC AC ACAC ACCTAACAAT CG AAAGG CAG AG AAATTAGCTC CT CAGTGTGTGGTACTGTGGGAGACCTACTTAG AG AGCACCTGGGGAAAATGG 
AGAAACCGATGACACCTAAATGTCTGTCATTCACATAAGCACTAT^ 

CTGC AAC CACTGTT C AGGTTGGATGC CCTTG C ATAATTATATC AC ATAAAC AGATTTGTGAAAAACAG ATT AGAAACTGT AGGTG C CATCTTAC 
ATATTCTTTGGGGAAATTGCTATAGGGTTAGTGAACTCAACTTTCTGTGTCTCTCAAAAACTCATAAGCTGAGTTGAGAAATATAATTCAATCG 
CAAGTATATTTTTATCAAAATAAAAGCATCAAGGCTTTCTTTTCACAGTAATTTAAAAATTGTCAGATTACTTCTGTCTACGACCAAACTTTTC 
C AAGTTT CTTTAAGC AAAG ATGTAATAAAAGCTAAAACTCAG AC C ACTGAT C AAAAACATCTTTTAG AGGTGGGCAG AATAAAG AGATGGACAT 
TTAGTTAATGG AGTAGTTT AG AAAAAACTAGG C ATC AC AAAC C CTG AGGGTAAAAAAAGGGAAGCATTGTTAG AGCTTTTTTT AAAAAAAAAAA 
AAAAAAGGGAAAAAAAGAAAGTAATCTTGTGATTATTATAAATTTTATTATTATTTTGCTTACCTGAGCCTGACCTAATCACCTCCTTCCCTGT 
TTCCCAGGTAAAAAAGAAAAATTAAGCTCTTACCCGAAATTTCATGTCTCTTGGCCCTACATCTTATCCTGAAGCTTCAAAATCTTTGCATCAT 
CCCTTTCTTGGATGTCCCTGTAATCCAGACAGTTTTCAGAGGCGAGATCTGAGTGATCCTCCCCCGTCCTGCAAATTCTGTTTAATGCTCATGT 
TCTGCCTTTCTTCCACCTACCCATGTTTACCCCTGCCCCAGAGTTCTGCATTCTTGCCATTTTTTTCCTCTACATCAGTGCTCCTTCTGTTATC 
TGCTCCATTACCTTACCTTCTACCTCTTCCTTCACTCAGATTCCTACCTTCCTGCCTTTCTCCATCTTTCCAGGCCCCCACTTCTCTCATTCAT 
TCCCCCCCTCCTCTGCAGTGGGTCTAGAAGCTCCTTGCTGTCATATCACACAGCCCCCATCCCACCAGACCTTTCTTAATCATGGGATGCTATT 
CCCAGGCCCCTCATTGAAATGCCCTTTTCCTTACCTTCCTCAACTTCCCAGTCTCTGCTTGATTTTCTACCTTCCTGTTGGCTCCATTCCTGTC 
TTTTTCATAAACTCCTTGTTCTGTGCCCACATCCATCCCCAACCCAGCTATTCCTCAAACTTCAGCATTGAGGAAGTCAAACTTCCCTCCTTTT 
GACTCCACCCTTTACCAGAGTGATCTTAGCCTCCTCCTGCCTCCCAGGGCCAGTTCCCTCCTAGTCACACAGGCTAGAGGTCTCCATTCCCTCT 
TTCTCTTCTTCCTCCCTCTCCGTCTCCTCCCACAAGCAAATGACCCCTAAACCATAAGCGCTTCCCAGCCCTGCTCACTGCCTTAACATAGGCT 
GTAGGACTTGAGCTACTGTCTTATAGTGTCCAGCCTCTTCAGGCCCCTTCATATGGCCAATGCTGTGTTCTTTCCAAAACCAGATCTGATTATG 
CCTCTTTGGCAACTGGGGATCACTCATCGGCTTTCTACCCATGCAGCCAGGCTTTTCAGTGTTTCTGGGGAAATTAGAAGATAAACTCGGAGCA 
TTTTCCTCAAGTACATCCTTCAGTACTTTGATTTTGGGTGTGGGAGAGGAACTTTTAGTCCTGATCGTCACAAATTGTTAAACTTTTTTAGTAA 
AATCAACCCATGTACTTCAAAGAGAACAAAAGAAGTTCAGGTGATTTTTTAACATGTAACAGGAAACTGCAAAGACATTTTATGCTTTGAAAAG 
GCAATTTGGGGCCATGTTCTCAGATCCCTAGGAAGTTAGCATTCCATTTTCTCTGCCATTCTGAGCACTTCACTGGAAAAGTTCAATGAGAATT 
TTGATCTGTGGATAAAATTACACCTTCATGCTGATTTCCCATGTCTACCTTTCCAGTCCCATATTCCACCACTGGCTGTCGCTGCTAACCATCT 
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CAATTCCTGCACTTTCGCTACTCC^TTTTCCTGCCTGGAATGACCTTCC^CATTTTCTTTTCACAAAATCTCATCCTTCAGAATCCAGCTCT 
GTTGTCACCTCCTCCAGGAAGCCATCCCACATTCTCCTAAGCAAAGTCACTTGCCAGAAGACTTTTGTCCTATTCAGGCCCTTAGCATGGTGTG 
CTGTGAGGACTTCTTCACCGGTTCACCTTCCCCACTAGTGCAGGAGCCCTGACTTATGCAGTGTTTTATCTCCAAAAGTTAGAATAGTGCTAGT 
ACATAGGTTGTGTATGCTCGAGGTGTGTCTGGAAAAAAAGAAAACAGGCAAGTAACAGGTACAAGGTCTTGGCCATTGGGAGGGGAAAGAAGGA 
AAAATCTACATTTTGAAAAAATGAGTCATGATCACAATGGCATTTTGTCACCATGGTACTTCAGTACTCCTTGCTAGCCATGACAGCAGGCACA 

GAAAGTGTAACCTCAAGGGGTCCTTCTGCATTAAAAGTCCAGCCACCTTCCCTCCTCTCTGACTCCTTCCTGGCCTTGAGGTTCAACTGAAATT 
CCACCTTCTCAGTGAAACCTTTTCTGGCTACTTTAACCTTCATAATTTGTTTTTCCTCTTAACATCTACAATACTTAAGTTCTTGTTAGAATTT 
AATTATGCATATTTTGAATTTrACAACATTTATTGGCTACCTTTATTACAGAAGTAATATATTTATATTACAGAAAATTTTTTTAAAAAGCAAA 
AGTAAAACCACTTATAGGCTCTTTATTTCAAGAGAACCACTTGAACACTGTGCATATAGCCTTCCAGATTTTTCCTATGCATGCACTGGCAATT 
TTTTTTCACAAATAGGATGCTATTGTAAATAGTTATACAAATTATTGTTAAACTATACTAACAAAATATTAATATATCAATATACATAAATTTT 
CATCACTAATTTTTTTCATTATTATTATTATTTTTGGTAGAGATGGGGTTTCACTATGTTGTCCAGGCTGGTCTCAAACTCCTGAGCTCAAGAA 
ATTTGCCTGCTTCAGCCTCTCAAAGTGCTGGGATTATAGGCATGAGCCACCGTGCCCAGCCACCAATATTATTTTTGATGGATCCATGATATTC 
ATATTTTATATATGAACCACCATTTATTTAGCCAATCATTTCCTGTAAGGCATTTGGATTTTTCCATTTTCTTTTTGCTATCATACAAAAAAGA 
TCTGTACATTCTTAATTTTTTCATTAGTATAAATTATAACAGATACAATTTCTATATAATTTTAAATATTAATATATAAAAGTAATAAAATCAA 
ATACAAAATTACATTTTTCAATTGTTTCATGrATATTAGTTTTGACTCCTTATGTAGATTTAAGTTCCTTAAGGATACAGTCC^ATGTTTCTTA 
ATTTTTCACCTCAACATGTAACAGATGCTCAGTAGTGTATGTTGAAAAATTAGTTTATTTCATATACCATATTTTACTAGTTTATTTCATATAA 
GCTTTTAGATAATAGTGGCATCAATTCTTTACTATAGAAGAAGATCACTATAGATAGTAATATAAGAACATCACTTTCTTTTAGGGACTATTTC 
CAAAGTCCTTCTTAGGAACTGAGGCAATCTTTGAGGAGATGAAGATGGGACAGATAAGAGATATACAGTTTGAAGGAAAAAGGCTGCCAGCCAA 
ATTTAACAATAGCTAGAAGCAAAATTTTTGCTTTTCTGGTTTGGATTGCCCTGATCATTTTTCAAAACTTGTGTGAGATTTTGTACAATGAGAA 
ATCTCTTCTTGGCAGTGGTGTGTCCAGAAAGCCCCCAGGAGTGGGCCCCCAAGGTCCTCTGTGCCGTCCAGCAATTCTGCCACATCCCTGGCAC 
TGGTTCACATCTTTTGTCTATCCCCTAAATCTATCCTTCCCTCCTCCACTATCAGTGAACGGTCTATCTTCTTACTCCACTAAGAAAACAGAAT 
TGCTCAGACAACGGCTTCCCATACTTCCTACCATGATATTCCAGCCTCCCTGCACTTCCCCACCTGTGCTGCCCTTCCTTCTGTTGGTTGGGAT 

CAGGTCTTAAACCTTAGAGTTCTTCTCTTTGCTCCTCTTCTCCACCCATGTTTCCAGTTGCTGTGTTGATGACACACAGATTTCTATCTCTAGT 

CTGGACTTCTCCCCTAAATTCTAGATTCCCATGTCTGATTACCTGCTCACCTTTTCCACTTAGATGTCTGATAGACATCTGAAATGTACTATAT 

CCAAAACCAAATGTTTCAGCATTTCCCCCATACCTGCTCCGCCTGGATAAATGAACTCTCCATTAATAAGCTGTTCAGTCCAAAATTCAGAATT 

TCCTTTGACTCTTCTCTCATATCCTACAATGGAATCATCAACAAATCTTGTCCGGTTTATGCTGAAAATATATCTGGATTCCATTTATGGCTGT 

CATTCTAGCATTCTATTAATAGTTTAAATCACCATCACCTCTCTAATGACTTATCTCAATAGCCTCCTACTTGGTCTCTCTGCTTCCATTCCTG 

TACTTCCCGTGACCCAGCAGAGTGATCCTTTAGGAGTTGAGGCCAGGACATGTTCCTTGTCTGCAGAAACCCCTACAGCATCCCACTCCATTCA 

CTTTTGTCAGATTTCATTGGATGTTAAATTTGGCCTGCCATGCCTTATTCAAGGTAGCAGATTTGAAATTCTGTCTACTGTTCTGCCTAAGAAA 

AAATACAATATTTTCTCAACATCATCAAATCCTGTACAGGGTGGTGGAGAGCAAGAAAATCAAAGGCTCAAGAAGTGCCCATGTCTTTAGTCCG 

TCTTCCTTTCCTCATCTGTTTCCTGTATATTTTAATTTTTCCTGTTTTATTTTCTACAATCAAGAAGATTTCTATTATAGAAATAAAGTTTATT 

TGTTTCAATGCCATGATACAGATTTATTGTCCCTGGAAATATCATGCTTAGAAATGAATCACAGACAAAGCCCATGCTCTGGATCAACACACAT 

GTGTAATTATGTAGGAAAAAAATGTATATCAGGAAAGGTTGAATGCTCCAGGCATGAGAAATAAATTGACCTCCACTCAACTTACTGGCATGAT 

TATACAGAGGGAAGGACCTGGATCTGTTTCACATCATAAACGCCTAAATTGCCAGAGCAGCACAAGCCCAGGAGTGGCCATGCAAACTCATGAT 

GG AGGTG CT AAGG CTGT CCACAGCCCAACCTCTGC AG CAGTACTGTTAAATGAGTGTCTAGTACTTG ACTTACCATTTTAATTTCACATAATTC 

TGAATGTATTTTTCGGCTTGAATTGAAATAACCCACTTCTAACTACCGAAAATAAAGTAGAAAAATGAACTCACTACCAGACTTCAAAGCTTAT 

CCAAAGCAAAGATTTCGTGTTACAGCCAGAGGTGCATGATTGCAGAGCTGGATGTAACCTGAGAGGCTAACTACTCCTAATTCAGCCTCCTTGA 

ATGACTGGATGATGCAACCTATCACAGGTGTTTTAGGTTTTTTCATCTCTATTTAATGTCCCACCTCATGCTTGAAAATCTCAAAGTGAAAAAG 

CTCCAGTCTGAGTCTTTGGGCAAGCAGACTAACTGAAATGACCTGTTAGCCTTTGTTGTATCCATCTGACAAGATCAGCTTGTAGAATCCAGAA 

TGGAGGTGGGAGATCAGCTGGCAGCCTCATTTCCCTCCTCAACCACCCCTACGCTGATGTGCCCAACTCCACTCACAGCTGGGCAGeCACCGCT 

TGCTTGAAAATAAATGAATCTACACCACTCTCATACGGATGCTCTCAAGCATCCCTTGTTGTGAGAAAAACATTTATTGCTGCTACTAAAATGC 

GTAAAGTTAT CTC AC AAACIAC AT ACTTAC AAG AATG AGG AATG AG AAAC AG AACC AT CCATAAAACTATAAGAAACGGCCTGG CCAGGGCAGAC 

CAGGAATTAGTACTCTGTCCTTGCCAGGGGTCAGGCAGGGACCTCAGAAGCAGGGTGTTTTGTCCTAGGGGGCACCAGACCAGAGGTCAGGAGA 

CTGAGGGCTACTCCTAGCTCTAGGACTTTTCCTTATCTGAAGGCCGGGTCGGTTAGCAGAGAAAATCTCACAGTCCCGTGCCAGACCTCCACGC 

AGGGACTCTGCAGTGCTGTTAGAAAAATTAGCTCAGCACCTTCAGCTTGCTTTCAGCCATCACTTAGCTTTCCACACAGACATTCCAAATGGGG 

CCTTTCAAAACTCTGCCCTCAAATGAAGGTAGTTCAGAGCAACACTTTAGATGATATCACAAGACTCCCAGGACGCTTCACTGCTTCCTCAGCA 

TACGCCAGTGCCCGTTTTACAGGGGGGATTTATGATCCTTCTCTCAGTAGAGCGAGCCAAACTTTTATAATATTCATTAAAAATCAGCACCACG 

TGTAATAATATGGAATACTGCCTGTACACAAGAGGGCCAAGTTATAGGTGTTTAGGGAAACGTGGCAGAATTTTCTGGCCTTGGCAAGAGGTAA 

AGTTGCAGGCACCAGCACAACACTAACACAACCTTATTTTATTGCAAATGTACATTCAGCCTAAATCCTAATTACCTTCTGTAAAATCCTAACC 

ACCACCAAGCTTTCTTCTGACAGGGCACTCACACGACGGCCTTTAAGGGCAGCAACAACATCCTAAGAGCCGCAGAAAGGAAAGGCAGGGGAGA 

GTGGCTGGAAGGCAGTAGGAGCTGGGGCTGAAGCCCGGGAGGTTGGCTTTTAATGTCCTCCTGAAATTGACCACTCTCTTTCCAAAAACACTGG 

CTTGGGGGCTTAAAGGTTCGCrCAGTAGGGCAGGCGGAGGGCCTCCTGAAAAGGATTGAGAAGTCAACATTCAAAAGGCTGCTTTTACTCGCCC 

GGTCCCCACCCAAAAGGGAGTCCGGTCAGCTTTGTGGGGGCCAGTGGAGCATCTTTTCTTGCCCTTCCGGGAAAACGCTAGCTAACCCTGGGAT 

CCCCGGTCCCGACGTCTGCTCTCCTTCCCCAGGTGCAGCACCTAGGGCTCTGGCCCCCTCCCCACGTGCCACACCAGCCCTCACCACTACTCTC 

ACCCTGCTATGCCCCCAACCCTCGTCTTTCGTGGCCGGGAAGGCCAGGGCGAGCGGGGCGGTCAGCCGGGCCGGGAGGAGGGGGCTCTCCGGGC 

CGCGCGGCCGCACAAAGCGGGGAGATCTGCTGCTGCGGCGGCATGGAGGCGCGCCCCCTCCCGCGAGCCAGCGGAGCGCGCGCGCCCGCCCCCG 

TCCCCCGCCCCCCGCCCCAGCCCCCGGAGCGCCATTCGCGGAGCGGCTTACGCTAGTCGCCGGGCGTAGCGCGCCCCAGCGGCCGGGGAGGTGC 

GCTGCCCGGCTCCCGTAAAGTTATTGTGAATGGGGAGCGGGTGACGTCAGCGCCGAATGTCAACAATGTAGCGATTGAGAGTGTGGGCGTTCCG 

GGG AG AG CGCAAG CCGCG CGGCG CGGAG CAAACAGCGCCGAG CCGCCG CCGGCTCAGCAGCAGCAGCAGCAGCAGCAGCGGCAGCAGCGGC CGT 

GCACGCCCGGGCTGCGGTCGCACAGCGCTAACGTGAGCGGCCGCCGCCCTCGCCACCCCGCCTGCCCACTCCCGCCGCCGCCCCGCTCTCGCTT 

TCCCCCCGGCCTCCCCTCGCCCCTTCCCCTCCCCCTTCCCGGCGCACTCGGGGGGCTGGGAACGAGCTGCCATGTGATGCGCGTCCCCTCCGCG 

AGCTTTCGGTGACCCACGAACTGCCCACCTCGCCGGCTGCCGGGAGGGGGCTGCGAGCCGGGAAGACGCGGGGAAGAGGAGGCGGAAAAGGACG 

CAAAGTTCTCCGGCGAGGTGAGTCCCGGGCCCCGGGCCCCGGGCCCCGCCGCTGGGCGGGGTGGCGGGGCAAGTTTGCGGGGGGAGCGGGCGCG 

CGGGGCGGGCGGGGAGGCGTGGGGAAACGGCGCGGGAAGGGAGCCCCGGCCGCCGGGCGCGCAGCCGCCCTCCCCGCGCCCTGCCCGCTTTTAT 

GGCATTTTCTAGGAAGGGGAAGGGGGTGGGAGCCGAGCCGGCGGCCGCGCCGCGCCGAATGTGTGCTCTCCCTCCCGGCTGTTTACGGCGGCCG 

AGGCGCATTGTATTTTGCTGGCGTCGAAGGGTGTTTTGGAACAGCAGAGGGAGGAGGAGCAGAGAGTAATAAGTCAGGCATGGGGAGGGCGGGC 

TGCAGGAGGCGCGCGTCCGCGCGAGCCGCAGCAGCTGTCAGACCCGCGGCCCTGGCCCCGGCCCGGCGAGGCCCGGGTGTCCCGGCCCCCAGCC 

TGCGATCCCAGCTCCAGGCCGGGCGGCCTCCTCCTTAACCCTCGGCGTGCGCATCCCGGGCTGCTCCGCGAGGACCTTGGCCGCGGCGCCTTTG 

CGCTCAGCTGTCAGCCGCCGCCGGGTGGCCCGGACCACCGCGACCGGCGGGGAATCAAAGCCCAAGTTTAGGGTCGCAGGAAGAGGCGAGCTGG 

GGGCCTCGCGGCGCAGACCTGGATCGAATCTCTCCTAGCGAAAGATCGGGTTGTCGGAAAGCGTCCCGCGTAGCTAAGACCTAAGGGCGCCAGG 

CTTCTGAGAGGGAAACCTTGCACCTCCTCTCCCACAGATCCTCCATGAAGTCAAGGTGCAACACACACACACACACACACACACACACACCCTA 
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CACTCCAGTCTCCAAGCCCCAGAAGCTTCACCGAGGAGACTGGTTTATGAAGGGGACACTGCCCTCCCCGTCCCCGCGTCGAGGGGCTCCGTGG 
CCCCGCTGTGCTTCGCTCACCCGGCGGGTGTTCGGGAGCCCGGCGCCGCTGGAGACGGCGGCGGGCGGCGCTCACGGGCTACCCTAGGTGCCCA 
CGAGGGGAGAGACTGGAGCGAGCATCTCGGCGACCTCGGTCTGGCCAAGCATTTGCAGGAACTCGGACCGTGAGGGGAAGCGTGCAGGGCCGGG 
AGTGAGTGTGTGAAGGGGTGGCACACTCCTGGCTTCTGGGGTCGCGGGCGCATGGGGCATCCCCAGCACTCTCCCGCGCGTAGGCGAGTTTGGT 
AACTTGAGGGAAGTTCCGGCGCGGCCGCTGCCGGGGTGGTTTGTCTGTGGCCCGATGAGGCGCGCCTCGCAGCCTGCTCTCCCGGTCACCGCCG 
TCGCCGTGACCTGTGGCCTCCAGGAAACGAGAGGGACCGGGGCGCCCCACCCGCGAGACGGACCCGCAGTCTCCGGGCGGGCCCGCGGGGGGCG 
AGACGCGGCGTTCCTGGTTTTCACCTTCGCTGTCTAGTGCTGCAGTCTCTCACTCTCTGTAAATTTCATCTGTTGAGTGTATTTAACTAAAAAG 
GGTAATTACTTTAGATAAAAATCCTTTCCTGCCTAGTGGGAACCTTGGCGGAGATGATGCCTAATGAGATATTTTGCTTTTGTCTGTTTAGAGT 
AAAATTAGAGATGTTAACGCTGATAACGGTTTTCTCAGATCATTAAAATGTAACATGTAGGAAAGGCACGTCTTGCTGCAAAGGCTCGGGCTGA 
CATGAAAGAAGGTGAGCGTGAAAGGCTGCCCCTCCTTTGGCGGAGAGGGCTATTTTGGTAAGGCAGCGGGCGTCTTGCTTAAAATGTGAGATCG 
CCCCACCCTGGTTCTCGGGCACCTCCCGAGTAAACGGCGTTTTTCATTCTTGCAGGTAATAATAAACGTGAGTCAAAATGACATCTTGTTAGAA 
TTAGTCTTTAGTCTGTAAGAGAGATTGCCAAATTACAGTGTTGCGTTCAAACTGCTCCACTGAAAGGTCTGTCAGCATTTCCATTATAAATTCA 
GTTTTTCTGGAGTTTATAATTTCACCACAAAACTTTGAGTGGCTGAAATGTTTTCCCTTCTAGTATTCTGGTTTTTGAAAGAAATTTATTGATT 
GC C C ATTTCCAACGTTTTTTTTACTCTCGAAAC CTGAAT ATC ATTG AAATAGAGCGAAGTC C GAG AAATGG AACAC AC AACCATGG AAT AAAGT 
ATTTTTGTTAGAACATAACTTTATTGGTGCAGAGCCGTATTTTCGTTTTGCATTGCAGGAGGCTTCAGGTTTGCCATTTGGTAATCATGAATGT 
GTTGAGTAAATTCTTCTGCTGTCTGTCTATTCTGCAGGTGGAGTGAAATGTCAGTTGGTAGTGTGTTTGCCAGGATTACATGGAGACACACACT 
TCTCAGTTAAGTGTGTGTCTGAACTCATAGGTAAATTGTGAACACTCCTGTTAGTTACTTTTTTGGTTCTTTGTATGTTGCATGTCAGGATCTG 
CTATGAAGAAGAAGGGGTGAGGTGAAAGAGAGGGAGGGGATCAGGATTCACTTTCTGTATTACCAGTGCCTGGGAGAAAGCCATTTATTATTTT 
CCTATTGAATTATGCCCTTTGACTTAGTATCTTCAGGCAATTCTTTTCCAGTAGCTCACCTCTGGCTGCTGTGTAAGGGGCTTAATTATTTGCA 
AACTGCGTTGAAATCCCTGGATGAAAGGCACTGAATAAGTGCACAGTATTGTTATTCAGATATGGAATTTAATGATCCATTATAGTTCATCAGG 
AAAATGCACTTTGCAGTGATGGTAGGAAATGTTTCCACCTGATAGAGGGTAATAATAACTGCTTAAAAGTAGATTCAGATTACAGATGAGACAA 
TTAACTCTAGCCATGTGCTCTTCAATTTGTTGCAATTCATTTTGTGATCAAAGTGAGTCACAGAGGGCCAGATGGTCAGGTTCATGTTCAGATC 
TCTCCTAGGCCAGCCCTTCACTTCTGGGCCCACTGTCTGCACAGCCGACAGGACTTAGTTATTCATTAGCGCTTGTGAGCTGTTTCTCAGAATT 
CCTAATCGAGGCTCCTGTGATGCCAACAAAAGGGCTCAAGCCAATCTGTATTGTTGAGAGCAGTTTAATTTTACTTGGATTAACTTTCAGTGTC 
TCTGGTGTGGATCCAGTCTTAACAAAAAGGAAAGAGACCCTAGTGGCTCTCTATCTCTGCTGTGCCTGGCCCCTCTACTCTAGTTTTTGAACCT 
CAGATTTCAGGGGTGTGACATCTAGCTTATTGTAAATGCAGGCTTGATTGTTAATGAATGAGAGAATACTTAGATAAATAAATATCTTCCTGTG 
TGTCCAGGGGGTGAGAGCCAGTACTAGCTTCATGGGCATAAGACCTGTGCAGTTACATAGGCCCCCTTCCTCTTCCCTGGTCAGAAGGACCTCA 
TATTTGGTATAAGGTTCTGCTGTTTTCTTCGGAAATTCTTAATAATTTTTGAACAAAGGGCCCCTCGTTTTCATTTTTCACTGAGCCCTGCAAA 
TTATGTACTTACCTGGTTCTGGTGAGGAGCAGGGCATAGTGTGGAGTGGCAGGCGGCCCCTACTCAACTCATTGTAGACTCTTGCTAGGGAACA 
GTTGGTAGGACTACTGGCTTTGTGTTGCCACATCATTTGATTTTTCCAGGGGAAGCTGAATATTGGATATTTATGTGGAATTTCCTGATTTTTA 
AATATTGGCTCAAATCTTTAAAAAATTTTTGGATGAAAGCATATGTAAGAGCTAGTGTCGGCCTGGGGGCTGCTTGTCTCCCACTACTGAACAG 



ATGGTTACAACTACCTGGAAAATAGAAAGATGCCAAAAAAACAAAACTTCAAATCAACATTGAGTCCCACTCAGGGATTGATCAGCTTCCTTTT 
TAACAGAGAATTCGACATGAAAGGGCGAATAATTTAATACCATGAGTACAGTGTGATTCCTTGCAGGTGAATAATCCATTACTTTTGAACCACC 
TGCCCTCTATTTAGTTGTTACTGACCAGATGGGGTAAGTTGGCTGGGTAATGCCTGAGGACCTCCATGGGAGTTTGACATTTGAGAACACTCAC 
CAAAATAATAGTTTTGATTTACTGAATCCGCACCATGTGCCAGACCCAGTGCTGACTACCTTGCCTGAATGTACTTCATTGATTCCTCAAAGCA 
ACGCTTTGAAGTAGGTGTCGTGCCTGCCCATTCTGCAGAGTTGGAAGAACTAATCTCATGTTGGAATGAACTTAATCTGAATATAGTGCATGTT 
TTGTTGAATGTCTGAAGGTTATTTCCCCATTCCATTACACAGTCCAGTCCTGAATCAATGACTGGGCATGGTGTAGGACTGTGACATACAGAGA 
ACATGGTCCCTGCCCTCAC ATAGAAC AG AG AAC AAT ATAAAATGTAAC ATATTTGTCAAAAT CTG CAATTCAGATAGC AGACGCTGTAAAT CTG 
CCTCCCTGTTTTTCTCCTTTCCCTGTCTGGATGTTGAAGAAGTTTCAGCGACATATGACCCTGTCAGAGGTACTCACAGTTCAGAAGTCAATGC 
TGGTTGCAAAAATTGGAATTTCTTTGGAAAAGAAGACAAGCT 

GACGGAAAATCGCTTCTGTATTGTTAATAGCAATATATGACCTCTGCTGTCCTGCTATCTTTAAATTTTATGTAAATATTTACAAACTGTTCAT 
GTCCAAACTGAAACCTGCTATGAACTAAACATTTTGTAAACTCAGTAAGATTGCCCAAAATACAACTCAACTTTCACCTTTTTTTTTTTGTTTG 
TGATGACATTTAATTTAAAAAAAAAAGACAGTAGTTGCTTTTTTTTTTCTTTTTTTTTGTCAGTTCAGGGTGTTTTAATTTTTTCCCTTTACTT 

CTGCGAATCTTACCACTATGTCTTTTCCAAGGGCCATTTCATTTCTAAAGAATGTATAAATTGAACCTCATCCTGCTAGTGACACTACTTCAAA 
ATTCAGGCAGGAATTTTGCCATTTGTTTTTCCTTGAGCTATTTTTTTTCCAAAATAATAAATCTTCCCAATCCAAAAGCATTTCACATCATCCT 
TCATTCTAGTCATTGGAACTACAGCCAAAATGCCTCTCAGTCTTCCCCAGTGACTTCATAATCACCGTTTCTTCAGCATATTCCCTGGTTGACT 
TCTCGTTTGTTCCTTAGCCTCATAATGAATTGCCCTTTGGTTCTGAGATGTGTCATTTTCCTCCCTGACCTTTTTGTTCTTTTCCTGAAGGCTG 

ATTTAAATCCTCCACTTTCCAGTCCTCCCATTCATCTCATTATTCTCTTCATGTGTGCCTGAGCCTGTAGCTGGCATGTAGACAAAGTCCCAGT 
TAGTTAGAAGAAAGCTTTTCGAGTTTCCAAGTCTTCCATCACTCTAGTCTTGGGCCATCTTCTATTCTCCCTCCCCTGTCACTTTCTGCAGATA 
CTTCAGGAATTTCCTCAAGACTTTCCAGGAGTCTAACCCAAAGACAGCTTAGACCTTCACTTCGGATTTTAAAGTTGGGAGATCCCAATGTGAT 
GATTTCCATTCC^CAAGTAGGAAACAAAGTGAATGTACATGCTaVGCATCTTTCCTTAGTATTTCAGTATCCATAGATTTTTGGCAATTTTTCT 
TTTTTTCCTATCCTGTATTCTTCTAAGCAACAGAAGCTCGTGGATAGTGCAAAATGGGCCAAGTGTCCAGAAATACTGTTGCTTAGAGGCAGAT 
GCCTCATTCATTCATTAAACAAATATATACTGAGTATCTCTTACATGGCAGGCATAGTGTTAAGTGACCACAGTGCTAATGGGGAGCAAACCCA 
GTCCTGGCCCCTGGTCTCATGAAGCACGTCATCTGGTAGGAAGAATGGCACTGATCAGTTAGTAACAGATAACCCACTGCTCGTGAAGGAAAGT 
ATTTCATACACCAGAGTGTCTAATGGGCAGATTTAACCTGGTCGGGAGGTTGGGGAAGCCCTCCCTGAGGAATTGTGGAGTGACCTTCCATCAG 
GGACAGTCTGAAACTTGAGATTCACTTTTTCTCCAGCTTCCTAATCCTATTAATTCACTACTATCTTTGGCCCTTTGGAGTATTGCCTAAGCCA 
TGCTGGAACCTCTGGGGCCATTTTGGCAAATAATAGTTCCTGTATACAGAGTCCAGAATTGATTTATTTACCTGGGTCTTTAGAACCTGATAAA 
AACAGAAGTTAACTGCCAAGAGTACTGTTCATTTCCATACTTGGAAAAAATACAAGTTAACATTCTTATTTTGAACATATTTAGGTTGGTTTTG 
ACAATATTTGAATGATCAGAAGCTACAAAGATATTCTCTCCCAGTCAGCTGATGTGTGTAGGGCCTTTGGTGAAAAAGTGAGTCTAAATAGTCT 
GTCTGAAGTCCCTGGCTACTCCAGAGCAGAGGGTCTCCATCCTCTGTGGCCCGAAGATTATTCCAAGCTTGTCCAACCCATGGCCAGCAGGCCT 
CTTGCGTGTTGAATGCGGACCAACACAAAGGTTTTTTGTTTTTGTTTTTGTTTGTTTGTTTTTTGTTTTTTGCTATTTTTCTTGTTTCAGCTCA 
TCATGTATCATTAGTGTTGAGTGTATTTTATGTGTGGCCCAAGACAGTTCTCCTTCTTCCAGTGTGTCCCAGGGAAGCCAAAAGATTGGACACG 
TCTTATTTAGACCATTCTTAGATGCAAAATTAAGGAATTTTGACAGCATCTATTTAAAATAAATTGATTATACTTCATGCTAACACCCCTCTAT 
TTTCTTTTTCTTTGATGATAGTTAACTTGTATTGAGAGCTTCCTCTGTGTGCTGCTCATATTAACTCACATAATCCTCAGAACAACCCAGGGCT 
AGGTGTGATCACTAGAAGCCGCAGCATAGGTGTCGCTCAGCTAATGAATGGTAGAACTGGAGTTGGACACTAGCTGTCTGATGCTTGGGCCTGT 
TCTCTTACCATGTTATGGCTCTCCCTTTTCCTTTTCTTCTTCATTTGAAGTTGGAACTCTCTTTAGCAGTTCCCAGAAGTAGAAATAAAGGTCA 
TCTCACTCTAAAATATTGGATGTTTTGTTGACATCTATCTTAAAGTTAAAAAATAATTTCTCAGTAAATCTGAGTGAGTATATCTCCTGTCTTT 
CACATGGCCTGCTTTCTAATAATTGCATTCCTTAGGTTTTAGTGTCCATTTAGGGATCGGAAAGTAAAAGTGATGCATATAAAGGCAAAAGAAG 
TACTAGGCATATAACTGAAATACCATGGCTCTGTCTCCAGGGTTTACTTGTAACTCACACTCCTACCCTCTTGTTAGGTGGAGGGAATTTGTTT 
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GATGTTCATTCAGAACTAATTCCATCAGAAATCCTAATTAGAAATATTAGCTACCAGTAACAGATAAAAGGAGGTAACCTTTGTTCTCATTCTG 
GTCAATTTCAGGAAGAGATTATCTTGCGAGATTAGCATGTTGCAACTCTCAGCTGGAGATTTGAATGGTTTTAAAGGACTCAGGCAGTTGGTAT 
GGCAGTAAGCCCCAATTACCTCAGGTTTGCAGGGTCACTGTTTAGAATGCTGACTCAGCTCTGCGTGGGCCAGACACCGAAGTTGTCATCTTTA 
GTCAAG AAGCAT CATTCTC AGGAGC C ACTTGAAACATTAAGC ACACATTTG AAGCTC AATTTGGGAAATG AT C AAGTGTATG AATGT AT AGTAC 
TGTGCTTATTTTTCAGCATTTAGTTCAAATTTTGGAGAAAGCTAAATGGGAGATGCTTAGTGTGTCAGTGTTGGAGGTTTTAAGTGATTTAAAA 
AATCAAGCAGATGAGTGCATAAAGATTTCTATGCAAACAATGTTGAGCTTAAATTAAAGCTGCTGATTTAGTGTGAGAATTACTTGCATTGATT 
TGTAGAATATCTATGTGGGTTCAAGATTCCATATTATGCAAATGAATAAGGCCTGAAGAGTCAAACTGAAAAAAAAATGAAATTAACTGTGAAA 
GATATTATTACCCATTCAGCAAGAGGAAAATGTAGACAGAGTTAACCCTTCCTTTTCATACATTTTCTTGGGAAGATAAGTGCCAGGGATGATG 



CTTTTGGCCACCCAGTCCCCTCAACTAGTCCTTGTCCTTCCCTTCCAAAACCAATCTCAGAGAAAGATTTTATGAACACAGTTTTACTAATATA 
TAAGT AACTGAG CATACTTAATGTGTTACTTTT CTG AAG C ATCAG CATGTTAATAGG AG AC AAAG CCAAAGAAGTAAAAC C CT AAAG ATAAAAA 
CAATAGAATTTCGCACACTGGTAACCTGGTGATAGGAGACCATTTCTGAATGGAGAGAGGGCTCGTGATAAATAAACACAACCCTAGGCAGAGA 
ATATAGGCAAATGGATTACAGTATTTAAATCAAAGTAGTATTAAAATACAAAGAGAAGATTATTTTTAATAATACATTTGTCAGTGAGCATTTC 
CCGCCTTTTGCCGTACATTGGAGTTGATCACATAAACCTCTATAGCAAGATGGTATGTTATTTAACATTTAAACAAAGCTTCCAGGGAAAGCCA. 
TTTGGTTTGTGGTTAGGGATTTTTGTTATTCAGTAGCAATGAACCTGAAATTCTATATTATCTTTGCATGTTGAATTTTAGAAGAAAAAAAAAG 
CAGCGGATCCAACTTCACTTACCTCCCCACCCCAGTTGCATTGATACAAATTGAATTGATAAATTTATTTGAAAATTGGTGTGTCCCAATTTGA 
CATACCACAAGCATAGTGGTGTCAGCATGGTGGTGACATCTGGACATTAGGAGAGTTGGTTGATTAATTAAACTATACTTATTTTAGATAGAGT 
TGTTGGCAGGTAAATACCTGGCTGTAGAGTCAACGCCCTTCAGTCCCACCTCTCCCCCACCATACCCTTCTCCAGCAACCATGCTATGTTGAGT 
TGATGGCTCCATCTAGTGCCAGTCTGTGGAACTGTCTTGCAGGACTTCACTGTCACCTCCAGAGCTGGGTATGATGAAGAGTCCTCTTTCTCTG 



ACTTAATTTGTTTCCCTCTCTCTAGTACCCCCTCTTTGTACTTGTTTCTCCTCCTTTTTTGTTTTCCAAGTCTCAATTTTTTTTTTGGAGAACA 

CAATTGAAACCATGTTAGAGAACCAGAATGACCCTAAAGTTGAAGTCTGAAAGTGTCACTTGGAAGACTGTGTCCCTTCATCCTCCTGTAGTTA 
GACATTT CCT C AAAC ACAGTTAATC AAG AGT ATTTTCTTTTAAATGGTTTTGG AACTATCATTGTAGTAT CATTTTCTTTTTAG ATT ATAAATT 
TAACCTCTCATATTTTAAGTTCAAGACATTTTCACGGACTATCAAGGAATCCTAGCTCATTGGCCTGGCCCTATTTCTGTGGGAAAATGTATTC 
TCAGTTCCAGACAACCAGTGTTCCTGCAGATTTTTAGGTCCCGTATAAAACGAGAGAACATAGATGAATGAGAGGCATTGTCAGACAAAGCCTG 
GCACATGAGATCTCAATTAGCATACAGGTTTTAAATTTCCCACATTAAACAGTACATTTTAAATTTCCACTTATGTTAAGCGTGTTGATATTGT 
GGGTTTGAAAGTAAGTCCCCTCTGAAAAACAGGAACTGTGCTTGTCTGTTACCAGTTCTTGTGGTCGATATGGTAACTATTTTGATTTTTCAGA 
AGGG AGG AAAAG C AGTTAAATCTAGTTAAAATTAAAAC CAGTTAAAATTAACTGG CT CGTGAGATTTCAGTGC AGCTGTTCC ACACATAGCAAC 
ACTAAGAGTGAGTTGTTTATTACCATGATTAATTATTATTAGTTGTTACTTCTTTTTGAGCAGTGGCATAGATTATTTATATTTTTGGTCTAAC 
CTTGGAAAATAGAAACTGCAAGCGTAGAGAGGTTCCCGTTTGCTAATTTGCATGTACCCTGTTTTTGTTTTTGCCAGGTAGGTGTGTGCATCTC 
AAGTACACGAGAGTAATTTAGCATGTCAGCACTTTCCTACCAGCAGTGCTTGCTGACTCATGCAGCTGTTGTAGCACTCAGCTGGCCGCACTGT 
AAACTGCCCATAGTACCAGCACCGCCCTTGGAGAGCTCCGGGCTGCTGGGCTGGTTAGCTACTGGGAGGCTATTTTCAGATCTGTGGTCACTGC 
TGAGCTGGGTCCTCTTCTCCTGCCAGCAGCCAGACACAGCCTTCTGGTTGCAGGGGAGAAAATTGGACAAATTTCTACCTTTGTAGGGACTGCA 
TAAAGATTCATAGCATTTCTGGATATGCCTCAGGAAAACTTTTTTTTTGCTTCACTTTATTTTTCTGGGAATATTTAAGGGGAGAGGCAAAAGG 
GGCTGATAATAAATGAAAAGGGAATGTGCTGTTATTTCCTACTAAGATCAGAAAGAGTTTTCATAAACCTTTAACTTAGTTAGGCTTTCTTGGC 

GTTTTATGTGGCTGAAGTCCCTAAGTGATGACAGCTTTTGTTTATATCCGTTCCCTGTTATTGAGGTTAAAAAACAAAACAAAAAACTTGACCT 
CAGGTCATTTTAAAGCTAGCATGTATTTTCAGAGATGGTTTCACTGTTTGTTTTCAGAGTTCAGTTTTGCTTATTTTCATCGGAAAGTGTGAAA 
TGTTGCTTTTCTGAGGCTTCTAAATAAACTTCCTTTTGTAGATACAAGTTGATCCAATCATCATAAACTGTCTTGAAAAAGGATGATTAAAGTA 
AGATCAGCTGGGGAAGGGAAAGCTTTGCACACCCTTGAGGAGTTTGCCTTCTTTTTCTTAAGTTTCAATAAGCATTCTGAAGCAGCTTTGACCA 
GTAATAAAGAAAAGCCACAGTGACTGTGTGTAACATGATGTTGATGGAAGTTCTTGGTTTCCGCCGATACGAATGACTCIATCAGTATCAATAGA 
ATT GTGACTTC TAAT AAT AAC AC AGTG C AAG AC C TT CAAAAC AT GTGG T TTTAGCCCTTGCT CTT AGTG AAAG G TTG G AAAATGT TAG TTT GAG 



AGTTTCATTATGATTAAGGAGCCAAACTCAGATCATTTCATCGTTTAGAAATCTCTGCGCTAAGCATCTCCTGTCGGGGCTGTGTTTGAGGGAA 
ATGTGGCTGAAAAGCAAATCCTCCCTGAATGCAGAAAGGAAAATACTGGTGCAGACTACAATCCACTGAGCTGCGTCCCTCCTACACAGCATCT 
ATTGCGGAGGGCTGTGGTATTGCTAAGTAGCCCCATAACCCTGTGAGTCATTGTCAAAGGATTCCAAGAGGAAGGTTAACAGAAAATGCGAGTC 
AGAGGAAACAGCAGAGTGGAGCAGCTAGCTCAGGAAGAACTGTGCTACCTGCTGAGGGGCTGCCCAGATGTCACCAGGAATTCAGGTGTACGTT 

ATCAGAGATCACTATCTTAGCTTCGTATCACAGTGGTCTTATCCCAGAGCCTTTGCTTTTTGTATTTTATAGTCAAAGCAACTGAATTTCTAGA 
CTGTAAGACCAACATGTATATTTAACATAATTCTTTTCCTTTCTAAGTGCTTTATTTATTTATTTATTTATTTATTTATTTTGAGATGGAGTCT 
TGTCCTGTCACCCAAGCTGGAGTGCAGTGGTGCGATCTCGGCCCACTGCACCCTCCACCTCCCAGGTTCAAGTGATCCTCCTGGCTCAGCCTCC 
TGAGTAGCTG.GACTACAGGCACATGCCACCATGCCCAGCTAATTTTTGTAATCTTAGTAGAGATGGGGTTTCACCATGTTTGCCAGGCTGGTCT 
CGAACTCCTGACCTCAAGTGATCTGCCTGCCTCAGCCTCCCTAAGTGCTGGGATTATAGGTGTAAGCCGCCGTGCCTGGCCAGACCTAAAAAAT 
TCTTATAAAATAGTTCAAAAGTTAAAAATGCATGAGGAGGCCGGGTGTGGTGGCTCACGCCTGTAATCCCAGCACTTTGGGAGGTCGAGGCGGG 
TGGATCACGAGGTCAGGAGATCGGGACCATCCTGGCTAAAACGATGAAACCCTGTCTCTAGTAAAAATACAAAAAATTAGCCGGGCATGGTGGC 
AGGCACCTGTAGTCCCAGCTGCTCGGGAGGCTGAGGCAGGAGAATGGTGTGAACCCAGGAAACAGAGCTTGCAGTGAGCCAAGATCGCACCACA 
GCACTCCAGCCTGGGCAACAGAGCGAAACTCCATCTCAAAAAAGAAAAAAAAAAAAGCATGAGGGGTCTTTCACTTATTGTTGGAAAAAAAAGT 
GAGTAGGACTTCTGTTCACTGAGTGGTAACTATGGAGAATGAGAAAACAAGCCCAAAGTGGTAAAGACGTTTGTGGCACATAAATAATACTGGT 
T C AG CACAC ATGTGAAT C AATAAAAAAG CC AGATAAC C AAAAAG AAAAATG ATACTGTACATTCATATTCTTAAAC ATG C ATTTC AC AAAGG AA 
GAAACCCAATTGGCTAGTAAATATATAAAAAGATGCTCAGCTTCATTAATAAACAAACACATGCAGATTAAAATCATAGTAACATATGATTACA 
CACTCTCTGGATTGGCAGAAATTTTAAAACCTGACAATACCATGTAAGGATGTGAATGAATGGGAGTTTTTGTATTTAGTTGACAGGAGTCTAA 
CTTGGTACAATTATATCGGAAAACAATTTGCTGTTACCTAACCAAGTTCAACCTGCAAATAACTTACAACACAGCCATCTTACCCCTAGGTATA 
CACCTAAGAAAAATGATTACCTATGTGCTTTAAGAAACATGAACAAAACAAAAAATAATTGATGCTGGCAAGGTTATGGAGAAAAAGGAACACT 
TACACACTCTCGGTGGGAGTGTAAATCAGTTCAGCCATTGTGGAAGACTGTGATGATTGCTCAAAGTCCTAAAGATAGAAATACCATTCAACCC 
AGC AGTTTC ATT ACTGTGC AT AT AC C C AAAGGAAT ATAAATT ATTCTAAG AC AC ATAC ACGTGTATGTTCGTTG CGG CACTATTC AC AATAAGC 
AAAGACATGT AATC AAC CT AAATGCCCATC AGTGATAG ACTGG ATAAAG AAAATGTGGTAC ATACACC ATGG AAT ACT ATGC AG C C ATAAAAAA 
GAATGAGATCATGTCCTTTGCAGGGACATAGATGGAGCTGGGGGCCATTATCCTTAAGCGGACTAACACAGGAACAGAAAACCAAACTGCACAT 
TCTCACTTATAAGTGGGAGCTAAATGATGAAAACGCATGGACATATAGAGGGGAACAACGGACACTGAGACCTATTAGAGGGTGGGAAGAGGGA 
GAGAATCAGGGAAAATAACTAATGGATACCAGGCCTAATACCTGAGTGATGAAATAATCTGTATAGCATACCTCCATGACACAAGTTTACCTGT 
GTAACAAACCAGTACATGTGCATACCCCTGAACTTAAAAGAAAAAACATGGACAAACATATTCAAAGAAGCATTGTTCATAAGAGCAAAAAACT 
GG AAG C AACC C AAATAAATGC C C ATCAACATTG AATCGAATC AGCAC ATTTTGCTGTG AGGTATTTAT ACACTGTGATACTATTTGGCAA.TG AA 
AAATCAACTAGTATAACCACATATAGAAGGGTGTGGAGAGGCAGCATTTCTTGGTGGTCAAGAGGAAGGATTGTGCCTGGGTTCAGATTTTGGT 
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TCTGCCACTTATTGTGTGACCTTGGATGAATTTCTGAACTTCAGTGTACCTTAGTTTTCTCATCTGTACATCAGGGAAAA'TGATGTCTACCTGA 
TAGTGTTGTTAGGAAGTTTAAATGAGTCAATGTTTGTGACATGCTTAGGAGAATGACTGGCAGACAATACATTCTATATGTGTTTGTTAAACAA 
ATAAAA.GTGCATCAAAATGGATGAATCTTACAAACAATATGGAAAGAAAGAAGCAAGATAGAAGAATATATACAGTGTGATTCTATTCATGTAA 
AGTTCAAAAGCATGCAAAACTAAATATGTTATTTAGGGATACATACATAGATGGTAAAACTATAAAGAAAATTAATATGATTTAATATGATTGT 
CACAAAAAGCAGTATAACAGCTACCTCCAGAGGTGAAGGAGTGGGTATGATAGAGAAGGGGCTCACTGGGGGCTTCTGAGGTCCTGGCAGTGTT 

AGTAAACATTTTAAAGGATTTATGTGAGTTGTTATAGTAGCAAGATGACATTAAATAGAAATAACTGTAAATTGCTACATTTTAGTTAAAAATA 
ATTGTTCAAGTGCACATGGGAACACTTGCTTGGTATTATTTCCTCCACAACATTGTGAGCCACCAGTGCAGTGTGATTCTTACAGAAGGCGAGA 
CCTCCTTAAGGCCACATTAAGAGAGCTGTCCCCTTTAGATCAGGGAATGTAATGTTCTCACTCAACTACTCTCAGGTCTGGATGTCCCATGTGT 
G G GAT G CT ATGT CT T GT C C C AAG GG AT T TAT T T T AAG AAAG AT T T T C AC C AC AG AG G GAG CAT T T T C T GT G AT AAAG ATGT TT AG GG GT C TG G A 
AACCTATCAGTTCTAAGAGTGGCCAAAGGAAGTGGGGATTTTCAACATGGAGAAGAGGAGATGTTGGGAGAGAAAGAGTGTCTTCCATCACTAG 
AAGTGGAAGCAGCCTTTCCTTGTTGCTTCCCTCTCTGTAATATACAAGTCCCTCCCTGTAATGTCTACCCTTGGAGGCAGGTTTCAAGTCCTGG 
ATACTGGAGATGCCCAAGCAGAGGCTGTGGGACCTCCCTTAGACTTGACTGGGGCCACAATACCCACTGCCTGGTCCCTGGACCAGCAGCATCG 
GCATCACCTGGAGCTTGTTAGAAATGAAGTCTCAGGGCCACCCACACCTACTGAGTCTGAATCTGCACTTTCTCAAGGTGCCCCTGGGGTCTCA 
CATAAACATCAAAATTTGAGAGGCACTGGGCTAAATGTCTCTAAGATCCCTCATGGTTCTTAAGATTTAATGATTTTATAGAATAAACTGTATG 
TTCAACTGAAAATTATCAGTTCATATGGTGACATTATCAATTTAAAACACCTTGGGATGTTACATGTCCACAGAACCATGTAAGTATTTGTTGC 
TAAATTAGTTTTAAATGGATTTGTCCAGTTTCCCCCGATGTCAAAGTTAGGTTGCTTATGTATTTGGGCACCTATAAGAATTAAAATATTACAT 
AACGTTGTATTTTCTTCTTTCTAACATACAGGATTAGATTCTTGCTTTAAAATTCTCCATTAATGTCTTCAAATTTTTCTTTTATATTCATTGA 
AAATTCAAAAGCAGATTAGGGTTCTGAATACCTGTTAAGAATACTCAAAAGGGATATTTAAATAAATATATCTCATTAATACATTGATTTTATA 
TTTAGCATATTTTTTCTTCTTATACATAGTCCATATTTTGACCTTATGGGAACCTTTGAAGTCTGAGTATTTTATAATGATTCTCCACAATACC 
TCTTTATCTTTTAGATTCTAGATCTGAGATCAGGCAAGTAAAATAGTTTTACCTTTTTCCCCTCAAAAGGCCATGACTAACAAGCTCATTTACT 
TTTTCCTTAAATATTTTGCTAATTATCCTTTTAACTGATGAAGTTCAAGTGGAATCCATGATTCATTTAATCTTTTCCCCTTTATGTAATTAGT 
CACTTGTTCTTTTGATGTTCCTAGCAAAACTAATATTTAAAGGGCTAGTCATAAAATTCCAAAATAAAAAGTTCTTAAATGACTTAAAATAAGA 
GATAAAATATGCTTTACTGTATAGTAAAAATGGAGAAAACGTCTCATGAATAGATGTTCTTTAAGGCTGTGAGTTATTTGATTTAAGCGTGTGT 
TACCAGGTCTGTGTTCTTTTGGTATATAGGACCAAGAAACTACTTTATGGCTTAATGTTTGCTGTACGTATGTCATCTAGATGAGATAATGTAT 

GGCATGATCTCGGCTCACTGCAACCTCCACCTCCTGGGTTCAAGCGACTCTCCTGCCTCAGCCTCTTGAGTGGCTGCGATTACAGGCATGTGCT 
GCCGTGCCCAGCTAATTTTTGTATTTTTAGTAGAGACGGGGTTTCCCTATGTTGGCCAGGCTGGTCTGAAACTCCTGATCTCAGGTGATCCGCC 
CACCTCAGCCTCCCAAAGTGCTGGGATTACAGGCATGAGCCACCGTGCCTGGCCGTATTCTTTTTTTTTTAAGAGCAAGATTTAGGAAGATTAC 
TGCATATTCCTATAGCGTTTGTTCGATTTTAGATTTTTTCAGAATGGTTTGAAATCACATATTCTAGCTTGAACTCTAAACCTGGTCTGTCCAG 
TATGGTAGCCATCAGCCACATGTGGCATTTGAGCATATGAAATGTGGTTGAGATGTGCTGTGCAATATACACCAGCTTTCAAACAAAAAGGATA 
TATATCTCCTTGATAATTTTTATTATGTTGATTACATGTTGAAATGATAATGTTTTACATATATAGGATTAACTAGTAAATATTAAGATACATT 
TGGCCTGTTCCTTTTTACTTTTTAATGTGGCTACTAGAAATTTAAAATTATATGTGGTTCACCTTATACTTTGATTTCAAAGTGCTGATTTAGT 
CTCTAAAGTCTAGAGTGATTGAGAGCTCTCAGAGAAAAGAAGATCAGAGCTTAACAGAGAGTTTTAGAGATGAGGTGCCACCGACAGAATCCAC 
TTACTTGAAGAAATCCCAGTCTGCACCTTTGCCCTACTTTTACAGATTACTGCTTTCTTGAACCCACAAAGTAGAGCACTGGGTAGCAAGCATT 
TAATATCTACAATGTACAGAGCATTGAAGGGGGATTAAAATAAGTATCACACAGGTCCCTGCCTTTAGGGAAAACATATAGTCTACTGGGGAAG 
CAAGATATGAGCACATGAGTTGTTAAATCATGGCTTGAGAGATACATAGCTGTTCAATGCTCAGGTCCAAGACTGTTGCAAACAGACGGTTGAG 
GCACTAAAAAAAGTGCTTCAAAGGAAGGAAAGGTCTCCACGGCCTGGAAAGGTCTCCATGGCCTGGAAGGGTGTCCCACCAGAGGAATGCCTTG 
GCTGGGCACTGACGAGTGGGTAGAATTTCAGTGGGCAGAGAGAAAGGGGGCATGGCCAGGTAGGAGGCAGGGTAGAGTGGGAAGAAGGAGGAAA 
ACATGGAAAAGCACAGAATGGTTGAGAAGTCAGTGAGAAGAAGAGATGGATTGAACTGTGAGCTGTGAGTAGAATCATTCTCTAGTCCACTTAT 
TATTGAAGCTTTAATATTTG AC AT CGTCTC CTATAATATTATGTAT CTTG ACACTCTTC CGAAAATTATTT AC C AAGTGTCTCAAAGTAG AGGT 
TAGGGCAGGACACTTTAACTTTGGGTAGAATAAATGTTGCATATCTTTGATTGTTAGGAAGTTCTTTAAATGGCAAAACTGATAATATTATCTT 
GCCAGTTATGTTTATACTAACATTTTGTGTAGAACCATGTAACTTTAAAGGCTTCTCGGATAAGTACATTATTAGTATTTCAGGCAGTAGTGCT 
CAGCATTTGTATATTCTTCTTGCTTAAAATGCCTTCAGTGTTATGTCATTTGATCTTTGCTGTTGGCTCCATTTTATAGAACTGGAAGCCAGAG 
AAGCTAAGATTGAATAATTAATGGTAGAGTCTGGAATTTGAACCTAGCTCTTAAGCTTCTTCCATTTTACTGTGTGAAACACACTAGTTTTCAT 
TCCTGTAAGTCTGTTTCTTAAGAGAAGCTGATTAATTTTATTTCTTTTTAATTGAATGATAATATAAATAGGGAAAAGTATGCATATAACATAT 
ATTCATCTTACTGACGAATTTCCATAAAGTGAACACGCTGTTGTAACCAGTTCCCAGATTAAGACACAGCATTATCAGCGCCCTAGAAATCCCT 
CAGGCTTCCTTCCAGTAACTACTTCACCCGTGGTAGCCACTACTCTGACTTGGGAAAGCATAGATTTGCTTTGCCTGTTTTTGAACTTTATATC 
AATGGAGATACAGAATGTACTATTTTGTGTCTAACTTCTTTCACTCGATAATATGCACAGTTAACTCATATTGTGCATGACACCATATTGACTA 
TGGTAGTTGATTTTTCATTCTCCATGCTATATAGTATTATATTGTGTGACTATACCACTATTTATTAATTTGTATAGTTTCCAGTTTGGGGCCA 
TTATGAGTAGCAATGTGAAGATTCTAGAACATATCTTCAGGTGAACAACATAATTATTTGTGTTGGGCATATTTAGGAGTTAAATCAGGAAAGC 
AGTGTAATTTTTAAATGTCTTGTAGATGAGGCTGAAATTTGACTTTGTGACACTCTTCAAGAAAAGAAGTGAAAACCTCAAACTGTTGGTGTCT 
TGAATAGTAT ATC AAAATAAATACT AAGG C AG CC ATTATGAAAAGGTC C AAGGTAGAGGAATTTTAATG CCCG AAC ACATTTTTT C AAGGG AGG 
ATGAAAATAGTCAATTCTCATATAGAGAGAATTTGAAAGGGTTAGGATGTTAAAATACTGACGTTATATCACTCAGGTTTCTCTTACAGTTATA 
TTTTTTTTCTTCAAGAGAACTTTTAGCAGGTGATAGTGGAAAACTAAGGTGTGATTGGTACCAAAATGACCATTGTCCCAGGGTATAATAAGGG 
ATGAATAACTGGGGAGTGTATTTACTAGGAAATAAGAAAATGGGGTTGGGTTAAATGGCAGGAAGGTACATTCCAAAATCTATAATGCAAGCTA 
TGGTTCTCAAAATTTTACTGAAATTTCCTCTCTCTCTCACTCTTTTGCTTAGCGTAATCTGTAGGCAAAAGAATTTGCATTCTTTTAAAGAAGG 
C AATT ATAAATAC C AT AACTTGTTTTTAGAAAAAATCTTAG ACGTTTATC CAGAGGC AACCTGTCTGAATG AAAATGTAGTTCTAGGATTTGC C 
AACACAAAAGACTTCAGTGTCTACCTTTAATGCTTATTAACATTAATGGTGATCATTTAAAGGTGTGTGTTTTATGTTTAGACTTATAGGTGTT 
GTTGATCTTAAGCAGACTAGGCAGAGAAATCCTTCACATTTTCTGTGCTCTCATTCAGGATGGCCCTAGGCATGTTACATGGGAAATGAGAATA 
TGTGAATAAATACTCTCATACTTTCTTGGGCCTCAATGAAAAGAACATTTGTTACCATTTTTAGTCATAAATTAAAATTATTTCAGAGTAGGAA 
ATATAACATTAATTTAGAACATGGCTGTCATAGATGAAACGTTTTACACATGTATTGCTGTGGTAGACATTCCTTGCATTTATTGAAAGCCTCT 
CCTTTATAAAGTTAGTGAAGTGTGACTACTCTGACCTCCAAATACTGGGTGTATTTGAACTATGAAAGTAGGTTTAAAAGTTACACTTTTCTTT 
AATGCCCATTGATGATTTCTTTCTTTTTTTTTTTTTAAGACGAAATCTAGCCCTGTCACCCAGGCTGGAGTGCAGTGGTGTGATCTCGGCTCAC 
TGCAGCCTCTGCCTCCTGGGTTCAAACTGTTCTCCTGCCTCAGCCTCCCAAGTAGCTGGGACTAAAGGTGCACACCACCATGCCTGGCTAATTT 
TTTTGTAGAGACTGGGTTTCACCATATTGGCCAGGCTGGTCTCGAACTTCTGACCTCAGATGTTCAGGCCGCCTTGGCCTCCCAAAGTGCTGGG 
ATTACAGGCGTGAGCCGCTACGCCCATCCAGAACAACAGGCACTGGGGCCTACTGGAGAGTGGAGAGTGGGAGGAGGGGGAAGAGCAGAAAAAA 
AAAAACCTATCAGGTACTAGGCTTAGTACCTGGATGACAAAATAATCTGTACGACAAACCCCCATGACGCAAGTTACCCATATCACAAATCTGC 
ACATGTAACCCTGAAGGTAAAAGTTAAGTAAATAATAAAATATTTTACATTTATTTAAAAATTCTAAAATGGTTGTATTTTAAAAGTAAAAACA 
AATTTTGGTTAGGATTTGAGCTTATTCCATTTTTCTTCTAATTTTCCAAATTAAATGTAAAATGAGAGCATCCCAGGTAGGGGGAGGTAGGGGA 
GAAACCAAATAATTTTCAAGTCATATTTGAAGAGCAGGTATGTTCTCTCACGATTTACAGTGCAGGTGCATTTTAATTTAACTGCTTTAAATGA 
TGATAAAAATTGTTCAAGTAGAACAAAGCAAAGTTTTAGAAGTGACTTGTAAACAGCCATTCTTAATTTTTTCCTGTTTTCTCTCCACTTATGT 
GACTTGCATGAATTTCTGAAGCAGTCCTTTCAAATGACACTGCTCCAAACATGTGAATTGCATTCATCAACAAAATCCAGCCTTTTCCTTTGTA 
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TGTTTCCATTTGTCATTGAACACTAGGGGGAGGAACTGTAGCCTCTGAGGTACCCCCATTTGGTGCTCAGCCTCTACCAGAGGATTTGCTGCTT 
CAGCCTCTTCAGTGCCCCAGGTATTTGATGCAAAGATTATGCACTTATGCTGCCAGTTATCAGGGTTGTGTGGGTG'TCTTTAGAGGGGTCTCCC 
CTTAGCATCAGGTCTCAATGACAGAATCTAAATAACACAGGTTACTCATCACGAGTTAAAGATTTTTTCCCTTTTCACATTGATGCTTCTGATA 
TACTTTTATACGTTAGCTGATTGTATGTGCGTACTTTGTGGCTGCAAAGATGCAGCTGGAAAGTGTGTGGGGGTTGTCTGCTTCCTCTGAGGCT 
GCTACAGGTGGTCAGGTGGGGGCGGGTGTGATAAAGGTACAGCACCCACTTCCGCCAGCTTGTCTTGTGCGCCCTGTAACCCACTGCATGAACC 
CGAGTGGCACTTCAACCGGATTTTCTTGTTGGCACTTTTATCTTTCACTGCTTCTGACTTGCCTGTTGAGGTTTATGACTAAGGTTGTGATTAA 
AAATTCCCTTTTTAGGTATGAAAAGTCTTTTCAATTACTTTGTGTTCCTTTTTTTGTTTTGTTTTGTTTTTGTTGTGTGTGGACTTTCTGGGTT 
TTGTAAAAATGAATCTTAAAAAAATCTTAATATTATGTAAGAGTTAGATAAAGGTTAAGTAGCTAATATATTCTCTCATCAGGGCATAGAATCA 
ACGTATGTTCTTGGAAGATTAAGTGTGTCAAAATGCATTTTATGATGGAAGCACTGTCAGTTGTTTAGAATAGGCATGGAAAAGCCCTTTTCAG 
AATATTGTCATAAAATCAGACTTGGAAAGGTTTTCGTTTATTCAGTCTGTATTCCCCTATCTGTCTGTTTAATCTCTGCATATTACTGTCCTTG 
GAGCACGGAGAAACGTGAGCTACCCTTGGAGGTTTATAGTCCCACTGGAAGGGAACTAATGTTTACGCCTGATTATATGATAGGAGCTTTACAT 
GTTCTTATTCAGTCTTTGAGGAAACCTTATAAATAAGATAATAACTTTTTCAGAGAAAGAAGCTGGGGTTCTGAGACATTACCCACTTAGGGGC 
ACCCAGAGGAAAGAGCAAGACCTCCAGCTCCATCACCAGTAATTTCCAGCCTGTGAGCTTCCCTCCACAGTCAGTAATTTAAAAAACAACTTGA 
TTTAGGGACATCTAGTAAATATTCTAGAAGTTCAGAGGCAGAAAAGCTAGTTTGCAGCTGAAGTACTCAGATTTCCCACTGGCTGAGTGGGAAA 
TC AGACC CG AG CCTTG AC AGTGGG CAG AATTTGTATAGAGG AGC C AAG AGAAGAAG AGTTTC C AC ACTGTAT AAGC CAAATG ATGG AAGGTGT A 
ATAACAAAGGAAGGGTGAGCACACAGGTTTAGGAGATGCTGTGTGGGCCAGTCCAGCTGGGAGCCATTACCATTTAACACTTAATGGAGTGCTT 
ACTGTGCTAGGCACTCTTCTAAGTTCTTCACACCTTTTAACTATTCTTATCTTCACAGCAAGCCTTTGCAGGAGATATTATCAAGTCCCTCCTG 
CCCCCACTTTTTTTAGAAACAGAGTCTTGCTCTGTTGCCCAGGCTGGAGTGCAGTGGTATGATCGTAGCTCATGGTGGCCTCGAACTCCTGGGC 
TCGAGTGATCCTTTTGCCTTAGCCTCCTGAGTAGCCAGGACTACAGGTGTGTGCCACCATGCCTGGCTAATTTTTTTTCCCCATAGAAACAGGA 
ACTCGTTATGTTATCCAGGCTGGTTTTGAACACCTGGCCTCAAGCGATCCTCCGCCTTAGCCTCCCAAAGTGCTGGGGTTACAGGTGTGAGCCA 
CTGCACCTGGCCTTCATTGAGGGATGAGGAGACTGAGGCACATAGCAGTTAAGTTGTGGAACTGTGATTCAAAGCATGGCCACCAGGATCCAGA 
GCCTGAGTTCTTAGCTACTCTGCTGTCTTGTTTTCTCTCTACTGGGCAATGCAGGTTGCTTGTTAGAGGGGTGATGAGGATTCTCAAATTGCTG 
GGGATAGCGAGAGGAAGATGAAAATGGCAGGGGTAGTGATAGAAAGATCAAAATGGCAGCAGCACGCTGGCCAATTT'TACAAGAGGAAACATTA 
GGAAAGAAGAGAAGAGGGAGTTTTTCTCAGCTAAGCAGGATCTGGTCAGTGTAAGTGGGTAGCAAAAGATAGAGGTGAGATGTAACAAATCAAG 
AGGCCTTGATGAATGACTGGAATTGAAGAAGAGGGAATGAGCAAAAATGAATCTAAGATTTGGAGCTTGGTTGGCTGGGAGGATAATTCTGCTA 
TTGCAGAAAT CAATGAGGTC AATAGACAAGCTCATTTTTCCACAGCAGTAGTGTTG C AG C AAGAAATG AAGG CTTTTG AAGAGCATATGCAGTA 
GAGATACCATATGCAGGAAAAATGGCTCACTGGAGAGTTGAGAATAAAGGAGAGGAGTTCAAGGGAGGGAATGGGGATGATTGGGGGGCTATCT 
GCAAGGAGAGAATTGATGTGCTGGGAACAGACGATTTCTGAGGGAGAGAGAAAAACCCAGGGCCTTAAAAAGTGTCCTTGGTCAAGAAGCAGAA 
GGAGAAAGAGGAGCAGGAAACCATAAAAGAAACAGGCGAAGCAGGAGAGAGAGGAGAATAAAAAGAGGAAAAAAAAAACTACTGAACAGTGTCA 
GACACTACAAAGAAGTCAAGGAGAACAAGAGTGAAAGGGGGACATA&GATTTGAC 

GTGACATGAGGAGGTGAAATCCAGTTGCATTAAAGTCTGTGGTATTGCTGAGTTCTTCCTCATGGGCAAGTCCCTGGACCTTTTCTAAGCACTA 
AATTTGCAGGTAGTTCAATGTCAAGCAGAGAAGGAAGTTGGTTAACAGCACTTGGTTGCATGATACTACGTTTTGTTATAGTGACCTAACTGAT 
CTAACGTGTTTTGTCTTTCAGCGCGTTCGTTCACATAGCTCCCAGTTTTAACATTTCGCCACCTACTGAAGACATCATTTGGGACCAAGCTGAT 
GAGCCCTTGAAGCACAGCAGGTGAGGCAAGGACCTCAGCTTGGTCTTTGTTTCATAAGTTTACACAGCTAGCTTACATTCCCACCAGCAGTGTG 
AAAGTGTTCCCTTTTTACCAGATCCACGCCAGCATCTATTATTTTTTGTTTTTCAGTTATGTCCGTTCTTACAGGAGTAAGATGGTATCTCGTG 
CACTTTTAATTTGCATTTCCCTAATAGAGATGTTGAGCATTTTTTCTTATGTTTGTTGGCTATTTGGATGTCTTCTTTTGAGAATTGTCTGTTC 
ATGTCCTTTGCCCAGTTTTTGATAGGTTCTTTTTAAATTAGTTTATTAGCTTTTAATATAAACATGAGAAAAACCACATAAATTGTAGCATTCT 
TTTCAAAATAAAACTGCAATCAATACTTGAATGAATCTCCAAGCTCTGAACTTCATAAACAATGTTTTTTCTTTTCTTTTTTTTTCTTTTCCTT 

GTCAGGTGCATAGTTTGCAAAGATTTTCTCCCACTCTGTGGGTTGTCTTTTTACTCTGTTGATTTTTTAGTTTAATTAGGTCCCAACTATTTAT 
TTTTGTTTTTGTTGCATTTGCTTTTGGGTTCTTAGGCATGAACTTTTTGCCTAAGCCAATGTCTAGAAGAGTTTTTCCAGTGTTCTAGAGTTTT 
TATGGTTTCAGGTCTTAGATTTAAGTCTTTGATTCATCTTGAGTTGATTTTTGTATAAAGTGAGAGATGAGGATCCAGTTCATTCTTCTACATG 
TGGCTTGCCAATTATTCCAGCACCATTTATTGAATAGGGTATTCTTTCCTCACTTTATGTTTTTGTTTGCTTTGTCAAAGATCAGTTGGCTGTA 
AGTATTTGGCTTTATTTCCGGATTCTCTGTTCTGTTCCATTGGTCTATGTGCCTGTTTTTATACCAGCACCATGCTGTTTTGGCAACTATAGCC 
TTGTAGTATAGTTGGAAATTGGGCAATGTGATGCCTCCAGATTTCTTCTTTTTGCTTTTGTTCTATTGGCTATGTGTACCTTTTTTTGGTTCCT 
TGTGAATTTTAGGATTGTTTTTTCTAGTTCTATGAAGAATGATGATAGTATTTTGATGGGAATTGCATTGAATCTGTAGATTGCTTTTGTCAGT 
ATGGTCATTTTCATAATATTGATTCTACTCATCCATGAGCATGAAATATGTTTCCATTTGTTTGTGCCATCGATTATTTCTTTCAGCAGTGTTT 
TGTAGTTTTCCCTGTAGAGATTTTCACCTCCTTGGTTAGGTGTATTCCTAAGTATTTTATTTGTTTATTTAGCAGCTGTTGTAAAAGGGATTTA 
ATTCTTGATTTGATTCTCAGCATGGTCACGGTTGGTGTATAGCAGTGCTACTGATTTGTGTTCATTGATTTTGCCTCCTGAGACCTTACTGATC 
TAGGAGCTTTTTGGATGAGTCTTTAGAGTTTCTTAGGTAGTACAACCACTCTGGAAAACAGTGTGGAGATTCCTTAAAGAACTAAAAGTAGAAC 
TAC C ATT C C AT CTAGC AATCCCACTATTATCTACC CAAAGG AAAAGAAGTC ATT ATATG AAAAAGAC ACTTG C AC ATGCATGTTTGTAGCAGCA 
CAATTCGC^TTTCAAAAATATGGAACCAGCTTAAATACCCATCAACCAATGAGTGGATAAAGAAAATGTGGTATATATACATCATGAAATACT 
ACTCAG C C AT AAAAAGG AAC AAAATAATGGCATT C ACAGC AATCTGGATGG AATTGG AG AC CATTATC CTAAGTGAAGTAACTCAGGAATGGAA 
AACC AAAT AT AGTGT ATCATAAGAATGATATAATGG ACTCTGG AG ACT C AG AGTGAAGTTC CACTAGGGAACTTATC C ATGTAAC CAGAAACC A 
TATGTTC C CCC AAAACTATTGAAATAAAATAAAAATTAAATTAAAATTTTAAAAGTTCAC AC AGCTGCCC AGCGTGTGTC CCACTCAC CGGGG C 
CATCAGCTTATTCTGTGTATTTCTAAGCATCTTATGAACACACTGATTGTTATAAGGAATCCAAACAATATAGCACTGGCACACTTGGGGCTGC 
TATTTGTTTTAGGGCTCTTTTATTATGGAAAGTCCAACCGATATGAAAATAACCTAAATTTTCTCTGACTTCTCAGAAATTCTCAAAACATCAA 
AATGTGCCCTGTCTTTTGATGCTGGTTACCCCTTGGTGGGAATCCAGGATTTCCTTATTTCAGTGTCACAGCTGTGAGTTGTAAAGCATTTCAT 
TCACCACAATGCTAGTTACAGTTGATTTTATTTAAGCTGCCAGATTTGGAAATGCACCTCACTATAGCATTAGTTTAAAAAATTTAGGAAGGGG 
AGAAGAAATTTGTATGTACAAATGATATTTTTTACTTTTGGACTGTAAGTATGTTTTTTGGTTCTTTATTCTTCCCACCAGTTTTTCTGGGTAA 
CTGTAACTTGGTGTATCAACTTTTAGAAAACTCAGAAGACTTAGGAGTATGTAAGCTCTCTCCCTTCCCTTCCCACCCCTCACCCCCAGCATAG 
AATATTGGTAGGTGAAACTTTATTAAATAGAATCTGCACGGAGTAGTCAGACCTTAGCCCCACCTAACCCTGCCACTTGTCTCTGTTACTGTTT 
TCTGTTGCTATTAGCATCTTCATTCAGAAGGACGAGAGGGGAGAAAAAAATGAAAATGAAGTTAATTTTGTTCAGCAAAAGTTAAAGTGTCTGG 
CTGAACTCTGGGTAGCTGGTTTTGGAGTTGTATGGGGTTTCATTTATTCTCCAGGTCTCTTAGTCTTCACTTGAAAATAGAAACTAGAGTTCAT 
TTTTCCTGACAAGAATGAACTTAATTATTTACCTAGAATGGTTAGTAATCTGTTCTTATTACCAGAAAGCTTTCTTCTGATCTATTTAGTATCT 
TTTTTCATAAGAGTTTGAATATATTAGCATGTATTCTCAATAGAATCTAATCTTTCATTATTAAAGTTCCTAAATATCTTATATTACTATGTTT 
TATCATTATGAACATTGACTCTCATTGTTTAGAGTTTTGCTTCTCTAATTATCTTGGGTGAAGGACCAGTTTTGTTTTTAATTTCCAGTATGTC 
ATGGATTGATAATTTTATAAAATACAATAAAAATGATTTACTAGAAAAATGAAATACTAGAAAAATGAAATTTAAAGAAACTAAAAACATAAGC 
CTGATTAAACATTTATTATTCTTATAGTCAACAGACATAAAATTACTCTGGCAAGCTGCTGTAAAAAAATTCTAAAGGTCTACTCTCAGTTTCT 
GTGCTTATTCTGGGACTAGGGCTGGTCTGCAGAGTCCAGTTCGAGTTGCACTGTTGGACAGAATATATACAACTTAGGAGACTGAAGTTCAGTA 
GATACTAATTTCAGAACATATCCTCAAAGTGGGTTTTTGGGGACTGTCCCCTTCACATTTCTTGCATGTATAAAAGGCAAGTGCAGTTCGGGTA 
CAGTGGTTCATGGCTGTAATCCCAGCACTTTGGGAGGCCAAGGCAGGCAGATCACTTGAGATCAGGGGTTTGAGGCAAATTTGGCCAACATGGT 
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GAAACCTCGTCTCTAAAAATACAAAAATTAGCTGGGCATGGTGGTGTGCACCTGTAATCCCAGCTACTCAGGAGGCTGAGGCATGAGAATTGCC 
TG AAC CCAGGAGGC AG AGGTTG CAGTAAG CCAAGAT CATGGCACTGCACTCTAGCCTGGGCGACAGAG CAAG AC C CTGTCTTG AAAAAAAAAAA 
AAAACAAAAAAGGCAAGTGCAGAAAAAAATGCTGTTTACTTAAACTTTTTCTATTTTAAAAAAAATTGTAGGACAATGCATAAAATAATATTTA 
GGTGAATATAGAAAAAGTTGATTGTCTTTCTCCCACTCCTCTGGTTCTTTTCCTTTCTCTATACATCATATACATACATACAAACATATACCTT 
TACATGGAGAAGGGACATTTTTTCTGCTATGAAAATGGCATCATAAACAATACTCTGCAACTTTCTTTAATATTTTGTTACAACATTTATCCTT 
ATC AAATATG AATCTAGTGG CTCTTTTTAAC AGTTGC AT AAT ATCCTATGGTAT CGTTGTAC C ATAGTTTATTC AATTATTC CC CAGCTGATAT 
ACCTTCAAGAGCATTCTAGGTTTTTACCATTCCTAACAACACTGCAGTTAAATTCTTGTACATATATTCATGTGTATCTACTTTGATATTTGAA 
GGATAGATTCCTAAAAACGGAGTCAGTGACTCATGCATGATGTCAGATGATACTCOIAAAAAGTTGCATTGCTGTAGAGTCACACCTGCAAAAT 
ATGAGAGTACCTGTTTGCCTCACCCCTGCCAGGTGTTAGGAGTCTTTTTAAGTGTTCTCTCTCTGCGGTGTAAAGTGATCACTAGCTGTTTTAA 
TTTGAGTTCCCCTGATTGCCAGCAAGAGTGTGCTTCTTTTCATATGTTTAAGGGCCTGCTGGATCTTTCTATTCAATTTGGGGGCAACAAAACT 
TGACAGATTTTATTTTATTAGGTCTTTTGTGTACCAAGTTTTCTGTCTGTGGTACACTCAGTGGTTGGGGTTTATATTATTTGTTCGTTTTAGT 

GTTTTTTTTCTTCAAGATCAGCTTACAGGAAATCCGTCCCTATTTGTGTGTAATGTAAAAAGGGCACAGGGTGGGGCATCTTTATAGCTTGGCA 
TAGTGTATATCGTTATTCAAGATTGCTCAAAGACTATGCGTTGCCATGTGTACTTTTAAAAAATTGAGGTAAGTTCATATAGAATTAACCCTCC 
TCAAGTGTACAATTCAGTGGCATATAGTACATTTACAGTGCCGTGCGACTGGGACCTCTATCCAGTTCTGAAACATTTTCCTCACCCCAAAGGA 
AACTCCGTCCCCATTAAGCAGTCACTCCTCATTCCCCTTATCCCTCAACCCCTGGAAACCACTTCTCTGCTTCCTGCGTCTATGGTTTCACCTT 
TTCTGGATATTTCATATAAATTGAGTCATGCAGTATGTGATTTTTTATGTCTGGCTTTTTTCATTTAGCATAACATTTTTGAGGTTCATTTGTA 
TTGTTGTGTGTATCAGTACTTCATTCCTTATTGTGGCTGGATAAAATTTTATTGTATGCTACAATATACAATAATTTGTTTATCCATTTACCAG 
TTGATATTAGGGTTGTTTCCACCTTTTGGCTGCTGTGAACAATTGCCCATGTGCACCTAGATGCCAAGTTAAGTCATAGAGAGGCATGAGGGAA 
GAAGAAAGACAGCTGAAAAGAACCTCCCAGGGAGCATCTTCTGTCTTCTAGAGCCTTCCTCTCTCTGTAGTTGGTCATCTACAGGCTCTTTAGG 
AGGCTGGGTCAGTCGTGGGGCCAGATTTGGGATCTGTTTTCACTGGCTTCAGTATCTTCGTTAAACCAGAGATAGACCCTCCATATCACACCCT 
CTGGATTTAAAAAGGAATTTACATCCCACCCTCAGGGCACTAGGTCTGCTCTAGCCTCCATGGGTGCAGTGGCCGCAAGGAACATTCATGGCTA 
TTCCTCCATGGTTGTTGCCTCTACCTTTAGCATCTGGGTTGGAGCTTGTAGAATGTGGTGATCAGGAGGAATTGTGCCCACATAGTACCTGGGC 
ATATGACAGTATAGGCTCATTTCCCATCTCTGCAGCCTTAGTCCAGTTATGTATCTCTCAGTTTTCTCCCTGGTAAAATGGCATTACTAATACT 
TACATCATAGGGTTGT AGAG ATAGTTAC ATGGG AT AATGT AT AGAG AG CACTGTTAC AGT AC C ATGTGGTAGTACTTG ATAAATGTT C ATTTCT 
TCTGTTCTCAGTGCTTCTCTGTCCTCTTCTATCTGGTGCCCAGGACATTACATACTTCACAAGGTAGTATTAAGTTTAAAATGAGTTGATAATG 
CAGAGGAAGTCTCTTAGCAC C ATGCCTGC AACGT AAGTC AACACTCACTAT AG ATAGAAAGGT AC CTTAC CTTG C AGTTAGGATTTCTC ATTGG 
GAAAATGCCATCCAATTGATTACAAGCCGTCTAAAGTGTTTTAAGTGGTAAAGATTTCACCTGGGTATATTGAGTTGTTCTGCAGCGTGGTGTT 
T ATTACC ATAGACAC AT CGGGCT AATTAAGAC AG CC ATGTT CAGGATAGATGC ACTATC ACTAAG AT C CTG ATGTGTGAGTTGGG C ATTTC CC A 

TGTGGAAGCTGACAAGAGACTTCTGTCTTGCCCTCCAAAGTGGTTTAGTATCCTATTTTGAGCACTCTTTGGGTGCTGTTATTTAGAAATTCTA 
TTTTAGAGCAAATGGGAAGGATTTTATAAAAAAGGGAGAAGCAACTGTCCTCCACCATGCTCTCTCTCAGCTGTGTAACAAGCCTCTCTGAGGG 
TGAAGTGGATCCCCATAATGTGGGCCCCATGTGTGAACCTTTTACAAGGTTTTCTTGTTGTAATGGCTGATATAATTAAAGGAGAGAGTTCATG 
TTTTGTCTGAAATGGAGCATGCCTTGAGTTACAATGTTTTGTTTTTCTCACCAAATATATCCTGACTATAATAGCAAACAGCTTGTATAAGATT 
TTTACATAAACATTTGAAAAAGCATTCTTGTCTTCACTGAAATTTTGAAAGCCTTTTAAGAATATTTGTAGCACTTATGTTTTTAAATGTACAG 
GTCTAACATGCAGTTGTTTATTTGGTAAATTCATTCCATGAGGGTGCTTTGAATCTACCTCCAACCTCTCACGGGTCTCCCAGACTTCCCAGGA 
ACCACTGCTTGACAGCTGGAGAGACAGCAGGTGAACCAGGGTCTCACTGGGAGGGAAAGACGAGGAAACCCCAAAGGGACAGCTTTCTGGAGAA 
AAATGCCTGGCTGTGAATGCCTCTTCACCTCCATCCCAGATACACACTTCCAGGATGTGCAAATTGAGTCAACATCATGTCTGTAGAGGACAAC 
AACATGTCTTTTGTTAGTCTTGACATTTCTTTAGCCCTAGGCCTCTCAAGTTTTGGATATGTGATGCTCAAGAAATGCATTTACAATTTGAAAA 
CCTGGTGCTCATTAAGTAATTCTTTTAAAATTTTTTTCTTTTCCTTTTGAAAAATTCAAACCTAGAGAGGAGATGAAAGAATCATATGAAGAAC 
ATTTATATACCCTTTGTTTATATTTGCCAATTATTAATATTTGTTATTTTGTCTCTGAATTTATAGTTTTGTATGTGTGTTGGCAAGAGGGGTT 
C ATTTTTTAG AACTATTTAAAAGTAAGTTG CAG ACTTACTTTCATG AC ATTTTT CCCTG AAG ACCT C AGC AT C ATTTCTG AAGAATAAGAAC AT 
TTTCCTACGTAACCACAATCCTGTTATAAAGTAAGTCTTAATTGAAAACTTCAGACAGAGGACAAAAGAGTAAAAAAGGCAGAGATTGAACAAA 
GCTGTAATTGAACTTGGAAAGTATAAGGAGAAGAAATATAGGGAGGTAATTAGAACTCCTGTTTGGTTCCTTAAAGGATAAATTTTGTATATAC 
CAGCAAATCACTCAATGAATGCAGATTTTCTTCAAATATTTACTTTATCTAGTCCAAGGAGTTTCTCCTGGTGCTCTGAAGTCAGTGTTTTGGC 
CAGGGTTATAAGCTTTTCAGCCTGTAAATACATTTCTTCAGCATCATCAATCTAAAACCTGAGTGACCACATCCTACTTAGACTTGTGGTTAGG 
AGCAAATTTTCAAGGGATTTTGCTGGTGCCATTACCTTGAGAACATGGGACCTTCAGTTATTACAGTCAGAAATGTTTACTAATGGGCAGTTAG 
TGTAAACATGGGAGTCCTTTCCTGACATTTAATTTAGGTTTGAGTAAAAGCTGATGTGTTAGCACACTATTTTGAGAAATAATTTTACAGGCTT 
GGCAAAATGTTAAGCTTGATGTCATCACAGACTTTTGCAGATTTAGGCTTCAGGAGTCAGCGCAAGAAAAAATGCTACTCTTATAAAGGCTGAA 
CAGCAGGAACAAAGTTAAGTGGATGGCATGTAGATGCATCACTAATTTGTCTATTTTAAAACAAAGATATACATTTTCTTGATACCAATAGCTT 
ATAG AACATTAAAC AAATTAAAAGGTTT AT T T G G AC TGTTTCCC TG AAAG CCTCCTTCTTCGG TAG GAT TT AAT AT T T TG C C AG AAG AAT TAT G 
TTTGGGGATTTATTTTTCAAATTTTTTAAAAAAGCTATTTTCACTAAGCTTTGGGAGGGGAACCATATTAAGCTGTCTGTCTAACTAAGCACAT 
CAGGCATCATCATGTCAAGAATGAGAAACTATGTGTTTCCTTTAACAGCAGTGTATGTCATAGAGATGTTTGACCCATGATTTTTCATGAAAAG 
GTCCATTTTCAGTAAACTCTTGTGCTTACCTAGTGTCTTCAATGTGATAACTGGCTTCCCACTGATCAGGGGTGAGATGCATCACAGAGAGTTT 
GAAAGTACACATTTTGTCTTTTATTTCCTTTTTCTTTTTACTCTTTCAGCCTTCAGTGGCCATGGAGATTTTTTATTTTAAATTCCAATTTTAC 
ATATCAAATTTACAAACTGTGACTTTTAAAATAATTGTTGTACTCTTTTCTGTGAGTGAATTTTAAAAAGCATTTAATGTAAAATGCATGTGTA 

TCTAGTTTATATACTTACTAACAGTTAATGCGTGTCCCTTGGGATAATAGCTCTTGAGCTATCTTTGTGGCTGTCTTACGTAGACCATTTGAAT 
CTTTCTCCTTTAATGCCAAGTATCCACTTTTCACGTGTAAATTGGAGATGTCACTACCTGCACTTGGACACCAGTGTGTGCATGTAATGTTGAT 
TGGTGTCATCATGGTTTTTGGCTACTCTGTGATAATTTTGTTTTTCAGAGGCAAATTTTGTGAGGCCAAACTTCGGAGATTGGGTCTGTACATC 
ATTCATTCTTTCAGTCAGTAAACATCCATTTAGTGCCTACTCTGTGTCAGTGCTAGTCAAAAAGGAACAGGGCAGGATTGCTGTCCTGGAATCA' 
TGTGCACGCATGGTACCCATGAATGGGT ACT AACAACAC AAC AG CCACTTGAATGGCCTGGGAATGGGGCGTGGGG ATGGG AAGGGGCTCCACA 
GATAGGTGAATTGGTCTGTAAAAGTCATCGCTGTACAAATGAATCCCAAACCAAACATTGAAAGAATGCACAGTAGATTCCCCCAGTTAGGGCA 
GGGTCATAG AGCATTTTGGG C AAAG AGCCCATACAAGGCC ATAG AAG CATG AAAC ATATGC C ACATTGTATG AATTT CAAATAACTT CATATAA 
TGAGAGTTTGGGAACATGGAGAAGGTAGTGGAGGAAGATCAGACTAAAACTGATTATGAAGGACCTTACGTACCATGCCAAGGAGGCTGGCCTT 
CATCCTGTAGTCAGTGGGGAACAACTTCAGGAATCTCAATGCAGAGGTTTCATGATGAAATTTGTGCTTTAGAAATATTCTCTTGCAGCACTGT 
GGAGGTACAGATAAGTAGGAATGGAATCCAAGGCGAGAGGGTCACTCTGCTCCTACAGAAGTTCATGGGGCAGTGGCAGTGGGGAGATAAGGAG 
ATGATGGTGCTGAGAGCCAGTTAAGAAATAGAATCCTCAGAACTTGGTAACTGATTGGTTATGAGTATTGAGACTACATGGGTGACTACATGAG 
TGATCTCAT C AGTAT ATAAGTATATAAGTGCTC AATTAG AT CGTG AG AT C AAGGGG CGATATTAATGTAGG AAAC AGAG AAC AGAG AGAACCAA 
TGATATAAGCCCTAGGAAGTGGACTTTTAAGGAGGAAGCAAATAAAAAGAAGCTTTAGAAGGAATGATCTGAGGGTATGAGGAAAACCTGAGGA 
TAGGGTGCTCCACGAACCCAAAGCAGGAATCTGCAGAAGGAGGGAGTAGTCAAGAATGTTGAATACTTCAGAGGGGTCAAGCAAGGGTTCCAGG 
ATGTGTCAACTGGTAGGTTCAGTAATCCTAGCAAGAGCAATTAGTGGGTGGTGAAAAATAAGAAATGAGATGGTTCATTTATACTACTCTTTCA 
AGGAGCTTAGATACTAAGGGAAGGAGAGCAAGAGTTGTCAAGGAACATTTTTTTAATATTCTTTTTCAAGGTTAAAATCTCAAGCAAGTTTACA 
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TCCTGGAGGATAGATATAATCCATTAGACAGC3AAGAAGAAGGAGATAACTGATGGAATAATGTCTCTAAGCAGATCTGATGGCACGTAAGCTAG 

AACACATGGCAAGATTAGCTTTGGGCTAGACAAAGGACAACTCAGTTTTTAATAGATGGGAACAAAGGAGGAAAGACTGGGTGTGGATATGGAT 

AAGGGATTGTAGGTCTTGAAAGTTGGAAGTTTGAGGGGTGTAGTGTCCATGAAAATAAGTGCTTAGATCTACAGCTAGAAGCGTAGTTGACTGA 

TGGCCCAACTGCTGCCCCTCTGCAGCCACCCTTGGATTGTACTAAACTACAAATTGCCACTAGCGTCTCCCAGTCATGACCAAGCACAATAGGG 

GCTCCTATTTCAGGCTCATTCCTGTGGGACACAGGACTTTTCCAGTGGGCCAAATTGGCTCAAGAACTCCTATTGGCCTGAGCAGACCTTTCTT 

GGAACTGTGTTGGAATCCAAGACTTCCTAGCCATTCCTTCTTCCTTTCCTCTCCATGTGCATAGGTGTGGTTTGAAGGACCTCCCACATTCTGT 

GGCTTCCTTTCTCAATATATCTTTTGTATTTCTAGTTCTATCTTGGTACTTGCTTCTGGGTAGACCCAAACTAACATAAAGAATTTGGTCGAAA 

TGTGTATATTATTAAGGTAATGCTAGCTGCTGTAAAAATAACTTCTCAGTTCAACAACATGTACATCATTCAGACAGAAAATTAGTAAGAAATG 

C AGGACTTG AATTG CATTTTTGGC C AAATGG ACCC AATAGACATGTAC AGAATTTTCCAT CCAACAGCAGC AGAATGTAAAGTTTTT CTAGAGT 

ATACATAGAACATTCTCCAGGATAGACCATATGTTAGGCCACAAAATTTAAGATTGAAATTATGTCTAGTATCATTTCAGATATAACTTCAAAC 

CACAGTGGTATAAACTAGACATCAGTGACAGGAGGAATCTTGAAAAATTCACAAATATCTGGAACATAAACAACATGCCCCAGAACAACCAATG 

GGTCAAAGAAGAAATTAAAAGATAAATTTAAAAAATGCCTTGAGACAAATGACAACGGAAACACAATATACCAGAACTGATGGGATATAGGAGA 

AGCAGTTCTGAGAGGAAAGTTTATAGCAATATATGCCTACATTAGAAAAGAAGAAAGATCTCAAATGAATAGTGTGACATTACACCTCAAGGAA 

GTAGAAAAAGAACAAACTAAAACCAGATTAGTAGAAGGAAAGAAATAAAAATCAGAACAAACATAAACTAAATGGATAATAG 

AAGAATCAATAAACTTAAGAGTTGGGTTTTTTTTTAAGTAAAATTGGCAAACCCATAGATAGTCTAACAAAGAAAAAAGAAAACTCAAGTAAAA 

C CAAAAATG AAATTG AAG AAATTAC AAC AGAC AC CTCGGGAATAAAAAGG ATG ATAAGTCCCTATTACG AACAATTATATG CCAACAAATTGGG 

TGGCCTAGAGGAAACAGATAAATTCCTAGGAAAATACAACCTACCAGGATTGACTCAGGAAGAAATAGAAAGCCTGTAACAGACCAATCACAAA 

TAG ATTGGAGAAGT AATG AAAAACCT CTC AAC AAAG AC AAGC C C AGG AAC AGAT AGCTTC AC AG CTG AGTTCT ACCAGACATTCAAAG AATTGA 

TACC AGTACTT CTTAAACT CTT CC AAAAAAAT AGAACT AGAAGG AAT ACTTTC AAACACATTTT ATG AGGC CAGGAT C ACCCTGATACCCAGCC 

AGCCAAAGACATCACAAGAAAAGAAAATTTAAACCCAATTTCTCTGATGAATATTGGTGCAAAAAGCCCCAGTAAAATATTAGGAAACCAAATC 

CAACAACACATCAAAAAGATTACATGTCATGACTAAGTGGGATTTATCCCTGGCATACAAAGCTGGTTTAACATCTGCAGATCAATCAGTAGTG 

ATACATTGCATTAACAGAATGAAAGATAAAAATCACATGATAATCTTAATTGACACAGAAAAAGCATTTGACAAAGTCCAACATCCTTTATTGA 

GAAAAATGCTCAATAGTGTATGTATAGAAGGAAAGCTTCTCTATGTAATAAAGGCCATTTATGAAAAACCCACAGCTAACATTATAATACATGG 

GGGAAAACTGAAAGTTTTTCCATGAAGGTCTAGTATCAGGCAGGCATGGATGCCCACTTTCACCACTTCTATTCAACATAGTACTGGAAGTACC 

AGCAATAGTAATTAGATAAGGAAAAGAAATTAAAGGCATTGAGGTCAGGAAGAAGTAAAGTTATCTCTATTTGCAGATGGTGTGATCCTATATT 

GTAGGGGGGGAAAAAAGCCCCTGCAGATTCCACACAAAAAAACTGTTAGAACAACGAATGAATTCAGTAAAGCTGTGGGGTGCAAAATCAACAT 

AAAATACCTAGGAATAAATTCAACCAATGTGAAAGATGTGTACACTGAAAACTATAAAAC^TTAATGAAAGAAATTAAGCACAAAAA 

AG ATATC AC ATG CTC ATGGAT CAG AAGAATTAATATTGTTGAAATGTCC ATAGTAC CC AAAG C AATATAC AGATTCGGTG C AAT CTCTATC AAA 

ATTCC AGTG AC CTT CTT C AC AG AAAT AG AAAAAATG CTT CTTAAATTTGTACAG AAC C ATG AAAG ACC CTG AATAGCCAAAACAATT ATG AAAA 

AGCAAAAC^VAAGTTGGAGGTATTATACTTCCTGATTTAAAAATTATATTACAAAGTTATAGTAATAAAGACAGTATTATACAGGCATAAAAACA 

G AC ACATAG AC CAGTGG AACAG AATAGAGAGTCC AGAAATAAATCCACGTATATAT AGT C AACTAATTTTTGAC AAGGGCAC CAAGAAGAC AC A 

ATGGGAAAAGAATAGTCTCTTTGATAGGATGTTAAGAAAACTGGATTTCCACATGCAAAAGAATGGAATTGGACTGTTATCGTATACCACATAC 

AAAAAT C AACT C AAAATTG ATAAAAG ACCT AAAC ATAAAAGC AGAAACTATAAAACT C CT AC ACAGGAAC ATAGGGGAAT AGCTC CTGGAC ATT 

GGCGTTGGTAGTCAGCTTTTGGATATCACAACAAGAGCTCAGGCCACAAAAGCAAAATTAAATAAATGGGGGCTGGGCGCAGTGGCTCACGCCT 

GTAATCCCGGCACTTTTGGGAGGCTGAGGTAGGGGGATCACAAGGTCAGGAGATCGAGACCATCCTGGCCAACATGGTGAAACCCCATCTCTAC 

TAAAAATACAAAAATTAGCTGGGTGTGGTGGCGCACACCTGTAATTCCAGCTACTTGGGAGGCTGAGGCAGGAGAATCGCTTGAACCCAGGAGG 

CCGAGATTGTAGTGAGCCGAGATGGCGCCACTGCACTCTAGCCTGGAGGACAGAGTGAGACTCCATCTCAAAAATAAAATAAATAAATGGGACT 

ACACCAAACTAGAAAGTTTCTGTACAGTAAAGGAAACAATCAACAAAGTGAAGTAGCAGCCTACAGATTGGGAAAAAATTCCAATCAGTATATC 

CCAATATTCCAATGTACATCAGATATATTGTAAATCATGTATTTGGTAAGGAGTTAGTAGCCAAAATTTATCAGGAACTCATACAACTCAATAG 

CAAAGAACAAACGAATTACCTGATTTATAAAATGGGCAAAAGGCCTGAGTAGACATTTTTCTAAAGAAGACACAAAGATGGCCACAGGCATATG 

AAAGGGTACACAACATCATATCAGGGAAATGCAAATCAAAACCACTGTGATTTACCTCCTCACAACTGTTAGGATGGCTGTTATCAAAAAGTCA 

AAAGATAACAAATGTTGGTGAGGATGTGGAGGACTCTTGTCCACTGTTGGTGGGAATGTAGATTGGGTATAGCCGTTATGGAAAACGTTATAGA 

GGTTTCTAAAGAAATTAAAAAC AGAACT ACC ATATATGAC C CAG CCATTCCTTTTCTGGG C ATATAC C C AAAGGAAATGAAAT CACCACCT CAT 

AAAGATGTCTGCACTCCCATGTTCACTGCAGCATGATTCACAATAACTAAGATATGGAAACAACCTAAGTGTCTGATGATGGACAAATAGAGAA 

AGAAGTGGCTGTAAGTATACCACATTTGGTTTATACAAAATGAATATTATTCAGCCCTAGAAAATAATGAGAGCTTGTCATTTGCCACAACATG 

GGAAAGCCCATTGTGCTAAGCGAAATACGCCAAAGAAAGACATATTATATGATCTTACTTATATGTGGAACCAAAAAAATTTCAAATATGCAGA 

GAGAATACAACAGTGGTTACCAGGGATATGGGTTGTGGGCAGGAAATGGAGAGATGTAGGTCAGAGGATACAAAGTAGTATGAACAAGTATAGA 

GATCTAATGTGCAGTATGAAGACTATAGGTATGGGATTCATGCTAAGTGAGATTTTAGCTGCTCTTAACATAAAAACAAAAATAGGGTAACTGA 

G ATG ATGG ATATGTTAATTTG C TT C ACTAC AGTAAC CTTTTTACTATCTATATTAAG C CTATAACATC ACGTTGT AT ACC ATAAATATACGTAA 

TAAAAATTATTTTTCAAAATAAAAAAATACAAGATAACTTCTCAACATTTCACTGTTCTAACACAAGTTTCTTCCTTATTCACATGAGGTCTTA 

AATGGGTGTTGATGAATGGTAGGTGACATTTTCCTCCTGGAAATCCTTCAGGAATTCAGATTCCTTCCATCTTGTAGTTTCTCCATCTTCACCA 

TGTGACTCCCAGAGTTACTGTGCTTGTTTGCATCACATCAAGAGAGGGGGAAAAACATGGCAGGTTACACATGGAAGGTTTTTATGGAGTAGGC 

CTAGAAATTAGCATAGAAATTAGGCCTAGAAATTAGCATAATCACTTTCACTTATATTTCGTGGTAGAACTCAATCACATGTCACCAACTAGCT 

GCAAAGGAGGCTGGAAAACGTGGCCCAGCTGTGCACCAGGAAGAAGACACTATAAGTTTCATGGAATAGTCCCTGTGGGAAGTGGGAGGACACA 

GCTAATGCTATGAGGCCTGGATTTATCACACTGTACGTTTTATGTGAGATTTTTTTTTTCCCCAGGAGCTTCAACATTGAGTTCACTGGTGAAG 

TTGCTGAGAAAGCAGGTGGTTGAGTTTGAAATTCAGAATTTGGAGGTTCAAAACTGAATAGTTTTAAAAGGAAAACTTGGGCAAGTCTCCGTTG 

GAAAATGTCTTTTCAGTGTTTCGGTACATTTTGGGGTTGATATGAGAAGGGCATAGTCACAACATATGTCACTCTGTGTGTTGCTGGTTTTGGG 

TCCTGCACCTGGACAACCAAACAGGACTGGCCCCTTCGTTCCTGCTTCACGTTGGACCCTTCAGTCGGAGATAGTATGACTTACAGAGGGAGAG 

ATGTTTTCAAACCCTGTGAAACCACCCATTGTTCAGATGAACCATTTATCTTGCACTTTTCTCTAATACAAATGAATGAACCTTGCTGCTTCTA 

GCTAGTACCCTTATTCACCTGCTCTTCTGGTGGTATGCAATGCTCATTACATTTTTTGCTTTTGCAAATTTGTCTCATTGTGTTTCCTTTGCTT 

AAAGTTGGCTGTTTTCTTCTTCCCTCTTCTCTTCCCTTAAATCATTGTCAATCCAAATCCTGGACAACCTGTCCTCTCAGGCCCAACTCAAATG 

CCATGTCCTCTGTCATTCTCCCCATTTACCACAGTTGAGTGCCTCCTGTCTTCCTGACACTCTTTGGGTCTCAGTTTCACCACTCAGGTGGCCC 

ATGGCTGCCTTGATACTTCTGTATGAGTCTTTCACCTACTAGATTTAAAACTTGATGATAGAACTGTGACTTCCTAGTACTTACTTGCTCTTAG 

CACAATGTCTTACACACAGTACATTTTTAGTAAACAATTGTTGAGTGAAAATGAATAAATATTGCTTATTGTGGAGCAGATAGAATGAAGTTCA 

gtttggagaatcagtcttgtgtggccacagatcacatgaggaatgtaaaaattaaataaataaaacaagcctaagataatgtgttagaagggga 
gaaaggcctgtaccgattttttgcatctctaatgatcatagagatatgatttgtattatttatgtgggctagaaaaggggatctctattagggc 

TCTGAAGTTTGTGAAGGCTCCAGCCACCCATCTGATGTTGAAAAAGTCAATTGATTGAGAACCCACTGTATTTACAATCTTGACTTATTTTGGA 

gcgttaatggaggcaaactgagatttgggttggttggttgtagggagtataagttatatcaatgctcaggggagtagttttgagtttgaaacat 

TACAATAACTTCTTCAGGCTTTTAAGATGTACATAAAATACTTGTAAGTGGATGATAATGAATTGACAAGAGACCTCTTTATACAGCTAGAATA 

tatcaagttgttacttttctacaaatctccttatagattgggttttgctggtactgtttttatggttgtagttgtttattgtaggataaaagtc 

CAAGAGGAAATGTCTCTTAAATATAAAATGTATATTCTAAATATAATATATAGATACTATGTATAAGCTATTTTTCTGCTCTAGGTCCTTTTTA 

ttttcttaaagccaaacatattgtgtgtgattcaaacaggtagagagcaattaatttaaaagtggcctaaaacccaccttcctctactaccttt 
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GAGGGGCATTATACCATTATATGATCC^GGATTTATATAGCAGATTATTTTATCACTACTCCCTTAGAGCAACCAATCAATCAGGTTCATTTTA 
TTAGGATGCTTTAATATACCCATTTTAAAAATGTTTATTTAATATTTTTAAGTAATTTTTGAAAAGATCTAGGAAGATTCACATACTCATTTTT 
TCATGAACAAATTATGCTGTATACTTAATTGAGTCTGTCTGTAGGGATCATTTATTTCTATTCATCAACTGTTTACCAAGCTTCATACTAGATA 
TTGAGATGATAGTCTATTGATTTTGTTTCTCTCTCTCATGTTTTTCTAGTATGTCTTATCTTTTGGGGTTTATTTCTGGCCCTGGAGATCATTC 
TTTTATGTCAGTTCTCAGCTAGTTGTGATTTGTTGCTAAATTACCTGCATTCAAGTTTTTATAAATGAATGTAGATATTTTGAAAACTATTTCT 
TTTAGGATACTAAACAGTAAGACAAAGATACACTGCACAATTGTGTACAAAAGGTCTTTTGGAATATGACTTCTTTGTTAAAAGCAATTTGTGC 
CATGATAGTTTAAAAAAAATAGTTCGGCAATGATGTTTTCATTTATGACTATGTACATACTGCATTTGAGCAGAGAGAAGTTTTTTATTATGAC 
TAAGGCCTCTGTGTAACCAACTTCAGGTCAAATATGAAATATATGGTGTAACAAGTGCTGTGTTTTCTCTTTAAAATACACTTGGATTCTTCCA 
CGAGGTATATTAAAAATGCTTTGACATCATTATTTCATCTTGAGTTACCCTTTCATTCACTAGCTTGGTTGGAGAAAATTAACTCTTCAATACA 
TGATACAGAAAATCTGTTGATGCAGCCTCCCTCCAGTTCTTAGTATTTAATTTCATGAGGGACATAGCACTTTTCCCCATGTAATTACAGATTG 
GTAGAGTTGAGCAAGACCTTAAACATGCTGAAGTTTAACACCCATCAAATGCAGATACCTCTTGTAAGGTATCCTAATTTCTATATCGAAAATA 
ATTCTAATTATCAGTTTACTTGGCAAATCTGCCATAATAAAGTCTTTTTCAAAGTTATCTATGCCCAGTTCCCCTCAATATTTCTCATAATATT 
AGTTCCACAGTCATTCTGATCTCACTCCTTTTTGCTTTCTCCAGTTTATCAGAAAGTTCCTTAAAAGGTAGTGGACAAATTATAGAAGTACCTC 

AAGCAATTCTCCTGCCTCAGCCTCCCAAGTAGCTGGGTCTACAGTTGCATACCACCATGCCTAGCTAATTTGTGTATGTCTTGTAGAGACGAGT 
TTTGCCATGTTACCCAAGCTGGTCTTGAACTCCTTACCTCAAGTGGTCCGCCTGCTTTGGCCTCCCAAAGTGCTGGGATTATAGGCGTGAGCCA 
CTGCACCTGGCCCTAAAGCTACTCTTTCTGAGCAGTTTGAGAGGGACTGTGGCTTATCTGGCCTTGAGAACAGTGTCTTTATTAATGCAGCCTA 
AGAGTACATTTTTGCAAACCCATCACACTGCCTGTATTGAArCAAGAGGCTGCTGGACCTCCATGTACTGACCATACAGGACCTCACATTTGAG 
CCTAGTAAACTTGACTATATTCATTTTGGTCTATTTTTAACCTTGTGAGAACTTTTGTAATCGTGTTTCTGGCATCCCTGGTGTTGTGTTTTTG 
TACCAATACAGCTTCTGGATCATTGTCTCAATCATTGATAAAAATGGGCAAATACAGACTTTCTGTCCAGAGTGATAATCATATCCATTACTTT 
TGCTTTAGATAAGAGTGTTGCTGTTGATCATCTTTGCCTGGGAAGTTGAATGATAAAGCCAGAAGAAAGCATGCTTTCTGATCATTGTAAGTTT 
TACTTTTAAGGAAAGAGACTAAAAAAATTTAGCAGGAAATTTAAATTTTATTAATATCATCTCATATACTTTAGAAGATCTAAAACTGTTAAAA 
GAAACAAAATGGTTTACACTGGAGCCTGGTTATAACCTTTCTTTGGTAGCCCATAGCTGTGGGGCCCATAGCTTTGGGGCCCAAAGCTCTCTTT 
GATTTGAGTCAGAGACCTTCCCATGTGCCCAGGAATTTTGATTATGGCAGGTGATATTATCAAGTCTTCATCAGATTTGGCTGGAGGGAAAAGC 
TGTCTGTCACCAAGTTGTGTGAATCTTTGTATTGCTAAAAAGGATACCCGGGCAGTCTTAAAACTGGTGCCTTATGTTATTTGAACTTTAAAAT 
ATTGTGATGTTCATGTTTGCTCAGGCTGGCTACTCCAGTTTTGTTACAACATAGTGCTGCTCAGACCATGGTTGAAAGTTTGATGCTAAAAAGC 

GGATTGAACTTTCC C ACC C CTGG AAAAACAAGTC AGAAAGT ATATCATGTGT C ATGACTATCATCTTC CTTTTATCAGTGCAGGTTTATAGAAA 
GTGTTCTCATATCATCCTGAATCATTTCTACAAACTATAAAACAAAATTAACTTTCCATTACAATCCTAACAATTGTAATAAATGCTCCTATTA 
GAAGCTTTTACTTCCATCCTGTGAAGTATATCATGCTGAGGGGAAAGTTGCATCTTCATTAGTCACCCATGACTTACTCCAGGTGTTACCCTCT 
AAGTTAGAAAGAGAGAGGGCAAAATACCCTGGTGACACATACGTTTTTTAAGGGAAAAAATTCTGAAAGCAAAAGGGTTCTCTCTTTTTTTAAT 
ATGACTAGCAAAAGAGTGTTGATTAAGATGTGTGAAGCAGGTGCTGGGTATGTGCTAAACTAATGGTTTTCAGAGTACTGAGTGGCTATTTTTA 
AATGTTTCTATATCATTCTCAGTTAAGCTGCTGGATGAAAAGTACAAAAGGCTAAAAATATTTACAGTTTCAGTAATGTCTGTTTTAAAAGAAA 
CCATCCGCGTCTATGGCCACACCACCCTGAACGTGCCTGATCTTGTCTAAAAGAAACCATCCTGTGTGATTTTTGTTTATTTCCATTTGAAGGA 
AAAGAATATTATGGCTTACAGAGAAGTGGTTGAAAGCAGTTTGTTCAACACTGAGGTTTTTAGGAAAAAATGGCCATCAAAAGGACAGTAAGTT 
GGGTTAGAAATCATCAGGATTAAAAAAAAAAAGTTGATTATTATTCCTTGTACTATATTATTATTACTATTTTTGTATTATTAACTGTAGTTCC 
AACTGAAAATAGTATTATCTTTGAAACTTTTTGTATGGAGTTAGGAGACAAGTTGCTGGTATCAGATTACTTGGGCCTATATCTCAGCTCTATC 
CCTTGGATATGTGATCCTGGATAAATTGTTTAACCTCTTTGTGCCTCAGTGTACCCATCTGTAAAACAGAATAATAATAGTGCGTTCCTGCTAA 
GGTTGTTGTGATTAAATGAGATGATGCTCTGCCTAACATGGTAAGTACTCAGTAAATGTTTGTTATGCTTATTTTTTTCATTTAAAAAAATTTT 
TGGTTAAATGAACACATTTATTCTCTTAAGCATTTTTGAGTATATAACTCAGTAATATTAGCTATATTTACATTGTAGTGTAACAAATCTTTAG 
AATTTTTCATCTGGCAAAAGTGAAATGTTTATTATGTTTTAAAAGCTCATTTTTCTTCAGAGTCAGTTACACAGCTGTGTGGACGTAACACAGG 
AATGCAAGCAGCATTGGGGCAGGGAGTTTAGACTCTTCTGTTCACTGCTGTATCACAAGTGCCACAATCAGCATCTGGCCCATAACAGGGCTCA 
ATCAATATCTGTCGAATGAATGAATGAATGAATGAATGAACAGTGAGGCTTCATTTGACAAAGTACATGTGTGTTTGAAAATTATTTCTTAAAT 
GGTAAATCCATTTTTATGAGTGATTTTAAGTATACATGGAAAGTTGACTCCTTTCGGAGGGTGAAGTGATTTGTAAAACAACTGTTTTGTAATT 
ATTTAGCAGTTCTGGCTTTGGTAGGTCAACTTTTCTTAAACTGGAAAAAAAAATAGTATTCTTAGTGTAGATTGCAAAAGGAAAGAGGATATGT 
TAGATGATTTGCCCAAAATTTAAACAGGATTCGCTTTTTAAATTCAAGCCTTTTTGGTTTCATTCAGATCTGGTCACCAGAGTTACTTTTTGCT 
TAAGGCATATATGAATCATCTTGTTCTTTCATTCAGAAATCAAAAGTTCAGGCCTAGATCAGTATTTACCAAAACTGGTGGAACACTACCTTTC 
CACTGAGAGTGCATTACCTTTTTTTGAGTCTTTGAAAAGAATGTCAGCTGAACATGGTCTGGAAGTGGCCAAAACTCTGTGGGTGGGGAGAAAG 
GAAGAAATAACCTATCTCCCATTTAAAAACCTACCACCTATTAAATAAACGGCAGTGTTGTTGTGTGGAGTATTCATTTGGGTTATCTATTCTG 
ATGAACAAATACAAATTCTTGGTAGGGTTTTCTTGCTTCTGGATAAAATGCTTAGTGTTGCTTTTTGTTGTTCAATCTTAGGTTTTGTTTCATT 

TTCCCCCACGTCAGCCTCTCGAGTAGTTGAGAGTATAGGCACGCACCACCACACCCTGCTAATTTTTGTGTTTGTAGTAGAGATGGGAGTCTCA 
CCATGTTGCTCAGGCTGGTCTCGAACTGGTGGACTCGAGTGATTTGCCCACTTTGGCCTCCCAAAGTGCTGGCATTACAGGCATGAGCCACTGC 
GCCTGGCCTGTTTTTATGATATGTATTGAAATGCTCCAATAGCATTTTATTTTTATTTAAACATTGCTGTTAGGTAGTTGGCACAAAATGTGTC 
TTATGCCAAAGTTTACTTCCTTGTACCAAGGAAAGGGGACTCTGTCTCCTGGACTTTGCAGTTATGGGAGGAAGATGACAGGAAGCTACATCAT 
CTGGCAGGATTTTTATGGGGCCACATCACATACAGTGCCTGTCTGTAACTAAGAGCAAGAGCACATCTCTCCTTTCAGCTGATGTTTAGCAAAC 
CCTGACTCTGCTCCCATGGCAAAGACAGTCACTCATCTTCCAAATTGTGGTATCTTGAGTCATTTCCATTATGACTTGTCTTCTGAAAAGTGAT 
AAAGGAAAATCATCTTACCTAGTCATTTTTTCCCATTCTACAAGACAAAGTTTATCTCTGAATCAAAGAGCATAAATCTGTGTTGCGTCTCTGA 
GATAATAAAATATTTTTATATTTAAATTTTCTGTTAACAGGAAAATGTATAAAACCTTCCCAAATTTTTAACTCCTTCTTTTGATTCTATAGCT 
ACATAGGTTTTTATTTGGATTTGAAACCAAATAAAAGACCGTTTCATGGTCTGGGCCCTTGGGACAGGGTAGTAGTGAAGCAGCCAGTTCATTT 
ATTCTTCATCTGCCCTGCCATGGCTTCCTGTTGCACTAAGAATCCAGCCTCCTCCGCGGAGTTGGTGGGAGTCTGCTGACCTGGCCCGAGCCAG 
GCTCTCTGGCCTCATGCAGCCATTTTCCCTTCATTGACCCCATACCAGCACTGTGACCAGGTGCACCAGGCTCTTCCTGAGGCTGCTTTTCTCC 
CTGAAATGCCCACCCCACCTCCCACTTTTCATTTTTCTAAGTGTCGTTCATCCTTCACTTGCATTTTAACATCACATCGTCTGAGAAGCCTTCC 
CTGATCTCCACCCTTAATGAGCACCAGCCAGTTGTCCATACTTTGCTTTCTCCTTTCTTTCCCAGCCCTTATTAGAATTTTAATTTCATATTTG 
GCCATACATTTGTTTCTTTAATAGTTTTCTCTCCCATTAGTCTATGAGCCCATTAGGGATCACGGCTATTTTGTCTGCTGTATGTAATATCCAC 
TTCCTAGCAAGCAGGACACAGTCAAGGAAGAGTTATTGAATAATAATTTAAAAATATTTTTTATTAAATGAAAAATATAAATATCCAATTCTAA 
GAATGTGCAATTCTGTCAGGAGTGTTAAGTACTGAAAAAACGACAGCAGATTAGTTAATTGGTTGATTTCACAAACATCTGTAGATTGTTGACA 
GTGCACTATGATGTGCTGTTCTAGGTGCTGAGTACATGTGGACGGGTTGTTGCCTGGCTTTGCAGAGGTCTCACCTTGGGGAGATAGCAAAGAG 
AC AC AATG AGGAATAAAATT AGTG CCTTT CTCT C AAGG AG CAT ATGTATT C ATTCATGTAACAAAC ATTTGTTG AG C AG CTATG ATATACTCTA 
AGCTAGAAGACACTTGAATGTGATGAGTATAACATATAAGAGAGTAAAATTAATCTCCAAGAAAGATACAGAATGCTGTAGGGATGAAGATTAA 
GAAATGCTGTCTGATTAGGGACATCAGAGAGCATCCTGGATAAAGCAGAGACCGAAGTGCTACTTGAAGAATGGGTTCAACTTTGACAGCTGAA 
GCTATGAGGGAGGAAATTCTAGGCATGGGAACCACTTGGGTAAAGGCATGGAGATGGGAAGACATTCCAGGGATAGCTATTAACCCTTTTTAAC 
TGAAGCATAGGGTGGATGATGGTGAATAAGAAGAAATTAGACTAAAAAAGTAGGTAGAGGCTATACTTTAGGGGAGTGAAGAATTCCTCTAAGT 
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TTAGAAAAAGTTGATTTTAATTACCTTAAATAAGGCAGTAATGGTAGTAATATTGCTGTTTGGTAGCCCTTAGGAAAATGATACTTGTGACTTG 
GTACAGTGGCTCACACCTGCAATTCCAGCACTTTGGGAGATTGAGGTGGGAGGATTGCTTGAGGCCAGGAGTTCAAGACCAGCCTGGGCAACAT' 
AGCAAGACCCCATCTCAAAAAAAAAAATAACTGTACATGGTGGTGCATGCCTGTAGTCCCAGCTACTAAGGAGGTTGAAACAGGAGGATCACTT 
GAG CC CAGGAGTTAGAG ATTGCAATGAG CTATGATG ACC ACTG C AGTC C AGCCTGGGTAAGAC AC CATCT CTACAAAAAAAAAAAAAAGAAGAA 
GAAG AAAGAAATTGATACTTGTTTAAATATATTACATGT CAAATGTACTACAACAGT CCTCT C C AAATGAGAATAT AAAGAGCTTC ATCCTTGT 

AAACTGCAGTCATGTTCTCGTTATAGTGGTAGTTAGTATGCAGGTCAATAATTTATATGTGGTCTTTAGCTTTGTCTTTTTCATTAAACAGTAA 
AAACGGTAACCTGACATTTGAAGGTTTTTTTTTCAC^ 

TCATGCATATTTTAAGAAAATTTTCATAGGACTTTAACGTCAGGTTTCTTTTGAATACTTCCACATGCTCTACCTAACAATTTTAGTGTAAAGT 
TTCATTTTCCTTATCAAATTCTATGTAAGTGAGACATTGGTGTTTTAGCCAAGGTACCCTGCTTTATGGAGTATCTGTGTTCCTAGAAAATTTG 
TTTTGAAATATGATTTTGTAAATCAGATTGTATTGTAATATACTTGGTGACCTTTTGCTTCAAATCACCTTAAAATAAATTCATTTATATTATC 
TAATTCATATTTTATAAATCCTAATTTTTATATGTACTCATTTTTCTTGAATTGGGGGTAATTCTACAAACAATAAACAAGGTAAATGATTTTT 
TTTTGCCAGTTTGTACTAAGAGAACATGTTATTTTGTTTCGGGTGAATGTATGTATCTTAATACACTGTACTACATTAGACATCAATAGGGAGG 
AATGTAACGCATTTTTCTTTTGTATGGAAATCTGTTGAAACCTATCTTAAAGAGTTTTGAGCAGAAATTGAAGGATGAGCCTGAGGTTTTCTGA 
TTAGTTGGAGAATATTGTTTTCAGTAGACAACAGTAAGAATAAAAGTGGAAAAATTGTATTTAAAATTGATGTrTTATAACTTTCAGAAGTTGA 
TGTCTCCATTTTACACATTATACTTATAAAAGTACAGTAATCAACTCTGCTTTATAACTGTTTTGTGAAGATTATTTAAAGGTCAAGGGAGTGT 
AGTAGAGGCACAGAAAAACAGAATAAAATTGGAATCCTAGAGTTTATGTGCATTTAGGTTAATTTTGACTTAGTGGCTCCTGGCTCTCACCAAT 
CTGGGTTGAGTGAAGGACCCACTGTTCATTGTGTTCCAGCAGTAGTCACTCAGACCCAGCTTGCCACGTTATCAGTCCAACTTAACTTCTGCCA 
CGTCCCACTCCTCCTCCCTTGATAGCTTCTCTTGCTGACATCCTTTCCACCCCTTTGTGCTGCATTCCTCTGGCACTGCCAGCCTCCTGTCATG 
GAATGAGGGTCTGGGCCAGGAGACCTTTGGAGAAAATTCCTGGAGAGCAAGTTTTCATAGATTTTTGTCCAATTTTTTCTGTTTCCACCCTGTT 
ACAAATATTTTAATCCAAATATGAAAAATCTTTAAATTCAGACTTCTCTTGTTTCAAATTCAGACTTCTCTTGTTTCAAATTCAGATTATTTCT 
GATCACCTCATAGCTAGTTCTTGAAGTTCATCTTAGCAGGAACAGAGCTAACTAAACTACTGAATGATGTAAATGAACATATAAAGGCTATGTT 
TACCTACTTAAGAAATTGCTTTTAGCCAGTTTAGAAATGTCTGCTTACTCTTTTGTTTTTAAATTTAAAAAATTCTTCAGAGATGGGATCTCGT 
TCTGTCAACCAGGCCGGAGTGCAGTGCCACCGTCACAGTTCACTGGCTACCTCAGCCTCTGGAGTAGCTGGGACTACAGGCACGCACCACAACA 
CCTGGATAATTTTTTTAAATTTTC.TTGTTAGAAACAGAGTCTCTCTATGTTGCCCTGACTGGTCTTGAACTCCTGGCCTCAAGTGATCCTCCTG 
CCTTGGCCTCCAAAAGTACTGTGATTACAAGTGTGAGGCACTGAGCCTGGTTGAAATGTCCACTTACTTTTAAAAATGAATTGTATTTTAAGGA 

GGCAGGATTGCAGTGGCATGATCTCAGCTGACTGTAACCTCTGCCTCCCAGGTTCAAGCGATATTCTCCCACTTCAGCCTCCCAAGTAGCTGGG 

TGACCTCAGGTGATCTGCCCACCTTGGCCTCCCAAAGTGCTGGGATTACAGGCGTGAGCCACCACACCTGGCTAAAGCCTATTTTTAAAGCATA 
ATTTATATTAGGTATTGTTAATCCTTCACGGTTCTTGTTTGGTTAATTTCAGCAGCTTAAGGAAGATCACTTGGAGCTAGAAAGGCCCATGAGG 
GTGATGATGGCTCAGAGGGGGCAATAGAAGCAGCTTTTAGGGAGGAGTCAAGTGCAGTAGGTAAACATGGGATGTGTCAGATATGATACCAGCC 
AGTGGTCCCCATAGCACAGGCAGCAAGTGTGAGGCACAGCACAGAGCACATGTACACGAGTATTTGTGTGCGTGTGTGCGCATGTGTGCGCGTG 
TGAAGGGGGGAGGGGGTGGTTGCTGTCAGGTGAGCAATATACCCAAATGGAGACCCCAGAAGCAGCTGATACTAATCCATCCAAGTAGGCAGCA 
GTGTCTGTCCATGAGAATGTTGGGCCCAGCCATTATCCAAGGATTCTAGACCAGATTCTGGAGAGATCACAGCAGAGTTTCTGCTTGACTTCAC 
TGAGCTTCAGTGTTTGAATCTGTAAAATGGAAGCAGTAATAGTAATTACCTCAAGGGGTTATTTTGATGGCTAATTGAAAACATGTATGCGAAG 
CCCTTGAATACCATCTGGTACATAGTAAGTATTTAGTAAATGTTAGCTATTACTGTATTACATGAAATTGGGAAGACAGTATTTCTTTTTAAAT 
GTCCTATAAATAACCGGGTGCAGTGGCTCATGCCTGTAATCCCAGCACTTTGGGAGGCCCAGGCAGGCGGATTGCTTGAGGTCAGGAGTTCAAG 
ATCAGCCTGGCCAACATGGTGAAACCCTGTCCCTACTAAAATTGCAAAAATTAGCCGGGTGTGGTGGCACATGCCTGTTATCCCAGCTACTCAG 
GAGGCTGAGGCATGAGAATCATTTGAACCCAGGAGATGGAGGTTGCAGTGAGCTGAGATCATGCCACTGCACTCCAGCCTGGGCAACAGAGCGA 
GACTCTGTCTCCCAAAAATAAAAAATAAAAAATGAATGTCCTATGACTO 

ACTACATAAAGGTAGATGCCTTCTAATGGTTTTCTTCCCACAGGGATGGTGGGGTGAGATGGGGAACTGTTCAGGTAGTAGACCTGTTCATGAG 
GAAAAAAACTATTTAAATGCTGAGAAAAGGATGCTAGCTTTTTTGGATCCATCATCATTTTTGCO^AATTCATAGAATTTTTGGCCAGTGGTGT 
CAAACTTTAAAATTCATAGGAAAAAGAGATTCAGTAATTACTCTGTAATATTAGGGAGGGTGTGGAAATAAGGAATGAACGTTATGTAAAGACC 
ATAATGCTAGTCAGAGAATGTTCCAATGGAAAACTGATGTTTCCTTCTGCCACCAGGACAAAACTTTTGTGATCTAAAGGCAAAACAATAACAA 
AAACAGCAACAGCAACAAAAACCAGCCTAACAGTCCCAAGTGGTCTTCACTGrCATGATTATTAAGCATTTTCTCCAAAGTCTGAACTACAGTT 
TGTTGAGGTTTCATTGAAAATGATACTAAAACAAATTTGCTTAAAAGTAAAATGGAGTTATTGGCATCACAAAGATCATAGTCACCTTCTTAAG 
AATTGCATAACCTTTAATGACTGTAAAGGATTTTTAAAGACGATCCTTGCGACTAGTTATTAATACATTTTTTTGAGGCTGTGGAAATCAGATA 
ATTTGGGCCGGGCACATTGGCTCACGCCTGTAATCCCAGCATTTTGGGAGGCTGAGGCGGGCGGAGCACCTGAAGTTGGGAGTTCAAGACCAGC 
CTGACCAACATGGAGAAACCTTGTCTCTACTAAAAAAAAAAAAAAAA 

CGACTCGGGAGGCTGAGACAGGAGAATCGCTTGAACTCGGGAGGCGGAGGTTGCAGTGAGCCAAGATCACGCCATTGCACTCCAGTCTGGGCAA 
CAAGAGCTAAACTCCGCCTCAAAAAAAAAAAGAAATCAGATAATTTGCCCAAAGTCAACAGCCCAAAGTCAACAACTCCTGAATTTTTTGATCA 
CATTATCTTTCAAGTTTAGTTAGAACCTGAAAGTTAACTGTCCTTCACTTAGGTAGATCATAAATAATGCACTGGTCACATTGTGTAGATATTA 
AGTTACACTTTGGTAGATGGATTTTTAGATATTGAAAATGATAGATTGGTACAACTGCTTTGAAAGTTTGGCAGCTTCTTATAAAGCTCAAGAT 
AGGCTTAACGTACAATTCAGCAACTACGCATCTAGATGTTTACCCAAATGAGTTGAAAATTTATGTCTGCAGAACAACCTGCATGCGAATCTTG 
ATAGCAGCTTTATTTATAACTGTC^UIAAACTGGAAGCAACTAAGGG 

ATATTATTCAGCACTAAAAAGAAATGAGCAATGAAGCCACAGAAAGACACAAAGGAACCTTAAATGCATATTGCTAAGTGAAAGAAGCCAGTCT 
GGAAAGGCTACATACTGTACGATTTAAACTATAGAAAAGG CAAAAG TCAAAACCATAGAGACAGTAAAAAGATCAGTGGTTGCTAGTT C AGGGA 
AGAGGGGACAGGATGAACAGGTGGAGCACAGTGGATTTTAAGGGCTGTGACACTATTCTGTATGATATTGTAATGGTGGATAGATAGGTGTGTC 
AAAACCCATACAACTGTGTAACATAAAGAGTGAACTCTTATGTAAACTATATTGACTGTTATGACTAGTTAATCCrATATCATCATTGGCTCAT 
TAATTATAACAGATGTACCATACTTGTGCAAGATGGTTAATAACAGGGGAAACGGGGAAGAGGGAACTTTTGGCTTAGTTTTTCTATAAACCTA 
AAACTGCTCTAAAAAATAGTCTACTAATAAAAAAAAAAAAAG AAAATC AGGATAG ATTGTAGCTTAG AAAT AAAAAAAC AAT ACT C C AAG ACAA 
AACAAAACAAAAGCCTTGTATAATGTCTTTCATATAATATTCCCCACCTTATTTCTCTAGTTGTTTTTTAATTTTTTTTTCATTTATCTTATGT 
GTTATCTCATCAACCTTTAGTAACGGGCAGTTAAAAAAATAAGCAGTTTGGCAACTTCCTGTGGCATACATTTCAGATTGTGAGCAGAGATGCC 
CACCATGTGACTGGCAGGTGTCCCTCTCCCTAGCCACACCCTGTCCCTCTTTTCCACCTACCCTAGCATTAGTTGTCTCCTACCTTGCTTTTGA 
CAACAGACAGGGTGAAAATGTGGGCTTGTGGCCATTGTGCTAAATGTTTTATTTCTATGTATTTTTTAATCCTTACAGCAGTTCCCATTTTGTA 
GATGAGGAAATGAGAGCACTGGAAGAGAGGAAATTCCTACCCTTGCAGTCTGACTCCATTCTGATCCTCTATCAGGCTAATGTGAACACACGTG 
ACTCTCTGTCCCAGCCTGCCCCCTGTTGAGTAGGTGGGAGGGGGAGCCATTTGGAGGATTTGGTCCCAGTCCAGGTGCTATTTAAGTGAGCGGT 
TGATTTTAGCTGTGGTGAATACCACCACCCTACAGGCTAGTGTCTGCCATTGAGAAGTATCATCTCATCATTTTCAATCTATTAAGTGATACAT 

TGGAGTCTCGCTCTGTCACCCAGGCTGGAGTGCAGTGGGGCGATGTCGGCTCACTGCAACCTCTGCCTCCCAAGTTCAAGCGATTCTCCTGCCT 
CAGCCTCCCAAGTAGCTGGAGACTACAGGCGCACGCCACCACGCCTGGCTAATTTTTTCTATACTTTTAGTCAACTCTTAATTTCTAGCCTCAT 
ATTGACAAGTGATAGGGTTCAAAAGTAATATCTGTTGGCTTTGGAAATAATATTATATTTAGTATTATATTTAATGGAAGTTAGCAGATTTAGC 
TTCTTAATAATGTTTGGCTGGAGGCAGTATTAACCTTTGGTTGCTGTCTTGTGGCCTGCAGATGTTTGTAATGCAAGAGATAGGAATTTGGTCC 
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CTAGGAGGGTAAAGCTAAGGTTCAGTCTAAGAAAGCCACAAAGCAGACAGTCTACATGTTGAGGATTAAATGTTGATTTTACGTGGGTCATCAT 
TTTTAAAGTCCATTTGCCTTCTTATTTTGTGATGAATATTTAAGATTTTGAAGTACATCTCCTCTTATTTGCTTTGTAGTTCTTATGAGGAAGA 
ATTCCCATTATAGTGGGGCTGAGGAGATAACCATTATTTTTCGTTATGCTTGTTTTCTTAATATCGTAAAGGAGACAATAGCAGGATATTTAAT 
GAAATACATCATGAATTTAATCCTAGACCAAAGCAAAGTATTTTCAAGTATTTTTCATTTTCACATAAATTATATTAAAATTCATATTTAAGTT 
AAAATTTTTGAGAC AGTTT ACTTG AAACATAGTAG C ATTCTTC ACTG ATGTTAG AATTACTTT ATAAGTTATTTTGCATTT CTTAGGAGG CAAA 
ATAGGTTTTCAAAAGGATTAACATGTGTTAAACTTTTTGATATTTCATTAAAAAAGATAGTATTGGAAAAATGCAGTATTTTTTCATTTACTTC 
CAAATGTTTTGTATTAAACTTTTTTTGACCTAGTAGATGACTAGTACAAATAGAACTTTTAAAGATTAGGATATACCTGTTACTTGTAAGATGA 
ATTTTTTTAATGCTTAATTC^AATAATAAAATATATCTGTTTTTGTATTTTCTGTAACAATATAGAAGTAGTTCTCAGATTTCTTTTTCTATAA 
GATGAATTTTTAGATCTTTATTTTACTTGGCAAGTCTAAAATAGTGGTGGTTCTGGGGTTGATTCATGTGTTCGTTTTTCCTACTGTTTGGCTA 
ATTCTTGTATGTGGTTTTAATTTTTTTAATAGCAAATATATATTTCTGTATGTGAATAGTCAGCGTGTGTGTGTGTGTGTGTGTGTGTGTGTGT 

ATC CCTT C AG AGATAAC ATAATCTCTTAGTC ATAT AAAGATAAGGTC C ATCTCTT AGT CAT ATAG ACGAG ATTT ATATCTTAGT CATGTATGG C 
TATATACATAAATATGTGCATATTGCCAGAGATTATTAAAGCATGTACATGCATACATAAATAATTTTTAAAGTGAAAAGAGAATCCTCCTATA 
ACACCTTACAGGGTGGCTATGTTCTTTTAATGTTTCATGGGGACCTTGCTGTAATTTTAGAGCCAGCACCTGGCTCAGGTTCACCCATGACATT 
TTCAGCTGATCTTTCGCTTGTTTTCTAGTTGACCTTCAAACAGAAAGTTCATAGCCTCTTCTCAGCTGTTAATGTGATTTACTTCTTATGTCTG 
GGAAGTCAAGATTGTTGCTGAATTCATTGTTTTAAGGGGATTGAGGTCCTTGGTTTAATGCCAGGACATTCCCAGCTGACAGAAAACTAAATCC 
GCCAACCCTAATTTCAAAGATTACCAGGTTTGTGGCTCGTGGACATCTTAGATCCTAGGTCGAGCAACTCTTAGGCTGTTCCtGGCACACCACA 
TACATATGGGGTTGTGTATTGATTTTAATTCAAGTATCATTTTAGCATTGATTGGCAAACACCCTAGTGGCTTTCAGTCAGTAAAATTCAGTGC 
AGCAGCTAACCTGCTGCTGCTCCTGCCTTAAAATCAGTATTTGAGTTAGTGGTCGTTTAACTTTGCAATTTTGACTCTGTGTTAAAATGTATAC 
TTTTTCTTAATTTTCAAAATAGGAAGTGAGGTGTGCTCTTCAGGTTCTTGGGCTCACAGCAGGGAGGTTATGAAATATAAATGAAAGGAGACAC 
TAGATGAGCTCCACACAAGG CAGTATCACAACTC ACTCCCCCAAGAAGGAAGC ACAT C ATC ATTTCTTACAC CGTGAGAAACAG CC AT CTTGT C 
ACAGGAAAATGAGATTGAAGAATTAGTCTGATTAAAAACAAATTACCAGAGTTGCTGTTCAGTTAGGTGGGCTGCAGAATATTAGCAGCTGTGG 
TTGGAAAGCCATCAGGAGTTTCTCTCAAGCAAGACCAAGCTGGTTTCCTTAGATCCCTGTCTTGTGTCCCAGCCTGTTTTATGCCTTCACCACC 
CTCACTTTAGCTTTTTCCCAGTAGGAAACAATGGCAAGGTAGAGGAAGAGTTTTTAAATTCATTCTTATTAGGAGTGAGTTTTTTTCTTTGTAG 
ATATTAGTAATCTAAAAGTAGAAGTAGTGTAAATATTTTTTACAGCATATAATTCAATTGCACATCAGCAGTTGCGCTATCTGTATATGCAAAT 
ACT CTAAG AAATTTAATATTTTATC AAAAGCCAC AACTC C AAAAATG AAAT CTAATG ACTTGTTT CTATGGTAACC ACTATCG AAATATGTCTA 
GCCAGTGTGTGTCTTCCCATAATTTTTCTCTAAGAGTTTCAGGGAGTTCATTAAATTTGCTTTCCCAACATAGATAGATGATCGATCGATCGAT 
AAGAG AGAACAGATACATTTTTCC C CCTAATGGGGTTATGAGACTATTATAAAATTCTCTTTAGCTTCGTAT AGAGTATG ACTT CATT CTT AGA 
CATGAATGTATTTGGCTAAGGGACAAGCCTATTGTTTTATAAATTTAGTTTAAACCAGTAATAAAGCCAGGTTAGTAATAATTTCTAAAACGAG 
ATTAATCTTGCTTC ATAAATATTTTCTGGTATTTATATATGGAACTG TTGGATTG CACACACATTGATTTCTAGAATGAC C CATGTCCTTTTAA 
AATTGAAATTCATTTGCTGTTCCTTTGAGACCTTGTTAGATTTCTTTATTGCTCGTCCACCGTTGTCTTTGTTATCTACCAGGGCGTTGAGTGT 
CTGTCCACCTTGATGGAGTTCTGACCTGGATTTGATCAACATCCCCTTGTGGCCTTTCTTCCTTGTCAGAGGTTGTGTGCTGCAAATACAATGA 
AAGT CACAACTTATTTATTTAGAGATCTTGAC ATTTC CC AGC AGGTT CATT C AG AAAAG CTGACT ACAGTGTTT CC AG AGGTACAGAAGAG ATT 
CCATTGCATTTTACATTTAAGAGAAAGTAAACTATTGGTTTGGTAAATTTTTCACCAGTCTCAAGGCCTGTCATGTCACAAAACAAACAGATGT 
GGTCAGATATTCTAGTGATATAAGTGTGCATTCACCGTGAGTATTAACATTATGGCAGGGTTCATGGAATTCTCTGGTTACATTCAAAGGGAAA 
C ATTTTGTAAAGTAAAGTGG CAGGAAATAG AT ACTGAGGAAATAAAACTAC ACTGGGTCTGAC AAC CTGG AACTTTC ATTT AG CCT AC AAAGTT 
GACAGACAGGCTAGGATGTCTCTGAACCTGTTAGATATGGTTGGTCATAATAACATTTAATTGTTTGTTGAGGAGGGATGACTATTTAACTTAA 
GGGCCCTTCCTCTGTACTTTCAAGCTCTCCCAGATTTCTAAAACAAGAGCACTGGGCTGGGCGCAGTGGCTCACGCCTGTAATCCCAGCACTTT 
GGGAGGCCGAGGTGGATGGATCGTGAGGTCAGGAGATCGAGACCATCCTGGCTAACACAGTGAAACCCCATCTCTACTAAAAATACGAAAAATT 
AGCCGGGCGTGGTGGCAGGCGCCTGTAGTCCCAGCTACTTGGGAGGCTGAGGCAGGAGAATCGCTTGAACCTGGGAGGTGGAGGTTGCAGTGAG 
CTGAGATTGCGCCACTGCACTCCAGCCTGGGCGACAGAGAGAGACTCTCTCAAAAAAAAAATAAGAACATTGGCCTTCCTGAGTCCTGGAGAAT 
GGGTTTGTACAATTTCACAGTGGAATCATGGACATAGTATAAGTGCATGTAGTTTTCAATTTTAATTTGTAGTCTCAGTTCTTTCAAGAAGTAG 
CTGAACAGTGACAGGCACAGTTTTCTATACAGTGAGCTAAAGTAAGATAGCTTCATGGAATCAGGTGGTTTCATATCCTGAAATCCCAGAGACT 

GCACATATGGCCAGCCCCTTGGTTCATCTTCCATACTGCCAACCAAATGTTCTTTCTAAAGGCAAAACTAAACATCATGGCATGACTTTGCTTA 
AAAT CTT CCGAAG ACTT CTCTTCCTTTGCAAGGTGTCTAAATCCCAGAATGTCTC AG ACCTATGTATCTTTCCAGTCTACTCTTTCTGTGCCCT 
GGGTAAACTGTTCGCTTCCCAAGTGCTTTGTGCTAATTGTGTGAACTCTTTCTGGGTCCCACCATGCAGGCCTGAGGTCCCTCATGGCTCAGGT 
TTGTCTCTGGCCTAGCATACTGTTTCTAATCGTTAGTTGACGTGCCTTCCTCACTAAACTCTAAAAAGCATTTTGAGCACTGTTTATTGCTTGC 
TTTTG CTTAACAAATACTG AGCCCAGCACCTGGCACCTAGG TGG TGCTCAATAAATGTTTCTTATATGATTGAATAAATG AATGAAGGAATGAG 

• TT AGTG ATAT C AC AC AGG AAGC AGTGGTG AAGGAG AC ACTG C ATTTAGTT AGTAAAAC AGGCTTG AGCTGCAATTAAC AG ATTT C AGCAAG AGT 
G AGG CTGGTTGGTTG CTGGGTGGCCC C CATAAGGGC AT AGCCCTGGTGAAT AG C CACAGGACCAAAATCAGTTTTATTAGTTCTTTTTG AGAG A 

, TGTGACTTGCAAGAATTGACTTATAGTTAAATTTATGAGAGATTAATTCATAATTGATATGCTCATGTATTCTTGACAATGAAAAGAGGAAGGC 
CAGGCAGCACAACTGACATGGGTCATTTGCTCAGGCCACATCCTGCTGGTCAGTAAGTTCATTCAGGAGGCCCAATATTAGAACTTACTAAATT 
CTGAGTAAATGCATCCTTTCTAATTGTCTCTAAGGGATTGTCCATCAAGCTGGATTACCCAGAAGAAGGATTATTTTCTTTTCCTATTTAAAAA 
TGTTTTTAAATTTAAAAAAATTTTTTAGAGACAGGGTCTCACTATATCGCCCAGGCTCAAACTCCTTGGCTGAAAGGATCCTCTTTGCCTCCAC 
CTCCCAGGTAGCTGGGAACTACAGGCTTGTGCCACAATCCCTGGCTTTTTTAGTTGAAGGGCATTTCTCTATAGATCACTGACTTTTACAACAT 
CCTTAACAGTAATCAAAACAGTTCTACCTTTGTAATAATAATGGCTAATTCTTGAATGTTTACTGTGTTGGGCACTGTTCTAAATGCTTTATCT 
ACTTTGACATAATCTTCACAACCCTGTGATGTAATTACTATTATTAGCTCTGTTTTTACAGACTGGGAAACCGAGAGCAAAGATGTTAAGTGAT 
TTATCTCTGTTCTAAGGGGTGCTGGAATTTGAACCCATGCAGATGGACTCAATACCTTTGCTTTTAACCACACACTAATCTTCCTTTCTATGAA 
TGCAACCAGCATTTCTTGTGTTTGCTTTGTGTGACTTCGTTTAATGCTCCTAGCAACTTCTGCAAATTAGGTGTTAAATCTCTTTTGCTTGCAG 
CCGAAAAAAGGTCTTGGTTTTTTGGTTACAAGCAACGGACTAAAGCAAAAAAGATTTTACCATGTCTTATACCTGAGCTATCTTTAGGTCAGGT 
TGCTGACTATGATGATGGGTGCCCCAGTTGGTATGGGGAGGGGCAACTTTTCACAAAGGAAGGGGAGCCAATGATGGAGAAACAAAATCACATG 
AAGAAATGGAAGTTTAAATGACTTGCCCAAGGTCACCCAGCTAGTGAGTGCCAAAGGTGGGATTTGGCCCTAGGCTGCCTCTAGCACCATCTGG 
GTTCACTCTGATTTGAGTGGACCCTTTGCAAACTGTACATCCTGCTGCTGCTGTTCTTTCATCAGCAGGTTATGCTATCATAACCATAACATGT 
ATCATTTTCTTTATTCCATTCTGGTTCTAAGAATACACTGTGACCACCTTCTTTGAACCTGGCTGTTTCCCAAATGTAGTGCACATTGTTTTAT 
TTAATTCTAAACTATCTTTTAGGATAGTTGTATAAACAGTTTAGTTCATCTAAAATTTTAACTAAAATTTGTACTGCTTTCCACTTCTGAAAGT 
GACCTTTTTTTCTGACCTGGCTGCAAATTCTGGAGAAGGCTTGACTGAAGCTCTGTGAGCAGACCAGAGCTTTTTCAGGCTAAGGTTTATACAA 
AACATTGACCTTCATGGAAATTCTGGTTCTTGATCACTTGGGTAAGCAAGTAAGTTCATGGGAATGCCCATCTATTCACTGTCAACTCACAGCC 
CTACTGTACAGGTCCTTGCTGGGGAGCATGCTCTCTGGAAAGTGGCTTATACTTTGCACTTCTGAATCTGTTTGTGAGGAAATGACAGTATTTT 
TCCGCACTTGCACCACCGACTGAAGCGCTGATCCTTGATGTGTTTAGTTTTTACCTGTGCTCATCTCTACATC2AAAAACAGAGGAAGCCACAGG 
AAATTGCTGCCTGTATTTCCAGGAAACTTAACTACATCATCGGCTCCCCAATCCGCACAGCCCAGAAGACCCTGATGCTGGCCTCAGTGTTGCT 
GATGTGGGTGGTGATAAGGGGCCGAGAGTGTTCTCATCCTGTGGCTCTGCCAGTGAAAGCCTAGAAGAGATGAAGCACTCTTCAGACTAACAGG 
AAAACCCTGAGTCTGGTTCTATAAGCACTTAGTCTCTGAACATGCCGACAGTGAGGGTGAAGTGAGGGATAATTCTATCCCAAGGCTAGTGGTC 



85 



WO 03/039484 



PCT/US02/36071 



SAGKES DISCOVERY 02-02 



CTCTTTCTTTCTGCTCAGGTGTGCTATCTTGTCCCTGGTCCATAGGGCCGTGGCTGGCATTCTCTGTGATCACAGAAAATTGAAATGATCCTGG 
GAAAATTGTCACATGAGCCTGTGGATGGGGTCAGGAGAGATAAAGACCATAGGATTTACACTGGCCACCAGCAGTTCCTCAAAGAATTATAATA 
ACATAATTGTAATACCAATCGCTGATATTTATTGAGCATTGACTTTGGTGTGCCAGGCATTTTGTCGAGGACCCTATGAGCATTAATGTAATCC 
TCAC ATAAACCC CAAAAGGGACT CTTTATTATTCCCAATTGTCAGG CG AGGTACCTGAGACTCATAG AG TTTGATACCTTGTCCAGGGTCATAT 
AGCC ATTAAAGGATGC AAAACTTGAAC CTAAATCTGTGT C ATTCTAAG CCAGCACTATACATAGT C AAGTAGGTTTTACTGGAGGGTGGAGTGG 
GGCTGGCAGCCTGTGTGCACAGGCAGACGGAAGCAGACAAGATCCATCCAAGGCAGGCTGAAGACTTATACCCAGAGAAGGCTTTGGTGTACAT 
CTGCCAAAGTGATATTCTCATGTAGAAGAAAGGATTGGGTGATAGTCCAATAAATACTTTACCACAGGGAACTTATGTGTCTTCTGGGGTCTGG 
CCAAAGTCATGAGTGCAAGCTCCCAAATAAAAAAAAGGTGGCTTCTCACCTCCTCATGATCCCAGCTTCCTAGCATAGCACTCTTCTCTATTTT 
AGCTTATCAATTCCAAATGTGATTGAAACAAGTATGAGAAATTGATGTTGCTTCAGCTTCTCTGTGAACTGAAACAAATTCTTGTTGAAACATG 
ATATCTCCTGCCTCATGGATCAAAGAGGGATGGTCTGGAAGAGAAGGCCCCATAAATATTTGAGGCTTAATGAAGGCTATCTGTTGAATAATAC 
AC CTGTATTATTGTAAAAAGTTTTAATTTGG CCTC AGAGAT ACTCCC C ACTAAAG C AG ACAACAAAAAAGTGAGAAAATGAGGCTAGG AATTAA 
TAAAAGATGTCAAGAAAGACCATTTAAGGACTTCTTAGAGACAGGCCATAAATGTGGTTTTGAACTTTTTGGCAGCTATTATGAAGACGGAAAG 
AG AAGTGTC ATGGGAAT C AATTTT C AAAACTTAAAAGTTCT CTTAAAATTCTAGC AG AAAAAT AGTTTG C AGCT CTACACAGGT ATTGGCTAGC 
ATTAGTTTAAAGTGGTTGACATGCAGCCCTACTGCACACCTCTTTATATTCCCTTTGTGTTTAGGATTAGAAAAACTCACATAGTATGATCTAT 

CTACTGGACATTTCTTTTCTTATTAACATTTCTGCTAAATTTTAAACAGAGAA 

TTTCAATGCTTTGTCAGCTAAAGGGAATTTCAAGAGAGATCTTTCTACATCAGTCTACTCATAATAGAACTCCTGGCTATCTTGGGTTGAGCCT 

GCCTGCAGGTGTGCTTAACCTGGGCCACAGATTAAGGCAGGTAAGGGAGAAACACCTGCAGAGGTAGGTTTTGACCCCATTATACCTAAGATGA 

AGGTCACTCCTTGTGAATTGATATAGAATGTGAAAAGGGTAGAAACTGCTGATTAAAACAAAGTGTTTTGATTATCTGGATTTCAGTAATAAGT 

GTTTTCCTCTCTTCCAGTTATAAAGAGTTGAAAACCTTGCAAGGCACTCTTGTATAATTGTGTCCTTAAAAGGTTTAGATAACGGTTGGGCTTC 

TCTCTCTCTCTCTCTCTCTCTCTCTCTGTCTCTCTCTCTCAGACCAAATATATCATGTCTATTGAAAGTCTGAAGATCAGTACATTTCCTCCTG 

TTTGGAAAATAATAATGCCTAGGTTTCACTAGAATTCTTTTTATCTCCAAGGCTCTCTTAAATATTGACTAA'XTAAATAAAAACTAAGGAAGTC 

TAGCT AAATAG C CTCACTTTGAGG AC C AG CC CAGTGG ACTTAG AATACACAGTGATTTGCTGTATCTCTGAAACAAGCAACTAGAAATCTTTTA 

TTATTGGCTATAATAG CAAGTGG C ATCTCTT ATT ATGTTTGG CAGCTG AC ATTTCAAATTG C ATTTTGGTTGGTTGTTATAC ATGAAATAGT AG 

GATATGAGT AG ACTAAAAATGAG AATTTG C AG CC C AGGGATGAC ATG AAAT AT CTAAC ATCTAGGGGTTGCCATGAC AACTCATCAGAAAGTTG 

CTTTGTAATCTTTTGGATTAGGCTCTGGCCCAGGGTCACTGGATTGGAGTTGGAGAACGCTTTGGTAACAGGATGTGAATGTTGTACCTTTACT 

CAATGGCATTTGAATTTGCAGTTTGGTCATGTTGCTAAGGTCAAGTAGAAATGACATTGAGGGAATTTTTAAATTCCCGCAGAACCTAGACAAG 

GTCACATTTGTCAGCAAAAATACTCAGATGGAATAGTCTGAGACTTAGCAACTGAAAGACAGGATTTCCTGTCCTTGATAGATAAAAAGTATGC 

AC AT ATC C ATTTAT ATATG C CTAT CTCTAAACAGTTGTATGTAATGAAAATTTGGG AAATTAAACCCTTTTCAT AATTGTCTT CTGTTAT AAAA 

TTGGAACTGAACACCCCTAAGAAAACAGTTTGGCCACAAACAAACCACAGCTGCTTTCTAGTGCTCTGTGTCCTCCCTTTCAGCTGGAAATGGC 

CTGCAGGGTGTGGAATTTGGACCAGGGAAGGGAATTCGGCAGAGAGAGGAAGGAAGCAATTGGGAAACAGGGTACCACATTCCTCATCCCCCAC 

ATTGGCCTTGACCACAAGGACAGCATCTTCCACATGATAATGCACCTCTCAGGCATGCTTCTCACCAGGGATGATCAATGGAAGCAACCTGGAA 

ACTAAAGAGCTCTGTTCCTAAGTCTGATCCCAGTTCTGCCACTCACACTGTGATCTTGAGCAAAACACATTTCAACTCTGGGTTCCCCTAGGAA 

ATGAGGGGGCTGAGTTTCCTCTGGCTGTCAAGTTCTGCTATTTATCATCATGTGGGGGCAGAGCCAGGTCTCCACATCGCTTTTCTTTGCCATT 

AAGCCCACATTCCCATCATAACTTTGCAGTAGAAGTACCGTTCATTGTTAGTGGGACCTCTTAATAATTAAAAGAAAGAGAAAAAATGATTTAT 

T CTTATCCC C ATAC CTTTTAAAGTTGTGGTTTT CTGAAGCAAAGG CTG CCATGCAGTG AGG AAAGGATG AAATTCCAGAC AG AAG ACAGTC AGT 

TGCAATAAGTTGTCCTACTACCAGTACTGTCAGCATCAGCTCAGCTTATATTTACTGAGTATTTTCTATATGGAGACAGTGCTAAGCCCTTTAT 

ATGCATCAAACTGTTTAATCCTTAGGACATATTCACATGTACACATGTATAGGTATGATGCATGTGATTAAAATTGAACATTTGCTATGTACCA 

GGTGTTATGCCAAATCCGTACAATAATCCACTGAGATCAATAAATGGATTCAGTCAGTCAAGCCTCACAACAAAGGAGGTGTTATCAGTTATCT 

CCGTTTTTACAAATAAGGAAACTGAGCCATAGCTAGTAACTAGTGGAGCAGGGATTTGAACCCACGTAGTATGGCCTCAGCATCCTTTCTCAAA 

ACCTCTCTGCCTGTGGTTCTCCTCACTCATATGACATAACCACACCTGGGGAACTTTAGAAATATAAGGATCTTGGGGCCCCATTCTGGATCAG 

T C AGAATGT CGGGG ATTGCGTCC C AG AC CC AGGTTTGCTAATATG CAG CCAGGGCTGGG AACCACTGCCTCAGATGGAATACCAGGGTTATGTT 

GTTGGAGAGTTGCCTGTAGCTCTACAGCCAGCAGATGACTGACCTAGGACTTGCATCCAGGCTGTAGGCTGTCAAGCCAAATATCTCGACGGCA 

CAATGGGCAACAATTCAGTTGTTATCTGGGCTCATATCTACCACCATGCGTAGTTTCTCTCTCCTAGTCTAAATCGCAAAGCCGCAAGTTCATT 

TAGGGCTGTTTAAAGACTGTATGCTACACCAATTATGAGAATCAGAGCACAAACTTCTTGTTGCAGCCAAAGCAGTGATTTCCTACTTAAAAGT 

TTCAGAGGTAACCTTTGCTTTTACCTGTCACCAACTTAAATGTAAGTTATCGTGCTTTTTCCTCATTGAGCAAAATCTTGTACTGACAGAGTCT 

AGGACAGTGGTTCTAAAACTCTGATGCACATTAGAATCTCCTGGGGATCTTTAAGAGCTACAGATGGCCTGGCTTCCACCCCAGACATTTTTTT 

TTTCTTTTTTTTTTTGAGACAAAGTCTCGCTGTGTAGCCCAGGTTGGAGTGCAGTGGCATGATCTCTGCTCGCCGCAACCTCCGCCTCCCAAGT 

T C AAG C AATTCT CTGGCCT CAGC CTC CAG AGTAGCTGGG ATTAC AGGCGCTGGCCACTGCACCCGGCTAATTTTTTGTATTTTTAG TATAG ACG 

GGGTTTCACCATGTTGGCCAGGCTGGTCTTGAACTCCCGACCTCAGGTCATCCGCCTGCCTCGGCCTCCCAAAGTGCTAGGATTACAGGCGTGA 

GCCACCGCCCAGCCTCTGATTTTATTAGTATGGGATGTGACCTCGGCAATGGGAGTTTGTAAAGCTCTCCAGGTGATTGTGATGTGTAGCAGAG 

TTTGAACAGTGGTTTAAGAACTTGGTCTGTGAGTTCACAGATGTGTTGACTTGAGAAGACTGTGGAATCACCTCATGGATAGAACTCACTTTTT 

AACTCTCTGACAGTGTCTCTTGCGTTTCAGCTGGCAGGATTAATTTGAGTTTAATTCCACCCATTTCACTACCTGACTTGGAATTGTACCTCAC 

TGTCAAATGATGGTTTCTCCCCAAAGGTTGTTCTTATACTTAGGCTCATGCAGTGATATTGGCGACATGTCTGTAAGATCCCTTTGTAAAGTTC 

TCAGCCTCATTTGACTCTCTTATTTCCACTATAGAATATTTCTTTTTATGTTGTTTTACCTTTTAAAACTGTTTTTTCTTGAGACAGTGTCTTG 

CTGTCACCCAGGCTGGAGTGCAGTGGTGCCATCTCGGCTCACTGCCCCCTCCACCTCCTGGGTTCAAGCAATTCTCCTGCCTCAGCCTCCAGAA 

TAGCTTGGTGTGCCACCAAGCCTGGCTAATTTTTGTAATTTTAGTAGAGACAAAGTTTCTTTTCACTGTGCTGCCCAGGCTGGTCTTGAACTCC 

TGGTCTCAAGCAATCCGCCTGCCTTGACCTCCCAAAAAGTGCTGGGATTACAGGCGTGAGCCACCACGCCCZAACCTAAAAACATTTTTATGATT 

TTAATACATGTTGCTTTTTTTCTTCCAGGAGCAAAATAAACACCTCTTCCACATAATGCATTATAGTAATAATCCACCTATGGTTCTTTTCCCA 

AAATGGCTGACCATCAGCCTCACTATTGGGAGACAGCAGCTGATGTGCCTGTAGTGTTTAACGGCTGATAGCGTCTTACAGATAGATAGTGATA 

TGGTGGAAAGTTGGAGATTATGTAAAGAAGAATTGACTCAGACTTTATCCTCAGAGATTTTAGTAAAGTCAGATTAATGTAATCAACTGGAAAA 

TATAGATGGATTATAAAAGTATATTAAAGCAGAAGTGTAAATTTGTTGGCAAGTTTGCAAATGTACTGGATTAATCTAGAAATCATTTTTGCAG 

TAAGTCTTAAATAGATTTTTAAACAGAGATGTTATTTTGTGGATAAAAAGAGACAGGTAATTTACAAGTGGAACAATTCTTGATAAAGGCTGGG 

GATGGCAAATGGAGTGTTGCAGGCCACTAGGCCAGCTAGCTAGGCTGGTATGAAAAGTATAAACTGGGTGTAGCAGTTAATGAGGAAGGATTGC 

TGAGGTGGATAGAGCTAGCTATTGCATGAGATTTAATACCAAGAATACTTTGGAAGAGCTTTTTTTTTTTTAAAGGGATATATCAGGAGTTTCT 

GTTTTCCTTTATGTGGTTGTTGAAGTCTAGTTGATTTCTAGTCTGTAATTTTGTTGATATTTCAGATCACCAAACAAGGCTGGTAAGATGGGTT 

AGTTATGCTTCTCTTGAGGATAAAGCTTTTGAAATTAACTCTGCTTCTTTAGGTTTAAGAATTTCTAATTCTGTCTGTCTACATCTTGCTGCTG 

TAATCTCCAAGAAAAGAAAAAGGGGTTAGGATGCCTCTCTTTTGAAATGGAGGGGTCAGAGCAGGCAGGGGGCTGTCACTGTTGTTTCTCTTTG 

TTCAGAAATTAGAACATGTGAGCAAGTGGTTCCACCCCTCATTTTGTGAGCTGTTTTCCTCTGATATTTCCTAATTTTTCCCATGACGTTTTAG 

CCTGTTTCTTCACAAGATTGTAAGGCCTGAAAGACCCCATTGTTTGACAGGAGTGCAGGCTTGTGCACATTTGCTGATCTGGCTGCCCGGGGTC 

TGAGTGTGGGTGGTATACCGCCCGAGGGATCATGCAGACGGGAGAATGCGTGGAGCAGACTCCTGGTAGTTGCAAACACTTTATGTGTATTAAG 

AGTTCATAGAATGTCTTTTTGTAGACAGAAGATGCTGCACTTTGAAAATGTTATTCACAAACTGAAATCTCATTGACAGAAGTAGGGATATTCC 

ATTAGGCTAAGAAAAGTTTCTTAATGGCAAATCAAATGGATGAAGGCCTTATTCA 
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TTGCAGTTCACGCACATTCCTTGATGGCCTGTCTTGGATTTATGTGAGCCTTTGGAGCAGCAATCTCACATACTATGCATGGCAAATCCTAGTC 
AATGCATACTTTTTGAGAGTGCAAGATGTTAATTGTAGTAAGAGAAGAGAAATTCAATAACAAATGTTTTTGAATAAAGGAAGCTGAAATTTA^ 
TACTAATGGTGTTTTCTCTAAATGAAGTTAATATATTATTGTTGTATTAACTTTTCAGGAGTTTGAGGCTGCAATGAGCTGTGATTGCACCATT 
GCCCTCCAGCCTGGATGACAGAGTGAGACCCTGCCTCTTAAAAAAAAAAAATTCTAAGGACTTGGGCTCTGTGTTTGATTGACAGTAATAGACC 
AAT AG AAG AC ATTG C ATTT ATATAG ACTTAT AAAATAGCATT C AC ATTTCC AAT C AGATTTACAGAATT CTCC CTTATTTTTAAATGTTCTC AG 
TGGTAACAGTGACGTTGGGACTAGAGTCAGTATTGTGAGTCGTTTATGCACATCTCTTCACAACTCCATGTTCAGTGAGTCATACTGGCAGCTT 
GAAATCAGCCATGGTGGGAGAGTTTACACCATGGAAATCAAACACTACAAATTGGTGCTCCTCACCCTCAGAGTCTGTTTTTAAACATTTAGCA 
GCATACCACTGCCCAAAATGGAGTTGAGCAGTCAGGGAGTCTCCTCTTGAGGCAAGTCATGCAGTGCTTCCACTCAACCAAACAGCCAACATGA 
ACATTTTGAAATGTAGGCTGTGTGGCTCCTGAAGAAAAGTCCTTCATAGCTCCACATTTTTCTGAGCCAAAGCCTTGCTGTGATCATAAAGCTA 
TTCATGCTGTGGCCACCACCGTCCGTCCTCCTGGCTCTCACCTCCAGATGCCTGGTTTCACCCCTTTTTCTGTAGAACATCCTAGACCCACTCC 
TATTTTAGGGCCTTTTCTGTAGGGCAGTGGTTCTCAAACTTTACAGCACATCAGAATCACCTGGAGAGTCTGCAAAAACAGACCACTGGGTGCC 
TCTCTAGCATTTCTGAGCTAGTGACAAGTTTCAGGGTAATGCTGGTGGCCTTAGGACCCCGCTTGGAGAACCACTGCTTGAACTGATGGCCTCT 
TGGTTTACCTCTCCCCTCCAGATCTCTGATCCTCTTTTTCTTTCTCTCAGTAAGGCACACCCTGACTATCCTATGTAAAATTGCAGCCTTTCTC 
CTCCACCACAGTTCTAATTCCTGACTCCAATTTTTATTTATTTAAGTTCCAGGATACACGTGCAGGATGTGCAGGTTTGTTACATAGGTAAATG 
TGTGGCATGGTGGTTTGCTGCACCTATCAACCTATCACCTAGGTATTAAGTCCCAAATGCATTAGCTATTTATCCTGATGCTCTCCCTCCCCAC 
CCCCCTCTAACAGGCTCCAGTATGCGTTGTTCCCTTCCCTGTGTCCATGCGTTCTCATTGTTCAGCTCCCACGTATAAGTGTGAACATGTGGTG 
TTTGCCTGACTCCCAATTTTTTTCAGTGCACCTGTCACCTGTTACCTTACAACAAGTTTCTTATTTGTGATTATCGTCTGTCTCTCCCCACTAA 
CTCTAAATTTCACAAAGATAGGGAATTTTGTCTGTATTTTTTTAAAAAACAGGGTATCACTCCAATTATCCAGACTGGAGTGCAGTGGCATGAT 
CACAGCTCACTGCAGCCTCGAACTCCCGGGCCTGGGCTTGGGTGATTCTCCCCCATCAGCCTCCCGAGTAGCTGGGACTACAGGCATGCACCAC 
CATGCCCAGCTAATTTTTTGTATTTTAGTAGAGAGTTTTGCCATGTTGCCCAAGCTGGTCTTGAACTCCTGGGCTCAAGTGACCCACCCGCCTC 
GGCCTCAGAAAGTGCTGGGATTACAGGTGTGAGCCAGCATGCCCAACCTTGTTTGTTGTTGTTGTTGTTGTTGTTGTTGTTGTTATGATGTATT 
TC AAGC CTCTAGAAC AGTG C CTCGTGGC AGGTGCT C AGTAAATTGTTGAATG AATTAATGGATGAAC AACATTG AG ATATG AAT AATGTATTTC 
AAATTTTGGTCCCAGCCTTTTAAATTCTAACTCACCAGAGAATCTGAAAACACTTTCTGCAGTTTTGTTTCTCAGCTTCACTGCTCTTAGGATA 
ATGAGGAATGGTTTCTGCCCTGGGCTGAAGTTTGGGAATGACTTGATGAGCCTTAAAATAGCAGGTGCACCAAATTGTTGTTCTTCCATTTACA 
TTTTAACCTCAAAGTCCCTAAGCCAGTGATCTTCAAACTCTGGTCTGCAGAAGTTCCCTGGAGATACTTCAGAGGCTCTGCAAACATCTAATTT 
GCATTTCATTTTAATATATTTTAAACTATGTTTTATAACTATAATAAAAGAAAATGCACACAAATGTGCTACCTACCAAATTTTAACACATTAG 
GACCACCAGCACATTGAATTGGACTGCCAAGTCAACCTTGAAATAGTGTTTTCCACTATTTTGGCTTACATATTTGAACTTCTTATAAATAAAT 
GAATCATTGATTAGGAACTTCCATCCCAGTATTTTTCATATTCCAGCCTGATCATAAATTGAACAGGCAAATTCCTCTTGTCACACATATTCAG 
CACACTTGATGACATGCCAGGCAGCGTTTCAGAGCCTCTGTGGGATGGAGGCTTCTGTGTGGATTAATGGCTAGTTGTACAATAAGTGAACACC 
ACACACATCACTTAGTGATGTACATTCTGTTAGAGGATCATGTCTACCCACTCTACATTTTGGATACTCTTTTACCTTAAATAGTTGTCAAATT 
ATCATTAGTGATTAAAATTTGAAATAAAATCTTGACTGCTGCATTTTCTCCAAGCTTTTAGATTAGTTTTGAGGCATATTATGAGATTATCAAA 
TGAAATGCTAAAGAACTGTTATAATTTCCAATACAACTGTGCCTTACAATTCAAATCTGCTCATTTCCAGAATTCAGGTGCCAAAATTTCCCAT 
TGTAAATTCCAGTGCAAAGGAATTTGAACTTGTTATGTTCATGTCAGCTTCGTTTCTCAGTTTCAGATAGTAAGTAGTAAGAGTAGCAAATAGC 
GAGAGATTTGTCTGAAAATTTGAGTTTTGAGAGCAGAGATTCAGATAGTGTTATCTGTATTTAGGAGTATCAGGATTCTCTTAATACAGTGAGT 
GCAACC!AAATACAGACACAGAAGTAAATCATATTCTGGATCACTTTTAAAAATCAATTGAGGCTGAGCCTGGTGGCTCATACCTGTAATCCCAG 
CATTTTGGGAGCTCAGGGCAGGTGGATTGCTTGAGTCCATGTTTTCAAGACCATCCTGGGCAACATGGCAAAACCCTATCTCTACTTAAAAAAA 
CAAAAAAAAAATTAGCTGGGTGTAGTGGTGTGCACCTGTAGTCCCAGCTACTTGGGAGGCTGAGGTGAGAGAATCACCTGAGCCCAGGAGGTCG 
AGGCTGCAGTGAGCTGAGATCACGCCACTGCACTCCAGCCTGGGCAACTGCAGTGAGGCCCTGTCTCAAAAAAGTCAGCTGATAGAAGCCTTAC 
TATCTG AAAG CCCCACT CC ATCT CACAAGTG CCATTG AA.TACATTAT ATGAAACAGTTCTAAGTTATAC ATTATGG AAC ATTTTGTAGG CCTCT 
TTGCATATCTGTTTATTAATTTACTTAATGCTCTGTTGTAATTTGTTTTGTCTCCTACACTGTATTTGAGCTCTTTGAAAGTAAGAATTATGTC 
GTAGCTTTGCTTCCCCAGTGCCCAGCGTTGCCTAACATGTGGTGGGTACTCAGCACATGTTTATTAAGTGTTGGAAGTAAATGCTCGGTGCCAC 
CAAGTGAAAATAGCACCCAGGCAAAAGTTTTCTCAGCAAGGCAATTTGCTTCTATAGAAGGGTGCGTCTCATGGATGGAGCAATGGCGAGAGCA 
CACTGGACAAGGAAGGGGAAGTGGGTCTTATCCTTAACGCAGCTAGTCCCTACTGCTGTGTCTTTCCCCTATTGGCTAGGGTTGGACCACACAG 
.TCTAAGCTAATTCCGATTGGCTGTTTTAAAGAGAGCAGGGGTGCGCGCCAGAGTGGCGGGTTGAGTAGTTTCGGCAGGAAGGACTGTTTGAGAG 
CAGGTGACAGAGGATGACTAAGGACAGTGCAGGTGACTAAGGATGACTAAGGACAGAGCAGTTGACTAAGGACAGAGCAGGTGACTAAGGATGA 
CTAAGAGCAGATGATAGAGGCTAAGAGGGGGTTGTTTACTGAAACTAGGGGCAAGGAGACATAAAGAACGAGGAAGTTTTAAACTTTAAAATGG 
AG AAC AAAG AAC AGG AGAGCTG AAC ATGCTG AACGTACCAT ATTGGTTCTTTGAAG AGG AATTTACTATAT C CTACATAAGTGAC ACTGCATT C 
TACTGCAGAAGGAAGCAAGCTCAAAAGGAACAATGAAACTTCATATTAAATACACAATCAGTGAGCTTTCATTCTAAGCACAAATTTCAGCATG 
AAAAAAATGTAATGGTTCTGTGAGTCCTTCACTTGATCCCTCACATACAGTCTTCTAAAGTTTTCTGAATTCCTTTTACAAGTATCTTCTGACT 

GACCCAATGTTTCTGCTTCTTCACATTGTTGCCATTGTCTCATGAAATAAAACCAAGCATATCCTTTGGTCTGCACTGCCTGCAAAATAAGGGC 
TAAACCTGTGCTTTCCAAATATAATAGTCACTAGCCACAGGTGGCTGTTGAGCTCTTAAAATGTGGCTTGTCCAAATTGAGATGTGCCGTAAGT 
GTAGAATCCACACCCTGTTTCAAAGACTCAGTATGAACAAAATTTGTAAAATAGCACATTAATACTTTTTATATTGATAGCATGTTAAAATAAT 
ACTTTTTTCTATAATATTAAGTAAATTTCTCTCTTTTTATTTGTTTAATGTGGTTATTAAAAAGTTTTAAATTACAGGTTTAGTTCACCTTGTG 
TTTCTGTTGGCCAGCACTGGTCTAAGCTATATCATGACATTTAGAGTTTCTTATAACCTGGACTCAGTTACCTCTTTGGCCTCATCTCCCAGCC 
CTTCCTGTCCCTTGCAGAATTTCTCATAACCCCCAGACTCACCAACCCTGTTTATACTTACGGGTTTTAATTTTTTTCACATTCAGTTTCTTCT 
TTCTGAAATGTCCCTCCTTTTTTAGGTGTCAAAAATCCTGCTCACACTTTTAGGACCTGACTTAATTGTCCCTTGCTGGTGATGTCACGCCCTA 
TTTCCTC AAG CAGAATTAGCC ACT CCTTCC CAT ATAGTGTCTCTC AG CAC CTCC ATT ATTG CATTTGTCTTGCTGTTCTGCCATTAGGTGTCGT 
CTTAAGTAGACTCCTCAAGGGAAAGGCTGCAACTTATTTCTCTGATGACCACAGGGCAGTACCTCGTGTGTAGTAAGCACTTAATGGATGTTTA 
TTACATTAACTTATGAACTAATTTTCATCCTGCTATACACACTGCTATTTTTATATACATCAGACCTTGATCATCTTAACCATTGGCCATGGAA 
AAAATTAGATGCTGAGGTGTATAGGACTGGACCTTTCAGCCTTAACCTCAATTTCAGGTTTTGTGTTCAATAAAATGGCCTCCTTTTTCTCACT 
GGGTGGCTTATGATTAAAAAATTATAACTTTGAACTTAAAAAATCCATGAATATTGTACAGACTAAAAGTATAAAAGGACAGTATAAATTACTG 
CTTTTTACCTATCTTGCTTATAGGGATTTCATATAAGATTTTGTTTGATTGAAGATTTCACTTCAGAACAAGTTTGGAAAGCTACTGTTCTATT 
CCTAAATTTCATTTACATTTCTATACCAAAGGTTTCATTTTTATTTTGATGAGATGGTTTCTACTATCATGTTAGTTCACATAAGGCAACACTT 
CTCAACTTTAGTTGCACAAAATTGGGAAGCTTTTCAAAAATACCTCCCCACTCAGGGATCCTTGTATAATTGAGCTGGAGGAAAGGGGCCCAGG 
CACCAGTATTTATGAAAAGCACAAATACCTGTAATAAAATGATTCTGCAGTGCTTAGAAAACCAGGTAGTTAACTATGAAAATACTGAAGTTTT 
AAATTGCTAATTTTTCTTTCTTTTTATTAACTATGCTGTTATTGTTTTTCTTGGCAGTCAAGCTAATGCAATTTAAAGTTTGTATTATGGTTTT 
GAGACCTCAAACAGCATTTAATAGACGCCATCATCTGTGGACAATTTTCCTAAGGCTTCTGAAATTAAAAATTTCCTTTTCTGTCACTCTCTAA 
AAACCTACATGCAGCAGAATTTTAATGTCCCTTATTGATAGAAATAGCTAACACAACACCTATTTCAGATCATGGAAATGAGGACTGACAAGGG 
CTGTGGGTTTAAGAAGTTTACATAGGTAGTGGCCTTCCTGGCACCCTTGTTAGCCTGAATAAACAGTCCTCCCCTGACAAATCCTCTGTAGCTC 
TGCCACATTGATAAAATCTGACATTCTGGTTAGTCACTTTTTAATGATATTCTTTCTTTTGTTCTTGATATGTTAGAAACCAGCCCTTATTTTT 
TTCAGTGTGTGGGAAAGAATTAACTTTAATTTCCTAATTCGGTAAAATGGGCTGCTAATGCAGACCTTATTCTTAGGGGGACAGGAAGAAAAGT 
G ACCTAATTT CTATATAT CAAAT ACAT CTTCCTT C ATA C ATTT AAAAATG TAT AGAGTTATAAAGGACCTTAAAT C CTGTAGCGGAGAAACTCT 
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GGGGTAAATACTTTGGAAACATTGTGAAAAAATTCTATAAATTCTGATAGTAGGTTCCATTTCATTGCTGTGTACTATTAAAAAGTGCAGATGT 

AAATAAGCATAAGTTTTGCAGGTTGTCAATTTGTTACAAGCGGCTGCATGTTCTTATTCTTCTGAAGTGTCATCTCTTTCAATGTGGGCTGTTT 

AGGCGGAAAAAAAAAAACTCAGAAAAATACACACTTGGGATCAAACCCTTAGTGCAGAAAAAAGAATCAAAACCTGTAGTTAAGTTGGTTATTT • 

GCAGTGGTGGTATGTCATCCTGTGTGAGACTGACGTCAGGCAGATTGAATGCAGAGGCAAACTTCGGGAGCGTGTGTGTGTGTGTGTGTGTGTG 

TGTGTATGTGTTTTAAAGGCCCACTCCCAGAATATGAAGTGAGTATGAAGGGCACCACAGCAACCCCTGGATCTCTCAAGAATGTACCTGTTTT 

TAACATGCTGGATCAAGTGTCAGCACTCAGTAGATGAGGAAGGGGTAGAGCCCGACTTGTACAGATTCCGCGGATGGTAAATGGCCCTCTGGCG 

TGTTTACAATACAGGTGTGCATTCTTAATGGCTGTGCCGCTGCCATGTCAGGTAAAGTTTTCTTTGTACGTGATGAATGGCAGAGAATTCTTTA 

GCAGAAGGAACCAAAGGAGGTGGGAGGAGGAAAGGGGAAGAGAAGAGCGGAAAAGAGAGAGAAAAAGAAACACACAGCTCCAGAGGGACATAGC 

CTGTGCTTTGCAGTTGCTTGTGTGGATAGAAACCAGATGGTAAGCTGGAACACCCGCTTGGCTATCTGAGGAGCCAAAGATATGGTTAATGGTC 

GGGAGAAATAGGTTTCAGAGCCAGGGCTTTGGTGACTGCCTCATATTACAGATTGTTACAGTGTGTCATTACATTGCCAACCTAAGTGCTTAAT 

ACCCACTGCAGGCGCTGGGCATACACTTACAAGAAAGACTTTTAGCTCTTTGCTGGCTCTAAACAGAGAAGTGACATCATAGGGAGGCTGAAAA 

TGTCTGGTGTTGGAGGTGGGGAGAAGGATAATTTTGTAGTGGAAACAACAATTTTTTTTCTTTTTTTTACAAGCCTTCACTCCACTGAAGTCTA 

CTGTTTTCTGAGAACCTTTTAATACTAGACTGGTTCTCTCAGTCTCTCAATGTCTCTTGCGTGCACTCTCACTCTCTGTGTCACACACACAGAC 

ACACACACACACACAGACACACACGGAAAGGAAACCGAAATTCACAGCCCAGGCCATGTCCCCCAACTCCAGTGGATTTGACAGGCCTCGTTCA 

CGTGGAAGCCACATCACTGAGTCAGAGGCCCTGCATTTGAAGTTTCTGTTTGGGGAGCTTTGGGCAACAGCAGGCCTGTGTTATCTAAGGAACT 

GGTGAGCCCATTGATCTGCTTTTCACGGCCCGTTTCCTTTTATTTTTAGCCAAATCCGTCAGGCCTGACAGGCGGGTAATTCGAGCCAGAGAAA 

GGGCAGAGCTCCAGGTCCTTTCCACAAAGCAATTCTTCTCCTCCCTCCTGGGAGGGCTCCAGACTTGGGCTGCTTCAGGCAGATGGATTTGTTG 

AGTCATGTGAGATCATTTACACAAAAACACAGTGAGGCAGTGGAAATTAAAAAAAAAAAAAGAAAGAAAAGAAAAAGAGGAGGGTGGGGGAAGA 

GGAAAGAGGGGAAGCCAGGGGAATGTGCGCTGCCCTGCTGCTGAGGAGCATAGGAATTTTGCAGTGAGGCAGCTAGAGTGAGGAATGCCTAGAG 

TCATTTGTGTATAAGGTAATGTCTAGTTTACAGAGTGGGGCGGGCCAGGCGAGGACGGCGCCTCCAGCAGCTTGGCTCTGTTTAAAAGAAGAAG 

GTGTTGGGAAACTTTAAAAAAATTTTTAGAGCAACACCCACCAAACAAAGACCACACTGTTGACAGCGTTGGGTTGCAGTAGCGGTAAACTACC 

AAGGGGCTGGTTTACAGAAAATGAGTTTGCTCTGTGATGTCATACAAGTTTGCTTTGTCCTGACGCCAACATGACACTGAGGCAGCAGAGGAGG 

GAG AAC AGG AAAATTGG AACCGTACT CTTAGTTAATGGTTTC CAG AGATTATTTAG C AGG ACTTG AAC AGAGGG AGGAAAAT ATTGTGAAGGAT 

TGCTGCGAGGTGTAGCATAATTGCGGTAGGTAAAACAAAGTCATTACTATGGTTTTCTTGCTCAAGAAGGATTGAGCAATGACTTCAAAA'rGCC 

AAGTAAGGTATTATTTTTCCCTACCACAGTATTTATTTTCCTTTAGCTTCTGGGGGATTAAAAAAAAAGACCAACTCTCACATCATGGCAAACA 

GTATTAATGTTAGTGAATCAATTTTGTTTACTGTTTATACCACAAGCCTTTAAAACATTCCATTAAAAAATTGTCTCCCGCTCATTCATGAAAT 

TCTTTTTTTCCTTCAAATTTGCTTACATGCATTAGCTTTGTTTGGATAGGGACTTTTTCCCTTTTTGGCTGGAGTAAAAGAATGCATAAAAGAA 

TAGTGAGTAGATTATCTAAATGTACATTCTTACAACAAATGTAATGAAAATATGCCGCGTGGATGAGAGGGAATATTTGAAAACAGAAAGAAAA 

ACAGAAATGGGGAGCATTTCAAAATAGTCACCCTGATTATCTTTGTTATGATGCATTTCTTCAATTCTGCATTTATTTAGAACCCTATTGTGCA 

GCTATTTCTTTTAGCCACCCTAGATAGAATGTAGGTCAACATCAACATTGTTCCTCATATTTTGTTGGTATTTTAAAAGTTGAAACATTTTGCA 

GTTTTTTCCAGAGCTAGATATTCTTAGGTTATTTAGACGGTTTTAGTGACCATAGAACTTCACGTATAAACTCCTTCTGTTAATAGCTACCACT 

GAATTTTGATAGTAGACACTCAGATCACACCTTGACCTGGAGTAAACAAGGCACTGATGATATTGATGATAACATAGTCCAACACTGAAGCTGT 

TCCACTTCTTCCAGGCAACTCTGATGGTCTTACTCTGTGTAAGTTACAGCTTTTACTTCGCTCAAGGAGAGAACTGGTAAATTTTTATGGTTGT 

TAATTGTTTACATTTTGGGGACCCCAAGTTGCATGGTGCCACATTATTATAATGTGATTATGAGTTGGCATGATTTTAAGTCTACCCATATCCT 

TGAATGTTCCCTCCCCGTCAGGATTTCCCAATCTCAGCACTATTGACATTTTGGACCAGTAATACTTTATTATGGGGTGTGTCCTGTACGTGGT 

AGGATCTTCAGTAGCATCATTGGTCTCACCCACTAGATGCCAGTAGCACCCTCCCCCGGGTCATGACAACCAAAAATGTCTACAGCATTGCCAG 

ATGTCGCCTGGGAGACAAAACCACTCTGGTTCAGAACTTCTGCTCCACATTTCTTACTCTGGTTTAGAAGCTCACGCTTTACGTCATGAGCTGG 

CTGCTCAGTTAGTTCTAAGATTGAATTAAAGGATATGAAATAATGTTTTAAGTTGGAATTCCAAGTTAAGTAAAGTTTTTGAAGGTGCAGGCAA 

GAGTACTTTTGAGTATGGTTATGCAGAACAAGCTCTCTCTTGGAATTGCGACCTTAGCAGGTGGATCCCCTCAGGACTCCCTTACAGTGAGTTT 

CCCAGTGGTGTTTAAGAGGAAATGACCCCACCGTCTGAGCCGAGGGAAGTCGACATTAGCAGAAAGGGAACTTCCCCTCAGTCACCTGAGCAGA 

CAGCCTAGGCCCCAGGCTCGCTGCCTGTATATCCAGCCCCAGAAAGAGGGCAAGGCAGCAGCCACAGTTCTTTCTTGGGAGCACAGCTGACCTC 

CTCCCCATTCCAGCGGCTGTGGTCTCAGAAGCTGAAACTCTCGTTAATAAGGAATGTGGAGCTTTCCACAGCTAAGGCAAGCATAAATTTCCTC 

TGTTTGTTTTGTGAGGACTAGTGTCAACTGCTGTAATGAGATCAGAGAGGACCCCAGGGTCAGCTGCTGGAACTGCTTTCTGTGGCTGTTCTCT 

TGGCTGCTTGCTGTCGGAGAACGCAGTGACTCCCTGCAGACCTCCCTGATGTGTTAAGGTGGTTGTGCCCTTGTTGCATTTCTTGCTGTCTTTG 

CTTCTCTCATTCTACTAAAACATCAGTGTGCAGTCATCCAGTTCTAAATTATGGAAAAGTTAATGGAAGGCAGATTCCTTTCCACAGAACTGAG 

GGCAGACTTGGGTGTGGAAAATGGAGCCTTGGGAAGGAAGGTGACCTGTTTCCTTGGGGTAACTGCCTGGACCTGCTGCTTCTGGCTAAGGGTA 

GGTTTCTCAAGGCCTGGGCTAGCCGTAAGCACTTTCTACCCCCAATGGCACTCTGTAATGAGGATGAGTTAGTGAAAGAGTCAGAGCAATTAGC 

TTAGGCTACAAAGAACATAATTCTAGTTGTAGCCTAAATGACAGCTAGAATTGGCTACATATGGAACCTAAATATGGCAGAATTGCATTTAGGG 

AACCCAATTCTGGCAGAATGGTATACTGAGCTCATGCAGCCTGGCCTACTTCTGACCACCCACCCCAAAAAGTCCTAAGCCTGGCCTACTTCTG 

ACC ACCG AC C C C AAAAAGTC CTAAGGTATTAT ATTGGTT AAATATTTTC AAGTACATAGG AGCTTT AAAG C AGG ACAGGGAAATTCTTAGGTGC 

CAGAAGACATTGATGCCACTGGCCTTAGAGTGTTTCAGACCCAGCTGTAGGCTCTAGGGTCTAGGGGCTATGGTGTCTATACTCACACAGGAAT 

TGCTTGTGAAAGGGGGGCAAGAAGATTTTCCCCAGTCTGTTTGGGGGTTTAAGTCTGTGTGTTGGGGCACAGACCAGGGGGATGGAAACCCAGG 

GTTACACTGTTTGAATAGCTCTGGGGTTCATAGTTACACTACTACCTGCATGGTATAACTTCAACTGTTTTGGCAGAAACTGGTTTGAGAGCAT. 

TGAACGCCCTCAGGCCATAGTGGAGGCAAACACTAGATCCCTGTGGAGAGGCTTAACAACCTGGGACATGGTACTCCCTCAAAAAGAATAAGCT 

GCACTAAGGAGATGCTGATAATAAGTACAGAATATGGCCAGATACAGTGGCTCATGCCTGTAATCCCAGCAATTTGGGAGGCCAACACAGGAGG 

ATCACTTGAGCCCAGGAGTTTGAAACCAGCCTATGCAACATAGCAAAACCCTGTCTCTACAAAAAATTATCTGGGCATGGGTGGTGCACACCTG 

TAGTCCCAGCTACTTGGGAAGCTGAGGTGGGAGAATCACTTGAGCCTGGGAGGTTGAGGCTTCAGTGAGCCAAGATGGCACCACTCCACTCCAG 

CCTGGGCGACAGAGTGAGACCCTGTCTCAGAAAAAAAAAAAAAAAAAAAAAAAAAAGGAACAGAATCTAAGCCCCAGAAAAGCAGAGGTTAACA 

GTGAACCTTCAGGCCAACTAGAGTTTTCTTCTGCAGATTAATGAAAGTTTCTTCTCAAGAGGAACAAGGCATATAACCCATTCTGGCTTGCTAA 

GCAGTTTCAGTTGTAAGCACTAGCCGCAATTAAGGTAACATCCTACTTATAGCTTGTCCCCAAGATCTTCTTGAGAATATTTTAGTTCCTTAAT 

TAGAAACTTTTTATTGGAGAGATAGCTGGCCCCCTTAACGCTTCTTTAACAGTGCTCCCATTGCAGTGGATCACTCTGAAGTAACCCATCAGGC 

TGTCTGTTATTTCAGTTTCTCACCAAATCATAGGAAATATGTTTGCCTGAATTGTACAGCAACCCCCTCCCCCCGCCCCGCCAAGGGAGAGGGA 

AGTTGAAATTATTTGGAGGGGTCTGGGATTCTTTCAGCATAAAATCAAAGAAACCCAGGTAAATAAGACATGGTTAGTAAACATTTGTTCTAGA 

TGAATATAATTCAGCCTTCrCAATCCAAAGTGAACAAATGGATCAAGAGTTGCCTGGAATAGCCACTGTGTACTCCCTTTGCAGTGACGTGCAC 

TATTGGCAAACATGAGTTGAGAATGCTAAACTTAATGCATGATTCCTTAATTTATTAATAGGACAATGAAATCTCTTTTGTTTAGTTTTTTTTC 

TTCTAAAGTGCGCAAAAAGCTGTCACCAGTAGTACCCAAATAGTGCCTTGCTGACCTAAAAGTGTGCCATGCTTCTTAAGAAAAAACTTCAGTA 

TTTATTCTTAATTTGGACTTCTATAAAGTTTAATTTCAAAATATTCTGACCAAGCGAGAAGTAGATATGAATATTGACATTAAAGCATCAGAAG 

AGGAGAGAATGAAAGGAAATAGGTTCAACTGGTGCCAGACTTACAGGAGATCTTCCCAAACATTATAATTAAATTTGGCATATATTGAGTGCCT 

ACTGTATGTATGTAAGGCAGCGGGATAGGTGCTGGGTATTTGGGTACTAGTACAAAATAGACAAGATCTCTTCTTGTGAAATGCTCAAAACAAT 

C CT C AAAAGAATCTCC AG AGATATAAAGAATTT C CCCC AGCTTTAGGGATAAAGG AAC AGAG ACTGAG AG AG AG C C AGTAACTTG CCAAAAAT C 

TAGCAGTACAACCCAGAGGGGCCAAGAGGCAGGTAGAGAGTTTTCTCTCCCGGAGGTTTACAGGAACAAAGAATCCCCTGACTGACATGGAAGG 
TGTG CAGTAGAAG AGG C AAACTAG CCAACC AG ACCCAACTCCTACAAAATTTC CAAAGTATT AGCATG AGTTT C C AACATT AAAAC AGCAAATT 
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ATTTTACACAGTCTCTCAACTCCGTTTCTTGAGTATCAGAAGCTCTTGGCACATGGGGCTTGTTCCTGCTTTGCTGGGGCTAGAGCTGAGTAGC 
AGACTCCCCGGATGCCCCATTCCTCACTGTCTTCCCAGACCTGACCTTTCACTCATCTCATTCTTTCTTGACCCTTGCAGTCATCTGAATTTGT 
GACCCCTGGTTTAAATAGTCACTTAGGCAAGGGAAGTGGGCCAGGCCAAGTAACCTCTTGGGGGCTCCTCTGTGTTGTGCCTTTAAATTGAGAT 
AGTCCTAAATCACTGGAGACTGCGATTTACATTTTACAGTGATAGCCCTGAATCTAAAGATTAGATATCCTGAeTTATCATTTGACCAAGTGCA 
AGAACCCCCTAGCCTGTGTGCCAGAAGTGGGTGTATGAAAGTGATGGACCCTCTACCACTTGTCAGTCTTGGCCCTTCCTGGCCTCTGTTTCTC 
CCCATCTGGCTCTCAGACTATTTGTGTGCGTGTGTTACCAACAATGTGTCTCTCTTTTATAATTTATAATCCTCTTGTTTCCTCCTCTTTATTA 
CCATTTCCTATTGAACCATAACTCATATATTAGTTAAAATTTCAGAACATTCATTTTCAAATTACCTAACCTATCCTTGGGGAGGAAGGCTGTT 
GTTGATGCTTGATGGGAAGATGCTCTTGTTGTTCTGGCTTAGAATGTCTGTTTTCCATGGTATGCTGTGAAGGCAGCGCACAGGGGAGCAAAGC 
AGAATGGCAAACGTCTGGTCTCTTGGGGCAGAACCATGTTATAGTGTGTTTGCTGCCTCCATGTGGGGTGGCGAGGACACTGAAGTCATGGAGA 
ACCACAGCCACACATCTGCTGTAACTTTGAGGATGGAGAGGGACCTGCAGGAATCTCCTTGGCAAGCTCCACTCTGTTCCTCTTGCCTCTTCTT 
TAGGAAGCAGGGAATGAGCCAGCCACTTGGAAAGAAGGTGTGTATGCATTGGGGGAAGGGGGCAGGAGTCTAGTTTCTTTGCCTTTGGATCCTT 
CAATCCCAGCACCATGCCCCCTATGGTAGAAGGGAGGGATTAGCTTTCTGTAATAAAATGACCTTATATTTTTTCAGTTGAAAGTCTCCAGTTG 
AAGATTGTCCAGACTTAACTTCAAAGCCATGTGAATTACTCCACCCCTTAAAATAGAGTAGAGGAAATTTGGGATATTGCTCTCACCTGTCCAT 
CTGATTrCCCAAGTTTCTAAGTCCTAGATGCAAGAGCATTTTTTTCTAGACTTCAGAGCCGGTTCACCTTGTATTACTTCACTTACTCCTTCTC 
CAAAAGCTCTTGGGCCTGGCATAGGCCCTCATGCCCCAGCCCTCTGCCTAAGCTGCTGGGCGTGGTGGTGGGAAGGGTAGGAACAAGAGTCCAT 
CCCACAGACTGGCCTCATGGTACGTTATGTCTAAAAGCTAGTGAGACCTTTAACACTGCGAAGAGTGACCTGCTTGCTCTTGTTGGCCTATCTA 
TCTCCCACAGGAGTGCCTGAGCTACCCAGCTTTGACATATATTACTGAAGGCTTCTAGAATGGACATCATAGAAGGGGGTGGGAGTTGGAGTGG 
GG AG AAAAG CCC AACTC ACCAT ATT C C ATT CAGTATTTGG C AGT ATTAGTTG C ATTTTCAAGGGTC AGG AG AGCAC ACACACACACACACACAC 
ACACACACACACACACACACACAGCCCTTGACACTTTTAAGCTTCTCTTTAAAGAGCATAGGATTAAAGGTGGCTTATGTTATTCTCAGCATAC 
CTCTATACCACATTAACAGTGATCCAGGTAAAATAGGCTTCTCTCCATGGTAGATGGAGGTTGATGGTAAATAAATAGTGGTGAATCAGGTACG 
CCTGGTGTTTTCTCCAACTCCCATTTGCTGACACCCAAGACATCAGAGTATAACCCTCAGAGAAGCCATAGGATGTGGAATTGTCACCAGGAGC 
GCAAATCTCTGGGTCTGTTCCATAGCGAGGACCTGGCTGGTGAGGGGCACTTGGCCATGTTACCAAACCTATCTCTGAGTGTGTTTGTTTGCTT 
GCCGCCCTTTGTTTTTCTCCATTCTTTATATCTTTCATCTTTTCTTGTCATTTCTCTCTTCTTCTTAGACTTACTTTGTCTCTGCCTTTTTTTT 
TTTTTTTTTTTTTTTGAGATGGAGTCTCCGTCTGTCACCCAGGCTACAGTGCCTCTGCCTCCTGGTTCAGGCTATTCTCCTGCCTCAGCCTCCT 
GAGTAGCTGGGATTACAGGCCTGCGCCACCATGCCCAGCTAATTTTTGTATTTTTAGTAGAGATGAGGTTTTTCCATGTTGGCCAGGCTGGTAC 
TCCTGACTTCAAGTGGTCCACCCGTCTCAGCCTCACAAAGTGCTGGGATTCTGTAATTCTGGACCACCTTTGTTCTTACCCATGCTTCTATCCA 
CCTGGAAAGACAAATTATGTTTCATTAACCTTTTAGAAGTCTAAGATTGACCATTGAACCAACTGTTAGGATCAGCTGAGTGGAAGTCACACGG 
GCTTATGGGATTAACTTTCTCAAGGCACCCTTTAAAGACGTCTGTAGTTTTCCTTTTGTTCAGTACTAGAGGAATCCAACTTCTTAAAACAATA 
AAAAGAAACATTGAATAATAAACTAAAAAAGAAAACATTCTTGATTCCACCATGGTAACTCAGGTATCTTTTTCCCTAATGCTTTATATTTAAG 
ATGCAGTCTCCTTTTTTAAGCTGTAGATTTTGCTAAGCTTCTTCATAAACTGAATTGGCTGCAAAACAACCAGGTTCCCTCGATTTCAAAGGAG 
ATGGAAAGTACTTGATAGAACAAGGCCAGTCTTTTTGGTTGCTGTCGAGAAGTGAACTGACCCAGTTTCTAAAATTGTCATCTGTTCTCTGAGG 
CGTTTTCTGTTAAATGGTGGTCTTGGTGTGTGCATGTGCGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTTGTTTTGGGGTGTGTGT 
TGTGTTTATTTTTTATTTCTGGTCTTTCACATGCTTTATTTCCATAGCGTCTTGAAATGAAGTCACTTCTAGTCCAGGGTCTATTGGTTATTAT 
AGCAAGAACCAGGAAAAATTCTTTTACCTCTCTGTGTCTGGTTTCCAAATTAGGAAAA 

HUMAN SEQUENCE - mRNA 

GGGGCGGCCGCCCTCGCCACCCCGCCTGCCCAGTCCCGCCGCCGCCCCGCTCTCGCTTTCCCCCCGGCCTCCCCTCGCCCCTTCCCCTCCCCCT 

TCCCGGCGCACTCGGGGGGCTGGGAACGAGCTGCCATGTGATGCGCGTCCCCTCCGCGAGCTTTCGGTGACCCACGAACTGCCCACCTCGCCGG 

CTGCCGGGAGGGGGCTGCGAGCCGGGAAGACGCGGGGAAGAGGAGGCGGAAAAGGACGCAAAGTTCTCCGGCGAGCGCATTCATTCACATAGCT 

CCCAGTTTTAACATTTCGCCACCTACTGAAGACATCATTTGGGACCAAGCTGATGAGCCCTTGAAGCACAGCAGATAAGAGTGTTGCTGTTGAT. 

CATCTTTGCCTGGGAAGTTGAATGATAAAGCCAGAAGAAAGCATGCTTTCTGATCATTTGCAGCTGTCTGCTTCAGAAAGTGAGGGCTCCAGGA 

ATGAGGAGAATCTTCAAGAACTTCCTCGCACTGTGACATGTCTGATCCCTTGCTCCCATCCCTGCAGCATGAACAAGGTGGACACTCACTGACC 

TGTCACAAGGTTGCCCCACAAAACTTTGGGGTCCATGTCTGAATGGATTGCCAGAGCCTTCTCATCTCTCCCTTCGCCCAGTTCCCTGCATCCT 

AAGACTCGAAGGCAGCACAGGACCTGGAAAAATTACATGGTGTGAACGGCATGTCTGTGGATGAGAAGCCTGACTCCCCCATGTATGTGTATGA 

GTCCACAGTCCACTGCACCAACATCCTCCTGGGCCTCAATGACCAGCGGAAAAAGGATATTCTCTGTGACGTGACTTTGATCGTGGAGAGGAAG 

GAGTTCGGGGCCCACCGGGCTGTGCTGGCCGCATGCAGTGAATATTTTTGGCAGGCGCTGGTTJGGACAGACAAAAAATGATTTGGTGGTCAGCT 

TGCCTGAGGAGGTCACAGCCAGGGGCTTTGGGCCGCTGTTACAGTTTGCCTACAGTGCCAAGCTGTTACTCAGCAGAGAAAACATCCGCGAGGT 

CATCCGCTGTGCTGAGTTCCTGCGCATGCACAACCTGGAGGACTCCTGCTTCAGCTTCCTGCAGACCCAGCTCCTGAACAGTGAGGATGGCCTG 

TTTGTGTGCCGGAAGGATGCTGCGTGCCAGCGCCCACACGAGGACTGCGAGAACTCTGCAGGAGAGGAGGAGGATGAAGAGGAGGAGACGATGG 

ATTCAGAGACGGCCAAGATGGCTTGCCCCAGGGACCAGATGCTTCCAGAGCCCATCAGCTTTGAGGCCGCCGCCATCCCCGTAGCAGAGAAGGA 

AGAAGCCCTGCTGCCCGAGCCTGACGTGGCCACAGACACCAAGGAGAGCTCAGAAAAGGACGCGTTAACGCAGTACCCCAGATACAAGAAATAC 

CAG CTTG CATGTACCAAG AATGTCTATAATGCATCATCACACAGTACCT CAGGTTTTGCAAGCACATTCCGGGAAGATAACT CT AG C AAC AGCC 

TCAAGCCGGGGCTTGCCAGGGGGCAGATTAAAAGTGAGCCGCCCAGTGAAGAGAATGAGGAAGAGAGCATCACGCTCTGCCTGTCTGGAGATGA 

GCCTGACGCCAAGGACAGAGCGGGGGATGTCGAGATGGACCGGAAACAGGCCAGCCCTGCCCCTACCCCCACGGCCCCAGCTGGGGCCGCCTGC 

CTGGAGAGATCCAGGAGCGTGGCCTCGCCCTCCTGCTTAAGGTCTGTGTTCAGCATAACGAAAAGTGTGGAGCTGTCTGGCCTGCCCAGTACAT 

CTGAGCAGCACTTTGCCAGGAGTCCAGCCTGCCCTTTTGACAAGGGGATCACTCAGGGTGACCTTAAAACTGAGTACACCCCTTTCACAGGGAA 

TTATGGACAGCCCCACGTGGGCCAGAAGGAGGTGTCCAACTTCACCATGGGGTCGCCCCTCAGGGGGCCTGGGTTGGAGGCTGTCTGTAAACAG 

GAGGGAGAGCTGGACCGGAGGAGGGTGATCTTCTCCTCCAGCGCTTGTGACCAAGTGAGCACCTCGGTGCATTCTTATTCTGGGGTGAGCAGTT 

TGGACAAAGACCTCTCTGAGCCGGTGCCAAAGGGTCTGTGGGTGGGAGCCGGCCAGTCCCTCCCCAGCTCGCAGGCCTACTCCCACGGTGGGCT 

GATGGGCGACCACTTGCCAGGAAGGATGCGGCCCAACACCAGCTGCCCGGTGCCAATCAAAGTCTGCCCTCGCTCACCCCCCTTGGAGACCAGG 

ACCAGGACTTCCAGCTCCTGGTCTTCCTATTCCTACGCGGAGGACGGGAGCGGGGGCTCACCCTGCAGCCTCCCTCTCTGTGAGTTCTCCTCCT 

CGCCCTGTTCCCAGGGAGGCAGATTGCTTGCCACAGAACATCAGGAACCAGGCCTGATGGGAGATGGAATGTACAACCAAGTGCGGCGCCAAAT 

TAAATGTGAGCAGTCTTATGGAACCAACTGCAGTGACGAATCCGGATCGTTCTCGGAAGCAGACAGTGAGTCGTGTCCTGTGCAGGACAGGGGC 

CAGGAGGTAAAACTTCCTTTTCCTGTAGATCAAATCACAGATCTTCCAAGGAACGATTTCCAGATGATGATTAAAATGCACAAGCTAACCTCAG 

AACAGTTAGAGTTTATTCATGATGTCCGACGGCGCAGCAAGAACCGCATCGCGGCCCAGCGCTGCCGCAAAAGGAAACTGGACTGTATTCAGAA 

TTTAGAATGTGAAATCCGCAAATTGGTGTGTGAGAAAGAGAAACTGTTGTCAGAGAGGAATCAACTGAAAGCATGCATGGGGGAACTGTTGGAC 

AACTTCTCCTGCCTTTCCCAGGAAGTTTGCCGAGACATCCAGAGCCCCGAGCAGATCCAGGCCCTGCATCGGTATTGCCCTGTCCTCAGACCCA 

TGGACTTGCCCACGGCCTCCAGTATTAACCCTGCGCCCTTGGGTGCTGAGCAGAACATTGCGGCCTCCCAATGCGCAGTGGGGGAAAACGTGCC 

CTGCTGCTTGGAGCCAGGCGCGGCTCCCCCCGGACCCCCCTGGGCACCCAGCAACACCTCCGAGAATTGTACCTCTGGGAGGAGACTAGAAGGC 

ACTGACCCGGGAACCTTCTCAGAGAGAGGACCTCCTCTTGAACCCAGGAGCCAAACAGTGACCGTGGACTTCTGCCAGGAAATGACTGATAAGT 

GTACAACTGACGAACAGCCCAGGAAAGATTATACCTAGTGACTCGGCTCTGCCTCCCAGTCCGCACACCTCTGCCATCCAGGCGTTCTTCAGTC 

AGCCTGTGGCACTGTTCATCTGCTGTCCCGAAGAAACCGAGAACACATTTGGTGCACACTACAGCGGTCTTAGCAGCAATACTGTTCCGAAGTA 

TCCTCTCCTCTTCTCGAGCAGGAGTGATAGTTACCTTCACAATGGTGCTACCCCTTGCCCAGGCAAGGAAAGACAGCAGTGATGACACTGTCTG 
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TCTGTGGCTCAATTTCAGTCTTCACAGGGATAGACTACAACACCTCTAGGCCCCAACCACGGATTTTTTTTCTCAGTGGCCCATGTCACAAACC 
CTATCTCAGGAATTTCTTCTGAATGTTCAATTTTTTTCATTGAAGACAGCTTCTATACACATCAAAGTTTTATAGCTAGACTGTACATATTATA 
T ATAAT ATAT ATAT AAAAAATAT AT AT ATATAT ATATATC C ATATG C AAAAGT C CTGC ATGCCTC AACTTT CTC ATCCT AAAACTGG AAACTTA 
TTTCTCATTTAGAAACAGGTTCCAACATTCCTCTTCTTTTGTCTCTGATGCTAGAACTAGTTTGGTAACTGTTAACGTGGTCATTTTTCTTGCT 
TCACAGTTCAATTTTCAATTCGTACTTATTTATGGACAAAATTCAGTGTTGGAAGCTTTTTCCCAAGGTTTTATTTCAGATTTCTTTTTCGTTT 
GGTTTGGTTTTGGCACCTCCAAGTGGTGTCATTTGAGCATTGTAGGTTTGTTTTTTGTTTGTTTGGGGGGTTTTGTTTGTTTTTGTTTTTGTTT 
TTGTTTTCCTTGCAGATACTGTACAGTAATGGTCAACTTTGCCACTTGCACTGAGTTTTGGGTCAAACCTATTTTCTTAAATGAAGTTGTAACT 
TCGGTATAACTCAAGTATACTGTATATTCTTTGCTTTTAGTTAAAAAAGTAAAACATTTTAGCTAATTAAAAAGCACTCAGGTGATAATTATGT 
AGGAAAAACAATCTTGCCAAATAATGAATTCATCCTAGGATGTGTAGACAATAATCTGCTTGAATATTTTTATATTTCACCTCCTCCCCACCTT 
TCCCTAAGCAAAGTTTAAACGCAGATAGAGAGTTCAGAGTTGATGCTGGATGTTCAGATTCCTAAGTGGGGAGAGAGTTTGGACATCTCACTCA 
AAAGTACATCAGAAAAACAGGAATCCGTGATTTTATACCAGAAGTCAGCAGGCATTGGCTCCTAGAAATCAAGTTAGAAAGTTTTCACCCAGGG 
AGTAAGTCCCATTCATTTCAACACGTCCTGAGGCCTCGGCTTGCTCTTGGAAGTGGTGTGCAGTAGGACCTGCTCCCCTGAAGGACGGGGCCAA 
CCAGCCAGTGGCTTTCCTGCCCAGGCTTGGCCTCCCAGGACATCTGGGCTGAGGGGATTTGAATCACAGCCCCGAAGGTCCTGCCTTCACCCCA 
TTGGGAGAGAGCAGGGCATCCTGGCATCTGCGATCCATCCCTGACACAGGCTGACACATTCTTTCTGCTTTCCTTCTCCAAAGGCTTGGAGTTT 
TCTTCTGAGGTTTTTCTGCCAGTGTCTTGTCTGAAGGCAGACTTCATTCTGAGGCTTTGGACAAGCTATTCACCGGGAACCCTCCCTGTCCCCT 
TCCCGAATCACACACATACCCTACCCTCACCTGATGATAATTTTCTCTTCTTGCTGCAAAAGTGGTTGGCTTGCAACCCAGAGAGAGCAGCTTC 
CCTTGGCTCTGGGGGCCGTGTTGGCCGCAGCCACGTTTACAGGAAGGTGTGCCCCAGAGGAGGAGGAATCAGCTCCCTCGCTCCAGTGGCCTTG 
GGTCCGGGTCTCACTGAGCAGCCCGAGGGCCACTCCAGCCCGGCTGGGGAAGAGAGTCCTGAACGGTTTGATGTGGGGATGGGGTGGTGGGCAG 
TGGGGAATAGATGGTTGACTTTGTTTCTTTATTTGTGCCATTGTTTGGACAATATTAAAGCTGCATGTAAAAGGGGAAATTAGTATATGATGTA 
GGCTAAAAGTGAAATCATAGTAACATATGTTTTAGTATTATTAACTTTTTTCTGTACAAATATTAGCACTAAATGTTTAAATATGTATGAATGC 
CAGAAATTTGTCAGTTCATGCAGTAGGATAAAAAAAAAAAAAAAAAAAAAAGGGCTTTTCTTTTTAAACAGTTCCACTT 

GGGTTTTTGTTTTTTCTTGTTTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTCTGAAACAGATCTTGATAAAGCTC 
TGTGTTGGAGCTGCTGGTTTTTGTTATGGTTGTTGGAATTTCTTGGCCTACTAGGACAGTTCTGTGCTTCACCATGAGGTTTGCCTTTGTGGAA 
AACTCGTGGGTGACAGTGAGAATATAAACTCAATGTGAATCACGTGATACTTCGGCAGGCGTGTGTTACAGTGGAGTCAGCTGACAGTATTTTG 
CTTTTTAACTCTATTGTTGCCTTTCCAAGTGACCTCTCCTCTTCTTTTAAAAAAAGAACACTTTCTGCTCATATCATAACCAGGTCCAACCCAG 
CTTCTTGGCATGAGGTTTACCCTGGTAACAACTCATGTGCAACTGGTAGTCTTGACCACATTCCATCCATTTCCTCAGGTTTCTGTGGTTCAGT 
AGCCCAGACCTGTTTGGCAGCCATTTCTAGCAGGGGCGGGGCCTCTTTATTTCTCTCCACCCTAACTCAGACCTCACCTTCCTCCCACCCACCC 
CTGCCTTGCTTTTCTTCCTCTTCCCCCAACCTAACTTCTGCCATGGGAACTGGTTAAAAACACTGCTCTAAAAACCATCTTCCAATTTCATAGA 
GATTTCTCACAAGTTATTTCATTCATAATCCACCATGAACAGTGACTAGCTTGGTGCAGTTGTTCATGTGATGTGTGTGTGTGTTTTCCTATTC 
AGAACTATGTGCTTGTCAAAATTATTTCTGGGTTGATTCAAAGGGAGGACTTGCTGGGGACCAGAATCCAAACGGCCTCAAGTGGAATTTTAAA 
ACCTAGCCTGTCTCTTTTCCCTGGGATCCCTCTGTCAACCCCACGCCTTTTAGGAAAAAGAAAAGTGAGTGAACAGCAAGGAAGAGTGTTTGCA 

TCTCCAAATGGCTGGGGTAGGAATGGTTGTTGGGGCAGAGCCAGTGGAGGTGAGTGACCCTGAGACTAATGAACATCCCACCTAAATCCAGTCC 

TCCCCTTGGATCTGCCTTTGTCCTGCTTGTGTATCCAGGCAAGGTCTTTTCAAGTTGGTCAGGCTTTGGACAGGTGAGTGATTTGCTGTATGTG 

TTTGTTTCTCTGCGTTACCTGGGGGTGCCTTGATTAAAATCGAACTTTATTACATACTGATTCTGGAACAAAACAGTTAGAAAAACTTTAAACT 

TTAAAAAAAAAAAAACCGACAAAGTTAGGAGGCCATCCTGCTATTTATCTTCTGAGTTCCCAGCAATGAGTCAGGCATCAGAGATGATGCTGCA 

GTGGAAAACCTGACTGTGTGTGTCTGCAACTGAATGTTGTGCGAGTAATTTATTAACTGTGTTTCTAAAGGTTTGCTGCTTTTAAGATGCACTA 

TAATTCGGGATGTAATCCTTACATTGCTTTTCCAAGGAAGGGAACAAAAGTCTAGTGATTAGTATGCCAACTGCCACTACTCCTTCAAAAGGAG 

CCAGGACCAGCGACAAGACTCATGAGAGGACTGGCTAAAGTGAAGTGTGCACAGTGTGAAGTTTAATGCTGTTGTCAAGAGGCCTAAACCCACA 

TTTTCTCTTTTAATATTTTATGATTGCCATCAAAGAAGAAGAAAAAGAAGGAACAGACAAAGGTTTGAAAATGATAAGCCTGTTAAGACACCAA 

AAACTCCTGTCCCGTGAAGCTGCTTGACATCCTGTGGAGTAGCATAATCCTCTCAAAATGAGGAAGAGCTGCCTGCAAAGCTTTCTCAAGTCCC 

TATTTGGCTACCTACTTCTCTACATTATGCCCCATTTAAACTAGGAGCTGTCTTAGAAATGACTTCAAACTGCTTCACTATTGCTTACAGTTTA 

GGAGGAGTCTCAGATCCAGAAGGAGCAAGAATCAAGTTTGGTCCTCAAATGACTGTAAATAGACTAAAGAACAAGGTGTTTTTTGTTTTTGTTT 

TTGTTTTGTAAGAATAAAGCTGTTCGTTGTATCATGAGTTAGTGTTTCTTCCCCAAACTGAAGACTGTGTTGGAAGTGCAATTTCTGGTGAGTG 

AGTCCACAATACAATGCCCTGTGTGGAGTTGGTATTCATACAGGAAATCTGTGTGCACGAGGCATTGTGTGTTGAAAGTGTATGTTTATAGTAC 

TGCCTGAGCCATCTCATGACCCCAGCGTCCAAAACCGATGCTGTAGAACAGAACATATCTGTCACAAATAGGTGTGTGCAAATAGCATTTGTAC 

ATAGAAAAGTCTCATTGTGGCAGATTGAGCATAAATTATTGAACTGACGGTGCAAAAACATTACTTGCAAAGAAAAGTTTATAGTATTTTCCTA 

CACTCCACCCTGGGAGATGATATTTCTATCAAATGAATATCAGTGCATTTTAAATGTAATATGAAAACGATGCTGCCATTTTGTGAAGAATACC 

CACTTGGTTGCAGAGGCCAACTTTCATAGCTTTGATTTAATGTTGTGACACGGTGTATGGATTTTGCTGTCAAGCAATGGATAAACAGCTCTGA 

CTTTCATTCTCATTCCAGTTTATTGACCTCAGATAAAACACTGGCCCTTCTTAGAAGCAGAAGTGTGCACCAAGACCATTCATTTCAGGTAGAC 

TCACATTCAGTGCCAAGTGCTCCCATGGGAATAATCAGACGCATATGTTGCGAAAGAGTGAAGGGACTTGGACAAAGAGGGGTTTTCCTACAGA 

TGGATGCTCAGTCTTCTACCAAAACATGTTTGGAGGCAGAACTATGACCTCCCCTTAAGTCCTAACAATGTATTTTGTGTGTGCAAATCCTGGG 

ATGCCCGTTTCACGCTCTGACATAAAGACATGGCACCTCTAGTGAGTGATCAGGAAGATTCCATATGCATTTGGGAGCTTCAGGTGCTTGTTAG 

ACACAGTGAGCCATTCAAGGCAAGCACCACCTTTGCTAGTGAGGCCAAGAGAGCCTGTGACAATTTGACAATTTGTTCCAGAACCAGTCTGATG 

CAAGTGCACGTCTAATATATGCCTTACAAACTCCAGAGGCCATATTCAAAAGAGGGTGTTCTCAGTGTATGCAAGGGGCTGCAGCCCCTCTTCT 

CTTCCTCCCCAGGTTGAACAATACGGACAGTTTTCACACATATCTACCTGTATAACCCTCTGTACCTCTCATAACTGGTCAACGACTGTAACAG 

GTTACATCAGGTGTTTTTCTACATACTTTTTACACAGATTCTATGCGATTAATGTAATTTAATTCAATGCATCATTTTATTGTACTAGTTCTTA 

GGCTTGTCGTTATTTTTTTCTAAGTGATTGTGGTTTTTCTCGTGGTTTTTATTGTAAAAAATGAAAGGCTGTTGATGCTTATTCTCTGTAACTA 

AGAATTTTACCTTTTGGGGGAAAAAAGCATTGCTATGAACTAATGGAATTGGAACTTCATTTACTCATTGTAAATACACTATTGTGCAAAAAAA 

GTTTTCACTCAATTGAATTGCTAGTGTTAACTGAATTTTGTCTAGACACCATTTCTGTTGATGAAATAAAGACATATCATTATGCATTGTAAAC 
TG ' 

HUMAN SEQUENCE - CODING 

ATGAGAAGCCTGACTCCCCCATGTATGTGTATGAGTCCACAGTCCACTGCACCAACATCCTCCTGGGCCTCAATGACCAGCGGAAAAAGGATAT 
TCTCTGTGACGTGACTTTGATCGTGGAGAGGAAGGAGTTCCGGGCCCACCGGGCTGTGCTGGCCGCATGCAGTGAATATTTTTGGCAGGCGCTG 
GTTGGACAGACAAAAAATGATTTGGTGGTCAGCTTGCCTGAGGAGGTCACAGCCAGGGGCTTTGGGCCGCTGTTACAGTTTGCCTACACTGCCA 
AGCTGTTACTCAGCAGAGAAAACATCCGCGAGGTCATCCGCTGTGCTGAGTTCCTGCGCATGCACAACCTGGAGGACTCCTGCTTCAGCTTCCT 
GCAGACCCAGCTCCTGAACAGTGAGGATGGCCTGTTTGTGTGCCGGAAGGATGCTGCGTGCCAGCGCCCACACGAGGACTGCGAGAACTCTGCA 
GGAGAGGAGGAGGATGAAGAGGAGGAGACGATGGATTCAGAGACGGCCAAGATGGCTTGCCCCAGGGACCAGATGCTTCCAGAGCCCATCAGCT 
TTGAGGCCGCCGCCATCCCCGTAGCAGAGAAGGAAGAAGCCCTGCTGCCCGAGCCTGACGTGCCCACAGACACCAAGGAGAGGTCAGAAAAGGA 
CG CGTTAACG CAG TACC CCAGATACAAGAAATAC CAG CTTG CATGTACCAAGAATGTCTATAATGC AT CAT CAC ACAGTACCTCAGGTTTTGCA 
AGCACATTCCGGGAAGATAACTCTAGCAACAGCCTCAAGCCGGGGCTTGCCAGGGGGCAGATTAAAAGTGAGCCGCCCAGTGAAGAGAATGAGG 
AAGAGAGCATCACGCTCTGCCTGTCTGGAGATGAGCCTGAGGCCAAGGACAGAGCGGGGGATGTCGAGATGGACCGGAAACAGCCCAGCCCTGC 
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CCCTACCCCCACGGCCCCAGCTGGGGCCGCCTGCC^GGAGAGATCCAGGAGCGTGGCCTCGCCCTCCTGCTTAAGGTCTCTGTTCAGCATAACG 
AAAAGTGTGGAGCTGTCTGGCCTGCCCAGTACATCTCAGCAGCACTTTGCCAGGAGTCCAGCCTGCCCTTTTGACAAGGGGATCACTCAGGGTG 
ACCTTAAAACTGACTACACCCCTTTCAGAGGGAATTATGGACAGCCCCACGTGGGCCAGAAGGAGGTGTCCAACTTCACCATGGGGTCGCCCCT 
CAGGGGGCCTGGGTTGGAGGCTCTCTGTAAACAGGAGGGAGAGCTGGACCGGAGGAGCGTGATCTTCTCCTCCAGCGCTTGTGAGCAAGTGAGC 
ACCTCGGTGCATTCTTATTCTGGGGTGAGCAGTTTGGACAAAGACCTCTCTGAGCCGGTGCCAAAGGGTCTGTGGGTGGGAGCCGGCCAGTCCC 
TCCCCAGCTCGCAGGCCTACTCCCACGGTGGGCTGATGGCCGACCACTTGCCAGGAAGGATGCGGCCCAACACCAGCTGCCCGGTGCCAATCAA 
AGTCTGCCCTCGCTCACCCCCCTTGGAGACCAGGACCAGGACTTCCAGCTCCTGCTCTTCCTATTCCTACGCGGAGGACGGGAGCGGGGGCTCA 
CCCTGCAGCCTCCCTCTCTGTGAGTTCTCCTCCTCGCCCTGTTCCCAGGGAGCCAGATTCCTTGCCACAGAACATCAGGAACCAGGCCTGATGG 
GAGATGGAATGTACAACCAAGTGCGGCCCCAAATTAAATGTGAGCAGTCTTATGGAACCAACTCCAGTGACGAATCCGGATCGTTCTCGGAAGC 
AGACAGTGAGTCGTGTCGTGTGCAGGACAGGGGCCAGGAGGTAAAACTTCCTTTTCCTGTAGATCAAATCACAGATCTTCCAAGGAACGATTTC 
CAGATGATGATTAAAATGCACAAGCTAACCTCAGAACAGTTAGAGTTTATTCATGATGTCCGACGGCGCAGCAAGAACCGCATCGCGGCCCAGC 
GCTGC CG CAAAAGGAAACTGG ACTGT ATTC AGAATTTAGAATGTG AAATCCG CAAATTGGTGTGTGAG AAAG AGAAACTGTTGT C AG AG AGG AA 
TCAACTGAAAG CATGCATGGGGG AACTGTTGG ACAACTTCTGCTGCCTTTCCCAGGAAGTTTGCCGAGACAT C CAGAG CC CCGAG CAGAT CCAG 
GCCCTGCATCGGTATTGCCCTGTCCTGAGACCCATGGACTTGCCCACGGCCTCCAGTATTAACCCTGCGGCCTTGGGTGCTGAGCAGAACATTG 
CGGCCTCCCAATGCGCAGTGGGGGAAAACGTGCCCTGCTGCTTGGAGCCAGGCGCGGCTCCCCCCGGACCCCCCTGGGCACCCAGCAACACCTC 
CGAGAATTGT ACCTGTGGG AGGAGACTAG AAGGC ACTG ACC CGG GAACCTTCT CAGAGAGAGG AC CTC CT CTTGAACC C AGGAG C C AAAC AGTG 
ACCGTGGACTTCTGCCAGGAAATGACTGATAAGTGTACAACTGACGAACAGCCCAGGAAAGATTATACCTAG 
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TABLE 3 



MOUSE NOMENCLATURE 
ICSGNM Wntl 
Celera mCG1842 0 

HUMAN NOMENCLATURE 
HGNC WNT1 
Celera hCG4149S 

MOUSE SEQUENCE - GENOMIC 

TGAATGCTTGAGATAACCCAAATGCATGCTCGACGCTCGCGCGTTTGCTGCACAAGAGATGAGGGAGGCCTGAGAGGATCCCAAAGTGAGCCCA 
ACTTCAGGATAGCGGGGGGGGGGGGGGGTCCTGCTTTCTCCAAGGACGTTCCCACACAAATGTGAATACGCATATGGGCATAAACAAAAAGCTA 

CAAAACAAAGAAGACCCAGCAGATGAAAGAA^^ 

NNNNNNNNNNNNNTGGGAGCCGAGGCCAGAGAGTGGTTCCAAGAGCCTGACCTCGGACCCTTCTAATCTAGCTTGCCTGGTATTG 

GGAGGCAACACCCCTCACAGGTGGTGGGGAACCCCCTTCTAATCCCTCCCTCTAACCCTGTAAGGGCGGGCAGATCAGTTGTGGGGCCCACAGA 

GAGGGAGCGGTTGGTGAGGAGGGATAGAGGGTCTGAGAGAACCGGTCTCAAATGGGTATGTGAGTGTCCCAGGACCCTGCGTCGTGTGTGAGCT 

GGCTCCCCCCCCGCCCCTGCCAGACCGCAGCCCCAAGCACAGCATGACTGGCCCTGCGCACCCAAGTCACATAGATCCAGAGCCGACCCCCCAA 

GGAAACAGAAGCACAGGGCTGGTACCCACAGCCACAACCACCTCTTCATTGGTGGTGGCTAGCAGCAAGGCTGGGCAACCAGCCCCTGGTCTAC 

ATTCTTGCAAGTCTTGCCTTGTGTTGAAGAGGCATCCCTGGCTAGGTGTCTAGTACAAAGGAAGTTAGGTATCTGGGGTTACTATTGAGTGCTT 

CCTTGATGAGGGTGCTGGAGCCCTAAGCTAGACCACAGCGGGAGGTGCTCTTTCTGAGTCCCCCACCTCTGGAGTAGGGAAAAGGCAGCCCAAG 

AGCTCCTTCCCATTTAGGGGAAGAAGGCCAAACCATGTATAACTTCTGAGATGGGCCAGCACTGTCTCAGTAACTTCTACCCTACTCCAGAACC 

CAGGATCCTCACCAGTGCCCCATCCTCTCTCCTGCCTGTCAGCCTGGGACTCACCCAGGCCCTGGAAGGGTATTTAGCAGATCCTTCATCAGTA 

TCTCGAGGATATTCACGTTTCTCCCGTGGCTGCAGTTCCATTCACACGTTGGATTTTGTCTTGTTCCTATTTGTCCCTAATGCTATCTTTACCT 

CCTAGTTCTATCATTCAGTCAGATGTCAAGAAGGGACTAGGGCAAGCTGGGGCAGGTAGAGCTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTG 

TGTGTGTGTGTGCGCGCGCGCGCCATGCTTTTACTCCCAACACTTGGGAGGCAGAGGCAGGTGGATCTCCTTGAATTCAAGGCCAGCCTGGTCT 

ACTATGTAGTGAGTTCTGGGACAGCCAGGCTATATAAAGAGACCCTGTCTCTAAAACCGATGATGATGATGATGACGACGACAGCGGCAACGAC 

AATAATAATAATAACGACGAAGGTGATGATGATGATGAAGGGGCTAAGGAAGATTATAGCGCCCAGAGGTTCAACTTCTTAGTGGTCTGGGGGC 

TCCCCAAGTTGAACTGTCCCAAACCTAAGAACTCATACCGCTGTTCTCTAACCTCTCTGAAGTCTTGCTCTTTGATAAGAGGCCACAGGCAGGC 

AGTGGGTGGCCTGAGCTGGCCGAGGGTGCCCTCTTGCCGACCGTCTGGCCTGAGCACTGACCCACAGGCAGCTAGAGGGCGGTGGGACAGGCGG 

GGCCTGGAGAGG C CTG CGGGTGCACACC CATTGCCTAATACCC CAAGC ACG CAGC C AGCT CCAAG AAAG AGG AGGGGCAGG AACCAG AGAG AC C 

TTGACAAGGGTTGAGACCTAGATGAGAGGGGGAAAAAAGGGGGGCTGCCATCACTGCAGGGAGGAAATGAGAGCAACCTGGCCCATCTTCCTTT 

TGATGAGAAAAGTGGAAGGCCCCTCCGGCCCTTGCGGGGATGGGGAGGGGGGACGTGTAGCAAAACACTGTGGGAAGAACAACGAGGCCCTGAA 

GGGCGGGGAGTGTCAAATAAAAGAGTGGGGACCTCTGGAGATGGGGAAATCAAGCAACTGAGGCGGTGGCTAAAGCCGGGCTACACTCGGGAAT 

CTCCTCCTCCTCCCCCTCCCCTGATGTTTGCCTTGGCTGGGGTCTTGGGTGACTCATCTGTTGCTAAGCCGCTGATAGGGGCGGCCAGCCCAGG 

GAACCCAAATTATAGGCCCTGGAGGGATGGATGCGCCTGCGGCGGTGAGCTCAGCTGTACGCCTCCCTCCACCTCACCGGTCTTCCACTGCAGC 

ACCGAAGGCCACCACCCAGAGGCGCCAGAGATGTTGCAGACGAACTACTGGACTCCAGAGAAGCCCCCACATTCAGTAGTAGCCCCAAGGAGTC 

TTCTGACTCACCCAAGACAGAATGTTACCCCCTTGTCTACTATAGGTTGATGGATGGGTTACACCCTCCCAGCCCGAGGGGGTAGCGCCTGCCT 

GGGCTTCAAAGGCTTGCCCAAGAACTCAGAGCTCTGCTCCAATGTTGTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTATACACACACACACAC 

ACACACACACACACACGTCTAAGCAAAGCTTTCACCCTCCCCCACCGCCTCCCTCCTAGATCTATTCCAAGGCCTGTGTTTTGCTACAGAGTTT 

CTACTTCAATTCTTTAGTTAACTGTAGCCAAAAGTGACAGCAAGCCGCCCCCTGTCCCATATACCTAGAATAAGGAAGTTGAGGGAGGGAGATC 

AAGAATTCCAGGAGAGCAGATCTACAGATCAGCATCGAAGAGCTCTTGTTGCTTTTGTAGAAGACTTAGGTTCAATTCCCCAGCGCCCACAAGG 

TGGCTCACAACCATTCATAACCTTGGTTCCTTGGGAATCAATAGGTATGAGTGTGGTGCGCATATATACGAGCAGGCAAAACATTGAACTACAA 

AGAAAAACAAATCTAATAAATAATNNNNNNNNNNNNNNN^ 

NNNNNNNNN^^ 

CAGTTAAATATGACATTGAACTCTGACCTCTGCTTCTCAAGTGATAGGACTATACATGTCAGTGAACATGGCTTTATCTTCTCTTTATTTTTAC 
CATACCTATGGTAAAGCTTAGGACCTCACATATGCTAGGTAAGTTGTGTGTGTGTGCGTGTGTGCGTGTGTGTGTGCATGTACACATACGTGTG 
TGAGCACATGCAAAGGCCAGAGGTGGGGATGGGTGTCTTCCTCTATTTCTCTTTGCCCTATATATTTTTTAGTTTTCATCTTATTTTCATTTTT 
AATTTATTTATTATTAGTGTGAGGGGTTGTTGAGTGTGCATCGTGGTGACAGCCATTCTCTCCCCTCTGTCCCCACTTCAGCAGCGGTACTCAT 
AGATAATAGGGTTTCCCTGTCTTAGATTGCATTCCACCACCAGAGATCAAGAAAGGTACATGTGTGAAAGGTCTCAGTCAGGGTGTTACTGCTG 
TGAAC^GACACCATTACCAAGGC!AAACTCTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTGGTTTTTCGAGACAGGGTTTCTCTGTATAGCCC 
TAGCTGTCCTGGAACTCACTTTGTAGACCAGGCTGGCCTCGAACTCAGAAATCCACCTGCCTCTGCCTCCCTAGTGCTGGGATTAAAGGCGTGC 
GCCAC C AC ACC CGGCT CC AAGGC AAACT CTTAT AAGGAC AACATTTTTTAAAAGATTTATTTATTTATTTTATGTATGTGAGTACACTGTCCCT 
GTCTTCAGACGCATCAGAAGAGGGCATCAGATCGCATTACAGATGGTTGTGAGCCACCATGTGGTTGCTGGGATTTGAACTCAGGACCCCTGGA 
AGAGCAGTCAGTGCTCTTAACCACGAAGCCATCTCTCCAGCCCAAAGGACAACATTTAATTGGGCCTGGCTTACAGGTTCAGAGGTTCAGTCCA 
TTATCATCAAGGCAGGAACATGTTAGGCATGGTTCAGGAGGAGCTGAGAGTTCTACATCTTGTTCCGAAGGCAAACAGGAGAAGGCTGGCTTCC 
AG GG AG C TAG GAT GAG G GT CT T AAAG C C CAC AG G C AC AAG G G C AC AC TT C CT C C AA C AAG GCCACACCCACTC C AACAAGG C C A C AC C C C CT AA 
TAGCGGTACTCCTTGGACCAAGCATATTCAAATCATCAGAGTGACCCAGGCCTCAGTGATGAGGAATTTCTCAGGGACAAAGTCAGGCGACCCA 
TCTATAGTGCTCATTCCCTTGAGCCTTCTGTGCAGGGTACTATGTGGAGAAATTCCTAGCTTACGGACATGTGTAGGAAGCTAGGCCATTCCAT 
ATTATACCTCAGAAATTCATCTTTGGAGGAAGCAGAGTTCTAGGCTAAGAGAGAGCCTGGGAAAGACATTTCCATTAACAATAAAATAAAATAA 
AATAAAATAAAAT AAAAT AAAATAAAATAAAATATCTC AGC AGCTAG AGG C ATGGCT C ATCGGTTAAG AG C ATCGGCTGCTCTTC C AG AGG ACC 
TGGGTTCACTTCCCAGCAACCACATGGCAGCTCACAGCTATCTATAACTCCAGTTCCAAAGGATCCAGCACTCTCACACAGATATGCATGTAAG 
CAAAACACCAATGCACATAAAATGAAAATAAATTTATCATTTTTAAGACTCCACCAAGCTTCATTTGGGTTGATGTACATCTTGTTCTAAACAC 
ATTCACACCTATTGGGATGACTCAGAAAGTTATGGGACCTGTGACCAAATCTATCGACTCGAGTTCCATCCATGGAACCTTTGTACTAAAAAGA 
GAGAATCAATTCTTGTAAGTTGTTCTCTGATTATGCATGCTATAGCAGTCTCACTCATTTGCTTATTCTCTCTCTCTCTCTCTCTCTCTCTCTC 
TCTCTCTCTCTCTCTCTCTCTCTCCACACACACACAGACACTCAGGCACACACACACAAAGTGATTAAATGTTTAAATTAAGGGCTGGAGAGAT 
GATTCAGCTGTTGAGAGAGCACTGACTGCTCTTCCAGGGTCCTAAGTTCAATTCCCAGCAACCACATGGTGGCTCACAACCATCTATAGTGGGA 
TCCGATGCCCTCTTCTGGTGTGTCTAC^GTACACATATACATAAAATAAACAAATAAATCTTTAAACATTTTAAATTAAACACAAGTGCCCCAG 
GAACAGTAACTAAATCTATCAGTCATTTCTTCCTCAGAGTATAGCTTGGCGGGAAAGGCTGATCCATTCTGAGAGTCAAGCTCTTTTAGAGTCA 
GACTCAGGGAGTTTAGTCAGAAATCATACTTAAAAAGCAGACGAGATGGAAACAAAAGGTGCCAAAAAGGTGGCAGGCCAGACCTAAAAGTCAC 
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TTTCTTTCTGTGTCAACTCTGAAAAGGGACCCCAGCCTGCTCTGCTGCATATCAGGCAGCCACTGAGCCACTGACGATGCAGAAAGAGTGTGCA 
TAGGCT,TTGAGTTCAAAGGGGCTGTCAGGTCTGGGGGAGGGAACATGCCCCTAATCTCCACTGGAGGACTGGAGGAAGAGAGGTCAGAAGTTCA 
AGGCTAGCTAAGACCGTATCTTTAATTTGAAGCCAGCCTGAGCTACATAAGACCTTATAGCAACAAATACGCAAACAAAAATCAAAACCAACCA 
GGCTAGAAAGATGGCTCAACACTTAAGAGCGCCTGCAGAGGGGTGGGGGTTTAATTCCCAGCACACACATAGTGGCTCAGGGAATCTGAAGCCC 
TCTTCTGGCCACTGCGTGAACTGCATGCGCATGATACATGTGCATACATGCACACAAAATACTCAAAACACATTAAAAAAATAAGTCTAGCGGT 
GGTGGCACACGGTAGCACTCAGGAGGCAGAAGCAGGCGGATGTCTGAGTTTGAGGCCAGTCTGGTCTACAATCCAAGTTCCAGGACAGCCAGGG 
CTACTCTATCTCAGAAAACCAAATAATCAAACCAATAAGACTCCTCTACCCCCAAAAA^ 

AGCTTTG AG ATAAG ATTTTACTATGTATC C C AGGCTGGCTATACTAG AACTGGTTACTATGTAT C C CAGG CTGG CTATACTAG AACTGGTTACT 
ATGTATCCCAGGCTGGCTATACTAGAACTGGTTACTGTGTATCCCAGGCTGGCTATACTAGAACTGGTTACTGTGTATCCCAGGCTGGGTATAC 
TAGAACTGGTTACTATGTATCCCAGGCTGGCTATACTAGAACTGGTTACGTAGACCAAGATAGCCTCAGACTCACAGATGTGACTCACTTGCTT 
CTTAACTCCCAAGTGCTGGATTTACGACCGGTGCCACCAAGCCTGGTGTCCCCAAGGCTTTTTAATCCTCCTGCCTCAGCCTTCCAGGTTCTGG 
GACTGGCAAGCATGTGCCCCCACACAGAGTTGGCCTGGGGATTGTTTATTCTATTTTTCATTAGTTATTATTTTGTTGTTGTTTGAGATGGGAT 
CTTTCTACATATCTCAGGGTTGTCTCATGTTTGGAGCAATCTTCTTATATTTTATTGTATGTGTGCCTGCATGTGTGTACATGCGTGTGCGCTC 
ATGTGCATGTGCGTATGTGTGTGTGTATGTCTGTGTGTGCATCTGTGTGTGTGTGTCTGTGTGTATTGTATGTGAGCAAGTGTGCAAGCTCATG 
GAGATCAAAAGACAAGTGTTTAGAATCAGGTCTCTGCTTTCATCACATGGGCCCCAGGGATGAGGCGCAGCTCACCTGGCTTGCCAGCAAACAC 

• TTGTTTGTTTGTTTGGTTGGTTGGTTGGTTGGTTGGTTTTTGGTTTTTTCGAGACAGGGTTTCTCTGTATTGCCTGGCAGTCCTGGAACTCACT 
CTGTAGACGAGGCTGGCCTCGAACTCATAAATCCGCCTGCCTCTGCCTCCCAAGTGCTGGGATTAAAGGCGTGTGCCACCACGCCCAGCTCAGC 
AAACACTTTCTTTCATCTGCTGGGTCTTCTTTGTTTTGGGGAGGCCTTTCTTTTTTTTTTTTGTTTTGTTTTGTTTTGTTTGCTGTTGTTGTTT 
TGTTCACACATTAAAAAAAATTAAAGGTTCACTTTGTAGCTTTTTGTTTATGCCCATATGCGTATTCACATTTGTGTGGGAACGTCCTTGGAGA 
AAG C AGGAGC AGG AGTT AC AG ACAGTT AT AAGCTGCCTG ACCTGGGTG CTGGG AAAC AC CTCAGGTCCTCTGGAAG AGCAGTAAGTCCCCTTAA 
CCAATGAACCATCTATCCGTCCAGCCTACATTTAATTTGTTTTCTTATTTACTTTGTCTGCATGTGCATGTGTGTGCATGGGACACTGGATGCC 1 
TGTGGAGGTCAGAGGTCAGTCTTCTCTCCTTCCATCCAGCGACGCTCGGGGACTCATATCCTCAGGCTTGGCAGCAAGTGCTTCCTTGTCCCCT 
TAGTCAGGGATTCTCCATGTAGCCCTGGCTGCCCTGCAACTCTCAATGTAGACCAGGCTAGCCTCGAACTCACAGAGATCCATCTGCCTCTGCC 
TTCCAAGTGTTAGGGTTGAAGGCTTGCACCACCACAGGCCTTGCTTTGGGTTTTTGAGAGTGTCTACAGAATGCTGGGAGGTGAGGAATAGCCT 
TGAACTTCTGATCTTCCTGCCTCCCAAGTGCTGGGGTTACAGTCATGCGCCACCAATTCCTGGCTTTTGCAGTGCTGGTGATCCAAACTAGGGC 
TTCATGCAAGCGAGGCAAACACGGTATCCCAGTTCCTGGGAATGTGGCTTTAACATGGATTCATTTATTAGCAGGGACCTGGGACCTGAAGACA 
CTG CCTT ACCAAG C ATCTCCT CTGTG AAATAGAAGAG AGG AG AAAT ATTAAG ATCCTGGGAAGGGGGCGCTT CCCTGTGTGACAGTGGTGCGTG 
ATAACCAGGCTGGCAGTGCCCTCTGCATCCCACATTGGGAACAGCAGCCTGATACTCCAAGGCTGCCATGACCCTG AAG ATCACTGGAAT CAGG 
AGGAAAGTAGAATCCACAATGGAAGAGTTAAGGCTCTTGGGTAAGAGTGGGAGAAAATGGGGGTGGGGGGTGGGGACACTGCAGAAACCTGGGA 
G AAAAAAAATCCAACTAAAATCAGG AAACACATGG AGG CACAAATTTGCTAATCTTTCTTTAAAAAA CTGTTT CAGGAG ATTTATTT TATGT AT 
GTATGTATGTATGTATGTATGTATGTATGTATGTATGTATGTATACGTGCACCTGTGTGTGCTTGGTGTCAGTGGGGCTCAGACATCACCTGAT 
TCCCTGGAACTGGAGTTACAGGTGGCTATAAGCCACCACTTGGGTGCTGAGAACAGAGTCCGGGGCCTCTGGCAGAGCAGTCAGTGCTTTTAGC 

" CACTGAGCCATCTCTCATTCCCCCCAATTATGTTCATCTTGAGTTGGGCAGGTACGGTGGCGGAATAGGCCTGTAATCCCAGCAGTCACTGGAC 
CATCATGGGTTCTACATATTAAACCTTTATGTTAGGTAGGGTCACACAGCAAGATCCGGTCACAAAACCAGCAACAACAAAACCAAAAGGAGCC 
AGCTTCTTCCCACAAGCATTCTTTCCCTCAGGTCTTCAGCTCCATCTGACAGCTACTCGGCTGGTGGTCCTATCCTTTGTGAGCCTAGTTGCCA 
GAGAAACAAGCCCGGTTCATCTTCATGACTAGCACATCTAATGATAAGCACAGGTTGACTCAAGGTGCCATAGGGTGACACTAGGTACCCAGAG 
CGACAGAATGACACCTATGAGTGCACGTCGTTAATCACAAACACACACACACACACACACACACACACACACACACACTCATGCACCCACCTGC 
AAACACAATTGCAGCCTTCTGGACGTCTCCTGTCACAGCCCCACCTCCTTCCTGATACACTGCGTTAAGTGGTGAGTGTAACAAAATGACTTCA 
TG CT CT C CCTGTC CTG AG C CAAATTAC AC AATTATTTGG AAAGGGCT C AAAATGTTCTTCGTTAG AAGTTTCTGG ATACACCAATACACAGGAG 
CGTGCACCCTCAGAACACATGTACACTTTGACTTAATCTCACGGGTGACACACCGACGCTTACACTCCCCCTAGCCCACAGAGGCAAACTGCTG 
GGCGCTTCTGAGTTTCTCACTGCCACCAGCTCGGTTTGCTCAGCCTACCCCTACACCCCACGCCCGGGAATCCCTGACCACAGCTCCACCCATG 
CTCTGTCTCCTTCTTTTCCTTCTCTGTCCAGCCGTCGGGGTTCCTGGGTGAGGAAGTGTCTCCACGGAGTCGCTGGCTAGAACCACAACTTTCA 
TCCTGCCATTCAGAATAGGGAAGAGAAGAGACCACAGCGTAGGGGGGACAGAGGAGACGGACTTCGAGAGGACAGCCCCACCGGCGCGTGTGGG 
GGAGGCAATCCAGGCTGCAAACAGGTTGTCCCCAGCGCATTGTCTCCGCGCCCCCTGGCGGATGCTGGTCCCCGACGGGCTCCGGACGCGCAGA 
AGAGTGAGGCCGGCGCGCGTGGGAGGCCATCCCAAGGGGAGGGGTCGGCGGCCAGTGCAGACCTGGAGGCGGGGGCCACCAGGCAGGGGGCGGG 
GGTGAGCCCCGACGGTTAGCCTGTCAGCTCTTTGCTCAGACCGGCAAGAGCCACAGCTTCGCTCGCCACTCATTGTCTGTGGCCCTGACCAGTG 
CGCCCTGGTGCTTTTAGTGCCGCCCGGGCCCGGAGGGGCAGCCTCTTCTCACTGCAGTCAGCGCCGCAACTATAAGAGGCCTATAAGAGGCGGT 
GCCTCCCGCAGTGGCTGCTTCAGCCCAGCAGCCAGGACAGCGAACCATGCTGCCTGCGGCCCGCCTCCAGACTTATTAGAGCCAGCCTGGGAAC 
TCGCATCACTGCCCTCACCGCTGTGTCCAGTCCCACCGTCGCGGACAGCAACCACAGTCGTCAGAACCGCAGCACAGAACCAGCAAGGCCAGGC 
AGGCCATGGGGCTCTGGGCGCTGCTGCCCAGCTGGGTTTCTACTACGTTGCTACTGGCACTGACCGCTCTGCCCGCAGCCCTGGCTGCCAACAG 
TAGTGGCCGATGGTGGTAAGTGAGCTAGTACGGGGTCCGCCACTTGTCCTGGGGCAAAGAGCCAGGCACGGGCCTTACCCAGCTCCCACGCTGT 
GGGGATCACCAACCTACAGACCCCCCTCGTGCATTGTGACTTCACATCCAGGGTGCTCACACCTAGAACTAGCTCTGCTGAAGTGGGGGCACAT 
CATTGGCATGCAGAAGCCCAGATACACCAGGCTCAGAGACCATTCCCATTTAATACGACCCCGTTTCTGCTGAGCAACAGGTCCCAACCTCGCT 
GTGGTGGGTGCTCAGGTGTCCCTTAGGTCTTGAACCAAAAAAAAAAAAAAAAAAAAA 

AGGGAGTGGAATTCCTAAGTTTTTCAAGGTGGGCAAGGCTGCAGGTGGGGTTTCTCCTCGGGGGCTGACTTGAAGAAAGGAAGAGCTAAGGTAG 

CCATGCCTTTTCTGTCCACTCACTAGACTCTGGAGCTCAGGGCCAGGCAAGGATAGGGTGGTACAGCCTGTATGGTTAGGATGCAGGTCCCCTC 

CCCTGGACTGAACCCTTATGCATCCCGCCAGGGGCATCGTGAACATAGCCTCCTCCACGAACCTGTTGACGGATTCCAAGAGTCTGCAGCTGGT 

GCTCGAGCCCAGTCTGCAGGTGCTGAGCCGCAAGCAGCGGCGACTGATCCGACAGAACCCGGGGATCCTGCACAGCGTGAGTGGAGGGCTCCAG 

AGCGCTGTGCGAGAGTGCAAATGGCAATTCCGAAACCGCCGCTGGAACTGCCCCACTGCTCCGGGGCCCCACCTCTTCGGCAAGATCGTCAACC 

GAGGTGGGTGCCCAGGAAAGCGACGCTTCCGGGATTAAGGGAAAAGCAGGGTCATCTCCAGGGCATAGGCGGGCGAAGGCAGGGAAGACATCCC 

AGGGTTATATGTGATGAAACTGAGAATCGCCTGGTGCCGGCAGTTACCGTAGGT C AG CACCAGATTCTTTCTAGC CTTGCGTTGTG AG C ATG AT 

CTTTAACGTTGCTGAGCCACTGGCCCACAGAAAGGGAATTCCGGATCGTGGGCGCTGGGCGACAGCTGTTTTTCCCTAGCCTTCCTCAAAGGTA 

CCTGGGAAGCTGATCTCTGAGGGCTAGCTAGGGTTGTGCTTCGCACCCAGCAAAGTTTGCACTGCCAATACTAGTAGCGATCTTGGCTATGCAG 

ATTTGTTCTACTTGGGAATCTCCCCTTGGAGCTGCTCTGCTAAGGCTGTGGAGTCTCAGTAAAGCTTAGAGAGGAGGGCATTCCATGCTTCGCA , 

CACATGACTCCAAGGATGTTGGACTGTAGGGTACCAAGTCTTCCAAACAGGGTGCTGAGTTGGCCCCAGGCCTTCTCTCAACTGATGCGGGGTC 

GCTTCACCCACAGGCTGCCGAGAAACAGCGTTCATCTTCGCAATCACCTCCGCCGGGGTCACACATTCCGTGGCGCGCTCCTGCTCCGAAGGCT 

CCATCGAGTCCTGCACCTGCGACTAGCGGCGGCGCGGCCCTGGGGGCCCCGACTGGCACTGGGGGGGCTGCAGTGACAACATCGATTTTGGTCG 

CCTCTTTGGCCGAGAGTTCGTGGACTCCGGGGAGAAGGGGCGGGACCTACGCTTCCTCATGAACCTTCACAACAACGAGGCAGGGCGAACGGTA 

CGTCGGTGTGTCCGGAACCAATGGCAGGGGAGATGTAAGACAGGTGCACGGGGACAGAGGCACAGGGAAGGGGCTTCCCGAGAGAGTGGGACTC 

TAGGAGGGAAGACAGAGAAGAGGTGGTGGTTGAGGGCAAAGAGGTTCCTGAGCTGATGACAGAACAGAAGAGATTAGCAGGCTATCAACACGTG 

GGATGTATTGAGATGGCTCCATGGCACACTTTTGAAAGATAAAAGTGACTTGCTGGCGTGGAGCAGAGTCTGGCCGAATGTCCCTATCTCAGCG 

GGCCATTTTGCACTTCCTCTCTCCCGAGCTTAGTCACACCTGGACCTTGGCTGAAGTTTCCACAGCATCGACGTGACCCGGGTGGGGTGGGGGT 

GGGGAAGTATGGGTGGTGGTTCGTGGGATGTTGGCTTTGACCTTTTCTTCCCTCCTCCCCTCGTCCCCTCCTCCCCCAGACCGTGTTCTCTGAG 
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ATGCGCCAAGAGTGCAAATGCCACGGGATGTCCGGCTCCTGCACGGTGCGCACGTGTTGGATGCGGCTGCCCACGCTGCGCGCTGTGGGCGACG 

TGCTGCGCGACCGCTTCGACGGCGCCTCCCGCGTCCTTTACGGCAACCGAGGCAGCAACCGCGCCTCGCGGGCGGAGCTGCTGCGCCTGGAGCC 

CGAAGACCCCGCGCACAAGCCTCCCTCCCCTCACGACCTCGTCTACTTCGAGAAATCGCCCAACTTCTGCACGTACAGTGGCCGCCTGGGCACA 

GCTGGCACAGCTGGACGAGCTTGCAACAGCTCGTCTCCCGCGCTGGACGGCTGTGAGCTGCTGTGCTGTGGCCGAGGCCACCGCACGCGCACGC 

AGCGCGTCACGGAGCGCTGCAACTGCAGCTTCCACTGGTGCTGCCACGTCAGCTGCCGCAACTGCACGCACACGCGCGTTCTGCACGAGTGTCT 

ATGAGGTGCCGCGCCTCCGGGAACGGGAACGCTCTCTTCCAGTTCTCAGACACACTCGCTGGTCCTGATGTTTGCCCACCCTACCGCGTCCAGC 

CACAGTCCCAGGGTTCATAGCGATCCATCTCTCCCACCTCCTACCTGGGGACTCCTGAAACCACTTGCCTGAGTCGGCTCGAACCCTTTTGCCA 

TCCTGAGGGCCCTGACCCAGCCTACCTCCCTCCCTCTTTGAGGGAGACTCCTTTTGCACTGCCCCCCAATTTGGCCAGAGGGTGAGAGAAAGAT 

TCTTCTTCTGGGGTGGGGGTGGGGAGGTCAACTCTTGAAGGTGTTGCGGTTCCTGATGTATTTTGCGCTGTGACCTCTTTGGGTATTATCACCT 

TTCCTTGTCTGTCGGGTCCCTATAGGTCCCTTGAGTTCTCTAACCAGCACCTCTGGGCTTCAAGGGCTTTCCCCTCCCACCTGTAGCTGAAGAG 

TTTCCGAGTTGAAAGGGCACGGAAAGCTAAGTGGGAAAGGAGGTTGCTGGACCCAGCAGCAAAACCCTACATTCTCCTTGTCTCTGCCTCGGAG 

CCATTGAACAGCTGTGAACCATGCCTCCCTCAGCCTCCTCCCACCCCTTCCTGTCCTGCCTCCTCATCACTGTGTAAATAATTTGCACCGAAAT 

GTGGCCGCAGAGCCACGCGTTCGGTTATGTAAATAAAACTATTTATTGTGCTGGGTTCCAGCCTGGGTTGCAGAGACCACCCTCACCCCACCTC 

AGTGCTCCTCTGTTCTGCTCGCCAGTCCTTTTGTTATCCGACCTTTTTTCTCTTTTACCCAGCTTCTCATAGGGGCCCTTGCCCACCGGATCAG 

TATTTCCTTCCACTGTAGCTATTAGTGGCTGCTCGCCCCCACCAATGTAGTATCTTCCTCTGAGGAATAAAATATCTATTTTTATCAACGACTC 

TGGTCCTTGAATCCAGAACACAGCATGGCTTCCAACGTCCTCTTCCCTTCCAATGGACTTGCTTCTCTTCTCATAGCCAAACAAAAGAGATAGA 

GTTGTTGAAGATCTCTTTTCCAGGGCCTGAGCAAGGACCCTGAGATCCTGACCCTTGGATGACCCTAAATGAGACCAACTAGGGATCCAGGTCT 

CCTGAGAGAAAAGCCTGCTCAAAAGCTCCTGCAGGGCTCTTCCTCCTGTTCTGGCAGCAGCTGGTTAAGTGATGAGGACAAGTGTGTCACCTGA 

TGGGGACTCAGCACACCAACAGTCCAGCTCTCCTAGTGCAAGAGCTGGGGAGGTAGCAGCAATGAAAGGAAAGGATAGCCATGACTACATCCTG 

AGAGGGGGGGGGGGGAAGCTCAAGCAGAAAGGGTGTCATTGCCCCTGGGAGGCTATCAACCTTTTCTGCAGTCTGAGCTTTGAGCAGTGGAAGG 

CCCACCTCTTACACTCTTCCTGGAAATTCTTTATTAGCAACCCAACCCTAACCTACAGGTAAGGGACATCCAGGAACAAGCCATGGGTTAGAGC 

TGGAAAGATGGCTCAGAGGTTAAGAGCACTGGCTGCTCTTCTAGAAGTCCTGAGTTCAATTCCCAGCAACCACATGGTGACTCACAACCATCTG 

TTAATGGG ATCTGGTGCACTCTTCTGG TG TGTCTGAAG ACAGCTATGGTGTGCTCATATAAATAATAATAAAGAAATG AT ATTAAAG AAAAGC C 

ATGGGTTAACAGTGGGCCCTAAACTTGAACTAGAAAACTTAAAGATGCTCATAGGGAAGAAGAAAAGAGCAGAAAGCTTAGCTTCTAGACAGGG 

GT AAGGCTT AG AG CTC AAT AAAAAAGG AAC C CCAAG AGTG ATTGGTCCACAACCAAAGCAGTAAGCTAACCACACCCACAAAGAGCCAGAATGA 

GGATTGCTTATGAGCTGCAGGCTACCTGTGTGCTTGCAGTCACCAGTCAGCAGGAAAGGAATCCTTCTCAGAGTACTCAACCTGACGCCAGTCA 

TTTCTTCGTCCCTTCCTTGTCCAACCAGAGCCTTAGCCCTGACTCAGGGAACACTAACCCTTTCCAATACCTGACCTTCATCATAGCCCCTTCC 

CACCAGAGAGGACCCGAAAGGCATTGACAGAAGCTACAGAGGACCCCCGCCTTCCCAAGAGCCATAACCAGTCTCAATCAGCTCAGAGAGTTTC 

TTGTTCTTCCCAGGATCCTTTGCTGCAGGCTATCACCTCTGGGGAAGGGGGGGGGGAAGAGGTGGGGGGGGAGGGGTGAACTCTGACCCCTGTT 

GGTTTTTTGACTCTGTGAGTGGGTAGAGAAGTAGATTCAGGGCCTGCTCAAGCCATTTCCTTGCCTTTCTCTCCACTGGCAAAGCTAGCACTGG 

GTCAGTTCTGATGAGTGGATCCAACCTGGGATACTGGATGTCTGGATGTCTAAAAGGTTCTGGGTCTGCAGTGATGATCATCCAGAAGAGCCTA 

CTCAGTCCTAACCCAAGCTGAGCTATCAGCCCCTCAGCGCTCCCAAAGTATGAAGCCATTGGGCTGTCCCAGGGCACAAATGTGTGTGTGTCTG 

TGTGTGTGTCTGTGTGTGCATGCCTGCACATGCTGTGTTGCACGTGTGTGCCTGTGTGTATGTGTGCATGCACGCATGTGCACATGCACGCTTG 

TGTGTGTGTGTATGTGTGTATGTGTGTGTGCATGTGCACGTGTGTGCACGCATGTGCGAGAGTGTGTACGCGTGGGCTGCTGTAACTCAATGTA 

TCAGGGAGAAGCAGCAGAATGGAGGAACCAAACCATCGCCGACCAATCTCACCCAAATCCTAACCCAGGAACCTGGAAACTAGTGTGCTGAGCA 

GAGGTGTCTTTCAGGAGTTGGAAAGAGAGCACCACCACCCCGTTTTGCCCAGGTATTTGACACATCTTTTGTCTTCAGTCTTCTCAGTCCCATT 

TGCCTTGCTTGACCCTTAATTGAGAATATTCAAATATCCATCTTTGTTGTCGCTTAAGGAGGGGATAGGCTTCAAATGACATAGTGTCTGTGAC 

AGCTTGGGTTGTGTGGACGGCTACTGATACCTTTTCTGTACTAGCCTCTGTCAAATGCTGGCAGTGCAGCAATCTACAAGCCAGAGGTCCAGCC 

AGGACTCAACCAGGCCAACAAACACTAACAGGCATAGAGGGAAAGACCCTCGGTGTGCAGGAAAGGCTTCAGCACCCTTCTCTTCCAGGGGCTG 

GAACTTGGAAGAAGTGTGCCATGGGAAAATGCAGAAGAAAGCCAGGGCCCAACACAACATGCACAAATAAAAGGAAACAGTTCAGATAAAAGTG 

CTGGAAATGTGTGGCGTGATGGTAGAGCACGTGTAAGGACGAGATGGGTTGGATCCCCAGCCGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGT 

GTGTGTGTGTGTGAAGGGGCTGTGGGGTCTACAAGTGTTGCCTAGGAGCTGAGGACTCTTTTGTCCCTATTACCTGTGTTATCTGCGCTGCCCT 

CTCAACTGGATCAGTAGATCAGTAAGGAAGGGGGGGGGGAGGTGCGTACCTAGAAAGAGTCTCAGGGCTCAGAACACAAGGCGGTGTCCATAAG 

ATAATG AATGTC ATC AG AAATATGCCTG ACGC ACCTT CCTG AGG CTTCGACCCACTCGTGATCTTTAG ATG CCATGCAAATACACACCACCCCG 

GGGACAGGGAGCCTGGTCACAGAGCTGACCTCAGTCAGAGCTGTTGCGGGGACTGAGTCTTGAAATATCCCAGGGGTGGCGGAAAAGCTGAGAG 

GACCAAGACAGGCAGCGGGGCTGCACGGTCCCTGGGGGGTCAGCACCGAACACCCTGACACTGGCATCTCGGAAAAACCCTGTCAGTGGTAACT 

GCAAATACCAGAGGGTCCAACCCCCCCTTCCTTACGGCCCCAGGCAGGCTCAGT'CGCTTGGCTCCAGGGAAGAAAATAAGCTGTCTGGGTGTGG 

TGTGAGCAGGAACATCCGTGCAGAGCTGCGCACCAACTCACCCTTACTCAGTCTTTCCACACCATGCCAGGGCCGGGCATGAGACAGACCACCC 

CCTTACGCCCTCCCCCGTCTGGGCTAAAAGCAGACACACTGGGTTGGTGAGAGAGCAGCAGGTTATAAATATGCCCAAGGAACTGCCGCCAACT 

CGCTCCCCTGTCATCCCCTGGGAGGGGGTAGGGTGGGGTGACACCTAAGGAGGAGCCAGGGCTGCCCTATTCAGTGAGGCCCAGAGAGAAGTGG 

AGCCTCCAACCAGCTGCTGAAATATTTATTGATTTTTTTTCCTTTACCTTTCCCAGGTGAATGTGCCACCTTTGACGTGTGCCCTGGACTTTTG 

TCTACCCCACCCTCCCTGGTATATGGCCTTATGTCCAGCGTGAAAGGGCTCAAAGCCCTGGGCCATTTCCTTACACCCTCAAGAAAATAGCAGA 

CTTTTTAATTCACTCACTGAGTGGACATAGTGAGGTGCGCATGCGCACCTGCAGCCCCGGGGCATGCACACCCTACTCCTGGGTGATCGTACCA 

GCTCCAGCCTCTGTTCTGCACGCTGTGCCTTCAACCTGGCAACCTCCCAGGGGAAGGGAAGGGAAGGGAAGAGAAGGGAAGGGAAGGGAAGGGA 

AGGGAAGGGAAGGGAAGGGAAGGGAAGGGAAGGGAAGGGAAGGGAAGGGANITONNNNN^ 

AAAGG G G GAG CCCTCCTCTTC C AGGG CTG AG CCC CT CCCTTCT C CATC CTC G CT ATT AAT C C T CGG AAGTG AAGGGG CCGTCCCTGGCGGCCCT 
TCAGCCCTATTGTGGCCCCTCGCCCTCCTCGGCTGGCGTCTAATTAACTCCTCCTGCCCCTGGTTTTGTGTGCCCCCCTTACTCCACCTTGTCG 
GGCCCGCCGCTCCGCTCGGTCCGGTCCCCCCGACGGACATTCCAGTCAGGCCGGGCCAGTGTGCCAGGGCAACCAGGGCCAGACCGAGGCCTAA 
TCCCCCCTCCACCCGGCCGGGCTCAGGGAGCCCCACTCACCTCCCGGCTCTCTAGGGGCTGCTGGGGTCTGCTGTGGCGGAGACACACAATCAG 
GACAAAGGCGCAGCCCCCAGGGGGCTAACTCAGCCTTCACGCCCAGGTTGTGCGGCATTTGGGGAGTTTAATGAATTGTCCATCACGCCTTTCA 
GGGGCCGCCCGTCAGCCTGGATTAATCTTCGGAGCCCTGGTGGGGCAGGAGACACTAAGCCTGTATTTATTACTCTCCCATTGTCACTAATTGA 
GGTAATTATCTGTGACTCTGGCCTGGCGAACAATGCTGCATTCACTCCTGGGACCTCGATGGGCCTGGCTCCCACTCTCAGCACCAACCCTCCC 
TCCCTTCCTCTCTAAAACGCGCCAAGGGCCAAGATGGGCCCTGGAGCATGTTGGGAAAGTGGACAACGTTCCACAATGTTCCACGTTCACGTAG 
TGTCTCCCAAAGCCTCCTCCACTATGGAGCAGTGTTGAGGAGAAACCTGGGTCTCGTAAAGTTGGTGAGAGAAGAGGGCACACAGGCTTGACCC 
GCAGAAACCCCAGGCCACAGCCAGCCTGGCATGCTTCATTCCTGGGTAAATGGCACTAAAGTCTCACGGGGCCTTTCACATGTCCCTGTAGCCT 
ACAGGACTCTGGAGTGCTAGAGGGCACATACTATTCCCTGCTAGATGAGAGGTTCTGGAAGCAGAAGCTACCAGAGTTGCCAGAGCGGCAAAGT 
TGGAGAAAGTTAACAAGAACAGGATAGGGCGCAACAGGGAGCAGAAGGGCAGGATGCAGAAGCATCCTAGGAAGAAGCAACCCAAAGTCAGAGC 
ATTCCCCAGGGATCACACCAATGTGACCATCAATTAGTGCCATGCAGCAAGCTGGAGAAAAACCCAATTTAGAGTAGATGTCATATGAAGATGG 
CCTTCTGGGTCAAGGGAATATTCCTGGAGAAGGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTAATGCATGTGCATG 
TGGTGTGTGTGTGCATGTGTTGTATATACATGTATGTGTGTGAATTCTTGTGTGTGTGCTTGTGTGATGTGTGCGTGTGTGTGTGTTTAAGATA 
CAATAAAGAAGAGTAGACTTGGATGAGACTTGATTTTGAGATTCTTGATGGCAAAAATTATGTTTTGGGTCACTGTTATTTTTATAAGATCCTA 
ATACTTTACCTAGAATGCCAGGCTATATGAAGCCCGTACTTCACAACCGTTGCGGCCTGTCAGATCTTCTCTTAAATGTCTGTCGTCCGGCTCT 
TCATTTACCTAGTTCTTGGTCAAAAGAGATGTCTAGAGCATTCCTGGACAGTCCTGTCCTGGATGGACAACTGACCAGCTGAAGCACTAAGGAT 
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CCTGGT AGAACT C AGCGC CAAAGTTCGAAC AGCGC C AC CT CGTGGC AAATCTTGGGAG AGCTT CTGG AGAC ACTAGCTAAGAGG ATAGAGCCAG 

TGAAGTAATGTATCGTGCACTTCGGGATGTCATCAAGTTTCCCATGTGCTGAAGATAACAGAGAATACCCGGTCCTTTTGCCTGTACCCCCTGA 
GTGCTAGGACTTTTACGGGGCTACCATGGCCAGTTTATAGAGTT.TTGGGGATCAACTGTGGGACCTTGTGAATATTAGATGAGTTTCTATCAAC 
TGAGTTACATTCTCCTGCCTCACTTCCCTCTTCTTACACAAACCTTTTTGGAGGTGTTTTCCATGCCAAGATTTCGTGGCTACAGAGTCAAACA 
TGTAAAT C AATGTATGTAAATC ATATTCTAGTAAC AAATTTCAAAGGGT AACC AAGTCAACAAAG ATG CCAGGCATGG TGG CACACACCTTTCC 
TCAGAGGATTTGGGAAGCAGAGGAGGGTGGATCTCTGGGAGTTTCCAGGCAGCTTGGTTTAAATAGAGGGTTCTAGGTGAGTGGGGGCTATGTG 
GTGAGACCCCATCTCCGATACAGTCCCACCATCACTAACCCACACCAAACCAACCAACCAAAAAGAGAAAGCACAGCAAAGGTCACGATGGAGA 
GCCAGGGAAGTATTCAGAACTGAAGTACAATAAGATACTCCCAGCTCAAAACTCTCTGTCATCACTCTTTTGATTCTTCTCACAAAAGATCCTG 
TGTTTCTTTAGCCAGAGGCAGAGCCTCATTGCTTTTCCCATGTTGCCTTGGAATTCCTGGGTTCAAGGGATTCCCCACCCACAACCCGCCATGT 
AGCCGGGACTACAGGTGTATGCGTCTGCCCCATGTGAAGGTCAGATGCTTGCTTTATGCTTGCCTTCAGTAACCTCTTCGTGACCAAGGCCTCT 
TTCTTCCCAGGGCCTTGTTCCCTGTGGAACTCATGTCTTCTCACATTCTGGACGCATCTGTTTCCTCATCATCTTTGTGAGAACTACCTCAAAC 
ATCCCTTCTTCAGCTTTCCCTTGGCAGAGTGACCTTGCCTGCCCGAACTCTTGAAATGCTTTGCTGGCCATCCGTGTATGCAGTAGACCAGGCT 
TGCACCTGCATGAGGACACAGGTTAGGTGTCT CTCATTTTGCCATCCTTG CT AG CAC CAG ATAGGGAC ATT ATATGCC CTC ATCAAATG ATGAA 
TAAGTGGATTCATGGATGAAGAAGCAGACGCATGGATAGATGGATATGGAGAGGCACTTGAATGGATGATAGATGAGATGTGGATAGATCAGTA 
AGTGCATAGGTAGGATGCATGGATAGATGCATGCATAGGAAGGATAGATAGGTGAGTGGGTGGATGGGTGGATGGATGGAAGGATGACTGGATG 
GGTGGATGGGTGATGATTGGATGGATAATTGGGTGGATTGATGGGTGGGTGGATGGATGGATGGATGGATGATTGGATGGTTAATTGGGTGGAT 
TGATGGGTGGGTGGAATGGATGGACTGATGGAGCATTTATCCACAGATGACTTGTATATCCTAGTTAATACAAGGAGATTCAAAGAAGGGAGCC 
TACCCCCATGGCATGCCATGAAGAGGCAGGAACACCCCTAGTTTAAATTTTTCTCTCTATGTGCACCCTTGAAGACTTGTCTCCCAGTAGGCAT 
TTGTGGCTATATCCCATTCCCTATGAGTCCAAGTCAAGGAGGTGTCCTCCTCCCACTTCTTTCCATAAAATATGGAAGAGTTCACAAATTTGAA 
TGTTGGCCTTGCAGAGGCACTGCGCTAATCTCCTCTCAGCTGCTCCAAATTTAGTGTAAAAGTGATCTCCCCAAAGGTAGAAGGTGTGCCCGAG 
TCTCCTCGATGTCCCTGGAACACATGGTTAGTGGGCAAGTGGACAACTGAGTAATTACTGAGAGAATACTACCCTGTCCTCAACGAACACTCTG 
TGCACACATCCCAGGACCCTGCATTGAGCGGCTCTCCTCTCTTGCAAACACATCCACATTACTGATCTCTGTTTTGTTTTGTTGTTTTTTGGTT 
TTTCTGAGACAGGTTTCTCTGTATAGCTCTGGCTGTCCTGGAACTCACTTTGTAGACCACGCTGGCCTCGAACTCAGAAATCTGCCTGCCTCTG 
CCTCCCAAGTGCTGGGATTAAAGGCTGTGCCACCACTGTGCTCACTGATCTCTTTGATGTCCCAGTTATAGCTCTTGGGTTCCCCACCCATTTG 
TAGGGGGACCCAGGACACCTCAGAGCTCTCCCAAGTCTAAAAAGGGCAGGGTTCCTGGCTCCCTTAATGCCTTATCAAGCACAACAGAACTCAG 
GGGCAGAAAATGTTCCCAGGAAGAACTTAGCTGTGGGGAGAGTCATGGGGTCCCCTGCTAACCTAAGATGTGTTGCCCCCAAAAGAGTAGCCCT 
CCAGGACCTGCTGTCTTTTCTCCTGATCAAGGGGGCAGTTCCAGGGTGGGGGTGGTTGTGCCCTCCTTCAGAAGGCTGGGTAGCTGGCAGACAC 
AGCTAGATTTAGAAGTCATTTTCACAGCAGGGAGTCGCTAACCTGCCACCCACAGGGCCCCATGGGGCCTAAGATACTACTTACCAGGGTCTGG 
CCCTGAAACCTGCAGACACTCCTCTCCTTCTCTCCCAGAACTTTGGCAGCTGGCTCCGACTCTATCCTTGGCAAGCTCTGGAAGAAGGCACGTG 
TTGCCCTGACACCCTAAATACCCAAATGTTCCCCCACACAAAATGGGTGGTTGTTACCTAACCTAGGATATGCCTTTTTCAATGCTGGGGACCA 
AACTCAGGACTGTGTACATTCTAGCCACACATGCATACTACCATTGAGCCACCACCACAACCCGGTTCCAAAGGGACTTCTTTTTTTTTTTTGG 
AGACAGAATCTTGCTGGGCTGAACTGGGATAGGCTGGAAGTTGCTGTGTAAACCAGGCTGGGCTCAAACTCATGACCATTCTCCTGACTCCAGT 
TTTCAAGAAAGTGCGCCATGCCTGGCTTCCTTCTCTCTCTCTCTCTCTCTCTATCTATCTATCTATCTATCTATCTATATATATATATATATAT 
GTTTTATTTTGCCTGGATGGCATGCAGCTCATTATGTAGACCAGGCTGGCCTTGAACACCCAGAGACCCACCAGCCTCTGCCTTCTGAGTGCTG 
AGATTAATGATGGAGAGTGCCACCAATGGAGAGTGCCACCAACCGGGCTTCTTTCCCTAATTTTTATCTACAAGTCACCTCCTCTGTGAACTCT 
CCCTGGATTTTCTAAAACTAGGATCTCCCTTGATTGACTCTTCCTAGAACTTAACACAACCGTCCTCACTGTCAGACAGGCCTTGCCATTTCTG 
CCCTTGAGCCCAGCCCAGAGTCTAGTTCCTAGGAAGTGTTCAGTAAATGCTAGGTTTCGCTTGGCAGCAGAAAGGACTGCATTGGACGTGGTAA 
GACCTTTGGTATCTTTGATCTTTGCCCAGGGTGACCCGGC 

MOUSE SEQUENCE - mRNA 

AGTGGCTGCTTCAGCCCAGCAGCCAGGACAGCGAACCATGCTGCCTGCGGCCCGCCTCCAGACTTATTAGAGCCAGCCTGGGAACTCGCATCAC 
TGCCCTCACCGCTGTGTCCAGTCCCACCGTCGCGGACAGCAACCACAGTCGTCAGAACCGCAGCACAGAACCAGCAAGGCCAGGCAGGCCATGG 
GGCTCTGGGCGCTGCTGCCCAGCTGGGTTTCTACTACGTTGCTACTGGCACTGACCGCTCTGCCCGCAGCCCTGGCTGCCAACAGTAGTGGCCG 
ATGGTGGGGCATCGTGAACATAGCCTCCTCCACGAACCTGTTGACGGATTCCAAGAGTCTGCAGCTGGTGCTCGAGCCCAGTCTGCAGCTGCTG 
AGCCGCAAGCAGCGGCGACTGATCCGACAGAACCCGGGGATCCTGCACAGCGTGAGTGGAGGGCTCCAGAGCGCTGTGCGAGAGTGCAAATGGC 
AATTCCGAAACCGCCGCTGGAACTGCCCCACTGCTCCGGGGCCCCACCTCTTCGGCAAGATCGTCAACCGAGGCTGCCGAGAAACAGCGTTCAT 
CTTCGCAATCACCTCCGCCGGGGTCACACATTCCGTGGCGCGCTCCTGCTCCGAAGGCTCCATCGAGTCCTGCACCTGCGACTACCGGCGGCGC 
GGCCCTGGGGGCCCCGACTGGCACTGGGGGGGCTGCAGTGACAACATCGATTTTGGTCGCCTCTTTGGCCGAGAGTTCGTGGACTCCGGGGAGA 
AGGGGCGGGACCTACGCTTCCTCATGAACCTTCACAACAACGAGGCAGGGCGAACGACCGTGTTCTCTGAGATGCGCCAAGAGTGCAAATGCCA 
CGGGATGTCCGGCTCCTGCACGGTGCGCACGTGTTGGATGCGGCTGCCCACGCTGCGCGCTGTGGGCGACGTGCTGCGCGACCGCTTCGACGGC 
GCCTCCCGCGTCCTTTACGGCAACCGAGGCAGCAACCGCGCCTCGCGGGCGGAGCTGCTGCGCCTGGAGCCCGAAGACCCCGCGCACAAGCCTC 
CCTCCCCTCACGACCTCGTCTACTTCGAGAAATCGCCCAACTTCTGCACGTACAGTGGCCGCCTGGGCACAGCTGGCACAGCTGGACGAGCTTG 
CAACAGCTCGTCTCCCGCG CTGG ACGGCTGTGAGCTGCTGTGCTGTGGCCGAGGCCACCGCACGCGCACG CAG CGCGTCACGGAGCGCTGCAAC 
TGCACCTTCCACTGGTGCTGCCACGTCAGCTGCCGCAACTGCACGCACACGCGCGTTCTGCACGAGTGTCTATGAGGTGCCGCGCCTCCGGGAA 
CGGGAACGCTCTCTTCCAGTTCTCAGACACACTCGCTGGTCCTGATGTTTGCCCACCCTACCGCGTCCAGCCACAGTCCCAGGGTTCATAGCGA 
TCCATCTCTCCCACCTCCTACCTGGGGACTCCTGAAACCACTTGCCTGAGTCGGCTCGAACCCTTTTGCCATCCTGAGGGCCCTGACCCAGCCT 
ACCTCCCTCCCTCTTTGAGGGAGACTCCTTTTGCACTGCCCCCCAATTTGGCCAGAGGGTGAGAGAAAGATTCTTCTTCTGGGGTGGGGGTGGG 
GAGGTCAACTCTTGAAGGTGTTGCGGTTCCTGATGTATTTTGCGCTGTGACCTCTTTGGGTATTATCACCTTTCCTTGTCTCTCGGGTCCCTAT 
AGGTCCCTTGAGTTCTCTAACCAGCACCTCTGGGCTTCAAGGCCTTTCCCCTCCCACCTGTAGCTGAAGAGTTTCCGAGTTGAAAGGGCACGGA 
AAGCTAAGTGGGAAAGGAGGTTGCTGGACCCAGCAGCAAAACCCTACATTCTCCTTGTCTCTGCCTCGGAGCCATTGAACAGCTGTGAACCATG 
CCTCCCTCAGCCTCCTCCCACCCCTTCCTGTCCTGCCTCCTCATCACTGTGTAAATAATTTGCACCGAAATGTGGCCGCAGAGCCACGCGTTCG 
GTTATGTAAATAAAACTATTTATTGTGCTGGGTTCCAGCCTGGGTTGCAGAGACCACCCTCACCCCACCTCACTGCTCCTCTGTTCTGCTCGCC 
AGTCCTTTTGTTATCCGACCTTTTTTCTCTTTTACCCAGCTTCTCATAGGCGCCCTTGCCCACCGGATCAGTATTTCCTTCCACTGTAGCTATT 
AGTGGCTCCT CGC CC C C AC C AATGTAGTATCTTC CTCTGAGG AATAAAATATCT ATTTTTATCAACGA 

MOUSE SEQUENCE - CODING 

ATGGGGCTCTGGGCGCTGCTGCCCAGCTGGGTTTCTACTACGTTGCTACTGGCACTGACCGCTCTGCCCGCAGCCCTGGCTGCCAACAGTAGTG 
GCCGATGGTGGGGCATCGTGAACATAGCCTCCTCCACGAACCTGTTGACGGATTCCAAGAGTCTGCAGCTGGTGCTCGAGCCCAGTCTGCAGCT 
GCTGAGCCGCAAGCAGCGGCGACTGATCCGACAGAACCCGGGGATCCTGCACAGCGTGAGTGGAGGGCTCCAGAGCGCTGTGCGAGAGTGCAAA 
TGGCAATTCCGAAACCGCCGCTGGAACTGCCCCACTGCTCCGGGGCCCCACCTCTTCGGCAAGATCGTCAACCGAGGCTGCCGAGAAACAGCGT 
TCATCTTCGCAATCACCTCCGCCGGGGTCACACATTCCGTGGCGCGCTCCTGCTCCGAAGGCTCCATCGAGTCCTGCACCTGCGACTACCGGCG 
GCGCGGCCCTGGGGGCCCCGACTGGCACTGGGGGGGCTGCAGTGACAACATCGATTTTGGTCGCCTCTTTGGCCGAGAGTTCGTGGACTCCGGG 
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GAGAAGGGGCGGGACCTACGCTTCCTCATGAACCTTCACAACAACGAGGCAGGGCGAACGACCGTGTTCTCTGAGATGCGCCAAGAGTGCAAAT 
GCCACGGGATGTCCGGCTGCTGCACGGTGCGCACGTGTTGGATGCGGCTGCCCACGCTGCGCGCTGTGGGCGACGTGCTGCGCGACCGCTTCGA 
CGGCGCCTCCCGCGTGCTTTACGGCAACCGAGGCAGCAACCGCGCCTCGCGGGCGGAGCTGCTGCGCCTGGAGCCCGAAGACCCCGCGCACAAG 
CCTCCCTCCCCTCACGACCTCGTCTACTTCGAGAAATCGCCCAACTTCTGCACGTACAGTGGCCGCCTGGGCACAGCTGGCACAGCTGGACGAG 
CTTGCAACAGCTCGTCTCCCGCGCTGGACGGCTGTGAGCTGCTGTGCTGTGGCCGAGGCCACCGCACGCGCACGCAGCGCGTCACGGAGCGCTG 
CAACTGCACCTTCCACTGGTGCTGCCACGTCAGCTGCCGCAACTGCACGCACACGCGCGTTCTGCACGAGTGTCTATGA 

HUMAN SEQUENCE - GENOMIC 

CCCTGGAGTCGGGAGATGACTAAGAGGGAGTCCCTGAGGTCTTTGAAGATGTGTACAACCGAGTTCTACATCTGAAAGCCTTAGAAATTCCCCC 
AACCCTGCAGGGAGCTTGGGTGGGTGAGGTGGGAGCAGAGCCTTTGTGGTTCTGTTTTTTTGTTTTTTTTTTTTTAAATTCACTTCAGGGTTAA 
TCAGTCTTTTAACCAACCTACCTACCACCATCCTAGCACCCCCAAAGCACTGGAGCTATGGAGCTGCCCTTCCGCTTCCCAAGATGTAGTTTTA 
TATTTG C C CTT C AAG ACTGCCCTTTTTATGTTTAT CCT AAC CTGCTATTAC CCT ATAAAAC ACTG AG AGGAGG AG AGAGGTTGGGG AGTG ATTT 
TCCCTAAGGCCCTCTTAAAAGGTTGGCTTCTTTGTTATGTTTTGGGGGTCACAGAAGCTCAGGCTGCCAAGCCTTTCCCAGACTTAAATAAACA 
TGCTCACCATTTGGGTGTCCAAGCCTTCCCCTACACCAGGCCCTGTGGGGAAGGAGGGGGACCCTCACTTCATTTTAGGCAGGGGCTCTCCGGA 
GCCCTGAGAAGACGAGAGACAGCACCCGCTTAGAGACCAGGCCTCTGCTACCCCAGGATCTAGGGCTCCTGGGCCAGCCTTCTGATCCCCCTAA 
CTCCAACCCTCCAGGGGTGAAGCTGTTTGCACAAGTCTTGGGAATTCCCCTGCAGATGGCAGCTGCCTATTAAGCCCATAGTCCCCAGAGCACT 
GCCCCCATCTCTGGGCTGAGCCCCCATGGGTCTTTACACCTCAGGGAGTGAACTCCAGTGGGAAACCAGGAGAGGCAGCCATGCCTCCCAGACC 
AGGCCAGCAGTGACCTGTTCTCTGCCTCTCCAGCCGTTCTTCACCTGCTCAGGTGAGCAACACCTGGAGCCCCCACAGCACAGAGGAGGGGACT 
GGCTCCCCAGCTTCAAAGTCATCAGGGTCTTTGTTCCCAGCTTTGGCTCCTGGGAACCCCAGCAATTAGGGGAGCAGATTTAACCCTTAAACGG 
TTGGGGGCGTCACCCCACCCCCGCTGAGACACTGGGGACACCAGCCTGGGCTTGTCCAGCCAAGATGGGGGGAGAGAAAATGGTGGAGGGAATA 
GGGGGGCGTTTGAAGCTTCCAGGACTGGGGGCATCTCTTGTTCACAGGTGCAACCCAGATTAAGCTGAGCGGAGGCAGGAAAGGGGGGCCCTAG 
GGTAGGAGAGCAGGGACCCAGCTGCCTCGCTGGCAGCACGCAGGTGGAAGTTAGGCGCGCAGGGGCCCAGACGAGTGGCCAGACCTGGCTCAGA 
GCGGCTCCGGGGGGGGCGGGGAATTCCAGGAGAGGCCCCTCCCGGAGCCGCGAAACCATCCCTTCCCGCCTCCGCGCGCCTCGCCCTGCCGCCC 
ACCCCCTAGCCTCCGCGGCAGCGCCGACCCGCCCAGCCAGGCTCACCGCGCTTGAGGATGGCGCTGTGGTGCGGCAGGCGGCCGCCGCCCTCAA 
GCGCGGAGCAGTTCCAGCGCTGGTCGCGCAGCTGGTGCTGACACTCGTGGACCGCGATGTGCAGACCCTGAAGCGCGGACGGCGTCACGTCGGG 
GTTGCGCAGGCACAGGCCTAGCTGCCGCTTGCTCAGGCCGGACAGCGTCAAGCACACGGTGTTGGCCGTCAGCGGCGGCTCGCCAGGCAACTTC 
AGGCCCAGAATCTCATTGCTTAGAGCCCTGGGAACCAAGAAGGCGTCTGGGGTCTGCGGTCCAGACCCCTCCAACTCTCCCCACCCCGGGTCGG 
TGTTTCTATGGCCTGGGAGACAAGGGGAACTGCTCACCGACTGCACAACGCCAGGAACAGGAGACCCGCGAGGCCCGAGGGCGGAGGCCGCGGC 
CGGGGCTCCTCCAGCATGTCGAAGCCCGGAGGCTCCGGTGGGCAGATCGATCAGGACCTGCGGGACGGGAGACTTGATGCGGGTTCAGGAATAG 
GGCGGCTCGCTTGGGGAACCAAGTGACGCCCTTCTTCGGGCTCCTAACCCACCGGTGCCACCCTACTGACCCTTCTCATTCCTCCTCAAACAAA 
ACAAGAAGAAACACCCCTTGATTCCCAGAGTCCCTGAGGCTTGGAGGTCTTAAAGAAGAAGAGTCAAGGCGTTGTCCCAGCTCAGGACTCAAGC 
GAGCAC CCCTGG AACCTTG C CC AAT C AGAC ACAACG CC CGG C ACACAG ACACACACTCACTTGCAAACTCAGA CACACAGACTC AC AAAC ACTT 
GCTCCACAACCTCGCCTACTGCTCCCTTTTCCAGGGCCCCACGACTAGCTTCCCCGCCCTCACAGGGCTAGGGAGAGGGATAGGGAGGAGGTTC 
CCCACCACCTAAGGGGGTGTCACCTCCAGGTGTCATCAAGGGCAAGTAGGCTCCATGAGAAAGGTCTAAGAATGAGTTCCCCACTCACACTGCC 
CCCTCCCTGAGCAGCAAGGAAAGAGGAGAGGCTCCAGGTGCAGGAAAGATGGGGAGGAGAGCCTGGCTCCCTCCTAAAAGGGACCGTGGCACAG 
ACTGAGTCCTCTTCCCTATCCCCCACCTTGCCTAACTACAAGCTCCCCTCCTCCATAGTCGCCCGTCTGGTCCTCACCCCTTGGCTCTCACATT 
CATTGCATTCTAAATCTGGGGGCACTCCTTTATTCTCTGTGTCTTTATCTCTAGCAATATCTCTGGCTCTCTATGCGTCTCTGTGCTTCTGTGG 
GTGGATGCGTGTCTGTCTGTCTGTCTGACTACACACGTGCCTGTCTCTTCCTCGTGTGCACGTCCCTGCCCTCCCTGCTTTCCCAGGTCTAATT 
ACCTCCAGTGGTTTGGGTGCGGGGTCCGAGACAGGCACGGTTGGGTTGCCTGGGCTTCACTAGTGCTGCTTAAACCGTGGGGAGACTGCGCTGG 
GTTCTGTCCCCTTGTCAGAGCCGCATTCTTCCAGGGCCGGGCCACTCCTCTTCACCGCTTCCCCAGCGCCGCCGCGGCCGCCGGGAGGAAGGGC 
GGGAGGAAGGGAGGGAGTGATCGAGAGAGCTAGCAAGCCGGCGAGCAAAGGACTGGGGGCTCTGGCTTTGCTCTCACCGAGCTCAGGGTGGCTC 
TGCCGGGCTGACGGAGCTGCAGCCCCTCCCCGAGCCTGGGGCTTCCCCACCCTACCCTCCACTCCCAGCCTTGACCAGGCGAATGCAGCCTCCC 
CCTCCTCCCAGCGCGCGCGCGCGCGCGCGCACACACACACACACACACACACACACACACACTCTCTCTCTCTCACACACCCTCTCCCCCGACG 
CCTGGGTTCAGGCTTGGCCCCACTGAAGAAGGAGGTGGCCAGAGTTCCTCTCACCTGATCTGGGGTCGCCAAGGCTGCAGGGAGGGTGTAGTAA 
CCTTCCTAGGGAGCCAGAATGGGGCCCAGATGGCCACATCTTTCATCACTCCTCTTTGCGTCAGTTTCTCCACCAAGATCAGGGTGGCTGGAAG 
GTGCCTTTGACAAGATGAGGATGGAGCCAGACAGTCTTTGGGCTTCTCGGTGTGGGACAGTCACATGTGGCACCCACAGCCTGAGCGCACCCGG 
GGTACTCAGAGCGGGCAGGAGAAGCACACGTCTGGGCAGCTTGGTTCCCACCCTCCTCCAAGCCCTGCGCCTGCCCCTTTGGAGGGGACAGCTT 
TGGCCTCAGAGTTTGGCCCTAGCAGAGGTTCAAGTAGCACCAAAGATTGTCAGCCTGCCCCGATGCTTCCTTGCCTGGCAGGGATGCTTGCCAA 
CAGAGGTATCCTACCCTTCTCGGGATTCCCCCGGTCTGCACTTTGGGTGGCCTGGATTCCTGCTCCAAGCTGTAGACTTGCTTCTTATGGGATG 
AGGAGGGCCTTGGGATCCAAAATTGAGCCAAGCCCAAGGGCAGCCGGGAAAGAGCCTGGTCTTGGGGTGCACAGGCAAAGGCAAACCGCCTTAG 
GGAGACCCAGTGGCAGCGAACGGGTXAGGCGCCACCGTGCTCCCGCCTGACTCACCCTCGAAGCTCTAACCACTGTGGGCTATTTTTGCCAGAG 
AGGGGCCCCAGGCTTTCCAGCCGCCCCCCGCCCCTGCCAGACCGCAGCCCAAGGCACGGCTGGCCCCACGCGCCCCAGGCACATTGACTCAGAC 
TGCCCCCAAGCAAGCAGAGGAACAGGGATGATACCCACAACCACAGTCACCTCTTCCTTGGTGGTGGCGTTGCAGCTCTGCTGGGCAGCCAGCC 
TCCAGTCTGTGCTGCTGGAGGTCCTGCCCGTGCTGCAGGGGTCACTGTTGGATAGCGGGCACAGCAGTCTGAGACAGGAGATCGAGCAAACTTA 
CATCTGTTGGGATATTTACAGATCACCTTTACGTGCCAGGCTGTGAGCAGTCTGGGGAGGTGAAAGTGCCATGGTCCCTGACACTGGACAGCCT 
GGACCAGACTGCTTTTCTCTGATTCCCTACCTCTGGGATGGGGAAGTGGGAGCACTAGAGTTCCTGACCCTCCTTCCCATTTAGAGGACAAGAG 
CCAAACCATGTGTGGTTTTGGAGGTCACCAGAATCTGCAAGCCCCATCTCATAGTTTTCATCCTTACACCTGGATTCATGATCCCCACCAGTGT 
CCTTATCCTTTTTCTTGCAGTCACCCTGGGATTCCTGCCAGGTCCTTGGAAGAGGGGAATGAGGTTGCCTAAGCCTCTCTTCTCCATGGGGACC 
TCATGGACATTTGTATTTCTCCATGTGTCTCTGGGTCCCCCTTAGGTTTGGGATTATTTTTTGCCTTCTGATTCTACCCTTGTCAGGCTCCAGC 
ATACAGCCAGGTGCCAAGAAGGGGCGAGGGGCAGAACTACTACAATAGGTTTCAACTTCCTGGTGACCCTAGGTCTCCCCAAGCAGGACTGTTC 
CAAATCCAAGGACCCAGAGTCCTGCTCCTTCTCTCTACTGAAGCCCAACTCTGGGACAAGAGGCCACAGGCCGGCAGACTGGGTGGCCTGAGCT 
GGCCCGCAGTGCCCTCAGCCCGACCGGCTGGCCTGAGCACTGACCCGCAGGCGGCTAGAGGGCGGTGGGACAGGCGGGGCCTGGAGAGGGCTGT 
GGGTGCACACCCATTGCCTAATACCCCAAGCACGCGGCCAGCTCCAAGAAAGGGGAGGGACGGGAACCAGAGAGACCTTGACGTGGGTCAGGGC 
CAATGACAGGAGGGGGAAAGTGGGGGGCTTTCATCACTGCAGGGAGGGACTAGGAGCAAGCTGGTTCCCCTTCCCCTCAATGAGAAGAGTGGAG 
GGCTGCCCTTCCCATCCTAGGGATGGAGGGTGTAACGAGAGCAATGTGGGAAGAACACTGGGGCCCTGGAGGGCGGGGGTCAAAGAAAAGAGTG 
GGGGCCCCTGGAGATTGGGGGATGTCGAGCAACTGAGGCGGTGGCTAAAGCCTCAGAAGCCTCCTCCTCCTCCTCCCCCCATGTTTGCCTTGGC 
CCGGGGTCCCGGGTGACTCATCTGTTGCTGAGCCGCTGATAGGGGAGGCCAGACCCGGGGAACCCAAATTATAGGCCCAGGAGGGATGGATGCG 
CCCGTGGCGGTGAGCTCAGCTGCGCTGCCCACCCTCCGCTTAATGCGCCTTCTGCTGCAGCACCGTAGGCCACCACCTGGAGGCACCAAAGGGT 
CTGCGGGCCGACTGCATACTGGACTCTCAGGAAGGCCCCACTTTCAGCAGTCCACTCCAACAAATCCATGGGATTACCTTAGACAGAATTTTGC 
CCCCTTCTGTACTCAGGCCTAATGGATGGGCTGTGCCTTCCCAGCCCAAGGGGGCAGTGCTGCCTGCGGGTGCTTCAAAGGAGGGTAGGCTCCT 
CTGCCCACAAACTCTAAACCCTGGAGCCCTGCTTCCTCCCCAGATCCCAAAGTCAAGGCAAAGCCCCTCTCCCCTCTAACATCTCACCTCTAAC 
CCTATTCCAGGGGGGTGGTTTGCTACTGATTTTCAACTTCAAGCCTTTAAAGTCATCCACGGTCAAAACTGATACAGAGAAAAATGAAGCAGGG 
TAAAGGAGATTAGTAGTGGGATTCTATTTTATAAAGGGGGAGGGAAAACAAACTGAAGGAACAAATACATGGAGAGATCTGAGGAAGAGCATTT 
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TAGAAGACAGAAAAGCAGGTGCACAGACCCTTAGAAAGGAGCATGCTTGGTTCAAAGGATTAGAAAAGAGGCCAGTGAGGCTAGTC3GGGAGAAA 
TTCGCAAGGAAGAGAGTGGTAGGCAATGAAGCTGGAGGGCTAGGAAGGAGGCCCCTTTACTTTGAGTGACATGGGGTCTCGCTGGAAAATTTTG 
AG CAG AGAAATG AACT AATCAG AGTTCTGTTTTAGGAAAGATGGCT CTGGG CTGGGCGCAGTGG CTCATGCCTGTAATCCCAGTACTTTGGGAG 
GCCGACGTGGGCAGATCACGAGGTCAGGAGTTCGAGACCAGCCTGGCCAACATGGTGAAACCCCACCTCTACTAAAAATACAAAAATTAGGTGG 
GAGTGTTGGTGGGCGCCTGTAATCCCAGCTACTCGGTACGCTGAGGCAGGAGAATCGCTTGAAACCGGAAGGTGGAGGTTACAGTGAGCCGAGA 
TCATACCACTGCACTCCAGTCTGCAGAACAAGAGCAA^ 

AATTAAATCAACCCTTTTGATTTTTGCAGTAAAATGGAGCACTGAAATGGAGCAATCTTGGGCAGTAATGTGGGGTCTAATGAAGTTTTTGGGT 

TTTTCAGATGGGTAGTATTGCAGCATGTCTGCATGCTTATGTGTATGTTCCAGGAGAGAGATAAGTGGATGATGCAGGAAAGAAAGAGGGGACA 

GTTGATATCATGATTATTTGATCTAAATAGAAAGTTGGGTGCTTGTTTTGGCAGCACATATACTAAAATTGGAATGATATAGAGATTAGCATGG 

C CC CTGC AC AAGG ATGAC ATG CAAATTTGTG AAGC ATTT C ATATTTTG AAAAAG AAATGTC AGC C AGGTC AT AAAC AGTGTG ACCCAG ATCTAG 

GGGCCTTACCCTCTTGCCCCCTACTCCTGGTGTGTGGAATGTTGGAACAAAGCACAGTGGCTCCTTTCCTCTCTTCCCACCTCTGCTTGACAAC 

AGTCGTCAAAGACAGGGCTTCCATATTTTCCAGCCAGCCTCCCACCCTCACGGTGTTGTATCAATCCACCAGGCCAAAAGATGTGACCCAGGCC 

CCAGTGGGAAGAAACTCATAAGGGATAAAGGACAGGCTCCCCGTGATACATTGTCCATTTACTTGAGCTATCTATGCTGGGTGCTCTCTGCAGG 

GACTACTGGCTTTTGGATCTACGGAGGGTGCTGGACCACTACACCTTTTCCCTCTGGGGTGGATCCTTGGAAGGGCCAGATATACTAGGCTGGG 

CAAAAGGGAAGAAAAAAGGGAAAGAAGGACATTTCTTTCTAAAATAACTTCCATCAGGCTTCATTTGGGTTAATATGCATCTCATTTAAAACAC 

AAGTGCCCGGGAATATTAATGAAACTTACCTGGCATTTATTCCTTAGAGTGATTTCCCTGCCTTAGAAGGGAATCCTAGTCATTTCTGGGACTT 

GAGACTTTAGGTTCAGGCCTGGGGAAATTTCTCAGTCAGAAGGCATCCTAAAAGACAAGGGAGATGAAAAAAATGAGAGCTAGAACTCAAAAGG 

GAGGCAGAAAGGCCCAAAAAATTATTTTTACCCATCAATTTTGAGAAGGGTTCCCAGCCTGTAATTGCTGCACACTGGCAAGCAGCTGGTAAGG 

TCGAAAGAGCATGGGCTTTGAGTCAAATTGGTCTGGGTTTTAATCTGGCTCTACCATTGATTCATTTATTAGACGTGGACCTTGGACAAGTGCC 

TGATCTATTTTTAATTCTGCAAAATGGGGAGAGAGAAGAGATCTTCCCTCCTTCCAGGGGCCATGTGTGTGGTGGTGGGGCATGATAACCAGGC 

TGGCAGTGCCCCCTATTCCCCATATAGGGAAAAGCAGCCACTTTTTTTTTTTTTTTCAGATGAAGTCTTGCTCTGTAGCCCAGACTGGAGTGCA 

ATGGCGTGATCTCGGCTCACTGCAATCTCCACCTCCCGGGTTCAAGCCATTCTCCTGCCTCAGCCTCCTGAGTAGCTGGGACTACAGGTGTGCG 

CCACCACACTCAGCTAATTTTTGTATTTTTATTAGAGATGGGATTCCACTATGTTGGCCAGGATGGTCTCGATCTCCTGACCTCATGATCCACC 

TGCCTCGGCCTCCCAAAGTGCGGGGATTATAGGCATGAGCCACCGCGCCCAGCCTGTCACTTCTTCAATAGGAGGCCTAAATGGCCTTGAAGCT 

G AGTAGG AGT C CCTGGGAG AG AAG AGAAAAGTGTACAATGG ATGAGATGG TCACAGGCACTCTGGGTATC C CAGTGTGGTGGG AACTAGAGCTT 

T AGGGAAAG ACAG AAACTTGG C AGAAACAT CC AAAG AG AAG C AAAC AC ATGG AGGC AC AAGTTTC CT C ATCTAGGTT C AATGTAG C C AGC AACC 

CTTGTCTTCCCAGTCCTCTCCATCACCATACATACAGTGGACATCCGCACCATTTCCCATCCTTTCTGAGCCTAGGCCTCAGAGACTTAGCCAC 

TCCAGGCTGGGTTCACCTCAATACCATCTTGGTTGTAGGCTCGGCTCTCTCCCCCAATGACATGCACTGGTTGACACATACCACAGTGTGACAC 

GCCATAGGATGCCACGAGGTACAAAGGGCAACAGAATGACGCATACACACATATTTAATCTTCCCATGCACATGCTCATCCACCCACTCCACAC . 

ACAGTCCAGACACTCTGCATCCCTCAATCATGCTTCTGAGTCTCCTGTCGACAGTTGCCACCTCCTTCCTGACACACTGCCCCAGGCGGTGACT 

GTGACAAGGTGACTCCATGACCTTTTCTGACTTGAGCTAAATTCCAAAATTCTTTGGAAAGTTTCCTAACATCCTTCGTCAGAACAAGGAGTTT 

CTGGCACGTACCAACACACAGGGAGGATGCACCCTCAGAACACAGCACATTCTCACTCCCACCCATATTCACGTTGTTCCACTTCACACACACA 

CACACACACACAGCCACTTGTGCGCTTCTTCTGGCGCACATGAGCAAACTGCCTGTTGCTTTAGGTTTCTCTCCACCGCTAGGCTCCTTTTGGT 

TAGCTCACCCCCACAACTCATCCCCGGGATTTCCCTGACCACAGCCGCACTCACGCCCCCGTCTCCCCTTTTTCCTTCTCTGTCCAGCCATCGG 

GGGTTCCTGGGCGGTTAAGCATCTCCCCGGAGTCGCTGCCCAGAACCACAGCTTTCCTTCCGACACTCAGGATGGGGGAGAGAGGGGACGTCGG 

AGGGGCCCGGGGTGACGTCGAGGGGACAACCCCACCGCGGGCGGCGAGGCGGGCTGGGCCCCTGGCGGGCTCTCCCCGCAGCACACTCTCGCCG 

CGCCCCCTGGCGGATGCTAGTCCTCGACGGGCTCCGGACGCTCAGCTGAGTGAGGCGGGCGCGCGTGGGAGGGTGTCCCAAGGGGAGGGGTCCG 

CGGCCAGTGCAGGCCCGGAGGCGGGGGCCACCGGGCAGGGGGCGGGGGTGAGCCCCGACGGCCAACCCGTCAGCTCTCGGCTCAGACGGGCGGG 

AACCACAGCCCCGCTCGCTGCCCATTGTCTGCGCCCCTAACCGGTGCGCCCTGGTGCCACAGTGCGGCCCGGAGGGGCAGCCTCCTCCCGTCAC 

TTCAGCCAGCGCCGCAACTATAAGAGGCGGTGCCGCCCGCCGTGGCCGCCTCAGCCCACCAGCCGGGACCGCGAGCCATGCTGTCCGCCGCCCG 

CCCCCAGGGTTGTTAAAGCCAGACTGCGAACTCTCGCCACTGCCGCCACCGCCGCGTCCCGTCCCACCGTCGCGGGCAACAACCAAAGTCGCCG 

CAACTGCAGCACAGAGCGGGCAAAGCCAGGCAGGCCATGGGGCTCTGGGCGCTGTTGCCTGGCTGGGTTTCTGCTACGCTGCTGCTGGCGCTGG 

CCGCTCTGCCCGCAGCCCTGGCTGCCAACAGCAGTGGCCGATGGTGGTAAGTGAGCTGGTGCGGGGTCGCCACTTGTCCCGCGGCACAGAGCCA 

GGGGCCAACCCTACCCAGCTCCCACGCTCTGGGATCCGTCTGCCGACAGGCTCCCTCCCCGCTCTGACTTCCCTCCGCGACACCGAAGGGCGAT 

CTGGCATGAAACTGCCCCAGACTCCAGCTCTGTACAAGTGGGGCGAATGATCCGCCCGCGGAGGCCTAAGATACCCCAGGCAGGGAGCCCACTC 

TCATCTAGCACCGCCCTTCCCCTTTGAGCGCCAACTCCAGCCTCACGGCGGTGGCTCACCACAGGTTTCCCCACCTCGGGAAGTGAAGGGCCAG 

GAGTTCGCCTAGAAAGGAGGGGAGAAGAGGGTGGGACTCCTAAGCATTTCACGCCTTGGGTGGGCAAGAACTGCAGGCCATGATTATCTCGCTC 

AGGCTGACCGGAAGAGGCTCGGAGATCCAAGGTAGACACTCGGTCTCCGGGTACCTCCTCTGTCCAGTCTCCGGACCTAGGGCTCAGGCGAGCA 

GCCCTGGGACTACTGGGCACACACAAGTCTGGACGCCCAGTTCTTTCAAATTAGTGAGCCTGGGAGAGCGGGTATTATTAATCTCCCGCCATTC 

TCTCCAGCCACATACCCCCAGGAAGAGGACCGGGTGGCACAGTTTTTATGGTTAGGGTGCGGATCCCCTTCCTGAGCCTGAGCTATCATACGTC 

CCACCAGGGGTATTGTGAACGTAGCCTCCTCCACGAACCTGCTTACAGACTCCAAGAGTCTGCAACTGGTACTCGAGCCCAGTCTGCAGCTGTT 

GAGCCGCAAACAGCGGCGTCTGATACGCCAAAATCCGGGGATCCTGCACAGCGTGAGTGGGGGGCTGCAGAGTGCCGTGCGCGAGTGCAAGTGG 

CAGTTCCGGAATCGCCGCTGGAACTGTCCCACTGCTCCAGGGCCCCACCTCTTCGGCAAGATCGTCAACCGAGGTGGGTQCCCAGGAAGGCGAC 

GCTTCCGGGAGCAGGGGAAACGCGGGGTCACCCCCAGGGCATGGGCGGGCGAGTTCAGAGAAGGTGTCCCAGGCGCCTGGAGGGTCACACAATC 

AACCTTGCCAAGTGCCTCGTGCCCAGCGCCAGCTCGGGGCCAGACTTCTACCAGGCGTTTTCCAGCCGTGCACCCTGGAAACGAAGCTTAACTT 

TTCTGAGCTACTGCCCCAGATAAAGAAAGTTTCGGGTCGCGGACGCCGGCTGACCGCCGCTTTCCCCCAGCCTCTCTCAAAAGCGCCTGGGAAG 

CTGCTCTCTGCAGGCGTGTGTCTGGCCTCTCGCCCAGCAAGGCTTGCACCGCCAAAATGGGCCGAAAGTTTTGGGCTGCGAAGAAGTCTTGGGG 

ATGTATGGTTCTTCCGCTCCCCTCTCTTCGGTTTGTCTCTCTGGGGCTGCTCCACTTCCGCTATCGAGCCAAAATGCGCCCTAGAATCTCCCAG 

TAAGGTGTGATTACGCCCGTGGACGTGGCTGCGTGCCCACGCACCTGCTTTCTCTACTAGCCCTAGAGACCAGCTTTCCAGCACTGCCGGCCCT 

GGCTCTCAGGACTCAAAGTGCGGAGTCGGGGGTGGGATTCCGGTCCCAAGCCCTTCATGAGGGTGCTGGCCGCGCCCCGCGTACCCCCTCGCTG 

ATCCCCGCTCCCTTCTCCCACAGGCTGTCGAGAAACGGCGTTTATCTTCGCTATCACCTCCGCCGGGGTCACCCATTCGGTGGCGCGCTCCTGC 

TCAGAAGGTTCCATCGAATCCTGCACGTGTGACTACCGGCGGCGCGGCCCCGGGGGCCCCGACTGGCACTGGGGGGGCTGCAGCGACAACATTG 

ACTTCGGCCGCCTCTTCGGCCGGGAGTTCGTGGACTCCGGGGAGAAGGGGCGGGACCTGCGCTTCCTCATGAACCTTCACAACAACGAGGCAGG 

CCGTACGGTGAGCTTTGAGAGGCTCCGCACCCTAAGCGGAGCGGCAGGGGCCAACCTCGGGCTGGGGAAGTGACGGTCGGTGAGATAAGGCAAG 

GGGCACCAGGAGAGGGCGTCCTGGGAGAGCCGGAGGCTTGGAACGAAGACGGAGAATAGAGGAGACAGTGGCTGAGGGCAAAGGTATGTCTGGC 

CCGCGGACAGGTAGAAGAGGTTGCAAATCAAGCACAGTCTCTTCGCTGTACAGATTCGAAAAATAAGCCTGAGAGGCCGAGACTGACTCGCCGC 

GGCGGAGCAGGGTTGGGCAGGGTTTCCAAATCTCAGCGGAACATTTCGCGCCTCCCTTCCCCTGGGCTCAGCTAGGCCTGGGCCTTTGCTGAGG 

TCCGGCCCCCGTGGCGTCCGGGAGAGGGCAGTGTCTGGGAGGGTGACTCTGGCCCGGTGCCCTGGGACACTCTTTCTTCCCCTATCCCCGCAGA 

CCGTATTCTCCGAGATGCGCCAGGAGTGCAAGTGCCACGGGATGTCCGGCTCATGCACGGTGCGCACGTGCTGGATGCGGCTGCCCACGCTGCG 

CGCCGTGGGCGATGTGCTGCGCGACCGCTTCGACGGCGCCTCGCGCGTCCTGTACGGCAACCGCGGCAGCAACCGCGCTTCGCGGGCGGAGCTG 

CTGCGCCTGGAGCCGGAAGACCCGGCCCACAAACCGCCCTCCCCCCACGACCTCGTCTACTTCGAGAAATCGCCCAACTTCTGCACGTACAGCG 

GACGCCTGGGCACAGCAGGCACGGCAGGGCGCGCCTGTAACAGCTCGTCGCCCGCGCTGGACGGCTGCGAGCTGCTCTGCTGCGGCAGGGGCCA 

CCGCACGCGCACGCAGCGCGTCACCGAGCGCTGCAACTGCACCTTCCACTGGTGCTGCCACGTCAGCTGCCGCAACTGCACGCACACGCGCGTA 
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CTGCACGAGTGTCTGTGAGGCGCTGCGCGGACTCGCCCCCAGGAACGCTCTCCTCGAGCCCTCCCCCAAACAGACTCGCTAGCACTCAAGACCC 

GGTTATTCGCCCACCCGAGTACCTGCAGTCACACTCCCCGCGGTTCATACGCATCCCATCTCTCCCACTTCCTCCTACCTGGGGACTCCTCAAA 

CCACTTGGCTGGGGCGGCATGAACCCTCTTGCCATCCTGATGGACCTGCCCCGGACCTACCTCCCTCCCTCTCCGCGGGAGACCCCTTGTTGCA 

CTGCCCCCTGCTTGGCCAGGAGGTGAGAGAAGGATGGGTCCCCTCCGCCATGGGGTCGGCTGCTGATGGTGTCATTCTGCCTGCTCCATCGCGC 

CAGCGACCTCTCTGCCTCTCTTCTTCCCCTTTGTCCTGCGTTTTCTCCGGGTCCTCCTAAGTCCCTTCCTATTCTCCTGCCATGGGTGCAGACC 

CTGAACCCACACCTGGGCATCAGGGCCTTTCTCCTCCCCACCTGTAGCTGAAGCAGGAGGTTACAGGGCAAAAGGGCAGCTGTGATGATGTGGA * 

AATGAGGTTGGGGGAACCAGCAGAAATGCCCCCATTCTCCCAGTCTCTGTCGTGGAGCCATTGAACAGCTGTGAGCCATGCCTCCCTGGGCCAC 

CTCCTACCCCTTCCTGTCCTGCCTCCTCATCAGTGTGTAAATAATTTGCACTGAAACGTGGATACAGAGCCACGAGTTTGGATGTTGTAAATAA 

AACTATTTATTGTGCTGGGTCCCAGCCTGGTTTGCAAAGACCACCTCCAACCCAACCCAATCCCTCTCCACTCTTCTCTCCTTTCTCCCTGCAG 

CCTTTTCTGGTCCCTCTTCTCTCCTCAGTTTCTCAAAGATGCGTTTGCCTCCTGGAATCAGTATTTCCTTCCACTGTAGCTATTAGCGGCTCCT 

CGCCCCCACCAGTGTAGCATCTTCCTCTGCAGAATAAAATCTCTATTTTTATCGATGACTTGGTGGCTTTTCCTTGAATCCAGAACACAACCTT 

GTTTGTGGTGTCCCCTATCCTCCCGTTTTACCACTCCCAGGCTTGGAAGCTTACCTCTCTCAAACAAATAGAATATGCTGTTGGGGGACTGGTT 

TCCTAACCTTGCCAGAGGACCCTGAGATTCTGACCCTTGGATGACCCTAACGAGGCCACTGGGAATCCAGCTCTCCTGAGAGAGGAACCTGGTC 

AGTAGCCAAACAAGCCTGCAGGGTTCTTCTTCCTCGTGGAACAGCAACTGGCTGTGTGATATGGACAGGTGCATATACTTGGTGAATGGGGGTT 

AAACAACCTCAGTGCCTGCTTTTCCTGCCTGGAACAGGTGTTCAGAAAATAGCTACTATTGAATGATAACTGTGACCATCTTCCAAAAAGTAGG 

AAGAGAAACTAAAGCAGAGTGCTGCTGCCCCTAATGTGGAGCTATTGGTCCCTGAAGCTTGGCTTCTTCAGCTGTGGTCAGGGCATTGGACAGG 

GGTGAAGCCCTTCCACCAACAGAAAAGTAAATACTGGCCTGGGGCAGTGGCTCATGCCTGTAATCCGAACACTTTGGGAGACCGAGGTGGGTAA 

ATCGATTCAGCCCAGGAGTTTGAGACCAGCCTGGGCCACACAGGCAGCCCCACCTCTACAAAAGAAAAAAAAAAAAAAAAATAATATATATATA 

ATCTATCTAATAAATACCTTATCAGGAGCCCCACTCCCAATCTTGGGCTCAGGGAGATCCAGATAATAGGTGATGAGCCTGGTGCTGGACCGAG 

AAGCTCAGAGATGCTGGTGGGAGAGAAGGGAGCAGGTAGGCTAGAATCCAAATGCAGGCTAGGCTTAAACCGATGTAACCAAAGGAAACCCTAA 

TGTGGTCCATAACCAAACTACTAAGCTAGCCATTCCCATAAAGAACCAGAATGAGGATTTTGTTACTAACACCACCAGTGTGATACCTCTGTGT 

GCACATTCACCAGAGTCAGTGGGAGTTCTAATCCTACCCACGGCCCTAAACCTATCTCTAACTCTAACCCTCTTCCTGTTCCTAGGTGTAGGTT 

GAACCTTAGCCTTAACCCTAACTTCAGACAAACACTAACCCCTTGTAAGCTCTAATGTCTGTCCCTAATCCTAACCCCTCCCCACAGGGGAGGA 

TCAGAAGGGCAAGGGGAGCTGTGAAACACCCAACCTATCCCCTAAGAGCAACAACTGCTCCCAGCCAGCTTGAGAATTTCCCCTTCTCCCCTAT 

TCCCTCCTCTCCTGTTCAGGCCTCTTCTGCTGTTGGTGCCTCCCACCAGCTTTGGGATATGTGTAGGGGTAGGGGAATGGAGCCAGGAACTGCT 

CAGTCCTGCAACGACATCCCTTTCCCTTCCTTTCCACCTGCCAAGCTAGCACCATCTCAGTTCTGATTCCTCACCCTAGGGGAAGAAATAAAAA 

CCTATTGATCCTGGGGAAGAGGCACCTGAAAAGCTTTGGGTTTCCATAAAGAGCACCCTGCAGAGAATGCCCAGTCTATAAGCCAAAGGGCTAT 

TAGATCCCTCAACTCCCCAAATAAGAAGTTAATAGGCTGCCAGAGGTGGGAGGGGGGGCTTGGGCCCCTGCTGGACAGTGCCCAGAGTTGAGAT 

G AAGCAG CAGGGTAG AGTCAAAGCATTGG CAGCTGTCTCCAACTACTTTTG C CTAAATT CAAACTCTAAG AATTGG AGT C AGTATCAGCTTTC A 

GGCTTGGAAGCTGGGGCACTCTGAACCAGGTTGACAAACAGGAGCTGGAGGAAGAGCAAGGGAAAGTGGTGAATTCTTTTCTGCCCCTACCCAG 

ACTTTCAGCAAATCTCGTACTTTCTCAGACTCAGTTGCCTTGCCTATCAAACAGGGATGGTTATTGTTACTTAACCTTTCAGGGAGGTGATGAG 

GTTCAGATGAGATGATGTACATGAAAGCCTGGGTCATTTGAATACTCACTGACACCTCTTCTATACCAGGCATCTGCCAAATGTTGGCAATACA 

ATG ATTTAT AAACC ATAGTG CCTG CTTGGAGG AGGTTG ACAGTCTGG C CAGGGG AT C AAGC ACAT C CTC AG ATATTGTTAGCATATGG AGGGAG 

TGCAATGAAGGCTCAATGAAGTGTAAAGCCTTCTGCACATAAATGAAGTTTAAGGGCAGACTCCCATACTCAAGCCCTCGGCATGGAGGCTCTT 

CTCTTCCAAGGGCTGGAATTTCAAAGGTGATGGTGCTGGGAAGTGCAGAATTAGGCTGGGCCCTCAATGGGCAGTAATAAAACACAAACACACA 

TACACACACACACAAACAAGTAAAAGGGCAGAGGGATCTGCAAAGCACTACATAAAAGCTAATCATTTTGTTATTGTGATCATCTATGCTATCC 

TCACACAGGGCTGGAGCGGGTACATCCTGAGGAGAAGAACAATTATGCATAGAAAGAAGACTCACAAAGGTCTCAGGAGCCACAGTAGGCTCAG 

GGTGGTGGCCATAGGATGGTGTCATCAGGACTGTGCTTGATGCGCCACCTCTCACCACCTCTGATCTTCAGGTGCCAGGGCGCTGGATACACGT 

TGGCCTGAGCAAGTGAGGGAAAGACTAGTCCTGAAATATCCTGGGGGGAGTGGAAAAGCTGAGAAGAAAGGCAGGCTGTGCACAGTCCCCAGGG 

GGTCAGCAAGCCAGCACCACACACACTCTGCCACACGCACCCTGGAAAAACCCTGTCAGTGGGGCTGCAAATACCCTAGGGTCCAGCCTCCCCC 

AAAGCCTCCCCCCTCGCCCCAGGCTGGCTCAGTCCTCCTCTCCAGCGCAGAGGGAGAAAAATAACAAAACGAGGAGAAAATAAGCTGTTTGGCT 

GTGGTGTGAGCAGGAATATCCATGCAGGGCTGCCCACCACTCACCCTTACTCACTCTTTCCACACCCAGCCGGGGCGCCCAGCATGAGACAGAC 

CACCCCCCTGCCCCCTCCCCCGTCTGGTCTAAAAGCAGACGCTGGTGAGCGAGCAGCAGGTTATAAATATGCCCAGGGAACTGCCGCCAACTCG 

CTCCCTTGTCATCCCCTGGGAGGGGCAGGGTGGGGTGGCTCCCAGGGAGGAGCCAGGGCTGCCCTGTTCCCTGAGGCCCAGGAGGAAGTGGGGC 

TTCCTAGAGGCTACCATATTTTCCCCCCTTTTCAAGGTGAAGGAACCACTGCCACTCCATTTTCCCTGAACATTTGCTCATCTCTTCAGA'rATG 

TGGTCCCTACCCTCCCTGGGCCCTGGCTGGAGGCTCGGAATGAAAGGGCCCAAAGTACTCTGTGTCATGGCACAGCCCGCTGCTACTTCTCTTC 

TTCACATGCATTTGCTCTCAGCAAAACAGAAGTTCATTCATTCATTCAACAAGCATTAACTGAAAGCCAGCTGAATGCCAGACGCTGTGCACAG 

GCCCACCTGTGTGCACAGTGTCTGCACACACAGGTGCAAGCACACACAGCTGCCCCTACTCCATGTGCTCACATCACCTCCAGCCCCCACTAAG 

GACTTCCTGGCTTCAAGCTGCCAGCCTCATCAGGAAAGCAAAGCTTCAAGCTCCTGGTTGTGCCTCAGAGTAGGTTAGGGGGCATGGGGTAGGG 

GGTGGCTGAGAACAGGACCCCAAACACTTCTGCTTCCACTACTTCCCCTGTAAATGAGGGGGTCCTTTCTCTCCTTCCTGCCCAATCATCCTCC 

CTAAGTAGGTGCCATGTGACGAAGAAAGAGCCATTCTTGGGATGCTGAGGGTACCTGTCCAGGCCACCAGAGCCTCCCACCTCCCAGCAACTTG 

CCAACTAGGTGCCAAGCTGGGGCAAGAGGGGGCACTTCCACCCTGTGAAGGTCCCAGCTGTCCTCCCCCAGGGCTGAACCCCTCCCTTTTCCCT 

CCTCCCTATTAATCCTCGGAAGTTAAGGGGCCGTCCCTGGCGGCCCCTCAGCCCTATCGTGGCCCCTCACCCTCCTCGGCTGGCGTCTAATTAA 

CTCCTCCTGCCCCTGGTTTTGTATGCCCCCCTTACCCCACCTTGTCGGCCCCGCCCCTCTGCTCGGCCAGCTCCCCCCCACGGACATTCCAGCC 

AGGCCGGGCCAGTGTGCCAGGGCAACCAGGGCCGGACCGAGGCCTAATCCTCCCGCCGCCTGGCCCGGCTGGGGGAGCCCCACTCACCTCCCCA 

CTCTCTGGGGGCTGCCCGGCTCTGCTGTGGCGGAGACACACAATCGGGACAAAGGCACAGCCCCCAGGGGGCTAACTCAGCCTTCACGCCCAGG 

TTGTGCGGCATTTGGGGAGTTTAATGAATTGTCCATCACGCCTTTCAGGGCCCGCCCGTCAGCCTGGATTAATCTTCGGAGCCCTGGTGGGGTA 

GGAGACACTAAGCCTGTATTTATTACTCTCCCATTGTCACTAATTGAGGTAATTATCTGTGACTCTGGCCTGGCGAACAATGAGGCATTCACTC 

CTGGGACCTCGATGGGCCTGGCTCCCACTCTCAGCACCAGCCCTCCCTCCCCTCCTCTTCCAAACCCGCCAAGGACTACGATGGGCCCTGGAGC 

ATGTTGGGAAAGTGGACAGCGTCCCACAATGCCTCACCTCCCCACCGGCGTCTCCCATAGCCATCACTAGAGAGCTGTCTCCTGGTCCCCCCAG 

AGAAGGTGAGAAAAGAAGGCAGCCTCTGCCAGGGGATGGATTTGGCTGGCAGAGCCCTCAGGCCAGAGAGGGACCTGTTTCTGAGGACTTTGGT -' 

TTTCTGGACTCTCCAACTCCTCATCTCCAGATGCATGACACCAGGGTCTCACAAGGTGCTTTTGCAGATCCATCCTCATGTCCCTATAGCCTCT 

AGGGTGTTAAGAGGCTCTAGCCTGTACCAGGCCTACTCTGGGGAGGTCCCTAAACCTACCAGTGCTGGCAGAGTGGCTGTGGATGTGATGGGAG 

ATGTTAAGAGAGACAGCAGGAAAGGTTCTGTCAGGGGAAGAGCAAAAGGAGCCAAGTCAAGAAGGAGCAGTCAAGAGTCACAGCATTCCCGGGG 

GTCACACTAATGTGGCCATGCAGCAACTTCAGGGAGAAACTTGGATTTGGAGGGGCAAGAGTTCCAAAGAGCGGATTTCACGTGGAGACAGCTT 

T CTGGGT GAAGGTGGTTGGCC CTGGGG AG CAGGTATGTGTGTAC AAG AAAG AC AG AG AG AGAG AG AG AGAGAG AGAG AG AT AAG AAAGG AAG AT 

TTAGGCAGAACTAGATTGTGAACTCCTTGAGGGCAAGAACTATGTCTTTGTGTCTTGGTCACTGTTGCTTTTATGAGAGCTTAACATTGTACCT 

TGCACGTAATAGGCACCGTCAAGTGAATGGATGAATACAGATGAAGCCGGCACTTGCTTTAAAACTGGGATCTGTGAGCTATTCTCTTCCACAG 

CTGCACTCAGGCTCCTCATTCTCTCAGGACTTGCTGGAAGGAGATGTCTAGACCATCCCTGGACGGTCAGCGGTGGGCACTTCACCAGCTGTTG 

ACACGACAGACCCTGGCCGAACTCAGAGCGGTAGTGGGGATAGCGCCACCTTGTGGTGACTCTTGGGAGAGCTCCTGGAGAGACGCTAGCCAAG 

TGTGGCACAGTTTTATCATTTGTTCCTTCTTTATTCCAGCATTTTCTGAGAGCCTGCTCCACGCCAAACTTGTCGGGTATACAGAGCTAAATCA 
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GCTAJ^TCACCTCCAGCAGCTCATGGTCCAGCAGGGGATTCCACAAGGTAACAAGACCAACGAGGTTACGATCAAGCCGCAGGAAAAAAAATTA 
TCCAGGTGTTGAGGAGGCACTAGAACATTCCCAGCTCAAAAACTCCATCATTCACCTCTCCCTCAATTCCTCTCACCGAAGTGCAAATGGTTTA 
TCTTGATTACCAAGAAACAGTGTGGGCATGGTGGCTCACAGCTGTAATCTCAGCACTTTGGGAGGCCGAGGCGGGCGGATCACTTGAGATCAGG 
AGTTCGAGACCAGCCTGGCCAACATGGTGAAACCCGTCTCTACTAAAAATACAAATAAAAAATTAGCCAAGAGTTATGGCGCCCACCTGTAATC 
CCAGCTACTCTGGAGGCTGAGGCAGGAGAATCGCTTGAACCCAGGAACTGGAGCAGAGATCACACCACTGCACTCTAGTCTGGGTGAGAGAGTG 
AGACTCCATATCAAAAAAAAAAAAAAAAAAAAACCCAAAAAGCAAAAAA^ 

TTTTCCCACATCCTAGAATGTCCCCCTTCCCTGTATCCCACTGTTGGAACCCATCTCAGATGTTCCTTCCTCCATGAAGACTCTTCTGATTTCC 
CTTGGTAGAGTGGTCTTGCCTGTTCTAGCTCCTGAAGCACCATGTAGGTAGGTGCTTTCATTAGCAGCACATACTGGGTGTCGCATTGGTGGTT 
GTCTGTGTATATTACTCATCGTCCTACTAGGCTAGCCGTTGCAGCACTGACCTGGGCATATCATATGCCTTTGTTAAATGGTGAATAGACGGAT 
ACATGAATAAATGGATGCACGGACAGAGGAATAAATCGATGGAAGTATAAATGGGGCCAGGCGCGGTGGCTCATGCCTGTAATCCCAGCACTTT 
GGGAGGCCAAGGCAGGCGGATCTCCTGAGGTCAGGAGTTTGAGACCAGCCTGGCCAACATGGTGAAACCCTGTCTCTACTAAAAATACAAAAAT 
TAGC C AGG C ATGTTGGTGGGCG C CTGTAATCCCAG CTACTCAAG AGGCTG AGGCATGAG AATCG CTAGAACCCTGGAGGCGGAGGCTGCAGTGA 
GC AG AGAT CT CACTAATGC ACTC C AGC CTGAGTG AC AG AGTG AGACTCTGTCTT AAAGAAG AAAAAAAGTAT AAATGG C CAG ATAG ATGAC AAA 
TAGGTTGGTGGATGGGTGGATAAGTGGATGTGGAATGTATAGATGGATGGGTGGGTGGATGGATGAATAGATGGATGAATGGAAAATCTATCCA 
TAAAAGGACTCACAAAAGGCTATGTAGGCTGAGTGCAGTGGCTTATACCCGTAATCCCAACATTTGGGGAGGCCAGGATGGGAGAATCGTTTGA 
GCCCAGGAGTTTGAGATCAGCCTGGGCAACATAGGGAGACCCCGTCTCCACCAAAAAAAAAAAAAAAAAAAAATTAGCCCGGCATGGTGACACG 
TG CCTGTGGTTCCTACTATTCAGG AGG CTGAGG TGGAAGGATCACTTTTGCTGGGGAGG CTGAGGCTG CAGTAAGTTGTAAT CGTGC CACTGC A 
CTCCAGCCTGGGTGACATAGCAAGACCCTGTCTCAGAAAAAGAAAAAAGAAAAAAAATGGCCAGATGTGGTGGCCCATGCCTGTAATCCCAGCA 
CTTTGGAAGGGTGAGGCAGGCAGATAGCTTGAGGTCAGGAGTTCGAGACCACCCTGGCCAACATGGTGAAACCCTGTCTCTACTAAAAATACAA 
AAATTAGCTGGGCGTGGTGGTGCGCGGCTGTAATCCCATCCACTTGGGAGGCTGAGGCAGAAGAATTGTTTGAACCCGGGAGGTGGAGGTTGCA 
GTGAGCTGAGATCGCACCACTGCACTCCAGCCTGGGTGGCAGGAAAGAAAAGAAAATTTTAAAAAAGCCCAGGTAGCACCAGAGGCTTCAAGGG 
AGGGAGCACACCCCATGCTAGGATATGCAGAGGCAGAGGCAGTATCCAGGCCAAACTTTCCTTCACTAACATCTGCACCCTCAGCAACTTGTCT 
CCCAGAGGCCTAGATACATTCCACTCCCCATAAGAAGTCATGGTCTGGGAGCTGCTCCTCTTTTCATCCTCCCTGGTCCCTCAGGAATGCTTTC 
ATTAACATATATTATGCCATCTTCCTGCACTGCAATGACTGTGGGTTTCCrCTTCCACATCTCTTTCCCTATATCATACACACCCTAGCTTGAG 
AGCTCCCTGAAGGGAGGAAGCATGCCTGAGTCTCTTTTGTGTCCCTAGCACCTGGCATATATGTTTAATGAGTGAGTAAACAAATGAACAACTG 
AGTGAGTGCTGCCTCTTCCCCATAGACACATTTTATACACTTCCTGCGTCCTCTTGTTCAGTTATCTCTCCTGGCCCTCTCCTCCTTACACACA 
TCACACTCACACTCCTGACCTTGACACTCTGAAATTCCAGAGTTATATGCTGGGGCTCGGTTTCCTTACCTATTTGTGGCTGATCTAGGGAAGT 
CCCAGCCCTCCCCTGAGAGTCTGAAAGAGACGGCTCTTGACTCCTCTAAAGCCATATTAACTGGGTCCCATGGAGGGCAGAAAGGGGCTTCCCT 
AGGAAGAAGCTCTCrATTGGGAGGGTAGCAGGATCCTGGACTAACCTGAGGTCTGCTGCCCCAAATTGACCACATCCTCCTGTGTCTGCTGTCC 
CTACTCCTGACCAGTGAGGCTGTCCCAAGGTAGGGGGTGGTTGTGGCCTCTGTCTCAAGGCTGGCTGGCAGACACAGCCAGATTTAGAAGTCAT 
TTTCGCAGCAGGGAGCCTCCAGTGTGCCACCCACAGAGCCCTGGAAGGTCAGTCTGAGATATGGCTCACCAGGGGCTGGCCCCTAGACCTGGAG 
TCACTCCTCCCCTTCTTGTCTCTCTCCTTTTTTTGCCCAGAATTTTGGCAGCTGGTGCTGACTCTATCCTTAGGCAAAGATGGAGTAAGTTCTG 
GGGGAAGGGGTGTGCTGCACTGACACTCTAACCGCCCAAGCACTGCCAGGGCAC 

HUMAN SEQUENCE - mRNA 

ATGGGGCTCTGGGCGCTGTTGCCTGGCTGGGTTTCTGCTACGCTGCTGCTGGCGCTGGCCGCTCTGCCCGCAGCCCTGGCTGCCAACAGCAGTG 
GCCGATGGTGGGGTATTGTGAACGTAGCCTCCTCCACGAACCTGCTTACAGACTCCAAGAGTCTGCAACTGGTACTCGAGCCCAGTCTGCAGCT 
GTTGAGCCGCAAACAGCGGCGCCTGATACGCCAAAATCCGGGGATCCTGCACAGCGTGAGTGGGGGGCTG CAG AGTGCCGTGCGCG AGTG CAAG 
TGGCAGTTCCGGAATCGCCGCTGGAACTGTCCCACTGCTCCAGGGCCCCACCTCTTCGGCAAGATCGTCAACCGAGGCTGTCGAGAAACGGCGT . 
TTATCTTCGCTATCACCTCCGCCGGGGTCACCCATTCGGTGGCGCGCTCCTGCTCAGAAGGTTCCATCGAATCCTGCACGTGTGACTACCGGCG 

GAGAAGGGGCGGGACCTGCGCTTCCTCATGAACCTTCACAACAACGAGGCAGGCCGTACGACCGTATTCTCCGAGATGCGCCAGGAGTGCAAGT 
GCCACGGGATGTCCGGCTCATGCACGGTGCGCACGTGCTGGATGCGGCTGCCCACGCTGCGCGCCGTGGGCGATGTGCTGCGCGACCGCTTCGA 
CGGCGCCTCGCGCGTCCTGTACGGCAACCGCGGCAGCAACCGCGCTTCGCGAGCGGAGCTGCTGCGCCTGGAGCCGGAAGACCCGGCCCACAAA 
CCGCCCTCCCCCCACGACCTCGTCTACTTCGAGAAATCGCCCAACTTCTGCACGTACAGCGGACGCCTGGGCACAGCAGGCACGGCAGGGCGCG 
CCTGTAACAGCTCGTCGCCCGCGCTGGACGGCTGCGAGCTGCTCTGCTGCGGCAGGGGCCACCGCACGCGCACGCAGCGCGTCACCGAGCGCTG 
CAACTGCACCTTCCACTGGTGCTGCCACGTCAGCTGCCGCAACTGCACGCACACGCGCGTACTGCACGAGTGTCTGTGA 

HUMAN SEQUENCE - CODING 

ATGGGGCTCTGGGCGCTGTTGCCTGGCTGGGTTTCTGCTACGCTGCTGCTGGCGCTGGCCGCTCTGCCCGCAGCCCTGGCTGCCAACAGCAGTG 
GCCGATGGTGGGGTATTGTGAACGTAGCCTCCTCCACGAACCTGCTTACAGACTCCAAGAGTCTGCAACTGGTACTCGAGCCCAGTCTGCAGCT 
GTTGAGCCGCAAACAGCGGCGCCTGATACGCCAAAATCCGGGGATCCTGCACAGCGTGAGTGGGGGGCTGCAGAGTGCCGTGCGCGAGTGCAAG 
TGGCAGTTCCGGAATCGCCGCTGGAACTGTCCCACTGCTCCAGGGCCCCACCTCTTCGGCAAGATCGTCAACCGAGGCTGTCGAGAAACGGCGT 
TTATCTTCGCTATCACCTCCGCCGGGGTCACCCATTCGGTGGCGCGCTCCTGCTCAGAAGGTTCCATCGAATCCTGCACGTGTGACTACCGGCG 
GCGCGGCCCCGGGGGCCCCGACTGGCACTGGGGGGGCTGCAGCGACAACATTGACTTCGGCCGCCTCTTCGGCCGGGAGTTCGTGGACTCCGGG 
GAGAAGGGGCGGGACCTGCGCTTCCTCATGAACCTTCACAACAACGAGGCAGGCCGTACGACCGTATTCTCCGAGATGCGCCAGGAGTGCAAGT 
GCCACGGGATGTCCGGCTCATGCACGGTGCGCACGTGCTGGATGCGGCTGCCCACGCTGCGCGCCGTGGGCGATGTGCTGCGCGACCGCTTCGA 
CGGCGCCTCGCGCGTCCTGTACGGCAACCGCGGCAGCAACCGCGCTTCGCGAGCGGAGCTGCTGCGCCTGGAGCCGGAAGACCCGGCCCACAAA 
CCGCCCTCCCCCCACGACCTCGTCTACTTCGAGAAATCGCCCAACTTCTGCACGTACAGCGGACGCCTGGGCACAGCAGGCACGGCAGGGCGCG 
CCTGTAACAGCTCGTCGCCCGCGCTGGACGGCTGCGAGCTGCTCTGCTGCGGCAGGGGCCACCGCACGCGCACGCAGCGCGTCACCGAGCGCTG 
CAACTGCACCTTCCACTGGTGCTGCCACGTCAGCTGCCGCAACTGCACGCACACGCGCGTACTGCACGAGTGTCTGTGA 
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TABLE 4 



MOUSE NOMENCLATURE 
ICSGNM Rasgrpl 
Celera mCG14557 

HUMAN NOMENCLATURE 
HGNC RASGRP1 
Celera hCG383 04 

MOUSE SEQUENCE - GENOMIC 

CACTTTTCAAATAACATGAAAGTGAAAACCTGTTGGCAAGACCAAAAGAAGTCTGGGGTAGTGGTTCTTCTTAGGTCATTTTAGAGATTCTTAG 
ATCTTGAGACAGAGCAAAGAACTGCTTGTAAATGAGCCAAGAAACTAATCTCCATAATGCTCAGGGTAGAAACTTGTAGCTTACAAGACACTTC 
AGAGGTTAGCACCGACAACCATCTATTTAGAATGCGTTACGCGTCCCTTTTTCTCACACAGTACTTTTTAATGACTGATGGCTGAGAAGCTCAA 
ATGTTTTTGGATACAGAATCTAAGCTTGTCACAAAGGCGTAGTTAGCTTTTGTTCCAGATTTGCTTCTCACAAGCTGTGTTCGGACAAGTGACT 
CGACCCCTCTAAGGCTTAAGTTCCTCATCTACAAAGCGAGGGACCATGACAACTGAAAACCAACACAGTGTGTTGTGAGGGTGAATGAGGTCAC 
AGGCATGGCTTCCTCAGAACAACTTCTGGTGTGCACAAGTCATTTCCTCAGAAGGAGGCTGGAGAATCGGAAAACAAGGAGGTACAAATAAATA 
TTTTAAACAAAGTACTAATGAGTGAACATTCCTTTTTAAATATTCTGCTCCATCCCAGCACCCAGATCAATGCAAATTAGCATGAAGCCAGACT 
TTGCGGTTTATTTGTTTGGTTGGTTTTGCCTCCTACTAATCTTGCCTGATGGTGTAACTGACTTTTCTCAGGGATCCAGAGTTGCTGTGTCCTT 
TCTGCTTGGACCTCTCAGGATAACAGCTCCAAGTGTGACCTGGGACATAGGGGACATGTTATGAACCAGGACAAGCCCTTGGGAGTTGCTATGC 
CAGCAGCTAGTTATGGGGTATGTATGGCTCTTTGGGCCTCTTTAAATGAGAGTCTAGTTTTATCACATCTTGGGCCTCTAATTCGCTTGGATTG 

CAAGTTAGGGTTTTTATATTTTATTTTTAAGAGCAGTTTTAGGTTAGAAGCAGAATTGTGTTGAGCATCATCCTGTCATCTCTACATGTGCACA 

GTACC CCT CTCC AG AGTG ACAC ATGTGTG ACATCTGATGAACCTAG ATCATTATCACCCAGAGG CCATGGTTGACATTGGAGTT CTATAAATTT 

GAATGACCATTCACTGTCTAGTGTCCCCACACACATTACAGTGCCTTACAAAGTAGATTCACTGCCCTGAAAAGTCTGCGCTACAGCTTTACTT 

TAAAAAAACCAAATACCAGGCCTATTTTCCAAATTTGTTATCATAGCATTTGGGAGATGATGGCAGAAAGGAGACAAGTTTATGATCTATATTG 

AATCCGAGGCCAGCCTTGGCTCATGAGACCCTGTCTTAAGAAAATAAAAGCATAAAAATAAAAAGAATGTGTATTTAAGCCCCCTTTCCACCTC 

ATATACCACTAACTGTTCTCCTCCTTCTCCTTCCTGTGAGTCCAAGGGACCAGGAAATGGCTCATGTCTAAATCCACCCATGACAACTAACTCT 

TCCAAGAAGGTGCAAGTCTAACTGCCAGGTGCCGTTGCCAGTGGGTCCCAGGCTCGGGACTCATAGCAATCACAATATCCACAAAGCAGGTTTC 

AATTTCACTACTTTTATAATCAGACAAAACACATATTTAGGGTTGGATAGATGACTTGGTGAATAAACCACTTGCTGTCTGAGCATAAGGACCT 

G AGTTC AAGT CCC C AG AACC CTT AGG AAG ATGGT AGCGTTT AT CTTCAGTCCCAACTCCTTCTGG CAGG ATG AG AGACAGAGACAGAGACAGGT 

GAGTCCCTGGAAGATCAGGAGCCATCTAGCTCAATTTACACAATAGAGAGCAGCAATGAGAACTGGTCTCCAGTAAGCTGGAGAGGAAGGTGTG 

ACAGCCAAGGTTTTCCTCTGACCTCAGATACATGTAGGACACCTGTACTCACACACAAAAGCATGCACATTACATGCATCCACACGTCATGTAC 

ACACACACACACACACATGCACATGCACATGCACATAGACACATAGGCATATAGGCATATTTAATAATGAATAAATAATAATAAGAATCCTCTA 

GATTATATTCACCTTTTTGCCACTGCAGTTACAAAATGTTTTTTTTTTTAATTTTTATGAAAGAGAAACAATTCTGCTGCATTTAAGAGCAGGG 

TCTTAAGACACGCAAATCGGTGACGTTATCCTCTACTTTGCCTCTACTCTTCCGATTTCTTCCTCTTCCATTACCAGGCAAAACTCACAGCAAC 

ACTGGGTTCTATGGGCTTGTCTAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAACTCCAGCAACAATCACACCGAAC 

C ATGTG C CTATC AT AAG C CTTCCCC AG ATTTTT C ACACC CT CCTCC C AG ATACAAACTAACAATGTCACAGCAACTAACAGCACAGTGGGGTCA 

CACCTGCATGGGCCAAATTAAGATCCGCCATGAGGTGACTGTCCTCTGGGAGCGGCTCTCGCTTCAGAGGCTCTTGTGAATCACACACAGCAGC 

ACCATCACACTTCCCACAGCAGGTGGCCATGTTTTTCACTGACTAACGAGCAGGATCAATGACTGAACACTTCACTAACACCTGGTCGAGGGCT 

GATCTCCATCCACCCTGGGAAGCTGAAATGAAGTCTTCTCTAGCATTTCCTATCTAATTCAATACAGAGGAGGGGAAAAAACATTAGAGAAACA 

AGATAAACAACAACAAAATGACAGTATTTCTATTACATTGAATTTTGTGTGTGGGTTGATACTGAGAGATTATTTCCACCAAAATGTTTGAGCC 

AGTTTGCCAGTTAGCAAACTAGGCAGTCATGCAAACTAATCTAGATCCATCCTTGCAACAAACTGTAGCTCCCATCCGGCATTGTGTCCCCCTA 

AACAATGCAGTTGTGATTGGCACAATCCAGCTCACATTGTCTCTATTCTGTCTAAAACATGCATTGCATGTGGAAAATACAGTAGCCTACTCTC 

TGCTAACTGCCTGCCTTAGTCTCACCTAGAGTTTTCTCTCTACTTCTCAAGCCAGAGGGCACAGAAGACGCAGACATAGAAAATGATCACTCAA 

ACCCTATGTGGATTTTCATGGGAATATTGTCTGCCCTTAAGAATGCCACCCTCTGCTCTCACGACAGTGAATCAAACTGAATTGAATGAGAAAA 

CCTTAAGCCTGTAAAGGATAGGTACGCTTGGTGCAGGAATGGTAGAAATGGCTATTAGAATGGGAAGGTCAAAATCAAGTCATTTGTGGTTGTG 

TCTGAAGTTGATTCCTTTAGGTTTCATTAAATAAAAAGAGTGAGGGTTATGGAGACATGATCCCCACCACTGAAGTAAAAGCTGGGTGAAGGCA 

CATAGGTACCTGCGTCCCCCGTGCTTTAGGGTGGACATTGGAGAGTCCAGGACGTCTCTGGCCAGCCAGCCAGGCCAAAAGAGAAACATCAGGG 

TTAGTGAGAGACCCTGGATTGAGGAAACAAGACAGCTGTCATCCTCTTCTGATCACAACCGCATGTGAGCACATGGGAACACACACATGTGTAT 

AGTACAAACAC^GCAAACCTACACAGAGACAGACAGACAGACACAGAGACAGAGACAGAGAGAGACTTCCCTTTTAAAAGGAAACGTTTCCTTC 

CGAAGCTTAAGGATACATCTGCCCAGTCTTTGAGAAATCTCTCCCCACATTGATTTGCCATTATTTTCTCTGCTACTCCCATGCAAGTTGGACT 

ACAGATTTTCAGGAGTTTTTGTTTCAATGCTGTGTTTATCACAGCACTTTTTTGAATGCATATTGAATTGAGCAGTTTAAGGGTTTGGTTTTGG 

TGGATCTTTCTATAAACTGCACCCCACCCCAGCATTTACCCATGCACCTTTGCAGGTGATAAGTGATTAAGCAGAATGAGTTTACTGAGGTATA 

CAATACGAACTTTATAAATAGTGTTTGTGTGGCCAAACTGGTTTTAACTTTGGAATTGGTGCTGGTAGACTGTACTGTCGGCCTCTGGAAAGAG 

GCCCAGTATTGAATTTTAATCTCTTCAGCCCTCTTTTTAGACCTACTTGTCCCAGGCACCCACTGGCAAACCTGAGGGTGTGTGCTAATTGGAT 

CACACCCAAAGGGGAGAGCAGGTAGAAGGAGCTGGAGCAGACTTCGGAGAACCAGAACCTCCCCGCCCTGCCAAGACAATTGAGAGGCAAACAG 

ACTGATACACACCAGTGGGTGAGGGGAGGGTGTGTCGCCCCAGTATTGTGGTTCTGCTCTAACTCTCCCGAACCCTGCATATCCCTTCTCGTTA 

GCATCCCTCCTTTGTTCTCCTCTCCCCTCTGGTCCAGCTCTCTGTTCCTGTGATCCTTTGTATCCATAGCCTGGCCCTTATGTCCTCTGAAAAG 

CTGGCCCTTCCTCCATGGGTGTGAACACAGCTCCAGGGGTGTTCACACAGGATGGAGCATCCACCCTGAGCATAGAGGAGGCAGTCAGAGCATT 

AAGAGTCCTGCGTCTGGGGCAAAGTTCAAGCTTCAGGCTCTGATTCTTTAAAACTCTTCTGAGATAGGCATTGAGCCCATTTTTTAAAACGTCT 

TGGGGCTGAGAATCAAATTCAGTCTAATCTAAAGTGAGACTTTAAGTCACTGACTGAGTCCATCCTGTCATCCAAATGTTGGTAAGAAAGAGTG 

ATACTGTCTGTTACCCTTGAACAAAGTAGACTTACCCAGTTAGCATCAAGACGGGCAATTCTCACACATCCTCTCACCTGTACCTGTAGAGGGG 

TGTGTGTGCCTGCTAAAGCAAAAGTCAGGTCCCAGCCCTCCTCTGTTATCTCCCTTCAGGAAGCTCTCNNNNNNNNNNN^ 

NNNNNNNNNNNNNNNKn^^ 

NNNNNNNNNNNNNNNNNNNNNNNNNNN^ 

TCTCCAAGAATAAACATCATGAGACCTTTTCTATGGCTTGGTATAGTATGGGATGGGGTGGGATGGGATGGGGTGAGATGATATGGTATGGTGT 
CATG CTGTGTC ATTCT CT ATCAT ATC ATATAAAATC AT AT AATACATAGTATTCTATTCCTTATATTTAG TACAGTTTATTACATTATCACTAC 
TTGTCTATCCTGCTAGCATCTTAAAAGATGCAGAAGTCAAATGTGATGCCATTTAGAGACACTGTTTCTGCCTATGTGCTCTATAGGGTAAATA 
AATACAATTCTGCCAGGCTCTGGTAAAGAAAGTCAAAGAATCAGACAGCAATTTCCAAGCAGCTAACAACAAGAATGTGTTTTCACAATTAGGA 
TCTGTACTTGGAGTGGTCTAACATAACACAGTGTAATTACCTTCATAAAAATCCCCTTTGAAGACTTGGGGATAGATCAGTTAGTAAAATGACT 
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GTCTAGCTTG CTTGAG'CC CTGGATAAACCAG CG CTGCATAAC C C AGGT AT AT CAGTAGGTAC CTGCAATGCCAGCAGCACTCTAGAAG TAG&GG 
TAGGAGGAGCAGAAGTTCAAGGTCAAGGCCATCCTCAGTGACATAGAAAATTTGAGGCCAGTTGGAGTTACACGAGATTTATTTAAATACAAAC 
AAACAAATGGACTTCTGTGAAGATACCTCAGAGCAGTGGAGCAATGACAAGCCCTCCTCCAGACAGATACTCCCTGAGAGAACTTCAATGTACA 
CAAAG ACAGAGTCCAATTCTAACCCCAGGTCTG AAAG ACAGAAGCAAAGGATCACCT CT CACAGAGAC ATG C C CTCCTAGCCTGGGTCTG AGGT 
GAGTCACAGCAAAGACCATATTTACAAGCCTATGGGTTTGCAGATGACAATGTGCAGAGAGAAAGACACTTTGGAACATTCAGGCCTAAATTCA 
ATGTTATTGTCATTGTTGTTGTTGTTGTTGTTGTTAGTCAAAAGTCCTCCTTTCATGACTCAGAGATGTATGAAAGAAGAAGTGGAAAGACTCT 
AAGAGCCAGGAACACTGATGAGTCCAGAGAAACAGTGTCTTGCAGACACACACACACACAGCTGATGCACGTGTGAACTTAAGAGACTAGGACA 
GT ACAC ATAGAC CTGTACAAGTTC AAGC C AGACAC AAT CC C AGGGC AGAG AC AAGGAAGTAG CTAC AAGGAC C C ATTTCTAACACAG AAGCTAT 
TTGCTGTTAATACCTCCTTGGGAGACGGAAAATTAGTTTATACCACTGGAATCCACTGGGTATATTAACCACGCTCCAGGGCAGGTCTCATGCT 
CAGGAGCAGGTGGCCAACACAAAATAGACTCCATGATTTGTGTGTGGGTCACTGAATTTTTTGGTTTGTTTTGTCTTTCTGGTTTGTTTTGCTT 

TCATATGAAAAAAACTAAGAGGCCCATAAATAAAACCAAAACCCACGGTTCAGGGGCTGGAGCAAAGGCACAATAGTGAAA 

CTTTTTTTTTTTTTTTTTGTCTTTTTTTGATTTTTTTATTTTAATTAGGTATTTTCTTCATTTACATTTCCAATGCTATCCCAAAAGTCCCCCA 

TCCCCTCCCCCACTTACTACTCTTGCAAAGGACCTGTGTTTGGTTCCCAACACCCACATAGTGGCTCAGAACTACTCCTAACTCCAGTTCCAGG 

GG AT CCAACACCCTCTCCTGACCTCTGGGGGCATC AAGC ATGCACAAGCTACATACACIATACATGC AAGC AAACAAGGAAAACTGTGGAGCAAC 

C AGC CACAGTCAC ATACATAATGAGGCCACGTACCCTTG CCTCAGAGACAGAAC CATGGT CAG CAACTGGGCC ATAATCTG AC C CCGTTTC AC C 

CTCTGTCTCTTCACTCTCCTCTAGAGCCCAGTGCCCCATGGATGCTGGCTTTTTCTTACAGAGCCAGCAACTTGACTTGGATACAGACCATGGG 

GGGGGGAGCTCATCTTGGACATTTCAAGGAGGATAGTGGTGTCCTAGCACTGAAGGGGCAATCTCTAGATGGGAGAGATTTTTAAAGTCACAAC 

ATATTTATATGTTCATTTATTTGCTGCCTTGGTTACTGTCCATGTACTAGACATGCGAGCTCATGAACACAAGGACCTTGCCTGTCTTGTTCTC 

TCCAAGACTCTCAGTAACAAGAACAGCATATGACACTAGGGAGNNlSrKn^^ 

Ni>mim<n<n<n^^^ c aggt acc 

CAGCAGACCACGGCTGGAGGCCAACCAGACAGGAGGGTCCATCCATGAGAGTACACAATGCTATGATATCTAACTCTCATTTTCTAGGTAATTG 

gaggggagggtggttcctaaagtttggaaacagagaaagaacacagtagtgcaaccatgcagtggtgtagggggtggggggcggtccagagaaa 
ggagatgtcaaaattagggaatgcagtctaccccatagatccaggtgggggatgatgggaatacacacgggtttgtggctttggagacagaaag 
gaagtgacaatacaagggaatgatggagagaaatgtctctactagatgccaagtgtagatactcagcggacccctgtgggtcatgttgaagcca 
tgaaagaaaaacgaaaccacctcacttaagcctggatcatatagaaaagccaatgacaattaaaccattcctccaagaaaaaaaacatatccag 
aaagtagggctgcggttgcaaaggagtccctcgggtgagcaaaaggtctgtggaccttcgttaagaacccgattgagaagaggaagaaagactg 
agtggatcctggctgccacagagacatgggctgtaccagtgagaagggaagaagcagcaggaaagggggcaagatggggtgggaagaaggagac 
agttggtgcccagttggaagtgcttcatatgcacaggagactgtgcacaggacaggaggtgaagagggaaaggaagctgacatgagttttagaa 
ggttaggggaggcaggttgctgagggaggagtaggtgaagctcacgggaggtctcaggtgagtactatctggatctatcacaagtattccatca 
ttttgggaaaagtaaggggggctctcacctcatccaaaactgctcccagtgacgccaccctgcataccgtcttcatctctatgtttgcctgtat 
ctgttctgccctcatcctgcatgaccccgaggtgacatcactaatgctcgggagtatcctcaggagaaacgtcttttcaggctctgtgacaaga 
acctcggatcttttaaacattttttttctgtttctttttgttttcttccttttttggggggtgggggtgggggtgtctttcatatgtaaggaac 
tgaactatgtagaccttcctcttgggcttggctgacccctttgaagcaagtgtgtagtagattctgttttccaaatgtgtaagcatacattggt 

ATGTAATTTTAGACTGCTCTCCACTTCTGGCCCCATTTTATCGGCCTTGTTTTGTTGCTGTTGTTTCTCATACTTATTTTTGTAGGTTGTGTAT 

TCTTGTAAGTGATCCTGAATTCTTTTCTAGGACAACATTGCACATAAACATGAGGAAATGCACGCGTTATAGCAGAAGGAGGTCTTAAAGTCCA 

GAACGTTGTGGCTGGGAAGATCACGGGATGTGATAGCMTAACGAGGGTGTTAOTAGGCCAGTCCAGCAGGGACTTAGAGACGCCAGGC^GAGC 

TCAGTCTGGGCCACCTCTCTTTTCGGTTTACTGGCTGTGAGAGCCTGGTGTTCTCTAAATCTTACGCAGTGCCCTCTTTGCGTTTGGAGGGGTG 

GCTTAACGAGGTAACATGTAGGAAACAGCACTGGATCAGCATTAGCTGTTGGTATTACCGTGGCCATGTTCCAGACAAGTAGCAGGTAGGTCTC 

CCCTCTTGGCCAGGTCTGCTGGCACGCTGACATTGCAAGAAAGCCCCTCCCCTAGCCTTCCACTCCCACTTGGCTCTCTTGGTCTACCACACCC 

ACAAACTCCCAAGCAGCAGCCTCTAACCTGACAGCTCACCTCCACACCCACCGCCTCCTCCGTAGTGCAGTGCACACAGCTAAGTCTTCTCTTT 

TTTTAAATATGCCAAAGAGAACTAAGTGCGTAGTAGTTTAGGGGGGTTCTGCCTTCCTTGCCCAGACCCGACTGTGTACCCTCACTGATACATA 

CAAGACAGTCCTGCCATCCGGGAAAGGGTCTCAGCAGAGCCCCCACCCCCACCCCCCTAGGGGACTCGTAGCCTTGGGTGGAGGCAACTCTTCG 

CAAGGCTCTAGCTTTGTCAATTTCGGGGCAACTCACTCTGCACCCCTCGGACCTAACTCTTGGGCTGGGAGAGATGAATGGCAGGCGGGGATGA 

AGGGAGACGCTAGGGCGGCGCAACTCCTCGGGGCGCTACCAAGTAATGGGGGCAGGATTCGAAGAAGAACTGAGGGCGCCCCACGTTTCCTCCA 

GCCTGATGATAACATCAACGCCTGTCAGGTGGTTGGTGCGAGAGAGTGTGTGCGCGCGCGGGAGCGAGCGTAGGGAGCGCGCTCGCACAAACTT 

TGTGCCTGCGGGTGAGCCTGGGTCGGCTCGCCGGGCTCCAAGAGTGGTCGGCTCCGGGCTGCGAGGGCCAGCGGCGGCCGAGGGATGCGCGGCG 

CCCGGCCGAGCCGATCCCACCGCTCTAGGTGAGACGGCTCCAGGGGCGCAGAGAGCCGCGACCATGGGAACCCTGGGCAAGGCGAGAGAGGCTC 

CGCGGTGAGTAGCTGCGTCTCCTCGGAGAGCGCTGCACCTCTACTGGGGAAGGATAGCTGAGCGGTGTGCCCTGTGGTCCTCTCCAGTGGGTAC 

CAGGAGGGACTAGACGACCAGGGCGCCTCCCTCGGAGGAGAGTTGCCTACAGGGGTAGACCATGATCGGGGACCTGGGAGCCAGGTCAAGATAG 

GCGTGATACAGACAACCTCAGAGTCCAGCACACCAGGTCGGGAAGAAAGAGTTGGGGTTGCTGGGGTGGCGAGGCCACAGGTCACCTGGGCAGA 

TCTGGAGTGGTCTGAGCCCAGCCAAACCTTTCACCTACCCAGCGCCCACAACAGTCGACCTCCCTGGATGCTCTCGGTCTGGGCACCCCCCGGG 

AACTCCCACTCGCACACTTTCCGTGCCCTTGGCACCCGCTGCGGGCGCGGGTCTAGGACAGCGCCACCTTGCGGACTCTCCTGGCCTTTCAGGA 

GCGACTGGCGGCAATGGCTGCAAGCGGAGGTGGCAGTGCTTGGCTGCCCTTTGAGGAAAAAGAAGTTTCCAAATCAATGGTCTATGAGTCTACA 

CC CCTCCC CTTATACTCTACAG AG ATGTTTGGG AG ACGG AAGGTG AAGGAAGAATGGCTATGAACAGTCT AT CT CTTGGGC AG C AATAAGGAG C 

CTGGGGTGGGGGTTGGAGGGATGTCAAGAAATTTAGTGTTTGTCCTCAAAACACCAGGACCCCGTAACTGCCTGGACACCACTTAGCCTTTGTT 

AGGGCCGAGAACGTTGTGTCCTTCACAACGCCATTCACGTGGACTCCGATATGACGGCACCATGCCTGATCTGTAACTATGCCCATTAAAATTC 

C CTGTTGGGC C ATATCAT C CCCTGAGTGTT CTCAACCTTAC CTTG CGCTAC ACTATAATGGGTTAGTCCATTGAATTAACTCTGCATTATTGGC 

GGTGTGGGGCAGGACTGGAAGCTACACTCAGCAGAAATGGCCCTGTGAAAGCTGCCTTTTCTTATAAACAACTATGAGATGTCCCGGCCCTCCT 

CTGTTTCCTCCTTTGCCCTGTGGATAACTGTGCCTGGAGACTAAGTCCCCCAAATCGGTTCATACTTCGAAACCTCTCCCCAGGCTCTGTGGGG 

TGGGGAAGGCAGACGCTAACTACTGCAGGGCTGAGAAAACATCTTGAAGTTACTGGGTTTCTTTCAAGCTTTTGTTTTTGCTGTTATTGTTGTT 

ATTTTGTTTT ATTTAATT CATAAGTTTAACTGGAAACGTGTGG CT ACTG C CCTTTAAAATCATGACTTTGTAGAATTAG AGGCTGTTCACTCTT 

CAGATGGTTAAAGCACTCTCAAAGTTGCCTATCATAAAGCACTGTAAAAATCCTTACCTACAACCATCTCACCAAGAGGTGGAGGGAGGGGAGA 

GGGCAGAGGACGTGAAGCGGGGATCTAGCTTGGTGAAGAGTGTTTGCCTGGCATGCAACAATCCTGACTTTGGTCCCTAGCATCATGTAAGAAA 

GAAATTAAGATATTTCTTTTAATTCCTTTGGTTGCATCTTGGTGGAGTGATAGGATTGTTCGTTTTCAATCAGGTATGATGGGGGCATATTTGC 

AATCCCAGCACTGAATAGAAAAGACTAATACAGAGTTTCAAGCCACATAGTAAGACCCCTGTCTCACAAAAAGAAAAACAAAACAAACAAA 

ACAAAACCAAAACAAGCTAAAAAAAATTCTTTTTAAAAAAAATGTAAAGAAAGAAAGAAAAAGAGAATGTGACCTGAGAGTTTTT 

GCAGTCAAGAGACTAGACAAAGCTTACATGTGCACAGAGTGCTGTTGGCTTTTAACACTTTGCCTTCCCTAGTTTCTCATGCCCTCTGAATTGC 

TCCTCACTGGGCTAGGTTTAGGTAGTTGTCTTTTTTCTAGGAAGGGAAGGGAGCCAAGCTAGGAAGTGTGGCTTGGTGCTAAGGAAGCTGGCTG 

CTAACCTGCTGTGCATCTGTGGCCAATATATCTCTATTGCATAGCTGTAGGTGTTTGGGAAAGGACTGTGGAGAGACGACTAGCCAGCTCTTGG 

GTCCTGGTGACCATTTCAGGAACCTACTAAACAAGGAAGAGCTGAGACGCTGCCTCTGCATCACCAGCCATCTTTCTGAAGCACACGGTTGTTA 

TACATTGAATAAGCCCTTTTGGGCTCTTGACAATCTACTCACCAATTTCAGTGCAGGAATA 

AAAGCCTACTAG ATG AATAAAAG CAAGAGGGACCCCAG ATACTAGTCCCTGAGATAGCC CATATGAAC AG C CTCAGTATGTGTAGG ACTCAGTT 
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TGATATCACAAGGTCGTATCTTTCTAGACTGTAGCTTCAGACACAATGCAAATTCCTGCACAGTATCTTTGGAACATGGAAACTTCATGCAGAC 
TGTTGCTGTTTTCAGGTTATCAGTTTATTCTCAGACACTGATCTGACAGTCTGAGGGTCTGGATAAAAGACGGTGGTGGTCAAGAGTTTAGTGG 
ATTTGTGCAGCACCAACCTGATTCTTTGGGAGTCGTTGGCTTGGGTTAGCATGTTCCAAGTCACCAGGGTGACTGCGCTTTATTGGTCCTAGCT 
TGGAACTGAGCTCCATGCACACCACAGCCCGATGCTCTGAAGTTGGAGCAGAACTGGAAGGGCCAAGGTGACTCCTGGAGTCTGGCTGTGTGGT 
GTGTCCTGTGTTCAGGGTACTGTCTTTGTGCAGGCTGATTTCTACAAACCCAGGTGTGCCCAGGGTGGGGGCGGGGTGGATTTCTGTTTGTTTG 
TTTGTTTGCTTGCTTGCTTGCTTGCTTGCTTGCTTGCTTGTTTTAACTAAGGATTTGTTTGGCCTCTTCTGAGTGAGGTTTAGACCTTGTCAGA 
GGAGCTCTTCCACCCAGCGCCTGGAAGTGCTTTGCCCTCTGCTTTGCCCTCGACAATCTTGAGACATTCACCTAGAAGTTACGTGGTTACACTC 
GCTGTCTTGGTCAGATTCCCCTACTAAAGCTTTGTGTATTAGGGAACTATGAGATGGCTTTATACAAGAGTAACTAACACGCTATGGACATGTA 
TAATTTACAGAGAAAGTT ACAG AAG C C ATCT CACC ACGGT CTCCCC CCTGQCC C ACTGTAATATCTT ACT CATG GGAAT AAGTATGCGGCGAAT 
CGATGCAGACTTGTGTTTCTAGTATGTGCTATGTTTCTAGACTGTTAACTCCTTCTCTTCTTTGACAGTTAAACTATACATTAGCCAAGGGTGC 
AATGAG AAAAG AACTAAGAACATGCAAAAAAAGCTAC CAG C AAAAATGC CT ATC ATTATTAAAC CTT C AAAG ATTAT AGACGTGGGTCTCTGTG 
TG GTTTTT AATAAAG AGG AAAATAAAAC AT ACTG C ATGAGAC ACTTTG C ATGGTG ACCTGTATC AGCC AG ATCACG C CAAG CTAAGG ATG AG CA 
GACGAAGCGCCACCAGACTCCTAAGCCATTTCCAGATCCAAAATGGTTACTTTATATTCGGTTCTAGAGCAGGCAGCTCAGCTCAGAGCCAACC 
CCTCCCCAGTTTCTGTTCGTTGAGGATCAATGTAAAGACCCGATGGAATACTGTTTACTGGTCTAAGTGATTCATAGTGGTTCCTTGTGTTATC 
AAAAATG AAAC C ATTT ATTAAAAC CAAC C AAG ATGTGTAAGAAATGC AG AGATG ACTGAAAAATCTAAATGTCACCCCCCTGCTT CTTCAAGAT 
TCTCAAAGCTAGTTCAGGGGACCTCCTGCCGTTCTGTATCTTTGGCATTGCTTAAATGAATGAAACTATCCAAAAAGGATGCTAACTGAACCAG 
TCCTTCAGACCCTGGGTCCGTAGCCTAGCAACTAGAAGCTAAGGGCTCCCAAGGAAGCTTCTTCCCTCTGCATCTCCCCTTCTGGAAGAGAGAC 
GGCAGCATAGAGCAGTCCTTACACCAATGGGGAGAAGGCTATTGCTGCCCTGGAATCTCACCTTGCCATTTGCTGGGGAGATGTCTCTTTAACA 
GCCAACCAGTCTGTTCAGTGCTTTTGCCAAGTGGGAGGGGTATGCCTTCTCCCAGCCCAGCTTCAGAGACTCACTGTCCTATGTCCTCTTTGCT 
TGGTCTTCGGAGCCTGGAGCTGCCATTGAGACCCCCAGCTGCTCTGTCTATCCTCACTTGAGTCTCTCTTTCCCCCAGGAAACCTTGCCATGGC 
TCCAGAGCTGGCCCCAAAGCAAGACTAGAGGCCAAATCAACCAACAGCCCTCTCCCTGCCCAGCCCAGCTTGGCCCAGATCACCCAGTTCCGAA 
TGATGGTGTCCCTGGGACATTTGGCCAAAGGAGCCAGCCTGGATGATCTTATTGAGAGCTGCATTCAATCTTTTGGTGAGTTGGGCAACTGCCC 
ACCTATATAGAGATTGCTGTGTTACTTTGTTCTGTGCCTTAAAAAGTGTCTTATACAAGAGCAACCTAGATTGTATTTTGCCTTTAAAAATAGC 
TTTAGAGCTTTTGAAATGTTGGAGACAGTCTGTAGCGCTTACGGCACATGACTATGTGGGTGGAATAGGTCGTGATGAGAAGTACAATTTGAAG 
TGAGAACTTAGTGAGCGAAGTTGGCATTTTCCTCGCATGGTGGTTTGTCTCATGGTGAGGGGAAAAAAATCACAAATTGATATTGGGTATTCTT 
CTCCTCTAGTTCTTGTGGTCGAAAAATCCTAAGCCTGTCTCACACCGCCAAATACAATTTGAAAACTTTTAGGTCATTTGGACAAATAAGGTCT 
CGACAGTTCCCCCTTACAATCTGGACTTGTGCTGTGTTTGTGACTAGAAGATGAGGAGCCCATGTGTTGCAGGTCGAGGTGGGAGGACCTGAGC 
ACATGGGCACATAGGCCGGCAGCGGTGTATGGTCCAGGTGCTCCCCTCTGTACTGCCAACAAGCAGTGCCCTGAAAAGATTTCTTTTTATCCAA 
ACATTTTCTTTTGATGGTTGCTTATGAAATGGTGACTTGAAAGTAGTACTAAATATTGGGTTTGCTTCCAAAAGGGCAGGATTAAAACCGACAG 
ATTTCAGTGAAACCCATTAATTCAGAGATGTTTCAGTGTCCCCACGTCCCCTTTTCTATGCTCATGCATCTCCCTCTGGGAAGGAGATGGATTG 
GTGGGACTCGGCTCTGAAGCATCAGCCCACCCCAGCCTGATCCTCCTGGAGAGCAGAGGGGAGTTGTGCTCAGCTCTCAGAAGTGGGGACTGTT 
GGTGTTTAGGCCGAAACAAGGACCTTATTTATAGACTTGGGGAAGACTTGGCACTTTGGGGAGATTCTTTTTGTGCAACTGCCTCAGTTTTGGT 
TTAAAACAGTGCTTCTTAAACATTCTTGCACACACAGTTTGGGGGTTTTGATTTTTTTTTTTTTTTTTTTAGTAATGCAGATGGCTAGGTCCCA 
GCCCCAGAGTTTCTGCCTGAGTAGGTCTGGCCAGGGTGGGGTCCAAAAATTTGCATTTCTAACGAGGTCCCAGGTGAGGCCTTGACAGCTGCTC 
CCAGAACTCCACTTTGAGAATCGCTACTTTTAAGTTCTGTTGGCTGTAGACTTCTTGACTTTGAAAGAAAGCAGATTGGGTGTGTGACTCAGGC 
TCAGTGTT-TACCTAACAGGCAGGGGCTTGAGTGCAGGCTCCATCCCTGAAAAAGAAAAGGCCATTCATTCTGCTCCCTGTTTTATCTTTACCCG 
AAAG ACT AATTCAAGATG AATTTTCTACTGCTAAGCTACATCTTCAC CT C CAGATTGAATAACTTTGTGT CT CAAAAT CAT CATAG ACG ATTTT 
TTACATTCAAGGAGACAGCTAGAAGCTGGTGGAGACCAGTGGGCATGTGGTAGTCATTAGTGTTGTTAGATAAGCTCCTTGACTGCTAATTGTA 
TTCAGTAGACCTGCAGAGAGCATAGTGTAACTATTGCATGAACAAGGACCTTTACTCTCTCTTTCACTGCTGAGAACGCTGGGGCCATCACCGT 
GTTTATCATGTGAACGCTCTTCTTTTTCTACCAATCATCCAACTACCTGATGAGTTCAGCCTGTTTTCTTACCCTTCAAATACCTGTAGCTTCA 
AC CTC AAAAAT AC ATGG CC AGTTCTGGAGTCCTTTCC AGAAAC AACC AAT C AGAACC C ACTCCCCCAACCAG CCCTACAAAGGCAATGGTGCAT 
TGTTTCCTGCAATATGTGAAGGTAAAAAGTGGTGCTTTAAAAAACAGGAGCTGAGTAAGTGCCACTGAGACTAAAGCTCCTCAGGCCACTACCA 
AGAAGCATTTATTAAGTCTGTAATTATGCCTGACCCTGCACTGGGTGGCACCCAAGAAAGTCACAGTGACCAAGTGCCTGTTTCATTAGCACTT 
ATGACACCTGTGAAATACCCGGTTCAAGAACACACACACACACAGAGACTCACACATGCACATACCTGTGATAATAAGTTAAGGTGTGGTGTTT 
GGAAAACACACACACTCACACACACAGTCACACACTCACACACATACACTCACACACACATACACTCACACACACATGCACACACACTTGATAA 
TAAGTGAAGGTGTGGTGTTCAAGAACACATTCACACACACACACACACACACACACACACACACACACACACACTAACAAATGAAGGTGTGGTG 
TTCAGGAGCAAGTTCCTTGTACTAGGTAGGGTTTGAATCAGGGCACTTATTGATAAGGACCAGTCATCACCTCACATACCCTGGGCCATAGGCA 
TG CTGTGG AC AAAAC CCCG AG CTTTCTGTATTATATGTTAC AGAATTTC C CATC AC AG AGTTTAC ATG AAAGACAC AAAACAGCCAAAGCAGGG 
AAGAATTAGAAGGCTGCCTTTGTGAGTGGCCTCCTCTTGTTATCAGCTGACCTAGCTCTTGTGGGAGGAGCTACACTCTGAGCCGTGAAAAGCC 
GGTTTGAAGATTAAGGCAAGTTGACTAATTCCTTTCTTTACTTTTTCCTACCTGCTCATTTCACCTTCATGATGATGCCTAGGAAGTATTTCAG 
GAGGCTGTGTACACAGCACCCACAGGGCCCCCCCCCCCCCGAACACAGGGGCCATTGTCATACACATTTTAATTAGTTAAAACAAAACCAAGTG 
TAAAGTTTAGTTCATGCCACAGCAGCCAGCCTTCCGAGTGCTTGATGGCCTCAGGTGGTGACTCCTGTGAAACCGAGTAAGCAGACAATGCCTG 
TGGTCACAGAGTCTGACTTGGGTACTTGAGAGGGAAGACAACTGACCTGAGGAGACAAACGGTAGGTAGATTTTTCTGGAAACTGAGGTTTTAT 
TCATGTCTCAGGTACACCTAAGGGACAATCTAGTTACTGTTTAAAACCTCATGGGCATTGAGACGTGTATACTGAAAGCTGTCTCTTGAGCATA 
ATTAAGTGTTAGTTGTCCATCCCTTCCAGCAACTGCTCTCTTGGAAGGCTGGAATAGAAGGCCTTTAAGGATACGAATGCAAATGAAGGTACTG 
TGGACGGCCCCCAGCAAACCTCTCTGTATCAGAAGGTTACAGATCTGTGATTAGAAACACCGAGCCTCCATTCCGTGGCTTTACCCCTGCACCA 
GCCCACTCCCACCTTCTGTTTTAATCCGAGGGCATGCTACCCATCCCGACTGTGGCTGCTAGTTAACGCTATCTGAGGTAGATCATCACAGCAG 
GTGAAACATACCGTCCGCTAACAGGTTAAAGGCCTATGAGAAGCACTTAGGCTTTTCGCTTCTTCCTCACTTTGCAAGAGGGCTCTGAGCATTG 
GGGCCAAGTGGAAAAATGGAATACCCCAAGTTACAAGGTGCTTTCATGTCTCCTCTCTGGGCAAGAGAATTCTGATAGCATCAGGGAACAGTTG 
CACTCGTACCTCAGAAAGCACGGTAGCAAGCAGTTCCTCTGTGTCCAGATCTGGATGTCAGGGCCGAGGACAGTGCATCCAAGTGGCTTATATT 
ATATGGAGTGTTACTTTTTTTTCTTGGTGTTCTGTATGTATTAATTTTTCTTCTATATTCAAAACAACCCTGAAGTAGGTCAAGTATTATTATC 
TC C ATTGGGTG AACAAG AAGAAAAGTGGGACATCTGAGAT CTG AAACAAC ACAC CCTGTAC CC ACC AT CT AAATAGAAAACAGGCTGCCTTTTT 
CTTCTGCCTCTACCACCAGCAGCTATTTGTACCCTGAGCTCGTGCAGATGTGCCTCACTTCCCAAGAC AGG CGTCATAGCCTCAGAAGAG ATTT 

AAGAAATAGTCAGACTTCACCTTTATACCATCAACTGTGTGGTTGAAGTTAATCGAGTCAAACTTATATTTGTAAGTTTCTATGTGTATGCATT 
GTACTAATGTTTCCCAAACTAGAAAGACCCTAAAACCAGTAAGAGTAGTTTCTGTACTATGGGCTAGTTGAATACTAAGCTCCTTATAGACCTT 
AAGGAATTATAGTCTTTGAGACTGGAGCTGAGGAAGGGCAAACACGTGCTTGCTGGAACCGCTGTCCCCTCCACAGCAAAGTGAAGGTTGGATG 
TTCCTCATCTCAGCTTTAACTCTGCACACTGAGGCAAGGTGTACAGGAGACAGGCACCACACCACGCTCTATGACCCAGATGGGTCCTTAGCAC 
TG AC ACCTG C AGGCACC AAG C CAC AT ATATAAGGT C AC AT AT AC AAAGCCTTACCTAGGG CTG ATAAC AACC C CCGAGGGTAAG C C ACAG CTGT 
CCCTGAAGCCTCCTCATGGAATTCCCCAGATTTACAAGGTTTCTCGTAGAAAACAGCAAACAGCCATTTGCGGGGGGCACCCTACCCTAAACAC 
CTGGGCGTGTCAGAAGTGCCCAGTATGTGGAGAGAACTGGCATTCTTCGTTCGGTGTGCCACTTAAGCTAAAGAGCCCTTTACCATGTCTCTGC 
TGGGGTGATATCAACCAGTGCCCCTGCAATATCTTCCCTTTCATGTGTGTGAGTTCTGGTGACTCTTGGGTCTGAGGAA.GGAGATGGTTTAACC 
CTCTTCACCTCAAACTTTCCTGTGTGGCATTATCTCCAGGAGCCCTCCCTGTGTACTGGGGCAAAATCAGGCCTTCAGACGATGATGCCTAAGA 
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GCCACAATTTCTCAGGAGTTCTGGGTACTTTTCTTCAGTAGGTGGACCCAGAGGAATGAATCTTACTGCTGACTGAAAGACAGAGGGTGTGGAG 
TAGCTGAGCACTTATGGCTCGTGGGTGCAGTGGGGGCGTGGGCCTTTCCCTGATCTGACCCTGCTGGGCTTCTGAACAGCAGTGTGCCTTGTTA 
GTTTCCTCTCTTAGCTGATAGGGAACTGGGACTCAGAAGACGGAAAGGACACATGCCTGGCCCAGCTCATTACTGGCCCAGCTGCTGAGACCAA 
AGCTCAGGTCGGCTCTCTGAGGCTTGTGTTCTCTCTGCTGGAATAGAGTCTCATCCTGTGTGAGTTTGTCAGACATGCAGCCCCTCATGAACTG 
ATACCGATCACCACTTCCCTGTAGCCCGCTTGCTCCTTGGACATCCCAGAACATGTTCTTAGGCTTTCTAGGAAAACAAAACCAACTACAAACA 
GCTGTGAGAAGCAATGGAGCCAGTAGGCTTTTCAATTTATAAACCGATAAAGCTCTCGGGGAAGCCAGAAAGCArGAAAGCGGTCCAGCAAGGT 
TTAATTAGAGACACTCTTTGCCTGGGAGCATGTTGGAAATCCCAGCACAAGCTAGCAGCAAAATTTACAACCTGTCAGCCTTACACTTGGGACT 
TGGGGATGGGGGCAGTACTTCATTGCTCTCCAAGACTTTTCTTCAGGCTTACATTTGCTGCTGTGGGGAGATGGTCAGATCCATTCCTGATGCT 
ACAGTAAGGTCTCCATTCTTGTCTCCAGCCAGCCTCCTGGACTCACAGGCCTTCCAGAAGAGGCTGAGCTGGGAGGAGCCAGAGGGAAGCCGTG 
AACAACCAGCCAGATGAACCTGTTTGCCAGTAGATTCTTTAAGGCTTTCATTGGGAAATAATAGGAATTCCACAGCTGTCTGTTTTGTTATCAG 
AACAGGGGCTGGCCCTCTGAGAGCCTCGGAGAAGGGCATCTTAGGGGCAAACTTACCTCCTGGCCCTCTAATTGTTGCCTCATGCCTGAAGCAC 
TTGGTG AAACTAGGT ACTTCAATGC CAAACAGTCTTG AC ATC GTTAATAAT CCTTAATAATTT AATTAATTATTAATAATTT AATGATC CTTGC 
TGATTCAACTATAATGTTGAAAGGGGGGCATCTTTTCATACCTATTGGATCTTAAAAACCACATGGCCTGTCATGAGCGTGAGAATACTAAGAA 
TGGATGGCGGTGGGTGTCTTGCCAAATGCTGACGATGTCGAGGAGATGGGCCTGTAACATATTATATTTTTTATGAACATGGAAGTGTGAGTAT 
GAGAGTGGAGGGAGATGATAGCCTGATCTGCCAGCTGTGGCATACTGGATGATTATCCAGCACACAAGATCTAACCTGTTCTATTTTGTCTAAT 
TTTGCAAGCCAGTTGTTAAACATAGCCACCATTAAAGAGTCTGTTATTTACATGTGTGCTGAGTAAGTTCATAGAAGACAAGCATTGGAAATTG 
GTCACTTTCTAATGCGTGGTCATGTTTACTGTTCTGTGTGCTTAGGAGGGTGTGTCCATCATGCCTGTATGGTGAAAAACACTGCAGAGGCTTT 
TGCTGCAGTGTAGTGCAGTGCAGTGCAGAGCAGGGCAGCGCCCCCACTGGTCCATCTGCAGCAAGGCAGGCTGGGAGCTTGGCTTTGCCAGTGT 
AGTCACACCTTGGAAATAAGCAACATTACTGCCAGCCCAGCCTCCTCAAACCCAACCCCCTAAGAGCTCGAGGTTAAAGGCTTACCAGCATAAC 
ACCATTGTCAGTACTAAACCCCGGGGCGCTGTCAGAGCAGAGTCTAGAGGGAGGGGACCCTCAAAGCTGACAATCTTGTTCTGTATCACTCAGT 
TAGGAGTAAGG CTAACATAGTTTTTGGGT CTTTCATAC C CTAAGTAAC C AACCTC CTTGT CTGTGGTCAAGAC AAGAC AAGG C AAG ATG AAG AA 
ATTAAACATCAACAAAGCTGGGATTTTCTTAAAGACGTTATTATGGAACAAAGATAAATCCAAGAGATTTCATTTGTAATTGAACCAATTACAT 
ATATATATATATATATATATATATATATATATATATATATACATACATATATATATATATATTTTTTTT C C CCCTTAACT CACCT CCACAC ATT 
CTGCAGGATTAAGCGTCTCTTACTTTTTCAATTTCTTATACTTGTGACCTCCACATGTATGACCCATCTCTATCTGCTTAGGGCTCCGTCTGCA 



TTGCTAGAGGTTTGGACCTGTTTTCTTGGCTAGCATTTGTTGATGCCTTTCTCCTATTTTCATCCCTTCATTATTTTTACTCTTACAATACGTA 
GAAATTCCATGGTTTTATGTAGTTAAATTTGTCTTAGCCTTTTAACCCTTTATTAATTCTAAACTTAAAATCTATACTTCACCCACTTGGAAAA 
TATCTTCCTGTCATTTTAATTAAAATGAAAATTATTTTAATTCATTCAGTGTATATAATATGCATTATAGAGTCTTGGGAATGATCAGTAAAGT 
TTGCAAGTTATTGCTGGAGGAGAGAAAGCCTTTGGCTTTATTTCTGGGATTAGCTTAAAGCCGGTCTGGGTCCTACTACACACTAGACTACTGC 
ACACAGGTCATTTTGGCACTCAGAACCCTGCTCTCTCTGACTCTGTCACAGATGATTAAAATCAGTTCTAAAACCAAGCAGTGTCTGGAGGAAG 
AAATAGCGTGATCTCAAATATGATATTGAATGTGAACTTGAAGGAAACCCTTCAGAACTGATGTATAAAGTGCTTTTAACTGTTTATAGAACCA 
ATAGCCTTAGAAGACTAAAACTCTCGTCACATTTAAATCTCATTTTTCTAAGTTATTTCTGTAGAGTGAACCTATGTTGCTCCTAAGTAGGCCG 
TTTTGTGACGAGATACATAAAACATTAACAGTACTTATCTATTTAAATATTCACTGTTATTTTAGAAATAACCAGCCTTTGGATAATTATTGTG 
AACAGTACCGTGTTTATGTTAATATTATATATATTTATTTAATTCACACTCTTATGTTCCTATAACTACAAATATTTAACTAATACTCAAAATT 
CATATTTTTAAAAAATTTTAATAACTTTTAAAAACCATTTGCTTCACTCTGGGAAACTTCAGAAATACAGTTTAAAAATGAAAAGCATTGGGGC 
TGGAGAGATGGTTCAGAGGTCAAAAGCACTGGCAGTTCTTCCAGAGGATCCTGGTTCAATTCCCAGCACTTACATGGTGACTCACAACGATCTA 
TAATTCCAGTTCCAGTAAATCTGACACCCTCACAAACACACATGCAGGCAAAACACGAATGCATGTAAAACAAAATTAAAAATCATTTTAAAAA 
CTTTTTAAAAGGAAAAAAATTACAGTTCTGTATCCTACCCCCACAAACAGTGTTAGCTATGAACATTCTTGGATTTGTCTCAGCGTTCTCCTAT 
GGATATGCACGGATACTGTGAACATAGTGCATGTCTTGTGATAGATTCTCCATACCTCTGTGTGTTCAATATTCACATCTTAACCAATTGTGAT 
CCTGCGATGAACATTACTACGTGCCAAGAAGCGTGCTAGCATACAAGGTTTCTACTCTATCCTAAAATTGATCCTAAGAAAATAATGCTGGCAT 
AATTCCATCAAATATGGGACATAAAATTGAGGGTTGCTTGGCAACCAAAATGACGCTGATGAAGAATTAAAGGCATTTCCAGAGAAGAAGAATA 
CTGATTTTTCCAATGTAAAGTGCTAATTATAATAGCCTAGGGCTGATTACAGATAGAATGAATGAAAGGGAGCAATACTTAAACTAACTGAAAA 
TCCAAGAGGCAAGCATTCTTCTTCGTTATGTGTGGCGAAAGTGAGTTAAAGGTTTACTGTCAGAAACGAAGAATAAAATCTCTTGCCTTCATTA 
TAACTTCTCTAAGTTATAATGAAGGAGCAGTGAGGTGGGATTTATAGCAGAGCCTAGAAGAGGCTGAAGTCTGCTCAGTCCAGCTGCTTTTGCA 
GTGACTGTGAGGTGGCGGGCAGCATCTGAGGAGGCCGTACTGTTTCCTTCCTTTTTAGTGCAGAACAGGCCAGGGCTCAGGCACTGAGCATCTT 
GCTAAATGGTTGTACCGTTTGGCAGAACCAGCTGCCAAGATGGAGCTTGAACAAGGGGCACACCAGTGATTGACTGAAATGAACAAAAGAACAT 
AGGTACTACTACAGGAGGAAGAAAGAGCAGAGAGTACTAATTTTATCCTGAAGGAGAACACGGATTCATAGGAGCAAGATGGGTGTTGAGTATA 
AAATCATCTGAAGGCT(2AGATGGAAAGTGAGAATTCCCAAGTAGAAGAGCAGAGAGTTCTTCTGTCTCCTCTCAGTGATCTGCCGAACTGTAGT 
ATGGACTTGTTTATATGATCTTTTGAACAGCCCCATTTTAAAGAGGAACTGAAGCACTCAGGAAACGGGTGTCCCCCTAATTATCATATGTGAG 
TG AGTGTACTTGTT AAC ATATAGTCACAC C CTAC AGAG C ACC CTTG AGTCTGTTG AGCAGTTGGCTAACTCTG CGTTGCTTGCTTCCTGCGTGA 
GCATAGGGACTTTTCCATACTTCCTTCCTTTCTTTCACACCTTGGATTCCAACTTTACTTCATCCAAGAGCTTCGCCATTTACCTCCAGGCCTG 
GGCCACTCCAACCACACAATAAAGCAGTTAGCATCTGATACAGTTCTTTCCAGAGGTCAGCCACAGGAGCCACACTGCTGGCTACCCAGCTATC 
TTCAGTTCCTGCTAAGGATGAGTCCTCACTCTGTAATAACTTGTGAGTTGGCTCTACTCTATGAACATACTCCCCTTACTTATTGTGCCTATAG 

TCTCCCGCACTGCCTGCGTGCCCAATGGCTTAGAGTCCTATTACCTTGTCACCAATCACAGGTAGATTTAGCTAACTGAGGAAGTGGACCTTCA 
TAGTGTCACAGGGGAAAATATGAA 

MOUSE SEQUENCE - mRNA 

GGATCCGCGGCCATGGGAACCCTGGGCAAGGCGAGAGAGGCTCCGCGGAAACCTTGCCATGGCTCCAGAGCTGGCCCCAAAGCAAGACTAGAGG 
CCAAATCAACCAACAGCCCTCTCCCTGCCCAGCCCAGCTTGGCCCAGATCACCCAGTTCCGAATGATGGTGTCCCTGGGACATTTGGCCAAAGG 
AGCCAGCCTGGATGATCTTATTGACAGCTGCATTCAATCTTTTGATGCGGATGGAAACCTGTGTCGGAATAACCAACTGTTACAAGTCATGCTA 
AC C ATGC ACCGG AT CATC AT CT CCTC AG C CG AGCTGCTAC AAAAAGTC ATGAATCTAT ATAAGGATG CC CTGGAAAAGAATT CT CCAGGAGTTT 
GCCTGAAGATCTGCTATTTTGTCAGGTATTGGATAACAGAATTCTGGATCATGTTCAAGATGGATGCCAGCTTGACCAGCACCATGGAAGAGTT 
CCAAGACCTGGTGAAAGCCAATGGTGAGGAGACCCACTGCCACCTCATCGACACGACCCAAATTAATTCTCGAGACTGGTCCAGGAAACTGACT 
CAGAGGATAAAATCGAATACTAGCAAGAAGCGCAAAGTGTCCCTGCTGTTTGACCATCTGGAACCTGAAGAACTGTCTGAACACCTCACCTACC 
TTGAGTTCAAGTCCTTCCGACGGATATCTTTCTCTGATTACCAAAATTACCTTGTAAATAGCTGCGTAAAAGAGAACCCCACCATGGAGAGGTC 
CATTGCCCTGTGCAATGGCATCTCCCAGTGGGTACAACTGATGGTTCTCAGCCGTCCCACCCCGCAGCTCCGGGCAGAGGTCTTCATCAAGTTC 
ATCCATGTGGCTCAGAAACTCCACCAGCTACAGAACTTCAACACGCTGATGGCTGTGATCGGGGGACTGTGTCACAGCTCCATCTCCAGGCTTA 
AGGAAACAAGTTCACATGTCCCACATGAGATCAATAAGGTTCTGGGCGAGATGACTGAACTGCTGTCCTCCTGCAGAAACTATGACAACTACAG 
GCGAGCCTATGGGGAGTGCACCCACTTCAAAATCCCCATACTGGGTGTGCACCTCAAGGACCTCATATCCCTGTATGAGGCTATGCCCGACTAT 
CTGGAAGATGGGAAGGTGAATGTCCAAAAGCTCCTGGCCCTTTACAATCATATCAATGAATTGGTCCAGCTGCAGGAGATGGCCCCACCATTGG 
ATGCCAACAAGGACTTGGTGCATCTGCTGACGTTATCCCTGGATCTATACTATACAGAAGATGAAATCTATGAGCTTTCCTATGCCCGGGAGCC 
GAGGAACCACAGAGCTCCGCCACTGACACCTTCGAAGCCACCAGTTGTAGTAGACTGGGCCTCTGGAGTGTCTCCCAAACCTGACCCAAAGACC 
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ATCAGCAAACACGTCCAAAGGATGGTGGATTCTGTCTTTAAGAACTATGATCTCGACCAGGATGGCTATATCTCTCAGGAGGAGTTTGAGAAGA 
TCGCTGCAAGCTTTCCATTTTCCTTCTGTGTGATGGACAAAGATAGGGAAGGCCTCATCAGCAGAGACGAGATCACGGGCTACTTCATGAGGGC 
CAGCTCCATCTATTCCAAGCTGGGCCTGGGCTTTCCACACAACTTTCAAGAAACCACTTACCTGAAGCCCACCTTCTGTGACAACTGTGCTGGC 
TTTCTCTGGGGCGTGATCAAGCAAGGCTATCGCTGTAAAGACTGCGGGATGAACTGCCACAAACAGTGCAAAGACCTGGTGGTGTTCGAGTGCA 
AGAAGCGAATCAAGAGCCCAGCAATATCCACAGAGAACATCAGCTCTGTGGTACCAATGTCCACCCTTTGTGCACTGGGAACCAAAGATCTGCT 
CCATGCACCCGAAGAAGGATCTTTCATTTTCCAAAACGGAGAGATTGTGGACCACAGTGAGGAGAGCAAGGATAGGACCATCATGCTCCTCGGA 
GTGTCCTCCCAGAAAATTTCAGTTCGGCTGAAGAGGACTGTTGCCCACAAGAGCACCCAAACAGAATCGTTGCGGTGGGTTGGTGGCGAGACGA 
CCCCTGGTCACTTTGTGCTGTCTTCTCCAAGGAAGTCGGCGCAGGGCGCTCTTTATGTGCACAGTCCAGCATCTCCATGCCCCAGGCCAGCACT 
GGTCCGAAAGCGGGCATT CGT CAAGTGGGAGAACAAAG AGTCC CTTAT AAAACC AAAACC AG AACTTC ACCTC CGG CT CCGGACCTACG AAGAA 
CTGGAACAGGAAATAAATACCCTGAAAGCAGATAACGATGCTCTGAAGATCCAACTGAAGTACGCACAGAAGAAAATAGAATCCCTGCAGCTTG 
GGAAAAGCAATCATGTCTTAGCCCAGATGGACCACGGTGATAGTGCTTAA'TCCAGAATTTCAAGGACCAGAATCTGCAGACGGGTTTACTGGGA 
TGTCGAC 

MOUSE SEQUENCE - CODING 

GGATCCGCGGCCATGGGAACCCTGGGCAAGGCGAGAGAGGCTCCGCGGAAACCTTGCCATGGCTCCAGAGCTGGCCCCAAAGCAAGACTAGAGG 
CCAAATCAACCAACAGCCCTCTCCCTGCCCAGCCCAGCTTGGCCCAGATCACCCAGTTCCGAATGATGGTGTCCCTGGGACATTTGGCCAAAGG 
AGCCAGCCTGGATGATCTTATTGACAGCTGCATTCAATCTTTTGATGCGGATGGAAACCTGTGTCGGAATAACCAACTGTTACAAGTCATGCTA 
AC C ATGCAC CGGATC AT C ATCTCCTCAGCCG AGCTGCTACAAAAAGTCATGAATCTATATAAGGATGCC CTGGAAAAGAATTCTC C AGGAGTTT 
GCCTGAAGATCTGCTATTTTGTCAGGTATTGGATAACAGAATTCTGGATCATGTTCAAGATGGATGCCAGCTTGACCAGCACCATGGAAGAGTT 
C CAAGAC CTGGTGAAAG C C AATGGTGAGG AGACCC ACTG C C ACCTC AT CGAC ACGACCCAAATTAATTCTCGAG ACTGGTCCAGG AAACTGACT 
CAGAGGATAAAATCGAATACTAGCAAGAAGCGCAAAGTGTCCCTGCTGTTTGACCATCTGGAACCTGAAGAACTGTCTGAACACCTCACCTACC 
TTGAGTTCAAGTCCTTCCGACGGATATCTTTCTCTGATTACCAAAATTACCTTGTAAATAGCTGCGTAAAAGAGAACCCCACCATGGAGAGGTC 
CATTGCCCTGTGCAATGGCATCTCCCAGTGGGTACAACTGATGGTTCTCAGCCGTCCCACCCCGCAGCTCCGGGCAGAGGTCTTCATCAAGTTC 
ATCCATGTGGCTCAGAAACTCCACCAGCTACAGAACTTCAACACGCTGATGGCTGTGATCGGGGGACTGTGTCACAGCTCCATCTCCAGGCTTA 
AGGAAAC AAGTTCAC ATGTCC C AC ATGAGAT C AATAAGGTTCTGGGCG AGATGACTGAACTG CTGTCCTCCTGCAGAAACTATGACAACTACAG 
GCGAGCCTATGGGGAGTGCACCCACTTCAAAATCCCCATACTGGGTGTGCACCTCAAGGACCTCATATCCCTGTATGAGGCTATGCCCGACTAT 
CTGGAAGATGGGAAGGTGAATGTCCAAAAGCTCCTGGCCCTTTACAATCATATCAATGAATTGGTCCAGCTGCAGGAGATGGCCCCACCATTGG 
ATG CCAACAAGG ACTTGGTGCATCTGCTGACGTTATC CCTGGATCT AT ACTATAC AG AAGATG AAATCT ATG AGCTTT CCTATG CCCGGG AGC C 
GAGGAACCACAGAGCTCCGCCACTGACACCTTCGAAGCCACCAGTTGTAGTAGACTGGGCCTCTGGAGTGTCTCCCAAACCTGACCCAAAGACC 
ATCAGCAAACACGTCCAAAGGATGGTGGATTCTGTCTTTAAGAACTATGATCTCGACCAGGATGGCTATATCTCTCAGGAGGAGTTTGAGAAGA 
TCGCTGCAAGCTTTCCATTTTCCTTCTGTGTGATGGACAAAGATAGGGAAGGCCTCATCAGCAGAGACGAGATCACGGCCTACTTCATGAGGGC 
CAGCTCCATCTATTCCAAGCTGGGCCTGGGCTTTCCACACAACTTTCAAGAAACCACTTACCTGAAGCCCACCTTCTGTGACAACTGTGCTGGC 
TTTCTCTGGGGCGTGATCAAGCAAGGCTATCGCTGTAAAGACTGCGGGATGAACTGCCACAAACAGTGCAAAGACCTGGTGGTGTTCGAGTGCA 
AG AAG CGAATCAAG AGCC C AG C AAT ATC C AC AGAGAAC ATCAG CT CTGTGGTACC AATGTCCACCCTTTGTC CACTGGGAACC AAAG ATCTGCT 
CCATGCACCCGAAGAAGGATCTTTCATTTTCCAAAACGGAGAGATTGTGGACCACAGTGAGGAGAGCAAGGATAGGACCATCATGCTCCTCGGA 
GTGTCCTCCCAGAAAATTTCAGTTCGGCTGAAGAGGACTGTTGCCCACAAGAGCACCCAAACAGAATCGTTCCCGTGGGTTGGTGGCGAGACGA 
CCCCTGGTCACTTTGTGCTGTCTTCTCCAAGGAAGTCGGCGCAGGGCGCTCTTTATGTGCACAGTCCAGCATCTCCATGCCCCAGCCCAGCACT 
GGTCCGAAAGCGGGCATTCGTCAAGTGGGAGAACAAAGAGTCCCTTATAAAACCAAAACCAGAACTTCACCTCCGGCTCCGGACCTACCAAGAA 
CTGGAACAGGAAATAAATACCCTGAAAGCAGATAACGATGCTCTGAAGATCCAACTGAAGTACGCACAGAAGAAAATAGAATCCCTGCAGCTTG 
GGAAAAGCAATCATGTCTTAGCCCAGATGGACCACGGTGATAGTGCTTAATCCAGAATTTCAAGGACCAGAATCTGCAGACGGGTTTACTGGGA 
TGTCGAC 

HUMAN SEQUENCE - GENOMIC 

GGTGCTTGGGAGGGCATG^CTGGAGAGGTAAGATCCAGTCATGCAGGTACATGATGTTAAAAAGTTTGCACTTTATTCTGTAGGCAATTGGAGA 
CTCCTAGGCAGTTTAGAAGCAAAAGAATTATGTGACCATGTACATGAAAGAAGCAACATGAAAGAAGAATCAGAGAAAAGGAGGTTATGTAATT 
AGGGACGCCAGTTAC!AAAGCTATTACACATGTCCAGGTAAGAGATGATGGGGGCTTAGACCAGCATGTGGCTTTAAAGATGGAGAGGAAGCCCT 
TGGGAACAATGAAAGGAGGTGGTGGTTGAAAATGTGGGTCTAAATGCTAGGTGACAAAGGTGGATATTCGGACAGAAGAGTCATATAGGTCCTG 
CTGAGGCCATGGGAGAAAATTAAAACACCTACTTTGAGTAACGGATCATTTAGAAAATCTGAAGAAAGCTAACAACCCTTCCCCCAGAAAAAAC 
ATACACAAAAATTTAGATATAGTTTCAGAAGCTTCACATATAGTATAGTCCCTTCTCCCCAGTTAATCTCCTCATGGACATTAATTAAGAGTCC 
ATGATTGAGAGAAGGAAGAATAACAAAGAAAGCATCCAGAGGAAGGGCCTCACCCAAGGGGTGAGAAGAGGAAGACTCCCCAACCAGACACCTA 
GGAAAAATAGAAGAGAGGGTAAATGAGGGTACAAGATAACACACTTGGGTGGCTGGCAAGATGGCCAAATAGGAACAGCTCTGGTCTGCAGCTC 
CCAGCGAGATCAACACAGAAGGCACATGATTTCCGCATTTCCAACTGAGGAAACTGGCTCATCTCATTGGGACTGGTTAGACAGTGGGTGCAGC 
CCACGGAGGGCGAGCCAAAGCAGGGTGGGGCATCACCTCACCAGGGAAGTGCAAGGGGCCAGGGAACGCCCTCCCTAGCCAAGGGAAGCTGTGA 
GGGATTGTGCCATGAGG AATGG TACACTCTGGC CCAGATACTAC ACTTTT C C CAC AGTCTTTGCAACTCGC AGACC AGGAGATTC CCTCAGGTG 
CCTATGCCACCAGGGCCCTGGGTTTCAAGCACAAAACTGGGCAGCCATTTGGGCAGACACTGAGCTAGCTGCAGGAGTTTTTTTTTTCATACCC 
CAGTGGCACATGGAATGCCAGTGAGACAGAACCATTCACTCCCCTGGAAAGGCGTCTAAAGCCAGGGAGCCAAGTGGTCTAGCTCAGCGTATCC 
CACCCCCACAGAGCCCAGCAAGCTAAGATCCACTGGCTTGAAATTCTCGCTGCCAGCCCAGCAGTCTGAAGTCAACCTGGCACACTCAAGCTTG 
GTGCGGGGAGGAGCATCTGCCATCACTGAGACTTGAGTAGGCCGTTTTCCCCTCACAGTGTAAATGAAGCCGCTAGGAAGTTCGAACTGGGCAG 
AACCCACTGCAGCTCCACAAAGCCTCTGTAGCCAGACTGCCTCTCTAGATTCCTCCTCTCTGGGCAGGGCATCTCTGAAAGAAAGGCAGCAGCC 
CCAGTCAGGGGCTTATAGATAAAACTCCCATCTCCCTGGAACAGAGCACCTGGGGGAAGGGGTGGCTGTGGGCCTCCTCCTGGCTCTGAAGAGA 
GCAGTGGATCTCTAGCACAGTGTTTGAGCTCTGCTAAGGGACAGACTGCCTCCTCAAGTGGGTCCCTGACCCCTATGCCTCTTGACTGGGCGAC 
ACCTTCCCGCAGGGGTCGACAAACACCTCATACAGAAGAGCTATGGCTGGCATCTGGCAGGTGCCCCTCTGGGACAAAGCTTCCAGAGAAAGGA 
ACAGCCAGCAATCTTTGTTGTTCTGCAGCCTCTGCTGGTGATACGCAGGCAAACAGGGTCTGGAGCGGACCTCTAGCAAACTCCAGCAGACCTG 
CAGCAGAGGGGCCTGACTGTTGGAAGGAAAACTAACAAAGAGAAAGGAATAACATCAACATGAACAAAAAGGATGTCCACACCAAAACCCCATC 
CAACGGTCACCAGCATCAAAGACCAAAGGTAGATAAATCCATGAAGATTAGGCAAACCAGCACAAAAAGGCTGAAAATTCCAAAAACCAGAATG 
CCTCTTCTCCTCCAAAAGATCACAACTCCTCACCAGCAAGGGAACAAAACTGGATAGAGAATGAGTTTGACGAATTGACAGAAGTAGGTTTCAG 
AAGGTGGGAAATAACAAACTACTCCAAGATAAAGGGGCATGTTCTAACCCAATGCAAGGAAGCTAAGAACCTTGAAAAAAGGTTAGATGAATTG 
CTAACTAGAATAAACAGTGTAGAGAAGAATGTAAATGACCTGATGGAGCTGAAAAACACAACACGAGAACTTCGCGAAGCATACACAAGTATCA 
ATAGCTGAATCAJVTCAAGTGGAAGAAAGGATATCAGAGACTGAAGATCAACTTAATGAAATAAAGCATGAAGACAAGATTAGAGAAAAAAGAAT 
GAAAAGGAATGAACAAAGCCTCCAAGAAATATGGGACTATGTGAAAAGACCAAACCTACATTTGATTGGTGTACCTGAAAGTGACGGGGAGAAT 
GGAACCAACTTGGAAAACACTCTTC AGGAT ATT AT CCAGGAG AACTTC C CCAAC CT AGC AAG ACAGG CC AAC ATT C AC ATT CAGG AAATATAG A 
AAATG C C AC AAAGAT ACTCCCTG AG AAGAGC AACCC C AAG AC AC AT AATC ATC AGATTC ACC AAGGTTGAAATG AAGGAAAAAATGTTAAGGGC 
AGCCAGAGAGAAAGGTCGGGTTACCCTCAAAGGGAAGCCCATCAGACTAACAGTGGATCTCTCTGCAGAAACTCTACAAGCCAGAAGAGAGTGG 
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GGGCCAATATTCAACATTCTTAAAGAAAAGAATTTTCAACGCAGAATCTGATATCCACACAAACTAAGC^ 

CCTTTACAGACAAGCAAATGCTGAGAGATTTTGTCACCACCAGGCCTGACTTACAAGAGCTCCTGGAAAGGAAAAACCAGTACCAGCCACTGCA 
AAAATATACCAAATTGTAAAGACCATCGACACTATGAAGAAACTGCATAAACTAATGGGCAAAATAACCAGCTAGCATCATAATGGCAGGATCA 
AATTCAGAATAACAATATTAACCTTACATGTAAACGGGCTAAATGCCCC^ 

ATTGGTGTGCTGTATTCAGGAGACCCATCTCACATGCAAAGACAGACATAGACTCAAAATAAAGGGATGGAGGAATATTTACAAAGCAAATGGA 
AAGC ATAAAAAAG C AGGGCTTGC AATC CTAGT CTCTG ATAAAAC AGACTTG C AAC CAACAAAGATCAAAAAAGACAAAG AAAG ACATTACATAA 
TGGTAAAGGGATCAATGCAACAAGAAGAT CTAAAT CGTAAAT AC ATATGCACC AAATACAGG AG C AC C C AGATTCATAAAG CAAGTTCTT AGAG 
AC CTAC AAAGAGACTTAGATTC CCAC ACAATAATACTGGG AGACTTTAACACCCC ACTGT C AATATTAGACCG AT C AACG AG ACAGAAAATGAA 
CAAGGGTATTCAGGACTTGAACTCAGCTCTGGACCAAGCAGACCTAATAGACATCTACAGAACTCTCCACCCCAAATCAACAGAATATACATTC 
TT CTCAGCAC C AC ATC AC ACTTATT CTAAAATTGACC AC ATAATTAG AAGTAAAACACTC CT C ACC AAATGC AAAATAATGG AAAT C ATAACAA 
ACGGTCTCTTGGACCACAGTGCAATCAAATTAGAACTCAGGATTAAGAAAGTCACTCAAAACCGC^CAACTACATGGAAACTGAACAACTTGCT 
CCTGAATGACTACTGGGTAAATAAAAAAATGAAGGCAGAAATAAATAAGTTCTTCGAAACCAATAAbAACAAAGACATAACATACCAGAATGTC 
TGGGACACAGCTAAAGCAATGTTAAGAGGAAAATTTATAGCACTAAATGCCCACATCAGAAAGGAGGAAAGATCTAATATTGACACCATAACAT 
CACAATTAAAAGAACTAGAAAAGCAAGAGTAAACAAATTAAAAAGCTAGCTGAAGACAAGTCACAACAAAGATCAGAGGAGAACTGAAGGAGAT 
AC AG AC AC ACAC AAAAAAAAC CTTCAAAAAATC AATG AATC CAGGAGGTAGTTTTTTGAAAAGATT AAC AAAATAGATAGCC C ACTAGC CAG AC 
TAATAAAGAAGAAAAAGAGAAGAATCAAACAGACACAATAAAAATGATAAAGGGGATATCACC^CTGATACCACAGAAATACAAACTACCATCA 
GAGAATACTATAAATACTTCTATGCAAACAAACTAGAAGAAATGGATAAATTCCTGGACACATACACCCTCCCAAGACTAAACCAGGAAGAAGT 
C AAAT C CCTGAAT AG AC CAATAAC AAGTTCTG AAATTG AGGC AGT AATTAATAAGCTACC AATCAAAACAAAAGCCCAGGACCAG TTGGATTCA 
CAGCCAAATTCTACCAGAGGTACAAAGAGGAGCTGGTACCATTCCTTCTGAAACTATTTCAAACAATAGAAAAAGAGGGAATCCTCCCTATCTC 
ATTTTATAAGGCC AGTGT CATCCTGAT ACC AAAG CCTGG CAG AGACACAACAAAAAAAGAAAATTTCAGG C C AATATC CCTGATGAACATCGAT 
ATGAAAATCCTCAATAAAATACTGGCAAACTGAATCCAGCAGCACATCAAAAAGCTTATCCACCATGATCAAGTCAGCTTCATCCTAGGGATGC 
AAGGCTGGTTCAACATATGCAAGTCAATAAATGTAATCCATCACATAAACAGAACCAATGACAAAAACCACACGATTATCTCAACAGATGCAGA 
AAAGGCCTTCAATAAAATTGAACACCCCTTCATGCTAAAAACTCTCAATAAACTAGGTATTGATGGAATGTATCTCAAAATAATAAGAGCAATT 
TATGACAAACCCACAGCCAATATCATACTGAATGGGCAAAAGCTGGAAGCATTCCCTTTGAAAATCAGCACAAGACAAGGAGGCCCTCTCTCAC 
CACTCCTATTCAACATAGTATTGGAAGCTCTGGCCAGGGCAATCATGCAAGAGAAAGAAATAAAGCGTATTCAAATAGGAAGAGAGGAAGTTGA 
ATTGTCTCTGTTTGCAGATGACATAATTGTATATTTAGAAAACCCCATCATCTCAGTCCAAAATCTCCTTAAGCTAATAAGCAACTTCAGCAAA 
GTCT C AGC ATAC AAAAT C AATGTTCTAAAATC ACAAGCATT CCTATACAC AAATAATAGACAGAGAGC C AAATC ATG AGTAAACTC CC ATTC AC 
AATTGCTACTAAGAGAATAAAATACCTAGGAATACAACTTACAAGGGATATGAAGGACCTCTTCAAGGAGAACTACAAACCACTGCTCAAGGAA 
ATAAG AC AGGAC AC AAAC AAATGG AAAAAC ATTC CATGCTCATGGAT AGG AAG AATC AATATTGTGAAAATGGCCATACTG C CC AAAGTAATTT 
ATAGATTCAATG CTAT C C C C ATC AAGCTAAC ATTG ACTTTCTTCACAGAATTAGAAAAACCTGCTATAAATTTCATATGGAAGCAAAAAAGAGC 
CTTT ATAGC CAAG AC AATCCTAAG CC AAAAG AAC AAAGCTGGAGG C AT C AC ACT AC CTG ACTTC AAACT AT ACT ACAAGG CT ACAGT AAAAAAA 
AAAC AG C ATGGT ACCAGT ACC AAAAC AGAG ATATAGAC C AATGGAAC AG AACAGAGC CCTC AG AAAT AATGCTACACATCTACAACCATCTGAT 
CTTTGAGAAACCTGAGAAAAACAAACAATGGGGAAAGGACTCCCTATTTAATAAATGGTGTTGGGAAAACTGGCTAGCCATATGAAGAAAACTG 
AAACTGGACCCCTTTCTTATACCTTGTACAAAAATCAACTCGAGATGGATTAAAGGCTTAAACATAAGACCTAAAATCATAAACACCCTAGAGG 
AAAACCTAGGCAATAGCATTCAGGACATAGACATGGGCAAAGACTTCATGACTAAAACJACCAAAAGCAATGGCAACAAAAGCCAAAATTGACAA 
ATGGG ATCTAACT AAACTAAAGAGCTT CTGC AC AGC AAAAGAAAATATC AT CAG AGTGAAC AGGC AAC CT AC AG AATGG G AG AAAATGTTTG CA 
AT CTAC C C ATCTG ACAAAGGG CTAATATCCAGAATCTACAAAGAACTTAAACAAATTTACAAGAAAAAACAAACAACCCCATCAAAAAGTGGGC 
GAAGGATATGAACAGACACTTCTCAAAAGACATTTATGTGGCCAACAAACATATGAAAAAAAGCTCATCATCACTAGTCATTAGAGAAATGCAA 
ATCAAAACTACAATGAGATACCATCTCATGCCAGTTAGAATGGCAATCATTAAAAAGTCAGGAAACAACAGATGCTGGAGAGAATGTGGAGAAA 
TGGGAACACTTTTACACTGTTGGTGGGAGGGTAAATTAGTTCAACCATTGTGGAAGACAGTGTGGCAACTCCTCAAGGATCTAGAACCAGAAAT 
ACCATTTGGCGCAGCAATCCCATTACTGGGTATATACCCAACGGGATTATAAATCATTCTACTATAAAGACACATGCACATGTATGTTTACTGC 
AGCACTGTTCACAATAGTAAAGACTTGGAACCAACCCGAATGCCCATCAATGATAGACTGGATAAAGAAAACGTGGCAC^TATAC^CC^CGGAA 
TACTATGCAGCCATAAAAAAGGATGAGTTCATGTCCTTTGCAGGGATATGGATGAAGCTGGAAACCATCATTCTCAGCCAACTAACACAGGAAT 
GGAAAACCAAACACCGCATGTTCTCACTCATAAGTGGGAGTTGAACGATGAGAACACATGGATACAGGGAGGGGAACATCACACACTGGGGCCT 
GTCTGGGGGTGGGAGCTAGGGGAGGGATAGCATTAGGAGAAATACCTAATGTAGATGACGGGTTGATGGGTGCAGCAAACCACCGTGGCACTTG 

CTACCTTATAAGAATGTTATATTAAATGATGTATTTTGTGAAAAAAAAAAAAAGTTTGTTCTTGAGGTCAGAGGTGCCTCATATAACACCAGGC 
AGACTAATCACATGGCCGATGATTAAAAGAGACATAGACAAACTTCTCATTTTTTAGATGTTTGGAAAAGACTTATTGCTCAGGTAGGAGTAGC 
CAGAAAACCTCAAAAAAGAGCTCGAGGGGGCCCAGAAGCAGAATCAGATGCAAGTGAAGTGCAGAGTACTCAGAAAGTCCAAGAGAAAAACACT 
CGCTGGG CATATGTAGGC CTCTTT CTTTAGAAAACTCAGC AAG ACT CATGTATTGAATG AATTAATAACCTTGGTTTCAAC CATTTGTATATAT 
GTGGACTGTAGGTGTGCAGATGTGTGTAACTGCCTACATGTGCACTTAGTATTATGCATATATGTATATTTACATATAAATATAATGATGCATT 
TACATAAAGGCATCCATTTGG CATACATACCTATGC ATATGCAGTATAAGG CTG G ATTATT CC C CTGC CAC ACACAAAGATTTTGCTGT CCAAA 
GACTCAGTGCAATGAATGGCATGGAAGGGGCTCTATTTTCAAGGGTGAAGCAATAGAGAAATACCGAAGGCCTCGGATAACCTGTGATGGGGAT 
CCCACGAAAGCCACCGGGGACAGTGCCAGTAAGCTTATCACTCCTGCCATAGACAGCGGACTTCAAAGAAAAACTGAAACCCTTTCTCCGGAAA 
TAATCAGGAAGGATCTTATTTTCTTCTTTGAGGTCAGCACATTTTGCTTTTCAAAATCAAATCCACAGCAGTTCATTAGTAATGTCCCACAGGT 
ACTGCCTCAAGTTGGCAGCTGTGGAAGCTAAAGAAGCATAAGACCTGATTCTTGACCTCGGACAATTTACAGTTTAGCTGTGGAGGTAAGACAG 
GGACACAGAATATTATGTGGCAATTGAAAGTGTAAATATTATAGATTTAAGTAGGGTAAAGAGCTCATTCTGTAGTAGAGGGGTCAGTGAAAAG 
TAATTGTT C AC CTGGTAATAAGAGAAGATCTCTGTG AAC AAAGTCTAAG ACTGC AAACTTAGG ACTGTTGGG AGATAGT CAG ATAG ATTCATAT 
ATAGATACAAATCTTTACCATCCTCAGACATCCGCCAACTTGGTTGTTTAGGTTGTAGGGCTTACATGAGGAAGGGTGTATAATAGATAACTCT 
AAAAATGTTTGAGCCTTAGACCCAGTGAGTGAGAAAGAGTGTCATCATTTAATATTCTCCTGACATTCACCTGCCCCTTCTGCATCTGTGGCTG 
TGACTGAGGACTTGGTTCTTTATATCACCCAGTGTTCATGAGGATTCTCTGGAGAAATTTCTTGCTGGTCTCAGTATCAAGAAAGGGGGATCTT 
CTCTTGAGCAATTTTGTTTTTGGTCTTGCATGTGATAGGAATTGAACTTTAGACAAGGCCTCTCTTTAAACTTGACTGCTAGAAATGCAGGAGA 
CAAATTTTGGTCCCACCTGTAGCAAGGGTATTTGACTCTATGAGATGCATTTATTTCAAATGATGTTCATTTTTGGCTCCATCTTGTGTGCCTC 
ATTTTTCATTTCACACACTTCTTTTTGTAGGTTATGTGCTCTTGTAAGCTATCTCGAATTCTGTTTTAAGGACAAGGTAGCATATAAATATAAG 
GAAATATATAAATGAAACAGAGGAAGGCTTTAAAGTCCAGAACACTATGGCCAGGAAGACAACTATGACTGTGGCTAGAGTTATGGTCTGTGGC 
CGTG ATAATG AGTGTGTTATTAGGGCAG TCCAGCAGTGATTACAGGGAGTCAGACAGACCTCAGT C CAAGTC AGAGGT CT CTCTGCTGTTTATT 
AGTTGTATGATCTAAGGC AT AG CATT CT CTAAAC CTTCATTTTCTC AT CTTTACAAC AGTG ATCTCTTTGTAT C AGGG AG AGTGGATT AAATG A 
GGTAATGTATAGAAAGCACTTAGCACAACCGCACTCAATCATTAGCTATTGAGATTATCAGCACTATCACCTGGACAAGCAGCGGATGGGCCGC 
CCCTCTTGGCCAGGTCTTCTGTGCGCACTGACGTTGTATGAAAGTTGTCCCCACATCTCCTACACCCACCGACGCCAGGCGGCCGCGTCTGGGC 
C AGATATGGATC ACG C CTGTGGAGCGC AC CTC C AC AC AGGC AGC C CT CGT C C AAGGTGC AGGGCGCAGGGCACAGGGCACATGTCTACGG CCCA 
GTCCTGCAGACGGCTACCTAGAGACCCCAGGGCACAGGTTAAGGCAACTTCACAACTGTCTTTCCGTTCCTTTCCCCTGCCGGACTCCGCGCTC 
TGATATATACAGGAGAGGCCCTGGAGGGGAGAAGGCGTCCTCACTGCAGTGCTCCGAGCAGCGGCCGCAGGAAGAGGCGTGGAAGCTGCGGGTC 
GGCTGCGGGAAAGGGGGTCCCATGGGAGCCGCTAGCGCAGCCCGTTTCCCGAGCTGAGGTGGAGGTCGAAACGCACAGGTGCCCTGCAAGGCGC 
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GGGCGTGGTAGCCGGGAGCCCGCTCCTCTCCAACTCCCCTGAGACTTAACCCTTTGGCCAAGAGAGGTCGAAGGCGGGCAGGGGTGAGAGAACC 
GCGAGGCGCAGGCCGGGCACCCGCGGAAAGGGGGCAGGTTTCGGGGAAGAGCGGGGCGCCGCACGTTTGCTGCAGCCGCCAGCATCAGCGTGTC 
AGGTGGTTGCCAGGCGGGTGTGAGCGCGCGCGCGAGGCAGAGGGGGGGCGCTCGCACAAAGTTTGTGCCTGCGGTGCACCTCGGTCGGGCTCGC 
CGGGCTCGAGGGCTGGCGGGCGCCGGGGCTACGAGGCCCGGGGGGGAGAGAGCCGGCAGGCGGCGGCGGTGGTGGCGGGGGCGATGCGCGCGCC 
CGGCCGCGCTAGGTGAGCCGGCACCGGGAGCCGGCCGCGGCCATGGGCACCCTGGGCAAGGCGAGAGAGCTCCGCGGTGAGTAGAGGCGCAGTG 
GCCCTCGGGAGCGCCTGTGTCCTTTCTTGGGAAAGAGGCCCCTGCCCGTCGCCCCAACACGCCGAGGGAAGTTGAGGGCGGAGGGGGGCCGGGG 
TCGGCCGGAGTC CCGGGACACCAGCGCGACGGGCGGACGTGTCCAGAACGCCCGCGCGCCCGGGGTTTCGGNNI^ 

NNNNNNNNNNNN^^ 
NNNNNNNNNNMNN^^ 

NNNNNNNNNNNNNNNNNNNNNN^^ 

NNNNNNNNNNNNNNNNN^ 

NNNNNNNNNNNNN^^ 

NNNNNNNNNNNNNNNNN^ 

NNNNNNNNNNMNISn^ 
NNNNNNNNNNNNNNNl^^ 

NNNNNNNNNNN^ 
NNNNNNNNNNN^ 
NNNNNNNNNNNNN^^ 

NNNNNNNISTNNNNNN^^ 

NNNNNNNNNN^^ 

NNNNNNNNNNNNNNNN^^ 

NNNNNNNNNISTIS^^ 
NNNNNNNNNNNNNNNNNN^ 
NNNNNNNNNNN^ 
NNNNNNNNNNNNNNNN^ 

NNNNWNNKNlSnSnNrNNNNN^ 
NNNNNNNNNNNNNNN^ 

NNNNNNNNNNNNNNNfc^^ 

NNNNNNNNNOTmNNNN^ 

NNNNNlsnSINNNNNNN^ 
NNNNNNNNNNNNNNl^ 

NNNNNNOT^ 
NNNNNNNNNN^^ 

NNNNNNNNNNNHNNZ^^ 
NNNNNNNNNNNNNl^^ 

NNNNNNMNNNNNNNNNNNNN^^ 
NNNNNNNNNNNl^^ 
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NNNNNNNNNNN*^^ 

CCACTCTCACTTCCTTCCCAACCTGAATAAACTGCAAAGTTCCTTACACCATTTCAGCAGTCAGATTTACTCGGCTTTAGCAGGCCACCATGAC 
TATTTCCTGAATAAGGATTTTTCTTCTTTCTGTTTCACTATTGAAAAAAGAGGGACGAGAAACATGTTTATCACACCACCTTCCTTCCTTCCAT 
ACCTGTTGTGGAACTGCCGGCCGAGTTCAAGACTGTTTTTCTAATCTTCAAAGAATCATGTTATCAACCTGAAAAATACATGACTGATTCTGAA 
GTCCTTCCCGCCAAATAACCAAGGCTAATTCAATCCGCTTAACAGACCTTCCAAAGGCAACGACAATATATTGTGTTCTGGAATATGTTGAACT 
GAAAAGAATGGCTTAAAATCCCAAAGCTGTAAAAGTCCCGTTGA.GTCTAATAGTCTTTTATCCATTATCAAGCAGCATTGGTTAAGCCCTTAAT 
TGTATCTGACACTGa?GCTAGGCAGTGCTCAAGAAGAATTACAGCGACCAAACTCTCCCTTCCATTAGAGCTTACAACACCTGAGAAACATACTG 
TTCAGGAAATATATATATATATATACACACACACACACACACACACACACACATATATATACAAAGGACAGGGTGATAAATACCGAAGGCATGC 
AGGAAGAGTAAGTTTTTATACCATGTAGAGTTTGAGTAAGTGCACCTCATGGGTGAGGACATAGGTCAAGGAGAACAGCC^CCATTTGTTC^G 
TCCCTCACGGGCCAAGGGAATGCTGCGGGAAGTCAGTAAGGTAAGATCTCAGGGTTTTGTGTATTATGTAGTGCAGAGTTTCTCATCACAGTAC 
ATGAAAGAGGCAAAAAAGAAAAGACGCTCTGTGTCTGGAAGGAACAGAAGCCAGCACCTTTTGTCTGTCTCTCTTCTTGCTCTTTGGTTATCAG 
TTGACCCATCTATGGGGCTGGGACATGGAAATTGGGCTACAGAGGAAATGGAGCCAGGAATCAGCAGCAGACTTTATGAGGGAGAAAAGCCCAT 
AGCAAAATATATGCCTGTGCTTCCGTAGGTCTCTTTAAGAGGTCATCTGACAGTAGAACAGAGTGAGGCTAATGCTTCTCCTGAAGTTTACCTT 
ACTGGTTAGTTTCTCAGGTTTGTAGAGAAAAGTGGTGCTTTAGATTAAAGCAGTCTAGCTAGCTTTTTGTTAATGAGTTTAGATGTCTTCTCAT 
TTTAAACCCACGAAAAACTGTACAGAAGTGTGGAGGGGAAATTATTATCATTATTATTATTGGGACTCTTTTGCCTCAGACCGTAATTTCAGCT 
ACTCCACCCAGCAACTTGAATAAAAGAGGGAAAGAAACTGTTTTAAAGAGAAAGACTGAATAATTGTTAATTTAGTTTCTACTGCCTCTCAACC 
TCACCTTCTTGCTTTCAGGAGGTTTGAATTGGCTACAGCTGTGCTGTCCAATGCAGTGGCCACATGTGGGTATTTTCGTATACATTTCAATTAA 
AGTTAAATGTAAGATTTCATTTCTAAGCCTCACCAACCATAGGCGAAGTGTGCAATAGCCACAAATGGCACCTACTGTTGGACAGAGGAGAGAG 
CACrTCCATTGTTGCAAAAAAGTCAGTTGGACAATGCTGGAGAGGGTAGATGTTTGTCGCAAAGGAAAAAAGAATAGATTTTCTACAAACTGTG 
GGATTTGCATTTTGCTAGCATTTCTAGATAAGAGTCTGAGTATTGCTTAAAGGATCGTGGGCATTCAGAAGTCTCACTGATGGCTATCTCTTTA 
GCATTATTAACCATTAATTACCACCCACACTGTTCTCAGAAGAAGGACTTATATTGCTTTTAAGGGCAGTGGCTAGTACATATAAATTAAGAGC 
ACTTTC AAAGGC CT CTAGC AAG CCTCTC AGTGTCAC ATAC AAGGTT AC AGATCTGTG ACTAGAAACTTACGG C CTTG AGTC AT AGTTC ATTG CT 
TTAACCATGAAACAACCCACTCCCGCCTTCTGTTCTAACCAGAGATCATGCTTTACATTCTCAGCATATTATTGCTAGTTAATCCTCTCTTCAG 

gagatcatctgggcttttattttttttccctttacaagagggctgccagcatttggggccjaaatg'gaaggcttcaaatgtctgaattcacaaag 
ctctttccttatctccctctcaatgcaagacaacttctc 

atacacaactccaccccagcaagcagacctcctactcgcagtgagacgtgggaagaaagtccatgtttcatcttacctattagtgtgaagggaa 

ATGCTTCCTAATATCTTCTATTTATGGACTGACTTATTTTTTCTTAGAGTTCCATTTGTATTGATTTTCTTTTATACTGAGAACAGCTCTGAAA 

TAGGCAGGTCAG AT ATTACT GTCTCCATTG AACAAAC AGGAAAATAAACCTTTG AG AACTGAAAG AATTTGCCTTGTG C g CCC AGT CT CAAG AG 

AGGATATGCTGCTCCTGTTCTCCTTCCCCTACCCCTAGCAGCCACTTGCAACCTGGGTTGGGGCAAGCCTGGATCTCTCTCCTAAGACAGGCCT 

TCCTACACTCAGGGGAGACCTGCATGCCACATAGGACAGGGCTGCACCTGGTGCCCACTCTTCTGCAATCCTGGTGTCTCCCCAGTTAGAAATG 

AAACTC CATT CAATGTAAG AAAT ATTG ATTGCACCCAATCT ATATACC AGGTGTCTG CCTG ATATTCT CTATTGAGCAAAGTGTGAATC AGTGA 

ATTCTTGTGTGAATTGTACTAATGCTATCCAAAGACCTTCCAAACTAGAAATACCCCAAAACTAATAAGTATGTTTTCTCCACCATGGGAGCAG 

TTGGATATT AAAAG CATTTTATAGG CCTC AGCTTATTG AAAGT AAAAC ATTC CGTCTCTTTT C AAAATGGGAG CCGCAAAAGG CAAACACAC AC 

TCAGGGCCATAGCCCTCTCCGTAACAAAGGAAAGATTAGGTATTTCTTACCACTCTGCAACTTGGTCTGTGCACCAAAGCAAGGTGCCCAGAGG 

G C AACAG GAG CAT AAG AC CAG AAG CCAAGGG CC ATG ACATC ATTGGGG ATG C AGACCTAATAACAGGC AAC AC CAAGGAAC AAAGT C AGTTGT A 

GTGTCAGGAAGGGGCCGAAGCCTTAGCCACTGTTGATGGCAGGCCCTGTGTGAAGAACACAGCTTTCCCAGAAGCCTCCTCAGTGGAACCTCCC 

AGTCGCTAGTAGTCGTGGCTACAAGATTTCACGTGTAAAGGATGGTCCTCGGGGGCACTTGCATCCTGAGGCTTCTAGTCATCAGAGCAGCTCC 

CAGGCCGCTCTTAGCCCTCTAGAATGAATTAGCATTATTATAAGACTGGACACTATTTATTCCAAGGAGGCCTTTGCTGCATCTTTGATGAGCA 

GGCATC ACC AGTT CT CCACG CTGGTCTGCCTTCTCATGAGCATGGGTTTCAGTG ACTGCCAGGCCTGAGAAAGGAGGAGATGGGAAATC CCCTT 

C ATTCATAT CTGTGCTCT CCTGCTTGGCAGTGTTTGTTGC AGGCCC CGCTGTAGAGAAC AGAGG C AATGCTTATGCGT AAGTTAGAC AGTGT CT 

CAGGAATTCTGAGCAGTTCAATTCAGTAAAGCCATCCAGAGAGATGAGTTTTACTTCTGAGAGAGCTGGAGACAGACAGTAGTTTAACACTTAT 

TGTGGACTCTGTAGGATCCTGAGCCTTTACCTAACTTGACCCAATTAATCCTCCCAACAACCCTATGAGGTGGTTGTTATTTTGCTCCTTTAAC 

TAATAGAGAATTGTAGCTCAGGGAAGTTAAATGACCTGTGGAAAGTGGTTCAGCTCATTAGTGAGAGAGCTGCTGAGATGTGAACTCTGGTCAG 

TCTTCCCCCGAGGTTCGCGTTCTTTCTGCTACTCCAGAGATTCTCCAACTTTGGCGTGAGGAATAATCAGGGAGTGTGTTGAACATTCAAATTC 

CT C AC AGTC AACC C C AGAGATTGCCATT C AGC C AGCAGT C ACTGGTTTGG ATGGAGGTGACC C ATGAATGG ATGTTG AG AAATACTGTCGTATA 

GCACACTTGCTTCCTGAACATCCCAGATCATTTTTCTCAGACATCCTAGGAAAACCTGAAGGGCACAAATCTCCAGGGAAGCAATAGAGCATAT 

AGGTTTTTCAGCTATGTGAACTAGAAAAGCACATGGTGAAGCCAGCCTCTTGGAGATCTCTAAAACAATCCAGCCAGATCTAATGAGATCCCTG 

CCTAAGAGCAGGTCTGAAACCCTGGGAGCACTTTTATCAGATTTTTCTGCATTCCTATCTCTTCTCAACTGCAGTAAGCCCCCTATAAAATGTA 

CAGCACGCCTGTCTGTTGGCTGTGTAAATAGAATGTGGATGTCTGTTACAACTACAGTTTGATTCTTGCATTCAAAGGCCATATTCCTAGTGTA 

CATTTCCACCTTTATTCAACACTCCAGTTTCCTATGGTGCTGGGAGGGTCTACTCCGTAACTTATGCCCGTCCCCATGGGTCAGAGGACTACAG 

TAGTGGCTTAGCTGGGGAGGAACTGGGGAGTGCTTCTCCTGAGTACTTACCCAAAAGTACTACTTTGGCAACAGATTATGTAAGGCAATATGTT 

GAACTGAAGTTTATGAAATCTGTGATGAAAACACATTGGGAAACTGTGTGAAAGCAAAAACAGTCTTTTCAGTAATTGACAGAAACAGCTGTGT 

TGGACCCTGAGACCCCTGGAGAAGGTCATCTACAGTTCGGGCCCCAGCCGCAGCCCACCTGCTGATGTTAGAACTTGTCCACTCCTGCCCGGAA 

CAATTATAGCTGCTGTGTCTTGTTCTGGAGTTACAGTGAGCTTTGGCTACAACCTAGTTGGGCTTGCCCTAGAGTGGCTGGAAGGAAAAGAACG 

GGGAAAG AGTGAG AATGTAAGCAG AG CCAG CTTCCTGGG C ATGC C AC CTCTG AAGGC C CACAGGTTCCC ATGCTTGGTTTAATGCTGTCACAGT 

CTTGAAATTTTTAATAATTTTTGAATAAGGGACCATCATTTTTAATTGCACTGAGTCCCACCAACTATGTAGTCAGAGGTCTGTGTAAGAGCCA 

CAAGAC CAGAGGGCAAAAATAATTTGC C ATAT ATTGAAG AC AC ATAG AACGATGTGGATTTATGT CTTAATTTCTTTCTTC ATAGATG C AACTG 

TGAAACAAAAATTATTTCATTATCTCCTAGCAGTGGTGTGCTGGGCTGGCTCATACCAGCTCACAAGAGCAGATTGTTAAATTTTCAGGAATTT 

TGC AAGCTAGTTATT AAAC ACAG C C ATG ATTGAAAATT AAGTTATAT ATGCTT ACAATT AAATT ATATTAAAAACAAAGATAAGAAATACT CAA 

AACTCACCACTTCCTAATTCATGACTACATTTTACTATTATCTTTGCTTTTGAGGTTATGTCTGTTATGTCTACCTGGTACAAACGCTATATAA 

TGGTATGCTAGCATGCATCTTTTCCCAGCTCCGTGTTCAGTGAAGTCATGTTAGTAGCTTGTTAGTAGTCTGTTGGGAGTATTTACACCGTGGA 

AATCAACAAACATCACTAATCAGGGCTTCCTTTTCAATCCCTCCCCTGGAGAGCCCATTGTTAAACATTTACCAGCACACCACTGTTTCCCAGA 

TACAGAGGGTGCTTACATAACAAAATGTTGAGGTGGGAAGGGACCCTAAAAGCTGAGACTTCTATTTTTTATCTCTTAATTAAGAGAAAGTAAT 

AATTCTGCTATTATTTTGCTTTCATCTATGTATCTTATAAAACAACCTCTCTGTGTGTTCTTCAAAGGAAAGGAACAATGGACCTTAGAGATAA 

GGAAATCATGTATCAGTGTGGTTGAGAAGTTTTCTTAAAGAAGTGACAATGGAACATGAAAACAGCATGAGAGATTCTCATTCTGAAGTCAAAG 

TTATTTCGTGTTTGTATTGTTTTAATTCACCTCTAAAATATCTCTTAAGATTAACCAGCCTCGTTTCTGACCAACCCTCAATTTTGTGAACTTT 

TGTTCTTCATGTATTATATGCTATCTCTATTTTGATTTCTGATTCCATCTGCTTAATCATTTGCCTTCATTACCCACTGCATGGTAA.CAGGCAC 

TACTGGTGTCTATAACCAAGCTTTTGTTGAGTATGTTTTCATAAGTTTGTTTGCCTACTGTATTTCCAGTTTTATGAACGGTCTGTTCATATCC ' 

TTTGCCTATTTATCACTTGCTGCTCAATGCTTTTATTATTAGAGGCGTGCAAAAGCTTTTTATATAAAAAGCTGTTAACTCTTTGAATATCATT 

TACTATAGGCATTTTTTTTCCTGTTCTCATTTTCATTTTTATGTTGGTTTTGATATTGTCATGTATAGAAACTTCGGATTTTTGTGTTTAAATT 
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TGCCCATTTCTATTTAGCTTTTTAAAATTCTAAACCTTAAAAAAATCCCTATTCCAAAGATTTAATTAATAGTCCATTGTCATTTTAATCAGTT 
TTACTTAACC C AGTGTATAATTC C ATATC ATAC ATTGT CGTGG ATGAT CAATACAAGCTTGTC AATAAGTTATTGCTGGCAAAAAAG AAGC CTT 
CAGTTTTGTTTCTGAGATTGTCATTTCCTTAAAACCACAGCGCTTGGACTGGTCGCTTTGTAACTCAGAGCCTCCGTTTCTCGCTGTGATACCA 
TTAAAATGATTTCTGAGACTTAAAGTGTCTGGAAGAAGGTGTAATGGGGTATCTCCATCACGATATTAAACTTGAAGAAAGTCCTTCAGGAATT 
TGCATATTTTAAGAATGTGCTTTTGGATATATTTGAAGAGTCAATATTCTTAGGATGGAGTCTTAGAAAGCCAACAAATTTTTAACTCAGTCTT 
TAAAAATTATTAATTTAGACTGTTTCTTGTTCTTACATAGACTTTGTGGTAAGATATACATAAGATCAACCACTAGCATAGACTTTTAAAATAT 
TATTTTAGTAATAGCTAACTTTTGAGCATTTACTATGAATAACACAGTGTTTATGTTAATATTTTACATATGTAGTCTCATTTAGTTCCCACTA 
TTTTATAAGTTCTTGTATTTGCAAAGATCTAACTGTCCCTCAGCATTTATACTTACTTTATAAATGTTAATAACTTTTAAAATTATTCATGTTC 
ACCATAG AGAACGTAG AAAAT AC AG ACTGG CAAAAAG AAAAAAATTACCGTC ACT C ATTTTACCAT C AAGAGCAAG AT AAGC ACTAT CAACTTT 
CATGGGTGTGC CTTTCTTGATTCT CTT CT ATGG AT ATTT AC ATGT ATTATAAT C AC AGT AACTTTTTGGTGATAAACTCACTATAACTTTTTGC 
TTCCCATAATTTATATCTTAAACAATTTTGATCTTGAAATCAATATTATTATTTATAAAGAGGTATGCTAGCACACAAGGTTGCTCTTCTATTT 
TAAAATTGATTTTTTAAAAATAATTCTGCTTAGTCCCTTCAAATATAGGACATAAAAGTGAAGGTTGCTTGGCAACTGAAATGATGGTAATGAG 
GAATTAAAGACATTACAAGAAAAGAAGAGTACTCAGTTCTTTTCAATGCTACATGCTAATTGCAGTAACTATGGCTGATTACAGTTGTAATAAA 
TGAAGGAAACACAAAACTTCCATTAAAAATTCTTGATGTGAACTTTTTTTTATTTTGTATTACAGTGAAAGTGAGATGGGGTTTGCTGAAGAGA 
AACTTTACTTTCAGAAACAAGAAAAGATCTTTTGTCTGTATTAACTTTTTTTTCTTTTCTTTTCTTTTTTTTTTTTTTTTTGGCGACAGAGTCT 
CACCCAGGCTGGAGTATGGTGGCATGATCTGGGCTCACTGCAACCTCCACCTCCTGGGTTCAAGTGATTCTCGTGCCTCAGCCACCCGAGTAGC 
TGGGTGTGCACCACCAGAGCCAGCTAATTTTTCTATTTTTAGTAGAGATGGGGTTTCACCATGTTGCCCAGGCTGGCCTTGAACTCCTGAGCTC 
AAGAGATCCACCTGCCTCGTCCTCTCAAAGTGCTGGGATTACAGGCATGAGCCACTGTGCCCAGCCTATTAACCTTCTAAGGGAATATTAAGTT 

GAAGCCATGTTAACTACTTGTTTTTTTTTCCCCAAAGAGTAGTCAAGGGCCCTGGAGAGATTGCTGAGGTTCTCACTAGAGCCTTCAAGCAGAA 
GATGCTTCCTAGGATGGAGATGTACTTAGAAGGACACCAGTGATTCATTGAAATGGACAAAGGGAGTAGAGACTAGAGGGGGAAGAGGGAAGCA 
GAGGGAAAGAGGGAAGCAGAGGGGAAGAGGGAAGCAGGGATTGCCGGTTTTGTAACAAAGAATGCAGTCACCAGAAAAGTAAGGCAGTTTGGGA 
TGAAGCCATCCAAGAACTTATCAAAGGTATATCTTTGCCAGAAAGTGAGGATTTCTAGTTGGAGGAGCAAATGGAGCTATGTCTGTCTCCTCTT 
CACTGATCTATCTGAATCATGGTATAGGACTTGGTTTTGTAATCTTGTGAACAGCCTCATTTTAAGGGGGAACCCACAATATTCAGGAAGCCAA 
GAAATGTCCCTGTTAATCATCTATGAGTCTATCTTGCTGGAATGTAGTTATAGACTATGGAACATCCTTAAATCTGATGAGCAATTAATCACTG 
GTTAATTTTGGATTCACTTATTAAATGCCAAATGCATAGGGGATTTTTCACACTCTCTGCCCTTCCTCCTTCCCAGTTCATGAGCACCACAATT 
GGATTCCATATTTACTTCATCCAAACCTACCTTGGTGGGTTCACCATTTACCTCCAGTCCTGGGGAGTTCAGTCCAGACTGTGAATTACTGCCA 
TTTCTGAGGGGCTGCTTCCCAGATGGGAGCCATAGGACCCTCGCCTCTGGCCCTGGACTCAGTCTTCGTTTATTGCCAAGGATGAGCACTTGCT 
CTCGGGAATGGATGCTGGGGTCCACCTGACTGTTTGGCTTGCTTTAATCCCTAAAGGAAAAGCTCCCTACATTTATTGTGTCTGTGGTCCCCCC 
ACCCTCTCTGTCCCAGTGCCTAAGAGTCTCATTACCTTGTCAGTAACTACCAGTGTCTACCTGAGATGGACTAAGCTTCATTTAACTGAGAAAG 
TGCACCCTCAAAATTGCAAGGAGAAATGTTGGAGGAGGACCCTCTGGATTAAAAGAGACTTAAAAGACATTTCAAACAGTCATAGTATGTGAAC 
CTTTTTT CTAAAAATT ATGTGTGTGTACAC ATACACACTCATAGGAGTATAG ATGGATCCACATCTGCTGTATG CTGATC ATTGTTG CAGCTGG 
CTGAGTGCATGGAGGTCCCTTACGTTGTTTTGCTCACTATGGTATACATGCTTATAATTTTCCATAATCTTTTTTTGAGACAGGGTCTTGCTGT 
GTCACACAGGATGGAACACAGTGATGCCATCTTGGCTCACTGCAGTCTCTGCCTTCCCAGCTCAAGTGATCCTTTCACCTCAGCCTTCTGAGTA 
GCTGGGACTATAAGCATGTGCCACCATGTCTGGCTAATTTGTGTGTGTATGCGTATTTTTTTGTAGAGACAGGGTCTCACTGTGTTGCTCAGGC 
TGGCCCCAAACTCCTGGGCTCAAGTGATCTGCTCACCTCAGCCTTCCAAAGTATTGGGATTACAGGCATGAGCCACTGCACCCGACCTCTAACA 
ATATATTAAAATTAAAAGTGTCCrCAAACCTAGGACAAATAGATGATTTAGGATTACAAAAATTCAAACGGATTTTAGGAAATTTCTCTAAATT 
TTCTTAGGTGGCAAAATAGAGTGGCTGTGTCTGTTTTAAAGAAGGGAGAGGAAAATAAAGAATGAAAATGGTTACTTTGGTTACACATCATGAA 
AAT AATTC ACC CGTGT C ATGT ACTTG ACATCTCGTGTCACAGCGCATTCCCCAATCAGCACTGAGATGCTCAATTCCTGGGTAT CC AAAAAGAC 
CAAAAAAAAAAAAAAAACCTGGAAACTTGTAATCTTTAATGCTACTGTCAGAGGCGGGAGTTGGAGTTGAGTAAGTAAGAGAATGTAATACTCT 
CCTCCACACCCCATCTCACACACACACACACGCGCGCGCGCACACACACACAGTTTTGAGCAGGGAAATGTCATGACTGTGCCACAGCTGATTT 
CAGCAAGCGGTGAAAAGATTATGGAGGCCACGTCACATGGCAGTCTTTGGAATCTGAAGCTGAGTCACTGAGTCTGCCATTTACCACATGTGGG 
GCTTGTTTGCCCGTTTTTAAAATGGAGAATAATGGTAAAAAATTTTAAAGGTGGTTTTACTTTGGGTGGAAATTTAACAAGATTGTCTTAGTTT 
GAGTTTTCCCAGGAGCAGATCCTGAGACAAGGATTTTTAAGTACAAATAGTTTACTTTGGAAGGTGGTCCTAGGAAAAACTGGTAGGGGAGTAG 
GGAAGGCAGCTCTTGGAGGGTGCATTGCCAAGTTACAACTCTGGGAGTCAGAGTGGAAGGCTCTTTTCAGACCTATCTTATCTGAGGGAAAGGA 
ACTGGAGCATTGATGTACCAAGTCCCATCGGTCATTGGTTGAGGGCTGCTTTTAGAGGGTGTTAAGTTTGCAGCACATTTGGCCTGCCCTGCAC 
ACAGGTGGGGGTGTGAAGGGCTTCCAGAAACCTCTCAGGCTGGTGGAAGTTGAGTTGGCATGCATTACAATGGGAAGGTCTGAGAGTATGTGTG 
TGGGAACTTACAGGCTCTGCTACGAAGTCAAAAAGTAAATGTTAGATGGGCAAATATAGGCTACATGAAAATCCACATAAACAGTTTCAAAGCT 
AGTTTATAGTCGTACTCAAAGTGTATACATGTAGATATGAGTATTGAAGGATGTCCTTCTGCAGGTGAACCATTTATGAGTGGCTGTGGACATT 
TTCATCAGATTTAAACACAATCTGTGTTTTTGGTTAGACACACTGTGGGAAATAGCATAATTAGCAGAATTCAGGATGTGAATAACATAGCACA 
AAGAACTTAGACAAACAGGACTTCAATAAAACGTAAAGTCTCGCACTTAAGTTTAAAAATAGTGCTTCCTATATGTTCTGGATGGGGGGAAGCT 
GTATTAATTGTAGTT CTTATG AC CAAT ACC AAGAGATTTTAGT AG ATTGTAAATTC AACATGAGTC AGT AGTGTCGTGTGTCTTCCC C AGAATA 
TTAACTTTCCAAAAGTTAAAATAATTAGAGATTGCCTCAACAGAAATAGCCTTTCCATGTTAAGGGAGTAATGCCTCCATTCTATCCTGAGGTC 
CAGTCCTAATGCTGACACATAGTAACTTTATTCCCTTAGCCGGTGTCTTAATGTTTCGGAGACTCAGTTTCTATCAACCTGAAAGTTAGTAGAT 
ACTTCCCCTGGATTGTCGTGAAGTAAGCATCTTACCAGAAAGTTAGAATTTATGGCCCAGCACGGTGGCTCACGCCTGTAATCCCAGCACTTTG 
GG AGGCCG AGGTGGCAGGCGAATCGTGAGGTCAAGAGATCGAAACCATC CTGGC CAAC ATGGTG AAACT C CGTCTCTACTAAAAATACAAAAAT 
TAGCTGGGTGTGGTGGTGCACACCTGTAGCCCCAGCCGCAACAGAATACTCTGGAGGCTGAGGCAAGAGAATCACTTGAACCCAGGAGGCAGAG 
GTTGCAGTGAGCCAAGATTGCGCCACCGCACTCCAGCCTGGTGACAGAGCGGGACTCCATCTCAAAAATAAATAAATAAATAAATAAAGTTATA 
ATTTATGTAAAATGTT ATTAAAATTCC AAT CTG C AGTACAT ACT C AAAAAC AGTAGC AAT CATT ATT AGT ATAG ACTTGTTAAGTGTTAGTGTA 
TGGCTTTTTCAGGTTAATAATGCAGCTTGCCAGAGGATCCAAAATCACATCATGGAGATACAAGATGGTTATAATGGCTATGCCAAAAAAATTA 
CCAGGATGGTGTCATAATAGACACG AACAG CTATG AG ACT AGAAG AG AGTGTT ATAATTTAAATTTTC C C ATGAATTTG AG CTGT ATTAATGCA 
GTGTTTAGTAAGGAAGACCTGAAAAGTCTCTCATTTTTCAAAATATTAGGACAATGATGGAAATCCAACCAGAACTATCTTTGGGAATTTATTA 
GAAATAATATGGAGTATTTCATATATCTAAAACACAGGAAGAGTACAGGATGCCTGCAGGCCTTAGGAGTGCCTGAAATTAGGTACTATAATAC 
TTTTAGGAGACTATTGCATATGTTCTGTGTATGTATGTGTCTCTTCTCTGTCTGACTTGCTTCTCTCTGCTTGTCAGCTCATCATTTTCTTTCA 
CTGAAGATTTGTTTTCTACATGGCACTAACAGCTGTAAATCATGCATCTCTTACCATTAGAAATTTAATATTTTTTTCCCTCAAGTTCAGTGAA 
AAAAAAAAAACTGTCAGGGAAGAACTTTGGTTCAGATTTGGCCAGGTGGCTACTGCTTGAATGAATTGACTGTGGCCACAGGGTTGGAGTCATT 
TAATAAT CCAG C ATTT CTCTCTAAAAC C AC ATG AC GG AATCTGGGGAAGGAG CGTTTC CT AAAGG AAGG CTATTGTGCTGGGCATATGAAGCAG 
TATCTGTCATAACCAAGATCTGACCAAACACTAGAGTGCAGCATGCTATTAGATTCAAGTTTAGTTTCTGGATTTTAAGATGGGAATGGAAAGG 
CTAGAGAGAGTGCAGAGGAGATAAATAGTTAAGAAATTATACAGAAATAACATCTGTGAGGATATAAGATGGCAGAACCTGAAAAGAAGACAAA 
T AAGTGGGTTTTC CCCTTTGTTTTCTTAATAATGTAAACATGTATG TCTCAATAGTAATAAC CATAGAAGAGCTAGTATG AGTT ATTTACCTCC 
AGTGGGACATATAAAGGGTAAAC AAATTTAAATCTAC C AAAG AACTGGG ACTTC C C ATAAAAAAATTAAAC AT CAAAAGG AG AACTTTCATATC 
TG AC CATAGTGG AATACTGGAT ATT AG AATTATTTT C CTG CT AC C AAC AGCT ATAAAACTGG ACAAAATATCTGAAGCAACTATTTTTGGGTCT 
CAGAAAACAAGACAGACATGTGATTGTGGATAAAATAAAAAGATGTGAGGTTAACTCAAAACTCCTCTTGGCTTTCTGCCTGAGAGCACTTTAC 
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AAATCATGGTACAGGAAACTGGAGCCCAGTGAGCAGCATCTTGCCTTGCGGAGTATCTTAGTTCGTTTTCTGCTGCTGCAACAGAATACCAGAC 
TGGGTAATTTATAAAGAGATTTATTTGGCTTATGATTCTGGAGGCTGGGAAGTGCAAAATGAAGGGACCACATCTTGTTATGTCATAACATGGC 
AGAAGG C ATCACAC AGAC AG AG AG AGTGCTTG C AAGACAGAG AAGAAGGGGG CC AAACTC CC AAGATAACTAAC C CTTTCCC AAGATATGGAGT 
TAATCCATTC^TGAGGGTGAACCCCTCGTGACCCAGTCACCTCTTAAAGGCCTCACCTCCTAATACTGTTACAATGACAATATTAAATTTC^AC 
AAATTTTGGAGGGACATTCAAACCACAGCACAGAGAGAACAGTTTGTGTTCAGGGATTCTGGGATGGCTGGCATTTGTGGAGTGGCATACAAGA 
GAGAAGGTATTTCCAAAGACTAAACTGTGCATGGATATGATGAGACTCTACGACCCCTAATAGTTCCTGGGGGTCTTTGAGTTAAAGGAGGTCT 
CATGGTCTGGGAAATAACGC AGTT CCAAC CAG C CAAAATGGAGAG ACATAACACTTTGGGC ATTC AGGTGGGATG AGAAAAAGACTAC AATGTA 
GGAGTTGGGCTACTTTAGCCCTAGAATATGAGCTAATCTTGACTCACCCTAATGAAGCCTAAATCTGAGCTTCAACAGGATTAATTTAAGGTCC 
CATGAATTAAATACCACCATAAAGGAACATATTAATAATTCAAATTATCAAT^ 

AG AAAAAG AAG C AGG AAAATGTGACTC AT AAC C AGAAC AAAAAAG AT C AATAGAAATG AACTCAG AGATG ACACAAATGTTGG AATTAGTAG AT 
AGAGAATTTAAAGCAGCTATTATAAATAAATATGTTGGAGGATTTAAAGTAAGATGAATAGATGTAAGTAAAGTAAGATGACCTTAGCAGATAA 
ATTG C AAC AATT AAAGG AAC C AAATGGAATTGTAG AACTGAAAAATAAAATAT AC C AAAAAG AAAAATTAACTGGATGGG CTTAATAGTATAGT 
GG ATG C AAAAAAAAAAAAAG AAAAAAAG AAAAAAAG AAAGGT CAGTAAAGTCAATGAC AGGTCAATATCT C AGAG AGAAAATGCTGAAAAAAAA 
AAAAAAAAAAAAGACTAGAGTTTCAGATGATGTAACCAGAGTTTAAATGGACATGAAAGGACCTGGAATAACCAGAATCTTGAAAAAGAATGAA 
GTGGAAAATTTACACTACCTGTTTTCAAGACTTAATATAAAGCTATAGTAATCAAGTCCATGTGATATACATATAAGGATAGACAAATATATCA 
GTGGTACAGAATAGCACGTTCTGGAAGAAATCTACATATACGGTCAGTTGATCCTCAGCAAAGGCACCAGGGCAGGTTAACGAAGAAAGGAGTA 
TCCTCTCAAC AAATGGTG ATGGAACAAATGAC AGTCATG AAAAAAAATGAACTGTG AC CTGTGTCT C AC AC C ATAC ACAAAAAATG AG ATGAAT 
CAAATGATGTAACTGTAAATAATGTTAACCTGAATGTAAAGTTAAAACGATAAGTCTTCTAGAAGGAAATTTAGGACAATGTTTTTGCAAACTT 
AGAGTATTTTTTAGACAGGACACAAAGGACTAACCATAAATAATATATTTAGCAAATTGGACTTTATAAAAATCAAAAACTTCTCATCAAAAGA 
TACCATTAAAGAAATGAAGGAAGAAAAATACTGGGGAATATATATATGTNNNHI^ 

ATATACACACACATATATATACACACATATATATGTGTATATATATACACATATATGTGTATATATATACACATATATGTATATATCTGACAAG 
AACTTCATTTTATGCTAGTATACAAAGGAAAATTCCCTGTGGCCCAGATGAATTGCCATTATTGGGACCCTCTGGCTCACACCAGATTGATTTC 
TGATCATGCTTTTGAAATTAGAATTAACCAAGCCCCATCAAGGAGTCTGTAATATAGGCAGGCACCAAATCAGCTGTGTTAAGTACTTCCCTTG 
CATGTTGCCCTGAGAACAGGCGAAAGACTTCACTGCCGATTTCTGAAATTGGAAGAGGTCTTCATGGGGTCATCTAGTATAGCTTGTAGATCTA 
CTCCAGGGCAAGGATGAACTCAATGGTCTAAATCAGTCTAATCAAACTTGATCTGATCCCTTGGGAGCTTTTTAAGAATGCAAATTCTCTGCTC 
CATCCCTGGATCTCTTGATGGAGTAGGTATTAGGTAAGGCCTTGGAATCTATTTTGAGTTCCGTTGGTGGTTTTTTGTTTGTTGTTTTGTTTAG 
GCC AGTC AATGAAG C AGTGAG AGTGGAG AAG AAACAAAGAAACCTGTAACTGGTTGTGAT CAATTAGTTGTAAAC ACC ACTT C AGTCAGACC AG 
TTTTTGTTCTGCTTTTGTTGTTATTTTTTAGTTTAGTGTGTTGTTTGTTTGAGACAGGGCCTTGCCTCTGTGTCACCCAAGCTGGATTGCAGTG 
ACAGTATCAGCTTATTGAAGACTTGAACTCCTGGGTTCAAGTGATCCTCCCATCTCGGCCTCCCAGAGTGCTGGGATTATAGGCACCTAATGGG 
TAAGCTGCCACCCCAGGCCCAGCCTTAGTTTTGTTGGTAAGCTAATCAGGAGGTCTTGAAAAGTCTCACCTGCCTCTTAGTCTATCAGAATCTG 
ACCCTTCCTTCAAGGTCCATCTCAAATGCTACCATCTTTATGAAGCTTTAGCCATTTCTTCCAGTCAAATCTGACTTTCCCCTTCCTCTGAACT 
GCCCGTGTTTACCTCCCTCTAGGCCCTGACTGTACCATGTACTGTAGTATTGCCTGTAGCTTCTTCAGGCTTGGGACAGGGTGCTTATTATATC 
TGCAATCCCACAGTACCTATCACAGTGCTCTTTGAGCAAAGAACTCTGGTCTTGTGATGAGAAAAGCCAAGTCTAGGATGCCAGCTCTGCCACT 
TGATGGTATTATCCGTGGGTTAGTGATTTATCCAGGGGTGACATTCAGAATATTTATGTGTGTGTGTATATATATATATGAATGAATAAATGAC 
AGGGTCTTGCTCTATCACCCAGTCTGGAGTGCAGTGGCACAATCACGGCTCAGTGCAGCCTCCACTTCCCTGGCTCAAATGATCCTCTTACCTC 
AGCCTCCCAAATAGCTGGGACCATAGTCATGAGCCACCATGCCAGCTAATATTTTTTTATTCTCAGTAGAGATGAGGTCCTGCTGCGTTGCCCA 
GGCTGGTCTCAAACTCCTGAGCTCAGGTGATCCTCCCGCCCCAGACTCCCCAAGTGCTGTGATTACACGTCACCACACCTGGCCTTCAAAATAT 
TTAACCAGCATGGCACATGTCCCTTCATTTAGACGCCCGCTGGCCAGGCTGGGGATTAGCCCTGTCTTTATGCTTTTATTGTCGGTAAAGTGGA 
TACAGTCCCTACCCACCTCAAAAGGTTGTTGTGATGGTCAAATGAGATAATGCATGTGAAAGTACTCTGTAAAGTACAAAGTGCTATACAAATG 
TAAGTCAGGGTTGCCTGGTGGTATTTCTAGTGCCCGTGTGTGGGGTTGGTTGCCCAGCCCTCAACATGGTCTCATGGTCTGCTCTGCTCTGCTC 
AGAGCAGTCTCCCAGGAGCAAACCAAGGAGTTGTTGAGTAATTGAGCAGGACACTGCAAATCTGAGAAATCCTGGAATCAGCCTGTTAGGTCCT 
AAGGAAACTCAGAATATCAGCTCCTTCAAGGATGGCCCCTTTTTAGGCCTGAAAAATATCAATGTTTCAGTACATATATTTTGGAAAAGCTAAA 
TAAAACAAAAACCTAAAAAGGCTTTTTGAATTTTAACCTAAGTTTTCCTTATTTGAGGACACCTTGTTCTATTGCACAATGACCTTAAAATTCA 
GGATCCTTAAAGATATCTGGGCATCTCAGACTCATCTGATTGTCACCATATGGCAAGGAGCTGCTCTGCCTAGATCTGTAAATGGAGTTAAATG 
CCAGAGACATTAACATAGATTAAAGGGACAGTCTAAATCTTAGTCACTGCTTTGTCTTTATAGTTTCTTGCCTCCTCTTTTTACCCTTTTACTT 
CCTTAAAAACTGTCTTAATTTCCTCACCATCGCCTTCCCACATGCCCTCAGGTCTGCAGATCCTGGGGATACAAATCCTTAGCCACTTTTCTCT 
TCCAAATGCATTTCACTCTTTCCTCATATTCAGTGCCCAGTTACTGTTTTGTGTTTATCATTAGTTGCCAGTCAATGTTAATGTTTGTTCTTAT 
ATGCTTTGATTTAAATGAAGGAAATGGCCCCAGTGTAGTGTGTACAGCAGAGAACTAGAGACTGTAGGGAACAGACAGAAAATAGACACAACCC 
TTTTACTTACTCTTGAAGGATTCCCATTTAAAAGGCAATGCAGGGATGGCCACAGTGACTCATGCCTATAATCCCAGAACTTTGGCCGGCCGAG 
GTGGGAGGATCGCTTGAGCCCAGGAGTTCAAGACCAGCCTGGGCAACACAGCAGGACCTCATCTCTACAAAATATAATAATAATAAAAAAGAAT 
TAGCCTGGCATGGTGATGTGTGCCTATAGTCCCAGATACTTAGGAGGCTGAGGTGGGAAGGTTACTTGAGCCCAGGAAGTCAAGTGTGCAGTGA 
GCCATGATTATACCACTGCACTCCGGCCTGGGCAATAGAGTGAGACCTTGTCTCAAAAAATAAAAATAAAAACAAACGGCAAAGATGAGTTCAT 
GTCCTTTGTAGGGACATGGATGAAATTGGAAATCATCATTCTCAGTAAACTATCGCAAGAACAAAAAACCAAACACCGCATATTCTCACTCATA 
GGTGGGAATTGAACAATGAGAACACATGGACACAGGAAGGGGAACATCACACTCTGGGGACTGTTGTGGGGTGGGAGGAGCGGGGAGGGATAGC 
ATTGGGAGATATACCTAATGCTAGATGACGAGTTAGTGGGTGCGGCACACCAGCATGGCACATGTATACATATGTAACTAACCTGCACATTGTG 
CACATGTACCCTAAAACTTAAAGTATAATAATAATAAATAAATAAATAAAAAC^^ 

ACTTTAAAACATAATGATAAAATAACCAGGGTGATAATTTGTAGCCCCTTCTTGCTACTTCCTAGCTGTGGGACATTGACTAGATATTTTTACC 
TCTCTTGACTCTGTTTCTTCATGTGTGAAACAGAGAAAACATCGATCATGCAGAATTGTAGTAAATATTGAGAGCATGTCTGTAACATGGCCTA 
GTTCACTCCTGGCACATGGTGGATGGTTCAGTATATGGTGGCATTTATTATATTCTCATTTAGCATGCAGGCCAGCTCTGGGAAACCCTCAATA 
CCCAGGTAGACTATGTGCTTTTTATCTTTACAGCTGTCAGGGTGAGAGGCAGTGGTATCTGGTGGAAAGGGCAGGGTTTACCTCAGAAGACTGG 
AACTCAAGTCACAGCACTGTCACTCATAAGATGGGTGACTTTAGGCAAGTCATACCACCTTACTCTCTGTTTCCTCACCTATAAAATAATGCAA 
ATAATAC CC ATCTCT CAG AGTTGTG AGGCTCAG ATG AGGCAACGTGTG AGG AG AGTGGTCATT C ATAAAACG CTAATAAAT AGAGGTTATTAGT 
ACTTCAGCACCAGGGTGAGGGTTTCATGTGCCTACGTGACAACTGTCAGGCACCGTAACTATTTGGGACCCACAAGTTAACCAGACATCCGTGG 
TGTGAACTCAGTTCAGAACCTTGTTCTCCTCAAAAGATATTAACACTTTTTTCTTATCTTGAGTGCCATCTCTGGATTATCTCTCTGTTGGAAG 
GGGTGGGCGTAAGACATTATGAAGCTCTCATTCTGCAAAGAGCAAATTGAGGCTCAGAAACAATCAGGGCCATCCCAGAGCCAGGCAGCCTGGG 
TTTGAATCTCAGGTCTACTACTTACTAGCTGTGTAAACTTGGACAAATTACCTTACTTCCTTGCCTCAGTTTCTTCATCTGTCAGATGGCACCT 
GTCTCACAGGGTTAATATACGTAAAGGCTGTCTTGAAACAGTGTCTGGTACACAGGAAGTGCTCCAAGTATGTTAGCAAAAAGAGAAGACGGGG 
GTGGCTAAACCTTGAATGTAGTTCATTTCTTCTGGTTAGATGCTGCATTTCTTCCAACAATCTCAAATATTTCTCCTGGTCTCCCCCATCTTCC 
AATAAGTAACAACATTGTTAGTTTCAGTGTTGCATTTTGGCTATTTCTGTAGGACAGTGATACAACACATCAATTCATGACTTAGGATGTTCTG 
AAGCACATTCTTTTTTGTTTCATTTTGTTTATGGAGACAGAGTCTTGCTCTATCCCCCAGGCTAGAGTGCAGTGGTGCAATCTTGGCTCACTGC 
AACCTCCGCCTCCCAGGTTCAAGCTATTCTCATGCCTCAGCCTCCTGAGTAGCTGAGATTACAGGCGCCCACCACCACACCCAGCTAATTTTTG 
TATTTTTAGTAGAGACGAGGTTTTGTCATGTTGGCTAGGCTGGTCTTGAACTCCTGACCTCGGGTAATCTGCCTGCCTCAGCCTCCCAAAGTGC 
TGGGATTACAGGCATGAGCCACCGTGCCCAGCCCCTTGAAGCACATTCCTATTCAGCTCTTGACTACTGAATAGAGACCAGTTTCTTTCCTTTG 
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TCTTGAGGGTTCTGGCGTTGGGGGAGTGCGCTTAAAACCTAGGATTGAAGGGAAGCTTGGAAGGCTACTAATATAGTTGGGATGTTGTTCCTGC 
CCAAATCTCATGTTGAAATGTAATGTTGGAGATGGGGCCTGGTGGGAGATGCCTGGATCATGGGGGTAGGTTTCTCATGAATGGTTTAGTACCC 
TCCTCTTGGTACTGTCCCCATGATAGTGAGTTCTCArGAGATATATGTCCCTCTGGGAAGCTAGGACAGGGCCCCACTGCTCCTGCTTCCCTTG 
CCTGGCTCATGTCTATAGTGCTGCATGGGAATGGTCAATGTCTATGAGCCATGGGGTTGCGTGCATGGCAGCTCATCAAAGAATCAAAGTGTAG 
CATAACTACCCAGCCAGATGTGTGGCACTTCCTCCCTCTCCCTCTTGCTCCTGCTTTCACCATGTGACGTGCCTGCTTTTTCACCCTCTACCAT 
GATTGTAAGCTTCCTGAGGGCTTCCCAGAAGCAAATGCTGGTATGTTTCTTATTCAGCCTGCAGAACCTTGAACCAATTAAATTTCTTTTCTTT 
AT AAATTATATTTTCTTTATAGC AATG C AAGAATGG ACTAAC AC AGCC ACC AACTAAGTGCCAAGGAGG AC CCCATG CTTGAGGGGTCCAGTCT 
CGCTGGCACAGTGATGAACTACAGTGGACAGCCACTCCTTGAGTAGTGGTCATAGTTAAGGGACAAAAAAATCATGGTTCCAGTCTGGAATAGC 
C AAACAAAG AAAAAAAATAG CCAGAAC AAAGG AAAAAAAAACAAAATAGTGCTT AAATCT AG C AAG AGAAATAAG AATAATT C ATC ACTGTT AT 
AGTGCTTCACACTTTTCTAAGCATTTTTATGTATTTAATCAAAC^ 

AATTATAAGCAATTAAAGAACAGTTTCTGTGGTGAAAAGCATATTTTACAATAAGACTATGGTCAGTGGATTTCTATTTTATGTCAGCATACAC 
TGTTTCCCACAATTCCATCATGCACTGGAATGAGGTTATCTATTATCTAGGCTTGTGGGTCTGATGGGACCAAGTCACTCATTGAGAAAAATTG 
TCTGAGGAAGGCTGAGGTCATGGCTAACCAGTAATTCTCAGATGGGCCTTATATTATTTTGTTGTGTAAGTATTTGGGAAGTTCTCCAAGTTGC 
TTCTTCGTGCCTATTGGGCATGTCTGAAAATATGCAAAAAAGGCCAAGAATTTAATAGATAAGAATGACGTGATACAAATATGCTCCAGTGAGC 
AAGGTAAGAGGCTGACCCAGATTTTCTTCCCAGTTTGTTTATTTCTTTTTCTTTGGGTCCACTGGCCCTTTGCCAGCCCTCCTCCCAGCAAGCT 
GCTGGCAGCTCTCTGTGTCCTTCTGGGAAGCTAGGACAGGGCCCCGCTGCTCCTTCTTCCCTTGCCTGGCTCATGTCTATAGTGCTGCATGGGA 
ATGGTCAATGTCTATGAGCCATGGGGTTGCGTGCATGGCAGCTCATCAAAGAATCAAACTGTAGCATAACTACCCAGCCAGATAATTCAATTGT 
TCCTAGAGAGTTTGATGGGACCCAGAAGAAGTAGCCACCAGGTATATTCAGTCGGCACTGACTTCAACAAATGCTCTTAGAGTTTGAAGTCATA 
GCGTTGTCCCAGAGTCAGCTCACTGGGTCTGCTCGGGAGTTGCAGTACCTCTTCCCTGCTCTTCTGTTTATTTCCTAGCCCCAGTCCCCAAACC 
CCACCCACAGACTTGTGTCCAATTTCCAGAACTGAAGAGGACCAACTTCCCTCCTGACTTCTGAGACTCATGATTCTTCAGACATGACAAGTCC 
AGATCGAGACTGCAATCCCCAAGGAAGGCCAGCTGTCTTGCTCAGCAGAGACAATACAGCTAAAAGCTCTTTCTCACTTTAGGCAATTCATGCA 
CTTGGTTAGACATTTATAGACTTGAACTGCTCATCCAAAAAATCTAGGTCATTCTTTACATAGAGCTTCACACTTTGGAAGGAAAGCCAGGCCC 
AGGGAGGAGCGTTTCTGTTGATGTCTGGTTTGGCTGAGGCAGTAGAGAGTGCTTCTGCTGTGGGAAGAGGGAGAGATGGACCAGCGCAGGCACT 
GTGGGCCCTTAGGGGACGTGAATTTTCACCCCCTGGCCACTGACTCACAGAGTCTGTGAGTAAATGGTGCCAATAATAGCTGCCTTGTGTTGAT 
GTCATGAAAAGTGGTGGGTTTAAGGATTAGGCTTTCTAAGGACATTTTTAAAGTATGTACCATAATTCCAGTGAGAAGGGCTGGGTGGGTCTGT 
TGGGGGTGTAGGGCTTCCTGGGGAGGAAGAAAGAATAGAGGTGTGGGTGAGAGGTTTAGCCATGTAACATGGATGGCCAAAATGGTAGAGCTCT 
TCCAAGTATATTCCTACCTGCCTCCTAAGCCCCGAGGAGAAGGACATGCCAAAGAAAGAGCCTTGGGCTGGGAGTGAGAGGGCCCTTCTTGTGG 
AGGTTCCTCTACTCACCATGGCTGAGGCATGTTGCTTCAGTTTTCTCATTTTTAAATTTCAGGTCATGGTTCTGCTGGTGCATTGAGCTGCTGT 
ACAATGCAAATGTTCAACACAAGTGAAGCTGTTTGTTGAACCTAAGTGCCACAAAAACGTAACATATCATTATCAGGTGTTCTCACCCAGAGAG 
AATAGTGTGGTT CTTC AGCC ACT GGCTTGCTTCAGGGATGGTTTGTGTGGGCATGTGCTCATTTTGTACAGGTCTGTTCCTGTGTACCTAGATG 
CTGTGCAACTTGAAAGGCCTGCTCCTCCTTCCTGCTCTACTACTCTGGCCCCAGCAGGACAGTGAATATCAATAGAACAGAGGCAGGAAGCATG 
GGTTCTTTTCCTTCAAGTCTTTTCCACGTTGGCTTCTCTGCAACAGGAGTTGAGGGAGGCTTGGTTAGAACAAATCACCTTTGTCTGGGGGTGG 
GTTAACCAGATTTTTCCCTCTTCTGTGTCTGTGGCCTTGGTTGTGGCACCAGCTGTCATCACTGCCCCAGCAGTTGGGTGGGAGAGAAGAGATG 
AGCCTGGCCAGCCCCTCTCCTGCTTTAGTAAGACTCCGCTTAAAGGCCTGTTGTAAAAGTTTGAAATTGCAGGTCAGGGTTAATTTAAAGCTTG 
TGTATTGTCCATGTTATGGTGTCCCCCAGCCATTACAAGTAAATAATTAAAAGCCAATTGTAACCAAGATATTCAGAGCTCCATAAATTCCTGG 
ACACCATAAT ATG ACAAGAAATAGAC ACTAGTCT AACTATATGGC AGGCTGT C CTATGTGGGC C AGGGTATGAC AT AC C AGGTTATC CCAG AAA 
G AAG AACAGGACAAG CTTTACAAGG AACTGAG CTTC C CTTCTCCC AAATTCTCAC CTTAT ATTAACATTTTTGTTCTTGGTTTAGAGCACCAAC 
CACTTCAAGAAACTGCTGTTGCAATGTGGATTTCTCTGAGAGGATTCACCCTTGAAGTCCTTGTCTCCTGCAGAGGAATTTGTTGATCTGGATT 
AACTGTCCAGTCATTGGGCAAGGCCCAGAGGGCATGAGATTAGGAGTGAGATGAGGAGTGGAATGGGTTCAGGAACACCTGGGGAGCAAGGAAA 
CCAGACAGGAAGGAATACAAAAGGAAGCCCAGCAAGCACCAGCCCTCTTGAGGAGGCTTGCAGCTGCTGTGGGTGCATGCTGGAGGTGGCCCAC 
ACCTGTCCTGAGAGCTGACTGCAAGCATCTCTTCCTAGGTGCATGTTCAGTGACTTCATGTTGGTAGCTTGAAACTGGCCATAGTGGAAGTATT 
TACACCATGCAAATACGTGAACACTACAAACCAGGGTTCCTCTCACTTCTCTCCCAGGAGAGCTTTACATTAAACTCTTGCAAGCATCCTGCTG 
GTGGCAACCATAATGGATTCTCACTTT.CCCTGAAAAGCAGGACTTAATCCTTAGCAGATCACTTGCTTTCTCCCGATTGTTCTCCTCCCCTGAG 
TCTTGAGGGGCTGGGGACTAACAGAGACCAAAGTGGCCTTGGTGATATGTATGAAGTGGCTCAGGTCATAGACGGTATACAAGTTCAAAGTTTG 
TATCACCACATTGTTTCTTCACATGCACTTCCTGCCTAAGTTGCTGCCGTCCGCTCTAAAAAACTAAACAAACAACGACCAGAAAACAAACTCT 
ACTGATCTTATTTTCAGCTTGCCAATTTTTATACAGTCTCCAAACAGGATTTAATGAATGTAATAATCTTGCTGACAAATAGGTTTTACTTCTT 
TGGAATATTTATCACATAGTTATTTATTTAGAATTCTGTGTGTATACCTACCAGGTTCAACCTAGACCCAGCCTAACCATGTTTCTGGAGATAC 

CCTCTGGTTGTGGCACACCTGTTATTTCATGTTAGGCCCTCAATGCTGACAGCTTGCCTATCCTTCATATGCTGATCTGTCTCTGGTACACTCA 
AAATACCTTCACACATCAAGAGATTTCCTTGGAAACCAAAACAAAGGAGAAGAAGTGACTGTTCCGGAGTTGCTGCCTGGTGCTGGACGTTTGT 
TTTCATGTTTCATGTTCATCTTGCAGCAAGGCATTTCCATCTCATCCCCCAGACAAGCCTTCACTGTAGGAAAGCTGGCCCCCACCTCTTATCA 
GCAAGGAGCAGGGTCTGCATCACCACCCTTTGCCAGTTTTCTCTCACGAGACTCTGATCATCAGGGAGCAGGTCTTCTCTCTCAGAGGCAAGGA 
GCTTATTTCAGGCAATAACAGCAGTTTTCATATGGTTCTTCAGATCTCCTTTAGTACCTAGGACAGTGCTTTCCATAGGGTAGATTCATTATCA 
ATGTTGGTTAGTGGTGTCAAAAATTATTTCTACTTGAAGTAGAATGAACAGTTGCTATATAGAATAGTTAGGAAGCCATATCCTGTCATTGGAG 
GGGTCCAAGTAGAGGCCAGACAACCACTTACCTGTGATGGTTTTAGGAGGGAATAATGCATTTGGATAGAAAGAAGAGGTAGAAGATGGCTAGC 
CTTTTCCACCCTGATTGTGATCTCATAAACTATGGGATGCCAGCACTGAGTCTAACGGTGGAAAATAGGCTGTTGGCCCAGAGACAGATGACTC 
TCCAGAATCCGCTTAGTTTTTCTGTTTTCTTGAGCAAGTGGTCTGCAGGTTGAGTGAGTCTTTAATTAATATGCTTCTCTAGCAGCTTACATTA 
CTCCCCTAGTCAAATGGCAGAGTATGTAAGATCAACATTGTGTACCCCACTGAGGCTTCAACCCTTTAAAGAAGTCTTTTCCTGTAAGTGTAAG 
GAGAAGCAGATGGTAATGAAAAAATACGCACATTTTATTATGCGTTGCACATTTTACTTATTAGAATTTTTAGTATGACACCCTGCATTTTAAA 
AAGCCTAAAGATGAAAACAAAATGGAATTATTCTTTGAAATATTTAAATCAGCTTGCAGCAATTATCTCAAAATATGAAAATAAAATCTAGCAG 
CCTGGAAGGTAGATCTTCCTTGACCACCCACTTTGAAAATCTCGTCTTTCAAAGGGAGGCTCTTCCTCTCAAAAAGGAAGAAGAGCATGCTGTA 
CAGAATGAGGGCAGGAAGGGACGTATCCCCGATGAGGTTGTTCAAAAAGGAAGAAGAGCATGCTGTACGGAATGAGGGCAGGAAGGGACATATC 
CCTGATGAGGTTGTATAGAGCTGGAGCTTATGTGTGGGAGAGCTGGTGGTGGGAATGAGGGCAAGTGACTACACTGAACCATTCTCTCGTTGAA 
AAGTAGAACCAGGACTGGAGAGGAGTTACCTCGGAGTTCTGGACTGGGTGTAGAGAGAGAGTGTTTCTGTCTGCTCTTTCCCTAACCACATCTC 
TGCCTCCCTTGGCTGAGTGAGTCATCCTCTGCCAGCCTTACCATTTGCCAGCACTCACTCCCACAGAGACCATGTGAGGATTAACAAGCCGTAC 
TTTGGGAACGTCACTGAAACTGTGGAAAAGCAGTGCAAGGTAAAGGTGAAGTGTGAATATGATTGTGAATCTTAAGCACAGAACCCTGAGTTCT 
TAAAGGCAATTTTTAAGATTAGTATCCATCAACCAAAGTTCACAAGAGTTTTTCAGAAATCACCAGAGTACAAAAGCTATTTCACGAAATGTGC 
AGTGGCTGTGACCTTAGTGAGATTTCTTAGACTTGTAGCCATAAGGACTGGAAGAGTTCGTAAAGCTCAGCTCCCACTTTATTCTTGAATTCCT 
TATCCTGACGAATGGTGATTCAGCATGCAGCCAGGTATAGTGGAAAGAGAAGGGGCTCTGGAATCAGACAGACCTTGGGCCAGGTCCCAGCTCC 
TCCACCCATTGTCCCTTTGACCTAGAACAAATTACCTAATCTCTCTATGCTTTGATTTCCTCAGCTGTGAGTTGTGAACAATGCTTGTTGTTGA 
GAGTTAGAACATGGTTAAAGTGTTTAGCACAGCTCCTGGTATTTAGTAGGGCTTCAATAAATGATAGCTGCTATGCTAATTACAATAATGCTTA 
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TTAAGTGTTGCTCTTCAGGCTCTTTTTTAATATCTCTGTGATGGCAATGCTTCCATCATTAGACAGTGCTGATGGCTAGAATTTTCTGCCACAT 
GTTGTGCCCAATCCTATTTCCTATAATTTCTATCCATCTACTCTGGTGCTGCCTTTTGTGGCCCCATAGAACAAGTCTAAACCAACTCCCACAA 
AGAACACTTCAGATATTTGAAGACAATTTTAATCTCTTCCCCAAGTTTTCTTCATGGTAAACCCTTTAGTTCCTGGAATCCTTCCATAGGTGAC 
TTAGTTTTGATCTCACCCAGGACACGTCTAAGTCCCTTTTCCTCACATATGAGTATCTATGGGAAGATGCTAGCCAGCCATAAAGGGAAAGTTG 
AGATGGCAAGTTTTAGATGCCATCCATACTGAATAAGCTGGCTTTTGTCCATGGTTCTTGTGAACATTCTAATGCATAGCCTACAAGTATATTT 
CACAGTTCCTTCTTTTCACTGTAGTTTCACCAGAGTGTTCAGGAATATGAACACTGCTACCTGTGAGGA^ 

CAGTTCCTGCCCTTTGAGTTTATATTCAGTAGTGTGAGTTGCTTTGGCCAACAGAATGAGTCAGAAGAAACAGCACGCCAGCTCCAAACCTAGG 

CTTCAGAGGCCCTGGGTATTTCCAGTTACTGTTCAGTGTTCTGCCATCATCATGAGATAACCTAGCCCCACTAGCCTACTGGCCCAAGGAAGCA 

GGGAGGCATGTAGGCTAGGGCCCCCAGCAGCACCCAGCGTGCACTAGCTGATTGTAACCAACTCACAGAAACTTGAGCAAAAGTAAGTGATTAC 

TGTTTTAAGGCACTGAGTTTTGGGGTGGTTGGTTATGCAGAATTTTTGTGGCAAGAAATAATTATTATGGAAATTATGTGGGGCCAGAAAACAT 

AAAGTAATACTAACCCTACCTGGACAGAGTACAAGTTTAGAAGAATTAATGAAAGATTTACAAAACTATAACCAAGCTAGATGAACACTTTTTA 

AAAATGATTTACCAAATTGTAACTTTGAATTTCTTTTGCAAACTGTGACCAGGAAGAAGATAAATGTGTATATTACATTTCACGAATGAAATAG 

GTAATGACGAAAGCAAACTCAATTTCTAAATATCTGTGAAAAGTTAACGTGTTTCCTATTCGATATAGTTCACTCATTTACTCAAGAAATGTTG 

AATGAATCATGTGTCAGTACCATTCTAGGGCCTGGAAATATAGTTGTGGAAAAAGTGGACAAGGCCCAGGTCTCATGAAACTTGTATTCTACTG 

G AG ATTT AGAAAAT AAAAAATTAAATAAATAAAG C AGATAACTT CAGATAATGGTAAGTACCATG AG AAAACTCAGGCAGGG TAAGGAATACCT 

TAGGTAGTTTAGAAAAGACTTCTCTGAGGATGTGACATTGAAACTAAGACGAAAATGACATCAGTAATTCAAGGGAAGAAAGACTACATTGAAG 

AAAATAGCAAATGCAAAGGCCCTGAGGTAGGAATAAGCTGGGAGTGTTTGAGGTACAATTAGAGGTGTGGAGAGGAGCAATGTGGTATGAAATG 

AAGTGGATGATATTTAAAGAGGCCAGGACATGTAGTGCTTTTTTGGCCACAGTAAGGAGTCCGTTTTATTCCAAGTGGAATGGAATCCACTGAA 

GTGTACTAAGTGCATGAGTTGATTTATAGGTTT-TAGGAGTTTGTCCTGACTTCTGTATAGGGAATAGATTGTAGGTGGACAAGAGTGGAAGCAA 

GGAGGTGGATTAAGTCATTGCATCATGGTGGCTACAACTAGGGTGAGGCCAAGGATGGAGAGAAATGAACAGGTTTGAGATATATATTGGAGGT 

AGAATCAAGACTTCCTGATGGATTGGATGTGAAGGAACATGAGAAATAAAGGATAATGGCTAGGTTTTTAGTTGGGGTAACTGAGAGGATGGTT 

GGTGGTGCCATTTCTGGAGATGAGGCAGATGCGAGGAACAATGAACTCAGGGGAGGGAGAGATCAGGAGTTTTGTTTGAATGAGTTAAGTCTGA 

ACTTAGACGTTGAATTGGATTTGCCAGGTAGGCTGCTGGACATACTAATTGGGTAGCGAAGGCTGAAGATACCAGTTGGGCAGTCATCAGCATA 

TAGATGGTATTTTAGCCAAGAGACTAAATGAGTTCATCTAGAAAATAGTAGTGAAAGTGTTTTATTTTTAATTTAAAATTTAAGAAGTTTTAAA 

TTTTAAAAACTGTCAAAAAATAAATAAAAGAAAAAGCGGGAGGACTCAACCACAGAGCATGCTGACATTTAAAAGCTTAGCAGAAAAAGAGGAG 

ACAGAAGAAGAGCCTGAGAGAGAGGCTGAGAGAGTGTGATGCTATGGAAGCCAAGAGAAGAAAGTGTTCCAGGAAAGAGAGTCATCAACTTGGG 

TTGTGTTGGGTTGAATGCTACTGAGTCATAAAGTAAGATAAGGATCAAGGAGTAACTGTTGGATTTGGCAGTGTGGAGCTGATTGGTAACTTTG 

AAAATAAAAGATTTAGTGGAATAATGGACACAGAAGTCAAATGGAATGATTGAAAAGTAAATGGGAGAAAAGAAACTGATAACAGTGAGGTTTT 

GCTAAAAATGGGAATAGAGAAATAAGTAGCTAGAGAGGATGAGAGTTTAAGGTTTTGTTTTATTTGGTTTTGAATTGGAGATGCAGAGGCATAT 

TTCAATGACAATGGAAATAAACCCACAGAGAGAAAAGTTGATATTGTGGGAGAGAAAATGGACAAATGCAGGATCAACGTCCTTGAGAAAGGGG 

G AG ACC C AG AGC AC AGTG AAGTGTTGGCCTT C C ATGCTAAG AGGAGAGGG C AGGGG ATAAGGGC AAC AG AGT AC C AGTGAAATGGTGGATTTGG 

GGATGGGAAGATGAAAGACACTGTCAGTTTACATATACATATATATATACATTTTAATATATACACTTTAATTATTGAGATGGGCTCATGCTCT 

GTCACCCAGACAGAGTGCAGTGATGTTATCATAGCTCACTGCAGCCTCAAACTCCTGACCTCAAGCGATCCTCCCACCTTGACCTCCCAAAGCA 

CTGGGATTACAAGCATGAGCCACTGTGCCCAGCCACTTATATTTTCTCAATGAGATATGACTTTAGATCGTCGTTTGAGGAGCCAAGACTTCTG 

AATCCTGAGCCCAAAAGCACTGTGTCCTTCATTTACCATTTGGTACATTTGAAGCAGAGTGAATATGATAACCCCTTTAATATAACTTTAAAGA 

GCAATACAGATGACAAAACAATTCATGTATATTCTTTCATTTGATACTCTTGCCTTGAATAATTGAAGTTCCCAGTCTGGAACAGAATTCAGTT 

CGTATAAATGAAGACATTGTAATGAAGGGACTATTTACAGAGATGAGAGTGGAATTAAGAGATGTATCCAGAAACTATCAACACTCAGGAGTCA 

TTACCACCCTTGGGGCCAGGGGGCCAAAGGAGATTAATAGTATTAGATCCAACGAGAGCTGGTGCCATGAAGGGAGGACCAACCAGCATGATCA 

TTCATTG AAAAG ATATGTAGTC ACTGTC AGGGG AGTGGTGTCAATG CAG AGAGGG AATG AAAAACAAATATCCTGACTTC CCTC CACTCC CAGT 

CTCTTGCTGGTGCTTCCCAATGGCTAAACCCAACTGGAAGCCAGCTGGCAAGTGAGTGGGCTGATATTTTTCATGGTGAAAGAATAGATCTGGC 

AGAGAATAACC^GCAGAGCTCCTAACACTTCATGCCATAAATGTTGAAAAGATTTTGAAAACCACTCCAAGGGGAATCTTTTTACCCAATGCCA 

GTGTATAAATGCATCTTATTATTTTGTGCCAGCTGGGATTTAGAAAACCTAGCTAACCATGTTCTTTAATACAAATCATCATGAGTACTTGTAA 

TCCACTTGCAATCTTAAAATGTAATGTTTGCCCATAGTCTTCTTTTATTTCCATCCAGAGGCATATTAACCATAAAACTGGAGAAGCATATATT 

TCAGGGCTCCTC^CTTGCATGAGCCCCTTCCAAGGCCATGGGACGGCCCTAGAAATGTATTCATATGGTCATTTGTTTTTGTAAAATTTGTAAA 

GGTAAGATATTTTAACTGCAATCTATTAAAAACCAACTTTTCTCACTCTGACCCCAGAGAATTCTCTCCCTGCCCACCCCCCAACCAGTTATAT 

GAACTTTAGGCC CC AC AAAAC CTGG AT CTGCTTCTGCTTT C AGTG AG ACTCAAGTGTGCTGATG CAGATTTTATCCCTTTCCCGATTTTAC CAC 

TGTGGAGAGGAAAAGGGGTAGTTAATGAGCATCAAAATGGACATTCTGCAAGGGAAGAATGTAGCAGGAGGATGAGAAAAACAGAGGGGGGCTG 

TGCTAGGGGCAGTGGAAGAAAATCACTGTGCCTGAAGGATTGCACCTGAGTCACAGAGGGTTTGCAGGTGTCTACCAGGTGACTAGTTTCCCTC 

CAGGGCCTAACTCAGGTGCTGCTCTTTATATTTTCAGATGCAGATGGAAACCTGTGTCGAAGTAACCAACTGTTGCAAGTCATGCTGACCATGC 

ACCGAATTGTCATCTCCTCTGCAGAACTGCTCCAAAAAGTTATCACCCTATATCCTTTAACATAGTGACTGGCAATCCCAAAATGGGATCCACC 

CAAAAAGTAGCTTG AAATTTG AAGTATGCTTTTATTTTTATTGGTTTGGAATAACCCTG AGTGGCAAATAGGTT CATATGTC CTTT CAGGGGTA 

TGGGTGCATGTGTTGGGGGTGTGTTCATGTATCCTCTGTTGGGTGGGGCAATGTTATTGATGCTGATTGCTCTGGGGGGTGGTCAAAGAAATCA 

ATATGCAAGCACAATCTTCAGGCTCTTAATAGTAAAAAATATTTTTTCTGTAGAGTGTGCAAAATAGATATTCATCCTGTGCAAATTGACAAAG 

GTGCAAGCATGACTCAAGGATAAATTTCTTTCTGGCCTTCCTGTCCAATTCTTCAACTTTCTCCAGGTTCTGAAGAAAGATTCCCAGTGCCACA 

GCATCTGGAGAATCTGCTGGTGCCTTATTGCTTCAGGCAGGAGGACTGACTATGTGCCAAGCAAAACCTGCTGGACTTTAACCTTATTACGGGA 

TATG AATCAAGTAGGGAGG AGAAAGCTCCTG CTTGC TTTTTCTCACTGATGACACTGTAAGCAGC AGC CCC C ACAAAAGAAG AGTTGTAGGCGG 

AGTGAGACCGTTTAGCACCCAAGGCGCAGGTCCCTGGTACTGTGTCATGACTTGTAGCTGCTCTAACACTTTTCCACTCTCCTAATTCCCCGCG 

TTTCATCTTACAGCACACAGAAAAAATAAAAACCATCAGGACTGAATCCCTTCTCTATACCTACTCATGAGTCTTTACCTCTCATCTCAAAGGA 

GGTGTTTTCCAGTAGCACACAAAGTGGGGGAGCATTGCGAGAAGTGCACATAAATAAGAGGTGCAGGTAATAAGTGGGTGCCTCTTCTACAGAG 

AATTTTAAACCATC^TGAAACCAACTCAGTGTCTACTTTTTATTAATTTCATGTACCAGTGATTATAAACAATGTCAGTGATTAAATATTCCTC 

CCTAAAAACTTATTTGTTGGCCTAGGGACTAAATTGTTCCTGGGGTGTCTGGGCACAGTAGCTCACATCTGTAATCCCAGCACTTTGGAAGGCC 

AAAGTGGGC AG ATC ACTTAAGGT C AGGAGTTTG AG AC C AGC CTGG C C AAC ATGGTGAAACC CC ATCTCTACTAAAAAT ATGAAAATT AGCCGGG 

CATGGTGACATATGCCTGTAATTCCAGCTACTCATGAGGCTGAGGCAGGAGAATCACTTGAACCTGGGAAGTGGAGGTTGCAGTGAGCTGAGAT 

CACACCACTGCACTCCAGCCTGGGCAATGAAGTGAGACTCTGTCTCAAAAAAAAAAAAAAGAAAGAAAATTGTACCTCGGGGTTCCTGCCCTTA 

GTGCACTACTGGCTGCCTACATATTGGGGCAGACCCCCCCTCCCTTTCCCATGGTCCCTCGTACTTCTCACAGAATCTTACTCCACCAGCTATC 

ACCCCTCCTATACTTTTAAACTCTACCTCTTCAATGGCACCTGCCCCTCAGCCTAAAACACATTCAAGTCTCCTCATCTAAAAATCAACTCTTA 

ACCCTACCTCCCCTTCATTCCATTGTTAGGGTTAAAAATTTGATGTGAAAGCGTCTTAAAATAGTCTACACTCACTATCTCCAATCTCTTTACT 

ACTCCTCACTTCGTAACTGTGTTAAGTTGGCCCCCAGTATTCGAACTTTCCTCTGATGTCACCAGTAACCTCCTGATTGCAAAGCCCAATGGCT 

TTTTCTCATCCTTGTTTCCATTGACCCCCAGAAGCATTAGGCATGACTGACAACCCCGTTCTCCTCCCAGCTCTCCCTCCAAGGCTCCCGGAAC 

GACACCCTCCTGGCTTTCCTACCTCTTGGGTTGGGCCTTCTCCAGCTTTTCATCTAGAGGCTTCTTCGAGCTCTGCTTACATATGGTGTAATGT 

CCTGGTTTTCCTCTTACTCAGCTTCCTTTCTGTGGGTGATTTCTCACCAGAATTCCTACCACTGTTTCCACCATTCTTCTGTGCTGATGGTGAC 

TTTCAAGTCTGGATTTCTCTAACTTAAACCTTTCCTTTTTTTTTTGGAAATTGGTGCGGGGAGAGGGGTCTCACTATATTGCCTAGTCTGGTCT 

CAAACTCCTGGCATCAAGTCATCCTCCCACCTCAGCCTCCCAAAGTACTGGGATTCCAGGCATGAGCCACGGCACCCAGCCATCTAACCTAAAC 
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C ATTTTTCTTAGGTTT ATAC C AGTTTGT C CTGCTAACACTTAAG ACTTTAATATATGC ATTAGCG C ACTGTCCCCACCCA.CAGCCA.CTACCTCA 
TTAATTCTGCTTCGACACCAGTACAGCCTTGTTTTGCCTAAGACACATTCTGAGAAATACATCATIGGGCGACTCTGTCATTGTGTGAACACCA 
TAGAGTGTACTTACACAAACCTAGATGGCATAGCCTGCTACACTTCTAGGCTAGACGGTACAGCCTGTTGGTCCTAGGCTACAAACCTGTACAG 
CAGGTTACTGTACTGAATACTGTAGGTGGTTGTAGCACATGGTAAGTATTTATATACCTAAACATAGAAAAAGTACAGTAAAAATATGGTATAA 
AAGATTAAAAAATGATATGTATAGGGGGGCACTTACCATGAATGGAGCTTGCAGGACTGGAAGTTGCTCTGGGTAGTCAGGGGTGAGTGGTGAG 
TGAATGTGAAGGCCTAGGACATTACTGTACATAACTGTAGGTTTTATAAACACTATATACTTAGGCTATACTAAATTGATAAAAAATATTTTTC 
TTTCTTCAATAATAATTTAGCTTACTGTGACTTTATGTTATAAACTTAATTTTTAAAACTTTGACTCTACACAGTGTACAGCTGTGTAAAAATA 
TTTTCTTTATATTCTTCTGTAAGCTTCTTTCTGTTTTAAAAATGTTTAATGTTTATTAACTTTTTAAACTTTGTTGTCAAAATCTAAGACACAA 
GTATACACAGTAGCCTAGGCCTATATTGGGTCAGGATTATGAAGACAGGATGAGGCAAT AGG AATTTTT C AACTTC ATTGTAAT CT CATGGG AC 
CACTGTC ATAT ATGTGGT C CGTCATGG ACCAAAATGTT ATG C AGCACATGACTGTATTTT CATGGTC AATTTCAGTT AATAGTGTTAGT ATCTA 
TTCTTGCCTAAACCAGTAACATCAGAAGCACTCTTGACTTCTCCCCTGCTTTCACCTCCTACAGTCTGTCACCTGATCCTAGGGTTTCTACTTC 
AGAAATGACTCTTATCTGGTCTCTGCTCTCCATTCCCATACCATGCCTTAGTTCATGTCTCCGTGGTCTCTCTCCTGAACCACTGTCCCACTCC 
AGTCTTTGTATCTAC^TGGTCCGCCTACCCCGTCTCATGGTAGCTACCCT 

GAGCCTCTGCAGACTACGGAGTTAATGTCAACTCCTTAGCTTGCCAGCAAAAGGGCCTCCTCAGTCTGTTCCCAGCGAGTTTTTCCTGCTTCAT 
TCCGTAGCTCTCTGAGAAACCCTTTCCCTTCCTCACTGAACTTCTCAATATACTGGATGTAATGGGGCCTTTTATCATTCCTGTGCCTTGAAAG 
CCTTTCTACCCTCTTTGTTTAGAAGCTCTTTCAAGACCCTTCTGGGAAGCTTTTCTAGACTTTTCCAGCCCTTCTCCCCTTTTAAAAATACTTC 
TAATGTTTT AAAATAGTATT ATTG ATTGAC AAT CTATTTAATT CCTTTGATTTT AGTTTTGT ACTGCTT AAGTCAAAGTG CGTTT CT C AT ATCT 
CTGG C CTGG ATGTAATCTG C ATTG AAAAACTCACAG AAAGTGTGAAGTGTTTTTATTCTGTTAGCTAAATAAATGTATCTACCTAAACTTCAGT 
CCGTTTTGCAATGTAGTGCCTATGTACTCTGGTCTTTATAGATGACCGTTTCAAGTAAAGTACAGAACGTTTGTGTCTAGCTGCTGTGATTTCA 
ATTTGGTTAATAATATAAAAGATTGCAAGGGTACTGAAAAATTGATTGAATTACAAATTAAGAAAGATATATTTTTGTATTTTAAAAGTATGTA 
CACTGTAACTTACCTATTTGTGTGTCGTCTCCCCCGCTAGACTCTGTCTTTCAAGGGCAGGGAGCAAGGCTTATTTATCTTTGTATCTAGAACT 
TAGTTTAGTGGCTGTTTCATGGTAGGACACAATAAATGTTGCATTACTATGGGTGCAAACATTGGGATACTTTTTATATTTACAAGAACTTTTA 
CCTGTGATATCTGGG CTTTGCTCAGGTG AAG ATGTAACCTGGGGTAGGGAAAGGGATTCTGAGAGTATGAAATAATACTC CTGTAATG AAAGC C 
AGGTTAAACATTGAAGGCAAAATTATTTTCTTTCTTTACGCTTAGTTTCCCTGTTCTCTGACCTGGAAGTAATAGAATTTTTAGTTAAATAAGC 
TCAGATGGTCTCCTGATTACCATTGTGAAAAGAAGAGAGGGATAAATTTGAAAATGTGCTTTGAATAGTTTAGGTGCCTGAAAAGTACAGTCAG 
AACTGTACTGGTACTTTATAGCCACAGTACTAGCTATGAAGAAAAGAAAAAGGTATGGGGTCTGAGGGTTCCAGCAAACACTGAAGTTTACCAA 
GATCAGCAGATGCCTGAGCCTCTTACTATTTAGCCTGCATGTGCTGGTGTTTGCTTCAGCTCCTGAATGAAGTGAGAAAGAGGGTGCCCTGCTC 
CCTGTGGGGGGCAGCCTTTGCCATGGCATAGGGGCTCTAAGGACCTCTGAATGATGCCCAGGCTCAGCACTCACGTGTAGACTGACTGGATTTA 
CAACACTGACGCTGCACCACATGCAGCCAACGTGCACTGTCAGAATATACTTTTGAAGGGAAGGATAAGGAGCCACTGGGAGAAGGTGAATGAC 
ACGGTAAAAGTCACCATGTCGATTTAATGTATCTACTTAGCTTTAAAACAGAAGTGTGGTTTTTGTGCCTTCCCCTTTAAAATGGAAGAATAAA 
AATTTCAACAAGTAGAACAAATGATAAAAATATAGAATCTGAGAGGTATTTATCTATGTGCCTTTTGCCTGAATCTCTTTGCATTGAAGTGATG 
C1ATTTTCTTAGTGATGTGGCATAAAGAAACATAAAGCCATCTCATTCTCACTTCTACTTTTCCACCCAAAGAAAGGCAGGCATAAAAACTTTCT 
ACTTCATGAAGTTTGCCAGTTCCCTGCACTTATTTTTATGTCAATTACCTTTGTTGATGTGTAGGGTTTTTTGGGTTTTTGTTTTGTTTTGGTG 
CTCTGATCTAAAGGGCAGATTTTATAGGCAGTATATGTATTAAAATTTAATTTTTAAAACTAGAAGTCATTTTATTAAAATTACAAATTTTATA 
ACCATAGTTCTTGTTTAGGGTTTCAAGTTTAGCTTGCAAATCTTACTGTTTCCATAAGTCTAGCATGTTTCAGCAAGCATTTTTAAGGGACTTT 
GAAAAATGTTT CGTTAATTTG AATAATGTT AATT AAATATTCCC AATG ATTTTAAACT AC AGTTCTG C ATTTTATAT CTTAGATAATTTTTAAG 
TGCTTCAGATACCTCCCTGAATTCTAAATAGTTTTTTATAACTCTAATAGATTAAATTTATAAACAGTAAAGCTATCATTATCTTAGATGTTCC 
AAAG CTATGC ATAAACTTAATAAGGTTTC AATTTAAAACC AC AAGTGTAAAG C AC TTAATTAT AT ATTGC AAATTG AAGTTT CAAGG CTATC AT 
TCTAATATGCTTTTAAACATTACAAGCATATACAATTTCAAAATGCACAGATCTCCTTCCTGACAAAAAAGATCAGTACTATGACTTTGACTCT 
CTrTTGCTTTTCTTTATTTAACTCTAAATTTTCCAAAGGTTAAAATATATACACCCACAGAAGGAAGACCAGTCCTGTCCCAGTTAATTAAAAT 
GTTTGCTGGGTTGTTCACTGGATTCCTCTCATGGGCCCAGCTGGAATTCACTGAACCCTATATTGTAGTCATTATGCACAGCTTTTAGAAGGAA 
AACAAGGCATGGCCTTTACGGGCGGGCACAGAGCCCACATAGCCTGATGCCTCAGTCTGTTGATGGGAAATGGCAGGACCTATTCGGGCTCATC 
ACTGCATTGGAGTTCTCATCTCTTTGACTCTTAAAATAGATGAATATTTTTTTCCATTTATCTTTAAAGACATGTGAACTTGATGAGATCTTGC 
TATTCTTTCATATTCTTGGAATGCTCAGAATGAAAAGGATCCTTAAGGTGACCTCCAGTTTTGTTTTCGATTATTCACACGGTTTATCTGACTT 
GCCGTTACAATCTATGAGGTCAGTCTACTGACATCCTCTAGGTGTATATATTGTAACTTTCATATTATTGTTCTTCATTATCATGACATATCTG 
AATATTGAATATGTATTTTTTCCTCTTCGAATTCACTGCATACATGTGTATCAGTTAAAAGAAACATTGTAAAAGATAAATGGGGCTGCTGTTT 

CCTGTCTCAGGACCTCTTTACATGATTCATTTCTTAGTTCTGCAGTGCTGCTGCTTCCTTCCGTAAGCCAGGTCGACGTGGGCTGGAGAGAAAA 
TTACCATCATCGCCTTTCTAGGCAATAATATGCATACAGCTGTACACATCAAGTTGGTTTTTATCCTTTGGCCAGAAAGATAAAGCATCACATT 
TTCATTTTTTAGAAAAAATATTTTGGGAGGTAGTTTCAGCAAATACTTCCAAAGATGAAAAGTCGTTTGGTTTCTGTAACAGAGGTCTCCATTT 
CCCTTAACCACAGCCCTACCTATAAGGATGCTTTGGCAAAGAATTCACCAGGACTTTGCCTGAAGATCTGTTATTTTGTAAGGTAATGTTTCTT 
TATGTATTTCAAGACTTTGTGGAGCAAGGTGAAATGAAAGGTGAAGCAAGGGACTTTCCCTGCCTTTCCTGACCTCTATAGAACACCTTTGGAC 
AGATGGAAAAGGGTAGTCCTTCATAACAGTGAATTTTCTCTGGTGTACTTGAGCTTAATTATTTTATACCAACCTTTTTTCAGTCTTTGGTATC 
AAATGACATGAAGGAGGGAATACAGAAATAATTAAAGGTCTGTTATTTTCTTTATTTTTGTTCTTAATTATACAAGTAATATAGCTCATTATAG 
AACATTTTTAAAAATGTAG AAAAG AATATAACTATAAT AATGATCACTC AT ATC C AGTTAC CTATTTTGGTGTATTTCCTTTGTCTTGTTTT C A 
TGTCAATTTTTTTGAGATGAAAATATATATACGGTTTTATATCTTATAGTTTTCACTTAGCTTTATAGCATGAGAATCTTCTCTAGTCATTAAA 
GACTTTTTGTAAACATTCTTTTTAATAGCCATGTAATATTCGAATATGATAAAGCATAATCTATGAATAGATTGTCTCATTTTGGACATTTGGT 
TTATCTATAGTTCTCTCCCTTATAATTATCTCCAACCCACATGATTGTGCCTGAATCTTTGTCATGGCTCCTTTGATTATGCTATGCCTTATCC 
TACCACAGCATTTGTGTGGAGGGACAGAAGATTTTCAGTGGATGGGTTTTCTTCCTTCCCTGCTCCCACCCCAGCTCCTTCAATATACTAATAG 
ACGAATCAGACTTTGTCTTTTTCTGAGTTCTCTTTGTGGCAGTAAATTCCTTTTGGAACCCAACAAATTGTGAGTCCTTGGTATCAGTTTTGGA 
TTGTGTTTTTTAACCCCCTCCTTGTAGGTATTGGATAACAGAATTCTGGGTCATGTTTAAAATGGACGCCAGCTTGACAGACACTATGGAGGAG 
TTTCAGGAACTGGTGAAAGCTAAGGGTGAGGAGTTAC ATTGC CGCCTG ATTG AC ACAACTCAAATGTGAGTGTCAAGGTCTTGACTCATCTTTC 
GAAACCACCTC C CT CCTGTAATAT AATCC C AGTTG CTTGTTGGGCTT CTG AC C CCC AG CGGTG ACTGCTGCTCTCTTTCTCCACTCTGAGAAGC 
CCCTCAAATACACAGGTTCAAACTGCCTCACCAAAGTGAAGGCTTGGCATTTAACAGAAAAGCAGAGAGGCCTCATGGTGATAAAGCAGTAGGT 
GACATATCCAGGAGCAGAAAAAGTAAGTCCCAGTCAAAAAGAAATCAGGTAGCAAGATATTGACTAAAATTAATCCAGATAATGAAAAACTGAA 
AGTGCAAATGACTGAACCCACGCTTAATGCCAGGAGGCACACCTGAACTTGTAAATGGGACAGGACTAAAAAATGTATTCAGGAGAAGGCTTAT 
AACATATATGGATGTCTATGAAAGACACTTAGACTTCCAGAGCTGGATGGGATTCCAGGAATGTTTTAAATTATTCCTTGGAATTCTTATTTAT 
AAG ACTGAC C CATTCTGGGAAAATG AGTGC CTTTCCTAATTAGGGGG AGGGG AATGTATGCTTTG TATG CCAGGGTTTTCACAGTGTGGCTGCT 
TTATTTTGAAATAGTAC AAAT C CCTAAGAAATAG AATTCTAGAACTG AT AT AT ATT CTAG AG ATC ATTTCATC C AAC AT CCTG ATTTTT CTG AC 
TGGGAAATTGAGGCTCAGCAAGAATGTGACTCATCTAGGGTCCAGCTAGTTAAGCTAGTGACAGAGCAGCAGCTAGCCTCTGAGGTCCTGTCCA 
TGATGCACTGTAGCCACGTAGAAATGATTTCAAGATTACATTCCAGAGCCCCAAATAAGTCTGTTTATCAGTTTGGATTCTCTGTACTTCTCTG 
CTTAAAATTACACAACTTGAAAGATAAGAGATTATTCAAAGTAATAGTTTCTTCATTTTAAAGATGAAATTAGAGCCCAGGGCAATTCTCAACC 
C CAGCT CT CCTTGTCCCAGTATTTCCTAGCTGACTTTTCTTG ACCAAAATTTTCCAC ATTATATTCTGTAGGAATTATTAGT GTGTGGGGATAT 
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TACTTGGCCAGATATAACTGAGGAATAATGAGTTAAACTTTCCTTTTGCAGTGCTTTTCAGAGTGTGTAATATGCTCACTGGCCAAAGAGGCTA 
CAGAATTTATAGCACTTCCC AAGCTC ATTG ACCAC AG AACCCTTTTAT CAAG AGAC AAGGTT CCC AGGAATAC C AGTTTGGAAG AC AGG CAACC 
TGCTGTCTTTCAAAATGGGGCCGCTTCCCTTTGCTTGTTTAGTGAAGGAAACTGAATAAGAAATGCIATGGGTTGATTACAAGAAAATAATGGGG 
GCAGGGCGCACTCTAGGGTCAGCTAGGCTTCCTTGGTCATTTCAGTAGCTGAGGACATTTGAGGAAAATGACACAACTCTGCCAAGAGTGACCA 
TATGTTTCTACGCGTGATTCCCTCCCTTTATGACATCTTGCTGTGGTTCTTTGAGCTCTCTTTCTGGCATGAAAACTGTTTCACTGCCTTGGGA 
TTTCCAACCAGATAGAGAGTCCCTATCATTCACACAAGAATGAAGGAACACACAAGCAGAATGGAGGGAGCAGACATACCAGATGATACACAAA 
GGAGCCAGGACCAAAGGCAAGGAAACTGACCGATACCTGAGACTCCTTCCTTCCCACTGCCTTAAAGTAAACTCATTTATCCTGTACCCAACTG 
C AC ACTTAAAAGGCT C ACTGAAAAC CAGC AAG ACCTC CTGGAGGCTG C C ATGG AAAAAAACTGATTTGGAGAAACTCTGTGAATGCACTGTTTT 
GGCATTCACAAGGAAAGTTAGCTAATGGTGTTTTGTATATTCTTGTGAGAAATGTTAATGGATTTACTTGCAAAAAGCGATTTATTCCTTTTCC 
CTGTCTTCTCCCTTTCACATTTACCCACAAAAGCAATGCCCGTGACTGGTCCAGGAAACTTACTCAAAGGATAAAATCAAATACCAGCAAGAAA 

TATGTATGC AAGGGGC AGG AGAAAAATCTTCCCTGGG ATATTTCTGAAAATAAG ATGATAATT C AACAG CCCAT C CG CTTC AT AAC CTTAGAGG 
CCCCCTCAAGTCGTGGCAGGCTTTCCTGCCAGACATCIATAGAGTCTGAAAAAATCAGTACCATCTGAATTCCTTTGATTGTGACTCCTGTGCTT 
CTCCCATCTCTCTTCTTCCATGCCCCCGCCCCATACCATCCCACCACTCACTCAAGTTACCATACTGTGGGCACACATCACACACACACACACA 
CACACACTCTCTCTCTCTCTCTCTCTCTCTCTCTGTCTCTCTCATTCTACCCTCATACCCCTGATAATCCTCATACCCCTGATAATCATTAGGC 
TTCAACAACTCTTTTTAAAATCTTCCTCAAAAAAAAAAAGGGGGGGGGGTGCGGGGGCGGGGAGAGGATATGTCCTCTCAGAGTTTGAATTCAT 
TCTGGGGTAAGCTTTGAATGGCTCTGGGAAATCCCAAAATAGATTCTACTGCCCTAGCCCAGAACATACCTAAATCCTTGAAGTGGTCCTGGCC 
CAGAAGTCACTGTGATTCTAGAGATAAGCTGTGCTGACCCAAAACCTTTCAACTGGGGCAACTAAGCAGAGTCAAAGGGAGAGAGATTTCAGTT 
GATCATCAGGTACAGAAAGAGTACAGGTTCATCCTTTCCTCACTGCAATCCATATGTGATCCCAAAGAATATTAGTTCTATGCAAGAGAACTTG 
TCAACATGTCAGATGCCAACAGACCCTCACTGGCTAATGTGCTTTCCTGAGAAATGAAACCCTTATTCCACTTAGCCCCTACCCCTACCAACAG 
ATACAGTCTTCACCTCCGTGCTAAAAATAGTGACCACCTAGTTGCTGGGTCCATTTATTAAAATGACCAGTATTCTCCTGGTGAGGGGATGGAG 
GCCCAGAGGGCTGACTTGAACAAGGTCGACACAGCTGATTACAGTCAAAGCTGGGGCTAGGACTACATGCCTCTCTCAGTCACTCAGCACCAAT 
TTGTTGAGCTCAGTTGTGTCTGGAAGGAGACCTGCAAATCAGGTTACAAAGGTTATTTTACATTTTCATTCATAATATTGACAGCCCTTCTGTT 
TTCACGCAGCTGTTTGGTCACTCAGCCAGGAAGCTCCCAGCTTCCATTTGGAAATAACTTCTCCAAGCATTAACTCTCCATTCTCTGCACCCCT 
CAGTACCCCAGACCCAAATTGAAAAGCTCTGCCTCAGGAGTTCCCATTTGGCAGTGCCTCCCCGTCACAGGGAAGGACAGCAGTCAGAGCTGAG 
CCACTGAAAAAAGCCATTTATCACACAGGAAATCTGAGCTCTGCAGGGGTCAAACTGGCAGGCTGCTTGGTCAGGCCTGCAGGATGTCTGCTTG 
ATGCCAATGCTCACATCAGTGGAGGCAGAAGTGAAAAATCAGTGCAGAACGAGGAATCCCAGCCAGTGTCCCCAGGGGTTGAACAGTGTTCTAT 
TTGCAAGTGAAAACATCAGTTTCAACCTTCATTTCTTTTGAGTGGCTTGGTCCCTTCATAGAAGACTATCTCAGGGTTTTTTTGTTTTTCCTGT 
ACAGTGCTAAACAGTTTTACCAAACACAAGTTTTCTCTCCAACATGAGGTTGGAGGGAAATTTATCTGTGCTGTGAATTGAAAGGCATTTGATA 
TCTTCTGTTTATTACAAAACTTTAGGGGTAGTGAGGATGTTACTGGGATAATTGTTTT^ 

GGAGGGGGGTATTAAATGTATTCACTGGAATATATTAATTGAATGAATATATTCAAAATATATGCAATGAGTTGTGGCTACTTTCTTTTAGAAC 
CAGTAAGATGTTTGCTTTATATATCTCTCTTAAGGAGCGATTTTGGTCCTACTCATAGGTTTTCCACCCATCAGCAGCCATATAGCACAGTAAA 
ATGGGGCTCAGTTAATTTGCAGCTATTTTATTTGGGTTGTGACTTCTCATCTATATATTTACTACTTAGGCAGAACTAAGGTGTACTGTAGTAA 
TAACCCCCCACCCACCCACCTCCTGTACAATCTCAGTGGCTTAATTAAGC^ 

CAGAGGCTGATCAGAGTTCCCCTiGGAACCCAGATGATGGAGGCTTC^TCTTGCCAGGAATTTCCAAGATCTCTGCAGCAGTAGGAAGGCAACAT 
GGCAGACCACTCACTGGCTCTTACATCTTTGCCTCCAAAGTTACATCGCTTCCACTCAACATTCTGCTGGCTGAACCATGTCATATGGTCACAC 
CTTCTTTCAAAGGGAAGAGTTGAGAAGGGAAGAGTTGGAAATAATTGGGGAAAAGCACCAAAGACTTC^ 

TGTGATTTGAGCAGAGGGATTCTTTGTGACAGGGACACAATAGCTACAAACATCACTTAGACTAGATCTTCAGGGGACATTTCCAGTTTTACAC 
ATGTTGTTTCATTGCCAACTGTAGTCAATGCTATTGTCAACTTGGGAAACCATGATCAGCAAACATATAGCTAACCAAATTTTTAAGTACTCCA 
TTTGCC TCTGCTCCAGTTGGTG AGTAGAAGGAAAT AC AAACAGGCTTGTATTAG CATAAGGTTCAT AACT ACTC C ATTAGCGCAACCTTACATA 
TATGTAACACTTTAAAAAGTTAAAGCTTTCACACATTATCTTCTTTGATCTTCATAACAATTCTATGTCCTAGATAGGGCAGATTTTATGATCA 

CTTTATTCTGTACTGTATTCTTTAGAATTTAGAATAGTCAGTAACAATATCTACTGAAATACAGCATTTGGATTAACTAATGTGTCTACACATC 
CACTTATTCCTAATAACTTTCGATGTAGAGAAATCATGCTGTGGGTAGAATAAGGAAGATTTCCC'TCCCATCATGCTTGTTGGCAAGTGGCCAA 
GATGCAGAAGAGCACCAGGAGCTCCTCTGTTCCATGGCAGTTCCCAGCCATCAACTGAGCAGACTGGACTTGTCCCTTAAATCTTCTGGAATAC 
CAGAGTACAGTACTGATAGGTTTTTTTTGTTGTTGTTGTTTCTTTTCCTGCAGTTCTCTGATTATCAGAATTACCTTGTAAATAGCTGTGTGAA 
GGAAAACCCCACCATGGAGCGATCTATTGCTCTGTGCAACGGCATCTCCCAGTGGGTACAACTGATGGTTCTCAGCCGCCCCACGCCGCAGCTC 
CGAGCAGAAGTCTTCATCAAGTTCATCCAGGTGGCTCAGGTGAATAACTGGTTTAAGACATTTGGCTTGGGCTATAAGGTAAACTTTCTATCCC 
CTTTTCCTCCAGCTTAGTCTATTAATTAGAGCTGTTTTTTCCCTCCTGAACCATGGCGAGGGGGTGGAGAGGTTTGTGTGCCTTCAACCAGATC 
TAGATATGGTGACTTGTCTCTTCTTCCATACAAGGACAGTGTGGAGGGGAGGGGGCCATACAGGCCATATCAGGGGTCAGGATCCAGTTTTAGA 
TCTGTTTAGACCTTTAACATTTTTCAAAAGATGCTTACCAGCCTACATTATTTTCCCGAGTCTGGCCCACATGGCAAAGGAAAGGGCAATTCTA 
AGATTTACTGGAGCTGGACCATCCTGGATTGTCTTAGGTCTTTAAGCCCATGCAGTGCTGAATGGCTGCATTTAATGTTTGAGGGGCATTTTAT 
AAGAGGAAAACAAGTACTATGAACCCATATTTGAAGTTCCCCAGAGATTCTAGCTTCTCTGTCCCAGTTACTGTCCTATATAGGCACTGGCATT 
GCATGGGAAAATAAGACAAAGTCCTTACCCTCAAAAATAAAAGTCTGGTAAATTTGGAATAAATAAAAGATTACACTTAATAATATCTTTCTCC 
AACTCTGGATGGTCTAGACCAGTGTTTCTCAAAGTCAACAGCTCTGACTTTGGATCACCTGCTCTGATATTAACTAAAGGTATATTAAAAGTAC 
AGATCTCCAAGCCTAACCCCAGATCCAGGCAATCAGAATGTCTGGGTTAGGTCCAGAAACCATTGTGTTAAACAAATACTTGAGGTGATTCTAA 
GAAAGCACTGATCTAGAAGGTGGTCCACAGATCAGCAACAACAAAAGGAGAGAGATGTAATGCCTCCCAGATGTGGAAT 

AAGCAGAAGGGGAGACATGGACAGGAAATTGCAATGCCTCGTAACTAGTCTTTAACCAGCGTTAAGGGAGACTCACGGCACAGAGACAAGAGGC 
AGCCTCTAAGCTCCCCATATAACTGACATGTACAGTGACTCTGCTGTCATCTGTCTTCTGTGTCACAGAAGCTCCACCIAACTACAGAACTTCAA 
TACACTGATGGCTGTGATAGGTGGGCTGTGTCACAGCTCAATCTCGAGGCTCAAGGAGACAAGTTCGCATGTCCCACATGAAATCAATAAGGTC 
AGTGCTACTGTCTTCTCTGGGGCCCTTAGCAGCATTCTCAAGATGTGTGCCAACATTTTCTCCTTGGTGGGCAGCCCAGAGAGCATTTCCAACC 
ACACCATCCCTTGTCAACCAGGCTAAGTGGCAGGGAGGCAAACCTTAAGGAAATCCATAGGATGGAGAAGTCACATTTTTTAGAGTAACTGTGA 
TTTTGTCTGGCCTCAGACAGTGTCACTGCAAACATTCCTGCTGGACCAGTTGAAACAATGTGTGCCTCTTCCCATGTTCATAGGCCATGGAATA 
TTCAGTTACCATCTTTGACACTGATTCCCTCGCTCCAGCTCCTTGCTCTAAAATGTGTTCTCAAAAGGAATTGTGGTTCGGTTGACCATAGGTC 
AGTTTGCACATTGAGTGTAGTTATATAGTGATATATTAAAAACTTAGCTATCCAGAACCCTTGAAGAATGACATTCCGGATAGTTGAATTTTAC 
CAGATAATTGGATATGAGTTCTTCAGATACCATTTTGTAATACATAATGTTTTATTAATGAATATTTTTCTTAAATGTCCTGTACATTTTCCTA 
CATTATTAGATTTTACAGAATATACTTTTATCTTTTATGACATAGGGCTGTTTTGCTTGTTTCTCTTTTTTATAGAAACAGGGTCTTCCTCTGT 
CATCAAGGCTGGAGCACAGGCTGGCACGATCATAGCTCACTGCAGTCTCAAACTCCTGGGCTCAAGCAATCCTCCCACCTCAGCCTACCAAGTA 
GCTAGGACCATGGGTGCACACCATTATGCCCAGCTATTTTTTAAAATTTTTGTAGAGATAAGGGTCTCCCTATGTTGTCCAGACTGGTCTCCAA 
CTCTTGGCCTCAAGCGATCCTCCCATCTCGGCCTCCTAAAGTATTGGAATTACAGGCATGAGCCACTGAGTCCAGCTGGAGCTGTTGTTATAAA 
TATAAACCACTGTAATATACCGAGGATATAAATGTATGGCATGGGTTAGATAATGACTGCTCTTTGAGCACTTTCATGTAAGAGGACCTTACTA 

TGTTCAGCTCCCTTTTGGGGAGTCTTTTATTATCTCTGTTATCACAATGCTGGGCCTCTGGGGAGGCCCCCCACTTCCCAGTGGTCTGATCAAA 
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AGGGC AT C ATGTTTAGT C ACCTCTTCATT C CTTAACGGTTCTGCTGAAACCAGGTGG AACAGTTGAAAAGATTGCCCACATCTCAGAGGTGACA 
GAGAGAAATAGTCACAGAGATTAAGAAGCCTTCATGTCATTTAGCTTATAAGAGAGAGCTTGCTCCTCTTCAGCTTGGGGTCCCCCCACAGCAG 
TGCTTCCTGTCGGTAGCTACTTGACCCTCAGGGTGGTCTGCATAGTGAATTAGTAAGTCCAGGGTTGAAGCAAAAGTCCCCAAGTTGTTGATTT 
CACCTTCGGAGGGGAATAAAAATATCTTTATCATTTTTGCTGTTACACTCTTGTCTTGTGAGCCCCTTCCATGCCTAGGGCTCACCTGCACCAT 
TGGTAGAGGTTTATGAAGAAGAAGCTCTCTTGCCATCTCCCAGTGATTTGAAGGGGTCTGACTCCAAGAACTCCAAGTTCTTCATTGTGGAGAA 
• ATGGTACTTCGTAGGCCACAATTTTATTAAGTTTGGGCACAGTGTCTAAAAGGGTTACAGTAGTCCCCCTTATCTGAGGTTTTGTCTCCTGTAG 
TTTCAGTT ATCTG AGGTCAACTG C AGT CC AAAAAAAATTTAATGG AAAATC CC AG AAATAATTCATAAATTTT ATTATTTATTTATTGATTGAG 
ACAGTCTCACTCTGTCACCCAGGCTGGAGTGCAGTGGCTCAGTCTCAGCTCACTGGAATCTCCGCCTCCCAGGTTCAAGTAATCCTCCTGCCTC 
AGGCTCCCAAGTAGCTGGGACTACAGGCGTGTGCCACCACGCCGGGTTAATTTTGTATTTTTAGTAGAGACGGGGTTTCACCATGTTAGCCAGG 
CTGGTCTTGAACTTTGGACCTCAGGTGATCCGTCCACCTCGGTCTCCCAAAGTGCTGGGATTACAGGCATGAACCACCACGCCTGGCCAATTCA 
TAAGTTTTAAAATGCATGCTGTGCTGAGTAGCATGATGAAATCTTAAGCCATCCCATTCCATTCTTTCTGGGACTCCTTCATATCAGTCACTAA 
GTAGCCGTCTTGGTCATCAGATTGACTGTCATGGTATTGCAGTGCTTGTGTTCAAGTAACTCTCACTTTGTTTAATAATGGCCTCACAGTGCAA 
G AGTAATGATGTTGGCAATTTGGATATGC C AAAGAG CAGCCCTAAAGTGTTT CCTCTAAGTTCTTTACTTAATAAGG AAGGAAAAAAATCATAT 
GCTGAGGTTGCTAAGATCTAAGTAAGAAGGAATTTCATCTATGAAATTGTGAAAAAGAAAAGAAGTTCATTCTAGTTTCTCTTTTGTACTTCAT 
ACTGCAAAAAGTTATGGCCACAGTGCATGATGGGAATGGCATTACATTTGTGGGTGGGAAACATGAACAGAAATGTGTTCCACTTGACAGCAAT 
CGGGTTTGTTACTATG CACAGTTTCAGGCATCAATTAGGCATCTTGGACTGTATC C C CCTAAGG ATAAGAGAGG ACT C CTTATGTTGTATGATA 
ACATGATTGGCAGACAGTCACTTCATGTCTTTGCTTCTGAGAAAGCTGGTTATCACTCATGGGGAATGGATTCTGTGAACTGCTTGCTGACTTG 
AATGACAAGTGATTGAAAAGAAAACTAGATCTGGCTGCTCCCTTTCTGTGCTGGTGAGCAGCCGTTCCCACTTCCAGGTTTGAAGCAGGGTGTA 
ACCTCTAATGTCCTCTCTCCTGTCCTTTGCTCAGAATTGATCTAGTCTATTCAGTCTTTTTAGTTCAAGGTTTTAGTCTGTGAATGGAATGTCA 
CTTGCTTTCTAGTCATAGGCCCATTCTGAGAATCTTGAAAGGCCCATCAAGCACCTCATAGAGAATAACACACAATAGACTACTGAAGCTCCAC 
TCTTAAAATACATGCTCTTCCCCATGCCAGCAACATAGTCAGCATTTCCTGACATCACATTTCAACTGTTAATCAATGCAGTGTCTCTGGAAGC 
ATTCAGAAGACACCAAGGAAGGGAATCACATGGCTTGGGGACAGGAGTTAGAGGGATAGTGTTCACTATATATTCTTGTACCTTTTTAATTTTT 
GTATCAGGTCCTTGTTTTTGAAAAGAAGGAAATTTTAACATAAAAATGATAAAACCCCGATTTATAATGTTTAAGTTATATAACAGATTCAAGC 
ATATCTTGTGTTTATAAATATATTCTGTGATATTTGACATAGCTGAGGTTTTAACTGGGGAGTCATAATCTGTACCTTTTACATGAATTACCCC 
CTGCTCAACAAATTCTGGATGGGGTGAGATCATGGCACAGGATGCAAACATGCAAGGTCCTCATTACAGACAATGCACACTGCCTAGCGGGTAC 
CTGTGATTGGTCTGTTCTGCTTTGTAGGTTCTCGGTGAGATGACTGAGCTGCTGTCCTCCTCCAGAAACTACGACAATTACCGGCGAGCCTATG 
GAGAGTGCACCGACTTCAAGATCCCCATTCTGGGTGTGCATCTCAAGGACCTCATCTCCCTGTATGAAGCCATGCCTGACTATCTGGAGGACGG 
G AAAGTG AACGTCCATAAGCTACTGGCCCTATACAATCATATCAGTGAATTGGTCCAG CTG C AAGAGGTGGC C C CAC CCTTGGAGG CTAAC AAG 
GACTTGGTACACTTGCTGACGGTGAGGCTCIACACTGGAGGACAATTACTAAGCACTTTCTGTGTGCCAGGTGCCATTCTATACCCCTTACCAAA 
TATT AG CTGTTAGT CCTCATAAAGGCTCTATGAAGCAGATCCTATTACTATCTCCAACATATAGCTAGGGATACTAAAG CACAAAGATAT AC CT 
TGCCAGGAGACCACACATTATTAAGTAGCAGAGCCTTGATTCAGACCCAGGTGGTGGGACTCTAGAGACTGTGCCCTTCAGACTTCTAGGACTG 
TTTCACTACCTCTACAAAAGCAGTCCTAAGCTCTCTGGGAGGAGCTGATGGCAAATCAGGATACAAGTCTTGGTAACAGATGGAGAGAATGAAT 
GTGCTCTCATAAAAAGGGCAGGCAGTAATTTAAAAAAC AAACAAAAAAC ACCC AGGGTTATTATTTGGTTCCTGG CTTAGAT CTTTG CTCTTGG 
AGATATTCAAGTGAAGATGAACACTTGTCAATGGTGTGGGAGACCAGGATTTGCATTTTGCATATGGGGTGAGATCAGATGATGAACTCCCTTC 
CAGACCTGCAATTCCGTAGTTTACCAGCTGTGTGACTATGGACATATAACCGTCCMGATTCC^ 
NNNNimNCCAGTTCTAAAGTTACACAGTTTTTA^ 

TTGATAGAACCCTGGGCTTCACATCAGCTGGTGTGTGATCCTAGCCCTTTCACTTATTAGCCAGGTGACCTTGGCAGGTCTGTGTCTCAGACAT 
CATTTGTAAAAACATGGAGTGAATCTTAACATTCTTTGGATTATAAATCTTGTGATGAAAGCTGTGAACCTTCTTCCCAGAAAAATGTACATAA 
GCCATTTATTTTTAAATATGCATGTAATTTCAAGTTCTGAAATCCTTGAAGCCTATCCATAGACTCAAGGTTAAGAATAAGATTATTCCTAAGG 
ACTTCTCTCCTAAAATTTTATAGTTCTAAGATACATGAAACTCACTATTTTTTTTTTTTTTTTTTTTTTTGGAGACAAGGTCTGGCTCTATGAC 
CTAGACTGGAGTGCAGTAGTGCAATCTCAGCTCACTGCAACCTCTATCTTCCAGGTCCAAGCCATCCTCCCACCTCAGCCTCCTGAGTAGCTGG 

AGCTCAAGCAATCAACCTGCCCTGGCCTCCCAAAATGCTGGGAATACAGGCATGAGCCACCATGCACCCAGACTCATTAACTCTTAATAGCAAT 

TAATATGTCTTACCATTTAAACTGGATTTTATTGCTGGACTCAAATTTAATAGTCTCAGACTATACACACCATCCTTTCAGATCATCTGTCTGC 

TTTGAGAGAGAACAAGTGATGTATTAGTCATCTGTCCAGACAAGGCCTTTGGCCTAAGCTCTATATAGAGGCTTAGATTTAAATCATAGTTAAA 

AAG AGGG C ATC CTG AG ATATGT CCAAAATT AAAAAC ATTTC AATGAG AATT AATG CTTGCC CTATTGC AAT AGT AGGTGTTATACCTGTTTTGT 

GACTTTTGAAAACAAACTGTTTAGAACCTAAAAGAGTAAACTACTGGCAAGGAAAATCCAAGAAAGAACCATCAGCTGTGGGAGAGGCAAACAG 

CATCTTAGCAATGAACCCTGTTCTGCTTTGATCTGCAGTTATCCCTGGATCTTTACTACACTGAGGATGAAATCTATGAGCTTTCCTATGCCCG 

GGAACCAAGGAACCACAGAGCTCCAGTGAGTTTTTCATATTAAGACTCCACATGTAACAGGTGCTTTACAAGCTTCTCCTCGAGTTCATTCATC 

CTCAGGAACAGACTTTCAGTTCAGTTTAATACATGTACTGTTTTTCTTAGTGCTCAACCTTATGCTAGGAACAGAGAAAGCTTTTCAACATATG 

TCTGAGGAATAGTTCCTGTCCATTAAAAAGCTGTGATATAGTTGAAGGGATAAGCCTAATGTGTGACCAGTGAATAACTAGTGAACAGTAAATA 

ACTATATCATCAGAATGCCAGGTGTGGTGGAATCAGTCAGTGGTTTACAAAGTAGAGAAGGAAGATACTATTGTGCACCAGAGTGACATCCCCC 

CCG C ATTAAGAAGAGT CCC C ACATAAATTTCTTTTCT ATGATT C ATTGATGATAATG AGAGTAATATGCGTACT AATC AGAAGCT AAATTTCTG 

AAGATTTCCAGGTTGGTAGATAGAAAAGCCCCATTTTCCTGTAATGTTCTGGGTGAAAAGAACAGTCTGCTGAGTCTTTTGACCTCCTATGCTG 

AG AAGT CCTC AAAATAGTAC AC AGTCCTGGCACTG C CTGCAGT AGG AACTTCACAGGTTAT CTGCC CTAC CCTCCC AC AGG CAAGTAAAATCAC 

TT C AGTCTCCTGGGACGTTTC CAAAC C C C AAAACAAGTGATACTCAAGGG AAGAG AGTTGCCCACACTTAAGAAATCCAG CTCATCTATTGGGG 

TG G CTAAATTG CACTCCTCC AC AC AGAAAGATCAAGTTCTAGCTTTCT ATTGTAATG AAAG ATTCC ACTG AAAATATTTGGTAGATTC C ATTTT 

CAGGTTAGAGG C ATTTCAATGG AAAGGGT ACATT CTGTTTTTTC AG AGAGATTTTAATTTGGG CTGAGTTTCAAATACAGTCATGCACCACATA 

ATGACATTTTGGTCAGTGATAGACCTCATATACCACAGTGGTCCCTTAAGATTATAATGGAGCAGAAAAATTACTACTGCCTAGTGACAGAACA 

ATTGTAACATTGTAGCACAACACATTACTCACTATGTCTGTGATTATACTGGTGTAAACAAACCTACTGAGCTGTAAAAAGTCTAGGTTATACA 

CTTACGTACAGTACATAATACTTGATAGTAAGTATTACCGGTTTATGCACTTACTATACAATACTTTTTATCATTATTTTAGAGTGCATTCCTT 

CT ACTTAG AAAAATTAACTGT AAAACAGC CT CAGGC AAGTC CTCC AG AAGGTGAC AGCT CCATGCATGTTATTGCC CCTAAAGAC CTTC CAATA 

GGACAAGATGTGGAGTGGAAGACAGTGATATTGATGATCTTGACTCTATATAGACATAGGCCAATGAGTGTAATTGTACCTTAGTTTATAACAA 

AGATTTAAAAAATTAAACATTTTTAAAATAGAAAAAAGTTTATAGAATATGGCTATAAAGGAAATAACTGGTACAGCTATAAGCTATACAATGT 

GTGCTTTAAGCTAAGTGTCATAACAAAAGAGTAAAAGTTAAAAAAATTAAAAGCTTTTACAGTAAAATAAGGTAATTTATCATTGAAGAA 

TTTAAGAAACTTAGTGTAGTCTAAGTGTACAGTATTTATAAAGTATATAGGAGTATACAGTAATGTTAGGCCTCCACATTCACTCACCACTCAC 

GACTTGCCACAGTAATTTCTAATCTTGAAAGCTCTATTCATGGTTAAGTGCCCTATACAGGTGTAACATTAAAAAAAAATTTCTATACCATATT 

TTTACCTTTTCTATGTTTAGATATGTTAAGATACACAAATACCATCATTACAATTGCCTACAGTACTGAGTATAATAACCTGCTGTTATAGGTA 

TGTAGCCTAGGAGCAGTAGGCTATACCAAATAGCCTAGGTGTGTAGCAGGCTATACCATCTAGGTTTGTGTAAGTACACACTGTGGTGCTCATA 

CAATGACAAAATCACCTCATGACACATTTCTCAGAACATATGCCCAGTCATTAAGTGATGCATGACTGTATTTAGAAAAGAGCTTGTCCAGGCT 

TCCGATGATTTTTCTTGTGCCTTCCTGCCTTTTAGCTAAGCTTTTCCTTATTCACATTTCTACTGCAAAATGTGACTGGAGAATAGAGAGGAAA 

CATAAATGATCCACTTTACTCTTTGTTGATAGCTCTGACAAAGGGTTTAATGGAGAGGGAATTGCAACTCAGGCAGATTGAGAATTTCAAATTA 

TCTGTAG CTGCAG ATAATGTATGTGAAGAGCACTCTGG AAACCGTAAGCACAATGC CTTGTTAG CCAAAATTATTAGTAGAGATTTC AATTGG C 
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TGTGGGTT CTCTGCTCCTTG C C ACTGAAC^T AATTG AAG ATTGTCCATAAATGTAACCGTCAGGTAGTGGGAAAAG AAAGAGCTATAGGTTATA 
ATATTGCATTGTAGTCATGAGGATTTCTCTAAATATTTCATTTTAGCCACTAACACGTTCAAAGCCACCAGTAGTAGTGGACTGGGCTTCTGGA 
GTGTCTCCCAAACCTGATCCAAAAACCATTAGCAAACACGTCCAGAGGATGGTGGATGTAAGTACAGCTGTGTTCAGCACACAAAAACTAGGCA 

CTGTGGCTTTAGAACAATTCAAAAGTTACATTTTGACAACACACACTGGACTCATATGAAGGCAGTTGTGCCTCCTCTTCAAGACCTAGCAAAA 

GAGCATATGCTTAAAGGTTGTCAGTTGATTTAGGAGTACAGAAGTATTGGGATGCATTTGAGTATAGTAAGGGGTAATCAGGTAAACCTAAAAC 

TGAAAACCTTTGTACTGCTTAATTCAATTCTCTGTGCTAATTGCTGAGGAAGGGGTATATATTCTCATACTTATGCATGTATGCTGGTGGACAA 

CTCACATGTAACAATGGAAAACTAAGAGCGTAACGGTGAGAAACAAGAGGATTAACAGTGGGGACAGAGCACTTCCAACTGGGCTGTTTGTAGA 

AGCTTCTCAAAGAAGGTACAACTGGAGCTGAGTGATGAAAAAAAGGGTAGAGTGAAAGGAGAACATCCCTCTGCGCAGTGAACTAGGAGTAGCC 

AGCGTGATAGTATAATTGACGTGCTAATGATTCAAAGTACATGGCCACCCCCCACATGCTGCTAGCAGCAAAGGCCTGAGATGTGACCTGCCAC 

ATCTTTGCCACAGCTAAAGGAGCAGGTTTCCCTGTTCCTCTCGTTCAGGTTGTTAAAAGGCTTTTATCCAACTGCGCCAGCTCTTTGTCATTTG 

ACTAAAGGGAGAGAAGAGCGGTTTCTCTTTAGTAATCACCAAAAAAACTCCTTTTTCACAGTCTGTCTTCAAGAACTATGATCACGACCAGGAT 

GGATACATTTCTCAGGAAGAATTTGAAAAGATTGCTGCGAGTTTTCCATTTTCCTTCTGTGTGATGGACAAAGACAGGTGAGGGTTTGTACTTA 

GGAATATGTGGTTATGAGCCCATTGGTGAGAATAGGTTTATAGGTATGTCACTAGAAGAATTTGAAAACTCAGATATGTTGCTGCTGTGATCAC 

TTAAAGAACAGACCATGAAATATGCATTCTTTTAAAAATATTCTGGGCCTGGGCACAGTGGCTCACGCCTGTAATCCCAACACTTTGGGAGGCC 

GAGGTGGGCAGATCACCTGAGCTCAGGAGTTCGAGACCAACCTGGCCAACATGGTGAAACCCTGTCTCTACTAAAAATACAAAAATTAGCCAGG 

TGTGGTGGTGGGCACCTGTAATCCCAGCTACTCGGGAGGCTGAGGCAGGAGAGTTGTTTGAACCCAGGAGGCGGAGGTTGCAGTGAGCCGAGAT 

CATGCCACTGCACTCCAGCCTGGGCCACAAGAGCAAAAACCTGTCTCAAAAAAAAAAAAAACAAAAACTGAATTGAACATTCCATAAATCTGCC 

ACTTTATAAATAGTCAACTATAAATAAGAAAAAGTTTAGTCTTCCTTCTTGCTTTGTCATTACAGATTTTGGGAAACAACTAATACTTATTCAT 

ACTTTGCA.TTTTTACTTTTCTCAAGGTTAAATAAATTCTATCTTGGTTCTCTATAGGAAACTAATCATATGGTTAGTGGGTTCCAGTTAGGTAC 

TGT CTAAAGT CAG AAACTGTAG C ATAAGACATTTCC CTCCCTATACACATGTAC ATGTTAC ATTGTTT CTTTTTC AAGTCTTATAGATAGTGGT 

CAAGTTAGTTAGGGAAACCTAGTTTGGCCAAAGAACACCTCTGTGGAAATGAGTAATGCTGCCTTACCTACTTACCACATGTCATCTTGTATCC 

TTGTTAAGAGTAGGGCCCATGGAAGTAATCATGAGGTAGCACATAC CATATTAC CACTGAGG ATAAAAAG AAAGGTGAGTTT CTAAGGCTAG AA 

GCCCCCCCTTGCTACGTGCCTCCATGGCCCTTATACTCACATCCTTGCCTTGGTCATCTGCCGGCAGGGAAGGCCTCATCAGCAGGGATGAGAT 

C ACAG CCTACTTCATG AGAG CCAGCTCAATCTATTCCAAGCTGGGCCTGGG CTTTCCTCACAACTTCCAAGAGACCAC CTAC CTGAAGCCCACT 

TTTTGTGACAACTGTGCTGGATTTGTAAGTTGTTCTTAGGGTGCTCCAGGGCTGAATTTGGGGAAGAGTGTGGGATACTTTAAGACAGGCACAG 

AC CT C ACAATCCTTATGAACC C ATCCC AG CTTGGAGCCCAG ACAGACAC CTAGAATAACCTAG AGCTCAAGCGTGTGGTTTTTACCTGCACTCA 

TCATCTCTCGCTTCTTCCTGTTTTTTCTTTTCTATTGCAATGAGGCCTTAGATAAATGGTACCAGAAATGCTGAATTAGGATATACTTTTAAAG 

TATAATATTCATGTGCTGTTTCAAGTGTTATAACAAAGACATATGAGATACCTTCTGTCTTTAGGAGATAACCTTGGCTATGCCGCTCTTCCGT 

TCCACTCCTGACCAATCGTTTCCCCCTAAACTCGGGTCCTGATGCAAGGCTCTATATCCTTCTCAGTTTGGAGTCCTGAGGAACCTGTTTGCCC 

GATGATTCATCCATTTCTCGAGAATGTCTGGGTCATAAGGCTGCTAGTGAGAGCCAGGTGTGGTGGCTCATGCCTGTAATCCCAGCACTTTGGG 

AGGCCAAGGCAGGCAGATCACTTGAGGCCCCGAGTTCGAGACCAGCCCACCTAACATGGTGAAAACCCGTCTCTACTAAAAATACAAAAAAATT 

TAGCCAGGTGTGGTGGAACATGCCTGGTAGTCCCAGCTACTTGGGAAACTGAGACAGGAGAATTGCTTGAACCCAGGAGGTGGAGGTTGCAGTG 

AGCCGAG ATCGC AC CACTGC ACT CCAG CCTGGG CAACTGGGCAAGACTGTCTC AAAAAAAAC AAAAAAAAAAAAAC CTGCTTCTTG AGAAACTT 

TGATCAGOATAAACTCTTCTCATGGATTTAAGGTCAGAAGGGACAAGACATGAGAGATAAATGAGGTTTCCTTCCCACTTGAGCTAGAGAGTAA 

AATGAAGG AAAATAAAGG AATGTC ACCTTGTAGCCT CACACC AG ATGG ATG AATG AC ATGTGGTG CATT CTGTCTCTTGTTTC ATAG CTCTGGG 

GAGTGATCAAACAAGGATATCGATGTAAAGGTAAGACTCAATATTGTTGACATATTCCTGGTGTATCAGTCCATTCTCACGCTGCTATAGAGAA 

CTGCCTGAGACTGGGTAATTTATAAAGGCAAGAGGTTTAATTGACTCACAGTTCCACAGGGCTGGTGAGGCCTAAGGAAACTCACAATCA'IGGC 

AGAAGGGGAAGCAAACACATCCTTCTTCACATGCTGGCAGGAAGGAGAAGTGCTGAGCAAAAGGGGGAAAAGCCCTTATGAAGCCAACAGATCT 

CATGAGCAGTCACTCACTATCATGAGAACAACATGAGGGTAACCGCCCCCAGGATTCATTTACCTCCCATTGGGTCCCTCCCATGACACATGGG 

GATTATGGGCACTACAAGGTGAGGTTTGGATGGGGACACAGAGCTAAACCATATCAGCTGGTCTTAGAGTCCCACCTCTAAAACATTTTTTACC 

CATAGTAGTTGTCCATTTAGTCCACAACTTCTCAGCAGAGTTCAGAGTCTCATCCCCAAAGTGGTTTCCCTCGGACACCCCCGGTGAATGACCG 

C CACACCGAAG AGAG AAATGCCTGGTTGC ACAG ATAGGCATTTTCTCTGT ATAAAATCCTCTTT CTGTCGTGGCTGG C CTAGAACAGGG AT AGC 

AGGTAGGAGATGGTGCTCTCATATAGTCATGGAAGGGTGGGTCCCCAGTGAAAAAGATAGAATCTCTTCTGCAACAGAAGATAAATGATTACTA 

AAGGCCCTTGTCAGCTTTCCTTTATCACTCAGGACATAACTGTCCTTCCTTGTGACTAGGAGAATTCAGGAGTGAAAGAGAGGAAACCTTTTAC 

TGCAAGAAAGAAAATAAGACCTAACAGCTGAGTGTTTCCGGAGGGTCTCCCTAGAGTAGGCAGAATGTATGGGATACCAGGACACCATCTCTTC 

CCTCCAAGATATCAGGATACTGCTTCTGATGCTGAGATTCACTGATAAGGGCTACATCAAGAGTGTGAGCTCTGGGCTTCACCAAGTGAGAAGA 

ATGCTAGCTTCJATTAGGAATGTTAAGTGTCTTAGCTCCAGAAGATAGAAC^GACATGTGTGACAAGAAAGCACTGCATGAATTTGGTTGTGAGA 

CACACTGGGGAAGAGAGAAAAGTGAAAGACTTCTTGACCCAGGATGTCTTGTCCACAGACTGCGGGATGAACTGTCACAAACAATGCAAAGATC 

TGGTTGTGTTTGAGTGTAAGAAGCGAGCCAAGAACCCAGTAGCTCCCACAGAGAACAACACTTGCTGTGGGGCCAGTGTCCAACCTTTGCTCAT 

TGGGAGCCAAANNNNNNNNRntf^ 

NNNNNNWNratfNNNfin^^ CAGCAGGAAGC AG ACTTAGC CAC AGACAGAGT 

TCTACTAGCTGAGTGACTGTCTATGATAGCCCCAATTTTTCTCCAGGAGAGGAACCCCAAGCCATTAATTTAAGACCAGGTCCTAGTCTGAGGA 
ACCCTGAGGGGCCAGGTAGCAGGTAATTGTCAAAATTCTAGAAACAGAAGGCTAAATGTAGAAAGGAAGGGCGGGGGGCAAACTCCCACTCAAG 
TGGAGCTTGCAGATTAAAATTCCAAATCATACAAGGAAAATCCTAGGACTGAGACAAAACATTCAACATTCAAGAAATAAACTAGCAAATTCAC 
TTACATTAAAATGCAAACAACAGTACAATAAGGAAATGACTTTGAGTATGTTTGAGATGCCCCAGATCTAAAGTGCAAAGAAGCAGAATAGACT 
GTCT CTGTCTT C ATGG AGTAGTT CTAGTTAGGGGGAAG AT AATATACAAAT ATAG AGCAGTTTAGAAAC AATGCAAGAGT ATATGCTAAGAG CC 
AAATAGGTTGCAGTGACAGCAAATGACAGGAGGACATAGCAGAGAGATCGCTGTACTGGGGCTGTTGGGACTTTATGGAGAAGGTGGAATTTCA 
GCTAAGTCTTGAAGGAAGGGTAGAATTAAGTTATGGGAGGAGGACAGAGI^CATTCCAGATAGGATGTACAGTAGGAGCAAAAGGCCAAGGGC^ 
GAACAGCTTTAGTACTATTGGGATAGTGGGAAAAAAAAAAAGGTGTTAAGGCGATTTAGGTAAGAGATGAAGTAGAAAAATGAGACAGTCTAGA 
GAGTCTTAAATGACAGGTGCCTGTCTGTATGATAAAATGAGGAGCTATTTAAAAAAGGGTAACATGAAGGGCTTGTTGGGGACGGTTGGGGCAC 
AAGGCTTCATAGTGCTATACTAGGCCCTGATCTCTGGGCTGGCTGGTTAGCCAGCATGTCAAAACACTGATCACCTTGACTAACTAAAGAACAT 
ATAGGTCTTCAGCAAAAATCCAGTGCTTATTAGGTTAGTGCCAGTTTAATATAAGAAGCTGTGTGACTTCTAAGTAGAACCAAAAAGGGAAATA 
AGAAATGAGTTTATTTATATAAAGCACTTAAAATCGGGCTTAACACGTATGTACCATATGTTAATATCATTACTCTTTTGAAATAAGCTCCCTA 
AAGTGGT AAGG CC ACT AT CGTTAC AAC AGATGC CTAG AG AAAAAGTCCATAT AGTATAC ATT CTGCATTTAAAG CACTTCTAATGTT CAGTGGT 
AAATATCCACATGCATTTATTG ATCAATTAG ATCAAAGCTTAAGTGCTTCA CTTC CATGTAAGAAATG CACATTC CTTTTTAT C ACATCAGCCA 
AGTAAAAATTTTCTGTCTTCCTAAATCTTTCCCCTTACTATCTATCTAAACACAGGCTGACTTCAAACTTTTGGGGTGTTTTGTTCTTAGGGGG 
AAAAAATCCT CTTAGGGTCTTTT CT AAG AAAG AATATGCTAATCAACTAAG AATTTG ATGTTCAACTTTTAATAGAAATCACAAACAC CATTGT 
GAAAAATAGGCCTGTACC CTGT ATTTC ATT C ATGC ACTCTGTATTTT C AG AGTTAC AC ATAACCTTAGGG CACCAC AATT CTGT CAC AT AAAAT 
GCAGATTTTCAAGTGGAAAAGACAGCAGAGAACAGCCTGAATCTGAGGCCTCAAAAAGGAATCCCTGAAGGGGCAGTTGTTAGAGATTTCTCCT 
CTC CAGGCCATCTCTCCCCTTTTCCAAACCCTGCCCCACAGTGGTAAG AT AAG TACTTGTCAGGAAGTAG AC CAATAGGTAGG AT AAAC AT ACA 
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TGTATCATGGGCAACAAAATGAAAATTACTATATTATTATAAAGTTGCTAAAAGTCAAGGTCTATTTATAATGGCAAAAATGACTATTGGATAT 
CATCCATTCTTAGTTATTTCTATCTCATTATTATCGGGGATGGTTTCTGCTTATCAAATCAAAATTTCCAGTGATTTCTTTTAGCCCATTACTA 
TCTTTCTCAATCTCATCAACTTTCACTTTCTTGAAACTTGTACCTCTCCTAATTTCTGTTAACACTGTCATCTCTCAGGACTCTTCCTGCAATT 
TTAAGGGCTTTCTGTTGCTTTTTGTTCTTACTGCTTTCTTCCTTTTGCTCCTCAAAGTGTATAGTGCCTGAATTTCTGTCCCAAGCTCCCTGTA 
TGTCTAGGAATTCAACCTAAATAATGGAGGGGATTATATTCATAATTTGACAATCTAGGTTGGTAAAAAGAATGTATAACTGTATTACAGAAAR. 
GTTGGAAAATGGAGATATAAAAAATAATCACCCATAATACTCCTCCAAAAAAAAAATGTA^ 

TGAGCACTTAAATAACTATGTAATTACAATTTTGAGCTTTATTGGATAAATATTAAATGTTAATTTAAATTATGTTCTCTTTGGCAAGAATTAA 
ACTAAGATCTTTGTAAGATTTCTAGTTTTACAACTGGTTGATTCTGGTCAAATACTAATTAGAAAACTTTTTTGTTGTTTTTTAAAGCCATCTT 
GACTATACTAAT C CAATGTCTTCAAAGT C AGACTATC C AATGTTTT AAT C ACTG CTG AGT CTTTCCAAAAAGTAAACTGAG ATG ATCTTCAGTT 
TATCTTAAAGCCTATCTATGGCCCACCTCAAATACATCTGCTCTTACTTTACTTTTCCAGGAAATTACTCCTTATGGCTAACATTACTAGGCTG 
GATCOTGGGTAGTGGGTCTTAGTTAAAGAAAACCAGAGTAACTTACCTTTTTCCTCTCAGTATCAAACAGGGGCAATACATTTTAAGGTACATT 
TCCACAAAGCTAAAACTTCTTTCTCATGGTTAAGCTGTGCCCACTGTACAAACGGGTTCCCAGAGAGTACTTACCTGCTAGAGGGTGTCTGTAT 
CAGGACTGAGACATGAA.TGTGGAGAGCTCCCAAATTCCAGGGTCCAAAAAAGTATTTATGGAGCATTTCTGTCTAGATATTGTTCTTGTTCTCT 

CTCTTTCTCAGGGTGGATGTAGCTTGACACCAGTGGCCATGTCTTGGCCAAAGCCCCTGGATTTAGCCCTCACCCGCTAAACTGGGTGCCTGAA 
AATGGGTCCTCTTTGAACATATGGAACTCCAGTAACAATAAGAAAGGTCTCATTGAAAGTAATGTCTCAGTCTTGAGTCTCTGCTTTCCTGAGC 
TAGAGTACTAGCATGTCCTGTATCTTCCTACAGCACCTGAGGAAGGACCTTTTACATTCCCTAATGGGGAGGCTGTGGAACATGGTGAGGAGAG 
TAAGG ATCGG ACCATCATGCTGATGGGAGTGTCCTCACAGAAGATTTCTCTTCGG CTG AAGAGGGCTGTTGCC CACAAGGCCACC CAGACTG AA 
TCACAGCCTTGGATTGGCAGTGAGGGCCCTTCAGGTCCCTTTGTGCTGTCTTCCCCAAGGAAGACAGCCCAGGATACTCTATATGTGCTTCCCA 
GTCCCACCTCTCCATGTCCTAGCCCAGTCTTGGTCAGAAAGCGGGCTTTTGTCAAGTGGGAGAATAAAGACTCCCTCATAAAATCAAAGGAGGA 
GCTCCGTCACCTCAGACTGCCTACCTACCAAGAACTGGAACAGGTACCTTCCTTTTCATTTTCCTTTTTTTCAGACTATCTTAGAGAAGTGGGG 
CCAAACCAGGAAAGAGCATGTGGACTGAAGATTCAGATCAGGCTGATTACAAG(2AGTCTAAAACAAAAAAGGAGGAGGGGAGAAACAGGGAGGG 
AGAAACAGGGAGGAAGAGAGGGAGGGAAGGAAGAAAGGATGATTGATTCCAGCTTTCTCACAACCCACTGGGGGCCTTGGTTCACATTACACAA 
GTAGCACAGGCTATACAGGGCTCCCTATCACCACACAGGTGGTGGCATTTCAGAGTGCTGGTGCCAGTGCCCAAAGCCCTGTTTAGTAGGCTCA 
CAGAGAAAAACCACAGTATCTACTGGTTAGCTTTACTGTGCTGAT^ 

TCCCTAGAGGTCTCTTTAACATGTTCATCAGGGTTATGGTTTAGGATCATCATGGTTACCTAAGCATCTTCCTAAGAGAAGTTAGTGATCTTAG 
TCCTATAGCAACAACAACAAGAGAAAGGTGAGTGTATTGTGGCTCACCATAGAAAACGCCT^^ 

AACACATCAGGGAATATGCTGATCTTTTACACATATTAGAATAGTGAAAGCAACAGTAGCAGGCAAACACACAGTGGAATATAATATAGAGCAA 
TATAATCT ATAAAATGTTAAC AAT C ATGACAAGAGG AGCTGCTTTTCAATGTTAGG CTC ACAATGT CCT AATTATC AGGTAC CT AACAG AG ACA 
ATGGAAAAGACAAAATAAAGTTTACCAAGGAAAGGAGACCAAGAGTTTGGAAACATGGTGCCAAGGTTTGAGAGAAGGGAATAATGACATTAAA 
AACAGGAAAATAGGGCTGGGCGTGGTGGCTCATGCCCCCAGCACTTTGGGAGGCAGAGGTGGGTGGATCACTTGAGGTCAGGAGTTCGAGAGCA 
GCCTGGCCAACGTGGTGAAACCCCGTCTCTACTAAAAATACAAAAATTAGGTGGGCATGATGGCAGGTGCCTGTAATCCCAGCTACTCAGGAGG 
CTGAGGCAGGAGAATCACTTGAACCCGGGAGGTGGAGGTTGCAGTGAGCTGAGACCAAGCCACGGCACTCTAGCCTAGGCAACAGACTCCATCT 
TAAAAAAAAAAAAAAAAAAAAAAGGCCCGGCGTGGTGGCTCACGCCTGTTATCCTAGCACTTTGGGAGGCCAAGGTGGGCGGATCACGAGGTCA 
CGAGATCAAGACCATCCTGGCTAACACGGTGAAACCCCATCTCTACTAAAAATATAAAAAATTAGCCAGGCGTGGTAATGGGCGCCTGTAGTCC 
CAGCTACTTGGGAGGCTGAGGCAGGAGGATGGCATGAACCTGGGAGGCGGAGCTTGCAGTGAGCCGAAATGGCACCACTGCACTCCAGCCTGGG 
CGACTGAGTGAGACTCCAACTCAAAAAAAAAAAAAGCGGGTGGGGAGGAGTAGGAGACGGGAACAGC^GAAGGAAAAAGAGCCAACAGCCAACT 
GTCAAGATACTCAATTCTGAAGGTTCAATCATTACTATACTTCTTTTTGTTTCGAGTACAGTACACAACTCACAGGGCTGGCTCAAGAGGTTAC 
CTATAATTGGTAAGAACCTACAAATGGTAAGAAACTACTGTCCCATGGCATAGTAGTTTCTTAATTATAGATAACTAAGCCATTTTAGAGACAG 
GGAAGCAAGGATACGTTAATATCAACACTACTATTCACTTTATTACAGGAGGAGGAATGCCTTTCTGGCTTTTCCCAAAAACATCAAGGTTTGC 
ACTGTGTTTTTGGAGACCTGTCAGTGCAAACACAAAACCAATATCCAGCTAGTAGAATTCCTTATATAATTCTACATTCTACAGACTGAAAAAC 
TGTCCACGAGGGCTTCAGGATTCCCTGCATTGTCCTCAATGCTCTACCTTCCCTGTCAGACCCCCAGAAACTGAATTAGAGAAACATCTGAAGA 
AACAAGTTAGATAACGTATGTGGAACTCTTGATTTGGTGCTTGGTACAAAGAACATAATATTAAGAGAAACATACGAAAAAAGAACAACAGATT 
TTCTGGATGAATGGTACTCTCTTGCTCAGAGTTATTGTTAAGATGTGCTGTAAAAACCAAGTCAATGAGAAGGTGGCAAAACGTGGGTTAGACA 
AACCCCTTCCTCTTTAGGGATAGAAACTGCCAAATGCAACTTCTAAAAATGATGAAAGAAACCTCGAAAAATGAACTCGGTAGAATAGAAAGAA 
CTTTGGTCTTGGAGGCAAAGATTTGTGTTTTCAGTCCCAGACATTTCTTACACCAGCTGTTAAACTCTACAGCCTATTTGGTCCTTGTGAAATA 
CAGGGCTGGGATTCCATGTTCTGAAAGGTTTGCCTCAAATCTTGACATTTTACATGGCGATGAAAAGGAAAAATGTGGTTGGCAACAATGCTTT 
AAGAAGTGGCTCGCAGAAAGATTAGAATTCCTACTCAGCAACATCAGAGCCAGTAAACCCTCTCACCATTTTGACCACCGCCTCTCTTTACTTT 
TTAGGCTTGTCAGATAGACCTAAGGTCCAGAATTCACTGTGTGTATTTTAGAGGAACAATTATGTGTCCCACTTTCCCATTAAGTATAATCCTT 
AC AATG ACTAGTCTATGTGTAATT C AACAGT CCTATCCATAATAACTAGTC AAATTAAAT C AGTATTT AC AATATATAACGTATATT AATAAG A 
ATAAATATTATGTATTATTTTAAGTATAATGTACCACTGAACCAGCATGGGACAAAAGAATAAGCAAATAAAAGCTTTTATGTTTAGATATACC 
AAGGCTCAACTCTGCAGTTTTATACTATATGGCAACATTTGCCTTTATAAGATTGAGGTATACAACCTATTTTCAGGGTGTTTGTGTAGGTTAA 
GGC AGTCC ATTATGTC ACACAG CGC AGGCACATAGCAAGTG CT C ACTATT AT ATGGC AGCTGAG AC AGCTATGTAGAT AATT C AGATTGAGAAA 
CAACCCCAGTGTATCCCAAATTACCCAGACACTGGCTATATATAATAT^^ 

ATCTCAACTTAGGGGTGGGGTGAAATTCTTAACATCATCAAAAAGTTAAATTTGTTTTCAATAATTTGTGGGGGGGAAACTTAGATAAAATTAA 
CTAACACCTTGCATTACAGAATTCTCAGTCATGCTTTCATGGCTCAGACCTGACCAGAGACTGTTTCTGCCAAGTTGAGATCTCCCGCGAGAAA 
ACATCCAAAAGTTTTGTCATTATCTACCTATTGCTCGGAAATGGTTTATTCTGCCTGCTAACCACTCACAAACTTTGATATGATAACAAAGACT 
AACTGCTGCTTACAAATGCTCGTTTGATATTTAACTTGCTATTTTCTATTCAGGGCAAAATAACTATCTTGAAAATGGTTGTTAATTCTCAGCC 
ACAGTGAATAGGAAATGCCAATCAAAAGTAGCTCTCAATTTGTAATTCATTTGCTATTCATTGCTGCTTTATTAACATACCTCATTCTCCTTTC 
CCTTTAGG AAATAAATACTCTGAAAGCAGATAATGATG CCCTAAAGATC CAACTGAAATATGC ACAG AAGAAAATAGA^ 

AAAAGC!AATCATGTCTTAGCTCAAATGGAGCAGGGTGACTGTTCTTAGCCCAGAAACTAAGTAGCACAATCTGTAGATGAGTATAGTGATCTCA 
TTTCCTAAACTGTAATGCACAGACCTGAGGAACTTTACACTGACCAGCTTTAAAACAGTACTTTAAAAGGAAAAGCCTGTTACTGTTTATTTAC 
CTAAAAGATTCCTAATGTGCAGCACTGTTTTCTCTTTCAGTTAGTTGACTCAAAGGGGGAAAACTAAAGAATGCAAAACTTTTGCTATTCATAC 
CACTGATGTTCATCAAAAGTATGCGATCTAAAACATGACTATCATTTCCTGACAATGGGGCATCTCGGTGGCCTGCCTGGCTGATTCTTCCTTA 

AACTACCCATATTCCAAAAGTAGATTTCCTCTGTATCCCAGCATACTTTGTGAACCTGGCTCCTTCTTCACTACCTCAGATCTAATCAATTAGT 
CCATGTACCCTCCTTCCTCACTACAGTCATAACACATGAGCATATCTACCTAGAAGCCAATTTCTACTGATGTAGCCACAACTTTTTAGAGGCC 
TATTAAACATGACGTTATCCAATTGCAGGTCAACTTATAGTTGTAGCCTTACAACTTACAGGCATCAGAAAATAAGTAATCAAATTAGGTACCT 
GG AAAC ATAG CTATTACCATCT C ATATTACTGTCTAATTAAAATAAACATAACG CAAACATGTTTGTCCTTATATATTCTACAGTGGATAGAAT 
TAGGAATTGATGGCTTAAAAAAAAAAAGTCTATGAAGAGTCTGTTTAACTCTTCATGTTCCATCTTTCTCTTCTGAAGTAAACTATTTTGAAAG 
TTCTCTTTTTGAAATGAATTTGTGCTTAACTGTCTTCACTATTAATACTATTTAGAAATAAGCTAATTGGATCAGTGGCTTAAATAATAGCTGA 
CTGTGTGTACATATGTATATAATATGTATATACAATATCAGGCATGCATGTGGCTTGGAATTTTGTTTCCTCCATAAAATGTGGAAGTGAATTA 
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aacaagttttagtcatttatacaaagtcacaaatataaagttcagtttgtcacaagattaaattgctcacaaggtaaaattgtattgtttggca 
aaatcacaagtaacaatcctgtgagttttctattatgaaggttaataataaatgggctgatttagttgcctgggcacctattcacaaattcatt 
tgtcagcctctttttagttctcttaaaaaaaaaaaaatcatatgatcattttcctttttgggggtacttagcttccatgcctataaagtctggt 
accagactgacttgaaattcataaacaagttgtccaattgccaagaatatgttaacaattaaaagttccaaactaaagccagtagcaccaagtc 
ttcataagaatacaaagtatacatacagtattgcttacctggaggattcagatcatttaggaattctctttgatgaaagatcagttcccatttg 
agttcct ccttg c actgagttttagtg atatagaactag cttgtagttagtgtttcattacattataaagaatagttttacacacgtatttacc 
gttttccaaatttaaactcagaaatacccaaagcaggcctgcttaagcccactacctggcatataaacttatagtaacactttgttactttctt 
tttaataggacaagcatgagttaggacaaactctaaaaattcatattcttcactattcttgttttcctttgattgatatagaccaaagatggtg 

ataatctatagggattcaaaaggtgtcacagtccacttaattagtcaaattagcaatggctaaacagtatcaagtactgcagaatttatcactg 
aaatggataagaggaaatagtttagtcacaggtttttacagtccagcaagggccaaagaggtatagtatacaagttaatagtatttgtgttgag 
caacatggggctagtgggatcacagaaatctggaaaaaaaaaaaaaaggctttggcttatcaagcctagtgtaaatttctgcatctcacacgac 
tttagtttggccaggtatttatctgccaaaacaaggacaaatcttgttgtattaacagcagggtcacttctcattttctttgctgacttacctt 
tttactgaccgttgtgaatttctgtctcaaaatgtataatatagaaatgcaagaaaaaaacaaatgtacagattgtaaagttttttgataccta 
atgtaagttttctttgtgtaatatttatatgataaaagacattaggatccctacaacacaaatgtcttgtgtttcttctgcttcgtgaccccgt 
aaacactttacctgaatttttcctatattccacagctaagaccactgccctattctattaatcaaattgagttttcctggaaggaaaggcaaag 
cagctattcagtttaaaattttctacatctt'tttacaacacgaagaagtaacactacagaaatattcaatctctttccatcttattcataagtt 
acagtggtccccaaatattaagtctataaatacttaacattaaaggagacagacttgaggttgtcccttctctgtggcttttaattccacagtt 
tcatctaagcaaactagcatgtaaagaagaaatcctttgaagctatggataaaattggtaacgacagctcaatccaggttacagacctactcag 
ggcaatttatttgtggtcatgattatttagaatgatcagacatagccacaattttcccttaatccccagctaatttttgtttaaccacaccaat 
gaagaaagaggaaaaatttcagtcactcaaattgctctgtggaatgcattctggaacgtttagatgggggtgtatttatcatttgggcaattca 
taatacttcatacaaagtaataaagtcacactgacagcctgatcctgaaggcaagattaaactgcctgctcacgtcccccaattttcatcccca 
catttctctaacctgtgctccttccaaggtatagatagtatcactgctcaggacatttttctggtcacaaattttttttaggttgtcatgcctc 
ctcttgtcacagatacaggtaataagatgttttttatttaaaatgttttcctttttctgtttaatgaggcaaggtttccctgatctgcaaaaca 
aaagtaagttcaaagaaaacccttgtttcccttttgatgtgtgcttatgagtaatagtgtggtgattatgttatagacagaatacatgctcttt 
atacggtcgagaggaaagatgactactttaggcagaaactcccagtaagatcatgtctatatttgctattaggtaccaggctggacaaaaagag 
aagaaaaaaggggaaggacaatgaggtaattaaaaaatgaaattgagaaccaggcaaaaaagaatgaaaaggaggtatcaaaaaaagtgttgga 
ttttaggaagcagtggagtgccat'rcatcatactccatgtcgtattgcactcaatttataaaacattttcacactatggcctttcccattaagg 
ccccaaatttccttcctgctattccagatactgctcagcaaactgttctacaaaagaaatttttactgaagaaagattatcaggaaaatgccac 

CTTACAGGAAAGAGTAAAATATTAAGAGTCTACCTGATTCAGC'TTTTGAT'rCAATTAAGGTTTATAGGAATGTGTACATAGGAGTGGTTTCAGC 
TCCAACACGATTCCAGGAGCAAGTGCTAAACTTTGATAGGAAATAAGTGATTGTAGTGAATAACCCAAGCAGCACTCCTATAAAGGTACAAAGA 
AATCTTATGG AAAATCTAATG AAACTGATAAACT ATTGTTTCTG C CAT ATTT AC CAT AAACCTTTAGTGGTAAAAAAGTTG AAAG TAG TTGTAA 
ATCTCCTTCATCAGCAACTAATGCTACCAAAAAAGAAGTGAGGCAGAAATGTAAAGGTTTTAAAGAAGATTTTTAAACAACTCTTGAAATATTT 

TTTTTCAGCTATCACAAArGAAATTACATCTTTTCATTAAATATAAA CACA CAAAAAATAAATTTAC AAATAAC C AAAAAATTTT AT ATTTTCC 
TAC CTTG AAC AC ATTTCTT CAAAGGGTTAGCTTGAAAAATAC ATGT CT AAGATT AC AGAAT ATTC AATAGTT ACTTTTAGGGTTTTAACATTAT 
TTTAGATTTTACCACAGAGTTTACCAAAAAAATAACAACAAAAAAACCTGCTAAACATCAAATACCACTTGTCCACTGGGAACAATTCAGCTTT 
CTATCAGTTGAGTTGGTTAGATCACATTAAGTTGTTATGTATAGGTATTGACCAGAAGCCTACAATGAGATACAGATTTTACACTAAGATTGAA 
AAAATTTATGGTACC AG CTCTTTTT CTCTT AACTTTCT ACACTAAG AGAAAAATAC ATTACTTGG CCTACATCTTAAAG CATTCAAAATAGGCC 
CTCTGTAAGTTTTTAACAAATTGTATTTGTATTTAGGTCTTTAAGAAACAACCTGAGATGATGGTAAGTGTCTCATTCCTCATTTGACAAATGA 
GGACAAATCACTCCTTGAGAACTAAGGTCATTTCAATCCATAGCACCCCTGACCTAGTGCCATGATTCAAATTCACAACTCTTGATAGCTAAGA 
CTTTGACTGCTCCAACTAGCAAATCACATATAGCCATTCCCTAACTTTGTGTTTCCCAAATCTAGCTGTGAATCAGAATTACCACAGGATGCCT 
TAG CCCTAC C CTTG ATCTACTG AAG CAGAAAATTACTG CCTTAATT CTGTGTGATACAGGTC AGCCTGC CTTTT AATATTTGGATATCTAAAGT 
GAGAGCATAAATGATGAAGAGACCAGTTTATAGGACTATTTCTCACACCGTCATGTAAAGTTGGTATGTGTCTTTGCTCCATTAAAGTATTTCT 
GACCTCAATCTTAAACTTTGCTTTGTCAAACAAAATCATGCTGATTTCAAATCCAATTAGAAAATAAGTATGTACAGTAAAAAGTAAACTTGGG 
CTTCAATTAATGAAACTTTAACAGAAACATGGCTAGAGAGGAATCTCCTCCTATAAGAGAAAAAAATGATTCACAACAACTGCCTACTAAATAC 
AACTGGAAGTGCCTTTCCCTATTTTGTAAAATCGAATGAAAAACCCACAAAACACATCCACAGCAATACAGGTGAGGCAAGGGTCTATATTCCT 
TTCTATTAC^GGTGGGGTCTTTTATATGTCTCAAACCTGAACAAAATACAGGTAACAATCTAAATTCAATCATGACAATAAAATACTTTCCATT 
TTCCAAGTCTGATGGTAATAAATATTTACATTTTAAAAAATAATTTTTGTTCTTTTTTTTGTTTTTTAAAAAGACACAACATGCTCAAGGGTAC 
ACAGAATATGGAAAAAGTCATCACTTCATTTGAGAGATCAACTGGTAATAAAAAACAATGTTCTTACATATTAACCAATTCAAGAGTGGTATCA 
CCAGGGAGTCTAACATGGTGTTTACTTCAAAGATGATATTCAAGTATGTTATTTGGAACACTATTTCTAATGTATCTATAAAGAAGCAAGCACT 
GCTATCTAATTTTTATAGTTTTTAGTATCTTCTATATTCCACCTCCTCCACCACCACCACCACCACCACCACCACCTCCTCCATATGGATCTCC 
ATAGCCTCTTCCACCATAGCCCCCTCTTCCACCATAACCCCCTCTTCCACCAT^ 



GGTTCAATTTCATTCGGCCGGCCTCCCCTGTCAGGCACCCTTCCCATCAGCACCTGTGTGAAGAAACATTTTCTTTTAGTTCCTAATATTTCAA 
AAAAGTTTACATAAAAGTTTCAAGTGATGTTGTTTCTAATAAACAGAAGCCAATATTTAAGGACATGAAAGTACCAGACATGGCAGAACAAATT 
AATATTAAAAATATTAAGTGTGGAAGGATAAGGAGAAATCTGTTAAAGGATACAAAATCACGGCTAGACAGAAGTAATAAATTCTAGTGTTCTA 
TACCATTGTATGATGACTGTAGTTAATATATAGTTTCAAATAGCTACAAGGAGGATATTGAATGTTTCCAACACAAAGAGATGATAAATGTTTG 
AG AGGGAT ATG C C AATC AC CC CGTCTGATCACTATACATTGT ATGT ATC AAAACATC ACT ATGT ACCTC AT AC ATATGTAC AATTATGGTGTTT 
CAATTTAAAAAATAATTTTTTTACTTCCTGTTTACCAAGTCTGAAGAAAAAAGAAAAAA 

CAGGCTGGAGTGCAGTGGCATGATCTCAGCTCACTGCAAGCTCTGCCTCCTGGGTTCACGCCATTCTCCTGCCTCAGCCCCCCGAGTAGTTGGG 
ACTACAGGCACCCGCCACCACGCCCAGCTAATTTTTTGTATTTTTAGTGGAGACAGGGTTTCAACGTGTTAGCCAGGATGGTCTTGATCTCCTG 
ACCTCGTGATCCGCCTGCCTCGGCCTCCCAGAGTGCTGGGATTACAGGCATGAGCCACCACACCCAGCCTAGAATATATTATTTTTAAACAATC 
TGAGAGAGTATTTCTGAAACTTAAAGGCTTAATTTTTTTCTCACTTAAATTTGTTTAGCAAATTCTGTAACAAATGTAGTACCCATTTCACTAA 
GAAGTTCTTTTAGGAAAACATTTTTTATATATATAACGACATACCTTACATTCATTAACTTAATATCCATTTATACAATAACAACTCTGGACTT 
TCCATTGCCATTGATTTGGTAATTGATTATCCAATAAAAGATTATATTCCTAAGCACATTTCATTTCAAAAATGTATGAAGTACATATAACATG 
GGACCTTAATGAGGTCAGAGATTGATATAAAAACTATAATTCCAGGTATCACTGCAAAGAGAGAGAAGGATTCTCAATGAACTGCTTCTTTTAA 
GAAACTTAAGCTCACTTACTTTCAGTGATGATACTAGTACCATATTATTAAAAGGAAAACACAGTTAATATAATTCCTTTACTATGCTTTATAA 
TCCTTTC AAAAATAAACTAGGGAAGAGTTTAAGTAT CC AAC CTTCT ATAAAAAGT AG C AGCTTTAT ATGC C ATG AG C AGAGGAAAG ATAGC AAT 
AAGAAGGGTGTCATCTGCTCACCACAGACAAGGGGAAGCCAATAGCTTCCTGCTACTGCCTTTCAGGAAAGAAAGTAAAAAAGCAACTGCCTCA 
ACCAAAATGACCAATTAATTATACACTTCCATTGATCCTCCAATCAAAACCAAGTTTAGGATTTATGTCACAAATGAAATATAAAAAGTGCAAT 
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ATC CT CAAAGTGAG ACAAGGTT CT AAGT ATG C AACATTCTTTTAAAG ATGGCAATGATGTCCTAACTACCAAAT CCAAAAAAC AGCCTTTCTTG 

GTTATTATTCTCACTGGTCTCTCTACCAAACATGGTATGTTGGTGGGCATATGGAGATGCCAGAACTGATCATAAGACTACCCTCAAATAATGA 

GACCATAAATTATAAACTCAGAAGAGATGGCCAATGTTACTTACAGAAATAGAACTCTTGATCCAGCAAGACTAAATTATCACCCAATGCAAGA 

TGTTAGGTAATATATTTAAAGAGAGAACACTTTCAGAACATAGGATTGAGCCACAGTGGAAGCACAGAGGCAAACACTGGTGATGCCTAACTTA 

GCAATAGTTAGCAAAATGACTTTAAAAACAACCATCCCTCTGAAAAGGTATTTTATCTCAAGTTACACTGAGTGAGAAGCGATGCTTTAAAATT 

ATCCAAATCCCTTATTTCTGATTTTTTGCTCTTTTGTAATAAAGTTTGCCATGGAGTGCTCTACCTAAATGAAGAGGACATGCCAGTTAAGCTG 

ACATAAACATACTAAATTACTTTATTGTTATTGCTGTTGTAAAGTGAAAAATTCAGACTCCTTGAGCTTGTTTAAATAGACTACTGTCAGAGAA 

ATGGATGTATACTCCAAATCAGGAAACAGAAGCTGAAAGAAGTTCAGTAGCTTGCTCAGGGTCATTTCTGTAAGTAAATGACAGAGCCAGGATG 

GGAACCCAGATTGGTCTGACTCTAAAGCACAAACTCTTCTTCCCTTTACACCAAGGATATAACGAATCTGTCAGTACTTGAAACAATTCCGAAA 

GATTCTTACTGACAAAAAATGATTACTTTTTAGAAAGATGGAACATAATTCTTGCTAAAGCTTTGACAAAAACAATTCATAATTCCTCTAATTC 

AGAAAATACTTTGATTTATGAATACACAAATTCAAGTGAACATACACACATACACAAAAATAACATAACTAAGCGTAGACTGAACCCCCCTGCC 

ACTCTTTTTTCTAAACATTTACCAGGACATGAAAGAAAAATAGACTAAAATCTGTAAAAACATTAAGTAAGATATCATCAATTCATTTTCCACT 

GTACTGAAAGAAACACCAACCTTATTAATGGCACATGCGGTCTTCTCCCGGCTGGTGCCAGTACTTGTCCTAATGATCTTGGATAGATCTTCAC 

GAGCAGCAAGTAGATGTGCCATTGTAATCGTTGTCTTGGGTGACAAAGCATAACGCTTAGGCTGATAAATTCTTGCTATATCATCTGTTTTTAC 

CTAAATGACAAGAGTTAAGGAAAAAAGGAACAAAAGTACATTTTAATGAAAGAGCAAAAACAATCATAATCTTTAGAAATAAAGAAAAGGA 

AATGCATAAGCAAGGAGTTAGAAAAGAGCAAAAACACCCAAATATCTGAGAATTTATGAATAATTTAGAACAAATAAAATAGACCAACAGGTGT 

TAAAAATATGTAACTACCAGCAACAACTCGCTAAAAAATAATAAC^^^ 

CCAAAACCACATACAGGACATTTAAAAGGGAAACATCAGTAAATCTTGCAAAAACAAAAGGAAAACTTGTATA 

TCTGTATGGGAACATTAAGTATTATTGTCAGTTTTCCCC CAAATTAACTTATAATC CTATATAAAT AGTTTTTG AG AGAATG AAAAAAAAAT CT 
AAAGTTAAATCCAGAAACTCAATATGTAAGAATAACTAAAAGCATTTTGAAATATAATCCTACCAAATACTAATATGCTATAATACAAAATTAT 
C ATCATCTTATC AGTTAAC ATTTAATGAGAACTTATTAAATGTG CCAGG ATGCTGTTC ACTTAGTAAGG CATTATTTCTTTAAT CCT CAAAATA 
TCCTTTTAGAGTGGTTGGTTTTTATTATCCCCTTTTGCAGATGGAAAAAAAAAATGAGGCATAGAAAGCTTAAGTTAGTTTCCCCAAAATATAG 
AGAGAATCCTAGCTGTGCCCACTTAGCAACAAAGGTCTACCTGACCCCCAAGGACAGGTCTAGTATAGATAACAGTTTGCTATCCTACCTCCAT 
CTAATTAACTAGAACTTGGGAGAAAAAAACATAGATTGATGAAATAGTATATTGAGACTCAGAGCCTCATAAATCTATGAATGCAATAAATGAT 
AAAGGAGACATCACAGATCAACGAGAAAAGGAAAGGATTATCTTTTAAATGGTGCTGGAATGACCTGGTGGCTATCTGTAATAATAACAATAAT 
ACAGCACACCATATAACAAAGGGAATTCCAAAGAGAACAAAAAGTTAACTGTTTGAGGTTTAATTTTCAATTTAAAAACAACTACATTATAAAA 
ATTAAAATTTCTGTACTTTAAAAGATATAAAACAACATCTAATGACAACTGGGGAAAATATTTTCAACAAATAATTCAACCAGCAAACTTCCTT 
TCTATATAAAAACCTCAAACACAAAAAGAAAACAGAATTCTACAGGAAAAAAAAATGACAAGACATAAATAGAAGTTAAAAAGAGGAAATTCAA 
ATGACTAATAAGCTTATGAAAACAGTTCAACTTTGTCAATAATAAGAACAGAGAAAACAAGTTAGTCTTTTTAACATCAAGTTAGCAATAAAGA 
GGCTAAAGTGACACAACATTTCATTTACCTTACTGGAAGGAGTTTAAATTCATATAAA 

HUMAN SEQUENCE - mRNA 

CCCGGGGGGGAGAGAGCCGGCAGGCGGCGGCGGTGGTGGCGGGGGCGATGCGCCGCGCCCGGCCGCGCTAGGTGAGCCGGCAGCGGGAGCGCGG 
GCCGCGGCCATGGGCACCCTGGGCAAGGCGAGAGAGGCTCCGCGGAAACCTTCCCATGGCTGCAGAGCTGCCTCTAAAGCAAGACTAGAGGCAA 
AGCCAGCCAACAGCCCCTTCCCGTCCCATCCCAGCTTGGCCCACATCACCCAGTTCCGAATGATGGTGTCTCTGGGACATTTAGCCAAAGGAGC 
CAGCCTGGACGATCTCATTGACAGCTGCATTCAATCTTTTGATGCAGATGGAAACCTGTGTCGAAGTAACCAACTGTTGCAAGTCATGCTGACC 
ATGCACCGAATTGTCATCTCCTCTGCAGAACTGCTCCAAAAAGTTATCACCCTCTATAAGGATGCTTTGGCAAAGAATTCACCAGGACTTTGCC 
TGAAGAT CTGTTATTTTGT AAGGTATTGGATAAC AGAATTCTGGGT G ATGTTTAAAATGG ACGC C AG CTTGAC AG AC ACT ATGG AGG AGTTTC A 
GGAACTGGTGAAAGCTAAGGGTGAGGAGTTACATTGCCGCCTGATTGACACAACTCAAATCAATGCCCGTGACTGGTCCAGGAAACTTACTCAA 
AGGATAAAATCAAATACCAGCAAGAAACGGAAAGTCTCCCTGCTCTTTGACCATCTGGAACCAGAAGAGCTATCCGAGCACCTCACCTACCTTG 
AGTTCAAGTCTTTCCGGAGGATATCGTTCTCTGATTATCAGAATTACCTTGTAAATAGCTGTGTGAAGGAAAACCCCACCATGGAGCGATCTAT 
TGCTCTGTGCAACGGCATCTCCCAGTGGGTACAACTGATGGTTCTCAGCCGCCCCACGCCGCAGCTCCGAGCAGAAGTCTTCATCAAGTTCATC 
CAGGTGG CT C AG AAGCTCC ACGAACTAC AGAACTT C AAT AC ACTG ATGG CTGTGATAGGTGGGCTGTGT C ACAG GT CAATCT CGAGG CTCAAGG 
AGACAAGTTCGCATGTCCCACATGAAATCAATAAGGTTCTCGGTGAGATGACTGAGCTGCTGTCCTCCTCCAGAAACTACGACAATTACCGGCG 
AGGCTATGGAGAGTGCACCGACTTCAAGATCCCCATTCTGGGTGTGCATCTCAAGGACCTCATCTCCGTGTATGAAGCCATGCCTGACTATCTG 
GGGGACGGGAAAGTGAACGTCCATAAGCTACTGGCCCTATACAATCATATCAGTGAATTGGTCCAGCTGCAAGAGGTGGCCCCACCCTTGGAGG 
CTAACAAGG ACTTGGTACACTTG CTGACGTTATC CCTGG AT CTTTACTAC ACTGAGG ATG AAATCTATG AG C.TTTC CTATG CCCGGGAACC AAG 
GAACCACAGAGCTCCACCACTAACACCTTCAAAGCCACCAGTAGTAGTGGACTGGGCTTCTGGAGTGTCTCCCAAACCTGATCCAAAAACCATT 
AGCAAACACGTCCAGAGGATGGTGGATTCTGTCTTCAAGAACTATGATCACGACCAGGATGGATACATTTCTCAGGAAGAATTTGAAAAGATTG 
CTGCGAGTTTTCCATTTTCCTTCTGTGTGATGGACAAAGACAGGGAAGGCCTCATCAGCAGGGATGAGATCACAGCCTACTTCATGAGAGCCAG 
CTCAATCTATTCCAAGCTGGGCCTGGGCTTTCCTCACAACTTCCAAGAGACCACCTACCTGAAGCCCACTTTTTGTGACAACTGTGCTGGATTT 
CTCTGGGGAGTGATCAAACAAGGATATCGATGTAAAGACTGCGGGATGAACTGTCACAAACAATGCAAAGATCTGGTTGTGTTTGAGTGTAAGA 
AGCGAGCCAAGAACCCAGTAGCTCCCACAGAGAACAACACTTCTGTGGGGCCAGTGTCCAACCTTTGCTCATTGGGAGCCAAAGATCTGCTCCA 
TGCACCTGAGGAAGGACCTTTTACATTCCCTAATGGGGAGGCTGTGGAACATGGTGAGGAGAGTAAGGATCGGACCATCATGCTGATGGGAGTG 
TCGTCACAGAAGATTTCTCTTCGGCTGAAGAGGGCTGTTGCCCACAAGGCCACCCAGACTGAATCACAGCCTTGGATTGGCAGTGAGGGCCCTT 
CAGGTCCCTTTGTGCTGTCTTCCCCAAGGAAGACAGCCCAGGATACTCTATATGTGCTTCCCAGTCCCACCTCTCCATGTCCTAGCCCAGTCTT 
G GT CAG AAAG CGGGCTTTTGT C AAG T GG GAG AAT AAAG AC T C C CT C AT AAAAT C AAAGG AGG AG C T C CGT C AG C T C AG AC TGCCTACC TA C CAA 
GAACTG G AAC!AGG AAAT AAATACT CTG AAAGCAG AT AATGATG CCCTAAAGAT CC AACTG AAAT ATGC ACAG AAG AAAATAGAAT C C CTC CAG C 
TTGAAAAAAG C AATC ATGT CTTAG CTC AAATGGAG CAGGGTG ACTGTTCTT AG CC CAG AAACT AAGTAG CACAAT CTGTAGATGAGTATAGTGA 
TCTCATTT C CTAAACTGT AATG CAC AGAC CTG AGGAACTTTAC ACTG AC C AGCTTTAAAAC AGTACTTTAAAAGG AAAAGC CTGTTACTGTTTA 
TTTACCTAAAAGATTCCTAATGTGCAGCACTGTTTTCTCTTTCAGTTAGTTGACTCAAAGGGGGAAAACTAAAGAATGCAAAACTTTTGCTATT 
CATACCACTGATGTTCATCAAAAGTATGCGATCTAAAACATGACTATCATTTCCTGACAATGGGGCATCTCGGTGGCCTGCCTGGCTGATTCTT 
CCTTAAAACTAAAATCTCTGGAAAATGGATTTGCTTCTTACCCTGTGTTTTCTGCAAACTGACTTACTTTGTTCCAGCCAAAGCTTGCTAATAA 
TAGAAAACTACCCATATTCCAAAAGTAGATTTCCTCTGTATCCCAGCATACTTTGTGAACCTGGCTCCTTCTTCACTACCTCAGATCTAATCAA 
TTAGTC CATGTAC C CTCCTTCCTC ACTAC AGTC ATAACACATGAG C ATATCTACCT AG AAGC CAATTTCTACTGATGTAGCC AC AACTTTTTAG 
AGGCCTATTAAACATGACGTTATCCAATTGCAGGTCAACTTATAGTTGTAGCCTTACAACTTACAGGCATCAGAAAATAAGTAATCAAATTAGG 
TACCTGGAAACATAGCTATTACCATCTCATATTACTGTCTAATTAAAATAAACATAACGCAAACATGTTTGTCCTTATATATTCTACAGTGGAT 
AGAATTAGGAATTGATGGCTTAAAAAAAAAAGTCTATGAAGAGTCTGTTTAACTCTTCATGTTCCATCTTTCTCTTCTGAAGTAAACTATTTTG 
AAAGTTCTCTTTTTGAAATGAATTTGTGCTTAACTGTCTTCACTATTAATACTATTTAGAAATAAGCTAATTGGATCAGTGGCTTAAATAATAG 
CTGACTGTGTGTACATATGTATATAATATGTATATACAATATCAGGCATGCATGTGGCTTGGAATTTTGTTTCCTCCATAAAATGTGGAAGTGA 
ATTAAACAAGTTTTAGTCATTTATACAAAGTCACAAATATAAAGTTCAGTTTGTCACAAGATTAAATTGCTCACAAGGTAAAATTGTATTGTTT 
GGCAAAATCACAAGTAACAATCCTGTGAGTTTTCTATTATGAAGGTTAATAATAAATGGGCTCATTTAGTTGCCTGGGCACCTATTCACAAATT 
CATTTGTCAGCCTCTTTTTAGTTCTCTTAAAAAAAAAAAAATCATATGATCATTTTCCTTTTTGGGGGTACTTAGCTTCCATGCCTATAAAGTC 
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TGGTAC C AGACTG ACTTG AAATT C AT AAAC AAGTTGTCC AATTG CC AAG AATATGTTAAC AATTAAAAGTTC C AAACTAAAGC C AATAGC ACC A 
AGTCTTCATAAGAATACAAAGTATACATACAGTATTGCTTACCTGGAGGATTCAGATCATTTAGGAATTCTCTTTGATGAAAGATCAGTTCCCA 
TTTGAGTTCGTCCTTGCACTGAGTTTTAGTGATATAGAACTAGCTTGTAGTTAGTGTTTCATTACATTATAAAGAATAGTTTTACACACGTATT 
TACCGTTTTCCAAATTTAAACTCAGAAATACCCAAAGCAGGCCTGCTTAAGCCCACTACCTGGCATATAAACTTATAGTAACACTTTGTTACTT 
TCTTTTTAATAGG ACAAGC ATG AGTT AGG AC AAACTCTAAAAATT CATATT CTT CACTATTCTTGTTTTC CTTTGATTG ATATAG ACCAAAGAT 
GGTGTACTCTAATTTTTTAAAACAGTAATGGAACACAATTTTTTTCATTCTTCCTCCTCTCCATTCGAAGTAAAGATCCCCAGTTAGTTTTTAT 
ATAAATAATCTATAGGGATTCAAAAGGTGTCACAGTCCACTTAATTAGTCAAATTAGCAATGGCTAAACAGTATCAAGTACTGCAGAATTTATC 
ACTGAAATGGATAAGAGGAAATAGTTTAGTCACAGGTTTTTACAGTCCAGCAAGGGCCAAAGAGGTATAGTATACAAGTTAATAGTATTTGTGT 
TGAGCAACATGGGGCTAGTGGGATCACAGAAATCTGGAAAAAAAAAAAAAAAGGCTTTGGCTTATCAAGCCTAGTGTAAATTTCTGCATCTCAC 
ACGACTTTAGTTTGGCCAGGTATTTATCTGCCAAAACAAGGACAAATCTTGTTGTATTAACAGCAGGGTCACTTCTCATTTTCTTTGCTGACTT 
ACCTTTTTACTGACCGTTGTGAATTTCTGTCTCAAAATGTATAATATAGAAATGCAAGAAAAAAACAAATGTACAGATTGTAAAGTTTTTTGAT 
ACCTAATGTAAGTTTTCTTTGTGTAATATTTATATGATAAAAGACATTAGGATCCCTACAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA 
AAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA 

HUMAN SEQUENCE - CODING 

ATGGGCACCCTGGGCAAGGCGAGAGAGGCTCCGCGGAAACCTTCCCATGGCTGCAGAGCTGCCTCTAAAGCAAGACTAGAGGCAAAGCCAGCCA 
ACAGCCCCTTCCCCTCCCATCCCAGCTTGGCCCACATCACCCAGTTCCGAATGATGGTGTCTCTGGGACATTTAGCCAAAGGAGCCAGCCTGGA 
CGATCTCATTGACAGCTGCATTCAATCTTTTGATGCAGATGGAAACCTGTGTCGAAGTAACCAACTGTTGCAAGTCATGCTGACCATGCACCGA 
ATTGTCATCTCCTCTGCAGAACTGCTCCAAAAAGTTATCACCCTCTATAAGGATGCTTTGGCAAAGAATTCACCAGGACTTTGCCTGAAGATCT 
GTTATTTTGTAAGGTATTGGATAACAGAATTCTGGGTCATGTTTAAAATGGACGCCAGCTTGACAGACACTATGGAGGAGTTTCAGGAACTGGT 
GAAAGCTAAGGGTGAGGAGTTACATTGCCGCCTGATTGACACAACTCAAATCAATGCCCGTGACTGGTCCAGGAAACTTACTCAAAGGATAAAA 
TCAAATACCAGCAAGAAACGGAAAGTCTCCCTGCTCTTTGACCATCTGGAACCAGAAGAGCTATCCGAGCACCTCACCTACCTTGAGTTCAAGT 
CTTTCCGGAGGATATCGTTCTCTGATTATCAGAATTACCTTGTAAATAGCTGTGTGAAGGAAAACCCCACCATGGAGCGATCTATTGCTCTGTG 
CAACGGCATCTCCCAGTGGGTACAACTGATGGTTCTCAGCCGCCCCACGCCGCAGCTCCGAGCAGAAGTCTTCATCAAGTTCATCCAGGTGGCT 
CAGAAGCTCCACCAACTACAGAACTTCAATACACTGATGGCTGTGATAGGTGGGCTGTGTCACAGCTCAATCTCGAGGCTCAAGGAGACAAGTT 
CGCATGTCCCACATGAAATCAATAAGGTTCTCGGTGAGATGACTGAGCTGCTGTCCTCCTCCAGAAACTACGACAATTACCGGCGAGCCTATGG 
AGAGTGCACCGACTTCAAGATCCCCATTCTGGGTGTGCATCTCAAGGACCTCATCTCCCTGTATGAAGCCATGCCTGACTATCTGGGGGACGGG 
AAAGTGAACGTCCATAAGCTACTGGCCCTATACAATCATATCAGTGAATTGGTCCAGCTGCAAGAGGTGGCCCCACCCTTGGAGGCTAACAAGG 
ACTTGGTACACTTGCTGACGTTATCCCTGGATCTTTACTACACTGAGGATGAAATCTATGAGCTTTCCTATGCCCGGGAACCAAGGAACCACAG 
AGCTCCACCACTAACACCTTCAAAGCCACCAGTAGTAGTGGACTGGGCTTCTGGAGTGTCTCCCAAACCTGATCCAAAAACCATTAGCAAACAC 
GTC C AG AGG ATGGTGG ATTCTGTCTTC AAG AACTATG AT C ACG AG C AGGATGGATACATTT CTC AGGAAG AATTTGAAAAGATTGCTG CG AGTT 
TTCCATTTTCCTTCTGTGTGATGGACAAAGACAGGGAAGGCCTCATCAGCAGGGATGAGATCACAGCCTACTTCATGAGAGCCAGCTCAATCTA 
TTCCAAGCTGGGCCTGGGCTTTCCTCACAACTTCCAAGAGACCACCTACCTGAAGCCCACTTTTTGTGACAACTGTGCTGGATTTCTCTGGGGA 
GTGATCAAACAAGGATATCGATGTAAAGACTGCGGGATGAACTGTCACAAACAATGCAAAGATCTGGTTGTGTTTGAGTGTAAGAAGCGAGCCA 
AGAACCCAGTAGCTCCCACAGAGAACAACACTTCTGTGGGGCCAGTGTCCAACCTTTGCTCATTGGGAGCCAAAGATCTGCTCCATGCACCTGA 
GGAAGGACCTTTTACATTCCCTAATGGGGAGGCTGTGGAACATGGTGAGGAGAGTAAGGATCGGACCATCATGCTGATGGGAGTGTCCTCACAG 
AAGATTTCTCTTCGGCTGAAGAGGGCTGTTGCCCACAAGGCCACCCAGACTGAATCACAGCCTTGGATTGGCAGTGAGGGCCCTTCAGGTCCCT 
TTGTGCTGTCTTCCCCAAGGAAGACAGCCCAGGATACTCTATATGTGCTTCCCAGTCCCACCTCTCCATGTCCTAGCCCAGTCTTGGTCAGAAA 
GCGGGCTTTTGTCAAGTGGGAGAATAAAGACTCCCTCATAAAATCAAAGGAGGAGCTCCGTCACCTCAGACTGCCTACCTACCAAGAACTGGAA 
C AGGAAATAAATACTCTGAAAGCAGATAATGATG CCCT AAAG AT CC AACTG AAATATGC AC AG AAGAAAATAG AATCC CTCCAGCTTGAAAAAA 
GCAATC ATGTCTTAG CT CAAATGGAGC AGGGTGACTGTTCTTAG 
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TABLE 5 



MOUSE NOMENCLATURE 
ICSGNM Nmycl 
Celera mCG19753 

HUMAN NOMENCLATURE 
HGNC MYCN 
Celera ' hCG1783 900 

MOUSE SEQUENCE - GENOMIC 

TAATGAAATTCTGAAGCCTACAGACTCTTCCTAGGGGAGAGAGGAAGTATTCAACTTGGTAGAAAATAAATGATGGGTGAGGGAACAGGAGGAT 
GAAAGGGCCTGATGAACAGGTGAGCGCCTATGACTCCGTGGGGTGGAGGTGATGTTCTGGATTATCTAACCCAATCTCCCTCATAATGTTGTTC 
CGGGACAATCGAATTCATCCAGAAGGATCTTGCCCAAGGTAGGTAAAGGGGATTCAGAGAAAACTTTTCTATGCTTTGGTGCTATGAGATAGGA 
GAGCAAAGAAAAATCACGAAGACTTTGGTCAGCAAGCCAAATGCCACATTTGAGGGTGTCTTGTCCTCAACCCAATTCTAAAGGGACCCTTGTG 
TTACTGTGCCCAAGAAGTTGGAATTTCCCCCAGGAGTTTCACTTTAGGGGAAGAAAAAGCCTTGAGTCCTGGTTCCAGCCAGAGAGGGAGCTTG 
CCTTCAGGGAAGTGATTGTCCAGATCTCACAGAGTTCTTGCAAATTGATATTACAGCACCTTGCAAGAGAAAATGGAGCTGAGACAATGCTGCC 
TCAAAGGTGGGTGGGAAAGACCAGGACTCTTGTGTCACAAATACCTGTTTCCTTTCATTTAGTCCTATACCTGTCTGGACATCGAAGATGAACT 
GAGGGCCTGGGATGGGGAAGGGGGTGGGGGGTCATTGAACCCCTTTATATTTGTTTCTCTCTCTGATGTGATCACATTGAATGCACCTCTGTTT 
TCCACCATTGATTGCTAGGCTGCATCATTGGTCTATTGAGGACGAGTAGTCAACTCTTGCTTGTTAACGGCTGCCTTACAACTATGATTAGAAC 
GAGCATTTAAAATGGTGTTACGGGGCTGGAGAGATGGCTCAGAGTTAAGAGTACTGACTGCTCTTCCAGGGGTCCTGAGTTGCTCTCCCAGAAA 
CC AC ATGGTGGCTCACAACCATCTGTAATGGGATCTGTCTGGTGTGTCTGAAG AC AGCTACAGTGT ACT C AT ATAAATAAAAAAAAAAAGAAAT 
TAAAAAGAAAAAACTTTAAAAATACACATTAAAAAAAAAAAAGATAAAATGGTGTTACCACCCTTTCCCAGTGCCCTTTTCCGATGATGGCGCT 
GCATGGTGAAAAGCTTGAGTTAGTACTTGTAGCTATGCTGTCCAAGGATCCGCTGCAATCCGTGCAGGTCTTCGGACACAAGAAGACAGTCACT 
GCTGTGG CC C ACTGC AAATGAGG AAACGGGCTC ATC AACGTGAATGGATG AAG CCTCT AAG AAGGAG AT C AAAGAT AGCCTC ATT CAGTATG AT 
CGGACCATTCTTGTAGCTGACCTCCAGTCGCTGCGAATCCAAAAAGGTTGGAGGTCCTGGTGCCCGTGCTTGATACCAAAAATCCTACCAATAA 
GCCCATCCCAAGGACCAGGGTTTGTTTACCTCTGTAATGCACATCCTAGGATTTTTTTTTTAAATGACATTACCGATACAACCCCTCAGCCACA 
CACTCACCCTTGGCTAAACTCTCTCGGTGCTAGCTTTGAAATTTCCTCCAGCCTCCAATGGCAAAATACATGCACCTAGTTTGGTGGGGCACCT 
CAAATATTATAAACTTCATTCGGCTGTGGTGGTCAGCTTGTGATTCAAATTCAACTACCACCTAATTTGTCTCATCTCAGCCTCTCTGAACCCT 
TCAGAGAGTTCAGTGGCAGGTAGTCAGGAAGAGTAACAGCAAATCTGGGTAGGAAAACATAGACTTAAGGGTAGTTTAGGCCGGGCGTGGTGGC 
GCACACCTTTAATCCCAGCACTTGGGAGGCAGAGGCAGGTGGATTTCTGAGTTCGAGGCCAGCCTGGTCTACAGAGCGAGTTCCAGGACAGCCA 
GGGCTATACAGAGAAATCCTGTCCCGAAAAACAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAAGAGAAGAGAAGA 
GAAGAGAGTCACCACCACCACCCAATCCCGAATGTTATTCTAATCAAAACAAACAAAACAGAACAAGCAACTTTGGGGGAGAATGGGTTTATTT 
T AG CTC ACAAG CGCACGTT AC AGTT C ACT CTACGG CAGGGAAGTCAAGGC AGCAAGAAGTTC AAAGGGCTGGT CC AT CC AC AGTCAGGAGCAGA 
GGGCGAATGAAGTATACTCGACATTCCGTTCACTGTTTCCACTCGAATACAGCTCAGAACCCAATCCCAGAGAACGGTACCACCCACAGTGGTC 
GAGGTCTTCCCACATCAATTGAGGCAGTCACTCACAGACATACCCACAGGCCAACGTGACCTAGACAATCTCTCATCAAGACTCTCTGCCCAGA 
TGATTCTAGGTTGTGTCTAGTTGATAATTAATCTCACCATCATAGGTATTAGAGATAGATGTAAATANNNNNNNNNNNN^ 

NNNNNNNNNNNNN^ 

NNNNNNNNNNNNNNNNNNN^ 

NNNNNNNNNISINNTSJNNN^ 

NNNNNNNNNNNNNN^ 

NNNNNNNNNlSfNNNNNNN^ 

NN^NNNHNNNNNNNN^ 

NjfltfNNNNNNNNNNNNNNNNN^ 

NiJNNNNNNNNNNNNNNNNNNNNN^ 

TATATATACACACACTTAAAAACAAATAAGCATACCTCAAAATCTAGCAAGCAGCATAGCCTGGCAGCACAGTGCAGTGTAGAGTATCTGGTGT 
TTATCCTCAAGACTGTAAGGCTTACTAGAGAGTATAGCTTGCTATCTCTGCCCAGGGCTGTTGAAAGAGTACCATATGTTGTTGGTTCTGAGAA 
AGTATTATTATTGGAGGGGGTAGGGGTGTCACTCATGCTACAGCATGCCTGTGAAAGTCAAAAGACAATTTTGTGGCAGTCAGTTCTCCTCTTC 
CACCGTGCAGGTCCCAGAGAACCAACTCAGGGTGCTGTGCTTGGTAGCAAGTACCTTTATCCAATAAGCCATCCTGCTGGCGTGTGTGTGTGTG 
TGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTTTTGGTGGCATTGGTTGGGGGGGGGGGGTGTATCTTTGTTTTGAGATAG 
GATTTTGCTACACCACCAAGGCAAGCCTTCAACTTCTATATGTAACCTAGGTTGGCCTGATTAGTTAGCTCAGGCTAATACCAAATTTGCATTT 
CTTTAGACTCAGCCACAATAGCACTAGGATCACAGGCAACACACCCTGCTTGTTGATTGGCACTAACAAGTCTTACAGTGTTTTTGCTATTGAC 
AACCTTGAAGCAGTACGTATTCTTGGTGATTTGTCTTAATCTCTCTCTCTCTCTCTCTTTCTCTCTCTCTCTCTCCCTCCATCCATCCTTCCCT 
CTCCCTCTCTCTGTCCCTCTCTCTGTCCCTCTCTCTGTCCCTCTCTCTGTCCCTCTCTCCCTCCCTCCTTTCTTCCCTCCCTTCACCCAGGGTA 
TGACTTAGTCTGTAAACCACTCTAGTCTCAATTTATGTAAATCTACCTTCTTTGGCCCCCGATGTTGAGTGTTGGGATTAAAGATGAATGTCAC 
TAATGGAGTCTCAGTTTGGTTGTTGTTGTGGTTATGGTTTTGGTGTGGTTTTGTTTTTGTTTGTTTGTTTGTTTGTTTGAGACAGGATCTTGCT 
AAAGAC ACC ACATTAG CCT C AATTTTGTAAATCTTCCCAATTCTCC CTC CC AAGTGTTGATGTTTACAGATATGCT CTGTTATCTT CAGGAGTT 
TTAAAAACTATTTTACATTGCACACTTATTTATTTTAAGGACTGGGTGAGATCATAGGACAGCTTTAAGCAGATGATTCTCTCCTTCCACTAAA 
TGAGACCCAGGGATCAAACTCAAGTTGCCAGGTTTGGCCACAGGTTCCTTTACCCACTAAAGACATTTCAGCAGCTCTTGCTTTATTATCTCTT 
TTTGGGTGATTCTAGAATGGAATTCTTTCTACTTTTGGGACAGAAGCAGCAGTGGTGTATGAAAGTGTTCGTATCTCTCACTCTCCAGCCTCAC 
CACCGTTTTGAGGCAATCTGCTAGACTGAATTGTTAATCTCCCTGAGATTTAATTTGGATTGTCCCGAGTCAGGCGAAGTAGCCCATTTTCTTG 
TTGGTACTCAATTTGCATTTCCTGTTTGGCAAATTGCCTATTCATATCCTAGAGCCAGATTCCTCTCTGGCTTTTCTTTACCTCCATTCAGTTT 
CTAGGATCCCTTCCTGCACGAGGAATATAACCTTTGCCTCTGAGGGCCCTCAGGAAGTGCCATCCCAAATATGACATTTTTGAGAGCTGATGAA 
CTCAAGGGGCGACGGAGCTGGAAACTGCAAGTGTAGGCTTAGCTGTACCCCTTATCTACATAAAGACATCCTCCCAAGGCAGCTAGGCTGTTCT 
GAATCTACTCTCCAGTTTCTTATCTCCCAGTGGAGATTACCTCCGTGACACCCAGCCAAGGTAGACTCTCCCTGACCTATTCTGTGGGCCGCTT 
CCAGACAGGGTTAATAATACCTGAGACTGTATCGGTCTGATAAAGTCAGACCTGCTTTCCTTCCCTCAGCTCCCAGAACGCTAGGCATCCCGGG 
ACACTGCATGAGTCTCAGTCATTTGACCGTCCTTCAGACCTCAGATGTGTGAGGCTCCCATCCACTGACATATTGTTCAGTGTATTTTCTACTA 
TGCTAATCTGTCTGTTTTGATAGTTCTACTTTTTGCAGTCAAATCTTAAAAGCCAACCTATTTTCATATTTTACTTTTTTTGTGCAATGCAGAA 
TATAAGTTTTCTTTTCTCCTCTTCCTCCTCTGTCTTTTTTTCTTTCATACAATACTTCCTCATCGTCCTCCCCTATCCCCGACTTTTTAAAAAA 
ATAAAGTCAATTAATCTGCAGGATTTTTTTTTTTTAGTATGTATATGTGTTGACCTGTTTGCCTCAGAATGCATGCAGAGATCAGCAAACAACT 
TGCAGGAGTCTTTTCTCCCCTTCCACCACGTGCATGGGGCCTCAGGCAGTTAGACATAGAGGAAAGGGTCCTTACCACCTGAGCTAGCTTACCA 
ACTGGGTCCCAGGGATTTTTTCAACTATTTTAAGCAAAAATTACAAGTCCTTTATTTTGTTGGGCCTGGGTCTTGTGGTATAGTCCAGGATGAC 
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TTCGGACTCCCTGCCTCAGCCTCACGAGGGCTGGAGTACAG^^ 

ATAGTCCCAGAAGAAACCCAAAAGCTGGATGAGGTTGTTGGTCTACTAACCATGATGGATTAAATCCTCCTGGGTTTGTGTACCTGTGAGCTGT 
CTTTATTTATTTCATTTGGTAAAGAAAGAETCINNE^^ 

CCAGGTCACCTTCTCTCTGTCCCCTCTTTTCTGAAACATCTTATCTTTTAGCAGAGTGAAGAGCACAGGTGTGGAGAGAGAACTTTATCCATAA 
CTAACCAGGCCATCTTAGCCGACTTTCCCAGTCCCCTGCTGCTTGAGGGAGTTCTAGTAGGCTGGTCAAAGTGTCCTTTACGTGTCCGCTGCTG 
AAGTTCTGAGGAAGATTCTAGAAGCCAGATGTGGTGGCACAGACCTGTAGTCCCAGAGTTTGGGTAATGGCAAGAGGATCAATTCAAGGTCATC 
CTCCTCAATAAAAATAGAGTTCAAGGTCATCTTGGACTATATGAGACCTCGGCTCAAAAAACAAACAGAAACACGTCTCCTTCCCCTCCCCCCC 
CCCCCAAAGCAACAACAAAAAGAGAAGGTTCTGGGAGCCACACCTATCTCTCCCCCACTGTGCCACTAATAAACAAAACTAACCTGCCAGATCT 
GGCTGTCTAAAAGGGTTCCTTTCAATGGAGCCTACCTCCAGCAGCATCCAGGAACACTTACCATACAGCGCGTGCTGTGTATGTATAATTACAA 
TCCGAGGCAAAGTTTTCAGAGAGCCAGCATCTTGAGGGAGAATTCAGCGGGAGGTCTCGGTTTGGAAGAGGCCAGGGGTGTGAAAATGAGGGTG 
TTAAAGGCTTTTGCAAAGGTAATGGGTTTTACATATGTGAGCCCAATAAGAAAGGCCTTGGAAGGGTGGCTCACCCTCATTCACGGCTACTTCC 
TAGAACCTGC CG CAGTC CCC AG AATTATGTAGG C ATTCGGGG AC AGATGGGAAGACTTT C AC AC ATGCT AAT AC AC ATTTTGACCTTG ACTCTC 
TAGGCATTCTCTTCTTCCTCGCTGGAGGTGAATGAGGGGTGTCATTTTCIAATTTAGAGGGAAATGGAGACGCTTCCCCACAAACAAGCTTAAGG 
GTTTAAGGATAAATCCCACCCTACTGAGAATGTGTGTTGAAAAAGGGCTTCACCCAGGGACCCAGGTTACTCCTGGAAAGTTTTGTGGGGCAAG 
AGCATTTATTTTTAGCCCCACATTTAGGAAACAGACCTTTTAGCATGCTTGCCTAGACAGAAGTGAGACGCTGTGGGATGGGGAGGGAGGGAAA 
TGTGCCCACGGCTGTGAGGAAAGAATACACGCACCCTGCTCTAGTCTAAATAAGATGTCGCGCTCTCTCTGTTCACGCCACCTCGTAAGTGAGG 
C!AAATGGGAC AC AAAG AGGCCAAATTAATGATGGCTTTCCTTGATGTCACC AT CCGTAGGAACTCGAGGT AT AC AG AG CAGTCAGTGATTTGGG 
CAAGGAAAGCAGCGGTCCGTAATTCAACCCTGGCTTCGGAAAGGCTTTTGTTGGGAACGGTGGGCGCGACTTTAGGGGACGTCCCTCCACGCGT 
TTCACAATCCCTTCCGCGGTAGCAAGGATTCGCTAATTGTCTCGCGGGGGTGGCCCCACTCGGGCTCCGAGGCTGGGCGGTGCGGCTCCGCTTT 
CTGCTTGGTCTCCGCGAGGTGTCGCCTTCGGCCGAAGAAAGCGGTAAGGCGCCACCCTCGTAGCCCGCACTTATTTATTTTCAAACAAGGGGGG 
CGCCCCTTCCTTTCAATTTGAAACTAGAAACCTCCTGCGGTCTCGTTTCTACGTGGGCGCGTCCTCGGCCTCCCATTTTGCACTCCTGTGTCGC 
CTTCCTTCGAGATCACACACGAACAGCCCCTCGACCAGGCCTTGTTCCACTTTAGCCTGGAGCTCATCTTTCACACAAACACACACTCGCGCGC 
AGTCCACGCAGGGACTGGGCTAGAAACCTCTTTTCCCATTCCCAGAACACACCCAGCGACCTTTAAAAAAAAAAAAACACGGAGTGCAGCGGGT 
GCAAGCCAGGGGGTCCAAAAGGGAGGGGGAAGCACTCCTCGGGTTTCCCAGCTTTGCTGCTTGCAGTCTGAAAAACGAGAGGGGGGAGGGGGAG 
AGAGAGGAGGGGAGGAGGGGGAGAGGAGAAGAGGGGAGGAGGGAAGGGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGTCGGAA 
AAAAAAG AGAAAAGCAAATGGCTTTTGG CGCG AAAGGCTTTGG CG C CTC C C CTG ATTTTTATGGAAATCAAGAGGGCGGGGAAAAG CCTCTTGC 
CTCTGCCTTTCTCCCTCCCCCTCGTCTGCGCCACAGCCCCCTTCTCTCCCCGCCCCCCGGGTGTGTCAGATTTTTTCAGTTAATAATATCCCCC 
GAGCTTCAAAGCGCAGCCAGTGACAGI^NNN^^ 

CCACCCGGAGACCCCAGCCCCGAGTCGCCTCCGGATCCCCGGCAGTCTGCGGGAGGTAAGAAGCGGTACTTGCGAAGCTTCGAGCGCCCGGGGA 

ACGGCGGAGCGCTGCGGCTAGGCAAGCCCCTGGACGCGGCTCCGCACCCTGCACCCAAATATGCCGGGCTTTTCTGGGGGAGGGGGTAAGGGGG 

CAACACACCGCGTCTGCTTCCGAAACAAAACCATCTGGGTTTTTTGTTTTTTTTTTTTTCCTGAAAAGCCTATTCAGCACCCGAAGGCACCCTG 

GCTGGAAGAGACCCGCCCTAATCCCTTTTACAGCCCTGGCCCAGGCAGAGAAATAGCTTTAGCGAAAAGAAATTCGCCCGGCTCCACAAGATTT 

GTCTGAGTGTGAGGTGACTGGGAACCGGTGCGTCCCCACCCCAAGCTGGGGTTCTCCAAAAGGTGCCGCGGGGAAAGAAGGAAAAGGGGTTAGG 

CGAAGCTAGGTGCCTGAGTGATAATGTAGGTCACGGCTGCTCCGGCTTAGGAGACGCGATTCTCGCCGGCGACCCTGCACCATTCCTAGGGATG 

GGGTTCAGCCTTTCCCCCCGCCTGTTGAAGAGGTTGAGGTCTCTGAAGGAAGGGGAATGGAAAGGGTATAGGTATAGGCAGCGATGAGTACCAA 

GGGTATCTGCCAAGATTGAGGCTCTAGGTCTAGGTGGAGAGGGTTGTATGTAATTGCCTGTTGTTGGTCTGACTGGAGAAAGGCCCTTAATAAT 

TAATAAAGTTTCCTGAACCCCGTTAGCGTTTGCGCTCCCGTGATCGC!ATTTCTGCAAAAGGGGAATGAAAGGTACTTCAATCCCATGCCTGGTA ' 

GCTGGGCTAGAGAGCAAGGACTTCCTTTAAGCAACTAGTGCAAGTGGGGTAGTCGCGCTAGTAAGAGCTGAGATCTGCAGCTTGAACAGCCCCC 

CTCCCCCAGGCAGTGCCTTGTGTGAATGAAACGGCAGTTTCCCAAAGTTGCAGAGAGCCACACCAC^ 

NNNNNNNNNNN^ 
NNNNNNNNNNNNNN]^^ 

AGGAGGATGCGTTCGGTCTCGGGGGCCTGGGTGGCCTCACTCCTAATCCGGTCATCCTTCAGGACTGCATGTGGAGCGGCTTCTCTGCCCGCGA 

GAAGCTAGAGCGCGCAGTGAACGAAAAACTACAGCACGGCCACGGGCCCCCGGGCGTCAGCTCAGCCTG.CTCGGCTCCCGGAGTGGGTGCCAGC 

AGCCCCGGGGGCCGTGCCCTTGGTGGGTCGTCGAGTGCTAGCCACACCGGGGCCACCCTGCCTACCGACCTCTCCCACCCGGCTGCCGAATGTG 

TGGACCCCGCCGTGGTCTTCCCCTTCCCGGTGAACAAGCGAGAGTCGGCGTCGGTGCCCGCTGCCCCCACTAGCGCCCCGGCGACCAGCGCTGC 

GGTCACTAGTGTGTCTGTTCCAGCTACTGCCCCGGTGGCTGCTCCTGCTCGTGCAGGCGGCCGTCCTGCCAGCAGTGGGGAGGCCAAGGCCCTC 

AGCACCTCCGGAGAGGATACCTTGAGCGACTCAGGTAAAGCCTAGAGTAGAGTTCTTGCTAGCTCCTTACGGACTGGGAAGGTGGGGGTGCTGC 

GTTCCCTTTGTTATCATAGATTTGTGCGGGTGATTCTCTTCTGTTCACCAGCCTCCCGGGACAGAAGAGGCTGGAAACACCAGCTACACCTTCT 

CTTAAATTTGCCATCCCCTTTTTCGCGAATCCTTGCGGTAGGCATGCCCTCACTGTGGCAAAAGTTGGTGGCCAGCTCAGTCAGTCTGTGGAGT 

CCAAAAAACTACCTGTACAGAAATCTGTTAGTCCGTTGGAAAGGAACCTTTAAGCCAGGTCAAGGAAGGGAAAAGACTCCCTGCAAGACGAGGG 

CTGCACAATCCCACTTGCAAAAGTTAAGAGAATGCCTGGCAATTCCTCCCTCCCCTCCCCTAGGACTCTGAGCCCTCCGTGGGTGGTGGGCTGT, 

TTGCGTTTGGTGCGTGGCCAGCAGGCGGCGTTGTGTCTGACGCAAGACAGGCAGGATCAAAAAGACTGGGGGTGATGGGGGCACCCCCTCCCTC ' 

CAGTTCAGCAGCTGGCAGCAAGTGCATTAGTGGTTGTGTACGTTTTCAGAGAGCCTCTTTCCGGTTTTGATTGAGTACTAGTCCCGTTGTGTTT 

CCTAGCTGGAATTTCTGACCTAATTGAGCTGAGTTGTGTTCCATAACCCATTGCCCTTGAAGGTTGAGGGCGGGTCCCTACCACTGCCGCTCCT 

AAGGAATG(^CGCACCCTTAGGATTCATTGGTTCTATTGTAAGCCTTTATCTGCGCTGTCCTCGGAAAGAAAGGGTTAAAAAGAAGAAGAAGAA 

AGCTTTTTTTTTCCATGGGGCTGTGAAAGTACCTACCACACTTTACCCAAATCCAGTCTGCCCTTGTCCTTCGAGCTGTAGGTCCAGCCCCCCT 

ATTAGACCTTGGAAGCCAGTGTTTTCAAAATGCCAAAGAATAAAAAGTCTAAATTTCCTCCTGGGCTGTGGAGGGATCGCTCTAAGGCTCCTGG 

GAGGAAACTTGGTGATAAGCCTGCACTTTGAAAGGGCTCTGTCCCTTTAATGTCTGTGCCTTGACAGCTTTCTGTTAGGAAGCAGTTCCTTCCA 

ACAGCTGTCTTCTTGGCTGAAAACCAAAACACTGGCTTAAAGGGACCTACCGGCTGGAGCAGCCTAACATTTCAGCCTTAGAAGAAGAAACCTC 

ACAATTGTTCCGCTTTCCGGTCCTCCCTAGATTAAGCAGACGATGTGTTTTGGTTTTCGTGCTTGCTTTTATTTTCTTCTTTTAAGCCATAATT 

TTCTCTCCTAGCCTGGCAGTAAACGAAGTCAGAATGAATACACATAGGACGATACAGGCTTTTTTTTTTTTTTTTCTCGTGCACCGCCCCCTTT 

GGGACTCTGAGCTACTGTGGATTAGAGCTTTATAATTGAGATCTGATCTCTGCCTAGATGAAAAACTGCTTACTCCGTACAACGCATGTTCGCA 

C CAGG AAAGGTTGTTGTCGTAGTG AATG AGATTGTCCTAG AG TTTTAAGG ATGGCAGAATCAAAC C CAGC CATGGGTTTTAC CAAAGG AGGAGC 

CTCCGGTCTGAAGGGCGGCTGTGGAAGTGTGTATAAGTAAATCCATGGGGCAGACTGGCTGGTGATTATGCTAAAAGCCCCTATTACCGAGCAT 

CTGTCGCCAAGTCTACATAGTGTCTGCCAAACTCAAACACTGTGGTTATTACCCCCATTGAATAGCTGAGGACACTGAAGAGTTTTTCCAGGAT 

CATGCCGACAACGGCTCGTTCTGACTCCAGTTGGGTTCCTCGAGTTTCTGCCACATCCTCAAGTTTGTCACCAGGGGTTGAATCCTGGGCCCTT 

CCACATCAGACAAGTGCCCTGCTGGCCCCACACCACCCAGGGAAGGAAAGGGGTGGGGCGTACCTCTTGTCCGCGTTGTGATCAGCAAACCTAG 

CTGACTTAAATAACAAGTGTATGTTAATCGCACAATTAACCAGAAACTATTTTTCCCCTCAGATGATGAGGATGACGAGGAGGAAGATGAAGAG 
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GAGGAAATCGATGTGGTCACCGTAGAGAAGAGACGTTCCTCCTCTAACAACAAGGCGGTAACCACTTTCACGATCACTGTGCGTCCCAAGACCT 
CCGCTCTGGGTCTGGGGCGAGCACAGCCTGGCGAGCTGATCCTCAAGCGCTGTGTTCCCATCCATCAGCAGCACAACTATGCTGCACCCTCACC 
CTACGTGGAGAGCGAGGACGCGCCCCCGCAGAAAAAGATCAAGAGCGAGGCTTCTCCACGCCCCCTCAAAAGTGTTGTTCCAGCAAAAGCGAAG 
AGCCTGAGCCCCCGAAACTCAGACTCGGAGGACAGCGAGCGCCGCCGCAACCACAACATCCTGGAGCGTCAGCGCCGGAACGAGCTGCGCTCCA 
GCTTCCTGACGCTCAGGGACCATGTGCCTGAGCTGGTGAAGAACGAGAAGGCCGCCAAGGTGGTCATCTTGAAAAAGGCCACCGAGTACGTGCA 
CGCCCTACAGGCCAACGAGCACCAGCTCCTGCTGGAAAAGGAGAAACTGCAGGCGAGGCAGCAGCAGTTGCTAAAGAAGATCGAACACGCTCGG 
ACTTGCTAAACGTTTCCCACACGGACAGTCACTGCCAGTTTGCACATTTTGATTTTTTTTTTTTTTAAACAAACATTGTGTTGAGATTAAGAAT 
GTTGGTTTACTTTCAAATTGGTCCCCTGTCGAGTCTGGATCTGGGTAGGGGGCAGGACACGGGGTTCTGCCATGACCTTGGAAAAAAAACTGAC 
TTATGGGATGCTGGGTGGCTTGTTTTCCTCCTCCATATCACCTGGTGACAGCCGTGGAAGTTCGGGACACTAAGGAGGTTCAGGAGGCTGTGAA 
GTCACCTTGTTCCGGTCCAAGATTCCAAACAGAGTCATTCCTTCTTTTTACAATGGTGCTTAAGTTCCAGCAAATGCCACAGAAGGGGGGGGTT 
GCCATTTGATGCCCCTGGGAACACTTGTGTAAATACCATTGATACACCCGCCTTTTGTATACGTCCTGGGTAATGAGAGGTGGCTCTTGCGGCC 
AGTATTAGACTGGAAGTTCACACGTAAGTACTGTAAGAATACCTCAATGTTTGAGGGGCATGTTTTGTATACAAATATATTGTTAATCTGTTAT 
GTACTGTACTAATTCCTACACGGCCTGTATAGTTTAGTATGACGCTGATACATAACTAAATTTGATACTTATATTTTCGTATGAAAATGAGTTG 
TGGAAGTTTTGAGTAGATATTACTTTATCACTTTTTGAACTAAGAAACTTTTGTAAAGAAATTTTACTATATATATATATTCCTTTTTTTCCTA 
GCCTGTTTCTTCGTTGTTTACTGTATTTGTTCATGTTTGGTGCATAGAACTGGGTAAAATGGCAAAGTTCTGTGTTTAATTTCTTCAAAATGTA 
TATATTTAGTGCTGCACCTTAGAGCACTTTGAAATACCTCATGTTTATGAAAATAAATAGCAATTAAATGATGCAAGGCGATGTTTTCCTTCCT 
AGCTTGGCTGCAGTCTCTGCACACAGTCCATTCCTTACCCGGACTTTTAACATTGTGGAATCCTGGTTAGGGAGGGTACTTGTAGAGGGATAAA 
TGGGTTTGTGAATTCCACAGATTAGAACCAACTACTTTCAATAGGCAATCAATGGGTGTTAAAGCTCTTTCAAATATTTTGTTTTGGGTGTGAG 
TGTGCCCACAATGTCACATCCCCTGCAACTGGAGTTCAAGTCTAGGAACAAGGCAGAGGCCCTGCGCAACAGTAACAAGTGACTCACCCCTGAG 
CCATCTGTCACCCCTTCATTTTTGAGGCCTCTTTGGGTCTCTAGCTGGGATTATAGGTGTGTGCCCCCCATATCTAGTTACCAAAACACTTTCA 
CATACTCGAACTCTCAAAGCATTTTAGATAGTGTAGATACCAGCCCAAAGTTTGGAATAAGCAGTAAAATTGGCAAGTTGTGCCGAAATTTACA 
TAAACACTTGTCCTAGTTGTTTGGAAGGACTTGTTCCTGAAGATTCCCCCAGGAAGAGGTAGGTGTGGAAGCATATCTGATGGCTGCAGAGGTG 
ACAAGAAAAATGTCACCTAGCCCTCTTAGCACAGCAAGCTTCTATATTGCAAGCCCAAGGCCGCAGAGTAACACTTAGTCCAAAAGAAATCTAG 
GACCAGTATAATATTCTGGACTGAGCACTAGTGAAATAAGAGGATGGAGTCACTGTTCATCATTGATCTCGGTCACCAGCCTCAGCTCCAGTTC 
CCAGAGTACTGAAGACCAAGAAGGGGAAGGAGAGCTGTCATTGGGTGGACTGTGGGGGTGCCTCAAGGAAGAATGAGCTACAGACCTTGGAGAA 
GGCCAGAACTAAACATGAAGGAGGCTTCCCTCTATCTACTCAGGGAAAATTTTCTGGAAGTCTGAAGACCATCTACCTTACTTAAGAACAGGAC 
TTCTATTTTTCTTTGGGGTAACAGACTACACACAGCATTTCCCTATGGTTTCATTCACTGCAGGTTTTTAACTTCAAGTTGAAAAAAAAAATGT 
CTTCATGGAAAAATGCAGCCCAAGGGTCCAGACAGCTTTGCTTGTGTGGCTGTACTGTCAGGGACAGAGATCAGGCTGCGCAGGTGGTTGGCCA 
GACAGGTAGAAGGTGAGCCATGGAGGTCCTTATTTGGGGTGACAGCTACAGATGGTGTCTTAACAGTTGCTGTTGGGTTGGTGGTACTGCCTGC 
ATTCTCTGGTGATTTGACAAAGGTTGGAAAGTGGGCAAAATGCCCTTTACAAAATCCTATAACTCCGCAGTCCCAAACTAGCAAATAATAAGCC 
ACTCTGAAGGTCCCATTCAAAAGAACTCATCTGTTGCATCTTGCAAGTCCTACGTAACAAGCCCATCACTGTATCAGTACATCTAGAAACCAAA 
TGGAACTTAAAGATCTCAGGTTAATTGAGCACCTAAGAGTGTTGAAGCCTGCCGCAGTCAACTGAATTGCTCTGTTTCTCTTCTCCCAAAGGGG 
ACCTGAAGTGTGACAGATGAGCTAGAATTCTACTGTGTAAGAAGAAATAGAACAGAGACCACTGAACTGAAATTTGTACCACATTCTTATTTTG 
GTGACTACGGGGAAACTTGTAGATAATGCTCTCTTACATCTCCAGGACCCACTTCTGCGTCGAAAGCTCTGTTACTCTCTTGAGATCAATCACA 
T AAC AAC AACAAACTCTCTG CATTCGGTGG ATCATAAATAAAAGAACATATATTG CTCTTCCAGTGGATCTGAGTTCAATTC C C AGC AC CCAAG 
TTAGGTGGCTAAGCTGCTTGTAACTAAGGCACCAGGGATTTGACATCTCTAGACTCCTGTGACTTAGACTCGCATAGATACACACACACAATTT 

TGTTCCTACTGTAACTCTGCAGTTCTCTGTACAATAATTGGAAAAGAGAAGAATCCAAGCAGTTGTCTGAAAAACACAAGACTGAGATACTCAC 
AGAAAGAAACTCTTTCTTAAAAGAGTAAACTGGCACTTCTGTGGAGTGTTCCACCATCTCTCAATCACTTCCTCTCACAGAATGCAGGTGGGGT 
GTCCCTGGACTAACTTGGGGCACAGGACTGACATTGAGGCCTCGTGATCAGCCTGGTGGTATCTCGCAGGACTCCTGTAACCTATAGGCTGGCC 
TCCACCTCAATATGTAGCTGAGGATGGTCTGAGCTCCTGGTCCTCCGACCTCCACATTCTGGATACTGGCTAACAAAGTGAGCCAATATACCTA 
TGCATGTATTATGTAAGTGCTGGGGATAGAATCCAGGGTTTTGTGCATGATAAGCAAGCACTTCCTGAGCTATGTCACGTACCCTTGCTGATGG 
AATTCCCTGGCTCTTTCCTCTCAACCAATGTTATTAACATAGGAACTAACATTTGTCAGGTGTTTCTGGTGCTTGGGAGAAATCAATGAAGAAC 
AGCAACAAC!AACAAAAAAAAAACAAAATTGCCAACTGCIACCCAATTCTTGT^ 

TAAATAAGCAAAGCAAG C CAACAAATAGC AC CAATGAGGTAGTG AGT AATTTATAAAAGAAGTGGACTGGT ATAG AGGAATTCAAGATTGCCAC 
CAGAGGGGATGGGGAGCCAGGCCAGTGCAGATGCACCTGGTCCTTGGACCTGTGGAGGAAAACGCAAGGTGACTGACAGGGCTGCTCAGCCACC 
AGAGCAAGCTGCTCAGGTTCTCCATTTAGTCCGTCTCCCCTCCTCACACCCTGGACATGCGTGTTCCCTACTATGTCCTTTGCCTATCTGCTGA 
AAGCGAAGCATCAAACTATGATGCAGCTGCAGTCTGATTCCCTGGGACTGAGTCCCACAGTTAACACAGTTCCTCATATTGTGGTGACCCCCAG 
CCATAAAAGCATTTTTGTTGCTACTTCATAACTATGATTTTGCTACTGTTATGAATCGTAGTGTAAATATCTGATATGCAAGATATCTGATATG 
AAACCCCAGTGAAAGGGCTGTTCAACCCCACAACTGTTTCCACCCACAGACTGAGAGTCTCTGCTACAGAGAAAGGTGTGTGTGTGTGGGGGGG 
GGGGGGTTATTTGGTATCGACAGAATTGTTCCTTTGTTTCCTCTGTATTTTTCTAGGAAAAAAGGACTATTTAGAAAAATGAGCAGTAAAGCAA 
ATATATAAGCCTGACCTCAATGAGAACTCTGCAGACTTTTGTTACCCCCAAAAGGCTTTATAAAACCTAAAAAACGGGCGCTTTGGAAAAGAGT 
AAAGGTAAGCTGTGAAGCCTATTTTAAGACAGAGACAGATCCTAGGAACCTGAGTTCCACGGACCATCTATGCTTTCTACAATGGTTTATTAGT 
T CT CCTTACTTGTAAAGG AAATCCCTTCATAGGCGACTG ACCAAGG CCACCTGATCTCTCTTGATACTGACAGGTCATACTAC AAGAC ATCCAT 
CCTGAAACCTTTGACCAGAAGTAACAGAGCCTTGTTTATAGTGGAAGCATGGCGACTGGCTGGGACAGTGCATATTTGGGGAACACACACACAC 
ACACACAGCCTAGGCTGCTTAGATGTGAAACGTAGGTGATTGGCGGGAGCATGTGTGCACTGAGCGGCAGCGTCCAGTGGACTTTCCTCTGCTA 
TCTAGCAGGCCAGAGATTTTTTTCAGGCCTTAAGGGCTAACAGATCTTTTTTTAAGGATTATTTTTATTTTTATTCCTGTGTGTGTCTGTGTAC 
C CAAATGTACCTT CAG ATGC CAGAAGAAGGTAT CAGATCTCC AGC AACTG AGTT AG AGGT AGTTGTG AGCC ACTCAGTGTGGGGGTTGGGAATC 
AAATCCAGGTCCCCAGGAAGAGCMCAAAGGCTCTTAACTGTTGAGCCCTCCATTTATGCC^TAATCTTTTTAAGTTATTCATTCATTTATTCA 
TTCGTCACTCAGTGGGGGGGGGGGGGGTGCATGCCACAGTGCATGTAGGTATAGAGGTCAGAGGGACAACCTGAGGGAGTCAGCTCTTTATTTC 
CAGACCAGCTGGGCCTTAGGAGAGATCTTTGGCCATCAGGCTCAAGGGCAAGAGCCTGTTTTTTTTTTTTTTCGATGAGCCAACCATGTCAATG 
GCCCCTGTTAGAGAATCTTTGAGAGGCAGGAAAGCAAGTAGAGGTCTTCTCTAAAGTTTTTCTGAAGTGAGAAAGAGAGTCAGAGATAGACACA 
CACACACACACACACACACACACACACGGAGAGACAGAGAGACAGAGACAGAGATTCAATACTGAGAGTTGAACCCAGACTTTCACACATGCTG 
GACAAGTGTTGACTACCACTTAGCTACACCCCAAGCTCTCCTTTTGCCTTGTATTTTGAGACAGGGTCTTACCAAGTTGTCAGGCTGGGCTTGC 
ACTCCCTCTGTAGCTCAGATAGTCCTTGACCATGTTGTCCCCCTGTCTCAGGCCCTGTATAGCTGGGGTTGCAGACCTGACCCACCAGGTCTGT 
GTATTTCGTGTGTCTTTGTTTTGTGTCTTAGGCTCCCTTTCATGAGATGATAGGACGAGGTGACACTGAGCGTTGCCTGGGAGACAGACTTTGT 
GGGC CAG C AACC AGC CTTG ANlJeTCftJNfc^ 

TCCAGGAGTGCGACCTCACTTGGTAATTCGCCTGGGTAACAAAGGTACCAGGCCTGTCTGTCACTGT'TGCCCAACTTCCCACTGACCCTCCGGA 
GTGGAGGCTGCTGCTGCCCTGTACCCTCACCACCCCACCGTCAGGTGCATAGCTGCTGATTCTGGTTGAGCAACCCCAGAGTATTGTTTCTTGG 
GTATTGTGATGAATCACAAAGCAAAACAAGGCTGGGGAAAGGAAGTAGTACTTAGTCCAAGTTCAAAGTAAGCTGCTTTCATTGGAGGCAGTGA 
CTACAGAGAGCAGGCTAACTGAGGTAGAAAACACCAGACAGCGCTTGGATGACTTAACAGTTAAGAGCACAGACTGCTCTTGTAGAGGAGCCAA 
GTATGGCTCCCAGCACACACACTCAAGGGGATGGCTCACGACTGCCTAAAACTTCAGTTCCAGGGGGCTGACGCCCTCTTCTGGCTTTCATAGG 
CATCTACATTCAAGTGCACACACACAC!ACACACTTAAAAATAAAATAGAACrCTTAAGCCAGGGCTACACAGAGAAACCCTGTCTCGAAAAACA 
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AAACAAAACAAAACAAAACAA^ 

AACTAAAGGACCTGGATCCTAGGGAACATTGAGGTCCCCTTACTCTGCCCTGCCACTCCTCCCCCCCCCGCCCCCCGACAGTGTTTGCTTCTTC 
ATTGTGCATCATAAATTGTACAGCCACCTTCTGCAGGTCAACCAACTCTGCCTTCTTTGAGGGTCAGCCAAATGATAGGGAAAGGAGTGATTGG 
CCCACGCCAGGCCAGACTGGGAGGAACATGGACTTGGGGTTGGATAGCCCATAGATAAGAGATCTGGAAACCTTCCAAGGGTAATAAAAGGAGA 
GAAATCTATTTTCCTTTTCAGAGACATTGAATGTGAAGCTGGTGGGT 

NTTAGGGTCCCTTTCATGAGATGATAGGACGAGGTGACACTGAGCGTTGCCTGGGAGACAGACTTTGTGGGCCAGCAACCAGCCTTGACTCCTC 

TCGCTTGGTCACCTTCTTACTCTCCGGCCAGGAAAGTTTGTATCAGTTCCCCATCTGTGAGCAGAACAGGCTGGAGCTGGTGAGCTCAGAGACA 

GGTGCAGCTTGCAGTCACTCATCCTGAGGAAGGGCTGCAGCCTTCAGCATCCCCACAAGATGCCAAGCACGGTGACACACGCTTTTAATCCCAG 

C ACTG AGAAGGG AAAGCCTAG CCTGGT GTAC ATAG C AAGTTT C AGGAT AG CTAGGGCT AC ATAT AG AGAAC CTGTCTT AAAAAT AAAAG ATG AC 

TAAAAGAGCTAGGGATGTAGATCAAGTGGTAATTTGTCTGGAGTGCAGCAAATATAAACGCCATATTGTGGTGCACTCAGGAAATCCTACATGT 

AGGCAGAGGATCAGGCGTT CAAGG CCAT C CTTGC CTACACAG CAAAATGAAGTCAGCCTGG ACT AT ATATTTCAAAAC AAAAAC AAACAAAAAC 

CAACTCAGATGTCGTCAGTGCTGGTAAACAGTGGCACTGTGGTTGGAAACTTGGGAACCTATCAGCTCTCTGCTGGTCACCTTCTCCAGAACTG 

TCGTCATTCAGTGCATCCATCCCTCTGATGCACGCTGTCTTCCAGCCTAAAAGCGGGAGCTGGGGATGTTTTTCATCTGTGGAGTGTGGAAGCT 

AGCTTG C AGG AGGGCCTGGGTTCAATC C C C AGTGTTG CAAATGT AAAATAAG AAT CAC AGCTGCAAGGTTCTTGC AAGG ATCAAGT CATAAACC 

ACTGGAGGGATGTGACAAACTTTGGAAACATGAGCGCCATCCATGAGGTCTTACTGCTGCCCGGACTCAGACCACACTTGAGCAGCCTCCCTCC 

AGTCTACAGACTGCCATCTAGATTCGACCCTCAGGGTGTTTCCCCAGGCAACAAACTCCTTTCCTTGTGTAGCAGGCTTCCTCTGGTTGATCCC 

TTGTACCTAGAATAGGGCTTTGCTTGGCAGTCTAGATGTTATTTTCATAGGGAAAACCTGGCTATTTTCTTCAAGCCAGCTAGAGCCATGATTC 

CTGCAAACGAACTGGGTACTCTGGCTGGTCTCTGCTGAAACTAGAGAGAAGTATGATTAATCCATTGTTGAAATTGGTTAGTCAAATGAAAACA 

GAACATGGTAACAGACATTTCATACCTTGAGTCTTTGCTTGGGTTATGCTAGTCACTTCTTTTTGGCACAAAACAAGAAAGAACAAGGGCTTTA 

AACC AAG AGTAG ATACAAGTTTGCTCTTTTCTTTTTTCCAGAG CAACTGAGCTATAGTAAAGAAAAAGAAAC C CCC CAAAGAGTGGG AAAGCAC 

GAAGGAAAGAACACCCCAGGTTTAACTGCATGGGTTGAAAAAAAATTCTTTATCACCTGGCATGGTGGTGCATCTCTACATTCCCAGCACTCGG 

AAG AAG C AGAGG ATTGTTCAGACTG ACTGGTCCAGGT ACGGT CT AGG CC AGGTGGGGCTACTATATACTGAGACTTTGTCTCCAACAAAACAAA 

ATAAGAAAGGAAATCTTTCCCACCCTGTGGTGGGTCCTACTTCTGAATTTTCTTTCTTTCTTTCTTTCTTTCTTTCTTTCTTTCTTTCTTTCTT 

TCTTGCTTGCTTGCTTGCTTGCTTGCTT 

NNNNNNNNNNNNNNZ^^ 

AGTACTATGTAAACAAGGCTGGTTGGAACTCACAGCGATTGTTCTACATCAGCTTCCCAAAGGGCTGGAATTACAGGCATGAGCCACCACCTTC 

TATTTTATTGCTCATGTTCTGCCCGCCTCCCTCCACCCTCCTTCTTTGGACAGGGTTTTTACTCAGCAGCCCTGGCTAGCTCAAAGAGACACAC 

ATGTCTTTGCCTCCATGTTTTGGAATGAGAGGCTTATGGAGGCACACTCAGCCTTCTGCTAGCATCCTCTAGCTTCCTCTAGTCTCCTCCTTCT 

TTCAGTCTTTGTACGCTGCCAAAAGAAACGG TTGTCCGATGAAAGAGCACAAAG CAAG CTGAAAGG AGGTGAGGGAAAC ACGTAAAATAAAATG 

CT C C C CC AGTTC CTAGGG AAAATTGAGCC CTACTT AGTAAG AAAAG CTGC AG ATTCAGGTAC CTGG ATGTGGGTC AGG AC CTTGATG CTCTAGG 

ATTATACCATCTCCCAGGAATCTTCCTGGGGCTTCCTGTGGTGGCTTTCCACGGTCTCAGGATGAGACCACCTGGGCATAAGCCAGTTGTGGGT 

GGAGGGGCTGCATTCCTCAGAACTTGAAGATGGATCCCTTCACAAAAAGAAGAGGATGGAAGAAAGTAGACCTTCCAGGAGCCTTTAGCATGGG ' 

TATTCACATGGATTTAACTTGGGGACAAACCTGCGGTTAACTTGGTTAGCAACTGCTTGTAAATGGGAGAATCCTTATTCCAGGGGCTGGTGCA 

CATGGGGGAAAAAGACAGAGCAGTCCATGGCCTCCTGAAGGGAATGGTTCTATCATGTTAATGCTCTGCATCTTATTACAGTCAGGACAAAGGG 

CCTGGAGTTTGGGACTGAGAGTTTGTTTTGGAGTCTTTTAATATGGAGATGACTCTCCCTAAGGGGAAGGAAGAGGACCCTGGAGTCAACCCAC 

AAACTTGTCTTGGCATGGTGGTGGTGGGGTGTTGAGACTCACCA 

CTTTGGTGCTACTGATGTCTGTCTCTCTGCCTATCTCTTGGTGTT 

MOUSE SEQUENCE - mRNA 

GAATTCAGTGGGAGGTCCCGGTTTGGAAGAGGCTAGGGGTGTGAAAATGAGGGTGTTAAAGGTTTTTGTAAAGGTAATGGGTTTTATACATATG 
TG AGCCCAATAAGAAAGGCCTTGGAAGGGTGGCTACC CT CATTCACGG CTACTC CATAG AAC CTGCCGTAGTCC CC ANTATGTAGGC ATTCGGG 
GATAGATGGGAAGACTTTCACACATGCTAATACACATTTTGACCTTGACTACACAGGCATTACACTATTACTTACTGGAGGTGAATGAGGGGTG 
TATTTAATCCAGAGGGAAATGGAGACGCTCAACATAAATAAGCTTAAGGGTTTAAGGATAAATCCCACCCTACTGAGAATGTGTGTTGAAAAAG 
GGCTTCACCTAGGGACCTAGGTTACTCTTGGAAAGTTTTGTGGGGCAAGAGCATTTATTTTTAGCCCCACATTTAGGAAACAGACCTTTTAGCA 
TGCTTGCCTAGACAGAAGTGAGACGCTGTGGGATGGGGAGGGAGGGAAATGTGCCCACGGCTGTTGAGGAAAGAATACACGCACCCTGCTCTAG 
TCTAAATAAGATGTCGCGCT CT CT CTGTTCACGC C AC CT CGTAAGTG AGGCAAATGGG AC AC AAAG AGGCC AAATTAATGACGG CTTTCCTTGA 
TGTCACCATCCGTAGAACTCGAGGTATACAGAGCAGTCAGTGATTTGGGCAAGGAAAGCAGCGGTCCGTAATTCAACCTTGGCTTCGGAAAGGC 
TTTTGTTGGGAACGGTGGGCGCGACTTTAGGGGACGTCCCTCCACGCGTTTCACAATCCCTTCCGCGGTAGCAAGGATTCGCTAATTGTCTCGC 

gggggtggccccactcgggctccgaggctgggcggtgcggctccgctttctgcttggtctccgcgaggtgtcgccttcggcgaagaaagcggta 
aggcgccaccct'cgtagcccgcacttatttattttcaaacaaggggggcgccccttcctttcaatttgaaactagaaacctctgcggtctcgtt 

TCTACGTGGGCGCGTCCTCGGCCTCCCATTTTGCACTCCTGTGTCGCCTTCCTTCGAGATCACACACGAACAGCCCCTCGACCAGGCCTTGTTC 
CACTTTAGCCTAGAGCTCGTCCCCACACAACACACACTCGCGCGCAGTCCACGCAGGGACTGGGCCTAGAAACCTCTTTTCCCATTCCCAGAAC 
ACACCCAGCGACCTTTGACCTTTAAAAAAAAAAAAACACGGAGTGCAGCGGGTGCAAGCCAGGGGGTCCAAAAGGGAGGGGGAAGCGCTCCTCG 
GGTTTCCCAGCTTTGCTGCTTGCAGTCTGAAAAACGAGAGGGGGGAGGGGGAGAGAGGGAGGGACGGAGGGGGAGAGGAGAAGAGGGGAGGAGG 
GAGGGGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGTCGGAAAAAAAAGAGAAAAGCAAATGGCTTTTGGCGCGAAAGGCTTTGGCGCCTCC 
CCTGATTTTTATGGAAATCAAGAGGGCGGGGAAAAGCCTCTTGCCTCTGCCTTTCTCCCTCCCCCTCGTCTGCGCCACAGCCCCCTTCTCCCCC 
GCCCCCCGGGTGTGTCAGATTTTTTCAGTTAATAATATCCCCCGAGCTTCAAAGCGCAGCCAGTGACAGTCATCTGTCTGGACGCGCTGGGTGG 
ATGCGGGGGGCTCCTGGGAATAAGCGCGCACACACTGCAGCCGCCGGAGGACAACCCCCTCCCGCCGCCGCTCCCTCAGCCCACCCGGAGACCC 
CAGCCCCGAGCCCCTCCGGATCCCCGGCAGTCTGCGGGAGGTAAGAAGCGGTACTTGCGAAGCCCGAGCGCCCGGGGAACGGCGGAGGCCCTGC 
GGCTAGGCAAGCCCTTGGACGCGGCTCCGCACCCTGCACCCAAATATGCCGGGCTTTTCTGGGGGAGGGGGTAAGGGGGCAACACACCGCGTCT 
GCTTCCGAAACAAAACCATCTGGGTTGGGTTTTTGTTTTTTTTTTCCTGAAAAGCCTATTCAGCACCCGAAGGCACCCTAGCTGGAAGAGACCC 
GC C CT AATCC CTTTTAC AGCCCTAGCCCAACAGAG AAATAGCTTTAGCGAAAAG AAATTCGCCCGGCT C CACAAGATTTGTCTGAGTGTGAGGT 
GACTGGGAACCGGTGCGTCCCCACCCCAAGCTGGGGTTCTCCAAAAGGTGCCGCGGGGAAAGAAGGAAAAGGGGTTAGGCGAAGCTTAGGTAGG 
TGCCTGAGTGATAATGTAGGTCACGGCTGCTCCGGCTTGAGAGACGCGANEntfNI^^ 

GAAGGGGAATGGAAAGGGTATAGGTACAGGCAGTGATGAGTACCAAGGGTATCTGCCAAGACTGAGGCTCTAGGTCTAGGTGGAGAGGGTTGAT 

TTTCTGCAAAAGGGGAATGAAAGGTACTTCAATCCCATGCCTAGTAGCTGGGCTAGAGAGCAAGGACTTCCTTTAAGCAACTAGTGCAAGTGGG 
GTAGTCGCGCTAGTAAGAGCTGAGATCTGCAGCTTGAATAGC C CCCCCTCC C CTAGGCAGTGCCTTGTGTGAATGAAACGGCAGTTTCCAAAGT 
TG C AGAGAGC C ACAC CACC C CCTG CAT CTG C AAG CCC.CCTCCCACTCCCAGTCCTAG ACAGCTTGTACACAAAAGGAGGGAGTAGGGGAGACGC 
TCAACTTTCTCCCACCTTCCAGAGCTGTGGGGAGCTTGCAGAAGAGATTGGGGGCTCCCACTGCCTGTCCCCACCAACCCACCCCTTTGGCTCA 
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TTCTCTCTTGGTTTGCCTATTGGTTGTAGAGTTGGAGGTTGGCGCGACTCTGCTGCTCTCCACGGGGAGGAAGCACTCCCCCATATTAAAAAGA 

GCGGAGATATTAAAAAGAGAGGCGAACCCATGCCCAGCTGCACCGCGTCCACCATGCCGGGGATGATCTGCAAGAACCCAGACCTCGAGTTTGA 

CTCACTGCAGCCCTGCCTCCACGCGGACGAAGATGACTTCCACTTCGGCGGTCCCGACTCGACCCCACCGGGGGAGGACATCTGGAAGAAGTTT 

GAGCTGCTGCCCACGCCCCCGTTGTCGCCCAGCCGCGCCTTCCCAGAGCACAGCCCGGAGCCTTCGAATTGGGCTACGGAGATGCTGCTGCCGG 

AGGCCGACCTGTGGGGCAACCCGGCCGAGGAGGATGCGTTCGGTCTCGGGGGCCTGGGTGGCCTCACTCCTAATCCGGTCATCCTTCAGGACTG 

C ATGTGG AGCGG CTTCTCTG C C CGCGAGAAG CTAGAGCGCGCAGTGAACGAAAAACTACAG CACGGCCACGGGCCCCCGGGCGTCAGCTCAGCC 

TGCTCGGCTCCCGGAGTGGGTGCCAGCAGCCCCGGGGGCCGTGCCCTTGGTGGGTCGTCGAGTGCTAGCCACACCGGGGCCACCCTGCCTACCG 

ACCTCTCCCACCCGGCTGCCGAATGTGTGGACCCCGCCGTGGTCTTCCCCTTCCCGGTGAACAAGCGAGAGTCGGCGTGGGTGCCCGCTGCCCC 

CACTAGCGCCCCGGCGACCAGCGCTGCGGTCACTAGTGTGTCTGTTCCAGCTACTGCCCCGGTGGCTGCTCCTGCTCGTGCAGGCGGCCGTCCT 

GCCAGCAGTGGGGGGACCAAGGCCCTCAGCACCTCCGGAGAGGATACCTTGAGCGACTCAGGTAAAGCCTAGAGTAGAGTTCTTGCTAGCTCCT 

TACGGACTGGGAAGGTGGGGGTGCTGCGTTCCCTTTGTTATCATAGATTTGTGCGGGTGATTCTCTTCAGTTCACCAGCCTCCCGGGACAGAAG 

AGGCTGGAAACACCAGCTACAGCTTCTCTTAAATTTGGCATCCCCTTTTTCGCGAATCCTTGCGGTAGGCATGCCCTGACTGTGGCAAAAGTTG 

GTGGCCAGCTCAGTCAGTCTGTGGAGTCCAAAAAACTACCTGTACGGAAATCTGTTAGTCCGTTGGAAAGGAACCTTTAAGCCAMGTCAAGGAA 

GGGAAAAGACTCCCTGCAAGCGAGGGCTGCAGAATCCCACTTQCAAAAGTTAAGAGAATGGCTTGCAATTCCTCCCTCCCCTCCCCTTGGTTCA 

GCAGCTGTCAGCAAGTGCATTAGTGGTTGTGTACGTTTTCAGAGAGCCTCTTTCCGGTTTTGATTGAGTACTAGTCCCGTTGTGTTTCCTAGCT 

GGAATTTCTGACCTAATTGAGCTGAGTTGTGTTCCATAACCCATTGCCCTTGAAGGTCGAGGGCGGGTCCCTACCACTGCCGCTCCTAAGGAAT 

GCACGCACCCTTAGGATTCATTGGTTCTATTGTAAGCCTTTATCTGCGCTGTCCTCGGAAGAAAGGGTTAAAAAGAAGAAGAAGAAAGCTTTTT 

TTTTCGATGGCCATGGGGGTGTGAAAGTGCCTACCACACTTTACCCAAATCCAGTCTGCCCTTGTCCTTCGAGCTGTAGGTCCAGCCCCCCTAT 

TAGACCTTGGAAGCCAGTGTTTTCAAAATGCCAAAGAATAAAAAGTCTAAATTTCCTCCTGGACTGTGGAGGGATCGCTCAAGGCTCCTNGGAG 

GAAAGTTGGTGATAAGCCTGCACTTTGAAAGGGCTCTGTCCCTTTAATGTCTGTGCCTTGACAGCTTTCTGTTAGGAAGCAGTTCCTTCCGGCA 

GCTGTCTTCTTGGCTGAAAACCAAAACACTGGCTTAAAGGGACCTACCGGCTGGAGCAGCCTAACATTTCATTCAGCCTTAGAAGAAGAAACCT 

CACAATTGTTCCGCTTTCCGGTCCTCCCTAGATTAAGCAGACGATGTGTTTTGGTTTTGCTGCTTGCTTTTATTTTCTTCTTTTAAGCCATAAT 

TTTCTCTCCTAGCCTAGCAGTAAACGAAGTCAGAATGAATACACATAGGACGATACAGGCTTTTTTTTTTTTTTTTCTCGTGCACCGCCCCCTT 

TGGGACTCTGAGCTACTGTGGATTAGAGCTTTGTGGTTGAGATCTGGTCTCTGCCTAGATGAAAACTGCTTACTCCGTACAACGCATGTTCGCA 

CGAGGAAAGGTTGTTGTCGTAGTGAATGAGATTGTCCTAGAGTTTTAAGGATGGCAGAATCAAACCCAGCCATGGGTTTTACCAAAGGAGGACC 

TCCGGTCTGAAGGGCGGCTGTGGAAGTGTGTATAAGTAAATCCATGGGGCAGACTGGCTGGTGATTATGCTAAAAGCCCCTATTACCGAGCATC 

TGTCGCCAAGTCTACATAGTGTCTGCCAAACTCAAACACTGTGGTTATTACCCCCATTTAATAGCTGAGGACACTGAAGAGTTTTTCCAGGATC 

ATCCGACAACGGCTCGTTCTGACTCCAGTTGGGTTCCTCGATCGAGTTTCTGCCACATCCTCAAGTTTGTCACCAGGGGTTGAATCCTGGGCCC 

TTCGACATCAGACAAGTGCCCTGCTGGCCCCACACCACCCAGGGAAGGAAAGGGGTGGGGCGTACCTCTTGTCCGCGTTGTGATCAGCAAACCT 

AGCTGACTTAAATAACAAGTGTATGTTAATCGCACAATTAACCAGAAACTATTTTTCCCCTCAGATGATGAGGATGACGAGGAGGAAGATGAAG 

AGGAGGAAATCGATGTGGTCACCGTAGAGAAGAGACGTTCCTCCTCTAACAACAAGGCTGTAACCACTTTCACGATGACTGTGCGTCCCAAGAC 

CTCCGCTCTGGGTCTGGGGCGAGCACAGCTTGGCGAGCTGATCCTCAAGCGCTGTGTTCCCATCCATCAGCAGCACAACTATGCTGCACCCTCA 

CCCTACGTGGAGAGCGAGGACGCGCCCCCGCAGAAAAAGATCAAGAGCGAGGCTTCTCCACGCCCCCTCAAAAGTGTTGTTCCAGGAAAAGCGA 

AGAGCCTGAGCCCCCGAAACTCAGACTCGGAGGACAGCGAGCGCCGCCGCAACCACAACATCCTGGAGCGTCAGCGCCGGAACGACCTGCGCTC 

CAGCTTCCTGAGGCTCAGGGACCATGTGCCTGAGCTGGTGAAGAACGAGAAGGCCGCCAAGGTGGTCATCTTGAAAAAGGCCACCGAGTAGGTG 

GACGCCCTACAGGCCAACGAGCACCAGCTCCTGCTGGAAAAGGAGAAACTGCAGGCGAGGCAGCAGCAGTTGCTAAAGAAGATCGAACACGCTC 

GGACTTGCTAAACGTTTCCCACACGGACAGTCACTGCCACTTTGCACATTTTGATTTTTTTTTTTTTAAACAAACATTGTGTTGACATTAAGAA 

TGTTGGTTTACTTTCAAATTGGTCCCCTGTCGAGTCTGGATCTGGGTAGGGGGCAGGACACGGGGTTCTGCCATGACCTTGGAAAAAAAACTGA 

CTCACGGGATGCTGGGTGGGTTGTTTTCCTCCTCCATATCACCTGGTGACAGCCGTGGAAGTTCGGGACACTAAGGAGCTTCAGGAGGCTGTGA 

AGTCACCTTGTTCCGGTCCAAGATTCCAAACAGAGTCATTCCTTGTTTTTACAATGGTGCTTAAGTTCCAGCAAATGCCACAGAAGGGGGGGTT 

GCCATTTGATGCCCTTGGGAACACTTGTGAAATACCATTGATACACCCGCCTTTGTATACGTCTGGGGTAATGAGAGGTGGCTCTTGCGGCCAG 

TATTAGACTGGAGTTCACACCTAAGTACTGTAAGAATACCTCAATGTTTGAGGGGGATGTTTTGTATAGAAAATATATTGTTAATCTGTTATGT 

AGTGTACTAATTCCTCACGGCCTGTATACTTTTGTATGCGCTGATACATAACTAAATTTGATACTTATATTTTCGTATGAAATTGAGTTGTGGA 

TCTTCCTTGTTTACTGTATTTGTTCATGTTTGGTGACATTAACTGTGTAAAATGTCAAAGTTCTGTGTTTAATTTCTTCAAAATGTATATATTT ' 
AGTGCTGCACCTTATGAGCACTTTGAATACCTCATGTTTATAAAATAAATAGCAATTAAATAATGCAAGGTTGATGTTTTCCTTCCTAGTTTGG 
CTGCAGTCTCTGCACACAGTCCATTCCTTACCCGGACTTTTAACATTGTGGAATCCTAGTTGGTGAGGGTACTTGTGGAAGGATAGATGGGTTT 
GTGAATTC 

- MOUSE SEQUENCE - CODING 
ATGCCCAGCTGCACCGCGTCCACCATGCCGGGGATGATCTGCAAGAACCCAGACCTCGAGTTTGACTCACTGCAGCCCTGCTTCTACCCGGACG 
AAGATGACTTCTACTTCGGCGGTCCCGACTCGACCCCACCGGGGGAGGACATCTGGAAGAAGTTTGAGCTGCTGCCCACGCCCCCGTTGTCGCC 
CAGCCGCGCCTTCCCAGAGCACAGCCCGGAGCCTTCGAATTGGGCTACGGAGATGCTGCTGCCGGAGGCCGACCTGTGGGGCAACCCGGCCGAG 
GAGGATGCGTTCGGTCTCGGGGGCCTGGGTGGCCTCACTCCTAATCCGGTCATCCTTCAGGACTGCATGTGGAGCGGCTTCTCTGCCCGTGAGA 
AGCTAGAGCGCGCAGTGAACGAAAAACTACAGCACGGCCACGGGCCCCGGGGCGTCAGCTCAGCCTGCTCGGCTCCCGGAGTGGGTGCCAGCAG 
CCCCGGGGGCCGTGCCCTTGGTGGGTCGTCGAGTGCTAGCCACACCGGGGCCACCCTGCCTACCGACCTCTCCCACCCGGCTGCCGAATGTGTG 
GACCCCGCCGTGGTCTTCCCCTTCCCGGTGAACAAGCGAGAGTCGGCGTCGGTGCCCGCTGCCCCCACTAGCGCCCCGGCGACCAGCGCTGCGG ' 
TCACTAGTGTGTCTGTTCCAGCTACTGCCCCGGTGGCTGCTCCTGCTCGTGCAGGCGGCCGTCCTGCCAGCAGTGGGGAGGCCAAGGCCCTCAG 
CACCTCCGGAGAGGATAC CTTGAGCGACTCAGATGATGAGGATGACGAGGAGGAAGATGAAG AGG AGG AAATCGATGTGGT CAC CGTAGAGAAG 
AGACGTTCCTCCTCTAACAACAAGGCGGTAACCACTTTCACGATCACTGTGCGTCCCAAGACCTCCGCTCTGGGTCTGGGGCGAGCACAGCCTG 
GCGAGCTGATCCTCAAGCGCTGTGTTCCCATCCATCAGCAGCACAACTATGCTGCACCCTCACCCTACGTGGAGAGCGAGGACGCGCCCCCGCA 
GAAAAAGATCAAGAGCGAGGCTTCTCCACGCCCCCTCAAAAGTGTTGTTCCAGCAAAAGCGAAGAGCCTGAGCCCCCGAAACTCAGACTCGGAG 
GACAGCGAGCGCCGCCGCAACCACAACATCCTGGAGCGTGAGCGCCGGAACGACCTGCGCTCCAGCTTCCTGACGCTCAGGGACCATGTGCCTG 
AGCTGGTGAAGAACGAGAAGGCCGCCAAGGTGGTCATCTTGAAAAAGGCCACCGAGTACGTGCACGCCCTACAGGCCAACGAGCACCAGCTCCT 
GCTGGAAAAG G AG AAACTG C AGG CGAGGC AGCAGC AGTTG CTAAAG AAGATCG AAC ACG CTCGGACTTG CTAA 

HUMAN SEQUENCE - GENOMIC 

TAC AG AT ATCTTTCC CTTATGG AATAAAAG CAGGGATAGGG CTCATTATTCCG ATATTATG AACCAGGAGAAGTTAATGGAC CGATCTAAAATT 
CCTCAAGAAGTAAGACACAATTCTAAGCTTGAAGAACTCCAGTCCTCTCCCCGGGTGACCCTGTGTTCTTACTAGGACTACCTTATACTACCTT 
GACTCTGCAGTACCTTCTTTCAAGCCTAAAGTTACTTGATTACGGACAAGCCATGAAGAGTAAAGGGGTGTGGCCCAGAGAGATTTCCAGTTGA 
AGAAAGAATGATTCAACAGTCCCATTAAAACAAAGAGACATTTTCTGCAGGCTCCCCCAGGACACACATGCTATGGTCTATTGCTGCGGGGTAC 
ATGGAGCCCCTGCAGGAGGGCTGGGACTAGAAGGAAGGGAGGGAACGTTTACTGGACATCCATTATAAGCCAGATGGCTACTTTGTGTAATCCT 
CACATGATACTAAAAGAAAGATGAAAAAATGGCCGGGTGTGGTGGCTCATGCCTGTCATCTCAGCACTTTGGGAGGCCGAGGCGGATGGATCAC 
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TTGAGGCCAGGAGTTTGAGACC^GCCAAGCCAACATGGTGAAGCCCCTTTTCTACTAAAAA^ 

CGAGCCTGTAATCCCAGCTACTTACGATGCTAAGGCACAAGAATCGCTTGAACCCGGTAGGCGGGGGTTGCAGTGAGCCGAGATGGTGCCACTG 
C ACTCCAGCCTGGGCAAC AGAGTG AG ATTCT CTC AAAAAAAAG AAAAAAAAGAAAG AAAG C AAG AAAGATGG AGAAATAAAGCCT CAGAAAAGT 
TGGACTATCCAACATAGCAGAACTCGCTGTCATGTCTGGTGTCAGAGCTGTTCTTTCCAGCATTCGCTGCACCAGATGCTGTAGAAGATGGAAA 
GGCAACATGGGAAAGGGTGCTGCACTCAGGAACTGCTCATCCTGTTAGGGGAGTCGCACACACACACAGGAATCTGATAAAGAACCCCCATGGC 
CGGGCACGGTGACTCACACCTGTAATCCCAGCTCTTTGAGAGGCCGAGGCGTGAGGTCGCCTGAGGTCAGGAGTTCGAGACAAGCCTGTCCAAC 
ATGGAGAAAGCTAAAAATACAAAAATTAGCCGGGCGTGGTGGCACGCACCTGTATTCCCAGCTACTCAGGAGGCTGAGGCACGAGAATCGCTTG 
AACCTGGGAGGAGGAGGTTGCAGTGAGCAGAGACTGCACCACTGCACTGCAGGCTGGGAGACAAGAGTTAAAAATAATAATAAAAATTAAAAAA 
GAACCCCCTTGTTGGCGGCAAGCAGTATAAGATTAATGGAGATTTGGGGCAGAGAATGGGTAGGGTTAGGGGAAGGGAGGACGAGATTCCTTCC 
AGG ACAGTCTCC AG CTG AACTTTGAGGAAAGAATTTGAAT AAGCAG AAATG AAAGGAAAAGCCTTT CTAGG CCAGAAGTAGCAG CTTCTGGAAA 
TGAGCAGATAGAATCACTGATATTTATCAGTGATTGTTATCTGAGTCCAAGGAAACTGAAAGGGCCAGCAGGCAGATTCTAGCAATTCCACTCA 
G ATATTGAGGTAG CTCGGG CCGTC C ATGGGG CTACAGGAATGTATCC AGCATTAT AGG AAAATGAAATTAGCAAGAAT C AGTGGGTG AGATCAG 
CCATCTACTAAGTAATCACCTGAGGAGAAGATCTGAAAACTTCAGCACAGCGCGAGGTGATCTGGACACATCCAAAGCACGTCATTGTGTCTGG 
AAAGTAATCCCAGAAAAAGGAGACCCCTGTCCTTCGTAGAGAGCCTGCCTGTTTCAAGGGGCAGCGCGAAATGGACTCAAAGGCCAGATCTGGC 
ATCAGAATTCCTTGTAGCCCTTACAGATTCCTACTAAGATGAGGATCCCCTAATTGTGAGCCATTCCAGTGGACTGACAAATTCAAGTTTGAGG 
CCCACAAGGGGAAACCTATTTCTCCCCAAACCCCATACCTGTGGAGCCTGGCCCTGAGCAGCTGCCTCCAGGGACATCTTTCCCATTTTGACTT 
TTAGC ATAAGG AAACTAAGGG AAATG AGAATTCCAACTCC AC AGC AG CAGT ATC AC CGT CCATTCCCCGTAGCTCTTCATGGTTTGCAGTG CAT 
TTTGACTCACTCCATCTTAGCCCTCTCTCAAGTCTACGTAATGCATGAAGCTGGAGGGAAGTCTTCACAGTGGAAGGGGTCTTTGAGCTGCCTC 
CAAGGATGC AAAACTAGTCT CTGAGGG CAGT CCAGGGT CTG CTGGAC ACTTCG ATTTT CTAAATC AGTAAT CAAATTACTGG C ATTAAATGAAG 
ATAATTTTTGTTTTAAACCTAATTATGCTATTACAAATAAAACTTCCCACCTCCAAAACTCTCTCAGTGGTGGATCTCAAACTCTCCTCCAGCC 
TCAGATGTC^AAAAACTATGCATTTTGCCTTGGGCACATCCAACATCATATACGTTGAATGGCTTTGATGGGCATGATTCTAATCTTAATTAAA 
GCAGTGCCCGTTTTGGTCCATCTTGGTCTCTTTGAACCCACTCTCAGCTGACTCAGTTCAATAGCAGTTTGGTGGGAAAAATGCCAACTGGCCT 
GGGAAACAAAGGAGAAATTTGGGGGTGACTTTAGGCTTCACAAAAGGGTCCCTTACATCACTTGAAATGATTAACTTTACTGAAAAGTAACAAA 
ATTATTTTTGAAAAATAACAAAAACAAAGAAATTAAATTTGTTCATAACCCCATTGCTTTA 

GGCTCACGCCTGTAATCCTAGCACTTTGGGAGGCGGAGGTGGGTGGATCACTTGAGGTCAGGGGCTCGAAACCAGCCTGGCCAACACGGTGAAA 
CCCTGTCTCTACTAAAAATACAAAAGTTAGCCTGGTGTGGTGGCATGTGCCTGTAATTCCAGCTACCAGGGAGGCTGAGGCAGGAGAATCACTT 
GAACCAGGGAGGTGGAGGCTGCAGTGAGCCGAGACCGTGCCATTGCACTCCAGCCCGGGCAATAAGGCGAGACCCCATCTCAAAAAAAAAAAAA 
AAAATTAATTAGGCATAGTGGCGGGTGCCTATAATCTCAGCTACTGGGGAGGCTGAGGCACAAGAATCACTTGAACCCGGGAGGCAGAGGTTGC 
AGTGAGCCGGGATCACGCCACTGCACTCCAGCCTGGATGACAGAGCGAAACTGTCTCAAAAAAAATAAAATAAATAAATAAAAGTTATATCAAG 
AAGAAAGTTTCTCCCTCCACCTGACTGATTGTCTTCTTCAAAGTAAACCCCTGTTAGCAACTTGGTGCACATTCTTCTCAATTTGTTACTGGGG 
GGTTG ATG C AG ATATATCT AAGT AC ATATAT ATCC AAAATGCC AGAC AG ATTGAC CTATACCTTGCTT ATTTT CCTTCATGTTC AGGAACATTT 
CCCGTCTGTAACTATAGACCTAACACATTATTTTTAGTGGGTGTATGTAATTCCACTGCATGGATGTATTACATACCATTCTCCTGTTTAATTT 
GTTTTAGTTATGGATATTTAGATTGCTTATAGTATTTTTGTTATTGAGAATGATGCAGCCACACACATTCTTGTTTATATGCTTTTATGTGTTT 
GTCTTATTATTTCTCGTAGGATGGATCATGAAGAGTGGAATTGCTTTTCCTCTTGGGGCAGGCACACCAACAGTGTATGTGAGGCCCCTGCTCC 
CACTCCCCAGGCTGGCCAGTACTTTGGGCCAATCTGCTAGACCCAAAAATGTTAATCT.CACTGAGATTTAATTTGCATTCCCCTGACTACCGGT 
GAAGTTGAGCATCTTTTCATATGTTTATTGACAATTTGCATTTCTTATTCAGTAAATTACCTGCTCGTATCCTAGAGTCATATTTCTGTCTGCC 
CCTTTTTTTCTATTCAATTTGTGGGAGCTCTTTGTATACCTGGGATCTAATCTTTGACTCATATATATGGCAAGTATTTTCTATTACTGTTGTC 

AGCTTTACTGTTTTCCAAATGAAGTCAATCGATCCCAAGGATTTTTAAATTATTTAATCAGTAAAAATGTACACATTTTGAGGGAGGTGTGAAG 
ATCCTAGGAGAAACTGTGCTCTTGTCCCTGAAGACAGACTCAGTAGATCTTTTTTTTTTTTCTTTTGAGACAAGGTCTCACTCTGTCATCCAGG 
CTGGAGTGCAGTGGTGTGATGATGGCACACTGCAGCCTTGATCTCCCTGGGCTCAGGTGATCTTCCTGCCTCAGCCTCCCAAGTAGCTGGGACC 
ACAGGCACGCACCCACCACGCCCAGCTAATTTTTATATTTTTTGTAGAGACAGGGTTTCACCATGTTGCCCAGGCCGGTCTCAAAATCCTGGGC 
TCAAGCCATCTGCCCTCCTCAGACTCTTGAAGTGCCAGGATTACAGGCGTGAGCCACCATGCCTGGCCAACCCAGCAGATCTTTAATTCACAAT 
CTGGAAAAAC C ATCTAGAGG CTGTTG CTCTCCTAG CCAGTCATGATTTGGG CCCTTCTCAACATGTGTATGTGTGTGTTGTTTCTTTGTGTGTG 
TGTGTCTTAGTAAAGAGGAGATTTGTAAACTAAAATATTCTCCTCTCTCAAAAATCACCTTAATTATAAACCAAATGCTGTGTATAACTCTATC 
CTAGCAGTTGGTGATTAGATTGAGGCATCCATTTCAGATGTGGGTCTCCTTCCCTGGTCCACAGTGAGCTCCTTGCGGCTGTACCTTAACTTAC 
CTCTGTTCCAAACCCACCCAGGGGCTCAGACACAGTAATAGATGGGTACTTGTCTCAGTTCATTTTGTGTTGCTATAACCTAATAGCACAGACT 
GGGTAACTT AT AAAG AAAAG AAATGTATTTCT CATGTTTCTGGAGGCTGAG AAGT CC AATAT C AAGGTGC C AG C AATTG CTG AGGGCCTTC ATG 
GTGTACCATCCCCTGGCAGGAAAAAGGAAGAGAGGGCAAGAGATCAAACTCCTAGCCTCAAGCCCTTTTATAATTAGCATTAATCCATTCACAA 
G AGTGG AG C C CTC ATGAC CT AAACAC CTCACATTAGGT CCTG AG ACAGGAATAATATAAGGTGGCTGCAG AATAATAG AAG ATTTTGGGCAGC A 
ATTTCACATGACTAGCAAAAGGAAACTGTTGAAATGGCTGCAGAGGCCATGGGCTAAGACCGTGAAAAACAGAGTGTAGACCAAGCTGGCTAAG 
ACCCACTGAACCCAGCATGGCACTGGATTTGACCTAGGTTTCTCCTAGGACCTCATTATACGCTCATTAACATACTAAATCACACACCCCACTA 
GCATCATGACACTTCCGAGAACACCCATATTTGGTTTAAAAATAGGTGGTGTCACAGTTCTGAGAAATCTCCTCCTTTTTCTAGGAATGATCAT 
GAATATTCCGCCTCTTGGTTAAAGAAACCCGTAAAGGTAGCAACCCCAAACCCCCTTTCGTGTGAGTCTCTCGAGTACACCCATATTCCCTTTT 
CTTGAGTGTGTACTTTTCCCTTTGCAATAAATCGTACTTTCACTATTTTCCAACTGGTCTTTGAATTCATTCTCTTGATGGTGTCAAGAGCCTG 
GACACTGGGTGGGGTCTAGGTCCCACTGGCATTTGGGGACCTCCCCTCCAACACTGTTGCACTGGGGGTTAAACTTCCAACGTGTTTTTTTTTG 
GAGGACACATTCAAACCATGGCAGTACTGAACAAAACCTTGGCTTTGAAACCATATGAAGATTTGTTTTGTGTGTGTTCACATAGTTGAAGTAT 
TTCAACATTTTTAAGAGGGATTTTCAGGCTTCTCTATAAGCAGACTAAGAATCAGCATTAGCATGTTTTCTCCATGTACAAAGTCTTTTATCTT 
TCTACTTA CAAATGAAGGTAAC CAATAAATATTTGTTGAATTTTATC ATTCTGTTAAC CTT CAGATTC AG ACTTGTC AGTAATTACTGGCTTG C 
ATT AAAAGCAGGAGATTAG AG ATTG AGGTC CAGG AAGTATAAATGATTTG CTCAAAGGCATGT AGAGTAACCAGGTCT C CTGTCC CTCTGTC CC 
CCTTTTCTGCTACACCTTGTCCCTCGACAAAGGGTGAATGACCTAGTGATGGTCATTCATCTGAGGAGAAAGGACAAAGGTAGGACTTTGAATC 
GGAGCAACTGAACCCATCCTGGCCTATTTTCACAGTCTTGCCACAGAAGATCTGGCCACCTTAGAAGGACTCATTCAGTGATCTTGGTCTTGAA 
TAATACCATGAGTACTTACTATATACAGGTACACTGCTGTGCCGTAAGGATTCCCTCTGGAGCAAAACTGACCCAGGTCACAGGTTAGTGAGGG 
AGACTGAGCCTGTCTTCCACAGTGTCACGGAAGTGAGCACTAAACAAATACTCCCAGGCATGGATCATTACAAATGGAGGTGAGTGCTGGACAG 
GAAAGGACAGGATGCTAGGCGAGAATTCAGCAGGAGGGCTTGGTGGCGATTAGGGGGCTAGGGAAAAGCAGAAGTGGGGCTGTAAAAGGCTTTT 
GCAAAGATGAAGGCTTTTACATTTGTGAGGGAAATAACAATAATAAAGGTGCTTGGAAGGGCTGCTCATCCGCATTCATGGGCCTCTTCCTAGA 
ACTCTGGGAATCTTTCTCCCTAGAGCTCTGTAGGCGTCCAGGGTCAGGGCTGGAAAGGCCTTCACAAATGCTAATCTGTGAGCATTTTATGGGT 
TGC C CCCTG ACCCTCAG CATCCTCCTCCTTAACTAGATCCAATGGTG AGGTGAAG AGGTGGGGGCGATGGAGAATGG CATTT CCAGTTTGG AG A 
AAAAAGTAGGGAGAGGCGGGGAAGCCTTCCCACCCCAATCCCAGGGCCAGGTTCCCCTCTCTCCAAAGAAGCCTAAGGAATGTTTTTCAAGGCA 
AAATCCCACCTCACTGTGTATTTGGTTGTGAAGGGGGCTGTCCAGGAGATCAGGGTTGTTTTTGGAGAGTTTGGAGGGCAGGGGCAATAATGTC 
TGACCCCCTGCAAACAAATACACCTGTAAGAAAAGCTAGACCAGAGTGAAGTAAAGCCAGGATTTGATGGTGGCGGGAAGGGAAGGGGCCAATG 
CTGCTGCTGGACAGAGGGGTGTTATTTTCCCCAGAAGAATAGCATGTCGTGGTCATCATCATAATAATAGCTGACACAACTATTATGGGCTGGG 
GACTTATAAGAGCTTTCATAACTCTCAGGTAGGAGGCACTACGAACTCCATTTCACAATTGAGGAAACTGAGGCACAAAGAAACGAAGTAGTGA 
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CAGCAGCTTTCCTTTTTCCCTTCAACAGTTTGGAATCAAGCTGTTTGAGCCGAGGCTGGGTCTCAGGAGGTGTGGACAGCACTTCCATCTCGGT 
AAATCAGATTCGCCTGCCCATAATTGGGGAGAATGGTGGCTTTGAAAAGGTTAACTTGGGAGCCCTGGGGACGGCTGCAGGGAACGTACGCCCA 
TTCCCCCTAGGAAGCAGAGCCAGGCCGCCTCCTCCTCCGCAGTGGTGAGGACGCGTGGACAGTCCCGCGGGGGCGGCGGGAGACCTGCGGAGTG 
GCCGCAGTCCAGGTCCGCGCCAAGGCCGGGCAGCTCCGCTTTCTGCTCAGTCTCCGCGAGGTGTCGCCTTCGGCCGAAGAAACCACCGCGGCGC 
CACCCTCGTAGCTCGCACTTATTTATTTATTTATTTTCAAACAAGGGGGGCGCCCCTCTTCTTTCAATTTGAAACTGGAAACATCCAGAGGTCT 
TGTTCCTAAGGGGGCGCGTCCTCTCCCTGCTATTTTGCACCTTCGGACTAGCCTTCTTTCGTAATTACACAGGAGCAACCTCCCTGCAAGGCCT 
TGCTCAACGTTGGCCTCGCGCTCAGCTGCACAACACGCAGTCAAAGCGGGGGCTGGGTTAGAAGCATCGGTGTCCCCTCCCCAACACACACCCC 

TCTCAGAGTGCAGCCGGTGCAAGCCCGGGGGTCCAAAAGGGCGGGAGGAGCACACCCTGGGCTTCCGAGCTTTGCAGCCTTCTCTCTGCAAAGA 
AAAGCAAGTGGCTTTTGGCGCGAAAGGCTTGGCGCCTCCCCTGATTTTTATGGAAATCAGGAGGGCGGGGTAAAGCCGCTTTCCTCTGCTTTCT 
CCCTCCCCCTTGTCTGCGCCACAGCCCCCTTCTCTCCCCGCCCCCCGGGTGTGTCAGATTTTTCAGTTAATAATATCCCCCGAGCTTCAAAGCG 
CAGGCTGTGACAGTCATCTGTCTGGACGCGCTGGGTGGATGCGGGGGGCTCCTGGGAACTGTGTTGGAGCCGAGCAAGCGCTAGCCAGGCGCAA 
GCGCGCACAGACTGTAGCCATCCGAGGACACCCCCGCCCCCCCGGCCCACCCGGAGACACCCGCGCAGAATCGCCTCCGGATCCCCTGCAGTCG 
GCGGGAGGTAAGGAGCAGGGCTTGCAAACCGCCCGGCGCCCAGGGAAGCGACGAGCGCCGGGGCAAGGCAAGCCCTGGACGGGATTGCGACGTG 
CGCACCGGGCGCCGTAATATGCCCGGGGGACTGTTTCTGCTTCCGAAACAAAACCATGTCTGGGTTTTCCCAGAAAAGCCAGTTCCAGCCCCGA 
AGGCATCCTGGCTAGAGGAGACCCGCCCTAATCCTTTTGCAGCCCTTACCGGGGGGAGTAATGGCTTCTGCGAAAAGAAATTCCCTCGGCTCTA 
GAAGATCTGTCTGTGTTTGAGCTGTCGGAGAGCCGGTGCGTCCCCACCCCAGGCTGGGGTTCTTCTCCAAAGGGTGCCCCTGGAGGAAGAAGAG 
GGGGGGATTAGGCAGGGCGAGGCCGCCGCGGTCGCAATCTGGGTCACGGCTGCTCCAGCTTGGAGGAGAGGCGGCTCTCCCGGCGACCCTCCTC 
GGGCGGGCGCeCCTGCCATTCCCGGGAACAGGGGCTCAGCCTCTCCCTCCCTGGAAGAGGACGTTGTCGTGGGTTTGGAAGAGCAGGGGTGGGC 
TTAGAGAGCTTCCAATTAAGCTATTGGCAGGAGTATCCCTGCAGCGGGTGAATGCCGAGGGGCGTTTGCTCAAATTTGGGGAGGGGAAGGArTT 
GTGGATATGGGTGTCTGTTGTTGGTCTGTGTCTAGAGAAAGGGTTTTTTTTATTTGCAAAGTTTTCTAAATCCCCTGCTATCATTTGCACTCCT 
GAGGTTGCATTTTTACAAAGGGGGTAGAAGGTACTCCAAATAGCATTCCGGGTAGCTGGGTCGGAGAGCCTGGGGCTTCCCCTGAGCAGCCGGC 
CCCACACCGCTGCGAGTGCGGTTGTCTGCGTGCTCGTGAGAGCTAGAATTCTGCAGCCAGGAACAGCCGGCTCCCCGAGGCAGTGCCTTGTGTG 
AATGAAATGGCAGTTTCCAAAGTTGCGGAGCCTCGCCACCACCCCCTGCATCTGCATGCCCCCTCCCACCCCCTGTCGTAGACAGCTTGTACAC 
AAAAGG AGGGCGGG AGGG AGGG AG CGAG AGG CACAACTTCCTCC ACCTTCGGG AG CAGTGGG GAG AGTGGGGGGCTTGGAGGGAAGATTGGGGA 
ACCTGGTTAGAGGGGGCGCCCATTGCCTATCCCCTCGGTCTGCCCCGTTTGCCCACCCTCTCCGGTGTGTCTGTCGGTTGCAGTGTTGGAGGTC 
GGCGCCGGCCCCCGCCTTCCGCGCCCCCCACGGGAAGGAAGCACCCCCGGTATTAAAACGAACGGGGCGGAAAGAAGCCCTCAGTCGCCGGCCG 
GGAGGCGAGCCGATGCCGAGCTGCTCCACGTCCACCATGCCGGGCATGATCTGCAAGAACCCAGACCTCGAGTTTGACTGGCTACAGCCCTGCT 
TCTAGCCGGACGAAGATGACTTCTACTTCGGCGGCCCCGACTCGACCCCCCCGGGGGAGGACATCTGGAAGAAGTTTGAGCTGCTGCCCACGCC 
CCCGCTGTCGCCCAGCCGTGGCTTCGCGGAGCACAGCTCCGAGCCCCCGAGCTGGGTCACGGAGATGCTGCTTGAGAACGAGCTGTGGGGCAGC 
CCGGCCGAGGAGGACGCGTTCGGCCTGGGGGGACTGGGTGGCCTCACCCCGAAGCCGGTCATCCTCCAGGACTGCATGTGGAGCGGCTTCTCCG 
CCCGCGAGAAGCTGGAGCGCGCCGTGAGCGAGAAGCTGCAGCAGGGCCGCGGGCCGCCAACCGCCGGTTCCACCGCCCAGTCCCCGGGAGCCGG 
CGCCGCCAGCCCTGCGGGTCGCGGGCACGGCGGGGGTGCGGGAGCCGGCCGCGCCGGGGCCGCCCTGCCCGCCGAGCTCGCCCACCCGGCCGGC 
GAGTGCGTGGATCCCGCCGTGGTCTTCCCCTTTCCCGTGAACAAGCGCGAGCCAGCGCCCGTGCCCGCAGCCCCGGCCAGTGCCCCGGCGGCGG 
GCCCTGCGGTCGCCTCGGGGGCGGGTATTGCCGCCCCAGCCGGGGCCCCGGGGGTCGCCCCTCCGCGCCCAGGGGGCCGCCAGACCAGCGGCGG 
CGACCACAAGGCCCTCAGTACCTCCGGAGAGGACACCCTGAGCGATTCAGGTAAAGACCGAACTCGGGTCCGGCTGCCTCCCTGGGGCACTGGA 
CCCCGGGTCGCGTCCGCTTTGTTAGTGCTCGTATGTCTTGGCCTGGGGAGCATTTTGGAGGCAGTGCTAGGGGCAGAGAGGTCCTGTTTCCCCC 
AAGTCTCTCCTCGGGGTAAAGAGAAGGGGCTGAGAGAATGCCGTTGCAAAAGGGGTGCTCTGCAATTCTCGCCTTCACTAAAGTTCCTTCCACC 
CTCTCCTGGGGAGCCCTCCTCTAGGCCATCACGGGCCCTCACCCGGTCCCCCACCTCTCTTTTGCAGCGCAGTCTGAGGAATAAAATTGGAGAA 
AGTTGGTGGCTAAACCGGGTGGGGGTTTAGGGGGTTGCTGGGTGCACTGCCTGGACAGAAACCTGTTAGCGCAGGGGTGAAAGGGACTCTCTGG 
CCC AGGTC AGGGGAGGG AAAGAC ATCCCGAGAAG ATTC AAGGG CTGTG CAAAGC C CTGTTTAAGGCGCAGG AACTT ATAGGAGGGTTG CACAG A 

GGCTATTTGCTCCTGGTGCGTGGCCAGCAGGCGGCGATATGCGAGGCCAGCAGGCGGGCCCGGGATCTGAAAGGCTGGGGGTGGTGGGGGCACC 
CTCCCTCGCTCCATTCAGGAGCTGGCTGCAAGTGCAACAGCAGTTGTGTACATTCTCAGGGGGCCTCCTCTTTCCAGTGTGCAGTGGAAACTGG 
CTGTAGTTTTGTCTTCCAGCCTGAATTCCAGGCCTAATTTGAGATGTGAGTTGTATCTGTAACCCAGTGCCCTTGAAGGTGAGGGCAGGCACTC 
AGC AGCCT CT C C AGG AAGG CTC AC ATG CTGGG AGG ACT C ACTG ATTAGTTCTATTGTGTTC ATTTGTCTGTGTCTTAAGCTGAAGGGAAGAGTT 
AAAACCAAGCCTTTCCCTGGGGGTCTGGATGAACAGAACTCAACCCAAAGAGTGGCATTGCCTTGTCCTTGGAGCAGGGAGCTGGGACCCCCCT 
TGGACTTTGAAAACCAGTGTTTTCAGAATGCAGGTGGATAACAAGCCTAAATTTACTTCTGGGCTGAGGAGAGATCTTTGAGGCTCCTGGAAGG 
AAACTTGGTGATAAGCCTCCAGTTTGAAACGGCTCTGTCCCTTTAATGTCTGTGCCTTGACAGCTTTTGGTGAGGAAGCACTTCCTTCCAACAG 
CTGTCTTCTTGGCAGAAAACCAAAACATTGGCTTAAAGGG AC CCACAGACTGGAAC AGCCT CACATTTCGGCTTTAGAACAAATCCCACAATTG 
TTCAGCTTTCCGGTCCCCTTC^GATCAAGCAGAAGATATGTTTTGATTTTCATGCTTGTATTTTAAACAATAATTTTCTACCCCAGCGTGGTAG 
TCAATGAGGAGAGAGGGGAAGAATGCGCACATGATGCTACACGTTTCTGTTGTTGCTGTTATTATTGGTGGCTTTGAGGAGAGCTGCTCCCATT 
TGGGGGTTTATACCAACTGTGGATTATGGCTTTGTCATTAAGATTTGATCTTTGTTAAATGAAAAACTGTTTATTGTATAAAACTCAGGTTTGT 
GGACGAAAAGTTGTTTTTTTTCTTC^GTTAATTAAATTGTTCCTC^GTTTGTTTAAGGACTTAAAATCAAACACAACCATGTGTAAACTGCTA 
AATG AGG CTC CTAAAATG AG AGGC CT CAACT CTTTAAGTGTGGAG CTAG AAATGTAAATAAGTCC AC AGGGCAG ACTGGTGATTATG ATAAAAG 
CTAC C ATTTACTG AG C ATCTGTCTACTAGGCTCAG CTCTATGCTAAGTCTACATG TTATCTGTCAAAGTGGTAT CATCC CCATTTAATAGCTG A 
GGAAACAGAGGCTTAGAAAGGCTGGGTAACTTGACCAGGGTCATGCAACTAGTCTGCGGTGGAGCCAGGATTCTGTCTGACCCTAAAGGCCAAG 
TTCTTTATATTTATTTCTACCACCTGCTAAAGTCTTGAATGGAGGCTGAAAGCACAGTTGGGGTATGGGGAAGAAAAATATATATACATACATA 

ATGATCTGGGCTCACTGCAACCTCCGCCTCCCGGGTTCAAGTCATTCTCCTGCCTCAGCCTCCCGAGTAGCTGGGATTACCGGAGCATGCCACC ' 

ACACCCAGCAAAGTTTTGTATTTTTAGTAGAGACAGGGTTTCACCATGTTGGCCAGGCTGATCTTGAACTCCTCATCTCAGGTGATCTGCCCGC 

CTCCGCTTCCCAAAGTGCTGGGATTACAGGTGTGAGTCACCGCGTCCGGCCTACAGATATATTTAATTTAAAGAGATCTAAAACAAATACAAAA 

CTGTCCACATCTATGTTGATGGACCCATAAAAATAGCAGTCTGCCAGGGTCTGCCGGAAGAGACAGATAAGCATACATATTAACATGGATATAT 

ATGTGAATTTCATTCAAATGGTTCTCACATGAGAGTAACTAGCATCTTTCTCTCAGATGATGAAGATGATGAAGAGGAAGATGAAGAGGAAGAA 

ATCGACGTGGTCACTGTGGAGAAGCGGCGTTCCTCCTCCAACACCAAGGCTGTCACCACATTCACCATCACTGTGCGTCCCAAGAACGCAGCCC 

TGGGTCCCGGGAGGGCTCAGTCCAGCGAGCTGATCCTCAAACGATGCCTTCCCATCCACCAGCAGCACAACTATGCCGCCCCCTCTCCCTACGT 

GGAGAGTGAGGATGCACCCCCACAGAAGAAGATAAAGAGCGAGGCGTCCCCACGTCCGCTCAAGAGTGTCATCCCCCCAAAGGCTAAGAGCTTG 

AGCCCCCGAAACTCTGACTCGGAGGACAGTGAGCGTCGCAGAAACCACAACATCCTGGAGCGCCAGCGCCGCAACGACCTTCGGTCCAGCTTTC 

TCACGCTCAGGGACCACGTGCCGGAGTTGGTAAAGAATGAGAAGGCCGCCAAGGTGGTCATTTTGAAAAAGGCCACTGAGTATGTCCACTCCCT 

C C AGG CCGAGG AGC ACC AG CTTTTGCTGGAAAAGG AAAAATTG CAGGCAAGACAGCAGCAGTTG CTAAAG AAAATTGAACACGCTCGGACTTGC 

TAGACGCTTCTCAAAACTGGACAGTCACTGCCACTTTGCACATTTTGATTTTTTTTTTAAACAAACATTGTGTTGACATTAAGAATGTTGGTTT 

ACTTTCAAATCGGTCCCCTGTCGAGTTCGGCTCTGGGTGGGCAGTAGGACCACCAGTGTGGGGTTCTGCTGGGACCTTGGAGAGCCTGCATCCC 

AGGATGCTGGGTGGCCCTGCAGCCTCCTCCACCTCACCTCCATGACAGCGCTAAACGTTGGTGACGGTTGGGAGCCTCTGGGGCTGTTGAAGTC 
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ACCTTGTGTGTTCCAAGTTTCCAAACAACAGAAAGT 

CATTTGATACCCCTGGGGAACATTTCTGTAAATACCATTGACACATCCGCCTTTTGTATACATCCTGGGTAATGAGAGGTGGCTTTTGCGGCCA 
GTATTAGACTGGAAGTTCATACCTAAGTACTGTAATAATACCTCAATGTTTGAGGAGCATGTTTTGTATACAAATATAT'TGTTAATCTCTGTTA 
TGTACTGTACTAATTCTTACACTGCCTGTATACTTTAGTATGACGCTGATACATAACTAAATTTGATACTTATATTTTCGTATGAAAATGAGTT 
GTGAAAGTTTTGAGTAGATATTACTTTATCACTTTTTGAACTAAGAAACTTTTGTAAAGAAATTTACTATATATATATGCCTTTTTCCTAGCCT 
GTTTCTTCCTGTTAATGTATTTGTTCATGTTTGGTGCATAGAACTGGGTAAATGCAAAGTTCTGTGTTTAATTTCTTCAAAATGTATATATTTA 
GTGCTGCATCTTATAG CACTTTG AAATAC CTC ATGTTTATGAAAATAAATAG CTT AAAATTAAATG ATG CAACT CAACCTTTTCCTTAA.TGGCA 
TTACAGTCTGTCCCTTAAGGAGCAACCATAAATAATCCATAACCTATAGAGGGAATTTGGTTTCCGTAAATAGCCCTTTTTGCACCTGTACAAT 
CCTGGTTGGGGGGCATGAGTCATTGTCCCCACTTAAGGTGGAGGGAACTGAGTTTGGGGAAATTAAGGCAGTTCTCCAAGATTATGCAGAATAG 
AGATGTTATTAGCGACTATTGTGTGCATTGTAGCAATGGCATTTGATAATTTACAGAGCACTTCTGTATACTGTGGCTCCTTAGTGGAATTAAG 
CTGAGACCTCAGATCAGTCCCTTTAAAAGAAAAGTAAAAATAGCCACAGGGTTGTTTAACTCGCTTGTATTGGGCTTTGGTAGTATTCGTCCCA 
TTGGCAGACAGTCTTCTATTTTAAGGTAGAGCATAGTTTGTCTCCAAGAATTCATTGTTAAAAACATTCACTAGGATCTGTGGAGGTTCTAGGC 
TAAGCAGAGTAAGCAGAATAAACAGATGGAAATGGGTTCGTCCCTTCAATGAACTCAACCTGATTCACCAAAGTGTAATTCACGAGTGACAGTT 
ACGTAGTCCAGAGCAAGTACCAGGTGCAGGAGAGACCCTGGGGTCACAATGGAGACCCCATATGGGTGGCATGGCTCTCTACTTGCCATTCCTA 
TTACACAGCAGTGTCTTGGCTAGTTGGGCTGCCCTTTGGAAATGGGATCAATCTTGCAGGCTCCAGAAGACAGAGCCAAGACTTGTGTGTTAAG 
GAGATAGTTTACCTGTTGGGACATAAGAGCCTTGCTTGTAAGCAGGTTCTCAGAACTAAAAGTGTACAAATAACCTATTTCTCTTTTGAGTGTC 
AGGTTGTACTCGGTTATTTCTCTAGGGTTTTGTTCATCTCAGATTTTTAACTGTGAGCCGAAAAAAAAGAAAAAGGCCTTTTGCTTCACTGAGA 
AGAAAGCAGGTCCAGAGATGAGACAGCTTTGCTTGCCTGGACACACAGTTTGTCAGGGGCAGAGATGGGAGACACCAAGCCATGTGTCCTTGTC 
TGCTTTGGTCATTTTTATTTGTTTCTTTTGAGATGGAGTCTCACTCTGGTGCCCAGGC'TAGAGTGCAGTGGTGCAATCTCGGCTCACTGCAACT 
TGCGCCTCCCGGGTTCAAGCGATTGTGCTGCCTGAGCCTCCTGAGTAGCTGGGACTACAGGTGTGTGCCACCATGCCCGGCTAATTTTTTGCAG 
TTTTAGTAGAGACCAAGTTTCACCATGTTAGCCAGGATGGTCTCGATCTCCTGACCTTGTGATCCACCTACCTCGACCTCCCAAAGTTCTGGAA 
TTGCAGGCGTGAACCACCATGCCCAGCCGCTTTGGTCATTTTATAAAGGCAAGTAGGAGTTTAGAACTCAGTCCTCCTTATCCTGCTTATCGCA 
CACCCTTGAGATACGAGGTTGGTGATACTACCATGGACATCTTTGTGATGGTCTCGCCATGTAGAAAATAAGATAAAATGCCCTTTAATTCTCC 
TAGTCCCCATCCCCAGACTAAAAAATAATGCACCCTTTCTTTTTGAATTGTCATTCAAAAAACTTCCGTTCGTTTGCATTTTACAGGCCCCAAA 
TCACTCACGGCCTCTGCCCCTGTGTGTGTGCAAGAGCCAAAAGAAAGTTAAGCAACCTCACATTAATTGTGTACCTAAGATTCTTGAAGCCCAG 
CTCAGTCATCCCAGTTTCTCTATTTGTGATTACCATAAGGAACCTACCTGAGTGTGTCCAATGAAATGGAATGCTTAACCGTGAAGAAAGAAAA 
CTGTTCATATGAATGAGGCGAGTAAACTACAATTGCTACTATGCTCTCTTTTTGCrrCGGGCTGCTGGGAAGCTCAGAGCCAAATTCCACCCCCT 
CTAACATCTGCAGTGGTCATTCTCTTCTAAATGTTTACGGTTTGTTGTTTTCCATTGTTAGGTTAGTCATCTTTTTAATGTATATAATGTAGTA 
TATAACATGAAACGTTTTTGCATTAGGTGGACCACAAATATGCACCTAAAGGATTAAAACTAAAGTGAAAAAATCCCATATTTGCCTTTTCTGA 
CCTAGCTGAGGGAATGTCACCAAATTTAGCTCTGCAATTATCTATAAAGTAATTGCTGTAGTCACAGAAGAATTGAACTAGTTGTTTCAATAAC 
ATGAGAAACCATCTCTGCATTCCAAGAGCAGTTTTGAGACTGGGAAAGAGCTCTACATCATTTAGTTCAATAAACGATAGAGGTGAGACGAAGC 
ACAGAGATCATCTCATTGAAATTCATTTCTCAGAATGAGGGTGCGGGATCCCACCTGGAATTAATGGCTTAACCCAGGGAGACTAGAGCCGGTG 
TCTCCTATGACCCGCCCAGTGCCCTTCCCCATAACATTCACTTTCTCATTGCCCACACTGTAGCCTCCCCACCTCCTGGCCTGCCCGTCCACCT 
ACATCATGCTTCCATATTAACCCTTCTAAACCACCTACTCTTTATGCAAACTTCCAACAGTTCCCTACTATTTACAGAATCGAGTCCCGACTCT 
CCAGCCCAGCACAGAGGCACTTCTACCCAGTCCCACCAGCTCCATTGCCCATGGCCCTCCATGTGCTGGACTCTGGCTGTTTCTCATCCGTGAC 
TTGTTTCACCACATCCCTCCTTCTAGGTTACCCAGATTCCATTAATTGAAATCCTTCTCAATCTTGCACCCCCAGGTAGGCCTTTCCCAGCCCT 
TGGCCTCTGTGCACTTATCTTCTAGCTGCCTTATGCACCTCCTGGACCCGCTAAAGTGTGGGCTCCCTTAAGGGAGATAGGGCTCTCATTTGCC 
TCTGATTCTGAGCATCTGCCCTGTGACTGACAGGTGACAGAGCCTTAGCAGATGCCAGCAGTATAGACGGTAACAGAGGAAGGAGCGAGGAGAG 
GATTTCCATTATGGGTGGGTCTCCCACCAACTCCAGTTCACAAGCTCTCAGGCTAATTCAGATGGGAAAAGACATCCCTTAGACATCAATGAGT 
GTCTGGTACTGACTATGCTGGCAGTTCTGAAGAAGTGAAGATAAAATGCTCATAGAGGACTGTCTACAAGGAGCCCACAGTCTGCAAGAGAGTT. 
AAAGCCCTGGGGGTTGTATAGAAGGCAAGAAGAGAAACCAAGAGGCACTGGGTTGAGGGGCTGATGAATGAAAGCATATGAGGGGCCTAGTGGC 
TGAGTTTGGGGCTATCTGAAGGAGGAAGCTGGTCCTCTGCCTGGGTTCACTGAGTCTAGGCCTGGCCTGGCTTGTGGCAGCTCAGACACTTGGC 
TCAGGCCACAGATGGTCTACACTCGTAGTGAAAAAGGTTGCAATGCCTCCCACCGCTGTGTAGCACTGCAGAGCTTCCCAAGTTTTTGTATGCA 
TGAGTCTCAAAAATCCTTGAGGATTTTTGACCAGTTTATCACATTCCCACATTATAAGTGAGGGAATCTGGTCTTCTGAGTTTTAGTTTCATTA 
ATCCCTATGGTGGCTATGTTTTGAAATTCTGATGTGAGTTGTTTTCGAAATCAGAGGTTGTTTGATTTGGAAGAGGCATAGAAGCCAACTAGTT 
TACTCTCCCATTTGAGGGGAGGCACCTACAGTCTGCTTGTGAGAATTTTATTTTTCCTTTATTTTATTTTTCTTTTTTTTGCAACAGGGTCTTG 
CCGTGTTGCCTAGCCTGGCGTGGAGTGGCTAATCTCAGGCACAGTGCCACTGCTGATCAGCACAGGAGTTTTGACCTGCTCCATTTCTGACCTG 
GGCCAGCCAGTTCATACTTCCTTAGGAAACCTGGTGGTCCCCTACTCCCAGGAGTTGCCATATTGATGCTAAACTTAGTGTGGACATCCAGTAG 
GCATAGGGTGCTACAGCTCAGAACTTCTGGACTCAAGTGATCCTCCTGCATCAGCTTCCTGAGTAACTCGGACAACAGGTGCAGACACACTGCC 
GTGCCTGGAAGCGTTCTTTTTTCTTTTTTTCTTTCCCTCTTTCCCATTCTTTCTGTCAACAAATATTTATTTAACAGTTACCATGTATCAAGCA 
CTGTTCTAAGTGCTTGGGAGACATCAATGAACAAAAAAGACAAAACTCTCCCAAATCTTCTGTGCTTTCTTGAAGTTTATAGTGTAACAGAGAG 
TGACAGCTGTACAAATAAACATAATAAGCAAATAAATTAAACAGCATCTAATATGGTGGCAAATGCCGTAAAAAATAAGTAGAAAGGCTAGAGG 
AA1TCAGGGATGCCAACAGCAGAGGTAGGAGGCTCAGGGAAGGCGCATCTGGTCCTGGGAGCTGAGGGGCAGGGCCTGTGGGGAGAGTGTCCTG 
CCCTGGGCACTCTTGTGCTTGCTCAGAAACCAGATCTCAGGCCTCAAGCTTCTCGGTTCAGTGCTTAACTTCCCTTATCTCTGGCTGGGCGTGG 
TGGCTCACGCCTGTAATCCCAGCACTTTGGGAAGCCAAGGCAAGTGGATCGCAAGGTCAGGGGTTTGAGATCAGCCTGACCAACATGGTGAAAC 
CCCATCTCTACTAAAAATACAAAAATTAGCTGGGCATGGTGGGTGGTGCCTGTAATCCCAGGTACTCAGGAGGCTGAGGCAGGAGAATTGCTTG 
AACCTGGGAGACGGAGGTTGTAGTGAGCCGAGATCACACCACTGCACTCCAGCCTGGGTGATAGAGCGAGAGTCCGTCTCAAAAAATAATAATA 
AAAAATAAAAAATCTTCCGTTATCTCCCTCTGGAGATTGGTAAATGTACCCCACCAATTTCCATTCATTGTCTCGAGGAGAAACCATTGAGCAT 
AGTAGTTAAGAGTATGAATCTGGGCTGGGCATGGTGGCTCATGCCTGTAATCCCAGTACTTTGGGAGGCCAAGGCAGGTGGATCACCTGAGGTC 
AGGAGTTCAAGACCAGCCTGACCAACATGATGAAACCCCATCTCTACTAAAAATACAAAAAAATTAGCCAGGTGTGGTTGCGGGCACCTGTAAT 
CCCAGCTACTCGGGAGGCTAAGGCAGGAGAATTGCTTAAACCCAGGAGGCGGAGGTTGCAGTAGGCCAAGAGCGCGCCATTGCACTGCACCCTG 
GGTGACAGAGCAAAACTCCGTCTCAAAACAAAGAGTATGAATCTGAAGTTAAGACTCCCTGGGTTTGGCCGGGTGCGGTGGCTCACGCCTGTAA 
TCTCAGCACTTTGGGAGGCCGAGGCAGGGAGATCAGCTGAGGTTGGGAGTTCAAGACCAGCCTGACCAACATGGAGAAACCCCGTCTCTACTAA 
AAATACAAAATTAGCCAGGTGTGGTGGCTCATGCCTGTAATCCCAGCTACTCAGGAGGCTGAGGCAGGAGAATTGCTTGAACCCGGAAGGCAGA 
AGTTGCGGTGAGCCAAGATCATGCCATTGGACGCCAGCCTGGGCAACAAGAGTAAAACTCCATGTCAAAGAAAAAAAAAAAAAGTTAAAGACTG 
CCTGGGCTTGAATTTGATTCCCAAACTCACAGGCTCTGGGTTGTGCAGGTCCCCAACTGGTACAACGAGGGGATAACACTGGGATTATTAGCGG 
GTTGGCATCATTATTATTAATATGTTTTAAAATGGTCTCACTGTGATTGCGCAGATTGGAGTGCAGTGGCCTGATCTCGGCTCACTGCAGCCTG 
GACCTCCTGGGCTCAGGCGTTTCTCCCACATCAGCCTCCCAAGTAGCTGAGACTACAGGCGCATACTACCATACCCAACAAATTTTTTCCATTT 
TTAGTGGAATGGGGTTTTACTGTGTTGCCCAGGCTGGTCTCGAACTCCTGACTTCAAGTGATGCTCCTACCTTTGCCTGCCAAAGTGCTGGGAT 
G ACAG ACACAAG C CACTGC ACCCCGCCTT C AATTG ATTT AT AT AC AGC AC AT AG AAT AGTGTCTGGCATGTG ACAGGTGTGGTTTAAGCCTG CT 
CAATAATATGATTTGATGTTGATGGGGTCTTTCCTCTCTCTATTTCCTCAGTATGTTACCAGGGCAAAGAACCTTTAGAAAAAAACATTTACCG 
GTAGAACAAATTCACAAGCCTGAGTTTAACAAGAACTTTGCAGACTTTTGTTCCTCAAAAGAGGCCTTACAAAACCTGAAAACGGGTACCTTGG 
AAACAAATGAATGTGAGCTTTGAAGCCTATTTTAAGACGGAGCCTAGGAATTTGAGTGCCGCAGAACATCTACGCCTTCTACAATGGTTTATTA 
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GTTTTCCTTACTTGTAAAGGAAATCTCTTCATAGGCCACTGACCAGGGTTACCTGATCTCTTTTGATATTGGTGTATCAAGCTACAAGACATTC 
ATCCTGAAACCTTTGACCAGGAGAGGTAACAGAGCCTTTTTATGGTCGAAGCACACAGACCTATTGGTACAATGCACGTTTGGAGAGCACACAC 
AGCACAAACTCCTCTGATAGCTACAGACAATTTGCAATGGGATTTGCTCGGAAGAGGCAACACAAAATC^ 

CTGAGATTCTCAGCAGACCTTTGAGGTAGGGTGGGGGAAACAGGCCCACTCTTTCACAAAGCTTGACATCAGTTGAATTTTGTGTGTTCTTGTT 
TTGTGGCTCAGGCTATCTTCAGCCATCTTCCTGAGAGAGGACAAAAGAGCAGTCCCTCCACTGGAAAAATGTTGTTCCAGGTTCACTGGGAGGC 
AATCCTGAGTCACAGAAACACTTAGTTTGGAAGAAGCCCCTGGATTGGGTCTTAGATCAGTTATTGACTATTTTCAACCTTGAAATAGGAAAGT 
AACTTCTTGTTGCTCAGTTTCCTTGTCTATAAGTAGAATGGGCTGAAGTCAGTGATCTGTGGGGCTCCCTGTCAACTTTGAGGATGCAGAGTCA 
TTGGTCCTTTGCAATGGCTGCAGCTTTAAAGGTGGCTGCAAGACTGCAGTGTCTGTCAACACCCTCTGGTTGGAAGATGTGCCCTGTCAAGTTC 
ATATGATGGAAATTTAATCCCCAATGCAATAGTGTTGGGAGGTGGGTACTAATAAGAGATGATCAGATCATGAGGGCTCCGCCCTCTCAAATGG 
ATTAATGTGCTTACTGGGGGAGTGGATTAGTGACCTTGAAACCGCCATTACAAAATTGTAACTGAGACAGTGAAAGAGCTGACCTAACCAACTC 
CATCTTGTTTCTAACCTCCAAGCTGTCCTTGTTCTTTGCTGGGCGTAGGGTGAACTAACTTTGGGAGGAACTTAGTTTGTAGATTAGCCCTTTC 
CCAAAACAAACGTGCTTCTTGCCTGGGGACTAGACTGCCTTTGTGGGACTAACACCAGCCACAAGATTAGAAATTATGGTTTAGGAGCCATGCA 
GCTGGAGGCTACAAGATTCCGACCCTCCCTAAACTGCTCCTAAGATCAGTGCTTGAGATATTCTGCAGACCCTGCACTTGATGATCAGCTGGCA 
CCACCCAGATTGATAAACTGGCTCATCTGATCCTGTGGCCCCCACCTAGGAACTGACTCAGCACAAGATGATAGCTTGGACTCCCTATGATTTC 
ATCTCTGACCAATTAGCACTCCTGGCTCAGTGAATTCCCCACACTCACCAAGTTGTCCTTAAAAACTCTGATCCCCAAATGCTTGAGGAGACTG 
ATTTGAGTAATAAGAAAGCTCTGGTGTCCCGCACAGCTGGCTCTGCATGAATTACTCTTTCTCTATTGCAATTTCCCTGTCTTTATAAATTGGC 
TGTGTCTAAACAGCAGACAAGGTGAACCCACTGGGTGGTTACAACGTCAGGAGTGAGTGGGCTTATTATGAAAGCGAGTTAAGCAGCCTTTCTC 
TCTCTCTCTCTCTTGCATCCTCTTCCTCTrCCACCTCAAGCTATGGAGTGACACAGTAAGAAGGCCCTTGCCAGGTGCAGGTCTCCCGACCTTG 
GATTTCTCAGTCTCCAGAAGTGTAAGAAATAAATTTCTTGGCCGGGCGCGGTGGCTCACGCCTGTAATCCTACCACTTTGGGAGGCTGAGACAG 
GTGGATGACCTGTGGTCGGGAATTCATGACCAGCCTGACCAACATGGAGAAACCCCGTCTCTACTAAAACTACAAAATTAGCTGGGAGTGATGG 
TGCATGCCTGTAATCCCAGCTACTCAGGAGGCTGAGGCAGGAGAATCGCTTGAAACCGGGAGGCGGAGGTTGCGGCGAGCTGAGATCGCGCCAT 
TGCACTCCAGCCTAGGCAACAAGAGCGAAACTCCGTCGCAAAAAAAGAAATAAAAATAAAAATAAAAAATAAAAATAAATAAATTTCTTTCCTT 
TATAAATTACCCAGTCCGTGTCATTCTATTACAACAGCAGGGAAGAGACTCAGATAGGAGCCCTGGGGCATATCTTGGCTCTGCAATTCACCAA 
CTCCATGGCTGAGGGTCAGTCACTTCCCTCTGAATCTCACTGTCTCTCTCTAAAACAACAAGAATAATCACCACCTCACCAGGTTCTCATAAGG 
ACCAAATGACGTATAGGAGGGAGGTGCTAGCACTTGAAGATGGGGCAATCTTTTAAGAACCCTCATTGCCCTCGATATTGACACATTCAGCCCT 
TGTCCAGCACGGGGCACCCATTCCACTGTTTTGCTTTCTGGATTCATCTCTAAGTGGGTTTCCCCAGGTGGGAAACTCCTTTAAAGACAATTAG 
CATACCTCTGGGTGCTCCCCTCTACCTAGAACACGGCTATGCTCATAATAGCTGCTTCATAATGTTTGTTAAATAATGACAACCAATGAAAAGA 
CTTGACTGATTGTTCAAAG C C AGAT AG AG AG ACTCAATGTGTG CAGAC AAACTGGTTAC ACAGGCTTGTCTC AT CTGGAACT ATGG AAAACTAT 
GATTAATCTGGTTTTTAATTTGGTTACTTGAATGAAATAGAATATGGCAACAGACATGTAACACCCTGAGTTTTTGCTTGGGTTGGTTTAGCCA 
CTTTTCTTTGGCATAAAGCCAGGAAGAACAAGGAATTTAAACTAGAGATTTGAAACCAAGGAAGCTTTAGTTAGATGCATCTTTGTTGGTAAAG 
AGGGCAGAATTGAGACCTGAGTTTATTATTATAAATAGC 

HUMAN SEQUENCE - mRNA 

CTCCGGTGTGTCTGTCGGTTGCAGTGTTGGAGGTCGGCGCCGGCCCCCGCCTTCCGCGCCCCCCACGGGAAGGAAGCACCCCCGGTATTAAAAC 
GAACGGGGCGGAAAGAAGCCCTCAGTCGCCGGCCGGGAGGCGAGCCGATGCCGAGCTGCTCCACGTCCACCATGCCGGGCATGATCTGCAAGAA 
CCCAGACCTCGAGTTTGACTCGCTACAGCCCTGCTTCTACCCGGACGAAGATGACTTCTACTTCGGCGGCCCCGACTCGACCCCCCCGGGGGAG 
GACATCTGGAAGAAGTTTGAGCTGCTGCCCACGCCCCCGCTGTCGCCCAGCCGTGGCTTCGCGGAGCACAGCTCCGAGCCCCCGAGCTGGGTCA 
CGGAGATGCTGCTTGAGAACGAGCTGTGGGGCAGCCCGGCCGAGGAGGACGCGTTCGGCCTGGGGGGACTGGGTGGCCTCACCCCCAACCCGGT 
CATCCTCCAGGACTGCATGTGGAGCGGCTTCTCCGCCCGCGAGAAGCTGGAGCGCGCCGTGAGCGAGAAGCTGCAGCACGGCCGCGGGCCGCCA 
ACCGCCGGTTCCACCGCCCAGTCCCCGGGAGCCGGCGCCGCCAGCCCTGCGGGTGGCGGGCACGGCGGGGCTGCGGGAGCCGGCCGCGCCGGGG 
CCGCCCTGGCCGCCGAGCTCGCCCACCCGGCCGCCGAGTGCGTGGATCCCGCCGTGGTCTTCCCCTTTCCCGTGAACAAGCGCGAGCCAGCGCC 
CGTGCCCGCAGCCCCGGCCAGTGCCCCGGCGGCGGGCCCTGCGGTCGCCTCGGGGGCGGGTATTGCCGCCCCAGCCGGGGCCCCGGGGGTCGCC 
CCTCCGCGCCCAGGCGGCCGCCAGACCAGCGGCGGCGACCACAAGGCCCTCAGTACCTCCGGAGAGGACACCCTGAGCGATTCAGATGATGAAG 
ATGATGAAGAGGAAGATGAAGAGGAAGAAATCGACGTGGTCACTGTGGAGAAGCGGCGTTCCTCCTCCAACACCAAGGCTGTCACCACATTCAC 
CATCACTGTGCGTCCCAAGAACGCAGGCCTGGGTCCCGGGAGGGCTCAGTCCAGCGAGCTGATCCTCAAACGATGCCTTCCCATCCACCAGCAG 
CACAACTATGCCGCCCCCTCTCCCTACGTGGAGAGTGAGGATGCACCCCCACAGAAGAAGATAAAGAGCGAGGCGTCCCCACGTCCGCTCAAGA 
GTGTCATC C CCCC AAAGG CTAAG AG CTTG AGC CCCCG AAACTCTG ACTCGGAGGACAGTG AGCGT CG CAGAAAC C ACAACATC CTGG AGCGCG A 
GCGCCGCAACGACCTTCGGTCCAGCTTTCTCACGCTCAGGGACCACGTGCCGGAGTTGGTAAAGAATGAGAAGGCCGCCAAGGTGGTCATTTTG 
AAAAAGGCCACTGAGTATGTCCACTCCCTCCAGGCCGAGGAGCACCAGGTTTTGCTGGAAAAGGAAAAATTGCAGGCAAGACAGCAGCAGTTGC 
TAAAGAAAATTGAACACGCTCGGACTTGCTAGACGCTTCTCAAAACTGGACAGTCACTGCCACTTTGCACATTTTGATTTTTTTTTTAAACAAA 
CATTGTGTTGACATTAAGAATGTTGGTTTACTTTCAAATCGGTCCCCTGTCGAGTTCGGCTCTGGGTGGGCAGTAGGACCAGCAGTGTGGGGTT 
CTGCTGGGACCTTGGAGAGCCTGCATCCCAGGATGCTGGGTGGCCCTGCAGCCTCCTCGACCTCACCTCCATGACAGCGGTAAACGTTGGTGAC 
GGTTGGGAGCCTCTGGGGCTGTTGAAGTCACCTTGTGTGTTCCAAGTTTCCAAACAACAGAAAGXCATTCCTTCTTTTTAAAATGGTGCTTAAG 
TTCCAGCAGATGCCACATAAGGGGTTTGCCATTTGATACCCCTGGGGAACATTTCTGTAAATACCATTGACACATCCGCCTTTTGTATACATCC 
TGGGTAATGAGAGGTGGCTTTTGCGGCCAGTATTAGACTGGAAGTTCATACCTAAGTACTGTAATAATACCTCAATGTTTGAGGAGCATGTTTT 
GTATACAAATATATTGTTAATCTCTGTTATGTACTGTACTAATTCTTA CACTGC CTGTAT ACTTTAGTATGACG CTGATAC AT AACTAAATTTG 
ATACTTATATTTTCGTATGAAAATGAGTTGTGAAAGTTTTGAGTAGATATTACTTTATCACTTTTTGAACTAAGAAACTTTTGTAAAGAAATTT 
ACTATATATATATGCCTTTTTCCTAGCCTGTTTCTTCCTGTTAATGTATTTGTTGATGTTTGGTGCATAGAACTGGGTAAATGCAAAGTTCTGT 
GTTTAATTTCTTCAAAATGTATATATTTAGTGCTGCATCTTATAGCACTTTGAAATACGTCATGTTTATGAAAATAAATAGCTTAAAATT 

HUMAN SEQUENCE - CODING 

ATGCCGGGCATGATCTGCAAGAACCCAGACCTCGAGTTTGACTGGCTACAGCCCTGCTTCTACCCGGACGAAGATGACTTCTACTTCGGCGGCC 
CCGACTCGACCCCCCCGGGGGAGGAGATCTGGAAGAAGTTTGAGCTGCTGCCCACGCCCCCGCTGTCGCCCAGCCGTGGCTTCGCGGAGGACAG 
CTCCGAGCCCCCGAGCTGGGTCACGGAGATGCTGCTTGAGAACGAGCTGTGGGGCAGCCCGGCCGAGGAGGACGCGTTCGGCCTGGGGGGACTG 
GGTGGCCTCACCCCCAACCCGGTCATCCTCCAGGACTGCATGTGGAGCGGCTTCTCCGCCCGCGAGAAGCTGGAGCGCGCCGTGAGCGAGAAGC 
TGCAGCACGGCCGCGGGCCGCCAACCGCCGGTTCCACCGCCCAGTCCCCGGGAGCCGGCGCCGCCAGCCCTGCGGGTCGCGGGCACGGCGGGGC 
TGCGGGAGCCGGCCGCGCCGGGGCCGCCCTGCCCGCCGAGCTCGCCCACCCGGCCGCCGAGTGCGTGGATGCCGCCGTGGTCTTCCCCTTTCCC 
GTGAACAAGCGCGAGCCAGCGCCCGTGCCCGCAGCCCCGGCCAGTGCCCCGGCGGCGGGCCCTGCGGTCGCCTCGGGGGCGGGTATTGCCGCCC 
CAGCCGGGGCCCCGGGGGTCGCCCCTCCGCGCCCAGGCGGCCGCCAGACCAGCGGCGGCGACCACAAGGCCCTCAGTACCTCCGGAGAGGACAG 
CGTG AGCG ATTCAGATGATGAAG ATG ATGAAG AGG AAGATGAAGAGGAAGAAATCGACGTGGTCACTGTGGAGAAG CGG CGTTCCTC CTCC AAC 
ACCAAGGGTGTCACCACATTCACCATCACTGTGCGTCGCAAGAACGCAGCCCTGGGTCCCGGGAGGGCTCAGTCCAGCGAGCTGATCCTCAAAC 
GATGCCTTCCCATGCACCAGCAGCACAACTATGCCGCCCCCTCTCCCTACGTGGAGAGTGAGGATGCACCCCCACAGAAGAAGATAAAGAGCGA 
GGCGTCCCCACGTCCGCTCAAGAGTGTCGTCCCCCCAAAGGCTAAGAGCTTGAGCCCCCGAAACTCTGACTCGGAGGACAGTGAGCGTCGCAGA 
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AACCACAACATCCTGGAGCGCCAGCGCCGCAACGACCTTCGGTCCAGCTTTCTCACGCTCAGGGACCACGTGCCGGAGTTGGTAAAGAATGAGA 
AGGCCGCCAAGGTGGTCATTTTGAAAAAGGCCACTGAGTATGTCCACTCCCTCCAGGCCGAGGAGCACCAGCTTTTGCTGGAAAAGGAAAAATT 
GCAGGCAAGACAGCAGCAGTTGCTAAAGAAAATTGAACACGCTCGGACTTGCTAG 
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TABLE 6 



MOUSE NOMENCLATURE 
ICSGNM Myb 
Celera mCG2825 

HUMAN NOMENCLATURE 
HGNC MYB 
Celera hCG32380 

MOUSE SEQUENCE - GENOMIC 

NNNNNNNNNNNNNNNNNNNNNNNN^ 

NNNNNNNNNNNNNNNNNNNNNNNNNN^ 

NNNNNNNNNNNNNNNNNNNNNN^ 

NNNNNNNNNNNNNNNNNNNNNNNNNNNN^ 

NNNNNNNNNNNNNNNNNNNNNNNNNNNN^ 

NNNNNNNNNNNNNNNNNNNNNNNNNNNNN^ 

NNNNNNNNNNNNNNNNNNNNN^ 

NNNNNNNNNNNNNNNNNNN^ 

NNNNNNNNNNNNNNNNNNNNNNNNNNN^ 

NNNNNNNNNNNNNNNNNN^ 

NNNNNNNNNNNNNNNNNNNNNNNNNNN^ 

NNNNNNNNNNNNNNNNNNNNNNNNNNNN^ 

NNNNNNNNNNNNNNNNNNNNN^ 

NNNNNNNNNNNNNNNNNNNNNNNNNNNN^ 

NNNNNNNNNNNNNNNNNNNNNNN^ 

NNNNNNNNNNNNNNNNNNNl^^ 

NNNNNNNNNNNNNNNNNNNNNNN 

NNNNNNNNNNNNNNNNNNNNNNNNNNNN^ 

NNNNNNNNNNNNNNNNNNNNNNN^ 

NNNNNNNNNNNNNNNNNNNNNNNN^ 

NNNNNNNNNNNNNNNNNNNNNNN^ 

NNNNNNNNNNNNNNNNNNN^ 

NNNNNNNNNNNNNNNNNNNNNNN 

NNNNNNNNNNNNNNNNNNNNNNNNN^ 




GGACGCAGGCAAGGCCGGAGGGCAGCGGGAGGCGGCAACCGGTTGCGGTCCCCCGGGGCTCTTGGCGGAGCCCCGGCCCGCCTTCGCCATGGCC 

CGGAGACCCCGAACACAGGTAATGGGGAGGCTGAGAGGGCGGCCTCGGGCTAGGGCGCGCGGGGATCCAGGCATCCCGGAGCAGGTGGGAATGC 

CTTCCCTGTTGGTTTGCGGGGCTGTCAGCCAGTGGCAGAAGACACTCGGGAGAAGGATGAATGGAAAACTCTGCGAGAAGCGCACGGGTATAGT 

GGGAAGCATGCCCTGAGGCTCTTTTTTATTTTATTTCCCTTTTTCTTTCTTTTTTCTTTTTCTTTTTGCAAGTTGCTCGGGGATTCGTTTCTCT 

TTGGGGGGTGGGGTGGGGGGGGGGCTCGGCACTCTTCAGCCGAGGACTGAACGGTTCCATCAGACCCGAGGAGCCCACCAGGTGTTTGGCTTGA 

TGCCCCGAGTGTCGGCGAGGGAGTCGCAGCCTAATTGCTGCATGCATTGAGGTGTGTTTGCACTTGAAGAGCATATGGCAGATATAGGGAAAGG 

CCGGGTTGTTTAGTAGCTGCAGGTAGTTCATTTAAATTTCATTCATTCATTATGGAGGCGAGAGAGGTGTCAGCTGACAGGCAGGCAGCTGCAA 

AGATTTTAGGGGGACAAAATGGGTTTGCAGATTGTTTTAAACCCAGCCGTTTGAAGATTCTTGTACTTGTTATGGAAGAAGCTTTTGCAAACAC 

TGCACGCGCCCGCGTCGCACATGTCACCGCACCGGCCGAGATGATGCGTGCACTCTCTTTCCATTTTGGCCCCACCTTCGGGAAGAGGGATCCT 

CTCGGAACTGTCAGTTGCTGGCGCTCAAGTCCGGCCCGACTCGGGGTTTCCCGAGGACACGCCGGGGCTCCCAGAGAGCAACAGATGCGGGGCT 

TAGCTCGGTGGCGGTCGCCACTCGGCGCAAAGTGCTGGAGGCAGGCGGCACCCAAGGCAGCTGCAGTGCACCCCGGGCGATGTCGCCGCTCTTC 

TCCTGGGCCGCGCACACGTGGAAGCAGCTGAGGTCGCCGCTGCTCCCAGCACTCTGCTCCAGCTGCTTTTGGTGGCCCGCCTCTGGCAAAGCCA 

CCG AC CG AC CG AC C CT AAGG AAGNNNNNNNNNNNNNNNNNNNNNNNN^ 

NNNNNNNNNNNNNNNNNNN 

CTGGCCCCGGGCCTGCCGCGCCAGCCTAAGTGCCACCCTTTAAGAGGTTTCGCCTTTCGCTTTTGGGACCTAAACCGCCCGCACCCAGGTCACC 
TGTTCTGCAGAAAGCTGAAACCTGCAGCAGGAGGAGGGAGTTAGGAAGGGGTGCTCCCAGGAGGTGCGGCCCAAGCTGGCCGCCCCAAGGTTCA 
GTCGGGGCGTGGCCGCGCAGGTTCCCTGGGGCTCGCAGGTAGCCCGGAGCGGAGGCGGCAGGGAGGGGCGGGAGCCTTGAACTTGACTCAGGGG 
GAAGAGAAACCCGGCTGCGGGCTCGGAGCCGTTTCTTGCAGGGCTAGCGTCAACTCGGCAGGGATTATTAACCAGGTCAGCGAAATGACTCTGA 
ACCCCTTTTCTAGAATCACGTAGCGGCCACAGGCACTTCCTCCGGTCCCCCTCCCTCTTCCCAACCCCCCAGTGTTCTTTTTCGTTTCTTTGCA 
CGGTTTGTTTCCTTGATAGAATGTAACATTCATAGTTGTACTCTTGTAACCACACCGGCTCTCGCAGGTGGAGCAGTCGAGAGCATCTAGCTTG 
AAATCAGCCTTTGAAAGTCCTTTGACTGTTGGGTCTGAGATCTTGTCGGAGCAGATAAAGGAAAAGTTATTTCGGGTCCTTTGTCGAAATTAAT 
CATGCTACCGAGGCGACCAGGTCATTTTAGAGCAAGGAAATGGCATGCAGAGCTCAGAGGCAAGCCCCTTGTCAAAGCTGACAGAATCCTGGAC 
TCGCCCAGCTCCCTCTCACAGCCTTTCAAGATCTGCAAGAGTCACACGCCACATTTCACCCCAAGACTTTGGCTTTGCACATCTGCCCAGGGCT 
TGCTTTTTAAGAGGCACAGAAGACAGTAGAGGCATGCCTCTGGAAAGTACCTTAAACATAGAATCCCCTCCCTAGTGTGTAAGATGGGATCCAC 
GAGAGGGAGGGGGGTTTGTCCAAATCAAACGACTAGGTGCGTGGACAACTAGGGCTGTTAGAACTTTGCTCCTAGACCCCCTGGTCCTGTGTGA 
TCCCAGTTCTCCCTCACCTGACTATTGACTGCCCCCTGTGGGCGACTGAGGGTGATGCTTGTTTTTAGATTAAGTTTTGACCAGAGGAAAATTT 
GCTTGGAAAATGTCCACAATGCTGAAAGTGACACCTCCAGATCTGGACAAGCCTAACAGGCGAATCTAATGAGAGTTAAATCGGTGGCTCCACT 
CTCAGGTCCCGTTGGCTTTCTTGGTATCCCTGATACTTCACAAAGGGATGTTTCATCCTGAGAGCTTTCCAAGTTCCTTAACAAAAGGGAATTG 
TCACCCAAAGAGGCTGGTTTGCAGTTCCGGCCTCATAACTCTTTTTCCCTTCACAACACCATGTTTTATAAAATCGTAATTATTACTGCACAGA 
AGTTATTTGCCGCCTCCTGTTTACTGTTGGAAATAAAACTGCTTTTGGTTGAAAGGATTTACACTAAGTGGAAAAATATATTGCAGATCATGAA 
TAAAGTTTCCTGGGATTTTTTTTTTCTTTTTGGTGGTGTTATTTTAACGTTAGATCACATCCTGTCACCATGAAGCCTGAGCCATCAGTTTGAG 
GCTCAGAATAATATTTTAGATGATGAAAATCCCAATGTTTGGTAAACACTTTGGCTTAACTTTTAGGGGGCCAGAAATATACATTTAGTGAGTT 
CGTCTGGAAAGACAAATCCTATTATGAATGTAAGTTTGCCTTTTAAAAATAATTTTCATTATGATGTTGTCTTATATCATCTTGCTGGTTCGAT 
AGGTTTTTCAGTTTTACAACAGTGAGTTTGTTAAGTGGAGTTGTTAAGTGTAAAATTCTTCACATTTTAAGTCTTATAGAGTGATAACAAAAAC 
TAAACTGCAGAATTACTCTGTTCTGTATATGATTGATGAGTTTGGAGTTCCTTCAGCTGCCATCAAAATTCACACTGTTACTCAACCCGGTAAA 
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AGAAAAGGCTGTTTTGAAAACAGTCTTTTTTTTTTTTTAACCTGTAGATTTCATCTGGGGGAACCCCTTGGTTTTTAATTAGATACATTGTAAG 

GTATTTTAGACTCC ATGC ACT C AGAGACAGAGAAAAC AAG AGTAAGTAGGAGT CTGAATAGCC AGTG CCCTGGC CATGTGCTTAGTTACT CAGG 

AGACAGCACTGTAAACACAAGCACAGCTTAGGTAGAGTAGACACGGGCGGGCAGCGTTTGAATGATTTGCAATTTATGTTAATCACAAAACAGT 

TTGAGGGATGTCTCCTTTACCAGGTCTTGAAAATCTTCGTGATTTTTTTTTCCCCTAGTGCCATGGTCTTTAAGAGGTGATCACAACTATACTT 

TGGAATGTATTCTGTCTTGGTTTTTTTATTTTATCAGACTACCAGTACTCTTGAGACACACTTGATTGGTCTGTTGTGTTCAGAAACTATTTAA 

ATGATTTGCTATTTGCTATATGCCAGAGTTGGAGTGTGTATTTATAGCAAGGACATGGGCTCTTGTTCTTCTCATTGTCCTTAACATTGACTTT 

TAAACTCAAGCATCAATTGGTTGGGAGTTTGCCAGATGTGTAACTTGTCACTGATCTAACAGTAACAGGTTCAAACATGCAGAGCAATAGAAAA 

ATGCCAGGGCTCTTGGTGT CTCTGTGG ATACTAGTAAC AG CAAAAC CAGTTT AC AAACACT ACAG C AC C AGAATG C AG AAAACCTCATTG CG CA 

ACTGTGCAAGGTTTTGTTTCTGTAGACTTTTAACAAGCTTGCTGAAGCGTTTCTGTCTGAGTTTCATAATCCAATAGTTTAGATCCTCTGCCTT 

TGGCCC ATGTGTGTC CATT CTTATTTCTGC AGCAT CTACAGTAGCG ATG AAGATGATGAAG AC ATTGAG ATGTGTGACCATGACTACGATGGGC 

TGCTGCCCAAATGTGGAAAGCGTCACTTGGGGAAAACTAGGTGGACAAGGGAAGAGGTAACTAGTCATTTTATCAAAACGTAGGGAAACTCTGT 

AGAGTCTGTGATTGGTGAAAACTGAAATCTCGGCTAAGCTACATGTGCCCTTCTGAAGACTCTTGAAGAGGTTATCTTGGCATGCTGTACAGAA 

TGCTCGTGTTCTTCTGTCCCAGTGTTTATTCTGCTTTCTGTTCCCAACCTGTTTATTGTTCCTTAAATGCTTTCTGCTTTTTCCT.TTCCACTTT 

GCGTGTCTGGTTCTCATTCTGGAACCTCACCATTCCCTACACATTGCCTTTTCTGTGAAACTGTTACTGGCCACCATCTTTAAGGCTGGATGCA 

CCCTCCCGTGGTCGCAACCCCCCTGGGCACATGCTTGGCTTTATTGGTGTTGTTACATATTTGTCTTTCCCAACACACTGCCAATTCCTTGAGG 

GTTAGGACTAAAGTATCTCTTCATCTTTGTGTTCCTCAAACTCAAAATTACTTGCTAAAATGTAGGATAGTAATGAATGTTCTCTGGCTAAAGT 

GATGCTTTGCTATTTTCTAAGCTAAAGTAGCCGTAGAATTTATTGTGTTGTAATATGCTCAGTGAACATTCGTTACACATGATAGTCACATGAC 

CTATGTATGTGAAAGATTATTCTGAAGAGATCCAGTAATAGGAGAAGATATGCCCACTTCTTTCTAGAGCAAAAATCATCAAAGTATGAAGAAA 

GGTTTCTTCGTTCTCTACTGAAGTGTGACCTTGATTGCATGCTAAAATCAAAGCTCCTGAGAACAGGTGGAAGCACTCCCAGGGAGGCACTTAG 

GGAATGCACGTTCTGTCTGTCTGTCCTGCTCAGGCCCGTGGATGCTCCCTTGGAGTGTGAACTTCTGTTGTTAACCATGGATTCCCAGACTCTG 

T CTGTTTTGTCATTATGTGTGAATGCAGAAACCTATG AAGACTGTGTTTAC AAAGGTGTG CATG AG CTAG CATGTAG ATG AG CGT ATGTGCTG A 

TGGAGCCAGCTTGGGAATGTCTAGCTAGTGTCTTGTGTGTTCTGATCCATAAACTCTGAACATATTGATGCAGATCCTTAATGGCTTTACTGCA 

TGAAGTACACCTTCAAGTCAAATGTGTCAAATATCTTCTTCTTTGCATATGGAGAAGGTTGAACCAATGGGAAGCTGTCTCATCCATGGTCTTA 

TCTTTCTCAGGGTTGAACGGTGACTAAGTTTAACGTTGGAATTCATTTTCCCCCATTTAGTAAGAGTGTTAACAGTTACCATCTATT AAACACT 

AACACATGCCCGGCTTCACTGCTTTACATAATGGTATTGTGTAATCTCCAGATAACAATGTTGATACTACCATTCCTATCTTATAGATGACAAT 

AGAAATCTGTTTATATAACTACTCAACAGCTGTGTCAAAGTAAAAGCTTTAGTGTGCCTGTGAGTAAATGTATGCCCAGACCAGTATATTACAT 

TAATATTGGCTTTATTTGAGTGGTTTTGAAAGCTCCCCCCCACCCCCGATCATGAGGTTGGTTCCTTTTTTCATTAAACTTAGACAGAGCTGTT 

CAGTAAACAAGTGATGCCTAGGATTGTCTTTACACACCTTAGGATGAGAAGCTGAAGAAGCTGGTGGAN^^ 

NNNNNNNNNNNNNNNNISTI^^ 

AAGAAATTATTGGATAGTTTACTAAAATACTATGTATTTGCTCATATAGAGTTAAGAGGAAGAGAGCCATCCGTAATTTTTATATCTGACTACA 
CAACATATAATTGAGGTTTCTAGAGTTACTATCCAGAGATTTTGATTTTTTTTTTCAACAATTGCTTCTTGTTTTGTTTTAAAATACCCTGATA 
GTGTAAGTTAACATTCTGATGGGTTGTTCCAGGATAAAATTTTAAACTTGGTATTCCCTCCAAGTTAGCTTCTAAATTGTCCTATTCTCATCAA 
CAGCCACATTTTTGGTGTGTGGGTTTAAAAATCTAGAGCGTCTTTTGTCTTATAGCCTCCCAGGTCCATCTCAATGATGAGTCGGGAGCGCAGA 
ATTTCTTTACAGTCCTTCTCTTCCACTTCTTTCCTATGGTCTGGTCACAGGGCAGCTGCCCTGCCCTCTCTATCATAGTGGCTTCCTTCTTGGC 
TTCACCATCTTGGCTTCACCACGTGTATTCTTTGAGCTTACCACCAGTTCCAAACACTGCTAGCTGAGGGAGCCTCCTAAACGGCAACTACTCC 
TAACTACTCTGCTTGCCTAGGGTGTCTGAGTCCCTAGGTTTGGTCTCCTGCACCAATAAAATCAACAAATAAGCAAACAAACCCCCAGCAGTGG 
TGACATAGGTTCTCACATGGCAAGTGGGCTACCTTGACCTGGCATCCAGTTTCTCTCCTATCTGGTCTCAACTTACAGTCCCACTGCCCTCTCC 
CTCCTCTACCCGCTCTGTTTCCTGCTTCCTCCCCACAAGCAGGTTTGGCTGTGTTCATTTCTGCTTTTTCTCCTCTGGGCTTTTCTTCCTGCTG 
ATTTCACCCCCACCCCCCACCCCCAGCATGTTCTCTCTTGCTTCTCCAGTTAAAAGTACTGAGCACCCTCCAAAGGCCGGATCATGAGCTCTCG 
AATGCCTCTGAAGGAAGCAGAACCTCTTCTTTAAGAGTCCTTTTCTCCTCACCCCAACAGCACGTGGCTTAGGTCTCATCTTACAGATAAAGTC 
AGCCTTTGGTGTAATCAGTTACATGTCCATCTTTCTTCTTCTAAGATTATGTCTAAGAAAGTGAGAAAGTTTTATTGTTTTCATTCAGTCTAAT 
ACAAGTGTCTGTGGTCCTGAACACACAGAGAGGTTGAATGGGAGGCACTTCAGTTCCTTAGGATGGATTTTTATTGAGGCGTGGCCATGTGGGA 
TCACTAATGCATCTTCAGCCACAGAGGTACAAACCACAGACTGAGGTTAACGATAAGTCACGTTGGCATCTATGTGTGTACTGTGATGTTCCTT 
CTATGCACATGGCAGACCATTACCTTCAGGCTCCAATCTTAGATGCAACTTGGATACATTCTCTAGTCCGTGAGCAGTGTGGGATGGATAGGTG 
GGCTCTCTGTACAGGCTTCTAAATGTTCTTAGATGTTTTCACTATGTATCATCCACATGTGATCCCTATTGAACAAAGCCTTCATGTGTTCTTC 
ACGCCTTATCATCCCAACGCTGTGTACTTTGTCTAGAACCGGACAGATGTGCAGTGCCAACACCGGTGGCAGAAAGTGCTGAACCCTGAACTCA 
TCAAAGGTCCCTGGACCAAAGAAGAAGATCAGAGAGTAAGTTCTGTCCCCATAGATGTGTGAGTTGCAGTTAAGAATATTGCTAAAACAGGTTT 
CTCACCCCAAGGAAGCAATTTAAATCTTCAAACAGGAAGTAAAGGGCTGGCTCCTGCATGTCCAGTGGATGAAAGCAGATTATTTCAAGATCTG 
AAGATCTTGTAACATTGAGGCTTGATGACGCTGACTCTTTCCGTAACATTAAAACACAGATTATTTTTCTGTTCATCTGAAGGTCATAGAGCTT 
GTCCAGAAATATGGTCCG AAG CGTTGGTCTGTTATTGCCAAGCACTTAAAAGGGAGAATTGGAAAGCAGTGTCGGGAGAGGTGGCACAAC CATT 
TG AATCCAG AAGTTAAG AAAACCT C CTGG ACAGAAG AGGAGGACAG AATCATTTAC CAGG C ACACAAGCGTCTGGGG AACAG ATGGGCAGAG AT 
CGCAAAGCTGCTGCCCGGACGGTAAGACTTGGGCAACAAATATATTGATTGGGAAGAACCAAGGGATGGTCGCTAAACATTCTCTGTGTGTGAA 
TGAATTACATTCGAGCAATTATAAGCATTTTGTCAGATAAACCAGAAACACCAACTTTTAGGAGCGGGCAAGAGCTTGGAGTTTGTTCCGTTGG 
ACAAGGCTAGTGACACCTGGGTGGTGAGCCCCAGCCAAACCTTTCGGCTTTCCTCCACTGTTGCTCCTCCATTTGTGAAATAGCTGATTTCCAT 
GAGTTAACGTTAGGATCAAGTGAAATGAATGTCAGGTATTCTGTAAGCTAAAGCACCTACCTGCCTAAGAAGGGAGTGCAGACACAGATTGCTC 
TCGGGCTGAGGCCATCCAGCCAGTTCAGCCATTACTGGTCACTCCTCCACTTTAGCAATTTCCGTTTTCCTAACACCTGCATTCACCTCATTTC 
CCATTTGATTACTGGGTGTTTTTTTGGTTTTGTTTTTCTGAGACTAAAAAAAGCCTGTATGTCTAGAGTTGTCACGACAACTTCAGGTTTTTTA 
ACTAATCTCAGTGTTATGTCTTATTTTTACCAAACAAGGAGGGGAAATGACGCCTTTGTATAGGATAATTATGGAAACTCACCTTTGACCCACT 

ATTCTTGAGCTTTTTGACCCCAAAGTGGGGAAAGGATTGTTTCAGGATGGCTTATCTAGTATTTCCTAGTCTTGCATCAATGGGGTAGCTCCCT 

CATGCCTTGAGAACTTTAAGAAGCCATGGATCTGGTCAAAGGAGGCCTTTCCTCCCATGTGGCCTCAGAGGATATAGTGTTGACTTTTCTAAAG 

ACTAAAGGGGCAACTGAACTTCCTCTTTTTTAAAAACACACATTTCCCCACCCCCATGGAAATAGTAAAAATGTTTTTACTTAATTTTTCTTTC 

TTTTCCTTTTCTTTTTCTTTTTTATTTTTTTAGCTAAGAAACTTCCTGAAAATGGGAAGAGTTTAGTAAAAGCACCTTGCAGTTTGAAACTATA 

CTAGGGGGTTGAATGTGGTAGCACATGCCTGTAATCCCAGCTANTJNNNNN^ 

NNNNNNN^ 

NNNNNNNNNNNNNNNNNN^ 

GGGGACTCTAAGTTCTATTAAAGTCCAGTGGCACGTGAATTCTGAGGACCTACGCCTTTATCAAGAAATCAAAATGCTAAAATAAATTTTGCAG 
GAAACTTGATACATCCCAAATCAGGTGAGCAAGAGAAGAGTGGCTTTTCAGTTAGGCGACAAGGTAGAAAAGATGAAGACAATTTAAAAGAGGG 
AAAGAAAAGTTAGTGGAACCACAGCAATTAAAATGAGAAAATAAAAGTGGAACCACAGAAATTAAAGTATTTTTTGTTTGTTTTTTAAGAAACA 
GTTTTCTGTTGATTGACTGTAATCTGAGTTAAAAGTTTTATAAAGTTTGTATATGGTACATTTCTACACAGGACTGATAATGCTATCAAGAACC 
ACTGGAATTCCACCATGCGTCGCAAGGTGGAACAGGAAGGCTACCTGCAGGAGCCTTCCAAAGCCAGCCAGACGCCAGTGGCCACGAGCTTCCA 
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GAAGAACAATCATTTGATGGGGTTTGGGCATGGCTCACCTCCATCTCAGCTCTCTCCAAGTGGCCAGTCCTCCGTCAACAGCGAATATCCCTAT 
TACCACATCGCCGAAGCACAAAACGTAAGCCACTCCCGAGAATGTAGAGGGAGAAGAGAGGTGGTTATATCACCTGGGGTCATAAAAATACTTT 
AC AGTTGTGTG CTTTGCATAG ATGTTGTAC AAG CATGGTC ACAG ATGGAG ATGTGTCGATGG C C CTC AGCTAG AC C CACTGTGTG AGGTAGGAG 
ATGGCCCTCAGCTAGACCCACTGTGTGAGGTAGGAGATGGCCCTCAGCTAGACCCACTGTGTGAGGTAGGAGATGGCCCTCAGCTAGACCCACT 
GTGTGAGGTAGGAGATGGCCCTCAGCTAGACCCACTGTGTGAGGTAGGAGATGGCCCTCAGCTAGACCCACTGTGTGAGG'TAGGAGATGGCCCT 
C AG CT AG ACC CACTGTGTGAGGT AGGAG AAGATACACTTGG CTTCCGTTTCTGG AAAC AAG AATGAAAAGG AATTTGTCCATCACATTG AAGTA 
GTGCTGAATAGAACCAAAGTCGTCTGATTCTAGTTTTCTGCT CC AAACCTGATTTAAAGATCGTGTTTTAATGTAAATGTACTTGTATATTGCT 
AAATCTTAAGAGTAGGTGAACATAGATAGATGCATAGTCTGTTAGCTTTCTTTTCCAAAATGAAAAATTGATGTAATATTACATTTAAGGTCAT 
AAAGAGGAGATAGCTAACCTCTGAAACATGAAAGGAGATTATAAGTTCAATTCTGGCAATGATCTGAAGAAAATGAATTGATTTATATATCCAG 
GAAATGTTTACTTTCTTACTCAGAGTCAAGGGCTGTACTGTGATATTAATTTGGTGATGTGCTCCTTCATCCTCGCTTGGGTTGGTATCATTTC 
TTCCTCATTTCTAGACATTCATATCTAGCGAAAGAAATCGCTTACAGTACATGGGAACAAAGTCTAAAGAGGAGAATATCAAGAAATGCTTATC 
ATCGAGCTGATGCTAAAAAATGACAAAACTCACCCAAGAATCACAAAGACCATATGCAAATGTTATGTAAAACATATGC^TGTGTAGTTCTCAC 
GTGG CT CT ATCTGTTT CTTAGATTTG ACTAC AG AATTTC C AG AAAGGTCT CCAGTG AATGAATTATC ATAAAAGTTTCTGTGCTTTTTATTAAA 
AGG AACATTATTCTAAGAAAAG TAC CCCTAGTGTACTTTTTTCACG CATC CCACGAACACTTTC CCGTTGTT C CT CT CTC CAACTGAGGGATGT 
TTTCTGTTGGGATAGGCAGACTCTTTGGGCCTCTCTCCCTGTTTCTTGAACTAGTTAGCCATTTTTAAGTATCTGGCTAACTTTCAAGTTAGAG 
AAGTTTTTGTTTTTGTTTTATTTTAATCATTCCATGAATTTTATCAACCAAGTACTTTCTCCCTTGGTCACAGAGCAAAATTTTAGAGAGCTGA 
ATCCTCCTGGCGCACTTGTTAAGTAGGAATGACTTAGTGTTTGTTTTCTTTTCCTGGTCTAGATCTCCAGTCACGTTCCCTATCCTGTCGCATT 
G C ATGTT AATATAGTC AACGTCC CT CAG C CGGCTG CGGC AGC C AT CC AGGTGAGATC ATCTG ACGGGCAAACTCCTTAGCTG AGCAAGGCACTG 
CTTTTAAAGAATACTTTCTTTCTACACACACACATACCATGTAATAGAAAAGCTAACAGCATTGCCAACCTACTTTGGGCTAGCCTTTATTTAC 
CCTTGGTGGCTTCTGGAATTTTCTGATGCATCCATGAGCAGGTGCTCTAGCCTCTGCCTTACCCCTTGTTGCCTTAAGTCCCGTATCACTTTGA 
GCAGATAGTGGTGAATTCTGTGGGGTGATTCCACATGGAAGTTCTCTGGGCTGTGTAAGGTACCTCTCCCTCAGACCTTGTCTCTCCCTGCTTC 
ACTTGAAACTCTAGAGACACTATAACGACGAAGACCCTGAGAAGGAAAAGCGAATAAAGGAGCTGGAGTTGCTCCTGATGTCAACAGAGAACGA 
GCTGAAGGGACAGCAGCCATTACCAGTAAGACTGTGACCTTGGGATGGGTGGCTTCGCTCAGTGCTCTTCTCTCTCCTCCTCTGTCTCCTTTTC 
TAAAGACTGTCTCATCCAAGTTCTGTGTGTCCGCTAACAATGCTCAAACAACAGAAACTGCTACTGATGACTGATAAAAGTCTGTTAGTCTCAG 
AATGTGCATTGAGTGACTGGAAGTCACTGTTTTAGAATAGGACCACAGTACCCACTTGTGACTGTCAGGATCTCCATTGTAACAAAGCACAAAG 
CTTTGCCTGCTTGTTTGATTCTTTTACTGTTATCCTTTTAACCTGGATTTACATTTCTTACAATCTCAAATTCCATTTGAAGTGTATTTATTAT 
AT ACATGTTTTTTAAAAGGGATCTATAC ATAAG CC ACTCTTTAAATGTTTGCTAT CTTTTATTTG CATGTATG AAAG CTCT CTG AT C AGTAGTG 
ATAAGGTGTTTGTGTAAACACATATATGTTCCCATAGATATGTGTATATATGCGTGCAGATTTCTGTGCATACATGTGTCCAGGCCAGAGGTTG 
ACACCAAGTGTCTTTTTTGATAGGTTTCCACATTAAAAAATGTAGTTGTATGACTACCACTCATAAGGTACTATAAGATATATGTTGAAATAAA 
CTCTTTCCTCTCAAAGAAAAAAAAAACACTAGTTGTAATTGTGTATGCATGTGTACATGTGCTTGTGTGCACTCTTGGAGGTAAGAGGACACCG 
TTCCAGAATCAGTTCTTTCCTTCTACCGTGGGCTCTGGGGATCAAACTCCTTTTTAACTGCCTAGTCATCTTGCTGGCCATCCAGCTTATATTT 
TGAAATAGGGTCTCATGAAAGCTGGAGTTTGCCCATTNNNNNNNNNN^ 

AGTGCTGGGGTTACACAATGGAGCTGCTGTGGGTGCGTGGAGATCAAATCCAGGTTCTTACGATTGCATGGCAGTCTCCCTTCAGAGTGAGACA 
ACCCCCTCCCCTTTTTTTTTGTGCTGACAATTGAGCCTAGAGTCTCAGACATGCTACATTGCACACACACACACACACACACACACACACACAC 
ACAGGATCCAGCTCTAGCTCTTGTATAGACCGTTTCTGAATCCTTGAATGGGCAGCTCACGGAAAAAGCAAACTTTGGAGTTTTGGTAGTTTAG 
CCAAGAAGTGAGTATGTGAAAGGTGATACCCACTAGCGATTCTTCAGGTGAAATGTTCTTTGTTGTTGTTATTAAATAATAAAATAATGTACTT 
GTGCTAGTTCAACCACTTTTGAACTTTAGTTACTATTTTGCAATTTCTTCTCTTGCATGGACATGCTGTAAGGGGACTTCTGTTAACTTGATCT 
ACTTTCCCAACCACATATACTCTGCAGCTCTAGCTTGCATCAGTGC^ 

GAATAGAAGCAACAGGATATGTACAGATAGAAGCAATTCTAACCCTTGAATGCTTTCAAGGGCTTAACATGCAAATAGGACCATTCTTAAGTCA 
TAGCAATGGGGAACTGTTTTTAAATTAAACTCCAATGGAATTCTAAGACATCTAAGACTTGTATTTTGTAGCAGTCCCAAGGTTTAACATTTGA 
CTAAAATCTTAGCAACTGAAGCAATCCTCTAGGTATAAATTGGAGAGCTATTGCAAAGCTGTCAAAAAGGAAACATCTTGACAACTGTCTGGCA 
GGCTTGAGTTTTGGATGAAGCAACCACTTTTTATCTTGCCTCCAACAGCATCTGATACCTTGTGCAACATAGTTGCTAAGTTTCTTCTTCCTTT 
CTTCTCTCCATCCTTATTTCTACACACCCCCTTCCCCAGACACAGAACCACACTTGCAGCTACCCCGGGTGGCACAGCACCTCCATTGTGGACC 
AGACCAGACCTCATGGGGATAGTGCACCTGTTTCCTGTTTGGGAGAACACCATGCCACCCCATCTCTGCCTGCAGATCCCGGCTCCCTACCTGA 
AGAAAGTGCCTCACCAGCAAGGTGCATGATCGT CCACCAGGGCACCATTCTGGACAATGTTAAG AACCTCTTAGAATTTG C AG AAAC ACTC CAG 
TTTATAGATTCTGTAAGTAGAATTGCTAAGGCACGTTGATGTTTCTGGAAGAGGAATTGAGAATTGGTATAGCATAAATCATTGCCATTTTCTA 
TAGCAAATACGGTTTGGTCCTACATTCATGTAAAGTGAAAGACTTAGCTTTTACGATTCCACTTCTCTCAGTGGTCTTGATTTTGTAGGCTACC 
CACCCAAAATTGTTTGCCTTCCAGGTGTGAATTAATGAAGTTCTGACTTACCACAAAGGGCTCAGAATGAGAGCTGTGTCTGAACTATTTTAAC 

TTTGGGACAGCACATTTGGACTTACGTTTCCTCGTAACCTTAAGCTTTCAGTTCAAGGGTGGGGCATATAGATCTCTCTACAGCATACTGTAAA 
TTG ATTG AC AATCAT AGT AAC AC CAAAATAAAC C AT CTTGAAC C AT CTTG AGTG AAAC AAATTTG AGTTCAGC AGT C ACTCAGTTCATTTTCTT 
GGTCTCCTAATTGGTTAAAAAGCACTTATTCCCTTCACACGGGACAGGGCCAGCTATTGCCATAATGTATCATCTAGAAATGTTTTCTGTTTGC 
TTTAAATTGCATGCAAAAGAGAGTGCCTGAGCTCTCCACAGCAGATGTGCAAGACAACCCATGCACCGCTGTAATCCCTGAGCTAGAAAGCAGG 
CAGGCAGGCAGGCAGGCCCAGCGTTTTCGTCCATTGCTCTTTCAGTGCTGTGTTTGGGTGATGGTGGCGCTGTCACTTGCATACCATCTCAGAA 
GCTCTGTGCCTCCCACGTTGTTTCAGGATTCTTCGTGGTGTGATCTCAGCAGTTTTGAATTCTCTGAAGAAGCGGCAGCTTTTTCACCTAGCCA 
GCAGCCCACAGGCAAAGCCTTCCAGCTTCAGCAAAGAGAGGGCCATGGGACTAGATCTGCAGGAGAGCCTAGCCTGAGGGTGACCAGGCGAGTG 
CTGAGCGAGGCATCCCTCGGCCCAGACTCACCCCAAGCGAGGCACAGCAAGGTTCCGCTGGTCGTCCTACGAAAAAGGCGGGGCCAGGCCAGCC 
CCCTAGCCGCTGGAGAGCCTAGCCCCTCCCTCTTTGCTGACGTCATCAGCTCAACTCTCAAGCGTTCCCCTGTCAAAAGCCTACCCTTCTCTCC 
CTCGCAGGTAGAGCACAATTTCTGCACAGCTGTTACTAATTTTCAGCATACACCCGAGCCTTAATAATTAGAAACTAATCTAAATTTGAACAAA 
TGACTAATGACTGCCGTCCTGGCAGATTTAATTCCGCGTTCAATCTCACTGGGGTAGAGGTGGCTAGCTTCCTGGCATTTGGGCTGACACACTG 
GTGATTTTGTCGCATCTCTTTCTCTCGAAGTCTTGGTGTTTTGGAAAATGGACAGAAAGTTGCATGGGATGTGTTTCCATTTCCCTTTTCACTA 
CATTTCCCTTTTTCCGTCCCTCCCCTCTTCTCCCTTGTCATCCTTGCCTCTTCACATTTTAACACGATGTCTGCCTCTTTGTTCATTGACTACT 
AAGTGATTTACTGACCCTGGGGAGGAGGGAACCAAATTATGATTACATAACATTTGGATTACAACTAGAAAATGAACCACTATGCCCCTTTTCT 
AAGTGAGGATGTTTACTGAGATGATGAAAAAGAGATGCTTCTGCAAAATAATTTAACATTTTCAACACTGGGTCTTTTAAATTCTGCTATGGGA 
TTTTGCTAAGGTACCGTTTTCCAAAGAATACCCTTACTTCATATAGTGTTCTTAAGGTATATAACACTATAATGCTTAGCAGAGCCACGTGCTT 
■TCCAAATTATAATTAAGAGACAATTTGGCTCCTTAAATTTTTTTCCCAATrATATCCGTTGAAGATTTGGTACTTTGTTTTACTTTACTTCATT 
TTAGTAGTAGTAGTAATAGTAGTAGTAGTAGTAGTAGTAGTAGTAGTAGTATTGTGGTTCTTAGAATCTAACCTGGAGCCTCATGTGTGCTAGG 
GAAGTGCCCTACCACTGAGCTATACATATTTCTGGACTTGTTTTTAAAAGAACTTTAAGTATAGACAAATGATCCCCCCATTCCCCAAAACAAT 
TGGTCTCCACCCCCCACCCACCCCCATATTTTCCTAAACCGTGTTTTGTGAAATCATTTCTGCAAGATAGATGTCTCAGGGAAAATGATCTAGG 
TAGACATAAACGTTTGGGAAATGCTAACTCGGGCTTTAAACGGCTTCTTTACCAGAGGGTCCTTCAGGCTTGGCGTTTGTTTGGATTTTTTATT 
CTTTAATTTTTCAGAATGCAGACAGTCTTTTATTCTGCTCAGCTTGCCTTATGCTCCTGAGTTCAAGAGGCGCCCTGGCTTCTGAGTGACTGAC 
TGCAGGCAGCAGCCACTGCTCCTGGCTTCCCTGAGAGCGTTGAGTGTGCTCATCAGTCTACCCAAGAGATAAGATCCATTGCCTTTCCCAAACC 
TGTGTTACCCTGGGAGCGTCAGGATGCTGAGAGACAAACCTTCTTACTGGATAATTTCCCACATCACGCAAACCTTACACAACAACAGTCTGAG 
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TTATTAGAC CATTAAAC CG AGAAAACC AAATATGAAAGAAAAAG AAG ATAAC CTTTTTAATGTTGATCAAGAGCACATAT CATTCTCTTAAGTG 
ACAAATGTCATTTACAGAGAAGATTTTCTTTGAATTTTGCAAGGTTTGAAGCTTTGACCCTTTAGATGTTCTTTCTTATAAATCTCTGAACCTT 
GCCTAATCAGGTGGAATAAATCAATATCCTTGCCAACACTGAAAGATTGTTAACGTTGTCGTAGTTGGGGTTGTGAGTCAGTAGAGGACAGTTG 
CCTGCCATCTGGGTTTGGCTTCAAACTGCATGATCACAGACTCATTATTTAATCAGTTTTTCTTTCIITTCTTTCTCTCTCTCTCTCTCTCTCTC 
TCTCTCTCTCTCTCTCTCTCTCTCCCTTCCTTCCTCCCTCTCTCCCCCCTCCCTCCCTCCTTCCCTCCCTTCCTTTCTTCTCTCCCTTCCTTTC 
TTTCTTCCATGTTTAGTTGTTGAACACTTCCAGCAACCATGAAAGCTCGGGCTTAGATGCACCTACCTTACCCTCCACTCCTCTCATTGGTCAC 
AAACTGACACCATGTCGAGACCAGACTGTGAAAACCCAGAAGGAAAATTCCATGTAAGTCTTAGTTCAATAAGAAAAATGTTTATTTTATTTAT 
TTAT ATTAATTAAAATGTCTGAGC CC C CCTTGTATGTAT ATAATG CATTCACTGT ATGTAT CCTATG CATTCTG ATAATGGATAC AT C CCAAGT 
AAGTTACAACCAACCAGGGAAGAAAGTAGAGAATAATTACCTTCTGTAGTACATTCTGATGTCTTATGTGCATGCACAGGGAGTTTCTGTACCA 
TTCCCCACCCCCCACCGGCCAGGTTTTTCTTTCCACTGTTTTTCAATATCCTTACTAAAAACAAACAAAAGAGACTGAAGCATTCAGAATAAAA 
TTGAGAATGGTTCATAGTTTATATTTTTTAATCTTATTTTTTCTTTTTGTAACAAATACATTAGGATCTTTTTGCATACTCACAGGAATGAAAA 
TGTATGTATGTATGCATGTATGTATGTATATATGTATTTCAAAAGCCAGGGGTGATTAAGTAATTGAAAAGAAATACATTCTTATTACTTCCAA 
ATAAAAACAAAGTTTTAGACATAGCGTGTTTTGGCCCCGTTTGAGGGAGCAGGTGAGACTGGTTTACAAATGATCCCAGATATCACGGTGCTAG 
TCACCATTATACAGATCCAAGGCCATTACCTATGCCTCAGGCTCATTCTCAAAAGGTGGGAACTACTTCAGAGCTCTTAGTCTCAGGGCACGAT 
AGTTTGAAGTATTTGTAGATCTGCAATCTGGTTTAATTCAGATCTACAATCCCTCAATGAATGCATTTGGCTAATGAGCATTGCCCTTCCTTGT 
CCGTTGCAGCCTCTTAGTGTCCACGCTGACGGCGTCATACGGGATACATGTCTTTTTATTCTCTGGTTCTTCTGTTCTTTAGCTTTAGAACTCC 
AGCTATGAAAAGGTCAATCCTCGAAAGCTCTCCTCGAACTCCCACACCATTCAAACATGCCCTTGCAGCTCAAGAAATTAAATACGGTCCCCTG 
AAG ATGCT AGTAAGTTCAAGAAAGGT CCTTAGATTTAGTGGG CTT AGGAGTGT AGACAAGTTTCCTCTGATCTGG AAATAT CC ACT CTTCCCTT 
AGCCTCAGACCCCCTCCCATGCAGTGGAGGACCTACAAGATGTGATTAAGCGGGAATCGGATGAATCTGGAATTGTTGCTGAGTTTCAAGAGAG 
TGGACCACCGTTACTGAAAAAAATCAAGCAGGAGGTAGGTCGCCCTCGGTGCTTTGTGCACTTTGAACTGTTTGACATCACTGCTAAGGAACAG 
TAACACTTGTCATGCAAGACTTTTGTGCAAGCAAGTTGAAAGGCACTGTCATAATGAGGACTTCAAGCTTCCATTTGGAAAGTGACTTCCATCA 
ACTTCTTTAGGCAGAAAAGATGCTAGAGAGGGGTAAAGGGAAGAGGGGGCAGCGGGCTTATACTCTTCTTTCAAAATTTATTGACAACATAGTA 
TTAATCGCACATATGCAAAGAGAAAGACTCCCAACCCAAATCATGACCACATTAATTAGAGCAAGCTTTTTTGTGTGCACAGGCTACTTCTCTG 
TAAGTCAAGAGATTAGCATTGGACATGGGGAAAATAAGGGTTTTTGTAGTTCAGGAGTAGAGGGTTTCCAAATGGGGGTTTTGGTAGGCAAAAA 
GCCAGGGCTACAGGAGCCAAACATAAGCATCACAAATTGTTCGGAACAACCTCGTAGAACAAAAGCATAGTTAACAGGTGGTCATGACAAGGTG 
ATCATAACAACCTTTGAAACACAGACATCATTGCCATGTCCTGGAACAGGCAGTACAGAGCCATTTGTAATTGAGGTTTCAGATGGGGCATAGC 
CCAATGCTTGAGAAACAGAGGTTTAATCATAAACAGGAATGGATCTAATTGGTCTTTACTTTAAGATGGCTTTCAAGCCTAAGATGGAGGCAGG 
TG AATGGG C AAGAGGATGGATAG AC AAGC AGTC AAC AG AG AAAC AG ATT CC AG ATTCATTCCTGTTGTCTTT CTAAGG ACTAAG AAATAGTTTA 
TTATAAGAGTGACCATGCCCAGAGAATGTAGATTCAAGTTACCCTGAGTGGTATGACCCGTTAGAGAACAGGAGTTTGCAAGCACAAGAGAATG 
AAATTTTAGCCATCAAGAATCAGTGTTAACTCACTAGGGAGAGGCACTTGCAAGGAGGGTGAACTTCCTTTCATGACGACTTTATTTTTGCAAG 
AATAGGTAGCAATTTACACCTGAGAGTAAAGGTCTCCAGAAAGTCTTTCTTCCATACACAGCACTTCCTGTTTGCTTTTAGGTGGAGTCGCCAA 
CTGAGAAATCGGGAAACTTCTTCTGCTCAAACCACTGGGCAGAGAACAGCCTGAGCACCCAGCTGTTCTCGCAGGCGTCTCCTGTGGCAGATGC 
CCCAGTAAGTATCAGGCGGATCTCGGACTCTTCTGTGATCACGTGGCCACAGCGTCCCGCGTGTGGCATGTGGGACCCCATGCCTTCAGCACTC 
ACTCTTAGAGCACCTGCTTCCTAAGTATTCACAGCCACATGATTCTTTTTGCATTTGCATTATTTGTCTTCTAAGTGCTGTGTTTCCTCCTAGT 
TAAGCAGTATGTTGTGTGGTTCCATGTGGTATCTAGCATAGAGTCAATCATGGTGTGTACCAAATATTTGGCATGCTAGGAGCCTAGTCAAGGG 
GTCCTTATGGAGCCACAGGAGAATGGCCCACAGGCCAGATTCTCACGTTCCACAATTATAATGGCATGGTATTTGCATATAACTCATTGGGTCC 
TCCTGTATACTTTACATTAGCTTTAGATTAACTCAACTCTCACATTGTATAAATGTTGTGTTAACAGCACTTCACCGTCTTAGTGTTTTGACCG 
TGAATCCGGATGCAAAGTGGAAACTCTGTCACCTTGCTCTGGTTGTCACAGTCTAACAGTCTGTGGATAGCGTCTCCTACATCTTATGGAAAAC 
CAGAGCTAGTGAAAATTGTGAATACTTACTCAGTGTGTTAACTGTTAATTATCATTTCAGGGACTTTAGATGAATTAATTCCTGTAGTCCTCAA 
AATAACATTGTAACATTTTCACTTTCATTAAAGCAACTGCAAGTTGGGTAACTTAGTGATTTGGTTGCTCAATATTATATACTTAACTTAGTGC 
TGCTGCATTAGAACTTTGAAAGTCAGCTCATAAATACCACGCTTTCACCATTTGTAGTTGATGTTGCCGTAGATTTGTAGACGTCAAACACTTC 
TG T G C C GAT AT AT AC AAC AT AAG AT G AC T CAT TAG C AC AT C T G T T AGTT AG AAGAATGG AT T G G T AAAT T CAT T T AGT AG AT AG C TAG GAC AT G 
CCACATGCTTAGAATTAAGCGGTGCCCTACAGTGTTTTCACCATTTTGGTGATGTTTGCAGCAGAGAGATGAGAGGCCTGTGTAGAGTTGGCTC 
CTTTCAGCTCCCAGAGAAGGTTAATTTCTGGTGGATACTTGCTAATGTGTGGCATTTCACAGTAATCTCTCTAGAGTTAGGTCTGTATTCGCTC 
TTGTATTATCCTGCCTCACTTAAATGATTCCTTTCCCTTTAGAATATTCTTACAAGCTCTGTTTTAATGACACCTGTATCAGAAGATGAAGACA 
ATGTCCTCAAAGCCTTTACCGTACCTAAGAACAGGCCCCTGGTGGGTCCCTTGCAGGTAATGACTGTTCTAACATTTGGTGTCTTAAAATTTTT 
TAACTGAAAGTCCGTTACTTTGCGTTGTTTTTAATGTTTTATACATAAAGGAATGATACTTTAAGACAATGTCTTGATGTCTAGAAGTGAGCCT 
ATGGTGTTTTGTTACTAATCATGTGAGACACTGGAAATTCTTGTTCAGTCGGGGGCCCCCAAACATGATGAAGTGAAACATTTTTTTAACTGTA 

CAGAATGTAATTATGTATGCTTTATCATTAAGCAACCAAGGCCTCAGAGACTAAATTTCTAATAAAATGGGAAATTAGCTAGAAAATAATTGCA 
ATGCCTTTGACTCTCAGAACAAAAGGGCAGCCCTCAGTGTTGGTGGACCATCTGCCGTCAAGTTTTAATATCAAAAGAGATTTCCCTTGCAACT 
CTG AGGTAG ATGTGTATTG ATGAAAT ACAAC AAATT CC AAATTAATCCTG AG CC AAGTGTAAAT AAGAATG C AAATTTGTTC CCT CAAATTAGT 
TGAAGCAGTTCCCAACATTAAATAGCGTAGCACCTGGCCAGCTGCACTTCTCTTCCCTCTGTTCCCCCATTGTTACTCAGGGGGGAAACTCTAC 
CAAGCAGAGAATAGCCTGGCTAGAAGTAAAAAGTACTATTTGATGCTGTATGCTTAAAGGCAATGTAAAAGATAGTAGCCTTTGAGAGCTGGCC 
TCTCTGTTTATAGGGCCGTCTTGCCACTGATATTCTGTCTACCCCAAGTTGTGAGAATCTTAAAGTCTAACCTTGTATTATTTGCTATCATTTA 
AAATGTCTTTGTTAATTCTTTGAGGATTTCATGCATTGTGTTTTGATGACATTCATCTCCAAGTCCTTTCCTTAACTCTTCGGACACCCCTGGT 

AGCTCAGCCTGCCAGGAGTCTCACACTCTTAAAGAAAACTGACTCACCCTCCCCCAGAAGCCACCAACTGTCCATAGGTCTGCAGTTGAGGGTA 
AGGGTTTATAAACCCCTCCCACATCATCGTTGATTGGTCTTGTGTAGGCTCTGTGAGTTTGTGAATGCCGTGGTCCTGTCATGCCCAGAAGACA 
CTGATTTTCTTCATACTTCCGCAGTCTCTGACCCTTAGAACCTTCTATCCCTCTTCTAAGTGTTGGAGAGAGCTGTGATATGGATATTACATGG 
TGGCTGAGGACTTCTCAGTCACGTGTTCTCTATGTTTAATAACCTATTGACTACAGCAGTGAGTTTCTGCTTTAGCCATCATCCAGTAAACCGA 
GAAGAGTATCTGATGAGGTCTAAGAGCTTCACTAATATACAGGTGAAGAGATAGGAATTTAGAAGATAGATTAGTATTGTTCCCATTTAGCAAA 
GTAACAGTAGTAGATTTACATATGGGGCCTATGAACTGCCTAGCCATGGGTTCTTGGCCAAATTTGCAGGCATATGCTAACTCCTATGAAGCAA 
GTCTTAAGTTTAAGAAGAAAACGGTTGGTTGCCTCTCTGACGTTTGTGCCACCGTTGCTGCCATGGGCATATCTTGTCACGGGGGTCATTATTG 
AGGTTCACAGTGTTCACAACTGGGTAAAACTGATTGGAGCTCTCTGCCCTGTCAGCAGCCTTGCATGATGTCTTCTGGTATTGTGAAAACTAGC 
AAGGATGGAGGACTCTTCCTGGTCAGTATGAATCCAGAGAGGCAAACATACCATGTAGATTTTATTGCTGAATCTTTGTATTTGTGTGTTTAAT 
TTGGATGGTCGGTATAATCGAGGAATCTGGAAAGGGTTCATTGGTGGGGAAAGGGAAGAAAAGATCTTAAGGAGGGGAATGGTTAAACAAAGAG 
GAGAAAATGGGGAATAATGGAAGGGAGGCTTAAGTGTGGGGGATGAGAGGATAGACTAGAGGATGGGTTAGGAGACAGACAACTAACAGTGAGA 
ATATTTGGAAAAGCCACTTGGAATCCCACTATTTTATAAACTGTATAATAATGTATCCTTTAATTCATCCTACAAAGGGGAGTATGCTTATTTT 
AGAAGCTATAGAATAAAAAGCCCAGTGCTAGGTTCAGGGTACCTCTCCACTAGTTGTTGGTCAGAGGTGTCCTAGGAACCCTGAAACAATACAG 
GCTACTGCCATTGCTCATGGTATTAAGACTCTGTTGCTGAAGACACCACATGCTTCAGTCACAAGACATGGAGAAGTCAACTTGGTATTTGCTG 
TCACCTTTTAGGACAACTGGATGAACTGTAGGCATGGTTATTTCTTAACTCAGTTGGATTGGGTCCGTGTAGCTTTCCTCAGGTACATGAACTG 
CTCTGATGAAAGGTGGGTGGGCAGGAGTACGGAAGAGGAAGACCAATACACCAAGTCAGCTCTTAGGGCAGTCAGCCTTCTCTTGCCCTATGTA 
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GAGAGAACTCAGAATAGCTCAAAGATATGGAAGGTAAAGAAGAAAGCACACTTCACCCAGGTCTAGTGGGATACAGGiU^GGGGATTCAAAGGA^ 
GTCAGAGCAAAGGTAGCTATTTAATACAGTACTGATCCTTGGTGGAGAGGAAACACCTTGCTTTTTAATTGGCCCTTTGGTTTCCAAAGCATAG 
AATTTGACTAATGCTGTTTGTATGTTAAGCTACATAAGTTTCATGCATATTTTATAACCTAGCCCGATATTCAGCCTATGTTTATTGAAGTATA 
AAGTGTAGCCTGACATGAGGTTGCATGTCTTTAATCTCAGCATTTTGGAAGCAGAGGCAGGCAGATTTCTGGGTTTGAGGCCAGCGTGGTGTAC 
ATAGAGTTCTATATACCAGCACAGGTACATAGTGAGAACATGTCTTTAAAAATAAGACGAGAAAGGAAGGAAGAGAGGTAAAGAAGAAAGAAAG 
AACATTCAGAACGTCAGAGTAAGCGTGTGAGTGTATTTGGTGGCAGTAATCATTTCATATATTGAAAACTCATGACTGTGCACCTAAAATGGAA 
TCCTATCAGTTTCCAGCTTTACCATGCAGTGGTTTAGGCCTAACTATTCAGAGCTGAACATGGGCTAGCACTATTTTGCTATATTCTTCCTTAC 
CTGTGAGGGTATAGTTTTTTTCCCCTCCCCACAGTGGTACCTGAATTGTGGCTGATATCAAACATTACATATATGATGCTTTTACATATCTATC 
ATAAAGTCTAATCTATAGACTAGGCAGTAATGAGATACAGAAGTATGATAATAAACTGTAATATAAAGCATCCTAATCCTATGAGTTGTTTATT 
TCTGCATCTTCTGACTGCATTTGCCCCAGGTAACTGCACTACAAAATGCTGAGACTGGTGCACAGGGAGATCCACTGTTTTTTCCTGTACTGGG 
AGCTTTGTTTGTTGAAGCATAATGCCATTTCTAGTGTTTCCACCAATACTTCAATTGGATCTGATTAGGGAGATCTTCCATATGTGGTATTGGT 
GAG CATACTGTT C ATTTATTAAATAGT CTAACTTGGATACTTT CTTTCCCTTTTACTATGAAATAAAT ATCTGACAAAAG CAAATTAAGGAAGG 
AAGGGCTTGTGTTGGCTTGTACGTCGTTGGAGGGTGCCAGCCATCATGGCGGCAGGAGCTTGAGGCAGGCAGCGGTCACATCTCCCCCAGGCAG 
GAAGCACAGAGCAATCGACACTAGTGTTCAGTTTGCTTCCCCCTTTTTATGCAATCCAGGACCCCAGTGCAGAGAACAGCACTGCGGTGTTTAG 
AGTATGTAGTCCCAGTTCAATTAACTAGTCACGATAATCCCTTACACATACTCCCAAAGGCTTGCCCCTGGAAGTGACTCTATTTTGTCAAGTT 
GCCGGTCACTATCAGCCTTCTCACTGAATAAAGAACATTTCATAGAATCTAAAACTTTTCTCATTTGTACTTTTAAGATAAATTAAATTTTCAA 
TGGATCTTTAGCCAAACCATTTGGATATTCTTGACACTGCATAGTTTTTCGTTATTTTGGTTTTATTTTCTTGAAATGAGCTCTTACTATATTG 
TGTAGCCCAAGCTATCCCCAAATTTGGGACAATCCTTCTGCCTTGGCCTTGTGAGCTTTGGGATTGCAAATTGAAATTCACTGTGCCTAGCTTT 
TACCTAAAACAACAAAGCACTATTCCCCAAATATTTTAGAAGTTGACTGTTTTATAAAATACAAAATATTTGCCACTTTTCTAGTGTAATAAAT 
TGCAAATGTAATTAAAACCAGTTTTAATANNttWI^^ ' 

NNNNNNNNNNNNNNOT^ 
NNNNNNNNNl^^ 
NNNMNNNNlJNNMSnS^ 
NNNNNNNNNNim^ 

NWNNNNNNNNNNNNNNNN^ 

NNNNNNNNNNNNNl^^ 

TTTCTACTGCCAGATTCAAACCCATGCTCTTGCTCTTAGCCGCCTGAGCTTCATTTTCTTTTACGTTATCATTCCTTTTTAGTCCTGTTTGAAA 
CATGAGTGCAAGCGCTGTGTTTATATGCGTTCTTTACTCATGCACTCTCCTCTGGATTGTTTTGTAACCACAGAATGACAGCCTTAAATTTTAA 
TTTCCTGACTTGGTTTGTCAAAGCCTTACTCTTAAAAAAAACAACAACAACAACAAAAAAACCAATGAGTTTGAAAAC^TTTCTTGAGTGTTTA 
ATACTTCAGCCCATCCTCAGAAGTTCCAGAATTTTACAGGACTGTTAGCAGAAATTGCGGCTCTCTTCCCTCCTCTGTTCTGTGTAATTCAGCC 
GGTAATTGTCTGCATTTCACTCGTCTGTAAGTGTTCATACTTTTCCAACAACACCCTTTCCTTGTGACTGATGTTGCTCCGAAGTGACATGAGT 
TCTCACATGGGCATCAGAGCCTGGGCTCTGCTCTGGGCTCCTTCTCATCCTATTTGGAGGACTTGATTAAATGGAGCAAATGAAATGAATTAAG 
TT ACTCTTGT GT AC AGTT AAGGACCGTGATGTGTCCTTCCCTGGTCTCTTAAGATTGCTGTAAAGATCATATGGAT CGG ATGATT G C AAGATGG 
CAGCACATAAGCCAGCCTGCTCCCATGATATTTATTATCAGAGAAAAACTGCATGCAGCCTCTGTCGTGTCAAAGAAATGCAGCTGAGCTGGCA 
GAGTGCTAGCACAGCATGCATGAAGCCCTGGGTTTAATCCAGCACCAGGTGTAGTAATGTAAATCTATAATCCCAGTCGTCTGGAAGATCAGGA 
GTTCACCTGTAACTACATAGTAACTTTAAACATAGTCTTGGTTATATAATGAAAAAATGTAAATATAGCTTAAAAATCTTAATACAGTAGTTAA 
AGAGCAAGTAAGTAGGTCTCCCTATTGCCAGGACTTCTTGTATTATGTTAATAACGTCTACAATTGCTATTGCACCTTGCAGAACCAGGTCAGT 
GGGTCACTAAAAGAAATAGCTGAGCAGATCAGGTAGTCAGGGCTCCTACTACAGGAGAGATGAAGCAGGTGACGGGCGGGCTGGGTTTCTTTTC 
TTTCCTGCTGTTGTGTGGGTAGCAGGAAGATGGCCGCAGATACAGAGTGCATTCTGAGTGTCTGTCTGTCTGTCTACTGTGCTGCCGGGTTTAA 
CTCCAGGGTGTCTTCGCAATTGTTGCTATTCTCTCTGGTCACTATTTTTCCACCCATGTCACTGTCAGAAGTGTTTCAGTGACCAGCATTCAAT 
TAGTGATATAGATTAAGTAAGCTTTCTGTGTGTATCTCTGGGATGGAATTTCTCTGATGAGCTGAGTCGGTCTGCCCTGCCCAAGTTGTTCCAA 
GACAGTAACTCTTCATACACTTTGTTTGATGATATTTAAAACAAACGTGGAGATAGAAGTTGCGTTGGGTAGGTCAGAAAAGGTAAATTGCTTC 
AGAGAGACTTGACAGTTGTCTGAGTACTGATAATCAAGCACTAGGGGATGTCGGAGGAAGGAGCTGTTCTTCCTAAAACTTGGGTACCCCAAGC 
TATAGAATGTAAGTTATTGAGGTGTCTATAAACATGTTAGAATGAACACTTCTAGAGACATCTGGATAAAAGCCCATATCTGCGAAAGATCCCT 
GTGCTCT ACCC ATTGTT AATT C AGCCTGG AC AC AG AGGC ACT AATGGGTAGGGGGCATC CTG C AGTAATG AGTAAGGGG CATC CTACACTAGTG 
GGTAGGGGGCATCCTGCACTAATGAGTAGTGGGGCATCCTATACTAATGGGTAGGGGGGCATCCTGTACTAATGGGTAAGGGGCATCCTGCACT 
AGTGGGTAGGGGGCATCCTGCACTAATGGGTAGGGGGCATCCTGCACTAATGGGTAGAGGGCATCCCGCCACCACCTACATTGTCCATCCCTTC 
AGTTAGGAACCCTGAAGTTGTAAGTATTTCATTGTGCTGCCACAGGTATTCACTAGTGAGGAAGTTTGCTACCCATTGATCTCAGTGTAGCAAC 
CTCTTGATACAATGAAGATTTTCTGTGGTATCCTTTATGAATGCCGTTTTACGCAGATGTCCCTGTGGGAAGGAATTCTGACTTTCAGAATCTC 
ATTAAGGATGAGATGAGTAGTATTTTTGTTTGGATGAATTAAATAGAATCGGAGAATTCTTACTCTGGATTCCTTAGACACTATCAATCCATAT 
ATATTAGTTTTTTTAAAAGTAATATAAATATCAATAAGATAGTAATTATATGTTATAATAATAAAATATTAAATAAATAATAAAATATATATTA 
GATTCATCTCGCTGTCTTATTACATCTTCACATTGTAAAATAGAATTTCCCAGGCGCCTTGACCTCAGCAGATACTGTGTGGCTTTATGAATGT 
AATAATACAGTTATTCAGCATGAGGGGAGCCCACGGGAAATGTTGCAATAATCTAGTTCTGTCAGAAAACCACCTGTGGGCGTGGTCTCGGCTC 

TAGCTCACGTCTGCCCAGCGGCAATGAAAGATGCATTACAGGATAAGCAAGGTGACTCTCCTGGCCGCCACAGGAGGATGTAGGGTAGGATTCT 
ATTAACATTTAAATGAATTCAGACAGGCTGACATCTACAGAACACTGGGTTTAGAAGCAGCAAGAATTCACATGCAGAAGCTGCTGCGCCTAAC 
TGCTCTCTTAAAGTAAACAGAAATGCAGGAGTTGAAAACAGAAACACACAGAAATTGAGGTGACAGCATTCAAAAATAGCCCTTAACAGAAAGA 
CACCTAATCCTGGTTTGTCACAGCTATCATGTTCTTGAGAAGTTGCTGTGGGGTCCCCAGTTCAAGATCCTAAGGAAAAAGGAAGCTGACCTTG 
ACAGTCTTTTTTTCTCTTCTCTTCTTCTCTTCTCTTCTCT^ 

TCTTTCTGTGTATGTGTTTGGGAGAAGCACACAGATGGTATGTTGCAGACAGAGGACAACCTTGGATAGTGTTCCTCAGAGTCTGTCCATCCCA 
CCCTACCATGTCTTTTGAGACACTCCCTGAAACTCATCAAATACCTAAGTAGGCTAGGCTGGCTGGCTAGTGAGCCCTAGGGATCCACCTGCCC 
CTGCCTTCTTAGTGCTAGGATTCCAAGTGCACACTACCGTGCCAATCCCACCCCGCTTTTAAAAAACACAGTTTCTGGAAATCCAGCCCAGGTT 
CTTCCTCACTGAAGAGTAAACCCTTTACTCCCCGGGCCATCCCCCTCGCTTGAACCATAGTGCCCGCCTACCTGACCTTGCTCTCCATTCTCGC 
CATTGGTATGTGTTCTGTTCAGCTTATTACATTCTCTGTGATGTACCTACTGTGTGCCCTCCTAGCTCCCAAAGCCGCTTAGCTCATGCGAGCT 

AGGCTCTGAGGCTCTGACCTAGCGCTAGGCTCCGGCTTAGCACACGTGCTGAGGAGTCTGGGTATTTTCATTATTGTGAATTTGATCTTTAGAC 
ATTCTCTTTTGTAGGAGAACCTGATTATTTGAAAAGTCCCCACAAAGTACTCATGAGAACTATATAGTACATTCTTTATATATTGATTGTATCT 
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TAAATATCTAGTCCTGGAGGAAAGACAAAATATCACTCCAGGGATGATCAACCTGGAGATTTATCAAAGTCACAATTCTTTTCAAATTGATAAG 
TTGATATGATTCTCTGAACAGGCATGGACAGTTAAGAGTCATCTAACATACCATACAGCAAAGGACGGCTCAGTGTGTGGCCATCAGCAGGAGC 
AAACATAACTTATATTGTGGTGGAAGCTTAAGAAACTTAATTTGCATACAGGAATTTTATTCTGTATTAAATCAGGCCAAGTAGAAAATTTCTT 
TTTTTTAGTAGGAAAAGCTCTTAGAAAAAAATAGAAATAAGCGTTTTTTGTTTCAATATGTTTTTTCCTTCATTCTTCCTCCTCCATTCTTTTG 
AAGATACATGTTTTTGGTAATACACATACATATATATATGTGTGTGTGTGTGTGTGTGTGTATGTATATATATATATACATATATGTGTATATA 
TATGGTGTAATTTT AAATCTAC ATGCACAGT ATCATTAGGTTAAGTTATACAGTAGC CTC CT CACTTAGTCAGTGTTT CTAAG CACTAC ATATG 
CTTCTCTGTAGAGGATACACCATTTGATTTGTTGTCTCGTTTTTTGTTTGGTTTGGTTTGGTTTTTTTGAGACAGGGTTTCTCTGTGCAGCCCT 
GGCTGTCCTGGAACTCACTCTGAAGACCAGGCTGGCCTCGAACTCAGAAATCCGCCTGCCTCTGCCTCCCGAGTGCTGGGATTAAAGGCGTGCA 
CCACTACTGCCCGGCTCTGATTTGTTGTCTCTTAAGTGCTCATTATTATATGTCATATTTTGCTGCAAGGATTACAGGCCCTAACTCAGTAATT 
AAATTGTATTAGTTTAGGTGATATAGTGTGTCTGTTTGATTTCTGTGCTGCACTGGAAAACCTTCGCTCCTGCAAGTTAGCAGGCAGTAACACT 
CAAGCAGAGGCGCTGGGCGGACTGAAACCCTGCGCAGAGCCATGTGTGTTCGGTCTGTGCATTTGGATCCAGGGAAATACTCATTTTACAGCAC 
TTCTCAGTCTTCGTAATCTGCAAGCGTTTAATACTACTACTGTTTTGAATTGTAAAGTATGAATCTGTGTTTTCCCATAGTCTTAGGTGACTCC 
CTCAACCCTCCCCCACACCCTCAAAGGAGTTGCAATCCACAAGTTGAGAACAGCTGGTTTAGAACCATTTCAAAGGATGTTGTAACTAAGCTTA 
TTGTTAGGAAAAATATCAAATGTGACTTTGTGTTCAGAAGTCAACCTGGGATGGCTGCCATCTTGGTTGCAGCCTGTCTGTGACATGCTGTCCC 
TTGGAATGCTGTAGGACGATTCAGTGGCTATGGAGTATGTCAAGCTGCACCTGATTGTTTCGAGCACACTTGTGCACTTGGCTGTGACTGAGAG 
GCAGCCAGGCAAGCTAAGAGGCTGTGACTCAGGGAAGTCAGAACACAGCGCGCTGCAAACTGAAAGTCACTGGAACTTTAGTGTAGTCAGTGAG 
GGGGGTGGCGGGGAGATCAGGACCTCAGCACCATGTCCAGCAGTGTTCCTTCAAGGTTGCCATAGTTACTCACCAACAAGCATGCCTCTTGTCA 
CTCCACCCCCACCCCCACCCCCATGGTTCTGTCTGTACTGGAAGGTCCTGGTGATAAACCCCTGAATTTCCTATGCACATCCCTGCTACGTTCC 
TCATAAGAGGTCTTAGAGGTATGGGCTGCTGAATCGCACCTCATTCAGATTACTGTCCCCTCGTTCCTTAGTGATGTAGTGTTGAGTGTGTTGC 
TCATGTGCTGTCTTCTATGTTAACTTCCTGCTGTGTGACCTATGTGGGGTGCTACAGAGGTGGCCACACCATGGGTGTTCTGTGTGAGAGTTTA 
AGTGTGACAGGATCACAGCAGTGCAGTGTAAGGGCCGTTCCATGATGCCTTGCAACCACTACATCCTTTGTTTCTCCATAGTCTTTCTCACCAA 
CACTGTTCAAACCGAAACTCCCCACCCTCACTATCCTTTCCCTCGGGCCGTTCTTAAACAGCGTTGTCAGCGTCCTGTGTCCTGTTCTCTTGCA 
TGTGGCACTGCAAACCGCCACGCGGCGGGGTTTTTTTTTTGCAGGGTATAAAAGCACATGTGTGTTTTATCTCTGAAAAGACGCTTGAGGTTCT 
GGAGAGCAAAAGCTTCAATGTTGGAGACAAAGCTATGTAGCCCATGTTGGGCTTCAATTCACTAAGTCTCAACATTCCCTTCCTAGTGTTCTTG 

GGAACTGGAGTTACAGACAGTTTTGAGTTGCCATGTGGGTGCTGGGAATTGAACATGGGTCCTCTGGAAGAGCAGCCAATCAGCGCTCTTAAGC 
ACTGAGCCATCTCTCCAGTCCTACTTCTCTACTTTAGAACCACTGTTGTATTTGTGGTATGAACGCTGTAAACCATCCTGAGAATTAAGTGGGA 
C AT AAACTGTAC ATATTCCAGTTTGAGTAGACATGGAGAAAC AG CAGG AAC C AGGAGATAC AGTGGG C AGAAC ACCGTTC AAGCTATTGTGTGT 
ACACCATAGCCTCACTTGGGCAAGTTCTCTCTAAACCTCACCCCTTCATTTACCTGTCCAGGTACGGTGTGTCTGAACCTTTGCTCGTGGTGTG 
TCTGCACTATGTACATGTGACTATGTGCATAAGACCCAGTAGTGTCCTGGGTATCTGTATGTTGCTCTTCATTACTTTTATCTTGTGATTTCCA 
ATGTATCCCTTAAAACTACGCTAACGTGGGGCTGGAGACATAGCTCAGTCCGCAGACTTCTTCTCTGCCATACATTAAACCCTGACCCAGCAGT 
TGGGG AGTTGAGGC AG CACTTGGGG AGTTGAGGCAGGGGAGTCG AAGTC AGCT CAACT AC AC AGTGAGTTC AAGACCAGT CTGAG ATAC ATAAG 
GCTCTGTCTAAAAGGAGAGGAAAAGGTTAAGCTAATCTAGGAGTTTGGGTTGTAGTTTAATGGTAGAGCATTTGCCTAGAAAGTGTGTGAGGCT 
CTGGGTTTAACCTTCAACGCCGCAAAAAGAAGCTGTGCTGATAGACATACTAATAAAGATAACTTTGAAATGTACATGTGTGCAAATAGATGTA 
TGTGTTTTAGATATTTGTATGAATTGTGTGGGTTTTATCAGGTAGTGGTACATTACAGAAATTACGCTGCTTGGCTCAAGGGCTCGTCAAGTCC 
ATGGAGTGAGTAAAGGCCTAGGATCTATCTGCCTCAGGTATCTGTAGAGTGATGCCCAGATTCTGTCTCCAACCTTGGAAAACTGCCTGCGAGG 
CAGAAGGCATTCCAAGAACAAGATGTTACATCTTACGAAAGTTCTGAGAGACAAAGGCTTGCTAGCATGGACTGCTTCCCGCCTGGCTGCCCTG 
CTAGGGTGGGGAAGCCTGGGCCTCCTGGCCTGACCCTAATGTCTCCTTCTCCTCCCTCATTAGCCATGCAGTGGTGCCTGGGAGCCAGCATCCT 
GTGGGAAGACAGAGGACCAGATGACGGCCTCCGGTCCGGCTCGGAAATACGTGAACGCGTTCTCAGCTCGAACTCTGGTCATGTGAGACATTTC 
CAGAAAAGCATTATGGTTTTCAGAACACTTAAAAGTTGACTTTCGACACATGGCTCCTCAGCGTGGAGCGCTCCATGGCTGAGAGAAGAGCCTG 
ATTTTGTTGTGGTACAACAGTTGAGAGCAGCACCAAGTGCATTTTTAGTTGCTTGAGATCTCACTTGATTTCACACAACTAAAAAGGATTTTTT 
TTTTAAAAATAATAATAATGAATAACAGTCTTACCTAAATTATTAGGTAATGAATTGTGACCATTTGTTAATATCATAATCAGATTTTTTAAAA 
AAAATAAAATGATTTATTTGTATTTTAGAGGATACAACAGATCAGTATTTTTGACTGTGGTGAATTTAAAAAAAAAATTTACACAAAGAAATAT 
CCC!AGTATTCCATGTATCTCAGTCACTAAACATACACAGAGAGATTTTTAAAAACCAGGAGAAGCATTATTTTGAATGTTAGCTAAATCCCAAG 
TAATACTTAATGCAACCCTCTAGGAGCTCATTTGTGGCTAATAATCTTGGAAATATCTTTATTATACTAAACCATTTCATGAGGAGAATTTTGT 
TGTCAGCTTGCTTGAAAAGTTATTACTGTATGAAATAGTTTTATTGAAAAAATTATATTTTTATTCAGTAATTTAATTTTGTAAATGCCAAATG 
GAGAAATGTGTTCGCTGCTATGGTTTTAGCCTGTAGTCATGCTGCTAGCTAGTGTCAGGGGGCAATAGAGCTTAGATGGAAAAAAGAGAAAGAG 
ACTCGGTGTTAGATAACGGACTATGCACTAGTATTCCAGACTTTTTTATTTTTATATATATGTACCTTTTCCTTTTGTAATTGGAAAACTTATT 

TTTTTTTGGGAGATTTGTGTTGTTTATGTCATATGTTTTGTTTTGAGTTCAGCCTGAATGTTCATCCGTTTGGGCGTTTTTCTGACTTGGAAGA 
ACATTCTCTGTAGGTTTCTAAGTGTACAGAGCCGGAACTGCCTCGTGGTTCCTGGGCTTCAGGGAAGACAAATATGGAAGTCAACAGCCAGTTT 
CTGCCTTGAGAGCATTTGCAAGAATGCTGGCCTTGAATTCTGAAATGACAGTGTATCTACTGCCTTGTAGCAAAATAAAGCTATCCTCTTATTT 
TACATACTTCCTGATGTCTCTCGATTCTGTGATTTGGGGTGGTGGTTACATATTGGAGGAGATGAGACAAACTCAAAATAATCTTCACTTTAAA 
AAAAAAATGTGCTTGCCATCTAACTTTTTACATGGAGAGTCATCGCCACTTCAGGGAACGAAAAGACAAACCAAGGTAAGTCCACAGAACCGTC 
ACAACGACCGTTGGAGGGCTCTTCCAGCCTGTGTCAAACAAGGGCACTGAAGCTCTTTAATTGAAACAATGCACTCTAGAAGTAAATGCTGGTA 
TCTGAGTTAGGGAGATGGCTCAGTCTGGAATGTTCTTCTGTCAAGAATATAACCTGAGCCGGGCGTGGTGGCACACGCCTTTAATCCCAGCACT 
CGGGAGGCAGAGGCAGGTGGATTTCTGAGTTCGAGGCCAGCCTGGTCTACAGAGTGAGTTCCAGGACAGCCAGGGTTACACAGAGAAACCCTGT 
CTCGAAAAAAC AAAC AAC AAAAAAGAATATAAACCTG AGTC CCCATCTC C AGAAGCCC C AC AAAG CCAGAC AAGGCATCC ATGT CTATAGT C CC 
ACCAGACAAGGCGTCCACGTCTATAGTCCCAGTATTCCTGTGGCAAAAAAACGGGAGTTGAAGATGAAGATTCTCGGATGCTGGCATGCACCCA 
GCAAACCCACACAAGAAATGGCAGAGAGCTAAGAGATGCTGTCTCAAGACAAGGTTTGAGGGGAGAACTGATAGCCAAGGTTGTTCTCCATAGA 
GGACATGTGGCATGCATATGCCCCGCCTCCACCATGCACACAGAGGCTCGAGAATTTAATCGCATATAGGTAGGCTGTGAGAACTGAAAGGTCA 
TGCTCATGGAAATTAGGAGACTCTGAGAGATGCGATGAGCCCTGGTGATGCAAAGGCTTTCTCTTTCTGCTTCCCAGCCACTCTGATGCAAACT 
GCTCCACTTTCCCATCGTAATGGGCTGACATCTCTGAATCTGTCTTTCCACAAGCTGCTTCTATATTTTATCACAGTGAAAAAAAGTAACAAAC 
ACAGGTGTTCCAATGTGGTCTATTCAGTGTTCAGTATCCCTTGCACAAATACTGATTGATTCTCACAACTCAAATCCAAACTGCAATTTTGAGT 
TTTCATAAGCATAACATAGTTGGTGTTCATCAAGCCAAGGATATGATAGATCTAATGACTAATCTTCAGAGCTATTTTATAATCCTTGATCCTG 
GTGAGCAATACATTTTCTGAGTGTTGAGTAGTATAACTGATGAGTAGCTTTTGTCAGAAAATGGAGCCTTGATGACCAGTTAGCTATCTCAGTG 
AGTCAAAGTATTAGAGATGATGAATGTGACTAGCAACGAGGAGCCTAAGTGTGTGGTTCAGTGGCAGGGCAAGAGCTGAGCATGTGAATCCCTC 
TTATAGAGGCTTCGACCCTCTATAAACTCTTACCTATATGTAAATCATAGTTATATGGCAGGCAACTGGGAATGGCTGTTTTACTACCCAGATT 
TTTCTAGTGACTTTCAGGAAGGCAGTGGTCATAGGTTTATAACACAATGCTTTAAAGTATATTGTTCTCTAGTTCTGGGTGCTAGAAAGTCCAA 
GTTCAGTAGGTGGATTTAAAGTCTGGCGAGAGCATACTTCCTGTTTCGTAGAAGATACGATTTTGTTGTGTTTTCTGTTTTCACATGACAGAAG 
GCCCTGGTTTATTTTGTTGATTGGGTGGGTAGGTAAAGTGGGTGGGTGGTTTGGTGGGTGGGTGGGTGGTTAATTGGGTGGGTGGGTGAATGGT 
TGTTTGGTTGGTTGTTTGGGTGGGTGGGTGAATAGCTGGTTAATTGGTTGGTTGGGTGGGCGGATGGTGGTTATTTGGTTGGGTGGGTGGTTGG 
GTGGGTGGTTATTTGGTTAGGTGGTTGGGTGGTTGATTGGTTGGTTTGGTTATTTGAAACAGGGTCACCTGTAACCCAGGCTGGCCTTGAAGTT 
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GTTATGTAGCTTTGAATGGTCTTGAATCCCTGAACTTCTTACTTCCAATTTCCAGGCGCTGGGATTATAGGCATGGGCCAGTATACCCAACTCT 
TGCTAGTTTACTTTGGTTGTTGGTTTTGTTTCATGTTTTAGTGACCCTACTCTCTGTGAGACATGTACAAATGCATGGATGTACTATATTTACT 
ACCTAAATGAGAAGCTATTCCAATGTCACTATAAAGTGGCATGTGAGGAACAGGAGAGACACTGAGAGGACCAATACTGTCCACTGACCTCATA 
TAGGACTGGTAGATGCGAGTGTTGTCANNNNNNlSnSINNNN^^ 

CTGATCTGAAGTCTGACAAAATTTGGTTGTAATTCAGACTTTACCATCGTTGTTGACTTCACACAAGTTTGATGTCATCTCTCTAAGTTCATTT 
TACTTATATTGGATATC AAAT AT AGGT ATT ATGAAGATGTTGTGAAACAGG AAAT CC ATTC ATGGGT CTCTCTTAAG ATTCTGTGG C AC CTGTC 
CGTAAGATGCTTTGCTAGTTCATCTGTGCAAACAAGAACTGTGTGTGCCATTCGGTGATGAGGAATGAAAGATTTCTGAGGCTCATGTCCCTGC 
TTGCAAGTTACATGTACTC AAAT AT AAAT ATTC CTTCGTAATATTCT GAG TTATTCTACAGT AGATAAATT CTTCTTATGTAACATATATGCAA 
ATGACAGCACAGCTTGCCTTCAACCTCTTGGTTTCTAGTGCAGTGTATCTTACACACACTGGTTCTCATCCATTGCCGTTCTCATCCATTGCCG 
GGGGGTGATATCAGCAGGGATGCAGGGTGGCTAAGTGCTTACTGCATCTACTGTCAAGGAGGGAGGTGACCTGGTTCCCAGCAGTGAGAAGTGA 
GAGGCGAGGGGCAAGATAGGAGGCTGTGAACTGAGGTTTGGACTTTGTCCTTTGCGATATGGGGGGTTATTAAAGGCTTTTAGGTAGAGAAATA 
AAATGATTAATTTATATCTGATGTATAGAAATCCTGTTCAAACTCTTTATTCACATATAGTATAAAATTAATCCTCAGATTAGTAGGGAGAGAT 
GATCAGAGTCCAAATTCCATGCCAGTTAACTTATTTTTCATAGCATGTTTCCTGCTGCCTAATTTCAGAAGCATGCATTTTAATCCTAGAAAAT 
CTAACTCGGGGGGGAAAAAAAAACCAACTCAACTTTGATCTGTGCTTCATGAAACATCATTTCAAGTGTTATAATCCATAAAGTAGAAATTGAC 
TCAGGAAGAAACGATTGCCCAGAACACTTTTCTCCTTTAGAAGTGGGACTTTTCCAACCATTACTTTCTCAGACCTTCTCTGCTAAACCTCCCA 
GTGAATCATTATGTGGTGTAATCCTTGGTTCTTTATGGATATTTTGATGGATTTTTGTATTCACTGATTAAGGAATCTTTCCAGCATTTGTTCC 
TGAAGAAATTTCAATGTAGTGTTATATTGTAGTCTACCCTTCACACTAGAACACCAATGATCAGTGGGTCTTGGGTTTTATTGGACACAGAGGC 
TAAGAACACTGGTAGATTGAAGTTAAGTCAGGAATGCGTCCTGTGTAAACTCTGCATCCCATGTTTGACAGCCACCAAGTGACTCCAACACAGG 
AGGACTGAGGGAATTGAACTACAAAGACCGGGTTTTGTGAACAAATTTGCAACCTGAGCTTTGTATCTGACCATTCCGCAAGCCTTACCCGTTT 
CTATTGAAAATGTCCATTGGTCTGCAACAGAACCTTAGAAAAGATAACCCACAGCTACAGGGTTTTCTTAACTCTAAGGATTTAATTTGTTACT 
AGTGTTGGTAATTAGGTCTTTTGTCTGGTGTTTACAATTGCAGGAAGCATAATTTCATTCACAATACACTTGGGTCTCTCTTATCATATGGCTC 
TGTTGTCCGCGTCCCATCAAAAGGGAATATACATCGATGAATTCAACATTAAAGCAAAGCAAAGCTGTTGTTCAGAGAGATTCTTATTTCGAAA 
CCAGGCTGCAATGAACTTGCTGATCTCCTTTGTTTGCCTAAACCTCTGAGCTTTAGGTTTCCGTTCAAATGGAGGAAGTATTTAATCCTGTATA 
TAGTTACAAAGCATACAGAATTTCTCAGATCAGAGATAAAC^AAGTCAAAGAATGCTTCAGTAGTCCAAAGCCATTGGAACACACAGTGTGGG 
CTGCGAGATTTTTAGGTCAAGAACACCCTCCAAGATGAACCTACTATGCTTGGAGAATATGTAAGGACAGAGTCACGGGTTGTTTTCATTTGAC 
TGATCTCTTTAAAAACATAAGTGTTTTCCCAGTTTCTAATAGTACTAAATATATCTGACCATGGATGGAGCAACTCATGCAGCTAGTAGGGTTA 
GAACCTACCACTCATTTTTTTCCAAAAATTCTTTTTTTATTGAGCACTTCCAATGCAAGGCCGAGTTCAGCTGAGTATATACAGCTCACAAACA 
TAATAAGTACACACAAGTATAGTGTGTACAACATTCACAATTATAGGCAGGATCATTTTCTTGGATACGCTCGAACATATGAAGGAAAAAAATA 
GGCTTATACTTTGGTAACTATGTTTCTTTAAGTCATACCTGTCACTGTTTAGGTAACCAAGAACCAGAGGTTAGATGGACCAGAGACCTACAGT 
AAGAAAGCATAAAAGATAGTGATAAAACGACCCCTAATGATATTCTGCTATAGTCATAGATCAGTGGCTCTGTTCAGCCATCAGAGAAGCTTCC 
TCCCACAGCAGATGGAAAGAAATACAGAGACCCACAGCCAGACATTACACACAGAAAGACCTTAGAACACTCAGCTeCAAGTGGGATGTCTCCA 
TCCATCAAATCTCTCCCCTCAGAGCTCAGGGACCCCCCCCACACACACACACACACACACAGAAGAGGAAGGAGGGTAAGAGACAGAGGAGGTG 
GGCCACCAGGAAAACAAGGACCTTTAAGTTTACATGAACAAAGCACATATGAACTCACAGAGACTTAGCAGCAAGCACAGTGCCTATACACGCC 
TGCACCACGTCCTCTGTGTGTATATAACGGCTTTCAGTTTTGTACTTTTATGGGACTCCTGTCTGTGTTAAAAATGGGTCGCTGATTCTTGTGC 
CTTCCCTTGGGGCTCTTTTCCTTCTGTTATTTTATCTTGTCCAAGATCAATGCGATGGTGTTCTTTCTTATTGTGTTTTATTTTGTCATATTAT 
T ATTATC ATC AT C ACTTAG AAGCCT ATTCTTTT CT CCTG AGAGAC AGGAGGGG AGTGGATGCAGACGGGAGCCGAGGGAC AG AGGG C CTG AGC A 
GGATGGGGGATGGGAAATGATCATCACTCTATTCTGTATGAGAGAAGAATCTACTTTCAATTAAAGTGAGGAAAATCTAAGATGTCTCTTTTAA 
NNNNNNNNNNNNNNNNMNNNNNOT 

NNNNNNNNNNN^^ 

GACAAGTCTGTGGTGCAGTTTTTTGATTAGTGGTTAATGTGGGAGGGCTGGGCCACCGTGGGCAGTGCCCTACCTGAGCTGTGGTCCTGGGTTG 
AATAAGTAATTGGGCTCAGCCAGACACAATGAATAAGCCAGTGAGCAGTGTCTCTCCATAGCCATTGCTTTACTTCCTGCTTTCAGGCTCCTAT 
TCTATATCCCTGTCCTTGCCTTCCTGGGTTCCCGCTCCGATGAACTACAGTCTTTAAGGGTCGTACTTCCGTTTGGACCTACTCCTGTCTTGTC 
CATTCCTCCTCCATCTCCCTGGGCTTGAACTGCCTGCTCTTGCTATCCGTATACAGTGCACTTCAACTTTTATCCTGGACACCTGACTCACTGA 
CAGAGTCACAGGGCTGGTTTCTGTCATCCTACATCTGGTAAGTGCTTGATTCCTCTCCTTGGTGGTATTTGATCTTTATCACTACTGAGAAGGA 
AGCCCCAGAAGTTTCTTTTTTGTTCTTCTTAATAAAAAGAGGGGGGGGCTCAAACCATGACTCAGAGTTGGAACATTAATTAATAAAGGAACCT 
TTTCTAGGCCAGCAGACAGGAGTTGCATTCTTGCCAATCCTTTCTAAGAGCGGATGGGCAATGCCTGCATCCATCCTGCCTAAGTCATCTTGAA 
ACTGAGGGTAGCTGATGCTTTTATTGGCATCGTTCCTTTGAATTTGACTTTTCAGCTCCTCTGTGGTTTTGTCTGCAGACCCTGGTGGTGAGGT 
GAAGGGGCAACGCTTTGCTCACACTGCAGCGTTCTTCACGAGCATATTCGTCCCTAGACTACTGAGCAGCCTGAGCAGAGATGAATACAGGACA 
GACTGATGAATGGTTGTGAATGGTAGATGATGAGTCGACATAGCAATTACAGTCCAATGTTAATTGTCAAGTAGACAGGGAGTATGCGTGTATC 
TGCTTTGACTTGACATTTTTTTCTAAATGTTTACAATACTCAAAATGTAGAGTTTCAGGGTTGGATGACTACAAATCTAAAGGCTTCGACATTG 
ACACCATAAAATCCCCTCTGACTTGAACGCCCTGAAGCTCATCATGCTTCTAAGTTGTTTTGTTTGTTGGTTGGGTGTTGATCATTTTTTCATC 
TTTAGGTATATTCTTGTGATTGTCCAACATGGAAGCTTTAAAAAATGGGTATTTTTTCTTTTCAAAAAGAGAGCTGGGAGTAGTGGCACACACC 
TTTAATCCCAGCACTTGGGAGGCAGAGGCAGGCGAATTTCTGAGTTCGAGGCCAGCCTTGTCTACAGAGTGAGTTCCAGGACAGCCAGTGCTAT 
ACAGAGAAACCCTGTCTCAAAAACAAAACAAAGAAAAGAAAAGAAAAGAAAAGAAAAGAAAAGAAAAGAAAAG 

AAAGAAAAGGAAAGAAAAGAAAGAGAGCTTTAGGCTGGCCTGGAACTCACTACGTAGCCCTGGCTGGCCTTGAAGCTATAGCCATCTTCCAGCA 
TCATCCTCCTGAGTATGTTTGATTACAGATGTGAGGTACCAGAGTCAATTCAGTTTGTTAAAATAATAGCCAATTGTGGTCTTTTGTGAACCCG 
TAGTCCGGGATTTCTTCAGGTGTCTGTATCTTGCTCAGTTTTTGGTCTTGGGCTTGGTGAGGGTTAGCACAGCTCCCGGGGGCAGGAAGAGAAG 
TACAG AG CAGTTAGTT CAT C ATCACAAGAT CAGCTAAGC AT CTG AG AG AGGGCC CTGGGTTCCATCTCCTATTGGC AAGC AATAGACT CAC ATT 
GCAGAGAGTATAGAAGGGCATCAACCAGTTTTGGACTCTGTATTAGTCAGGGTTCTCTAGAGTCACAAGACTTATGAAATGTCTCTATATATTA 
AAGGAAATTGTTGGACTGACTTACAGTCTGCAGTCCAACTAATCCAATGATGGACAACTGTGAATAGGAAGCCAAAGAATCTAGCTCAGCCCCA 
CAAGACTAGTTGTTTCAGCTGGTCTTCTAGAGAAGCAGGTTCCAACAGATGTGCTGGCAAGTAAGAGCAAGCAGGTGAAGAATGGACCCTTCCT 
TCTTCTATTGTCCTTACATAGGCCTCCAGCAGAAGTATGGCCAAGAGTAAAGGTGTGTACTACCATGCCTGGACCTAAGTTGTTCTTTACTTGG 
AACTTGCTCTGTCCCAGGCTGGCCTTGAACTCAGAGATCTGCTTGCCTCTGTCTCCTGGGAATAAAGGTGTGTACTGTCTTGCCTGGTCCTAAG 
CTTTTCATGGCCACTATGCCTCAAGATCTGGATCCCAGGTGTGCCCTCCATTTCTGGATTGTAGTTCATTCCAGATATAGTCAAGTTGACAACT 
GGGAATAGCTATATTACAGACTCTATCAATATAATCACCCCCTTAGCAGTTCATCTTTTAAAATATCATTAAAGGATGTGGAGAAATGGCTCAG 
CTGATATGGGGCATTAGTTATGGAGGAAGTGTCTGTGCTGGGCATGGATGCATTACAATTCGGAGATGTGATTAGCAAATGACCCTGACAAATA 
CGGTTAGCAAATGTAATTTCTCCTTCCCTCCCCTCCTTCCTTTGGATGAATAAATAGGTGTTTGCATTTATAAATATATAAGTCTCCCTTCTTA 
CCTACACTTTGCTTTCTGAGCTTAAGTTTACCTGAAATCAAGCACAGGTCAAAAATATTAAGAAGAAAATTCTAGGAATAAACAATTCATGCAT 
TTGAAACTGCTTTTATTATAGTATAGTATAACAATTACTGTATGCTGTTGTTATTATCACTGCATCTAATTTATCACTTAAACCTTACCTAGGT 
TTATAGGTACTGCAAACACACACACACACACACACACACACACACACACACACACACACACACACACACACACACGTTGTGTATGTTGGTTAGG 
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GCCAAGACCGCCAGGCAGGAGAACCCGAACTCCAGCTGCTCGGCCTGATTCTGATGGAAACCCTGACTTCCGGCCAGCTCACTGCCTTTCGGGT 
GCTGTAGGATCCCTGCCCTCCCCCAGCATCAGCTTCCGCAGAAGACAAGTGTGCTCGGGGCTCCTCTTCACACCCTTGAGCCCACACTCCCACG 
GGCG 

MOUSE SEQUENCE - mRNA 

TCCTGCTCCTCGGTGACCTCCTTCTCCTCCCCTTTCTCCGGAGAAACTTGCCCCCGGCGGTGCGGAGCGCCGTGCGCAGCCGGGGGAGGACGCA 
GGCAAGGCGGAGGGCAGCGGGAGGCGGCAACCGGTGCGGTCCCCGGGGCTCTTGGCGGAGCCCGGCCCGCCTCGCCATGGCCCGGAGACCCCGA 
CACAGCATCTACAGTAGCGATGAAGATGATGAAGACATTGAGATGTGTGACCATGACTACGATGGGCTGCTGCCCAAATCTGGAAAGCGTCACT 
TGGGGAAAACTAGGTGGACAAGGGAAGAGGATGAGAAGCTGAAGAAGCTGGTGGAACAGAACGGAACAGACGACTGGAAAGTCATTGCCAATTA 
TCTGCCCAACCGGACAGATGTGCAGTGCCAACACCGGTGGCAGAAAGTGCTGAAGCCTGAACTCATCAAAGGTCCCTGGACCAAAGAAGAAGAT 
CAGAGAGTCATAGAGCTTGTCCAGAAATATGGTCCGAAGCGTTGGTCTGTTATTGCCAAGCACTTAAAAGGGAGAATTGGAAAGCAGTGTCGGG 
AGAGGTGGCACAACCATTTGAATCCAGAAGTTAAGAAAACCTCCTGGACAGAAGAGGAGGACAGAATCATTTACCAGGCACACAAGCGTCTGGG 
GAACAGATGGGCAGAGATCGCAAAGCTGCTGCCCGGACGGACTGATAATGCTATCAAGAACCAGTGGAATTCCACCATGCGTCGCAAGGTGGAA 
CAGGAAGGCTACCTGCAGGAGCCTTGCAAAGCCAGCCAGACGCCAGTGGCCAGGAGCTTCCAGAAGAACAATCATTTGATGGGGTTTGGGCATG 
CCTCACCTCCATGTGAGCTGTCTGCAAGTGGCCAGTCCTCCGTCAACAGGGAATATCCCTATTACCACATCGCCGAAGCACAAAACATCTCCAG 
TCACGTTCCCTATCGTGTCGCATTGCATGGTAATATAGTCAACGTCCCTCAGCCGGCTGCGGCAGCCATCCAGAGACACTATAACGACGAAGAC 
CCTGAGAAGGAAAAGCGAATAAAGGAGCTGGAGTTGCTCCTGATGTCAACAGAGAACGAGCTGAAGGGACAGCAGGCATTACCAACACAGAACC 
ACACTTGCAGCTACCCCGGGTGGCACAGCACCTCCATTGTGGACCAGACCAGACCTCATGGGGATAGTGCACCTGTTTCCTGTTTGGGAGAACA 
CCATGGCACCCCATCTCTGCCTGCAGATCCCGGCTCCCTACCTGAAGAAAGTGCCTCACCAGCAAGGTGCATGATCGTCCACCAGGGCACCATT 
CTGGACAATGTTAAGAACCTCTTAGAATTTGCAGAAACACTCCAGTTTATAGATTCTTTCTTGAACACTTCCAGCAACCATGAAAGCTCGGGCT 
TAGATGCACCTACCTTACCCTCCACTCCTCTCATTGGTCACAAACTGACACCATGTCGAGACCAGACTGTGAAAACCCAGAAGGAAAATTCCAT 
CTTTAGAACTCCAGCTATCAAAAGGTCAATCCTCGAAAGCTCTCCTCGAACTCCCACACCATTCAAACATGCCCTTGCAGCTCAAGAAATTAAA 
TACGGTCCCCTGAAGATGCTACCTCAGACCCCCTCCCATGCAGTGGAGGACCTACAAGATGTGATTAAGCAGGAATCGGATGAATCTGGAATTG 
TGGCTGAGTTTCAAGAGAGTGGACCACCGTTACTGAAAAAAATCAAGCAGGAGGTGGAGTCGCCAACTGAGAAATCGGGAAACTTCTTCTGCTC 
AAACCACTGGGCAGAGAACAGCCTGAGCACCCAGCTGTTCTCGCAGGCGTCTCCTGTGGCAGATGCCCCAAATATTCTTACAAGCTCTGTTTTA 
ATGACACCTGTATCAGAAGATGAAGACAATGTGCTCAAAGCCTTTACCGTACCTAAGAACAGGCCCCTGGTGGGTCCCTTGCAGCCATGCAGTG 
GTGCCTGGGAGCCAGCATCCTGTGGGAAGACAGAGGACCAGATGACGGCCTCCGGTCCGGCTCGGAAATACGTGAACGCGTTCTCAGCTCGAAC 
TCTGGTCATGTGAGACATTTCCAGAAAAGCATTATGGTTTTCAGAACACTTAAAAGTTGACTTTCGACACATGGCTCCTCAGCGTGGAGCGCTC 
CATGGCTGAGAGAAGAGCCTGATTTTGTTGTGGTACAACAGTTGAGAGCAGCACCAAGTGCATTTTTAGTTGCTTGAGATCTCAGTTGATTTCA 

ATCATAATCAGATTTTTTAAAAAAAATAAAATGATTTATTTGTA'TTTTAGAGGATACAACAGATCAGTATTTTTGACTGTGGTGAATTTAAAAA 
AAAAATTTACACAAAGAAATATCCCAGTATTCCATGTATGTCAGTCACTAAACATACACAGAGAGATTTTTAAAAACCAGGAGAAGCATTATTT 
TGAATGTTAGCTAAATCCCAAGTAATACTTAATGCAACCCTCTAGGAGCTCATTTGTGGCTAATAATCTTGGAAATATCTTTATTATACTAAAC 
CATTTCATGAGGAGAATTTTGTTGTCAGCTTGCTTGAAAAGTTATTACTGTATGAAATAGTTTTATTGAAAAAATTATATTTTTATTCAGTAAT 
TTAATTTTGTAAATGCCAAATGGAGAAATGTGTTCGCTGCTATGGTTTTAGCCTGTAGTCATGCTGCTAGCTTGTGTCAGGGGGCAATAGAGGT 
TAGATGGAAAAAAGAGAAAGAGACTCGGTGTTAGATAACGGACTATGCACTAGTATTCCAGACTTTTTTATTT'TTATATATATGTACCTTTTCC 

ATAAAAGCATTGCACTTCTTTTTCTTTTTTTGGGAGATTTGTGTTGTTTATGTCATATGTTTTGTTTTGAGTTCAGCCTGAATGTTCATCCGTT 
TGGGCGTTTTTCTGAGTTGGAAGAACATTCTCTGTAGGTTTCTAAGTGTACAGAGCCGGAACTGCCTCGTGGTTCCTGGGCTTCAGGGAAGACA 
AATATGGAAGTCAACAGCCAGTTTCTGCCTTGAGAGCATTTGCAAGAATGCTGGCCTTGAATTCTGAAATGACAGTGTATCTACTGCCTTGTAG 
CAAAATAAAGCTATCCTCTTATTTTACAT 

MOUSE SEQUENCE - CODING 

encoding71kdmybprotein, c omp 1 e t e c ds ATGGCC CGG AG ACCCCG ACAC AGCATCTAC AGTAGCG ATGAAG ATGATGAAG ACATTGAG 
ATGTGTGACCATGACTACGATGGGCTGCTGCCCAAATCTGGAAAGCGTCACTTGGGGAAAACTAGGTGGACAAGGGAAGAGGATGAGAAGCTGA 
AGAAGGTGGTGGAACAGAACGGAACAGACGACTGGAAAGTCATTGCCAATTATCTGCCCAACCGGACAGATGTGCAGTGCCAACACCGGTGGCA 
G AAAGTG CTG AAC C CTGAACT CATCAAAGGTCCCTGG ACCAAAGAAGAAG AT CAG AGAGTCATAGAGCTTGT CC AGAAATATGGTCCGAAGCGT 
TGGTCTGTTATTGCCAAGCACTTAAAAGGGAGAATTGGAAAGCAGTGTCGGGAGAGGTGGCACAACCATTTGAATCCAGAAGTTAAGAAAACCT 
CCTGGACAGAAGAGGAGGACAGAATCATTTACCAGGCACACAAGCGTCTGGGGAACAGATGGGCAGAGATCGCAAAGCTGCTGCCCGGACGGAC 
TGATAATGCTATCAAGAACCACTGGAATTCCACCATGCGTCGCAAGGTGGAACAGGAAGGCTACCTGCAGGAGCCTTCCAAAGCCAGCCAGACG 
CCAGTGGCCACGAGCTTCCAGAAGAACAATCATTTGATGGGGTTTGGGCATGCCTCACCTCCATCTCAGCTCTCTCCAAGTGGCCAGTGCTCCG 
TCAACAGCGAATATCCCTATTACGACATCGCCGAAGCACAAAACATCTCCAGTCACGTTCCCTATCCTGTCGCATTGCATGCTAATATAGTCAA 
CGTCCCTCAGCCGGCTGCGGCAGCCATCCAGAGACACTATAACGACGAAGACCCTGAGAAGGAAAAGCGAATAAAGGAGGTGGAGTTGGTCCTG 
ATGTCAACAGAGAACGAGCTGAAGGGACAGCAGGCATTACCAACACAGAACCACACTTGCAGCTACCCCGGGTGGCACAGCACCTCCATTGTGG 
ACCAGACCAGACCTCATGGGGATAGTGCACCTGTTTCCTGTTTGGGAGAACACCATGGGACCCCATCTCTGCCTGCAGATCCGGGCTCCCTACC 
TGAAGAAAGTGCCTCACCAGCAAGGTGCATGATCGTCCACCAGGGCACCATTCTGGACAATGTTAAGAACCTCTTAGAATTTGCAGAAACACTC 
CAGTTTATAGATTCTTTCTTGAACACTTGCAGCAACCATGAAAGCTCGGGCTTAGATGCACCTACCTTACCCTCCACTCCTCTCATTGGTCACA 
AACTG AC ACCATGTCGAGAC CAGAGTGTG AAAACC CAG AAGGAAAATTCC ATCTTTAG AACTCCAGCTATC AAAAGGTCAATCCT CGAAAG CTG 
TCCT CGAACTCC CACACC ATTCAAACATGCC CTTGCAGCT CAAGAAATT AAATACGGTC CCCTGAAGATG CTAC CTCAGACCCCCTCCCATGCA 
GTGGAGGACCTACAAGATGTGATTAAGCAGGAATCGGATGAATCTGGAATTGTGGCTGAGTTTCAAGAGAGTGGACCACCGTTACTGAAAAAAA 
TCAAGCAGGAGGTGGAGTCGCCAACTGAGAAATCGGGAAACTTCTTCTGCTCAAACCACTGGGCAGAGAACAGCCTGAGCACCCAGCTGTTCTC 
GCAGGCGTCTCCTGTGGCAGATGCCCCAAATATTCTTACAAGCTCTGTTTTAATGACACCTGTATCAGAAGATGAAGACAATGTCCTCAAAGCC 
TTTACCGTACCTAAGAACAGGCCCCTGGTGGGTCCCTTGCAGCCATGCAGTGGTGCCTGGGAGCCAGCATCCTGTGGGAAGACAGAGGACCAGA 
TGACGGCCTCCGGTCCGGCTCGGAAATACGTGAACGCGTTCTCAGCTCGAACTCTGGTCATGTGA 

HUMAN SEQUENCE - GENOMIC 

TTGAGAAAAACATGTAACAGTGTGAAGGTAAAAGGTATCTTCTTTTAAAAAGTATTTTGCATAGATATTGTTCTTTAAATGTTCCATGAGGATA 
TCCTTAACTACCAGTTATTTAGAAGAAAGAAAGAAGCAGCAAAAGAGTTTTCAAAGAAAAAAAAGTATATGCAATCTAAAAGCCAGCTAAGGTG 
CTATGCACACCCTCTAAGTCCCAGCTGCTTGGGA.GGCTGAGGCAGGAGGATCACTTGAGCCCAGGAATTCAAAACCAGCTTGpGCAACATAGCA 
ACATCTCATCTCAAAAAAAAAGAGAAAAAGTTATCAAAACTCCAT 

TCATATTG'ITCCCCATAAATATATACACTTATAATTTATCAATTATTGATAAAGAAATAAGAGCTTTTATATCACGATTTTGGTGTACCTGACA 
TTTTTCAAACAAATTCCGCCTTTTGGGGCCAAAGTGCTCTCTGTCAAGCTCCATACTAAAGGATCAAATGAGCCTCCCCAAGCTCCCAGCAGAA 
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CTAGCACTTTGGAACTTTGTCAAAATTTTAAGACAAAGGATTATAAACACTTTGATATAGTTTCCTTAGAGGCTGAATGTTTTGCTTAACACAA 
ATATTTAAACCAAATTAAGATAACTCAAGAACTGATATGTTTCATAAACTGATTGTTTTTATTTTTCTCAGAACCGTTACCTTAACTGAAGAGT 
AAATTGGAATAAGCAATTTCTATAGATGTCAAAACTTTGTAAAATTGATTTTTTACATCATCCACAAACTTTGTATTTCTAGCAACAAATGTAA 
AAGAAAGAGTAGAGTTATGGTACACTTCATCCTAACAGGGTTCACATTTAAAATCATGTAGTCCACTTCTGTGAAGGGCCCAAGAAAAATAACT 
CCCTTAAA.TCCGTTCCTTTCTTCTTGTTCTGTTCGAGTTAAAAACTTTATTTTCTTAGACTTTGGTTAAAAAAAAAAAAAAAAAAAAAACAAGG 
AAAGACATAGTGGTGATTAAAAAACATGCCATTTCTTACCAAATGGTTTTCACAAAGCCTAAAAAAACCTACAGTTGCTGGAATTAAGCACTCA 
TTCACTTATTGATTTTATGACTAATTTTAAAATGGATGGCCCATTGAGGTAAATTCAATATTATATAAAGATGTAGTAAAGTCAACAATCAGAT 
AAATATACAATGATAAAGTAGGAGAGACAGAAATAAGATTC^GAAAAATAATATGTGAAACATCATGCTTTAAAAGAAAAACAGTTCCAAAGTC 
ATATTGCCAAACAGACAGAAATCTATCCAAATCATAGAAATAAAGCAGTACAAGTAAGCTTAAAATTATGATTTTGCTATCATTTGTAAGGTTA 
TCAACCTTTATCTGAGGACAGAATTGAATCCCTTTGAAGGACTCACAATACAGGAAGAATTACAAGAACATAAAGGCATAGGAGTTAAAAGTTG 
AAGGCTGCCAGAGAGTAGCGGAAAGAACTTTGGATTTGGAACAAAAAAACCTTCATTTAAACAGTCCCAGCTCTGGTAAATGTTATCTGTGTGA 
CCTTGTGCAAATTACTTCACCTGTTTCAATTTCAGTTAGTTGACCTGGAATTGAGGAAAATAATACCTGCGGGGGAGACATAGGCAGAAAGGCA 
TGAACTGCTGTGAGGATTAAATGATATAATATATGGCACAGCCTGTTGTAATCTCTAAAGCCAAATATAACGTGCTAATAAGTATATTAAATAA 
AAAATAAATAAAACAGCTCCAACTAGTTGTCATCAGTTGTCATCAGCACAACAAAGATTTATGTACGTACTTATGTTCAAGACCCCGTTCTAGG 
AACTGAGTAGGTAGAAAGGTAAAAGATAGTGTCTGTCCTCTCTGACCTATAATGAAGGCTGCAGATGAAATAAGACACATTTATAAATAGATAG 
ATAGATGATGCTTAGATAGATAGATAGGTAATAGATGACAGATAGATAGATAGATAGATAGATAGATAGATACATAGATAGATAGATACATAGA 
TAGATACATAGATAGATAGATGATAGCAAAGAAAGGTAACATAGGCCATACACTCAACAAGAGTCAGGGAAGGTAGGTATTAACACAACTCACA 
GGTGGGAGAAATGACTGTGGATTAGCAAGGTCCAAGAAGGCTTCAGAAGGAAGATTTGGACTTCAGCAGGGCCTGAAGAATGGGTAGCACTTAC 
ATAAGCAGAGAGGAGAAAGGAAGGCATTGCAGGCAGGAGGCATGCTTGTAACCAAAGGCCTGAGATTGCCAATGGTTTTTTGGGGGAGGAAACA 
GAGTGAACAGAGTATGATAAGAGATAAGGCTGAAAGGTAGGTTGTGTTCTAAGGCAAAATGGCATGCAGTCAGTGTGCCCGTCAAGCCCTGCAG 
GTTGTCTATAGCCAGGCCCACTCTGATTGGCCAATACATGAGCCACTTCAGGTATTAAATACTATCACCCCTGGGGGTAAGGTTGTCTGGGCAC 
AGAGGCCAGAGCAAGCTCAGTATAGGGAATGCCAAGTTAAGGAGTTCAGATCTCTATCTTGTCAACATTAGGGAGCCAGTTAAGGGTATTTAAA 
CAGATGACTAACATGCTAAAAGTGAGTATAATGAGATTATTGAGCAGTGGGATGCAGAATGCATGGGGGAAAAGTGGCCACAGGGTGGAAAATT 
AATTAGGGGGCTGTTATGGTAGTTCAGGGTGAAGTAATAATAGCCTAGAAGAAGGTGGTGACAATAGAAAGAGAAAACAGGCCCTGAATGTGCA 
GGAATCATCTAGTAAAAGTTCCACTTCTTTCTTTCTGCAGGCCCAAGCCTTGCACAGTGCCCAACACTAAGTAAACACATGTGTTTATCAAGTA 
TAAGGAACTATGGAAACATTGTCAGGGATACAAAGGTAAATTGAGAGACCTGAGTATTTAAGAAAGAAACAGAATATTAAAGACTGGAAACATT 
TTTAAAGATCTCTACTGCAGCCTCCATGGATTGAAGGTTTGAAATATGAGGCTCAGAGAAACTGTGTGCTGCTCATACATTTGATGAACCTGCC 

TTACTGTTTTGTTGACTAACTTTGAAAGCTGGTATTTTACATTTATAACATATGTGGGAAAGTATAGAGAAGGAGGGGAATTGACTAAGAACAG 
TTGTGAGAAGAGATAAGAGAGAAATTACATCTGTAGGCCGGGTGCAGTGTCTCACGCCTGTAATCACAACACTTTGGGAGGCCCAGGCAGGCGG 
ATCACGAGGTCAGGAGTTCAAGACCAGCCTGGCCAACACAGTGAAACCCCGTCTGTACTAAAAATACAAAAATTAACTGGGCGTGGTGGCAGGC 
GCATGTAATCCCAGCTACTCGGGAGGCTGAGGCAGGAGAATTGCTTGAACCAGGAAGTCAGAGGTTGCAGTGAGCCGAGATCGTGCCATTGCAC 
TCCAGCCCAGGTGACAGAGCTAGACTCCGTCAAAAAAAAAAAAAAAGAAAGAAAGAAAGAAAGAAAGAAATTACATCTGTAAACTGGTCTTGAA 
GAATTTCCCCGAAAGCTTTAAAAAGATAGGACTGTCACTTGGAGAAAAGTTAACGATTCCATAAAACAGATATTCTAAAGCAGAAAGAGGTAAG 
ACCTTCATCCTCTACAGCAATGTTTTTCAAACTGCGATTCACTACCTATAAACAGAGCACGAAAACAACTTTGGGATCCTGACCAGAATGAAGA 
GAAGAGAAGAGAAGAGGTCTCAGATTGCATGCTTGGTAGTAAGGGGTAAGTATTGTTTTGTGAAACTTTTAAAAATTATTATTTAATAGGGACA 
AGGTCTCACTATGTTGCCCAGGCTGGTCTCAAACTCCTGGTCTCAAGCAATCCTCCCACCTCGGCATACCAAAAAAGTGCTGGGATTACAGGTG 
TGAGCCACCACACATGGCCAGAACTTTTCTTAGCTCTGTGTGTGTGTGTGTGTGCGTGTGCGTTGAGATAGGATGTAAGATGTGCTTCTTATCG 
TGTCACATATAAAAATATTTGAGGCCGGGTGCAGTGGCTCACGCCTGTAATCCCAACACTTTGGGAGGCTGAGGCGGGTGGACCACCTGAGGTC 
AGGAGTTCGAGACCAGCCTGGCCAACATTGTGAAACCCCGTCTCTACTAAAAATACAAAATATTAGCTGGGCGTGGTGGAAGGTGCCTGTAATC 
CCAGGTACTCGGGAGGCTGTGGCAGGAGAATCGCTTGAACTCGGGAAGCGGAGGTTGTCGTGAGCCAAGATCGCACCATTGGACTCCAGCCTGA 
GCAATAAGAGCGAGACTCTGTCTCAAAACATATATGTATATACGTATGTGTGTGTGTATTTGAAAGCCACCTTTTCCTCAAATAAATCAAAGCC 
TTTCAAAATCAGTTGAAAAAATACAGAATTTTATTAAAAGAAGAAAACATTTGTGTGTGTGTGTATATATATATATAACTTTCTTTATTCCCCA 
ACAGGTCTCTCCACCCAGCCTCTACCTCTCAGTCTCAGCCCTGTCTTTTAACCTCTTAAATATTATCCAAAGACTTTCCCTTGGTCAGATCTCT 
ACATTAGCAACTCTATGAAATAGCACAGTTGTTGCCTTCATGTAAATAAACTGTTAAATAAAGCATTTATTTGATGTGCTACTGGTGAATGTTT 
AACAATCAGTTTTCCAATAAGAAAAAGCCCTTATTTGTAGCACTTGCCATTTCCTGTGGTGTAAATACTCCAACTAGAGCCAATTTCAAGTTAC 
TAACATTACATCACTACATATGAAATTGGAAAGAGATGCACAACAGCACATATTACATTGTGTGATAGACATAAATAACCTCAAGTATGTAGAT 
AATAGGAAAATGTCATAAAATAGGAAGTGATGAGTTTTGAATATTTATTGTCTTTTAAAATAAAATATATTTAACTGTAAGTTTATATAATTTA 
CTTTTTAATAATGGCTGTGTCTAACAATTAACTCACAAAATTTAGCTCCCGTGTATTCCTGACCCAGCTTGACTTCGCCAGCAGGCTCTGATCC 
CACACTCTCTACCACCTGCTGAAGAACTCTACCCGGATGTCTTCCATAAGAAACCACAAATTTAACATACCGAAATCTAAACATGCTTTCCTCT 
TTGAATCTCCCAGTGCATACTTCTCTTCGCCTCTTGACTTCCCTATTTCTATTAATGGTGCCTCTAATATCCTTAGCAACCCAATCAGTTGCTA 
AGTCTTGAAGGCTCTGCCTATGTTCTTCTGATCTGCCTCCTCCTTTTCATTCCACTTAGGGTTACTGTCCTACCCCAGACAATTACCTAGCCTC 
TTCCCCTTGTGTCTTCTCACTCCAATCTATCTGACAATACTGATAGATTAATCTTCCACACACACAGCTCTGATAATATAGCTTTGCTATTCAA 
CGCACATACATGAATCCGGCCTTCAAAGCTGTCCTTGCTTCAGGCAATCTGGCTAGCTCCTTCTTTCCTGTGCTGGGAACATGCCTTGTGGATT 
CTGATTGTGTGATTTTGCTCTCACTTTTGACTTTCTCTGGACTGTCCTTCCGTCTTTATGGAAAGACTCATAACTTTTATACAAGACAGCTCAA 
ACAACAATAAAAATATGTGGGTTGGTTGTCATAGGAATATGTAAGTTGATGAGAATCTGGAGAGCGGAAACAAACAAGAAGTGCCAAATCCAGG 
AATCATTTTAAAATAAAAATTTATTTGGTCACTATCTGTTATGGAGGTTCTATGAAACATACTACACTGTTATGGAGGTTGTATGAAACATGCT 
AC ACTGAGGTAG CACTTAGTC CACTGT CATTACTAAAAGATTTTCTGGGGGAGTCAACATGAGATTTAT CTCAAAACTATGGATTTC AATTATA 
CATGCCACAGCTTTTCTTCATTAACTGAAATAATTAAGAATTGTCTGCATTTTAACCATTTACTGTAACTATTTCCCTCTTAATGCCCTGAGCC 
AAACTGGGTTGAGTGGGTGAGGAAAGGTGGGTGGTAGAGACATGGAGCCCCTAATCTGGTCTGTTTTCACCATTGATGAGCCTGATTCATCTTT 
GGG ATGTGG ATC ACGAGG ATTAAAG AT CCACC ACGTGC CC AGGATTTCC CAG C AATTAGAAGCAAAGAAACTAGAATTTGTAT CTTTTATAT AT 

ATGTGATCAAGCGATTCCTTTTCCTTCAAGCTGAGGTTGAAGTTCAGTAGCGAAGGAAGAAGGAACAGGCAGCTACAGCCCTCTGGTCAGCAGC 
ACCAACTTTCTCACGGAGTTAAATTAGTTTGGGTTATGGAGAGCCTGAATCTTTAGCCCAGGAGAGGTGAAAGTGAATGAGGGAGAGGAAGGCG 
GTGAGAGACAAATGGCAAAGGTAAAAGTGGGCTGGGTGCAGTGGCTCACAACTGTAATCCCAGCACTTTGGGAGGCTGAGGCAGGAGGATCAAG 
CGCTTGAGCCTAGGAGTTTGAGACCAGCTTGGGCAATATGGTGAGACCTCTTCTCAACAAAATATTTAAAAATTAACTGGGCATGGAGGTGCAT 
GCCTGTAGTTCTAGCTACTTGGGAGGCTGAGATGGAAAAATCACTTAAGCCTGGGAGGTGGAGACTACAATGAACTGTGATGGTGCCACTGGAC 
TCCAGCCTGAGCAATAGAGGGAGACCCTGTCTCAAAAATATACATATTTTTTTATTTTTAAAAAAGGTAAAAGTGTATCAAAGCAGTCTGCCTT 
CACTCTGATACTGAGATTATCAACCAGTGCTCTGCAGACCTTCCATGAAAACTACTGTTAAAGATGCAGATTGTTAGGCCTCATCTCAAACCTA 
CTGAATCATGGTCTCTAGGGGGACAGCCTGGGACTGTGCATCTTTCATGGGTAGACCCAGCAATTCTGATACACTCGAAAGCAAGTTTGTCTAA 
CCTGTGACCCGCAGGCTGCATATAGCCAAGGACAGCTTTGAATGCAGCCCAACGCAAATTTGTGAACTTTCTTAAAACATTATGAGTTTTTTTG 
TGGTATTTCTTTAAGCTCATCAGCTATCGTTAGTGTTAGTATATTTCATGTGTGGCGCTTCTTCCAATGTGGCCCAGGGAAGCCAAAAGATTGG 
ACACTTGGGCTCTAAAGATTGAGGATCACTGCTCTAGTGTTGGCCAACTACTCTAGTGTTGGCCTGCAGACTCAATACAGCCTTTGAGCTAAAA 
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ACGGTTTTTACATTTTTAAAGGGTTGTAAAAAAAGACAAAAAGAAAGACAGACAAGGAAAGACACAGAAGAATATACAACATAGCCTACAAAGC 

ATTTACTATCTGGTCTTTTACAAAAGAGTTTTCTGACCCCTTTCTAGTGCAGTGCAAATGAAAGGCTGTACCCAAATTTAGCTCCAGTGCAGCC 

CTGCCACAGCTGAAATAACTGATGTAGCAAGCAGATCTTAAAAAAAAAAGTGATGAAATGTGTAAAGTTGTCATCTAAAAATACTTTTGTAATA 

ATTATAAATGG AGAG AGAAAATGT ATAAATACAAACATT CTGTAATG AGTTTAAAAATATAGTTT CAT C C ATAC AAG AATTTTG ATAACT C CAT 

TTGATTCTGTTTTTCCATAAGCTTATCAGATAGCAATATATCCAACATTAGCCTAATAAAATTACTGCATGTGAATTCTTTATTGGACTATGCA 

TATTCCCAAACATATTATTGTCATACAACTGAGGGAAAAATGTAAAACTATATCTGGGAAATGAAAAATTATAAATTCTCAAAATGATACATAG 

GAAAATGATTTACAAAGAAAAAAAGGAAAACTGAACTTAGTATCTTTCTACTTTAAAGGGGTTCAAGAACTTAGGAGTAGTTACACACCTCCTA 

AAATCTTGAAAAAGAGGCTATGAACTCACTTCACAAAGGGTTCAGATACTCACATTGTGTCCAAGAGACTCAGCAATTGGGAATCTTGCCAGTT 

AGATTCATAAAGCAATCCGAAAGCCAGAATGCAATTTCTTTAGGGGTGGTTTCTAGATGTTTATTCTAGATATTTTTAAAAGATTTTGTTTATT 

TTTG ATGTG AAGAAAGAAAATTATTAT AGAAT CTAGAAAT AAATATTGG CTTTAAAAGTATT AATTTG C CTTGT C CTTTGTAATTGTGATCCG A 

AATATCTCACAATAATTTTGTTTCAGTGTTATTTTCTTCTCAGGAGGAAAGGAATGTTAAAACCTTACTAGCAACTAACACTTGATAAAGATTT 

AAACTATATAACAATTTTAAAGAAAGTCTAAAACACCAGATAGTCTTGAAACCTCGCATGCTTCACCGTTTAATAAAATTATGACTCATTTTAG 

TAAGAACATGCTTTTTTAGTAAGAAAAAATGCTTTCTGAGCTAAGTTTGAACTGCTGGGGCACATGGGACACCCACAAACCCAGTCAGCAGAAG 

T CT CAAACTC CTAAAAG ATT AAAGGAAAAATAC ATTAGTGTGTAC AGAGAATG AAAAAAAAATC CC C AATGGTTCTAATCT ATAAACGGAAGT A 

AAACTAAAACTCCCCTAAAATCCCCCCAGTCATCAATCCTTATAAATTCAGCACTTATCTTCTTCCTTTACTTCTGGAGACCCTCATTAAAC 

CACGAAAGCCTTTGCTGACTTTTATCTCGTAAAATAGAGCCCTCAAATGACACTAAGCAGGGATACCGACCTCCAAAATCACAAACTGTTTTAC 

TTTTTTTTTTTGCAGGTGTGCAATCCAGGGTGCGCGCTCTGTGCAGGGAGGGGAGCAGAGGTGTGCGGTGGGCACCGCCTGGGCCGGGCGGGGC 

GGGGTGGGTGGGGCCCGGGTGTGTGCTGGGGTGAGAGTGAAGGACATGTGACAATACGACGGTGGCGGCTGCAGGATCCGGGAGGGGAGTGAAA 

GCTCCGCTGGGGCGCTCCATTAGTGAGCGGTGATGGTTGCCGCCCACTTGTATTGAAGCGTCCTTTGTCACTAACAAGTTAAATTAGAGATGTT 

ATTTATTTAAGAAGAAGGAAAAAAAACCCTAGCCAAACAGCCTATGAATACATATGCTCACATCCCCTACTCCTCCAACTCCTAATTTCCCCGT 

CTCCAGAGGGCACAGTTGTAAACCTTGACGAAAATCCAATCTTCTGTGCGGGAATTTCCCCCCACCGCTTGCCGCCCCCGCGACAGTGAGTGGG 

AGCTGGAGGAGCTCTGGTCCCGCTGCCCGGGAGCACGCGGAGCCGGGCGACCGCGGTGCGGCAGCCAGGGAGGAGGGGAGGCGGCGGGACTGGG 

CGCGGGCGGGCCGCCGCCGCGACCCGGGAGCGGGGTTTGCTCAGGAAAAGGCGCCGTCGCGGCCCCCGGCCACCCCTCCCTGGCCCCGGGCTCC 

CTGCCCGCGCGCCTCCCGGGCCTCGCGGCGCGCTAGGCGCACCGCGGCGGCGCGAGCGCCGAATGGGAGCGGCGACCCGGCCAGCCCGGCAGCC 

CCGCGGGCGGCAGCCAGGGCGACCGCGGAGGCGGCGGGCAGGGCGCGTGCGCACTGCAGGGGCGCCAGATTTGGCGGGAGGGGGAGTGTCCAAA 

GCTCTTTGTTTGATGGCATCTCTGTTTACAGAGTTTACACTTTAATATCAACCTGTTTCCTCCTCCTCCTTCTCCTCCTCCTCCGTGACCTCCT 

CCTCCTCTTTCTCCTGAGAAACTTCGCCCCAGCGGTGCGGAGCGCCCTGCGCAGCCGGGGAGGGACGCAGGCAGGCGGCGGGCAGCGGGAGGCG 

GCAGCCCGGTCGGTCCCCGCGGCTCTCGGCGGAGCCCCGCCGCCCGCCGCGCCATGGCCCGAAGACCCCGGCACAGGTAACGGGGAGCCGGGCG 

GGCGGCCGAGGGCGGGGGCGGGGGCGCGCGGGGCGCCAGGCTCCCGGGAGCAGGTGGGAATTCGTTCCGGGATCATCTGAGGGGCTGTCAGACC 

CTCCGAGGACCTGGAGCCCCTGCCTCGGCAGCAGAAGCCGCTCCAGAGACTGATGAATGGAAGAGTCTTTGCGGGAAATGTATCCGGACGTTGG 

GAAGCACGCCCTGCGGCTCATTTTGCAAGTTGCATGGGGATACATTTTTCTTTAGGGGGAAAAAGAAAGCACGTTCCAGCCGAGGGCAGAGCGG 

TGCCCACCAGCCCCGGGGAGCCCACCAGGTGCCTGGCTTGATGCCGCGGGTGTCGGCGAGGGATCCGCAGCGTAATTGCTGGATGCATTGAGAT 

ATGTTTGGACTTGGAAGTGCAGAGCATATGGCAGATACAGGGAAAATGCTGGATTGTTTAGTAGCTGCAGGTAGTTCATTTAAATTTCATTCAT ' 

TCTTTATGGAGGCGAGGACCAGTGTCAGCTGACAGGCGGCTGAAAAGCAGATTTTAGGGGGATAAAGGGGTCTCTACTTTTGCAAATTGTCTTA 

AGACCTGGTTTTGGAGGTTCGAATCATTTTTCTCTGAAAGGCTTTTACTTCCACTGCAAACATTGCACGCGCACCCACACGCGCCGCCGTCGCA 

CATGTCACTGCACTTAGGGAGGCTCGCCGGGAAGATGGGTGCAGTCCCTTCACATTTTTGGCCGGACAGATGGGAAGAGGGAGAGGAGGAGGAG 

GAGGGAAATCCTCGTCCGAACTGTCAGTTGCTCGTTCCCCAGTCTCCACCGGCCTCTGGACTTTCCCAGCAGCACACGCCGGGGCTCCCTGCGA 

GCGGCGGGTGCCAGGGCTAGCTCGGCAGCCGTCGCAGTCGCCACTCGGCTCAAGGGGACAGAGGCCGGCAGCACCCAAGGCCGCTGCCGCGCAA 

CCGGGACGCGATCCCCGCGGGCTCTGCCCCCAGGCGAAAGGTCCCTGCGCGGCGCGCACACGTGGATGCGGCTGAGGTCGCCGCGCCTTCTCGC 

ACCCTCCTTCAGCCGCCTTAGGTCGCCCCGGCCGAGGCGCGGTGACCGGACAGATCCTCGCGAAGGAGTTCTAAGGCGAAGTCCATGGAGGCAA 

AGCAAATCCATTCGCCTTTCCTTAGATTGTTTGATTTTCTCCTACTGGTTTGTTGTTGAGCCTGCGGGCGCTGGTCCCCGCGCGGCGCTGGGAA 

GTTGCAAAGAGCGTGGGTGGAGACCCTGCAGCAGCACCCGCGGGCTGGGCTGGGCGGGGAGCAGCGCCGGGGCTTGGTTGGGCTCTGGGGACGA 

GAGGGCGACTTGGGGGAGCTCCGGGCTCCCTATGCCTACTCCGGAGCCTGGCCGCGCAGGACGGTGTGCTGCCCCTCGAGGGCTCCACTTTTCG 

GGGCAGGGGTGCTGGGAGGAGGCGCGGCAGCGGCTCCGCGCCCCGAGGTCTCGGCCGCCCCCGCGGGGCGGGGCCGCGCAGGTTCCCTGAGGCT 
CCAGGTAGCCCAGAGGGGAGGCGGCTGGGAGGGGCGGGAGCCTTGAACCTGCCTCAGGGGAAGAGAAACCCGACTGCGGGCTCGGAGCCGTTTC 
TTGCAAGGGCGAGCGTCAACTCGGCAGGGATTATATTAACCAGGTCAGCGAAATGAGTTTGAACCCCTCCGAATCACAGTAGCGGCCACAAGGC 
ACTTCCTCCCGCTCCCCTCCCTCTTCCTAACCCCCAGCACCTCTTTTCTTTTTCGTTTCTTTGCACGGTTTGTTTCCTTGACAGAATGTAACAT 
TCATAGTTGTACTCTTGTAACCAGACCGGGTCTAGCAGGTGGGGAGTCGAGTGCATCAACCCTGAAATCAGCCTTTGAAAATCCTCTGACTGTT 
GGGTCTGAG ATCTTGTC AGAGC AG ATAAAGG AAAAGTT ATTTCAGGTTC CTTAGTAGAAATTAAT CATG CTTCTAGGACGACTT AG AGC AAG C A 
AATCGCATGCAAAGTTCAAAGGCGAGCCTGGGTGGCCAGCCTGGCAGGGAAACTCAGGAGCTGGGCGCGTGAGCAGCCCCGGACTCGCCCTGCT 
GCGTCCTGGCCCCTTCAGGTCCTGCAGAAGTCACTCTCCACCTTGCCCCCAAGACCTTAGTTTTGCACATCTTTGCCTCTGTGCTTAGCTTTTA 
AGAGGCACGGAAGGACATGGCATGGTCATGTATTAGCGCTGGAAAGTACCTTAGAAATAGGATCCAAGCAAGCCCTTATTGTAAAGGCGAGGAA 
CTGAAGTCTTGAGAGAGAGGAAGTGATTTGTCCAAGTCATACAGCTAGGTGGAGGCTAGACTAGAACCTTTGCCTCCAGAACCCTAGTCCTGTT 
GATTCCCGTGCTCTCACCTGACGTTGGCTGCCCCCTGCGGGCGGCTGAATAGGTTGCTTGTTCCTGGGTTGTTAAACCGCTGCGGAGAGAGAGG 

tgctcaatgactactctgaaaaatgtgctcagttctgaaaatgtgacctctagatccagccaaacctgaaaagttaattcgacttgaaTctatg 
actgcagtttcagattcctctggttttcttggtgtctctcacatttcacaagggactgcatttggggtctttccaaggagttccctatgaatct 

tcttgttcagaagttgtttagtgcctcctgttgacagtggaaacagaactaggctattgtttcaaaac^.cagacactaaatgaaaggaattatt 
acagattataaatatatatttcctgggattttatttggtggtggtggtattttaaatttggattacatcatgtcgccattcaacctggactatc 

AGATTGTTGCTTAAAATAATAGCTTTAAATTATGAGAACCCCCAATTCAGGATTTTTGGTAAGCACTTCAGCTTCACTTGTAGGGGGCTGGTAA 
TATGCATACCAGTGAGTTAGTTTGGGAAGACAAAACCTGTAATGAATATAACTTTTCTTTTTAAAAACAATGATTTACATTATGATATGGCTTT 
ATATCATTGTTTTTATTGGTCTTAGTTTAATGGGTTTCCCAACATTGCAATGACAAATTTTAGTGAAGTTT CTAAGATAGTATTTTTCCTATTT 
TAAGTTTTATAAGAAAAACTATAAAATAAACCGTGTCTGTAAAATTATTGTCATCTGATCAGTTGATTAGATTAACAAACATTATGATTATGAT 
TAACAAACAGTAAGCATATAGTTACTTCTTCAAAAGTCATAAAATTTCCTAGGTTAGGTTAACTAAATAAAAGAAAAAGCTTTCGAAAATAGTA 
ATGGGTTCTTTTAAATCCATGGCTTTTTTCTGGGGAAATCCCTTCTGGATTAGGTTACATTTTATAATATTTCAAACACCATTCCATCAGAGAC 
AGAAAAAACAAGAGTAAGTAAGACTCTGACTAACAAGTGGCCTAATTATTCACTTAGTTACTCTAGAAACTAAGTATTGTAAACATGGGCACAA 
GTTGGATCAACCAGGCCTGGAGTTGTGAGCIAATTTGGTATTAATTTTATTTACAAAACATTAAAGCTTGATCACTCAATGTTCTTATCTTTGCT 
TTGGTTTTAAAATCCTTTCCTCTTAGATTCTCCTAATCCTCTAGACTTTATGGGATCACTATAATTCTGTTTTGCGCTGTACTACTTCTTGATT 
TTTTTCTTCTTTTAATAAAACAAAAACCCCATTGGAATAGCATAGTTGAATTGTTTATTATGTTTGAGAAATATTATTTAAACGATGTGACAGA 
TGCCAAAGATTTTGAGTGTGCACTTATATAAAGGACATGGGTTCTTGTTCCTTTTCTTATCCTTAACCTTAAGTTTTCAACTTAAACCTTCACT 
GGTTGGAAGGTGGCCAAATGTGTAACTTGTCCCTGGTCTAATAGTAACAGCAGGTTCAGACATGCAGGGGAATAGGAAGGTGCCAGGTCCTTGG 
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CGGTGTCTGTGGATACCCATAACAGCAGAACCAGTTTACAATACTAGAGCAACAGAATGCAGCAAACAATCTTGTTGTGCAAGTTTTCAAAGTT 
TTGTGTT CATAAC CTTTGAAAAGATTGTTG AGGAGTTTTGTGTAAGTTTTGTAATCC AGTAGTAGTCTAAATC CT CTTGTTTC AG C CC ACGTCT 
ACCCATTCTTATTTCTGCAGCATATATAGCAGTGACGAGGATGATGAGGACTTTGAGATGTGTGACCATGACTATGATGGGCTGCTTCCCAAGT 
CTGGAAAGCGTCACTTGGGGAAAACAAGGTGGACCCGGGAAGAGGTAACTAATCATTTTATCAAGACGCAGAAAATAGATAGAGTGTATAATTT 
ATAAAAAACAAAATTTCAACTAAACTACAGGTGCTCAAGCTCATTAGCAGGCTCCTTGAGATCTTATCCTAGCCCGCATGTGCAGCGTGCCCTA 



CCTGTTGAGTTCTCATCCTTTTGTCCCACCTCTTCTTCCTACTTTTACATTACCCATGAAGGCATCACCTCTTCTGTGAAGCCATCCCTGGCTT 
CGCCGGACAGGATTGGATGCATCCTCCTGTGATCCCATGCATGGGTGCATGTTCTACTTTATTGTTGCTGGGACATATATACCTCCTCCAGCTG 
ACTGCAAGTCTGTTGAGGGCAGGGCTCTTGTCTATTCATCTTTGTGTTTCCTGAATTCACAAATGCTTGGACCCAAAATAGGATATTAATAAAT 
GTTCTCTCAATAAGTGAATGACTTGCTACTCCCAAAAACAAAACAAACAAAAGAATAAAACAAAACACTCAGAGAACTCATCTTTTTACAGTGT 
ATTGATTTAATAT CCTTG ATATACTTAACAG AG C C ATCTATATG AAGGTATGTTTTAAAAT CATCCG ATAATGG ATGG AG AC ACAT CTG CTTCT 
CCTGTTTCTTTTTCGGCTGGCTTATCAAAAGTTTGATTTTGTAGGAATGGAAAAATATTTTAGAAGCAAAATTATTAATATGTGGAGAAAAGTT 
TCTCTAATGTTCTTAAAATTTTTGGAAGTAATTTTAGATGATTCATGTTACAATAAATGGTATTGGCTCTTCTTCAGTTTCACTGTTCTCTGCT 
TCATTTAAACCAGAGCTCCTTTTAACAGGCAGGTAGGATTCCCAGAGAGGGCCATAGGAAATTCATATTTTACCTATTAAGATTATCCACTTGG 
ATAATCCTTATGATACGGAAATTCTGTTGTCAACATTGGTTTCCTAATTCTTGTGTCTGTATTGTACCAGGGACCTCCACTGTGTGTGAATGTT 
ACCTTTGCAGAAACATAAGAAGGAATGCATTTATATACTTATGAACTGGTAGGATTGTGAACAGCATATAAACTAAAAGAACTGATTAGCTGGA 
AATGTTTAATGTCTTTTATGTTCTAACAGATCTGGCCTATCTAAATCTAACTGATTTTCTTATATAGCTTTCAAATTTAATTTTAAAAATGGTC 
TTTATTTCTTTATAAAAAGTTAAACTAACTGGAAATATTCTATTTCTTGCTCAAGATCCTATTTATTACCATAGGTAAATGTGTACTGAATCTA 
GCACTGGAATGCATTTTTTCCTAAGAGAGTAAAGCAGTTATTTATAATAAACACTCAATATATGCCAGGCATTATGATAAATGTTTTGCAAAAT 
TGCCTCATGTAATCCCCAAATAACCCTGTTAATATCAGCCTCATGTTAATAAATTGCCCCATGTAATCCCCAAATAACCCTGTTAATTTCCATT 
TTATAGATGGGAATACTAAGGCCCAGAAAGGTAAAATGGTATACCCGCTTTACACAATTAATAGTTGAGTCAAGATGCCAACTCTGGTCTGATT 
CT AAATAAATCTATACT C CCAAGT C CGT AT ATTAC ATTAAT ATCTCCTGT ATTCGGATACTTTAG AGAG ACTTTTTATTCTAGATT CGTT CCCT 
CATTCACTTTAACTTGAACAGAGTTATATAGTAAATAACTGATATCCTAGGATTACCTTTAAATGTCTTAGGATGAAAAACTGAAGAAGCTGGT 
GGAACAGAATGGAACAGATGACTGGAAAGTTATTGCCAATTATCTCCCGGTAAGTTAGTAAGTTTTTCTTATAACGAAAGGAAAGCTTCTCCCA 
AAGATTTCTATAAAATATTCTAGGAGGAGTTATTAAGATAGTGTATAATTTACTCACATTTAAGAAGTGGGAGAAATGCCCTACCCATAACTTA 
TATTTTATATTATAATGCATATAATTAAATTATTAGAATTTAGATTATTAGAATCGATTATTATAATTTAGATTATCAAATTTTAAAAACAGTT 
GCTTCTTGTTTTATCTTTTCATTTATAGGATAATTAGTATTTTGATGATTTGTTACATGGTAGTTGATTAAACTTGATATTTCCTCCAAGTCAG 
TTTTTCCTGAATTCCCTATTTTTGTCAATAGCAATACTTTTGGCACCAAGGTTTAAAATTCTGAAGACCTTTCTTGACTTATCACATTCCCCCA 
ACCCCTACATCTAAGCAGTTACTAAGGACCCTGGAATTCCTTTATAGTCAGTCCCGTCCTTTTCATTCTCATGGCTGTGCTGAAGGTTGGGCTC 



CTG _ 

TTTTTTGTTTTTTGAGATGGAATCTAGCTTTGTTGCCCAGGCTGGAGTGCAGTGGCACGATCTCAGGTCACTGCAACCTCCGCCTCCCAGGTTC 
AAGCGATTCTCGTGCCTCAGCCCCCTTAGTAGATGGGATCACAGGTGCCCGCCACCATGCCTGGCTAATTTTTGTATTTTTAGTAGAGACAAGG 
TTTCACCATATTGATCAGGCTGGTCCCAAACTCCTGACCTCAAGTGATCTGCCCACCTCAGCCTCCCGAAGTGCTAGGATTGCAGGCATGAGCC 
ACCGTGCCCAGCCAGTCTTCTACTTTTCCATTCATCCCAAACACCATTGGCAGGTGGAACTTCCTAAAATGCAGCTGTACCTTATCTTTTCAAA 
ACCAACCACAGTGACAGAATCTCACAAATTAAGTAAACTGCCTTGACTTGGCACACAGAGGCCCTCCTCTATTGCCCCAACTTACAGCTCCAGT 
TCTGTTTCCTGCTTCCTCTCTCTAAGCAGGTTTGCTTGAATTTATTTCTGCTTTACCTCCTCTGGGCTTTTGCTCCTGGTCTTCCCACCTCCTA 
GAATATTCTCCCTTTATGTCACCAATTAAAGTTCTGTCCATCCTTCAAAGTCCTTATGAAGAGCTCTTCAAGACTCCTCCCAAGGAAACCATTT 
CTCCTCCTAAGAAGATGCTTCTCTCCTCACTTCAGTATCATTTTGCTTTGGTCTTTTCTTCCAAGTGAATCAAATTCAGCATCTGTGATAGTCA 
GTCATCTACTTGTCTTTTCCTTCTTATAAGTTTACAAACTCCTGTAACATAGGACCTATCTTTTATGCATCTTTTTTCTTTCTGCAATATAAAT 
ACTTTGGTCCTGGATTGAAGCACATCTCTTGTCTGAATGGGAAGCAAACTTTAGTCTTTTAGGGTGGTTTCCATGAAAGCCTGACAACATAGAA 
TCTCTATCAAGCCTCAGGCTATGTAGATACTCTGCAAAAGTATCTGAGGTTAAGGTTAACTTGGCAGGCACATGTGTAGTATGATGGTCCTTTA 
GATC ATGTGG CAGGAATGTTT C C CTCAGGAGGCAGAGTGTCTAATTTTAGATGCAACTTTG AT ATATTACTTG CATGTT CTGTAGC CTGT AAGT 
AATGAGGGATAGATGGGCTCTAAACATGCTCTAAAATGTTCTTAAATATTTTCACTGCATATGGTCTATGTGTGATTCCTATTACAACAAAAAA 
TTCACGTGCTTATCACATCATATCTTTATGGTGGTGCATACTTTATTTGTCTAGAATCGAACAGATGTGCAGTGCCAGCACCGATGGCAGAAAG 
TACTAAACCCTGAGCTCATCAAGGGTCCTTGGACCAAAGAAGAAGATCAGAGAGTAAGTTCTTTCTTCATTGGTGTGTGACTCATAATTAAGAA 
TATTC C C AAAATG CTAATATTTT CCTATTTG AGG AAGCAGGT AAAATGGGCAAAC AGGAAGTAGAGG ACTCTATTCCCATATTTC C AGTGAATG 
AAAGCAAATTTTGGAAATTTTCTAAAGATCTTGTAACACTGAAGAATGATTATACTGACTCATTACATAACTTTAAAACATAGGTTATTTTTGT 
GTGTTTATCTGAAGGTGATAGAGCTTGTACAGAAATACGGTCCGAAACGTTGGTCTGTTATTGCCAAGCACTTAAAGGGGAGAATTGGAAAACA 
ATGTAGGGAGAGGTGGCATAACCACTTGAATCCAGAAGTTAAGAAAACCTCCTGGACAGAAGAGGAAGACAGAATTATTTACCAGGCACACAAG 
AG ACTGGGGAAC AG ATGGGC AGAAATCGCAAAG CTACTGCCTGG ACGGTAATAAT ATGT C AAAAAATAT ATTG AT CGGGAAGAATG AGGG AGTG 
GGTATTGAACATTCTGCTTTAAATGTATGGTGAGTAAATTATATTTCATCAGTCGTAAGTGTTTTATTAGATAAACCAGCTACATAGCTTTTAG 
AGATTGAAGACATCTTAGAGTTTATTTGGTTGAGAACTTCCAGGATCCACCTGACAGTGAGCCCTGGGTGAAGACATTTAGCTTTCCCCAGCCT 
CAATTTCCCCATTTCCAAAATGAATCATACAGGGCCAGTGTTAGGATCAAGTAAAATGAATGTCAAAGGACTTGGTAAACTATAAAACTCTAAA 
TGCATAGAAAGAAACTGAAGACAGTTTGTCTCTGGCAGTTCACGTAGCTGGTTAAGTTACTCAAAGGAACTCAGCTACCATTTTCCTGATAACC 



ATCAT 

TAGCTCAATACATCCTTGAACTCCTGGGCTCAAGGGATCCTCCCACCTCAGCTTCTTGAGTAGCTAGGACTACAGGTGCACCCCACTACACCCA 
GCTGATTTTAAAATATTTTTTGTAGAGATGGAATCCTGCTATGTTACCCAGGCTGGTATCAAACTCCTGGCCTCAAACAATCCTTTCACCTCCC 
AAAGTGCTGGGATTAT AGG C ATGGGC CAC C ATAC CTGGC C AC CAGTATTC ATTTCATTATACCACTTTGCTTAATTTTTTACTTCATTGATT AA 
AGAAATAATGTATTTCTTGAATTCTCATACTACTTCCAGGTTTTTAAATAATGTCAGGGTAATAATGCTTTCTTTTTAATGAACAAGGCAAGAA 
AATGACCTCATTATGAGGGATAACTATGGAAGCTCATTTTGTCCCATTTTTCCCACTTAAGTAGTATATAACAGATTTTGTTCCTTTGGAAAGC 
AATACTTTTAATGATAAATCTTGCATTAAAATGATGTAGATCAAAAATATTAAAAATAGTTTTATTCTTGAGCTTCATAATCCAGGAGAAAGTT 
TATATAGTATTCTCTAGTGATGCTCCAAAGCATTTGCACCCTTGTGGTTCAGTATAAACTTAGAAATTTTAAGAGGTTGGTAAAAAAAGGCCTT 
TCCTCCCATATGGCCTGAGAGGATACACTGCTGATTCTTCTCAAAATTAACAGGGCTATTGAACTTCCTCTTTCTTTAGCATACATTCCCCCAC 
CCCCATTGAAATAGAAAAAGGGAGACTTAAACGGTTTTTTTGAATTGAGAAACTGTTTTCCTGAGAATGGAAAGACTTTAGTAAAAATGCGTTG 
CCTTTTGAAAATATACTGGGGGTTAGGATCTTTCCCTTTGGGATCCCATTTTCCACTCTCGTCTCTGTCTGATTCAGAAAACAATTGGGGTGGC 
TTTCAAAGAGTAGGAGGTTTTTTGGTCTCAGAAGTTCTCACTAGTGCTTTGAGAGATAAAGAGTGAAGTATTCTTCATCAGCAGCATCTTATCA 
TCCACCAGACTTCACCATGTCCCTCTCGTGGTGTGTAGGCCCTGCTGTGCCACATTCAAAGGAGTAATTTCCCCAAGGCAGCTGGAACTTTACA 
TTGTGTTGGAGTCTTGTACCGCGACCGGTCAGAATAAACATGAAGCGTTATCGTATTGAAAATACTCCTTTACCAAGGAAATGGAATGGTTAAA 
AG ATACTG ATATTTCTAGAAAACG AC ATG CATT C C AGATTGTGT AACTAAG AG AAATCTAACTAGGC AATAG AGAAAG C CTGATCTCAG AGGGT 
GGAGAAGAAGGAAACAATTAAAAAGAGAAAACAACTAATAGGCCCAAGGGAAAGGTCTCTGTTAGAAACAGTTTTCTGTCAATTCACTTTAATC 
TGAATTGAAATTTTTGTTTGTGAAATTTGTGTGATATATTTCTGTGCAGAACTGATAATGCTATCAAGAACCACTGGAATTCTACAATGCGTCG 
GAAGGTCGAACAGGAAGGTTATCTGCAGGAGTCTTCAAAAGCCAGCCAGCCAGCAGTGGCCACAAGCTTCCAGAAGAACAGTCATTTGATGGGT 
TTTGCTCAGGCTCCGCCTACAGCTCAACTCCCTGCCACTGGCCAGCCCACTGTTAACAACGACTATTCCTATTACCACATTTCTGAAGCACAAA 
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ATGTAAGCCATTCCTGTGAATCTAGTTTAATGAGAGAGACGGTTAGTTTAGCTCCAGGTAATAATCATACTTTGCAGTTGTATACTTTTCAGAG 

AGAAACGAGGATGGTAAGCGCTTTGCCCAGGGTGACACAGCTCATAGAGATAGTGCTGACTAGAAAACGAGCTGTCCGATTCTAAATTGCTGCT 
TCAAATCTAATTTGAAGGCAACCTTTGAATGTAAATTTACTTAAGGTACTATTGAAGAATAGGGGAATGGAGTCGCATTTGTAGATGTAATGTT 
TTTCTCTTCCAAAACGAAAAGGGAAGGTAGTATTATGTTTAAAGAGGAGAGAGTTTGACACTGAAATTCAGTGGTTATGGTATGTTTCATTCTG 
GCAGTGATCAGGCAGACATGTCTTAATTTATTCACTCAGTAAGTGTTTACCTTCTTACTCTGAGTCAGGAGCAGAACTTTGTGACATTCATTTT 
CTGATGTCTCCTTTTAGTCTCCGTTGGATCAGTGTGATCCCTTCCTTATTTCTAGATATTTATATTTAGGGAAAGTGATAATCCATAATAGGTG 
GAAAAAGAAGAAGAAAGAGGAAAAAAATCGAGAAACTTTAATCTTAAGAATAACAATATTAAATGAT^ 

TATGCAAATTATATGCAAAACATGTTCATAAATAGTTTTTATTCTTCTCTGTCCATGGATTTGACTACAAACTTTACAGAAAGGTCTCAGATGA 
ATAAATT ATCATAAGAATTCGTGTGCTTTTT ATT AAAAGT C AAAATTATTCC AAGAAAAATATTTTT ATTTAC AAACAG CTGGTGC CATCAATT 

ACTTCCCAAAATTTAAAGTGCTCATCAACAGCTCCCAAGGATTTTTCACCATGTTCCTTTAGCTGTTTAGCCATTTTAAAGGCCTGGCTAAATT 
TCAGATTAAAAGGTTTTAAAAATTTGTTTAGTGTATTTTATCAGTAAAGTGTTTTTTTTCTCTCAGTCCCAGAACGAAACCTCAGGAAGCCAAG 
TCCCCTGAAGCATATGTAGCCCTGAATGACGTGGCCTTTGTTTTGTCTTTTGCATCTAGGTCTCCAGTGATGTTCCATACCCTGTAGCGTTACA 
TGTAAATATAGTCAATGT CC CT C AGC C AGCTG CCG CAGCC ATTC AGGTAAGATCATTGATC ATTC ACTGTTCAAAGCACCACTTTTAAGAAATG 
CTTATTTCTTTCATCTAAACACATATTTTTACCTGAGCAACTAAAGTAAAAAGGAAAGGGAACATGGAGAGGAGAGCAGAGTCTTGGCCAGCAA 
TCTATTAATCTTGTCTTCTAGAATGAGTTTGCTCTGGAATTTTCTGATTGTTTGATGTTGCAAGGTGAAATAACTCATCAGTCAGCATCCACTC 
TAGCCTGAGATTTCACATCACTCCCTTAAGTCTGAAATAACATTCACAAAGATTTCTGCAGGAGCCAAATTTGGTTGGTGGTGTTGTCACAGTG 
AGGCTCTTTGGGCTGTGCGGCACCTCATGACCATATTGGGTACACCCATTGTATTTGCAGCTTCCAATCAGACCTTTGTCTTTATTTCCCTTAG 
TTTGTAATTTCAGAGACACTATAATGATGAAGACCCTGAGAAGGAAAAGCGAATAAAGGAATTAGAATTGCTCCTAATGTCAACCGAGAATGAG 
CTAAAAGGACAGCAGGTGCTAGCAGTAAGACTGTCATCATGTGCTTGAATGAGGGGATAGCAGCTTTGCCTCAGTTTACCTAAGCGCTCTTCTC 
TT CT AAAT ATTAC ACTT AGC AAGGCTCCAT AT ATCCATT CAG AATGT CT C AACACAAG AAGTTGCTTGTAGTAAAATGT AGTTGGT AT C AGATT 
ATATGCTGATTAAATTGGAAGCAGTCTTTTTGTAATTGCAATAAAAATGCAATATCCACTTATGATTGTTATCATCAATTTTTTTCTTCAGAAG 
GACTATAATCAGTTTAAAGACTAGCAAAGATAAAATGAATGAAAATCTGCATTTTCTACAGAGCTATGTATCTATATGGTACCATTTTGGTTTT 
TTTCTATTATTTTGTTAACCTATATTTTCATATTTTATAATTTCAGACATGATTTGATGCATGTTCAGTATATACATGTAAAAGGTTATATATA 
AAACCTCTTCATAAATAACATTAGCTGCTCTCTTTTATTTGCATGTGTGAAAGTTATGTGGGCCATTACTGAATTCTGACATCTTTAGCGACTG 
GGCAGCCAACTGGGATGGCTCCTTGTGCTTTGCAACATACATAGTTAACCAACAAAGACAATAAAAGAGAAGTGATGCCCAGTAGGTATTCCTA 
GGGGTAAATTTATTTTTTGTTAAATAATAAGATGTTTATGTGCACATGCTAGTTCGACGACTTTTTAACTTTAGTTAATGTTTTGCAATTTCTC 
CTGTTGTGTGGTGATACTGTAAGGAGACTTCTGTTAATTTGCTCTTCTGCTTTCCTAACCACGTTGATTTGGCAGTGCTTCACTGCATCAGTGC 
AATCTGTAGCATTAGAAAGGGATAGAAGCAACAAGAATATGTGTAGATCAAAGCAACTCTAACTCCTGAGTCCTCTAGCTTTTTTGTGGTTAGA 
ATGCAAATAGGACAGTTCTTCAGTTCTTCACTCACAGCAAGCATTTATGGACCTTTGGCAAATTATATTAAAGTGGAATTTTAAGACAATATGA 
TAATTATACTTCGAAATATAGACCTATGATTTGACATTTTTACAAAATGATAACAAGGTAATCATATAGGTACAACCTCTAGCACTATTAAAAA 
CAGGGTCTTGCATTGATAAAAGGAAACATCTTGACAACTGTTTCATAGGCGTAAGTTTGGGATGATGCAACTACTCTTATCTTTCCTCCAACAG 
CATCTGATACCTTGTGCAACTTCATTGCTAAGTTCCTTCTCCCTTTCTTCTGTCCTCTCTTTATTTCTACACCCTTCCCCCTTCCTTAGACACA 
GAACCACACATGCAGCTACCCCGGGTGGCACAGCACCACCATTGCCGACCACACCAGACCTCATGGAGACAGTGCACCTGTTTCCTGTTTGGGA 
GAACACCACTCCACTCCATCTCTGCCAGCGGATCCTGGCTCCCTACCTGAAGAAAGCGCCTCGCCAGCAAGGTGCATGATCGTCCACCAGGGCA 
CCATTCTGGATAATGTTAAGAACCTCTTAGAATTTGCAGAAACACTCCAATTTATAGATTCTGTAAGTAGAATTGTGAAGGGAAGTTAACGATT 
CTGG AAGATAAATTAG AAAACC C ATTTCTTAAATCATTG C C ATTTTCTATAG C C AAGCTGTTATTAGCATATATTAATGTAAAGGTAG AAGTAT 
GATTTTCATCTTCATGAATATGTTTTTTCAAAGATCTGATTTCATAGCCTACCGAGAGAGACAAAAGTATTTATAAATACTTACAAAATAGGAC 
TTTTGAAGGAAGAGTTTTTTTTCACATTTTCACACTTTTCCTTCAAAAGTCATATTTTTAAAAATAGTCAGATTGATGACTTATAAAGCAGAGC 
TTGGATTATGGGAACGGAATGGTGTTTGAGTTACTTTTAACTTTTTTTTTTCTTTGCTTAGTTCATGGTGCTTCTCTAGAATTTTGTCTTGCTT 
TTGAACAGCACATTAATGATTTGGCTTACTCAGAGCTGAAAGCAATCTTTTAGTGTATTTGAAGTAATAATCAGCTCCTTGGTCATACCTGGCT 
CTTTCCACAAAATGGTGATTATTGATTACTGGTCCCATTGCTTCACTGAGATGAATCATCTTTCGTGAAACAAATTTGTATTCAGCACCTCCTC 
AGCGAACACTTGGTTCCTTTCCCAGTTGATTAAAAATCATTTATTGCACACTCATTGGTTAGGAGATGACCATTGCCGTAATATGCCATCTAGA 
AAAGGTCTTCATTTTGCTTTCCATTGCATGCAGATGTAGAGTGTCGGGAGGTCCCTGCAGCACATCAGAGGGCCAGCCTTGAGGCAGCCCACTA 

gaccctgctctactgcagtataatagagcaactgctcatcttgaagctgttgctcaagaagccaaaccaacgggcctagtgtttgctttgcgtt 
gagcatctctctctcagtgctgtttcaggtgatgatggcacacactatctcaaagttctgtgcctcccacattgtttcaggattcttcatcatg 
gtgtgatctcagcagttttgaattctttgaagaagcagatttttcacctagccaacatcacacaggcaaagccgtacagcttcagcaaagagag 
ggcaatgggactaaacctgcaggagaacctagcccaagggtgaacaaacgtatgttgagtgagagttcacttgacccacccaaggtcttacctc 
ctgcaaggcacagcacaattccactggtcatccttcgaaaaaaacggggccaggccagccccttagccactggagactgtagctccttcatatt 

TGCTGACGTCAGCAGTTCAACTCCCAAGCGTTCCCCTGTCAAAAGCCTACCCTTCTCTCCCTCGCAGGTAGAACACAATTTCTGCACAGCTGTT 
ACTCATTTTCAACAGACACCTGAGCCTTAATAATCTAGAAACTAATACTTCGGAACAAATGACTAATTACTGCTGCCTTTGCTGATTTCATTCT 
GTCGTTGAATCTAGCTGTTGCTAAGTTATACTGCCTCCCAAAGTTTAGGCTGTCTGCAGGCTAACTGTTGATTTTGGCATCATTCTCTCTCTTT 
TACTTTTGGGTGGTTTTGAAAGATAGTTGCATGAAACGTACTTTTATTTCCTTCAACACTAGAGTTTAACATTTCTGTCCCTTTCTTTTTCTCC 
CATCTGATCCCTCCCTTTAAAATTGTTAACATCATTTCTTCCTCGTTGTTCATTTATTCTTATGCGATTCACTGACCCAGGGGAGGAGGGAACC 
AAATTGTGTTTATATAACATTTGGGTTGCAACTAGAAAATTTAAAGCTAGAAAATTTAAAGGTTCCAATTCATCTTTAAATGGAAGAGTTTGGG 
AAGAGGATGAGAAACAAATGCTTAAGGAAAAGAACATATTTTTAATTTCAGTTTCTCAACATTGGCTCTTTTGAGTTGTGCCATACTATTTTAC 
TAGTGCAGTTTTTGCCAAGGAATATTTTTATTTCATACAGCTTTTTTAAGGCATGAAAATCACAATTCTTATCAGAGATTTGTGTTCCTAAATT 
ATTTAAATAATTAAATTAATAGATAATTTGGCACTTTAAAACATTTTTCCAATTGTATCTGTTGAATTTGTTTTAAGAACAGATTTAGGTATGA 
TATAGGTATATACATTTGGGAAACACTGAATCAAACAAAGTTAGAAGTAGGTTTCTTAGCTGGGCATAGTGGCATGGGCCTGTAGTCCTAGCTA 
CTGGGGAAGCrAAGGCAAGAGGATTGCTTAAGCACAGGAGTTCAAGTTCAGCCTGGTGAACATAGCGAGATCCCATTTCTTTAAAAACTTTCTT 
TTTTTTAACTGCAGGCCTTCTCAGAGTTATTAATATGCCGTTGTGCCTTGTGAATTTCCAGGAGGAGATTATGATATGTTGTGTTTCCCAAATT 
TATTTTACCTTGGAATTGTTTAAGGAACACCTAGTTTTTTCCCAGAACTTTAGTGTTCTGAGAGACACAGTTTATTATTCAAGAATTTTCCATA 
TAATGTAAACCTTCTGTAATACTAATTTTGGTTCATAGATTATTAAAGAGAAAAAACAAAGTATGAAAGGAAACTATTAATTATTAACTATTAT 
TTTCCCCAAAATCACTAAAGCCTTTTAAATGTTAATAAAGAACACATCTCATTCTCTTTAATGACAAGTGTCATTTATTGAGAGTATTTTCTCA 
CAGTTTTGCAAGTTTTTCAGCAATGACCCTAAATTTTATTTCTTGGAAACCACACCCAAATCCTGGGTGCTCAATTGAAATAAAACAATACCCT 
AGTCAATATAACATGCTTGTTAGCATCTTTATTATTTAATATAGTGGGTCAGGAAAACATTCTTGTTATCTAGGTGTGATTTTTAAATTGGGGA 
GAATAAAGAATTACCATCTAATCTAAGTATTTTTTCTTTCTCTCCATATTTAGTTCTTAAACACTTCCAGTAACCATGAAAACTCAGACTTGGA 
AATGCCTTCTTTAACTTCCACCCCCCTCATTGGTCACAAATTGACTGTTACAACACCATTTCATAGAGACCAGACTGTGAAAACTCAAAAGGAA 
AATACTGTGTAAGTCTTTGGTTCAGGAATAAAATGATTTATCTTATTTACTTATATTTAATTAATGGAATATAGTTCCCAGATGTCTGATCCAC 
TTGT ATGTGC ATAATTTTACTGAC C ATTTAT ATATAATC ATGTCTATTC CC AC ATTG AATATAT CTGTC CTGGGC ATATTAC AACTACCTAC AG 
GTAGAAGATGGGAAGATAAACTAGATTCCTTTTGTAACTTACTCCAAAATTTCCTATATATGCACAAGTAGTTTTCATAAAACTTTTCCATTCG 
GTTTGTTTGTTCCCTCCATAAGGCCTTCTTATGAAAGCCAGATTTTCAACCTCCTTTCCTCTCTAATTGTAAGCTTCAGAATAAGAACGAGTAT 



141 



WO 03/039484 



PCT/US02/36071 



SAGRES DISCOVERY 02-06 



GGTTTCTTACCTAGTTTGTATTTTTATTTAATTTTATTTGTTTATTATTTATTTATTTTTAGTTTGTATTTTTTAATCTTATTTTTTCTTTTTG 

AATTTATGTG TAG ATAGGACCTCTTCTGACATCCCCAGGAATATTATATGATTAGAAG C C AAGGG ATG AGTAAGC AGTC ATTTTTATT CAATAA 

AGC CTTAATCAATTC AG AG AAATGGTAGAG AAAGTGTGAATTATC AG AAAC CTTG AAAAG AAATGCACTGTTATTT CGAAGTACAAAAAGTAAA 

TTTTAAAAGTTTAACATGTTTTGTAGTATGGGCTCTGTTTTCATGAATAGGGAAACCTGATTTGTAAATGACATCAGGTCTTCTTGATGCTCAT 

AGTCTTATACAGATCATAGGCACTACATGTGTCTTCAGAGGCATTAAGGAAAGATGTTAAATCATTTAATGCTTTTAGTCTTCGAGGTATAATA 

TTTTGAAATATTTGAAAATATGTGATATGCATATTCTCTTTTTCTTAACGAATAACGTGATTAATCAGCACACCCCAATTCCATATCCGGAaCA 

GAGTTTATTGTATTCAGTGGAAAAATGTTAAATGTAACAGGTAAAGCCATGTAGGGACATTTATTCTTTTGTATTGAGCCACTGCTTGTTTTCT 

TTTTAAAGTTTTAGAACCCCAGCTATCAAAAGGTCAATCTTAGAAAGCTCTCCAAGAACTCCTACACCATTCAAACATGCACTTGCAGCTCAAG 

AAATTAAATACGGTCCCCTGAAGATGCTAGTAAGTTCTAGAAAAGTTTTTGGATTTCATTGGTTTATTAGTCCCATTAGGAGTTCTCTCTGATG 

CAAAAATACCCACTCTTCCGTTTAGCCTCAGACACCCTCTCATCTAGTAGAAGATCTGCAGGATGTGATCAAACAGGAATCTGATGAATCTGGA 

ATTGTTGCTGAGTTTCAAGAAAATGGACCACCCTTACTGAAGAAAATCAAACAAGAGGTAAACACGCAACCCTTTGGAAGCAACAAGCTGAGAA 

TCCTGCCCCCTTTATTCCTTGTGTGCAGCTTGATGTGTCTGCCATTGGCAGTGTGCAACACCACGAGTTTTCGTGCAAGATTTTCATACAAGGT 

GCAGCGAAAAGGTACTGCCAGACTGTAGGCATCATCAACCTTTCCTTTGGGAAGGCAAGCCATCTCTATCTACTTCATGTTTGGACAGAAAACA 

TACTAGAGAGTATCAAGAAAAGGGAGGGAAAGAGGTTTTTAATGTACTTTTAAACATTACTGATTATATAAAGTTGATATTTCATTTTTAGATG 

TGAAGAATTGGAATTTAAATTAAAATAATAGTATCTTTAATTAATTGTATTAAAAAAAGGGAGGCTGGGCGCGGTGGCTCATACCTGTAATCCC 

AGCACTTTGGGAGGCTGAGGTGGGCAGATCACAAGGTCAGGAGTTCGAGATCATCCTGGCTAACATGGTGAAACCCCGTATCCACTAAAAATAC 

AAAAAAATTAGCTGGGTTTGGTGGCGGGCGCCTGTAGTCCCAGCTACTCAGGAGTCTGAAGCAGGATTATGGTGTGAACCCGGGAGGCAGATCT 

TGCAGTGAGCCAAGATGGTACCACTGCACTCCAGCCTGGGAGACAGCAAGACTCCGTCTCAAAAAAAATAAAAATTAAAATTAAAAAAG 

CTAACCTGCAAGGATCAAAGTTTTAGCTTGTTGGCAAGAGCTGTTTTCCACCAGGTTAGATACAGTGCTTCTTGAATTTATTTTCATGTAAAGA 

TAAGTATTTTTTTTTATAGCTAAAAATCTGATTTGATTATTTAGTAATGGAGAATTTTACCAGAATGTGATTAAAAACCAGTCTTTTGTCACCA 

AAAGATCTTTTATGTCACCAAAATAAAATCCTTGACGGATACAACACTACTAGGTGTATCATTAAAATATATTCTTAATAGAATAAACACCTAG 

AATCAGAACATTGGTTGAAAAGGTAGGAGGTTTACAGGGGCAGTAAATTTGGAGCTAGTCACATTTCAAATTTGCCATCAGTGTTTCTTTGTTG 

7^TCCAGAAGATAGAGCAAATTGAGCTGATAGTGTAAGTTAGCAACATAGTTTTATAAAAGTATTTGAGGGACTGGCCAGAAATATACTCCTGA 

CTGTACATGTTTCATAGGAAGTTCTAGAAACAACAAAGCACTTTCTATATGCTTTTAGGTGGAATCTCCAACTGATAAATCAGGAAACTTCTTC 

TGCTCACACCACTGGGAAGGGGACAGTCTGAATACCCAACTGTTCACGCAGACCTCGCCTGTGGCAGATGCACCGGTAAGTACGTGTGCACCAG 

CCCCCAAGTTGTTATGTGACACTGGTGCCTCATGAAATCCTGTGTGTGGCATAGGGCTGCTGCGGTTTCAGCACTCCCTCTTTAACACATCTTA 

TTTCTAAATGTTCTCCTGCACATGATTTTTAAAAAATGATTATTAATGTAGAGTATAAAGTTGAGATTTTTTCATGTATTAGAAACATTGCAGA 

CTTTTTCATTATTTGTTTTCTCATTATTTGAGTGCCTTGGCCATTTAAAAAAATCTACATGGATATAAAAACTATGTTCATTTATATATTTTCG 

TTTATTTGTCTTCTAAATAATATTGTCTTCTTGTTAAGTTGTCTCTTGTTTGGTTTGTGTAGCATCTCATATGGTATCAACCACGTTGTCTATA 

GT AG ATG C CC AGTATTGTAC C CAATTGCTTTGGGTTACTACCACCATTTTTAAAGTTTATAATTTGTGAAGGGTTG TCCTTATGTCTTAAGGAA 

AATCAGAGCTAATAACAGCTGCTAAGATTTATTTAGTAGGTACTAAGTGGTAAGTACTGCTCTAGGGGCTTTCGATGAATTGATTCAGTTAATT 

CTCACAATTATCCTGTAAGGTTGGTATTATTTTTATTAATTTTTATTTTTTTTGAGACGGAGTTTCGCTCTTGTTGCCCAGACTGGAGTGCAAT 

GGCACGATTTCGGCTCACTGCAACCTCTGCCTCCCGGGTTCAAGCGATTCTCCTGCCTCAGTCTCCCGAGAAGCTGGGATTAGAGGCACCCGCC 

ACCACGCCCAGCTAATTTTGAATTTTTAGTAGAGACGGGGTTTCTCCATGTTGGTCAGGCTGGTCTTGAACTCCTGACCTCAGGTGATCTACCC 

GCCTCGGCCTCCCAAAGTGGTAGGATTACAGGCGTGAGCCACCGCGCCCGGCCAGGTGGGTATTATTATCATTTCTATTATGTCAACTGGAAAA 

CAGAGGCACAAAGAGGCTTAGTCATTTGCTC2\AGATTGTATACCTAATAAGGGATGGTGCTGGGTTGGAACTCAGAAGGTCTTGTTCTAAATTC 

CCTACTTTTCACCATTTTTTGCCAATAATTTATAGCTCTAAAATATTGATAGTTCTGTACCAATATATGAAATAAAGTGTTCTCTCCCCAGAAC 

TTAGTAAATCTTCTATTTTGAAAGGCATGTATTTATTAATTCATTTAGCAGATGTTTTTTGAGTGCCTAACACATGCCTAGAACTCTGGGATCC 

CAAAGGAGCTTTGTGTTGTGGTGATGTTTGCCACAATGGGATTAAGGTTCAGACATAGTTGATTTCTCCTTTTAGCTCATAGTGGGGAGAATTT 

CTGGCAGATG ACTG CATTTTTTTATG CTAATGTGTATCATCTCATAGTAATCTACTCT C CACAGTGTTAGAAAAATGTGGCTCTC AT ATTATCC 

AACCTCATTTAAATTTCAAATTATTCTCTTCCCTTTAGAATATTCTTACAAGCTCCGTTTTAATGGCACCAGCATCAGAAGATGAAGACAATGT 

TCTCAAAGCATTTACAGTACCTAAAAACAGGTCCCTGGCGAGCCCCTTGCAGGTAATTACTATTCCAACATTGGTATTTTAAAATTCATTCACT 

GAAAAACTGTCATCTTTGGTGGTGGTGGTGGTGGTGGTGATGGTAGTGCTGGTGGTCTGTTTTTCGTTTTCAACATTTTAGACATAGGGGAGTA 

ATGCTTTTATACAATTGTTGATGTCTAGAAAAATCCAATAATTCCTTTTTGCTACTCATATGAGACATGCTAGJtAATTTTTATCAGTGCAGATT 

CCCCAAAGCATGATGAAATGAAACATTTCTTACTGTGACTGAGACTAAGATGTATTACACGTGTGTCACTATCTTCTTCTGCCCTCAAATGTTT 

TATAAAAATATATCAATATAGTTTACTTTATGTTCCAAATTTTTTATTTTTTATGCTGTATCCCTAGGCAACCAAAGCTCAGAGACTGTTCCAA 

TTTTAAATG AAGTCTG AAATTAGTCAG ACAG AAAATAATTG CAATG TATTTGACTGTCAGAATAAGAAAGT CAACTGT CAATGTTGTGAGG CCG 

ATGTGAAGTTGACCATCTGCTGTCAGGTTTTAATATCAAAAGAGATTTCCCTTGTAACCCTAAAGTGGGTGTGTGTTGATGAAATATAACCAAT 

TC C AAATTAATC CTG AG CC A&ATGT AAATAAGAATGC AAATTTTG CTTCCCTAAATTATTTAAAG CAGTTTCTG ACATTAAATAG CCCAATACC 

CAGCCACCTGCAGAGCCCTCTCCTCCATCCCCCTGTGCCATGCAGAGGGAAACTTCATAACCCTAGAGGAAGTGAAGAGCCTGGATTCAGAAGC 

TGAAGGTCATATTTCTTGCTGTAAGTTAAATGGCACGATCATAGGACAGCAGCCTTTGAGTCTGCCCATTACCTTAAAGGGATTTCCCATTCTT 

GTGATAGTTTCTCCTTCCAAATTGTGAGAATCTGAAAACTTGCCCGGTAAGTATTTGTGATGCTTAGTTTTTCAGGGTTTTTTGTTGATGTTGC 

TTTGTTTTTTGAAACAGGGTCTTACCCGGTGGCCCAGGCTGGAGTGTAGTGGGGTGATCTCGGCTCACTGCAACCTCCGCCTCCCAGATTCAAG 

TGATTCTTATGCCTCAGCCTCCCAATTAGCTGGAATTACAGGTGTGAGCCACCGGCAACCCAGCCGTTTTTTTGTATTTTTGGATAGAGACAAG 

GTTTTGCCATGTTGGCCAGGCAGGTCTCGAATTCCTGGTTTCAAGTGATCTGCCCACCTCGGCCTCCTACAGTGCTGGGATTACAGGTGTGAGC 

TAGCGCACCTAGCCAGTGCGTAGTATTATTGTAAAATAAGGATTGCAAGGACATTTTGTTTAATTAAATCAGATTGCTTCCTTCCTGGCCTCTC 

TCTGACAGCAATTGTTTTGGTAAAATGGCTGTGGACTGGAATGTGAGACAGGGAGTCAGTATTTATGGGGAATCTGGACAAGTTCCTGCGTCAG 

TGAGGCTGGAGTTGGCCCCGTGTGGAGAA.GACTCAGAATACCACAAAGAGGCCAGACGCAGTGGCTCATGCCTGTAATCCCAGCACTTTGGGAG 

GCCAAGGCGGGTGGATAACTTGAGGTCAGGAGTTTGAGACCAGCCTGGCCAACACGGTGAAACCCCATCTCTACTAATCCCAGCTACTCGGGAG 

G CTGAG AC AGG AGG ATCGCTTG AAC CC AGG AGGCAG AGGCTG CAGTG AG CCG AG ATCATGACACTG CACTCCAG C CTGGGTGACAG AATGAGAC 

TCCATCTCAAAAAAAAGAATATCACAAATAATTGGGAGATGAGGAAGAGAATGAACTCCACCCAGACATAAGAGGAACCCAGAAAGGGAGTTAC 

AAAGATTTCAAGGCAAAGGGCAGCCATTTCAAAATTTTCCTGAAAGCTGTTCTTAGGTCCAGAAGAAAAGCTTTTGCTTTTTTTTTTTTTTTTA 

ATTATTCCCACCTAAGTTACTTGGCTCTTGGTTTCTAGAGAACAGAATTCAACTACTGCTATTCGTGTTTTAATTAAGTTAGATTAAGTTTTGC 

ATATATTTTCTAACCTAGTCTGGGGCCAACTTGTATTTGTAGTAGTACAGAAAAAGTCTGTTCTAAATTTCAAAAAGCCAACACATCAATATAC 

TTGGGGACAATTACCATTACATAAGTTGAAACCCATAGTTCAGTATTGAGCTTTATCAGTATATTTGTATTTTATTTAATGGAAATATTGGTTA 

TCTTTGAAACTCAAAATTAAGTTATAGCTCTATTTTATTAATCTGTATTCTCCTGTCTATCAGTGAGTCATATTGGCACTTTATGAATTCTAAC 

ATCTGTACACTGAGATTAAGTTGTGTATGGTGAAGGTAATATTTGTCAATTCTATCAAACTGAATAATTGAGACTTGAAAGTTAATTTTAGAGT 

CAATACTCCTGTCTAAACCATATAGTTTACTGGTTTACACTGACCAGATATATTTTAATAATCTGCTATAAAGCCAGGCTCAGTGGCTCATGCC 

TGTAATCACAATACTTTGGGAAGCCAAGACTGGAGGATAGCTTGAGACCAGGAATTTGAGACCAGCCTGGGCAACATAGTGAGACTCAGTCTCT 

ATTAAAAAATAATTAGCTGGGCTGGGCGTGGTGGCTCACGCCTGTAATCCCAGCACTTTTGGAGGCCGAGGTGGGCGGATCACGAGGTCAGGAG 

ATCGAGACCATCCTGGCTAACACGGTGAAACCCCGTCTCTACTAAAAATACAAAAAAATTAGCCGGGCGTAGTGGCGGGCACCTGTAGTCCCAG 

CTACTTGGGAGGCTGAGGCAGGAGAATGGCATGAACCCAGGAGGCGGAGCTTGCAGTGAGCTGAGATAGCGCCACTACACTCCGGCCTGGGTGA 

CTGAGCGAGACTCCATCTCAAAAAAAAAAAAAAAAAAAAAAATAATAATAATAATAATAA 
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CCTAGCTACTTGGGAGGCTAGGGCAGGAGGATCCCTTAAGCCCAGGAGTTCAAGGTTACAQTGAGCTATGATTATACCCCTGCACTCTAGCCTG 
GGAGACAAGACCAAGACCTTGTCTCTAAAAAAAATTTTTTAAGGCCAGCCGTGGTGGCTCACACCTGTAATCCCAGCACTTTGGGAGGCAGAGG 
CGGGTGGATCACAAGGTCAGGAGTTTGAGACCAACCTGGCCAACATGGTGAAACTCTGTCTTTACTAAAAATACAAAAAATAGCCAGGCGTGGT 
GGTGCGCACATGTAATCCCAGCTACTTGGGAGGCTGCGGCAGGAGAATTGCTTGAACCCAGGAGGTGAAAGTTGCAGTGAGCCCAGATCGTGCC 
ATTGAACTCCAGCCTAGGCAATAGAGTGAGACTCTATCTCAAACAAACAAACAAAAATTTAATCTGCTATAATAGATACTAATTTATTTTAAGA 
AATACTTAGTGAATGTTGTTCTACATACTTGCCAATTGGGAGGAAAAAAGAAATATTCACTAAATGAATGAATGTTATACACCAAGTATCTCCT 
TCATTTTATGTCATGGAGTTCTAGCTTCTGATATCACAGAAATATGTGATTTCTAAAATGTTTCAGACTATTGTGATAAGTATTGGAAAATGCA 
TCAAGTG ACT CTAAATATTT AAACATAC ATC AC CTATATTTC ATATAATC CTGATTCAATAATATTTCTATAGATTTTTTATGCAATTTGG TAA 
TTTTGTTTGTTTGAAACACAGTGCTATTTCATATATTTCTATTGATAATCCAATTTGACCTAATTAGGCATATTTCTCACACATGGTATTATTG 
AACATATTGCACATTTATTAAATGATATGTATTTTACTTAAGAGTACTTTATATAATCTATAATTTTTGTAATTTGTACTTATAATAAATCAAA 
TATTAAGTGGG ATTTTAGCCAAAC CAT CTAGACATTTTTGTCATAATGTTTTTATTAAAACAGCAAAATAG G AGTTT CAAAAT ATTTTAAAATT 
TGAATACTTCTAAAATGTAAAATGTTTGCAACTGGTGTAATGCAGTTGATTGTCTATCCCTCTAAACTGTCTAAATAACTTAGGTTCAAGAACA 
GTTTATTGAAGAACATAGGAACTGCGCAATTCTGTGTTTTATCATTTCAGTTTTAATCACCCCGGCTTGATTATGGCAACAACATTTTAGACAA 
G C AATT ATTACT ATTTTTG AGGCC C AT ATACTGGG CC ATTATGGTTTTGCTT CT AACGT ACAT ATAAATG C ACATG C AAT ATAT AT AAATTATG 
TTTGCTGTTTTAAAATTAGAAATGCCGAGAAGCTATGTGTTTGACATTTTATTATAAATTTTGTACACACATAGATGTATGGAAAATATACTAT 
GTTCTAGAGTCAACAATTGTTATCATTTTGCCATATTTACCTCATCTCTTTTTTTTTTTTTTTGAGATGAAATCTCATTCTGTTGCCCAGGCTG 
GGGTGCAGTGACGCAATCTCAGCTCACTGTAACCTCTGCCTCCCAGGTTCAAGCAATTCTCCTGCCTCAGTCCCCTGAGTAGCTGGGACTACAG 
ATATCTGCCTGGCTAATTTTTGTATTTTTAGTAGAGATAGGGTTTCTCCATGTTGGCTAGGCTGGTCTCGAACTGCTGACCTCAAGTGATCCAC 
CTGCCTCGGCCTCCCAAAGTGCTGGGATTATAGATGTGAGCCACCACGCCTGGGCTACCTCATCTCTTTTTTATGAAGTTTTTATTTTTATTTT 
TTAATTTTTTTTTTAATTTTTTTTTTTTTTTGAGACAGCGTCTTGTTGTGTCACCCAGGCTGGAGTGCAGTGGCATGATCTCGGCTCACTGCAA 
CCTCCACCTCTTGGGTTCAAGTGATTCTTCTGCCTTAGCCTCTCGAGTAGCTGGGACTACAGGCGCTTGTCACCATGCTAGCTAATTTTTGGTA 

. TTTTTAGTAGGGACGGGGTTTCACCGTGTTAGCCAGGATGGTCTCAATCTCCTGACCTCATGATCGGCCCGCCTTGGCCTACCAAAGTGCTGGG 
ATTACAGACATGAGCCACTGCACCCGGCCAGTTTTTTATTTTTTATTTTTTTGAGACAAGGCCTTGCTCTGTCACCCAGGCTGGAGTGCAGTGG 
CAAGATCATGGCTCACTGCAGCCTACCTCCTGGACTCAAGCAATCCTCCTCCCTCAGCCTCCTGAGTAGCTGGGACTATAGGCACATGCCACCA 

• TGCCCAGCTAGTTTTTTTTTTTTTTTTTAGAGATGGGGTCTCCCTGTGTTGCCCAGCCTGGCCTCAAACTCCTGGGCTCAAGCAATCCTTCTGC 
CTTGACCTCCCAAAGTGCTGGGATTACAGGCAGGAGCCACCCTGCCCAGCCTGAAGTATTTTAAAGTAAATTCCAACTAATATAACATTTTATT 
CTCATGTACTTCC AG ATGTGTCTCT AAAAATAG ACATTTTT ATATATAAC CTAAT AC CAT C ATTACATATTTAACAATAATTCTTTAATCTTCT 
CATTCTCAGGTATATTTAAATTTTCCCATTAATCCAAAAAAGAATCAAAATTGAAACAATTTCACACATTGCATTTGGTTAAGCCTCTTAAATC 
TCTTTTACTCTCTAGTCCAGTGCTGTCTAATAGAACTTCTACAGTGATGTGAAGGAAATATCTAATATGCTGCTATCCACTATGATAGCCAGTG 
GCTTTTGAGCACTTGAAATATGGCAAGTGCTGCTGAGGAGCAGAATTTTCAATTTGAATTAATTTAAGTTGCTTTAATTTAATAGCCACATTTC 
CTTACTCTCTTACTGGAATCAGCCATTTCCCCATGGTGCTCTGAATCCTCTTAGTGAGAAATGGTACATAGACACCAAAATCAGGGTGCTAAGT 
CTGTCCATTGTTATGTGGTTTGTCATTGAGATACAAATAATTTTTTTTGTTTTGTTTTGAGACAGAGTCTCACTCTGTCACCCAGGCTGCAGTG 
CAGTGGTACAATCTTGGCTTACTGCAACCTCCACCTCCTTGGTCCAAGCTATTCTCCTGCCTCAGTTTCCCAAGTAGTTGGGATTACAGGCACC 
CACCACCACACTCAGCTAATTTTCGTATTTTTAGTAGAGACATGGTTTCACCATGTTGGCCAGGCCAGGCTCAAACTCCCAACCTCAGGTGATC 
TGCCTGTCTCAGCCTCCCAAAGTGCTAGGATTACAGGCGTGAGCTGCCACACCTAGCCAAGACTCAGTGAATTTTAATAATCCAGAGCTCTCCA 
TGTATCCCCTAATCTATAATCTACAGTGCTTAAATAGAGGCTTTTATAAGCCATTATGTACACTCATGTTATGTTTGTTTTTTTAATTACTTAG 
TCTTTTTCCAAAAGGAATTTGCAACAGCTACATAATCTTATAATTGTTATGTTTCTTTTATATTTTCACAGTTGTTTTAATTTTAAATTGTAAA 
AGCAAACAGGATATTCTTATAATAAAAATGTTCTGAGATGTTTTTCATATTTGTGTCTTTCATGTGGCTCAGAATATATGAGATTTTCATGTCA 
TATCATTGTCAGTATTCAGCCTTTTCTCCACATTGTGTGGGGTAGAGGATAGAGTCTAGAAGCTTATAAAATGGTCACAAATGAGGAAGTAGAG 
AAAACATTCAGCCTAGAAAGCGTGCATTTGTGGTATGAAAGGCACTGTGGAATGCTGCTGGATTCTGCCCTTCAGTAGTTACCCGAGAGAGACC 
GAGGCAGACGCATAGCTCCCTCCTCAGCAAGGAGAAAAGAGTTGCCTGCTTTCCTCAGCGTGCTTTCCATTTCCTTTGTTTTGAAAAAAGCACA 
TTATGCTAATCAACTTTCCTTAAGGTAGACATTTTTATTGGTAGATCAAAAACCGTGCTTTAAGTTATAAGCCTTCTGAACTTCTGTATTTTTC 
TCTTAAATTATAATTTCCTTTTATTCCTATTTAAAACCCAAGTGTAAAAGATGTGTTCATAGGCTTTCTACTCACTCACTTGCCTCTTTTTCGT 
AACCACAGAATGACAGCCTTAAATTTTAATTTCCTGACTTGGCTTGCCCATGGCCTGACTTTTT^ 

CTCCAGCCATTATTATTTAAACACATTTACACAGTATCAAAGAATTTAAAAATGTTGCTAGCAGTTGATACTCCCCTCAGCTTTCGGTTCAGCG 
TGTTTTAGATTGCTCCTATTTTGTTATTTGTCTATGAACTTTTATATTTTTCAAAAAAATAAGGCAAGCCCTTTTTGCCTGATAGGCACTGCTG 
AGCAGTATAATAAACAAGCATGGGGGCAACAGAACCTGGGTTCCAGGCTAGACTCCACTGTTTTCAAACGGCATGACTTTAATTCATCAAGTGA 
ACACAATTAAGCAAAGTATAAGTTTGGGACCATGGAATATCCTTCACTCATCACACAGGTTACTGTGAAGATCAAATGGATATAATATTGCTTT 
CAAGATGGCGGCACACTTGCCACTATACACAGGTGATATTATTAGGCAGAGTCGCCACATAGTCCCTGTCCTTGAAATGCAGGCAAGGAGCCCT 
CACCAAAGGCCAGGGTGGTTTTTTGTTTTTCGGGTTTTTGTTTGTTTTTTTCATTGTGGTATATTATTTCCTCTGGCATGCTATTCCCTGTCCC 
ACTCTTACAGAACTGTGTCAGTGGGTCACCAAAAGAGAGAGCTGATTCAACTGATTCCTTGAAATAAAGGTAGTCAGACCTCGCGGTATGATGG 
AGATGAAGCAACTGATTTACTGGTTTTCTCTATTTTTCTGCTGTTCGTGTTGTCATTTAAACAGACATGGAAACCGTCTGCACACGACAGAGAT 
CTTTCCGAGCCTTTTTCATCTAGTGTGCTGTGCTGACCCGCTCCCCTGGATGCCTGCACACTCATTTGGTTCTCCCTTTTGGTCACTTTTTTCC 
ACTTACCCTGGCAGAAATTCACGTGGCTGTCAGTAGTAATTCAGTGACCTGCTTTCAAAAAATGTTATAAATTAAGCAGCTTTTCTGTGTATAG 
CTTTTGGGTTGAACTGAGAAGGGCTAAGTGAAGGGAGAAGCTATGTTGAGCTCAGAGTCAGAATGCCCTGCCCCAGACATTTTGAGATGTGAAT 
TTTTCATTTGTTTTGTTTGGTGACACTTAGAGAGAATAAACATTCTGAGATAAAAATCTTCCTTGGGC^GGCCAGO^GATAGAATTGCTTTA 
GAGCAATTTGGCACTTGGTCTTAATCTTAATAGTTTGGAACTCATATGTGACTAAGGAAAAGGATATTGCAAAAAGTTGTGCCACCCTAGGCTA 
TATGATATAAACTTAGAAAGTCTATCAACGTGAAAGGTGAAGAGACCTCTAGAGACATCGGGGACAAACTCCAAATTTGGGAAAGGTCCATCCA 
CATTTGCAATTGTTAGTTAGGCTTGGGAAGTGGAGTCATTGGTGGATGAGGCAACTTCCAATCACCATCTCGATTTTTATTTCCCTAACTTTTA 
AGATTATTTTCTATAGAAAATCAGTAGTGCTGAAGTTGGAGTCATTTAATTGATTTGTGCCAACCTAGGGAAGCATTTACTCTCGAGAAAAGTT 
TGGTAACCATTAATCTTACCTTAGCAACATTTCAGTTTAAGCTTATCTCTGACTTTCCAAAGACAACTAAAGATTTCTACAGTCTCTCTTATAA 
CTGATCCATTTTTTCAAAAGATGTCCCTTTGGGAAGGAATTCTCATTTTTAGAATTTTAGTCCAGAGGAAGTATTTTTTTTTCAGATAGGTGAA 
ATAGAATAAGCAGAAAATTCTTATTTTTTACTGTTTTATATACCATTGATGCCTGCTTATTTTAAAACAAAACACAATAAAAACATGATACCAT 
CTGATGAGTTGCTTTGGTTTTACTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTAGTTTATACAAGTTTCTTATTAGGTCAGCAAATTGTAA 
AACACATAATTTGCCAAGGCTTTTGAAGCCAGCAGATACTGGGTGAAGTTGCTGTATGAATATAATAATAAGAACCGTTTTTGTTCAGCTTGAT 
GAAAAAACTATTCATGTTCTAAATGAAAATGTGAAGATCATCTAATTCTGACAGAAAACCACCTGTGGACATGGTCTTGTTTCTTTTTATTTCT 
TCTGTTTTCTACAAAAGATGGCAATATTTATTTAAAGTGCTTTAACAGGATATCCCAGTTAAAGCTTTGACAGACTGTTTATAGTTCACTTCTG 
CCCAGGGGCAATTAAAGGCACATTACAGGATAAGCGAGATGACTCCCCGGCCACAGGAGGAGGATGTGTGGGTAGGATTATTAATGTTGAAATG 
AATT ATGATAG AGTG ACATGT CTG CAAG AGC AC C ATGGGTTAGT AACTTAACAAGAATT C ATATGCAG AAACCCATAATT CTC AG C AGTTCTTT 
AGGGTAAATGAAACTAAAGTTTAGGGAGAGAGAACAAGGAGAATTTGCAAJIGATATGTATGACAGTATTTAAAAATGTTCTTCCAGCACAAAGA 
CATTAATCTTCCTTTGTCAAAATAATTCTTTCTGCATGAAAAGTTGGCATGGGGCTCCCAGGCTTCAGGTAAGATGGGAGAAAGGGAGCGTTTC 

TGGTAAGATGTGCTTGTCTTGTGCTTTCCTGGTGCAGAAAAGGAGCTGCCTCGCTCATGCTTGGTGGCCTTTTTGTTCCTACACACAGTGGTTC 
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TCGTACATGGTGGCTACCACATCCTGGTGTTTGTCTATACTGGGAGAATCAGGCGTTCCAAGTCATCTTGGCTGCCCTAGCTCTGAGCTTCAGG 
GGATATATGACTCAGAAATGCTATGCTTTCTGGAATTTGGATATTTCATTTTTATTTGTTTCTTGGTAAATTCTCTTTTGACTTAGGAGAAGCT 
AACTATTTGGAAAGGTCTCTCAGAACTCTAATTACAAATATATGGTACCTTCTTTATATTGATCTCATTTTTAAATACCTAGTCCTGGAGGAAG 
AGCTAAATATGAATACAGTGATGAGCTGTGTAGGGGATCTCACAGGAACACAGTCAGATTTCAAGTTGAAAATAGATTCAGTTGATAATACTTA 
GTACTAGATT GT C CTG AAT CGACTTTGGGAATT CTG AGT CAAC CTAAGGACTATATTACAAAGG ATC AGAC CTTGACTTTT AGGC CAGGTGTAG 
TGGCTCATGCCTGTAATCCCAGCACTTTAGGAAGCCAAGGCAAGTGGATCACTTCAGTCCAGGAGGTTGAGACCAGCCTGTGCAACACAGCGAG 
ACCCTGTCTCTACCAAAAATACAAAAATTAGCCAGGTGTAGTGTAGCACCTGCCTGTAGTCTGAGCTACTGAGGAGGCTGAGGTTGGAGAATCA 
ACTTTAACCCCGGATATGGAGGCTGCAGTGAGCTGTGATCATGCCAGCCTGGGCAAGGAGGAAGACCCTCTCTCAAAAACGAAAACAAAAAAGA 
CACAGAA CTTGACTTTT AACAGGAGGCATAGTAATAGCAAGCATAAGATTGTTTTAACATAGCATTTAAGATAATTTAGGGATTTAGAAAATTA 
ATTCTGGCTGGTTGTAGTAGCTTATCCTTAATCCTAACCCTATGAGAGGCCAAGGCAGGAAGATCACCTGAGGCCAGGAGTTTGAGACCAGCCT 

GGAGGCTGAGGCGGGAGGCTTGCTTGAGGCCAGGAGTTTGAGGGAGCTGTGATCACGCCCCTGCACTCCAGCCTGGGCAACAGAATGAGGCCCT 
ATATCTAAAAAAAAGAAAAATGGACAAGAAAATTCTATATTGATTGAAGCCCAGCTAAATAGAAAAAAAAAAATTCTAATAGGCCATTTTAAAG 
ACTTTGGAAAAATTCTTAGCTAGAGTAAAACAGAAGCAATCCTTTCTTTCCTGGTTCTCACATCTCCATTCTCACCTTCATTCCCCTTCCCCTC 
CATTTGTTTCAAGTATTTTTCTTTTCTATGTGTGTCTTTATGTAAATTTAAATTTACCTACAAGATATTATGATATTAAGATATTTCATTCTGC 
TTCCTGTTTTGTCACTTGTTCTTTAAGATCCAAGTCCTTGGCTCCATGTGCATCTAATCCTTGCCATAAGCCCTGCATCGTACTTCATATTCAC 
C ATATTG AACTATT C AC C CT CAAGT AGT C ACTATTAAATGTCAC ACTGTTGTAG CGACT AC AAATGC AAG CT C AGTAACTG AAAAGATAACATT 
AAATTTTGTTTTTTAATTGGTTTCCTGTGTCAATTTCATGTTTCGGGAATTTGTATGGACAGATAGACACCAGAGAGATATGCGTATTTCACCT 
GCATGCTTGAGGCTAGAGAAACATGATTTATTCAGAACTATTTCAAATACTGTAACTAACCTGGTAATTTTGTTTAGGAAAACATTAAATTCGG 
AATAGAAGGCAATTCAGAATACCTGTCTGTTATCTTTGTCTTGTCATTTTTGAGATACTCAGTTCCTGGAAAATATTATGATAATCCATCTTGC 
TATGTAGTATTTCAAGTTATATGTTGAGCCTCTGAGCTTGCAGAGTGAACATTTCTATTCATAGACAGTGCTGTTGACATCAGTGGGGAGATGG 
CACAAGCTTTGTGCCCTAGGAAAGTTTAAAAGCTAGAACATTACACTGCAAACCCTATGTCAGGAAACTTTGTTGCAGCAACTAGGCAAGGAAA 

ATTCCAAGGCCCTGGTGCCCTGAGCACACAACTTCCCAGGTTCCTTTTATTGTTTCTGATAAGAACTCGAATTAGAGGCAGCGTCTGGTACTCA 
CCAGGGGTGTGGTCCCATGGGTGACATTCTTGCTCCATCATTTCTTACCCAGGTAACCTTGAGTATGGCGCCTAAATCCTCTCTTCCTTTCAAA 
TTGCCTGGTCTGTAAAATGGATGCAGTGAATGGTAGCTATGCCACAGGTGTTTTGTGTGAGAATTAAATGAGAGGAGTTATATCAATAACACTT 
AGAGGCATGCGGTGCCTATAGTGAGGGCTTGTTTTATGTTGTCGTTTAACCCTTTCTTTCTCAGCCCTCCCCCACTCCACATCCCCTCCCACTG 
GCAATGTACAAATTGCAGCTTCCTGCCTCTTTCCTGCTATCTCGCTCCCTGGATGACATCCCTGCGTTTCCACCTCTCTCTCCCCTAATCTTAG 
CTGTTTTCACCCTTTCCCCACAGCATTGCCTTGACAGTTCCTCAGTGTCCCATCCCCTCTTCCCATGGACAACACCACAAACCTGCGCACACGG 
CCTGTTATTATTCCTCCTGTTTCACCTGTGTCCATTCTGTCTCATAAAGGACACTGTAGGCTCTGAACAGCTAAGGCCTTTCTTATTCTTTTGT 
CCCATGGAAAATAATCCCTCCAGATAGCAATACCAGGAATAGTGCCTTTTCTAACCCACTGGTTTCCTTTTGAGCTTACAGCCACCAAATCTTA 
TATCTGTTTGTTTCTGTTCCCCTCTCTGCATTGACTGCTAGAGAGATCAGAGTCAAGCAGGAGGTTACATCTAGCTGGGGCACTGTGCTTTATG 
CTGGTGTTTCGTGTGCAAATCTCATACCATCTTCATGTTACAGTTGTTCCTTAGTGTCCATGGGGGATTTGTTTCAGAACCCGCAAGGACACCA 
AAGTCCAGGG ATG CT C AAGTCCCTG AT ATAAAATAG C ATTGTGTTTGCATATAATCT AC ACAC ATCTTAC C ATATAATTTTTTTTATTATTTGT 
ATACATTCGTGGGGTACAAGTGTAATTTTGTTACATGGATGTATTGCATAGTGGTCAAAGTCGAGGCTGTGAGTGTATTTATCGTTGGAATAAT 
GTACATTGTACCCGTTCATTCCTGTATACTTTAAGTCATCTCTAGATTACTTATAATAGCTAATACAATGTAAATGCTATGGAAATAGTTGTTA 
TATTGTTAGGGGATAATGACAAGGAAAACACCTATACATGTTCAATACACAGCAATTATTTTTTTCTGAATATTTTTGATCTGCCATTGATTGA 
ATCTATGGATGTGGAACCCACAGATATGGGACCCACAGATGCAGAGGGCCAACTGTGTTTATTTTTTCCAAATTTGTTTCCCTGTTATGACTCT 
TCTTTATACACATTTTTAAACTCTGTTGTCTTGTATTTCTTTTCTAATCATCTTACGTCCTTTTGGAAACCAAGTGGGGCATAAATAGTACATG 
TTTGCATTTGAGGCAACACAGAGGCATCGCAGGAGCTGGAGACAGCAAAGTTCAAAGCCAGTCCACCACTTACCTACAGAGTGGCCTTGGGCAA 

ATGTGAAATGTGAAGTGCCACTGTCCCTGGCATGGAGATGCTGTCCTTAGATATTAGGTCCATCTTGTATCTTCTAGTGTATCTTTAAAAATTA 
AACTATACTGGCTTCATGCCTGTAATCTCAGCACTTTGGGAGGCCAAGACCGGCAGATCACTTGAGTCCAGGAGTTCAAGACCAACCTGGGCAA 
CATGGTGAAACCCTGTCTCTACAGAAAATACAAAAATTAGTGGGGCTTGGTGGCACGTGCCTGTAGTCCCAGCTGCTTGGGTAGCTGAGGTAGG 
AGGATCACTTGAGCCCAGGAGGCTGAGGCTACAGTGAGCTGTGATTGCACCAATACCGATCAGCCTGGTATGACAGAGCATGACTCTGTCTCAA 
AAAAAAAAGGAAAAAAATTAAACTATACTGATAAATATTTCTAAAGTAATTGATGAAAACATATATATGACACTTAGCAGGTATTGATCAATTC 
CAGTGCGTGCATGAGCTGCTTTGCACTGTGGCTACGGCACTCAGCAGTTTGCTTAGTGAGTAGATGGCCATAGCTCACTTTAGGTATCTGGAGA 
ATAATGCTCATTCCTGTCTCCAGCTTTGTAAAATTGCCTAATAGACGGAAGGCATTAAAATATGAAGATGGGATTATATCTTATGAAGCTGCTT 
GGAATGGGTTTTCCCTCTTAACAAATAATTTCTGATCATCCATATCCCTTAAGAACACCGGATTTCTGGGGGCCAGGGAGGTAAGATTCTATCT 
GACAAAGCCTTCCTGGTGTCAACCACTTGCCATCTGTTGGTCAGTGCTGGCCCTGCTGGGTCTATAGAATGAGCTTCTTTGTCTGACGCTCCTG 
TTGCC ATC C CTT TCTCC AT CAGCCTTGTAGCAGTACCTGGG AACCTG CATCCTGTGGAAAGATGGAGG AGCAG ATGACATCTTCCAGTCAAGCT 
CGTAAATACGTGAATGCATTCTCAGCCCGGACGCTGGTCATGTGAGACATTTCCAGAAAAGCATTATGGTTTTCAGAACACTTCAAGTTGACTT 
GGGATATATCATTCCTCAACATGAAACTTTTCATGAATGGGAGAAGAACCTATTTTTGTTGTGGTACAACAGTTGAGAGCAGCACCAAGTGCAT 
TTAGTTGAATGAAGTCTTCTTGGATTTC^CCC^CTAAAAGGATTTTTAAAA^ 

GCCAGTTGTTAATATCTTAATGCAGATTTTTTTAAAAAAAAACATAAAATGATTTATCTGTATTTTAAAGGATCCAACAGATCAGTATTTTTTC 
CTGTGATGGGTTTTTTGAAATTTGACACATTAAAAGGTACTCCAGTATTTCACTTTTCTCGATCACTAAACATATGCATATATTTTTAAAAATC 
AGTAAAAGCATTACTCTAAGTGTAGACTTAATACCATGTGACATTTAATCCAGATTGTAAATGCTCATTTATGGTTAATGACATTGAAGGTACA 
TTTATTGTACCAAACCATTTTATGAGTTTTCTGTTAGCTTGCTTTAAAAATTATTACTGTAAGAAATAGTTTTATAAAAAATTATATTTTTATT 
CAGTAATTTAATTTTGTAAATGCCAAATGAAAAACGTTTTTTGCTGCTATGGTCTTAGCCTGTAGACATGCTGCTAGTATCAGAGGGGCAGTAG 
AGCTTGGACAGAAAGAAAAGAAACTTGGTGTTAGGTAATTGACTATGCACTAGTATTTCAGACTTTTTAATTTTATATATATATACATTTTTTT 

ACTTCTTTTTTGGGAGATGTGTGTTGTTGATGTTCTATGTTTTGTTTTGAGTGTAGCCTGACTGTTTTATAATTTGGGAGTTCTGCATTTGATC 
CGCATCCCCTGTGGTTTCTAAGTGTATGGTCTCAGAACTGTTGCATGGATCCTGTGTTTGCAACTGGGGAGACAGAAACTGTGGTTGATAGCCA 
GTCACTGCCTTAAGAACATTTGATGCAAGATGGCCAGCACTGAACTTTTGAGATATGACGGTGTACTTACTGCCTTGTAGCAAAATAAAGATGT 

CTCTAATAATTGC^CACCATATGCACTTCGTGTGAAGAAGCCAGGAATCATTACAATGGAGAAGAAAGAACAAGCAAACTGAGTTAAATAGTTC 
ACAAACAATCACATGGACAATGGGGAGGAATCTTCCAGAATGCATCAGTCAGGGTCTAGCGGCATTTGAGTGCGGATGCTGTAAGGGGAATTCG 
TTCACAAATGTACTGATACCACAGATGTGGGCAGGGGCTAGGAGAGCAACAGGGTGCAGGCCTGAAGGCACCTGGAAGGCCGCCTGGAGGGGGA 
CAGTCAGGAAAGCAGGAGCCCTTGAGAGGAGCACTAGCCTTTGATGAGACCACTGCCATCGAAGGAGACCTCACAGGGAGGGAGCCAAGGGTAA 
ACCCTAACTTTGTTTCCCCATTTCTCCTATCTCTGCCTAGGGGTCCTCACTGGCAGAACCAACCAGAAGCTGGAGGACAAGGGAGCTCCCATAT 
GGGAGCCGGCCTGTGAGCCTTCAAGGGTATGCGGAGTCGTTTGTTCAAAATAGCCCCATTTCACAGATGAATCTCTACTGGCTCCATCTTCAGC 
TTAGTGTTCTCTTCACTATGCTGTAATATCCCTTTTAACATAAATTCCTTTAAATTTCCTTTACTCACTCTGTTCCAATTCTGAATTCTCATGG 
GCATGATACACTTGGTGTTCATAGAGCCAAGGATTTGTTACGCCTAATTACTAGTTTTTGAGTCAATTTGGTGGACTTTTACTGTCCTGCTGAT 
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AGATG ACGTGACACGTCTT C CC AGTGTTGGGAAGCTCTTT ATATTC A1GC CCT CT C CGAGTATTTTTCCAAGCGCTGACTCTGCCACTTACTAG 
CAGTTTGAACTTAGACAAGTCACTCACATCTCTGAGCCTTTTTTCCTTATCTGGGCAATGAGTTCTTTCCCACAGTGAAACTTTTATTAAGTAA 
TGCACTATACAAATGTTTGTTATTATGTACACTTTCCACAGTCCAGTGATGCTTGCTGTGTAGTGTGTTGAATGCCCATCTTGCTGATAATGTG 
CACTGCCAATTACACAGTTATATTGAGAGGTCACTTAATTATTAATGACAAGAGTGAACTCAACATCTTACAGAACTGAAATAGATATTTATAT 
TTCCAACACGCTTGTAACCCAATAACTAGAGACTAAAAACCTAACTTCATGAAAAGGAGTGTAAATTTAGCTGTTATGGTCAAATACTCACACA 
GCACACCCAGTTCACAAGCATCTCCAAAACGTTGATTGTTCTGATCAATTTTGAAAATCATCCTGCrCTCTACAGCAGGAATTCAGGTAGTACA 
AGTGAAAACAGTATTATATACTACTTAAATGAAAGGCTGCCCTTGTGAGTTACTGTGTGTGAAGTTGCTTCTGCGTATGTCCATCCAGAGAACA 
GGAGAGACACTGAGAAGACTGATGTGTCCCCGACCTCTAGATGGGACTGAAAATTCAAGATAAGAGAGATGCCCAGGGATAAACTTCCTTCTTT 
CTTTAGAAATTATACAATATTAGAACTGAAAGGGACATTAGATATCATCAGGGCTTCCCATAAGGGGCTCACTGTCTTGCTTTATTGAAAGAAA 
ATCAGTTTTGAAGCCAGACCAATCTTTTTTTTTCTTTTTAAATATAGGTGGTGTCTTGCCATGTTGCCCAGACTGGTCTCAAATTCCTGGGTTC 
AACCAGTCCTCCCACCTCAGCCTCCCAAAGTGCTGGGATTACAGGTGTGAGCCACCGCACCTGGCCACCAATCTTGATTTGAATTCAGACCCTA 
CCCTTTACCAGCTGTGTGACTTTGTATGTTTTACTTAATCTCTCAAAGCTTTATTTTAGTTATATTTTAATTATACTGGAGATAAAAATGCATT 
TCAAGTCLAAGGTTGTTATTGTGAAGATTCTGCAAGTAAATACATTCTTGCATCTCTGTAAAATGTTGCCGTGCCTGTTGATTAGATAAGTCACC 
ATGATGACTTATGATCAATTAGAGAAAAATGTCTGTTACCCAGCGATGGGAAAGTGAATAGCTCCGAGACCCATGTCCCCAATTGTGTGTTAAA 
ACTATTCTATGTTAAAAACTTACTTTAAAACTCAATTATATCTTCTCAAAATATTACTAATCATTCTAACATATTTTAGTTAATATGTTTCTCC 
TTGTACAAATATATATGTGGGAAGTAGAGGGCATATTTTTCCTTAAGCTTGCTGCTTTCTAATCCAAAAAAAATGTGATGTGCAGGTCTATTAC 
ACTCCACTTAAAATACTTACAACTTTGGGGGTTATTTTTCTCCTTTGAACCATTACTATTATAAAAATCAATTCTTCCTTAGTCACCAAGTCCT 
CATCCTTGAGGAAAGGAAGTCAGCTAAAATACAAATCTCTTTGTAAAAGTAAAGTTTAGCGACTTGGGAGGCTGAGGTGGGAGGATCCCTTGAG 
C CC AGGAGTTTGAG AC C AG C CTGG ACAAC AC AG AGAGACCG C AT CTCTG AAAAT AAATAAATTTC AAAAGTAAAGTTT ACTT ATATACAATTAT 
ACCTAGTAACTTTGCTCCCTATAGCAAAAGGAAGCTAAACTATAAATCTTATGGAACTTGTTAGTGTTCTGGTAATAAACAGTTAATAATTTTT 
TAAAATTAATATTCAGTGAAAATAATCTTGGGCAGGTGCGGTGGCTCATGCCTGTAATCTCAGCACTTTGGGAGGCTGAGGCAGGTGGATCACC 
TGAGGTCGGGAGTTCGAGACCAGCCTGGCTGGCCAACATGGCAAAACCCCATCTCCATTAAAAGTACAAAAATTAGTGGGGTGTGATGGTGCGT 
GCCTGTAATCCCAGCTACTTGGGAGGATGAGGAACAAGAATCACTTGAACCTGTGAGGCGGAGGTTGCAGTGAGCTAAGATTGCACCACTGCAG 
TCCAGCATGGGCGACAGAGGAATGCTCCATCTCAAAAAAAAGAAAGAAAAGAAAGTAATCTTGATGCTAATATGGAAATGAAAGAGGTGGTTTG 
ATATTTGTCTTTACACTATATTTCTTTAATTCAACTAGTACATGTCGAGGCTCTATTTTGTGCCAGGTGCTGTGTCAGAAGTTGGGGTTAGAGC 
T C AG AACAAC ATAG ATC AAAGTC C CTGC CGT CTGTGAGCTTATGTT C AGATGGG AG ATAC AG ATGAGT AAAGGTTACT AC AATATAAT CAG AAT 
AGGGATAACGGAGACCACGTAGAGCACCAGATCAAGACGTGGAGGAAGAAGACAGGTTTCGTACAGAACTGACACCTAGGCAGGACTGACAGAT 
AAAGTCAGGCAAAAGTTGGAAAGGACAGTAGAGTAAGATGTGACATCTTAAACTTGCTGAATAAAAACACCCAAATATAACAAGTTATCTTTAA 
ATTCATGATGATATATTGTATTTGGACATTCAGGCAGTTCTACTACCTGAGTATATCTAGTTAGTAAATTTTTTCCCCATGCTCCAAACAACAG 
TTTCACACCCCTTTCTCTCAAACTCTCCATCCCGTTTCTACCCAGTCCCCGCAGATAACTTTGACTCATACACGAATGAGAAAAGAGAAGCCGT 
CAAGAGGCACACCTGCATGCCTACTCTGTCTCTTGTTAGCATGGGTGAGCATGCCCAGCTGCAGTCATGGACTGGCCCATCCATCTGGCCTCTG 
CAAGCCATTCCTCTGTATCCTCAGGGGTTTCATCTTGTGAATACTCTCTCTCTGCCCGACATCATCATTGTCTTCCTCTCTCCCAATTATTCCC 

GGGGGAGTGGGGACAGAGTCATGCTCTGTCATACCAGGCTAATCAGTATTGGCACAATCAGGGTTCACTGCAGCCTCAGCCTCCTGGGCTCATG 

TGATCCTCCTACCTCAGCTTCCCAAGTAGCTGGGACTACAGGCACGTGCCCCCAAGCCCCACTAATTTTCGTACTTTCTGTAGAGACAAGGTTT 

CACCATGTTGCCCAGGCTGGTCTCAAACTCTTGGACTCAAGTGGACAATATCCCCTTATATACCCCATCATACCACCCCATTTATCTGCTCCTC 

AGCAAAACTGCTTAAGGGAATTCTGTATGGCAGGTCCqCACTTCCCCAGGTTGCCTCCCCTCTGCCCACTCCACATGAACTTTCATTGCCCCCA 

CTCCTCCATGCCTGCCTCTTCAATGTCACCAGTGACCTCCACTTCGCCAAATGCTGTAGTCACTTCTTGGGCCTCATTTTACTTTACTTATTGG 

CAGCAGTCAACAGAGTTGACACCCCCTCTTTCTCTAACCATTTTTCTCTCTTGGCTTCAGGCATGACTCTCTTGGTTTTCCTGCTTCTCACTGG 

TTCCCTCTGTTTGCTGCTCCTCCTCACTTTGGGCCTCAAGTGGCCCTTTCCTCCTTCTCTCTCCATCATTCTTCCTAAAGGATTTCATCAGTGC 

TGTGGCTTTAAATACCATCTCTTCACCCCTGAGCCCACTCTGAAATTCTAGACTCCTGCAGCCTATTCCATGTTAACATCTTCCCCATATAAGC 

ATCTTAGATTAAGTATGAACAAAACAGAACTCATAATCATTTAAATGCTTTTTTCTCATTAGCAGTAATTGGCCCTTGTATCTTAATTTCTTCA 

TTTGTCAAGCCAAAAATTTGTCATCCTTGGTTTCTCTCTTTACCTTATTACCCTCCTTACACTCAAATGCTCAGAAAGACCTGAATATTCTATC " 

TGCAAAATGTATCTTAAATGTGTCTGGTTTTTCTATTACCTGTAATAATCTTGTTAGTAATGACACAATATTTATGAAGTGC'rCTCAATATGCT 

AGGGAAGAAGAAAGAGGGAGAGAGAAAAGAAGAAGAAAGGTGATGTCTGAGAGGTGAGTTTTGAGAAACTGAAAGAGAAACCTGGAGGAAAAAA 

AAAGATACGAGGCCGGAGAGAAAAGCGGTGTAAATAGAGCTTGAACTTTGTCCGTAGAGATATGGGGAGTTATGGAATGGTTTCTGCAGTGATA 

TAAAATTACTTATTTATAGCTGATTCATATAAATAATTTTGTTCAAATCCCTTTTTCATAGACAGTATAAAATTAAACCTTAGGTTAGCAGGGC 

CAAATGCTGGCAGGGCCTGAATCTTATACTCAGTTAATTGGATTGTACATAGTGCACTTCCTACTGCTTCTTAATTTCAAAAGAATGTGCTTTA 

AT C CCAG AAAAATCTTATTGAAAACATATCTTTTG ATCCG AAGTTCATAAGGGCTGTTTTCACGTTTTATAGTC CATAAAGTAATTAGTTCAGG 

AAGAACTGATTACTTAAAACTCTTTTCTTTTTTAAGAGCAGAATATTATCAACAAATAATTTCTCTAAAAGTTTCCTCATCATTTTCAAAAGCC 

AAATCTTCTACTGAATTTTTCGTATGGAATAATCTGATTATATTTTGATATTTTGGTCATTAAGAAATTCTGCCAATATTTGTTCTTGAAGGTG 

TTCTTAGCTTAATTTTATATTTTCTTTTACTCTTTAATCTAGAATGCATTTGTAGAGTCAATGATCCTCAGAAACACATTGGAAATTTGTTTAA 

AATGGAGATTCTTGACGTCACCCTCGGATTCTGATTTATGAGTCAGGTGTAGACCTGGGAAGGTTTAACAAGCTTGCAGGTGATTCTAATGCAG 

GGG C C C ATAATTTTTAATT AAAATG CCC ATTTGT CTAT AGAGTATTAG AAAAATATT AAG ACC CT AACTATAAGT AG ATTTTCTT AAATC CAGG 
GAATTATTATGTTCCAGATGTTGGTACTAATAATGGCTAACCTCGGCCGCTGATCCATCTTTTGTTTGATTTTTATAATATATGGGGAAGCATA 
ATTTTGTATATAT CTAAACCTCTTTAG AAATATGGTTCAATTG C ATATGATCTGT C ATAAGGGAATTTATATCTCACG AAGTT AAGCGCATAAA 
CAAAACAAGACCAAACAGACACACACACACACACACACACACACACACACACATTTTGATTCAGAAATCCTTGGTTCTAAACCAGTCTCTAATC 
AACATGCCAAAAACCCTTGTTTGAAATCACTTTACTCCTCTGTGCTTTGGGATTTCTATTTAAATGGGGTAAGTATTTAATCCTGTATATAGTT 
AC AAAGC CC AGGG AGAACCT CAG ATCAAAGAC AAAATTG AAAGAAAGCTTTAGT AGGC CAG AGAC ATTGG AGTACC AAGG AT ATAATTGTGAGG 
TTTTCCTGCTAGAAAACATCCTCTGAAATGAACTTATAAGTTAACAAATCACCCTTCGCCTGTGTTTGGGGGCAGATGTTAGGCAGAGTCAGGA 
TTTGTTTCCATTCGGTCACTTTTCTAAAGAATACAAATCCATCCACGTATTCTTTAATGGTCCTAAATAGCTAACAATGGACAGACAACTCCCT 
TCCCTTCCTTGCCCAGTTTCCGAGTCAAGGCGCGCAGTGTTCAGTGTATGAGCTGAAGCCTTCTGGAAAGTGGTGATTGGTTAGGGTACTCGCC 
AGTTTGGCCTTACTTTGAACATCCCAAATTTATTTCGTTCCGCATTTCAAATATTCCGAAATGAAAGACATTAGGAGCACGTATTCTGGTTAAA 
TACGGTGATTGAAAATACGAATGAATGCCACTCCATCATGAAATTTCACTAAATGACAATGAGTCAGCAAATAAGGGGCATAAATATACAAGTT 
AAAGAGAACAACAGGTAAGAGATTATTTGTGAAGAGCCTGTAACTCATTTATTTATTCAACAAATATTTACTGAGCACCTCCTCTGCAAGCAAC 
ACAGAATTCAAAACAATTAAATATGTATTACATATACAGCATATATGTTTACATATAAACAATATATAACATATATAAAGTTACTGGCAGAGTA 
ATATTTTCTTGGATAGTCACAGATGTATTAAGAAACAGGCTTGTTTCAAATTTGCTTTTTTAATAACCATATTTCTTTAACATATTCTTTTTCA 
TCTTTTACCATTTCTGACATCAGATTGTGTCTTTAACATGGTCTGATTTTTCTTTTGTTGTAAACTTATTAAACCCATAGAGTGTTATAATTGA 
TGATACCATAAAATAAAGGAAAAGCTTGGAAATTAACCAGCAGAAATTTCAGAAAGGACCCCTTAGGTTTCTTTTTTTTTTTTTTTTTCTTCTG 
AGACAAAGTCTCACTCTGTCACCCAGGCTGGAGTGTGCAGTGGTGAGATCTCAGCTAACTTTCATCAGTAATGAAACCAGGAGGTGTTCTGCTC 
CCCAAAAACTTTGTCCACTGTCTCCAGACACTCAGAGCCACATGCTTAACTGTGGCTCATGGGTTAATGCATGTCTGAACTTTTTCAGGGTGGA 
AACTCCCTTTTTTGTTTAGTGTCTAACCCAATGCCCAACATGACATAAGTGCTCAGTAAATATTCAGACAATCCACGTATGAATGTGGTTGAGC 
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ATCTGTGAGTGGTCTCACCTCCACCCTACATGTGTTACTATGGTCAACCACTTCATCTCTGTGGGTCTCTGCTTGCTCAGCTATAAA.TTATTTG 
GGATCAGCTCAGCCATAGATTCCCTCCAACTCTAATTATCTCTGAGTAAATGAAGTCATGAAAATATGGGAAACTGAGGCAGGAGAATAGGGTC 
TAG AGGC AGGG AACCTAGGG CTG ATT C ACAATTAATT CCTAG AACTAAATCAAAAGG AAAACCCC CAACTTGC CATGCCC AACTATCAAAAGGA 
CCAGAGGCTACTCCCTTTACAACCCCCCAACTTTTTCCGCATGGCAGATGAAATATTGAAAGTACCTCTGATTGGTCCCCTTCTGCAACCAATC 
AGGTTGGTC ATGGGTC AAGTCTTC ATTTGC ATAGGAGTATAACTTTGTATATACT CTATTTTAT CCC CT C CCACAAG CAATCAGACTGATC ATG 
GGCCACCACTTCATTTACATAGGGTGTACACCAAGTAAGCAATGGGAAACCTCTAGAGGGTATTTAAGTCCCAGAAAATTGTGTAACTGGGCTC 
CTGAGCCACTTGCTCAGGTCTGCTCCCACCCTGTGGAGTATGCTTTCATTTTCAATAAATCTCTGCCTGTGTTGCTTCATTCTTTCCTTGCTTT 
ATTTGCACATTTTGTCCAATTCTTTGTCCAAGACACCAAGAACCTGGACACCCTCTACCGGTAACAAAACTACAGTGATTTTAGAGGGTTTGTT 
TGAAGTGTGTATTGCTCATGAAGGTAATGCCTTTGATGATAACATTTGCTAAACACCACGTAAAGGAAGGGAGGCATTTCCACACTTTGGGTCT 
CCTCCCATCTCTATCCCCAAGCCTTAAAATTTCTGCTTAAATGGGAGTCGAAGGAACCCAACIAATACTCAGTTGTGTCACTTAAAGGCTGTGCA 
AC ATCGGGAAG CTTTCTGTATGTCTTAC AGCTAGTTC ATAT CACAAGC CAGCCGTTT C ATC ATGCAAAAGTCTAAAACAACTT ACAC CTACTTT 
CTAACATTCTTACGGAAAAACCAATACTGTTGAACAGAGGTGGACAAATTATAGCTCCTGGCCAAATCTGGCCCACTTCCTGTTTTAATAAATG 
C AGTTTT ATTGG AAC AC AG CC AC AC C CTTTTATTTCC CATATTAT CTATGGTTAGTTTTCTG CTGCAATGGTGGAGTGAAATAGTTGCAACAG A 
G AC C ATGTG AC CTCC AAAACCTG AAATATTT ACTATCTGGCC CTTTAC AGAAAAAAAGTTTGTGACCC C AG CC CTAGAAG AAAAGTAATCAAAA 
ATCACAATGGCAGTATTAGTGGTGAAGATAATGGATTCTGCTTCAGTTAAACAGTGTAACTGAGCTTATGATTTTTCTTTTCCTTCTTTTTTTT 

GCGATTCCTGCCTCAGCCCCCTGAGTAGCTGGGATTACAGGCATGCTCCACCATGCCCAGCTAATTTTGGATGTTTGTAGAGATGGGGTTTCTC 
CATGTTGGTCAGGCTGGTCTTGAACTCCTGATCTCAGGTAATCCACCTGCCTCGGCCTCCCAAAGTGCTGGTATTACAGGCGTGAGCCACCGCA 

TGG C AATATTTGACTGATTTGACCTAC AATATGTGGT CAACTTC ATGTG ACT CAAC CTAATACTTTGG CTT CCTTCAGTGTGTTCAGTTTCAAT 
TCCCCGCTCCCTTTGTAGTCTTCCAGCTACCTCAGTGATTCTTAATCTTAGCTGTGTATTAGAATCATCTGAAGAACTTAAAAAAAAAAAAATC 
AATGCCCAGGTC ACACCC AGGACCAAGTGAAGCCG AATCT C AAGGGGG AGAAACCAAGC CCTTGGTAATTTTGG AAAGCAC C CC AGGTGATTCT 
GAAGTG CAGTAAGGCTTG AG AACTATGGAACTAC CAAG AG CTTTTGGCAAT ACGC ATGTG CTAGGTGCTAT AGACT C CTT C CAATTGGAGAAAA 
GAATGTGGACAATTGTAATAAATAATTGGGGCAAGCCGGCATAGTGGTTCTCAAACATTAGCATGCAACCAATCACCTGGTGGGCTTGTGAAAA 
CACAGATTTTTGGTGCCAACCCCTCAGTTTCTGATTCTGTAGGTCTG 



HUMAN SEQUENCE - mRNA 

GGCGGCAGCGCCCTGCCGACGCCGGGGAGGGACGCAGGCAGGCGGCGGGCAGCGGGAGGCGGCACCCCGGTGCTCCCCGCGGCTCTCGGCGGAG 
CCCCGCCGCCCGCCGCGCCATGGCCCGAAGACCCCGGCACAGCATATATAGCAGTGACGAGGATGATGAGGACTTTGAGATGTGTGACCATGAC 
TATGATGGGCTGCTTCCCAAGTCTGGAAAGCGTCACTTGGGGAAAACAAGGTGGACCCGGGAAGAGGATGAAAAACTGAAGAAGCTGGTGGAAC 
AG AATGG AAC AGATGACTGGAAAGTT ATTGC CAATTATCTCC CGAATCGAAGAG ATGTG CAGTGCCAGCAC CGATGG C AGAAAGTACTAAACCC 
TG AGCTC ATC AAGGGTCCTTGGAC CAAAGAAGAAGATC AGAG AGTGATAGAG CTTGT ACAGAAAT ACGGT CCGAAACGTTGGTCTGTTATTGCC 
AAGCACTTAAAGGGGAGAATTGGAAAACAATGTAGGGAGAGGTGGC ATAACC ACTTG AATCC AGAAGTT AAG AAAAC CT C CTGG ACAG AAGAGG 
AAGACAGAATTATTTACCAGGCACACAAGAGACTGGGGAACAGATGGGCAGAAATCGCAAAGCTACTGCCTGGACGAACTGATAATGCTATCAA 
GAACCACTGGAATTCTACAATGCGTCGGAAGGTCGAACAGGAAGGTTATCTGCAGGAGTCTTCAAAAGCCAGCCAGCCAGCAGTGGCCACAAGC 
TTCCAGAAGAACAGTCATTTGATGGGTTTTGCTCAGGCTCCGCCTACAGCTCAACTCCCTGCCACTGGCCAGCCCACTGTTAACAACGACTATT 
CCTATTACCACATTTCTGAAGCACAAAATGTCTCCAGTCATGTTCCATACCCTGTAGCGTTACATGTAAATATAGTCAATGTCCCTCAGCCAGC 
TG CCGC AGCCATT C AGAG ACACTAT AATGATGAAG ACC CTG AGAAGG AAAAGCGAATAAAGGAATTAGAATTG CT CCTAATGTCAACCGAGAAT 
GAGCTAAAAGGACAGCAGGTGCTACCAACACAGAACCACACATGCAGCTACCCCGGGTGGCACAGCACCACCATTGCCGACCACACCAGACCTC 
ATGGAGACAGTGCACCTGTTTCCTGTTTGGGAGAACACCACTCCACTCCATCTCTGCCAGCGGATCCTGGCTCCCTACCTGAAGAAAGCGCCTC 
GCCAGCAAGGTGCATGATCGTCCACCAGGGCACCATTCTGGATAATGTTAAGAACCTCTTAGAATTTGCAGAAACACTCCAATTTATAGATTCT 
TTCTTAAACACTTCCAGTAAC CATGAAAACTCAGACTTGG AAATG CCTTCTTTAACTTC CACC C C CCTC ATTGGT C AC AAATTGACTGTTACAA 
CACCATTTC ATAGAGACCAGACTGTGAAAACTCAAAAGGAAAAT ACTGTTTTTAG AACC C C AGCTATCAAAAGGT C AATCTTAGAAAGCTCTCC 
AAGAACTC CTACACC ATTC AAACATGCACTTGCAG CTCAAG AAATTAAATACGGTC C CCTGAAGATGCTACCTCAG ACACCCTCT C ATCTAGTA 
GAAGATCTGCAGGATGTGATCAAACAGGAATCTGATGAATCTGGATTTGTTGCTGAGTTTCAAGAAAATGGACCACCCTTACTGAAGAAAATCA 
AAC AAGAGGTGGAAT CT CC AACTG ATAAATC AGG AAACTTCTT CTG CTC AC AC CACTGGGAAGGGGACAGT CTGAATAC CCAACTGTTC ACGCA 
G ACCTCGC CTGTGCG AGATG CAC CGAATATTCTTACAAG CTCCGTTTTAATGG CAC C AGC ATCAGAAGATGAAG ACAATGTT CTCAAAGCATTT 
ACAGTACCTAAAAACAGGTCCCTGGCGAGCCCCTTGCAGCCTTGTAGCAGTACCTGGGAACCTGCATCCTGTGGAAAGATGGAGGAGCAGATGA 
CATCTTCCAGTCAAGCTCGTAAATACGTGAATGCATTCTCAGCCCGGACGCTGGTCATGTGAGACATTTCCAGAAAAGCATTATGGTTTTCAGA 
ACAGTTCAAGTTGACTTGGGATATATCATTCCTCAACATGAAACTTTTCATGAATGGGAGAAGAACCTATTTTTGTTGTGGTACAACAGTTGAG 
AGCACGACCAAGTGCATTTAGTTGAATGAAGTCTTCTTGGATTTCACCCAACTAAAAGGATTTTTAAAAATAAATAACAGTCTTACCTAAATTA 
TTAGGTAATGAATTGTAGCCAGTTGTTAATATCTTAATGCAGATTTTTTTAAAAAAAAACATAAAATGATTTATCTGGTATTTTAAAGGATCCA 
ACAGATCAGTATTTTTTCCTGTGATGGGTTTTTTGAAATTTGACACATTAAAAGGTACTCCAGTATTTCACTTTTCTCGATCACTAAACATATG 
CATATATTTTTAAAAATCAGTAAAAGCATTACTCTAAGTGTAGACTTAATACCATGTGACATTTAATCCAGATTGTAAATGCTCATTTATGGTT 
AATGACATTGAAGGTACATTTATTGTACCAAACCATTTTATGAGTTTTCTGTTAGCTTGCTTTAAAAATTATTACTGTAAGAAATAGTTTTATA 
AAAAATTATATTTTTATTCAGTAATTTAATTTTGTAAATGCCAAATGAAAAACGTTTTTTGCTGCTATGGTCTTAGCCTGTAGACATGCTGCTA 
GTATCAGAGGGGCAGTAGAGCTTGGACAGAAAGAAAAGAAACTTGGTGTTAGGTAATTGACTATGCACTAGTATTTCAGACTTTTTAATTTTAT 
ATATATATACATTTTTTTTCCTTCTGCAATACATTTGAAAACTTGTTTGGGAGACTCTGCATTTTTTATTGTGGTTTTTTTGTTATTGTTGGTT 

GGAGTTCTCGATTTGATCCGCATCCCCTGTGGTTTCTAAGTGTATGGTCTCAGAACTGTTGCATGGATCCTGTGTTTGCAACTGGGGAGACAGA 
AACTGTGGTTGATAGCCAGTCACTGCCTTAAGAACATTTGATGCAAGATGGCCAGCACTGAACTTTTGAGATATGACGGTGTACTTACTGCCTT 
GTAGCAAAATAAAGATGTGCCCTTATTTT 



HUMAN SEQUENCE - CODING 

ATGGCCCGAAGACCCCGGCACAGCATATATAGCAGTGACGAGGATGATGAGGACTTTGAGATGTGTGACCATGACTATGATGGGCTGCTTCCCA 
AGTCTGGAAAGCGTCACTTGGGGAAAACAAGGTGGACCCGGGAAGAGGATGAAAAACTGAAGAAGCTGGTGGAACAGAATGGAACAGATGACTG 
GAAAGTTATTGCCAATTATCTCCCGAATCGAACAGATGTGCAGTGCCAGCACCGATGGCAGAAAGTACTAAACCCTGAGCTCATCAAGGGTCCT 
TGGACCAAAGAAGAAGATCAGAGAGTGATAGAGCTTGTACAGAAATACGGTCCGAAACGTTGGTCTGTTATTGCCAAGCACTTAAAGGGGAGAA 
TTGG AAAACAATGTAGGGAG AGGTGGCATAACCACTTG AAT C CAG AAGTTAAG AAAAC CT CCTGG AC AGAAG AGGAAG AC AGAATTATTTACC A 
GGCACACAAGAGACTGGGGAACAGATGGGCAGAAATCGCAAAGCTACTGC CTGG ACGAACTG AT AATGCT AT CAAG AACC ACTGGAATTCTACA 
ATGCGTCGGAAGGTCGAACAGGAAGGTTATCTGCAGGAGTCTTCAAAAGCCAGCCAGCCAGCAGTGGCCACAAGCTTCCAGAAGAACAGTCATT 
TGATGGGTTTTGCTCAGGCTCCGCCTACAGCTCAACTCCCTGCCACTGGCCAGCCCACTGTTAACAACGACTATTCCTATTACCACATTTCTGA 
AGCACAAAATGTCTCCAGTCATGTTCCATACCCTGTAGCGTTACATGTAAATATAGTCAATGTCCCTCAGCCAGCTGCCGCAGCCATTCAGAGA 
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CACTATAATGATGAAGACCCTGAGAAGGAAAAGCGAATAAAGGAATTAGAATTGCTCCTAATGTCAACCGAGAATGAGCTAAAAGGACAGCAGG 
TGCTACCAACACAGAACCACACATGCAGCTACCCCGGGTGGCACAGCACCACCATTGCCGACCACACCAGACCTCATGGAGACAGTGCACCTGT 
TTCCTGTTTGGGAGAACACCACTCCACTCCATCTCTGCCAGCGGATCCTGGCTCCCTACCTGAAGAAAGCGCCTCGCCAGCAAGGTGCATGATC 
GTCCACCAGGGCACCATTCTGGATAATGTTAAGAACCTCTTAGAATTTGCAGAAACACTCCAATTTATAGATTCTTTCTTAAACACTTCCAGTA 




AAACATGCACTTGCAGCTCAAGAAATTAAATACGGTCCCCTGAAGATGCTACCTCAGACACCCTCTCATCTAGTAGAAGATCTGCAGGATGTGA 
TCAAACAGGAATCTGATGAATCTGGATTTGTTGCTGAGTTTCAAGAAAATGGACCACCCTTACTGAAGAAAATCAAACAAGAGGTGGAATCTCC 
AACTGATAAATCAGGAAACTTCTTCTGCTCACACCACTGGGAAGGGGACAGTCTGAATACCCAACTGTTCACGCAGACCTCGCCTGTGCGAGAT 
GCACGG AAT ATTCTTAC AAGCTC CGTTTT AATGG C ACC AGC AT C AG AAG ATGAAGACAATGTTCTCAAAG C ATTTACAGTAC CTAAAAACAGGT 
CCCTGGCGAGCCCCTTGCAGCCTTGTAGCAGTACCTGGGAACCTGCATCCTGTGGAAAGATGGAGGAGCAGATGACATCTTCCAGTCAAGCTCG 
TAAATACGTGAATGCATTCTCAGCCCGGACGCTGGTCATGTGA 
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TABLE 7 



MOUSE NOMENCLATURE 
ICSGNM SOX4 
Celera mCG11673 

HUMAN NOMENCLATURE 
HGNC SOX4 
Celera hCG36747 

MOUSE SEQUENCE - GENOMIC 

ACTATTGGTAACTGTGATGGTTAACTTTGCCAGTTTCACTGGGCCATTAGGTACCCAAATATTTGTTGGAACATTCTAGAAGTATCTATGAGCA 

TATTTTGGGTTGAGTTTAATATTTCAGTCTATAGGTTGAGTAAAACAGACTGCCCTCTGTTGGGAACAAAAAAAGGGGTCCAACATCCAGCCAG 

AGTTCCTGTGCTCTGAGCAGGCAGACGCAGGCAGAACTGCCAGACACTTTCCACTCAGCCCCAGGTGGACATCTAAGCCTCTGACCCCACTCGG 

CGGGGGGTGGACAAGGGGCAGCCCCCAACTGGGGACCCTGAGGTGACACCCTGTCGTCCCGGGGTTATAGGAGAGAGGGAATAGGGAAGAGGTT 

CC C AAC ACTG AC CAG AGT CTT AATGGAGC AGAG ACTCT CT ATGGTTTAAG AG CTTTATTATAG AAATGCAGGG AG AAAG AG AGAAGGT AGAAAA 

GGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGGGAGGAAGAGGAAGAGGAAGAGGAAGAAGAAGAAGAAGAAGAAGAAGAAG 

AAGAAGAAGAAGAAGAAGAAGAAGAGGAGGAGGAGGAGGAGGGAGAGGAGGAGGGAGAGGAGGAGGGAGAGGAGGAGAGAAGAAGACAAGGAAA 

AGAAAGAGAAGAGAGAAGACAAAGAGAGGGGAGAGGGGGGAGAGAGTGAAGGGTAAGAAGTAAGAGCATAAGAGTAAGAGAGAGAGGTGGGGGC 

TGAACAGCCCTTTTTATGGTCTTTACTGCTGCTAGGTAACTGGGGAGGAGTTTAACCTGAAGGTCAGAATCTTGGGACATTGCTTATGTGACTA 

CTGACCATGCTTCTCTTGTGGAGGCTGTGGGAGGTGGTAACTTAGGCAGGGGCCAGAGCTCCAGGAGCATGAGGGAACGCCTACTGTGTCATGA 

AGGTAAATTATGACCATCAGGGTTCAGACCTCAGCTCGACCGGAGACCAGCCTGCAATTCCCCACAGCCCTCCCTAAAGTGGGTTAAAAGACAG 

AAAAGAATTAAATATCTGATCCTCTCCCATATCTACAAGACGTAACTTCCCTTGTCCAACCATCTTGTAGATTGGATGTTGTTTTTCCCTTGCT 

TTTTAATTAGAACTATGTCATTGGTCCTCCTGTGTCATAAGTCTACAAAGTGCATGTGTGCTGGCTAATCTTGTGTCAACCTGACAGACAACTA 

G AATTATCTG AAAGGAGGG AAC CTTAATTGAGAAAATGC CT CC ATAAG ATCCGG CTGC AAAGCATTTTCTTAAATTGTG ATTG ATGTG GCCGGG 

CCCAGCCCATTGTGGGTGGTGCCATCCCTGGATTCTGGGCTCTATAAAGAAAGCAGGCTGAGCAATCATTGAGGAGCAAGCCAGTAAGCAGCAC 

CCCTCCACGGCCTCTGCATCAGCTCCTGCCTCCAGGTTCCTGCCCTGCTTTGAGTTCCTTCCTGTCCTGACTTTCTTTGATGATGAACAGCAAT 

GTGGAAGTATAAGCTGAATAAACCCTGTCCTCCTCCCCAACTTGTTTTTTGGTCATGGTGTTTCATCACAGCAAGAGACCCTAACTATGACAGT 

ATGTCTTAGG AATTATCAG CCT C CAT AATC AGGAGC AAAATTCCTTATAGCAACTCACTAATATGC C AATGGTC AAAGGAAGTTAGTGACCAAA 

TCCAGAGAGTAAGGGGTAGAAAAGTCTTACACGGGAGGTACCATTGCCAGGAAGGTTGGATTATCAAGACTCCCAACACACTGGCTGCCAACAA 

GGAAACCCCAAATATCGGCAGAATTCTCACTGATTGGCACTTGCCTGGTAACTATAGTO 

NNNNNNNNNNNNNNNNNNNNNTSTNNNN^ 

NNNNNNNNNNNNNNNNNNNNNIST^^ 

TGTAGGCATGACAGTCAGAAGAAAACATTAGGGAGACAGCTCTCACAAAGGGTCTCTGTTAGTTTTCCTGCTGTGCTTACTATCACAGGTTAGA 
TAGCTCACAACCACTCAGGAGTCTCCTGTCTCTACCACCAGCTCACAGCCACTAGGAGTCTCTGCCACCAGCTCACAGCCTTTCAGGAGTTGCC 
TGTCCCTGCCTCCTGTCTAACTTTCGAGTGCTGAGATGACAGGTACCTACATCTAGCTCTCTTATGTAGGTCCTGGGGAGTAAACTCAAGTCAT 
TAACCTTGTTGTAGCAAATGATTTTACCCACTCAACTGATGGCCCAGTTGCCTTGATGGTCTGTGTGGTTGGTTGGCTGGACTTTTTGTTTCGA 
GATAGGATCTAAGCTAGATAACTTAGGCTGGCCTTGAACTCATTATATAGCCCAGGCTGGCCTCCAACTCAGTGCTTGCCATACTTCAACCTCC 
CAGATGCTAGGACTATATGCATGAGCCATCAAGCCTAGCACCGTGCATATTTAAATTGTATGGTTTGTATTATACACTATATAGATTTTAACAC 
ATGGTACATTGGGAATGATGTCGATTTTTAAAATACATATATAGTAGGTAATGTCACACACAAATTTTCTTTCATTTAAGGTTACATTACACAA 
TGCATGGTGGC AC AAG CAAGT CTTTAATGCCAGCTCTTAG AAG C AGGAGGT AAAAGAATCC AG AGTTCTAAGT CATTCTAACTGCTCAG ATAGT 
TCAAAGCCAGCCTGGGTTGCATTCAAACTTGTCTTTAAAAAAACAAGTGACTCGACATTTGTACAACACAGTGATATTTCAGATGATGTTTGTG 
AAATTGAGTTAAATTTGAGTGTTGTAAGGATGAGCCTTCATTTATTTGTCCCGACAAGCCAAATCAACTTACTTATGGAACTAACTTAAAGCAG 
TCTGCTTCTGTAAGTCCAGGCTGTCCTTCAACTTGTGTTTCCACAAGCTCTTGCCTCAACCAAGTGCTGAGATTTAGGTGTGTAAACCATTTGA 
AATTATTTTTCACTTGGGCTGTGTGGGACAAACAGCCCACAGAGTCTTGTGCTTCAAGGACTTCTTTTAAAAAAAAAAATCATAAGCTACTAGT 
CTCCAGTTACTCGGCCAGACACCTCCCTCCTCTTGCCTTCAAATTTGCCTCTTTACAAAAGCTGCTTTGCTGGCAGTTCAGTATGAATTTATTT 
TACAGCATATACAAGGTTTTCTGGTAGCTTGCAGTTCCTGAGAACTGCAACCGAAGGCTCTTAAGCTGAGCGGGGGACACACAGTAGGGCACTC 
ACTACGTTGATTGGCAGTTGAAGTGGCAGTTGGTGTGGAGTCGTCGCTGCCACGGGTACTCTTATCTTTCCTGGCCACACCCCTGGGCCCAGGA 
GGCAGCTCTGAACAGATGGTGAGTCTCCGGTGCCAGGTGTGCAGCGCGCCCTGCGCTGTGTGAGGCACAGGGCTCTTTGGTCCTTGCCGCACCC 
CACCCATCCTATGCCCGCGAGCGCCCCCAGCGCAATGTGTGTCTCGGTGCTGTCCGCACGCGCGGTTAGCCGAAGGTGAAAGGCTGGGAAAAAA 
GGAACCCTAGTGCCAGGCAGAACCCGCCACCGGGCCAGCTGCTCGTGGCGAGCACGTTCCTCCCCTCCTCTGACTCCCATCACTTGGCAGCCAC 
CCCAATCGCCTGCTCGCCCCTCTGCAGCAGCACACACGCCTTCGCACTTGCTCCCCTCCCTATTCTCTTTTCTGACACTTCGTGGCTTACATGG 

CTTTTTTTTTTTCCATAATCGTAATCATTTGCTTGCCTCCTGGGACTCCAAACTGTAATTGCTTTTACGTGTCTGTGGTCTCGAGGACAAGGAA 

TCCACTGAGAGATGGTTTGGGGGTGCTGGGCTGGGAAGAGGATGCTCTATTCCGATTCCGAGTACCGTTTGCGGGGTGGGGGCTGCAAGGAGGA 

AAGTGCGCTCAGCCTTTCCTTTATCCACCCTCCCCCCGTCGCCCTCGGCAAGGGCTTTGGGGCGCCTTCGAGGTCCTCTGTGGACACACAAACA 

CCTCAATCTTCCTGATCAGGCTAGAGCCTGGAGGTGGGGAACTATCTGGTTCCTTCGTTCTGCCCCTGGGAAGAAGCCCTGGCCGCTGTGCGTG 

CACTGCCCCTCCCGCAGTCACAGTGAGAGCTGAAGCGTGAGTCCCAGACCGATGCAGATGGCACGCTATTTAGTCCAGGAGAGGCTCACAGAGG 

GTAAGGGGCTGCTGGGCACCCGAGTGCACCCAGGGAACCAAATGGCTGTCGGTTCCGGTCAGTGGCGGAACTGGGCCCCAGCGGCTAGGTCCAG 

GCTGGAATCGGGGGGAGGGGTGCGTAGGGGGAGGGACTGGGCGAGATCCCCCCTCCTGGAGTGGCTGCTCCAGCTGCCACTTGCAAGGANNNNN 

NNlSOflNNNNNNNNN^ 

NNNNNNNNNNNNNNNNNNNNN^ 

NNNNNNNNNNNNNNNNNNNNNNNN^ 

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN^ 

AGGCAGTGGTGAAACGCCGCTGCGAGCGTCGCCCGAGCCACGTTTACAGTAGGAAAGACTTTCCTCCGAAAAGCACCACCGGAGTCGATTGCAA 
TTTAGCTCCTCCCAGTAAGAGTCACAGAGAGGCAAGGCGAGGCCGGTGCACCGGGAGTCCTAGGCGAGCTTGGGCAGGACCCCTGTTGCTGAGC 
TCCACGGGGCGGGCGTGCCGGGCTACGGAAACCATTTCTTTTCAGGAGCAGGGTTGGCCTTTGGGACTCCTGTGGTCATGCACCGTGTGTTTCT 
GCCGCCGCCGAAGCAGAGCGCGCAGCTGGCGGAGAAACCGCATTCTCGCTCCTACCCGCCCGAGGGAGATGACCCGTGACCTCCCGAGTGAGGT 
TACCAGATCCGAAAGGGGCGTCTCGGCTTCCCCAGCCATGGGGGTTGAGGGGGTGGGGGGTGGAAGGTGGCCCTGAAAAAAGTGGACGAGCAAA 
CAGGGAGCAGCAATCGGTTACCCTAAACTTTGTCTTACGGGGAATGGGGGGATGCCCAGAATTCACCAGCACACCCACCGGTCCTTGAAACCCG 
GAGAAGTGTTGGGGGTTCACTGGTTCAGGAGACCAGGAAGGGACGGTTGGATCTTCCCCCACGTTTTCCCACGTCGCTGCATGCTCAGGCAGGC 
TCAGCGCTGCCACCTGGCGGCTGCCTCTCCCGGACTGGGAGGAGCTGTCTGCACGCACCAGTTCCACAGATCTTGAAGGGTGTGCCAGGCCTCT 
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ATCTGGGGAAAGGGCAGAAGCTCCAGTTAATGCTTCCTATCTATGTGGCCCGTGCAGACACACTTGTTTTCTGCTT6TTCTCAAGAGTAAGAGG 
GAAATGCGTTGGCGTTGAACGGCATGGGTATAAAGAGCTGACTTGAGCCTGCTGGTTATGAGGGGTGAGAAAGTGGTGAAATTATTAGAAATAT 
ATGTTTCTTATCTCTGTGTAGTCTAACAGTGAATATGAACGACAGCTTTCATTTATCCTGCTTAATATTTTTCGAATAAGAATTCAACACACTG 
GTCTGGAGAGATAACTCAGCCCTTGATAAAGGCTAAGGCTCACAACCAAAACCTAAAAAATACTGTTTCAATACAGCCCCCCTTTCCTAGTCCA 
GTTTCAATACAACTTCCTCAGCACCAAGAATGGAGTAGTGCAAGGGGTTGGGGGGTGGGGAGCAAAATCAGCCCCAGTGAAGGGTTGACCTGAA 
AACAGGGCTGATGGCATTCAGTTTCCCAGAGCACTTCCAGTCAACGAAATTAACAAGAAGGCGTCCTCCACCTCTGTTTATTTGAACTGAATGT 
TCAAAGCCAGAGGGGCTCACACACTCAGTTTCTACAGCCAAAGCAAAGCACGATTCTTGGAAAATAGTGCCAAGCCAGACTCGTGAAACTAATT 
T CC ATGCAGGTTTTCCTG CCT CTATGCTATCGGGACACATTAAGAAGTCGAGGTAAAC CTTC ATCCATACCCCATC C ATAC C ATT CTGTAG ATG 
TGAGGTTTTATGTTGTGCAGGTGTGTAGGGGCAGGAGAAGCACATTAGCAGTTATTACCCTCTCATGTCGAATGGATTGCATTTAATGGAATAA 
AATAAATATCTGCCTTAATTCAAGACGTGAAAGATCTAATATCATTTCCAATAAAGACCATTAGTTGATGATTCTAAGGCAGGACTTGTTTGCA 
AAACAATC CTGGCTCTCTGTT CATAGAACTAC AAGGGGAGCGGAGGGAAAGAGC ACTGAGCACTGACTTACTAGGGG CC AC CAAATAGCTAGTA 
TCTGGGGGGAACGGGGAGGTCTCTGATGGAGAACTGATTACAAAGCTTAGGGCATTAGGTAATGAGACCCAGAAATCTTAATATCATGATTTGG 
TATTAAGT CC AGTGC ATTCTGGTGTATATGT ACTTT AATC AAAAGCTATTTGTC ACATCTTTTGTC ACATGTTTC C ATG CTCTAAGAACAAAAA 
CAGTCACACTTCAATAACTCCAAACTGTCAGGTATATACTCTACAGGATTACATTGTACAATGGTGTAACTAGGTCAACGGATGCTACCAACAC 
ATATTTTACCAGGTCTAAGAGAAACATAGACACAGGGGGTGCATCTCATAGTCAGGGGGACAAGGAGGACCTTTAGCAGCTCGTGAGTTGGCTC 
AGCCGGTACAGGCCTCTCTAGGCCAAACCTGGCAATGTGAGTTCAATCCCCAGTACCTGGATAGTGGAAAGAGAGCACTGGCCGCACAAGATGT 
CCTCTGACCTCCATCTATGCACAGTGCCAAGCAGTGGACTCGCATACAAAAATTAACTTAAAATGGTTTATCCCCTTTTCCTTAAAGGCCTTTT 
GTCCTTTGATGGCATATACTATTACAGTACACCTTAAAAGTCTGTTGGGTTTTCTGACATGCATCTAACAAGAAAAATCAGGGCAGGAATTACT 
TTTTTGATATGCTCTTTAAATTAAATATGTGCATTAAGCATGAGTGTAACTATGAGGGGTGATTTACACCACTGGAAATACCACCAATTACACC 
AAC ACT C ATCTTTG C C AAATTATC C AACATTGTTG AAT AC AGATTGTAC AAGG AATAC AT CT CCTT ATTTTTGTCATAATAAAAATACTGATTT 
TGTAGACAATAGACCTTTTAGGATAACCCAGATGCCATTTTGATGGCATCTTAAGAAGGTACATCTGTGGGTATCAGAAAAAAAAACAAAAAAA 
AACAAAAAAAAAAACACATATGCCTTGCAAAACACTTTTCTTGGTGGAGGTTTTTTTCTTGAAGGAGTGCATACTATTTTAGGATTTCCTCCTC 
TGGGAATTAAAAAAGGGCTGTGATGGGTAGCAAATAGTCAAAAAAAAAAAAAATTACTTGCTTTTTACCCACAAAACATTCTTGCCTGCAGTTG 
ATCTTAGAGACCCAGTCAGCTGTCTCCATAGGGTACTCTTTCCAGTAAATGTCTAATTCTTGACACCCTCGGCCTCCTTCCAGCCTAAATACTC 
TGAATGTGTGACAAGGTAAATGGAAATATAC C AC C C AGCACTACTGTG CTCT C AATCAAGAGCTGGCTCTAAGTTGGC CTCCTCTGTTACTAGC 
CTGAGGGAAATCAGTTTATCATCGTATTAAAGGTGAGTTTTCACTAGAGTCCCAATGCTCAGATCTTGGGAAAAGGGTGGTTTGTGTAACTAAG 
TTGTTCTATATTCTAAGTATTATCTGCATGTGTTCGCTCTTTGAGACAAGGACTTGGGTAGCTGGAGCTGTCCTGGAATTCTTTTTTTTTTTTT 
TTTTCCCTTGGTTTTTCGAGACAGGGTTTCTCTGTGTAGCCCTGGCTGTCCTGGAACTCACTTTGTAGACCAGGCTGGCCTCGAACTCAGAAAT 
CCGCCTGCCTCTGCCTCCCAAGTGCTGGGACTACAGGCGTGCGCCACCACCGCCCAGCTTGTCCTGGAATTCTTAAGCATCAGCGGATGATCTT 
GAACTCCTGATCTTCCCTGAAGGCACCTCCCAAGTACTGAGATAACAAACGGGGACCACCAAAGGGGCTTTCGATTACGTTTCACCACCGGTGA 
CCACCTTCCCACCTTAGTCTCTCGAACATCGTGCTGCTCTTACTAGAAGTGGCATTTGCATTAGGGAGAACTCGGAATGTGTGTTAGAATCCAG 
AGGGCTCAGG AC AC ACATCCGTGGTTTATAATCACACACT C AC CGGGCACTAAC AC AAG CCCTCTATAAAG CTC AC AAGGTT CC CAAAGCACAG 
CAAGAGGAGGACAATGAGACCCAGAAAGAAAGATCAGGAGAGGGACTTGAGATAGGTCCAGCAGCCCACTCCCCTGTGCCACCCCTTTCTCTTC 
TTGGTCTTTTAGGCCCAATTGCTTCAAGTAGCACAGACACACGGGAGACAATGGGTAAGAAAGAGAGGGGGAAGGAGAGCACATAGCGAACCCA 
TCTATCCTTTGGATATTGTGGAAAACAAACATTTAGAAAGTGAAGTCAATCCCATCCTGTATTCACCATGATCGCCCTATACAGAAATCACACA 
AAGTCTCTTATTGAGGTAATTATGGGCCACTGCCTTAGCGTTCCACAGAAAATACTTGTTTGGCCTACCCAGGATTTATAGGGGAAGTGAAATC 
ATT AAATAACTAGTTAAGCT CTGTTTGG C AAAAAG AGTAAGTAATTACTG AAAAGGGGAGAAAGAAAAAAAAAAAAAAACC CTGC CTTTC ACAA 

GGTACCACTTTCTTAATGGTTTTCAATATCCATTGATTTATTATTGTGGCTCCCCCCACTTACATCTCTAGCTCTAAGAAGGGGCTAAGAAAAG 

AGATTTTGCACCAAAGGCTGATTCTTTATTCCTGGGCTGAAAAGAACTAATAAAAATAATCACTCGGCTTTTAAGCAGAAAGCTTCCATTTACA 

GTATTTCACCCTTACCCCCCCTCCAAGCCCCTTGTTATCTAACATAATGGCTAGAATACATTTCCGTCTCTCCCCTTAATAACTTCATGCATTA 

ACATCCTCTTCACACATGCGCGTGCGTGCGCGCGCGCGCGCGCGCACACACACACACACACACACACAGAGGCAAACGCGCGCGCACCCAGCAA 

AAGGCGGAGGTGGGGGGGAAAGAGGCAGCAGAAATCTCAGCTGTACTTCTAGCCCTTTTAAAAAGTTTGCTCTGTAAATTGGAATGAGGTCAGA 

TTTGGAGCTTCTCATTGCACGCGGAGATTATTATTGCATCGGGTTCCAAGCCAATGGGAAGGACGGGGGAGGGGCTTGGCACGAGGAAGCGTTA 

GTTACAGCGGCTGl^NNNNNlStNNNN^ 

NNNNNNNNNNNNNNTSH^^ 

TACATTTATTCATGCCGGTCTGTTGCATGCAAGCTTCTTGGCTTCCTACCTTGCAACAAAATAATTGCACCAACTCCTCAGCGCCGATTCCGCC 
CACAGAGAGTCCCGGAGCCAGAGTCGCTTTGGCTTTGCACTGCAGGAAAGGGACTTAGGCGCTAGAGACGATGTCGCTTTCCTGAGCTACCGCG 
AGCTCTCGTGAACTGCAATCGACTGCTTCAGGGAAAGGGGTGGGGGAAAGACTTGCCCCGGAGGCGGCGAGAAACTTGCGTTTGGAAGATACTC 
CGGCTACCAACGTTTGGAGAAACTCCTCGCCGCGGCCGACTCCAGCCTCGGTGCCCGCAGGGAGCACTTCAGCGGTGAGGGAGGACGGAGGGCC 
TCGGGGACTCTAGGTTGGCGGCGGGAGGCGGCCGCCCCTGGCCCGCGCGCCGCTCAGGGGACCCTGGTCTCCGCCCCGGGGAGCCCGCAGGGCC 
CGGCGACCGCGCCGCGAGCGTGTGAGCGCGCGTGGGCGCCCGGCAAGCCGGGGCCATGGTACAACAGACCAACAACGCGGAGAACACTGAGGCT 
CTGCTGGCCGGGGAGAGCTCGGACTCGGGCGCCGGCCTGGAGCTGGGCATCGCGTCCTCCCCGACGCCTGGCTCCACCGCGTCGACGGGCGGCA 
AGGCGGACGACCCCAGCTGGTGCAAGACGCCCAGTGGCCACATCAAGCGGCCCATGAACGCCTTTATGGTGTGGTCGCAGATCGAGCGGCGCAA 
GATCATGGAGCAGTCGCCCGACATGCACAACGCCGAGATCTCCAAGCGGCTAGGCAAACGCTGGAAGCTGCTCAAGGACAGCGACAAGATTCCG 
TTCATCCAGGAGGCGGAGCGGCTGCGCCTCAAGCACATGGCTGACTACCCTGACTACAAGTACCGGCCGCGAAAGAAGGTGAAGTCGGGCAACG 
CGGGCGCGGGATCGGCGGCCACAGCCAAGCCAGGGGAGAAGGGCGACAAGGTCGCGGGCAGCAGCGGCCACGCGGGAAGCAGCCACGCGGGGGG 
TGGCGCGGGCGGCAGCTCCAAGCCCGCGCCCAAGAAGAGCTGTGGCCCCAAGGTGGCGGGCAGCTCGGTCGGCAAGCCCCACGCTAAGCTGGTC 
CCGGCGGGCGGCAGCAAGGCGGCTGCATCGTTCTCTCCAGAGCAAGCTGCCCTGCTGCCCCTGGGGGAGCCCACGGCCGTCTACAAGGTGCGGA 
CTCCCAGTGCGGCCACTCCGGCCGCCTCCTCCTCGCCGTCCAGTGCGCTGGCCACCCCAGCCAAACACCCTGCCGACAAGAAAGTGAAGCGCGT 
CTACCTGTTTGGAAGCCTGGGCGCTTCGGCGTCTCCCGTCGGGGGCCTGGGAGCGAGCGCCGACCCCAGTGATCCACTGGGGTTGTACGAAGAT 
GGAGGCCCGGGATGCTCGCCCGATGGCCGGAGTCTGAGCGGCCGCAGCAGCGCAGCATCATCGCCAGCCGCCAGCCGATCGCCCGCTGACCACC 
GCGGCTACGCCAGCCTACGCGCAGCCTCGCCCGCCCCGTCCAGCGCGCCCTCGCACGCGTCCTCCTCGCTCTCCTCGTCCTCTTCCTCCTCCTC 
GGGCTCTTCGTCGTCCGACGACGAGTTCGAAGACGACCTGCTCGACCTGAACCCCAGCTCAAACTTTGAGAGCATGTCCCTGGGCAGTTTCAGC 
TCCTCATCGGCGCTCGATCGGGACCTGGATTTTAACTTCGAACCCGGCTCAGGCTCCCACTTCGAATTCCCGGACTATTGCACGCCCGAGGTGA 
GCGAGATGATCTCGGGAGATTGGCTGGAGTCCAGCATCTCTAACCTGGTCTTCACCTACTGAAGGGAGCGCGGGCCGGGGAGAAGGTGGGCCAA 
GAGGCAGGAGAGGAGAGAGGGAAAAAAGAAAACAAAAAACAAACAAACAAAAAAACAAACAAA 

CAGAAAAAAAATGAGTTAAAAAGAATAGATGGAGAGTAGAAGGAGAAAGGGGAAAAGAAAAGGAAGAAAAAGTGCATAGAGCTGGCCTGGAACA 
CGTCCCGCCGTTGGAGAAGGAGCGCGGGGGCGTTAGTGGACCCGCGCTCCCATCCCCCACTCTCAGGGCTGGGGACTCGAAGGAGGCGGAGAGT 
AGACGGGGGCGACCTTTTTTTGTTGTTGTTATTGATGTTGGTGGTGGCTAAAAAAGCTACTTCGAGTTTCCTCCCCAATTTTGCTTGAAGAGAC 
TCCCCCCCACCCCACCCTTCCAACGAGCTTCCGGACTTGGTTGCACCCCCAGCAAGAAAAGAAGCCAAGCAAAGCTTCTAAAGACCGAAGGAAT 
CTTTCCCTCACCCCCACCCCCTCGCCTTGGTGATTTCTTGTTTGATTTTGCCTCATGGTCAAGAAAGGAGGGGGAAAATCCAGCGTGCCCCATC 
TCCTACCCACCCCCTCTTTGTATTCTCTTTGTATTTTTCCCCTTCTTAAAATTTCTTTTTCTGCAATGAAGACAGAAAGAAGGCTCTGGGGTGA 
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TGCGTTTGGCATTTGTGTTGAGCTTAGGGGAGCATTGGCATGGAGAAACTCCACGCTGGCGAAGTCCCGQGCTGGGCTTTCTCCTCCTCCCCCC 
ACCTTTTTTCCCCTTGTCCTTGCAGGTGGAGATGTGCTGGGAGTAGCAGGCCAGCCTCGGAAATGGACATGGGGACCTCGTGGAAGCCACAGCA 
ACCTGGTTGGGGATGCAGAAGGACCCGGAGCACAGAGGGCGTTGGGGTTCCCGGGCCTCCGCCTGGGGTCTGTGCAAAAATAAAGAATTAAAAA 
AAAAAAAAAAATCAGAGAGGTGAGGCTACCCAGAGCCGGCGGGAGGACAGGAGACTGTGGGATGTGGTCCAGGGGCCGCGGAGTGGTTTGGGGG 
GGAAAAGAGATTTTTTTCTTCTCTTAATGGGAATCGTGATGGTGTTGAGTTATTTCACTGGTGGGGTTAATATAGCATGTTATCCTGTCTATCT 
TTTGAAGATTTCTGTATAAGACTGTTGAGCAGTTTTTAAAATAGTGTAGGATAATATAAAAAGCGGATAGATGGCGCTATGTTTGATTCCTACA 
ACGAACCGATCACCAGCTCCTTTTCATTTTTAACTGTTTAAAAGGATTCAAACGCAACTCAAATCTGTGCTGGACTTTTGAAAAACCACAATTC 
AGGACCAAATTTTTTCTCCGTGTGTGTTTATTCCTTATAGGTGTAATTGAGAAGACCCGTTTATTTTTACCCCCTCACGGACTCTCCATCTTTG 
TATTTTTTTTTCCCTTGTAAATGTAATCAGATGCCATTTTATATGTGGACGTATTTATACTGGCCAAACAGTTTTCTTATTTTGTCCCCCCTTT 
TTTTCCGTTTTCATTTGCTTTCTTGTCTTTTAACCTCGTTTCTTTATCTTCTTTTTTATTTTCTTTCTTTTTCTTCGTTTTTTTTTTTTTCTAG 
TGTTGTTACCCACGCCATTTTACGTCTCCCTTCACTGAAGGGCTAGAGTTTTAACTTTTAATTTTTTATATTTAAATGTAGACTTTTGACACTT 
TTAAAAAACAAAAAATGACAAGAGAGATGAAAAGGTTTGATTATTTTCTCAGTGTATTTTTGTAAAAAATATATAAAGGGGGTGTTAATCGGTG 
TAAATCGCTGTTTGGATTTCCTGATTTTATAATAGGGTGGCTGGTTAATATCTCACACAGTTTGAAAAATCAGCCCCTGGTrTCTCCATGTTTA 
CACTTCAATCTGCAGGCTTCTTAAAGTGACAGTATCCCTTAACCTGCCACCGGTTTCCAGCTTTCAACCCCCTGGTCTTATAAGGGGAGGAGAG 
TTCAGCCCAGCACCATAATGGTTTAAAAAAAAAAATTTTTTTTTTTTAACGAATTGCTGTTCTGTCCAGAGGTTTTTAAAACTGGTGCATTCAC 
AGCAAAAAGGGATTCTGTAGCTTTAACTTGTAAACCACATCTTTTTTGCACTTTTTTTTATAAAGCAAAAACGTGCCGTTTAAACCACTGGATC 
TATCTAAATGCCGATTTGAGTTCGCGACACAATGTACTGCGTTTTCATTCTTGTATTTGACTATTTAATCCTTTCTACTTGTCGCTAAATATAA 
TTGTTTCAGTCCTATGGCATGGTGATAGCATATGTGTTCAGGTTTATAGCTGTTGTGTTTAAAGATTGAAAAAAGTGGAAAACATCTTTGTACA 
TTTAAGTCTGTATTATAATAAGCAAAAAGATTGTGTGTATGTATGTTTAATATAACATGACAGGCACGAGGACGCCTGCCTTTTAAGAGGCAGT 
TCCGTTAAGGGTTTTTGTTTTAAAACTCTTTTTTTTCCTTTCTTTTTTTATTTCTTTTTTTTTAACCATCCATCCTGTGCAATATGCCGTGTAG 
AATATTTGTCTTAAAATTC^GGCCACAAAAAAAAGCAAAAAAAAAAAA^ 

AAAAAAATCATGCCAGCTAATCCTGTCCGTCACTGCCTGTCAGGTTGTTCCTATATACCTTCTGTAAATAACTTTTTTTGAGAAGGAAATAAAA 
TCAGCTGGAACTGAACCCTAAATCTTGACTTTTGTCATCGTTATTCCTGGGATCTCTCCTTTCACTGCAGGCTGCTGCTTTGCTGCTTTGCAGC 
TTCGCGGTGGCATGGAAGCTGGTGCTGATTCAGTTAAGGCATCTTAATGGCAAACCCTAAGTTCCTCTTGGCCAGATTTCGCAGGCCTGACCCC 
GAGTGATGGCATTGGCCACGTGTGTGTCAACCCTCCCTCCGCACGCCAGCCTTCGAGGAATTCTCTGCGTCTACTGTACATCAGCAGGCACCCT 
TTGTCTGGAAATTGCAAAGAGGGGGGAGGGGCAGGCTTCTCTGCTCTCAATCCAGCCGGCAGGCTGAACTTTTTTAAATGTATTTTTTGCTTTT 
GTGTCTCTAAGCCACCATCCCCTTTACACACCAAGATTTGTTTTGCACAGACCAAGAAGAACAAATGAGGCTGTTAAATTATTAGGTCTTCTAG 
GAGAAAAGCCTTCCATAGTTACAAGATGGGAAAACCAAAATCAACTTAGGCTTGCTTTGTTGGGGTGGGGTGGAGGAGTCCCCTTAAATGCAAA 
GGTCAGTAGGGTGTGGTGTAATCCAAGTACTTGAGAGGCAGGCCAGGCTCAAGGATCCTGAGTTTAAGGCCTGAGTGGACTACTTGATTGAAAC 
TCTGTTTCCAGAACTACCAAAGTTACTATGGCCCTAAGCTGTTCATCTTATGCCCCGCCCAACATGGGCGTCACTGTGAGTAAAATATAGCCTA 
CCTGCTCACCACTGGAATGACAGGCCAAGTAGGAGAGTGTAGATTTTTATAGGCACCAGACAGAGCATTAGTGAAGCCTGCATGCAGCTGGACA 
GTAGTCGGTGTTTATTTTAGAGATCAACGGTCTCCATGGGCAAATAGAAGTATCTTCCCTTCCCAAGGCTCATCTTCACAAATGTGTGCTTrCC 
ATGTTTCCTAGTCTTTCCGCCCTGGAGAGAAAGGGTTAACATGCAGCACTTGGAAACAATCCTTTCTGAGGATCGGAGGCAAGGTGCTTGCATC 
CTGGGATCACAACAGAAAGAAGACTTAAGGGCCAGTACCGCAAGCATTTTTGCACAGTAAAAAAGCCATTTGCTAGGGGTTGGCTGTGATCAAC 
TTACACTACATACTTGGATGAAGTATTCAAGGGGGGGAAAAACTGAAAAAGCAATTCCCTCTCTAAATACTGTTCTAATATCATTTTTCCCTGA 
GACCTTGAAACAGTATGGTGTAAATTTTTCTTTTTTAAAAGAGCTTTGGGAAAGAGTTGATATGCTTGTTTAATGGTTGATTATTATGGTGAGG 
ATAATAGAGCATCTTAGGGTCTTGGAGAAGAAAGCCTTTGATAGTTACAAGACGGGGTGGGGGTGGGGATGACTTAGGCTTGCTTTGTTAGATT 
TGGGGTGGGGGTTTGCCCTCAAATGCAAAGGTCAGTAGGGTGTGGTGTAATCGAAACACTTAGAGACATGCCAGGCTAAAGGATTCTGACTTTA 
AGGCCATAGTGGACTACTTGAGACCCTGTTTCC^GAACAACAAAAGACCTTGTTCCTTCCCCCTTCTCCCCCGACCAGACAAAAACATCGAAAT 
CCTACTGTAAATGAATCCTGTATGAATCATTTTTAAGTGATGCATATTTTCAAATAAGTTTGTATTTTTGTAGGCTCTTCTGCTACAGCCTTGT 
TTATTTTCCCCTGACTTTGCATGGGAGGAGCAAGCAGATGCTTTCAAATATTTTCTTTAAGAATCCTAAGGCTCAGGGTGAAAGTGGAGCAGTG 
CACTTAGCTAGCGTGCTAGAGGCCCTGGGTTCTGTTCCCAGGCCCCTGAAAAAAACAAGGAATTCTGGCACATCACCCTTTTCTCTTTAAAGTG 
TTGATACCGCGTGCTTCCTAGCAGGGGCGTGGCAGATGTGAACCAGTGGAACCCTGTATTCAGGAAGGAGACTTACATGCCAGACTGTGCAAGG 
GAAAATAGATATTAGAAAACCACTTCACGGTGACTTTCAGATGGTGTGGCTCAGCAGAAAAGAGTGAGCTCCAGCTAGCTTTTCGCTCTTGTTC 
TTAAGACCCGGCTTCAGGCCGTGTGCTGAGTCAGCAATGTGGATTAGTGACACTTGTCACCATTGTCAGTTCTTAGCTGAATCCCCTGAAGAGC 
CATGAAAATAAATAAATAAATAAATAGGCAGCCTCCAGGCTCCTCTGGTGGGGTGAGTGCCTGCAGGGGCCTCAGGTTACTGCTGACTCTAGTC 
TGAGTAGG TGTCCTAAGGAAAGAACAGAGTTGGAAGGCCAGCAACCACTCGGTTTATCTGCTGT ATAGATGGGAT C AG AGTGCTT C ATC ATAAA 
TCAATCGTTTGGTTGGTTGGTTTTGGGTTTTCCGAGGGAGGGTTTCTCTGTAAGGCCCTGGCCTAGAACTCTCTCAGTAGAGGGGGAGCGCCTT 
GAACGCAAGGATCTTCCCGTCTCTGGAAGTGAGTGCTGAGCCTGAAGATGCGCACCCAACACCACACCCTCTCACCTCGGATCTTAACCCACTG 
ACCTAGAAGGTTTTGGATAGCAGGGCATGGCGGTGCTGTCCATTTAAAAAAGAAAACTTCCAGAAAAATCTAAGACCCCCC^^TCTGTTAGAT 

TTTTTAAAGATTTATTTATTTATTATATGTAAGTACACTGTAGCTGTCTTCAGACACACCAGAAGAGGGAGTCAGATCTTGTTAGGGATGGTTG 
TGAGCCACCATGTGGTTGCTGGGATTTGAACTCTGGACCTTCGGAAGAGCAGTCGGGTGCTCTTACCTGCTGAGCCATCTCACCAGCCCTTGAG 
TTGTTTTTAAGATTGATTTTATGGAAGTGTTTGCGAGTGGTGTGCACATGTGCATACAAGGAGCCTCACAACAGCAAGGTGTCCTGTTGCCTGG 
AGCTGCAGTCACAGGCAGGTGAGCCACCTAACTCCATACCAGGAACTAAGTTCAGGTTCTCTGGAAGAACGGGAAGTAGTATCAACTGCCAGAG 
CCTGTCCAGCTTTCCTGTTGATTGTGGTTCACAGCCCTGGCCCCAGGACTATAAATACACCTCTGGCTTCTGATCTCTTGTGTTT C C CC CACAC 
ACACACACACAGACCCCACCCCCGGCCTCTCTGATTCATCCTAGAAAACAACCTGAAAATCCATGTCGGTTTTTTTTTTTCACCCTGCCCACCA 
TTTGAAAGCTGGGGTGGGCAGCTTGTCTGCATTTTCACCCCACCCACCATTTGGAAGCTGAGTTGGGCAGATGGGGGCTAGGGGTGTGTGTGAG 
CATCTTTTGATATCTGCATGGTGTTTCAGACCACACTAACCATCATTATTATCCTTTGTCCAGGGTGAGGTACTCGGTTCTCGTGCAGCTTGTC 
AAGACTCTGCACAAAATGGTGGTGGCTCTCCTCCTCCAATCTCCACCACCCACCACTGCAGCACGAAGCCTTTCCTGGGGAAGCTCTCCGGATG 
GTGGAGCCCAGGAGGCAGAGGCAGGAGGGTCTCTGTGAGTTCACAACCAGTCTGCATAATGAGTTCCAGAACAGCTCAGACTACATAGAACAGG 
ATTAACCCTTTAATGCCTGTTTCTGCACACTTACTTTGTAGTGAGTTCTTGCATAAAACCTGTTCTTCAAGCTTCCAAAATATATTCATTTCCC 
AAAATATTTGCATTTTGTGCTATCTTTGGCAAGCAGCGTTGAATTTAGTCAAAATAATCCATGTGTGAATACTGGCTCTGAGCTAGGCTGGCTG 
GAGCACGGTGGTCAAGTTTGTTAGTCCCTTGGAGCCTCCGTTCTAAATCGTTCCATAGAAGGCCACCTGACTGAGAAAGCTGTTGTGAGAATTG 
AGTGTGACCCCATATGTGGAACACATGCAGCAATGCCTGGCAGCAATCTGTGCTCATTAGGTACCAGCCCTTCACCTTGTGCGGCTGATTATAA 
AAAGGTAAAGGTTGTGCAAGCCAACCACAGTGCCAG CCACT CAGAAAT C AGAC AG CACTAAATAACAATAAATATGCTGTCTGCTTCTC AAATC 
CTTAATATTAGTATGAATTGAGGAGAAGGCTAGAGCTGGAGCCCAGTGGGTAAGTGCTCGTGAAGCACACATGAGGCCATGAGGCCCTGGATTG 
GCCTCCCAGTATCAATCACAATAAGACAGACCTGGTGAAGCCATGCCAGTACTGGGGAAGATAGCTCAAGGCTATCTTTGGTTAAATAGTAGG'r 
CTGGGGGCAGCCTGGACTTTGTGAGCTCTTGTCTGAAAACAAAAAGAATGGTTTGGGAGCGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGT 
GTGTGTGTATTATTGGGAATTGAACCTTGAGTCTGGGACATGCTAGGTTCTCTTCCATGGATCTAAGTCCCAGCCAGAATTCTTTTTATTTTTT 
TAATATATTTTTAAATTATTG CTAGTG AATTTCATGCAAGTATAC AATG C AGGTTTTGATCAAATC CAT CCT CTAC ACTCC C CC CG CCCCCCGC 
CCCCTAGCCAGGACTCTTTAAAAGAGCAGAACCAGACCACAGTCTTAAGTTCTCCATATATTCTCAGTGCAAACCAAAGTGAAAATGACTACCC 
TCACAGTGTGTrAGCATGATCTCAATAAGTATACAGGCAAAAGATTGATACCACCCTTTTTACAAGGAGATGTGGCGATGATTCAGTAGTAAAC 
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CTGAGATCATAGAATCAGAAGGGGAAGAAGGGTGGGGCTGTGGCTCAGTGGTAGGATTCTTGCCCTAACATGTATC3AGACCCTGGGTTGGAGCC 
CCAGCACTCAACTGCATTAATTAGGAAAGAAGAGGAAGGGGGGCCTGGAATCTTATTTCCTGAGCCCAAGAATGAACTTAGATCCAGTGTCTCT 
CCAAGTGTGGTGGCACATCATTCAGAAGACAAAAACAGGAGGATTGGTTGGCGACCAAGTTTAAGGCCAGGCTGGCCTACAAAGTGTATTCCGG 
GATAGTTAGAACTGTTACATAATGAGACTCTCTGTCTCTAGAAAACAAAAGCAAGCCAGGAGCTGGTGGGCCGTGCATGCCTTTCATCCCTGCA 
CTTAGGAAG CAGAG ACAGGTAAATCT CTGAGTTC C AAGCC AGC CTGGTTTCC AGAGTG AGTG CTAGACCAGC CAAGGCTACAC AGAG AAACGCT 
GTCTTGAAAAACAAAACAAAACAAAACAAAAAAGAAAGAAAAAAAAAGAGAGAGAGAAAAAGGAAGGAA^ 

AATT AAAAC AACAAC AACAAC AAAAACAATCAGAATAGGTGTCCC CGTTTGAG AACTAG AG AAG CATAGGTGGG AGG CCTTG AGT CTTTGGTAA 
GGATTGGCCATCACCTCAACCCTCCACATCCTTCCTTCAGCTCTGATCGATTTCTCCAAGGCTGTCTTGTACATCTCAGTTTGAAGTGCAAGCT 
TAAGTAATTTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGAATACATATTAGTTGAACAAATGTGTGTTAAAATATGAATGCA 
GGGTCTTCATTTCAGGAGTCAGCAAGGCAGAAGAAATGATCTAGCTATCAGTAGTGGATGTTCTGCTCTGTCATTCAAAAGGTGGGGTGGGTGA 
CCACGCTGCTGGTTATTCAGAATGCCTTCACACAGAGGCTCTAGGCTACCCATCCTATCCTAATGAGATTGGCCGTTGCTACAGTTAACTTGAA 
GGGTTTTATGGTTTCCTGCATGTGTTGTTTTCCTGCTTAATGTTAAAAAGAAGAAGAAGAAAAAGCTCACGTCACTAAACTGAATTTCCCAGGG 
GGCTTTTGTATCTTCTGCAGTCTGGCTTATGCCTTGGTTATGATGAGATACCTCTATGTGTGGATATCTGTAGATACAGGTGATAACAAAGTTA 
GCCCATTTTCTTTGCTTCTGAGAGTTTCCATTCAAGACAGTTGGTTTAAATGGAGTCCTGCCAACATGCCAGGCACAAGTCAAGTCGTGGCATG 
AGCTTTGCAGCCAGAGCCTTTCCTTCAACCTGCAGACTTTGTGGTAAAGGCCAAAGTTACAACTGATTTATACACCACCTTGCTTTGAACCGCC 
CCTAAGACACTCCAGTGACAAGACATCGACATCTGATTGGAAGGTTTTGGATTTTATTTTTAATGACTTGGAGAGAAGGAACAAATGAAGTATA 
ATTTACTCAGCCCTCTTGCTTCTTTAGTTATTTTCAATACAATTATTTCTCTATTTCCTGCTCCAGGGTGGAGTTTGGAGGGAGGGAGGAAGGG 
AAGGAGAGAGGGAGGAAGAGAGGGAAATGGAAGCCCTGTCTGTCAACTTTAGCAGGCTCATTCTGTAGTGAATGCACAGTATGTGGTGGTGGCA 
TCCAAGTTAAGGAGCAGGCAATTGCTTTTCTAAGAGCCAAGCAGCCTGTGCCGGCTTAAAGGATCAATTAAGTCCTGTTGTCTGTGTGGTTAAT 
TGTCACCTTCTTACCAGTGGCTGTCCTAACTCCCTCAGCTCTGGCACCTAAAACCTGTGAAAATAGTTTCCTGCAACTCTTCGTCCTCCCTCCC 
ACGCCTCTCACTTTCTCACCCCCCTTTCCCACACTCCCTATGTGGGCCTTTTATCTCTCCTGTTTGCCATTCCCCGGAGAAGGCAGACTTTGAA 
TAATTTATCTAAAGTTCCTGGGAAGTTGTGGGGCTGTAGTCTCAAAACACACAGCACTTTGTTCCTCCGCCAGATAGAAAGGCCAGAAGTCTGT 
CTTTGACCTAGCCCCTCCTCAGTG AATCCAGGAAATGAAGTAGGTTACTAAAGCCATGGAAAGT CCT CTGTGTTT CTCAAATAGTTTAGC CAGA 
GTATTCCCAAATCGTTTCTTTTAAGGTATTGGGGGGGGGGGGGGTCAAGGTACAATCCGAACACTCAGGATATGGAGGTAGAAGGGTTGAGTTC 

TTTTTTTGGTTTTTCGAGACAGGGTTTCTCTGTATAGCTCTGGCTGTCCTGGACCTCACTTTTGTAGACCAGGCTGGCCTCGAAC 
GGCCTGCCTCTGGCTCCCGAGTGCTGGGATTAAAGGCGTGCGCCACCACGCCCGGCAACACTTTGTCTTAAAATGATGA 

MOUSE SEQUENCE - mRNA 

AGAGCAGCAGAGTGAGGGGAAGAGGGCCGTCTCCCTCCCGGTTTCCAGTTCTTGCACGCTGTTTCTTAGAGAGTCTGCAGTGGGGGAACTCTGC 
CGGTAACCAGCTCCCCTTCTTGCAGGAGGGAGGGAGAAACATACATTTATTCATGCCGGTCTGTTGCATGCAAGCTTCTTGGCTTCCTACCTTG 
CAACAAAATAATTGCACCAACTCCTCAGCGCCGATTGCGCCCACAGAGAGTCCCGGAGCCAGAGTCGCTTTGGCTTTGCACTGCAGGAAAGGGA 
CTTAGGCGCTAGAGACGATGTCGCTTTCCTGAGCTACCGGGAGCTCTCGTGAACTGCAATCGACTGCTTCAGGGAAAGGGGTGGGGGAAAGACT 
TGCCCCGGAGGCGGCGAGAAACTTGCGTTTGGAAGATACTCCGGCTACCAACGTTTGGAGAAACTCCTCGCCGCGGCCGACTCCAGCCTCGGTG 
CCCGCAGGAGCACTTCAGCGGTGAGGGAGGACGGAGGGCCTCGGGGACTCTAGGTTGGCGGCGGGAGGCGGCCGCCCTGGCCCGCGCGCCGCTC 
AGGGGACCCTGGTCTCCGCCCCGGGGAGCCCGCAGGCCCGGCGACCGCGCCGCGAGCGTGTGAGCGCGCGTGGGCGCCGGCAAGCCGGGGCCAT 
GGTACAACAGACCAACAACGCGGAGAACACTGAGGCTCTGCTGGCCGGGGAGAGCTCGGACTCGGGCGCCGGCCTGGAGCTGGGCATCGCGTCC 
TCCCCGACGCCTGGCTCCACCGCGTCGACGGGGGGCAAGGCGGACGACCCCAGCTGGTGCAAGACGCCCAGTGGCCACATCAAGCGGCCCATGA 
ACG C CTTTATGGTGTGGTCGC AGATCGAG CGGCGCAAG AT C ATGG AG CAGT CG CCCGACATG CACAACG CCGAGATCTCCAAGCGG CTAGGCAA 
ACGCTGGAAGCTGCTCAAGGACAGCGACAAGATTCCGTTCATCCAGGAGGCGGAGCGCCTGCGCCTCAAGCACATGGCTGACTACCCTGACTAC 
AAGTACCGGCCGCGAAAGAAGGTGAAGTCGGGCAACGCGGGCGCGGGATCGGCGGCCACAGCCAAGCCAGGGGAGAAGGGCGACAAGGTCGCGG 
GCAGCAGCGGCCACGCGGGAAGCAGCCACGCGGGGGGTGGCGCGGGCGGCACGTCCAAGCCCACTCCCAAGAAGAGCTGTGGCCCCAAGGTGGC 
GGGCAGCTCGGTCGGCAAGCCCCACGCTAAGCTGGTGCCGGCGGGCGGCAGCAAGGCGGCTGCATCGTTCTCTGCAGAGCAAGCTGCCGTGCTG 
CCCCTGGGGGAGGCCACGGCCGTCTACAAGGTGCGGACTCCCCAGCTGGCCACTCCGGCCGCCTCCrCCTCGCCGTCCAGTGCGCTGGCCACCC 
CAGCCAAACACCCTGCCGACAAGAAAGTGAAGCACGTCTACCTGTTTGGAAGCCTGGGCGCTTCGGCGTCTCCCGTCGGGGGCCTGGGTGCGTG 
CGCCGACCCCAGTGATCCACTGGGGTTGTACGAAGATGGAGGCCCGGGATGCTCGCCCGATGGCCGGAGTCTGAGCGGCCGCAGCAGCGCAGCA 
.TCATCGCCAGCCGCCAGCCGATCGCCCGCTGACCACCGCGGCTACGGCAGCCTACGCGCAGCCTCGCCCGCCCCGTCCAGCGCGCCCTCGCACG 
CGTCCTCCTCGCTCTCCTCGTCGTCTTCCTCCTCCTCGGGCTCTTGGTCGTCCGACGACGAGTTCGAAGACGACCTGCTCGACCTGAACCCCAG 
CTCAAACTTTGAGAGCATGTCCCTGGGCAGTTTCAGCTCCTCATCGGCGCTCGATCGGGACCTGGATTTTAACTTCGAACCCGGCTCAGGCTCC 
CACTTCGAATTCCCGGACTATTGCACGCCCGAGGTGAGCGAGATGATCTCGGGAGATTGGCTGGAGTCCAGCATCTCTAACCTGGTCTTCACCT 
ACTGAAGGGAGCGCGGGCCGGGGAGAAGGTGGGCCAAGAGGCAGGAGAGGAGAGAGGGAAAAAAGAAACAAAAAACAAACAAAAAAAAAAAAAG 
A 

MOUSE SEQUENCE - CODING 

ATGGTACAACAGACCAACAACGCGGAGAACACTGAGGCTCTGCTGGCCGGGGAGAGCTCGGACTCGGGCGCCGGCCTGGAGGTGGGCATCGCGT 
GCTCCCCGACGCCTGGCTCCACCGCGTCGACGGGCGGCAAGGCGGACGACCCCAGCTGGTGCAAGACGCCCAGTGGCCACATCAAGCGGCCCAT 
GAACGCCTTTATGGTGTGGTCGCAGATCGAGCGGCGCAAGATCATGGAGCAGTGGCCCGACATGCACAACGCCGAGATCTCCAAGCGGCTAGGC 
AAACGCTGGAAGCTGCTCAAGGACAGCGACAAGATTCCGTTCATCCAGGAGGCGGAGCGCCTGCGCCTCAAGCACATGGCTGACTACCCTGACT 
ACAAGTACCGGCCGCGAAAGAAGGTGAAGTCGGGCAACGCGGGCGCGGGATCGGCGGCCACAGCCAAGCCAGGGGAGAAGGGCGACAAGGTCGC 
GGGCAGCAGCGGCCACGCGGGAAGCAGCCACGCGGGGGGTGGCGCGGGCGGCACGTCCAAGCCCACTCCCAAGAAGAGCTGTGGCCCCAAGGTG 
GCGGGCAGCTCGGTCGGCAAGCCCCACGCTAAGCTGGTCCCGGCGGGCGGCAGCAAGGCGGCTGCATCGTTCTCTCCAGAGCAAGCTGCCCTGC 
TGCCCCTGGGGGAGCCCACGGCCGTCTACAAGGTGCGGACTCCCCAGCTGGCCACTCCGGCCGCCTCCTCCTCGCCGTCCAGTGCGCTGGCCAC 
CCCAGCCAAACAGCCTGCCGACAAGAAAGTGAAGCACGTCTACCTGTTTGGAAGCCTGGGCGCTTCGGCGTCTCCCGTCGGGGGCCTGGGTGCG 
TGCGCCGACCCCAGTGATCCACTGGGGTTGTACGAAGATGGAGGCCCGGGATGCTCGGCCGATGGCCGGAGTCTGAGCGGGCGCAGCAGCGCAG 
CATCATCGCCAGCCGCCAGCCGATCGCCCGCTGACCACCGCGGCTACGCCAGCCTACGCGCAGCCTCGGCCGCCCGGTCCAGCGCGCCCTCGCA 
CGCGTCCTCCTCGCTCTCCTCGTCCTCTTCCTCCTCCTCGGGCTCTTCGTCGTCCGAGGACGAGTTCGAAGACGACCTGCTGGACGTGAACCCC 
AGCTCAAACTTTGAGAGCATGTCCCTGGGCAGTTTCAGCTCCTCATCGGCGCTCGATCGGGACCTGGATTTTAACTTCGAACCCGGCTCAGGCT 
CCCAGTTCGAATTCCCGGACTATTGCACGCCCGAGGTGAGCGAGATGATCrCGGGAGATTGGCTGGAGTCCAGCATCTCTAACCTGGTCTTCAC 
CTACTGA 

HUMAN SEQUENCE - GENOMIC 

TATGAAGTTTCCTCTTAGCACTGCTTTTGCTGTTATCTCAGAGGTTTTAATAGATTGTATTACTATTGTCATTCAGTTAGAAGAATTTTTTAAT 
TTCCATCrTGATTTTATTTTTGACCCAGTGATCATTCAGCAGCAGGTTACTTAATTTCCATGTATTTGCATGGCTTTGAAGGTTCCTTTCGGAG 
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TTGATTTCTAGTTTTATTCCACTGTGGTCTGAGAGAGTGCTTGATATAATTTCAATTTTCTTAAATTTATTGAGGCTTGTTTTGTGGCCTATCA 
TATGATCTATCTTAGAGAAAGTTCCATGCACTGATGAATAGAATGAATATTCTGCTGTTGTTGGGTAGAATGTTCTGTAAATATCTGTTAAGTC 
CGTTTGTTTCAGGGTATAGTTTAAATCCAGTGTTTCCTTGTTGACTTTCTGTCTTGATGACCTGTCTAGTGCTGTCAGTGGAGTACTGAAGTTC 
CCCAGTATTCTCGTGTTACTTTCTATCTCATTTCTTAGGCCTACTAGTAATTATTTTATAATTTGGGAGTTCAAGTTAGGTGCATATATATATA 
GAATTGTGATATTTTCTTGTTGGACAAGGTCTTTTATCATTATATAATGTCCCTCATTGTCTTTTTAAACTGCTGTTGTTTTAAAATTTGTTTT 
GGCCGGGCACAGTGGCTCATGCCTGTAATCCCAGCACTTTGGGAGGCCAACACAGGTAAATCACCTGAGGTCAGGAGTTCAAGACCAGCCTGGC 
CAACATGGGGAAACCCCGTCTCTACTAAAAATACAAAAATTAGCTAGGTGTGGTGGCAGATGTCTGTAATGCCAGCTACTGGGGAGGCTAAAGC 
AGGAGAATCACTTGAACTTGGGAGGCGGAGGTTGCAGTGAGCTGAGTTCACACCATTGTACTCCAGCCTGGGCGATAGGAGTGAAAGTCTGTCT 
CGAAAAATAATAATAAACAAAAAAATAAACTTTGTTTTACCTGATATAAGAATAGATACTCCGCCGCTGGGCGCAGTGGCTTACGCCTGTAATC 
GCAGCACTTTGGGAGGTCAAGGCAGGTGAATCACCTGAGGTCAGAAGTTCAAGAGCCAGCCTGGCCAACATGGTGAAGCCCCGTCTCTACTAAA 
AATACAAAAATTAGTCGGGCGTGGTGGTGGGTGCCTGTAACCCCCGCTACTCGGGAGGCTAAGGCAGGAGAATCGCTTGAACCCGCGAGGTGGA 
GGTTGC AGTG AGC C AAG AT C ATG CCACTG C ACTCC AG C CTGG ACGACAG AGTG AG ACTCC AT CT CAAAAAAAAT AAAATAAAAAAAAAAAG AAT 
AGGTACTCCTGCTCGCTTTTGGTGTCTATTTGCATAGAATGTCTTTTTCCATGGGGTTATTCAATTTTAGCTAACTCCCATATACACTATGGGC 
ATTGG TGAAAATACTGACTG AATTTTTAATAAAGATCTAG AGT C ATTAAGAAAAAGTTACCTT CCTG CATG AACTTAT ATTTTGG C ATCTATC A 
AATGGCATTGTAATTAATACAACTCTGACCTCTATTACTGCATAACAAACTACCCAAAGCATAGTGATTTAACGCAACTTATTAGTTCTCATAA 
TTCTGTGGGGTGTCAATCTGAGTGATTCTTCTGTTGTACCCATCTGGAATCGCTCCTGTGGCTGCAGTCATCTGACAAACCAACCAAAACTGGA 
GAGTCCAAGATGGCCTCAGTCACATGCCTGGGATGGTGGCCTTGGAGGGGCACCTTGGTTTTCCCTATGGGGCCTTCAATCCTCGAGTAAGATC 
AGCTGCTGAAGGTAGTTCACAACATGATGTTTTCATGGTCTCAGTGGAGTAGGTTCACAACACGACGGTTTCAATGGACAAACCCCAGTACATG 
GGCACTTGTGAAGTCTGTTTGTCTCATGCTTGCTAATGCCCCATTTGCCAAAGCAACTCAGTGACCAAATCCAGAATCAGAGAGAAAAAGGTCC 
AC AT AAAAG C ACACGTACT AGG AGGACG ATTT ATTAC AAG AATCTACC AC AT CC ACTGTAAATTTAAG AACTC AGAAT AC AAGT AG CATCCTCA 
TTATTTAGCGTTTGCCTGCCACCCATAGTGCATAATTCACACCTAGGCAGTAGTACTCCTAGGGAGAATTTTTAAATTTTTGGACAACATTTTG 
GGTGTTCTAGTGAAATACAGCCCTACCATGCATATTTGAAATGTATATTATCTTATTATAAATTACCTACTGTGTATTTCTCCTTTAACATTGT 
AGTTTGAACATTATGGTTTCTTTTTTAATTTTGTGCATAGTAAGTTACGTAATCCACAGATTTTATTTCAGGAGAGTAAAGTTATATTACAAAA 
TATTTGTTACAATAAGGCAGCGGTTTGGGTCTGATATTTTTGAAATTAATGAGTTAAGTTTGAGTGTTTTAAGTACTAGCCTTCAGTTATTTTT 
GAATCGTGATAGCCAGATAAAGTGTCACTAAATTATTTTTTTAACTTGGAATGTGGGACAGGAAGGATGGAGTTTCATGCTTCAGGAAGCAGTG 
AAAAATCACAAAACCTCTGTACTGCTAGACCCAACACTTTTCCAGATCCCCAAACTATCTCTATCACCCTCCTTTCATGGCAAATTTGCATATG 
CATTATTGTCAGAATTTTGAACTTATTTTACAACCATATACACAGAATTCTTTTCTAGCTTGCTGCTTAACTGAACAGATGGTGCAGTTTCCCA 
GCCCAGCAGCTGGAGGGGACCGAGGATGCGCTCGGCACACAGTAGGAGCACCATAAACGTTGATTGACTGAGTTCATTGAGGCGGTTGACGCCA 
GGCCATCCACTCCCACGCGGTACTCTTATCTTTCTCCAGGCCCACACCCCTGGCCCGAGAGGCGGTAGCTGGGAGCAGATGGCGAGTCCCGGGT 
GCCAGGTGTACTGCACTCCAGGCGCGGTCTGGGGCACTGGGTTCTACGGTCCCTGCCCCACCCCTCCCATCCCTATGAGTTCCCCCAAAGCTGT 
CTGCGCCAAGTGTGACGTCTGACTACGGCGGGAACATGGGAGGGGAAGGGCTGGAAGAAAGGAGATCGGTTGCCTGGCGAGGGGGCCCGTGCGT 
CCTACAGTCGCTACCCGCCACGCACGCGTCCCTCTCCTCCTGACCCGCGTCACTTAGCAGCCAATGCGGTCTCCGTGCCTTCCCACTTCCCCGC 
AATCAAGCGCCTTTCTTCCTCCGCCTCCCCTCTTTCTGTTATCTGACATTTTGCTCTGCTTCCCTCTGCCCACTCCCCAGCGGGATTCCCTCCC 
TGGCAGACGCGCGCGCCCCAGCCCGCCCTCGCACAACCTCCAATAGCAGGTCAACTGGCTTGTAACGCTGGCTTAGGGTTGCTCTTGAAGTGTT 
TTTCCAAAAGCGAAATCACCCGCTTTCCCCCACGGGGCTAAAACTGTAATTGCAACAACGGGCTGTTGCGTTGGGGGTGGGAAGCCCGTCGGGC 
GTGCCCCACCTAGACCGCCTGCTGGGGCCACTGGGGTGGTTTTGCCGCCCCCTCAACCCCTGCCACCCCGGGTCGAGTAGGCAGCTCCACCCGG 
ACGCTTGCGCCAGGGCCTGACTGCCGCGGCTGCCAGCGGAAAGGCAGAGACCAGCTGATCCAAGGAGGACAAAGCGAGCCGAGACCTTCCGCAG 
AGCTTGGCTTCCTCGTAACTGCGCCCAGGGCGCAGCCTCTCCCTGTTAACTACCTGCCATATGTTCCCTTCTCTCAGACCCGAAACCGCCTCCT 
ACAGGTGCTGGGGACTGAATCTGGAGCTTCGGGCGCGGCCCTTGACAAGGGCGCCTGGCACCCTGGGGCGCCTCCGTGGCCCTCGCAAACTCAG 
AGAGCCCCCACCGTCCAGTCTTTCCTGCACGAGCGAGGGATCGAGGGAAGGCGCCAATGCACGTCTGTCCCTCCGTGATCCGCGCAGAAGGGAC 
GCTTGAAGACTGGGGTGCAATGAATTGTCGACTTCCCTCAGCTCTCAGCCCTTTTCCTCCCCCCGCGCGCCGTGCACGCGCAGCCTGCTCTGCC 
CTTCTGAAAGAGACGCTGCAGCTGCGCTCTCAATGGGGCCTCAGCCTGCGGGGTCCGGGGAGGGGATGAAGTGGGTGGTTGCCCAGCCGGTGTA 
CGAAGGTCGTGTGCCTGCCGAAGAGTGGGTCCCACACGCACAGCGCGCGCCGTACCAACCAAGCAAGGCTCACAGAGAGCATTTAGTCGTCCAG 
AGCAAAGGATGCTGGGCACTCAAGAGAGCAGGGGGCCAAGTGGCTGTCAGTTCTGGTCAGTGACGGAACTGGACAGCATCTCCAAGGGCCAGGG 
GATGGGGTAGGAGGACGGAGGAGCCAAGCTCCTGGGAAACGACCCCCCCAACCTATCCGCGACCGGTTGCAAATTCAAAGGAGGGCTGGGAGCC 
CGCGAGGGTGCGGGAGGTGTCCTCGCTTGGGCTGCGTCTGCGCCCGCGTTTGTGTGTGTGTGCGCGCGCGTGTCTTCAGCTCCTTCCCCGGTCG 
TAAAACCTAAACGGAAGACGGGTGTTAAAATGCTGCTGACAGGATCGCCTGAAACATGTTTACAGTAGGAAGGACTTTCCTCCAGAAAGCACAG 
TCTGAGTCGATTCCAATTTATTTCCTCCCTGTAACTGTAAGCGAAAGGAGAGGTTCGGCTGCCGCGGCGGAGCGAGGCTGAGCACCATTAATCC 
TTGGCGAGCTTAAGCCAGGGAGAGCGCCGTGCCTGCGAGACCGAGTCGCTGCGCTCCGGAAGGCGTTCTGCCTGAAGGAAACCTCTTTTTTTTT 

GG AGAAACTG C ATTC ACTTTAG C AAG AAG AC AGGG AAACTG AAATTG AT AATC C CC CG AGTTGGGTT ACCTG ATCCAG ACAGG AAGCTGGTCTA 
GGCTTCCCCCGTCACCCGGAGCTCCTGACAAGTGAGCAGGAGGCGGCGGGTGGTTGCCCTAAACTTTGATTTATGAAAAAAAATCAGAATTCAT 
CGACATACCCTGTTACTCGTTGAGCGTTTAAGCCTCTAACTAAAGAAGGTACAGTGGTAGGGAGTGGTAGGGGGGTCGGGAGAGGAGGAAGGGG 
GAG AAGAAAGAAG ACTGACTATCCCCACG ATTTCCTACCTCGCCTCGCGGGCGCAGGGAGGCT CAGCGATGC CAC CTGG CGG CTGCTTCTCCCC 
AGATTGGGAGCCGGCTGGCTGCAGACAAACCCAGGCTCTCCCCGGGTGCCGTGCCTCTGCCTCTAGAATAGAAGCAGAAGCCTGTATTCATGCT 
TGCAATCCAAGTGGCCCTGCAAACATTCGTCTTCTGCTTGTTTTCTTGAGAAAATCGAAGGAAAGGAATAATGAGTTGGCATTGGCATGAACAG 
CTTAAGCCTACTGTGTGCTAGTCACTGGTTATGAGAGGAAAATGGTACAATTGTTAGAAATGCAGGTTTCTTAACTCTTAGCTTATTCTAGTGA 
TAAAAATAAATGCTAGGTTTCATTTACCCCAGAATCCTATTTTGATATTTTGCAAATATGAGTTATTTCCATATATTATTTTTCAATGCACGCA 
CCCCCACCCCCATTACGCGCTGAGCCCAGTTACAATGCAATGTCATCAGCCCAAAAGGATGAAGTGCAAGTTATGTTTGTCTACTTGACTGAGA 
AGTAAATCAGCCTCACATGGAGGCTTCTTTTCCATAAAGTGTGGAACCAAAAAAACTGGCGCCTTTCAGTTGACAAAGGCCAATGACATCAGAT 
TTCCCAGGGCTTCTTCCTTGTCAGGTAAAGTAACAACTACACAGTTTTTCCTCCTCTTTATTTTATTTGAACTGAATACTTGTCAGGTCTGACT 
AGCGCCTACAATCATAGTTTCTATAACCAAGGCAAGGCAAAATCTTGCAAATCAGTGCAAATCCAGATTTGTTAAACTAATTTCCATTCAGGTC 
CCT CC CT C CATG C C AAAGG AAT AT ATTAAGC AGTGG AAT AG AATCTTATTT C ATCT ATGCCCC ATACCATTGTATGGATGTG AGATTTTATGTT 
GTGTAGATGTGTGAGAGCAGAAGAAATGC ATTAG CAG ATATT ACACTT AC AT CT C AAATGG AATTC C ATC ATTTAAGGGAAT AAAATAAAAT AC 
CTAATTCAAAATTGGAAATGTCTAACATCIATTGCTAACAAAGACAGTTTATTATTCTAAACCAGGATTTTTTTTTTCTGCAAAATTATCTTGGC 
TTTCTCTTAATACAG CTAAAAGACTAGCATTAAGAATTACTTCATGTACTGCAAAG CCAG CAGAGGGAAC ACTGCGTACTGATTT AGTAGGGG C 
CAC C AAATATCTGGTATTTG GGG AAAAAAATGT C AGTAATGG AGAACTG ATTAC AG AG C ATATG AAGTTAGGG AATG AG AAGGGAGAAATCTTT 
TCTCATTATTTGGTATTGAGAGGTCCAACACATTCCAGTGTGCACACACTTAGTTGGTCACAAAGATGACTTTAATAAAAGGGCATTCGTCATA 
TGTTTTCTTACATTCTAAGAGAACTAACCCATTAGAACAGATCTATTTCAGAAGTCTAGGCACTTGTGTAATATATAAATATATATGCAGTAAT 
TATAAAGTCAATGG AAGTTACTG ATAC CAT ATTTC ATC AAGT CTAAG AGG AAATTTTTCTTTT CATTTCAACTCTTCCTG AAATAAGGAGGCAT 
CCTACATCTAGGGGGATATCACAGTTTCATTGGCAGCTTTCTTCCTTGGTGGAATGTAATATAATGGTGTGTCTTAAAATTTGTTGGATTTGTT 
GAAATACAGAAAATACATGTAAC AAAAG AATG AGG CCAGTGGCTGTGTTTTAGTAC AC CCTTTAAAAAATCCATGTGTTTTAAGCAGAAAC ATA 
TATGACTGCTTTAACTTCCACTCTTCCCTATCATATTCGATGATGGAAGCATAAATGACTGAGAAATATAATCAATAATGTTGATACTCAACTT 
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GACTGAATTATCAAACTAGCTACACCCTCAAATCATTAGTTAGTACAAATTCAAAAATA^ 

TATAGATAATAGCCCTCTTAAAATAATTTTTTTTTGTCAGATTGGTAACATTTAAGGATGTGTTTCTATGCACACCAGAGAAAATGTAGTATAT 
AACACAGCAACACTGTTATGCAAAAAAGGTGCCTGTGTGTTTTTGGTTTGGGTTTTTCTTTTTTTAAGGATTTGTTTCTCCTTTTTTAAAAAAA 
TTATGTAATACAAGTAGCTAATCGTCAAAAATTATTTGCTTTTACCCACAAAAACAGTTTTGCTTGTGGTTGATCCTTACAGATCCAGTCAGAT 
GGCTACATAGGGTGTTCTTTCCAGTAAAATTCTAAGTCTGACAACCTGGGCCTATTGCCAGCCTACATACTTTAAAAGTTTGACAAGATACATA 
GAAATTTACTACCCAGCACTAGTTTAATCTGAATCAAAAGCCGACTTAATTATTTTGGATTGACTTTACCTAACCACrTATGGTTAGCCTGAAG 
AATATTAGTTTCCTATTATAGTGTTAAGGAAAGCTGATTTTTACTACAATTCTAATTTTCAGACACTGGAAAACAAGTAATTTCTGTAGCCAAC 
GTTTATTTTGAATACCTTGGCATCCTTTCTTTGCCACATTCTTCTTAGTATTCTTCATGGAGTTCCTTTCTTTTAAAATCAATGGAATGGCAGG 
GTTGCCACTATTGTCCTTCTATGGTTCACATCAATGATCTGTGATTACTTTTTTTTTTTTTTTGAGATAGTCACACGCTATCACCCACAGTGGA 
GTGCAGTGGCTCAATCTTAGCTCACTGCAACCTCCTGGGTTCAAGCAATTCTGCCGCCTTAGCTTCTCGAGTAGCTGGAATTACAGGCGCATGC 
ATCCCTG CCCAGCTAATTTTTTAATTTTTTAATTTTTAGTAGAG ACAGGGTTTCACCATGTTGACCAGGCTGGTCTCGAACTCCTGA C CTGAAG 
TGATGCACCCACCTTAGCCTCCCAAAGTGCTGGGATTACAGGCGTGAGCCACCGCGTCCTGCCTGTTATTACTTTTTTACATAAGTGGCTATTC 
TGTTTTAGC CT CTTG AAC AAC ATG C AGCTTTTACTAGGAGTGTGT CTGG CATTTGAATTAG AAAGG AAGATATTAGTATTCATTGAGGG CTTAC 
AATACATC AGGTGCTT C ATAGTCAC AAATT C ATTGAACCCTC AC AAC AACC CTCT ATAAAGTAG GTC CT AGTGTTC C C AT AT AATAGATG AGG A 
AAACTGAGACTTGGCCACATCCCCATAGTTACAAACCATTAAGAAGGATTAGCAGCCAGGTCTACTATGAATCCGGAGGCCCCATTCTCTTCTG 
CTACCAGTTATCACCTCCTTCTACAGTTTCTCTTTGCCTTGGTTTTTCAGTTCCCTTCGATTCAAGTAACAAGAGGAAATATATAAGAAGGAAA 
GGAGGAAGATGGCTTTGGGAGGAGGAGAGGGAAGAGAGTGAAGCAATCTTTAATTTTGAAAACAGGGAAAACAAATATTTAGAAAGTAAAACCG 
ATTTCCATCCTTTACATGCCATTATACATCCTATACAAAACTCTGGAAATCTGCCTATTGAGGTAATTACGGAGCACTACCTAATGTGTTTCAA 
GGGAAAGCTCCCCTGTTTGGGCTATGCAGGATTTACAGGGAGTTTAAATCATTAAATAACCATAGTTGACCCTTGCTTGGTTAAGAGAGTAAGC 
AATTATTGCAAAGTCCTCTTCCCTGCCTTCCACAAACAGCACAAAAACGGTTCTGAAGGGATTTACACAATACATCAACATCTGTGCTGTACCT 



TCCCCTTTACAGCTTTGGCTTTAAGAAAGAGCTGGGGAACAGATTTTGCACCAGAGGCTGATTCTTTATTCCAATGCTGAAAAGAACTAATAAA 
AATAATCACTTGGCTTTTAAGCAG AAAG CTTCCATTTACAG T ATTTCA CCCTTAC CC CGCCCCGTTC CAAGC C CCTTGTTATCTAAC AT AATGG 
TTAGAATACATTTCCGTCTCTCCCCTTAATAATTTCATGCATTAACATCCTCTTCACACACTATACACACACGCACGCGCGCACACACACGCGC 
G CGC ACAC AC AC AGC AAAAGGAAAAAAG AGG C AGC AGAAATCT C AG CTGTACTTCTAGCCCTTTTAAAAAGTTTG CTCTGTAAATTGG AATG AG 
GTCAGATTTGGAGCTTCTCATTGCACGCGGAGATTATTATTGCATCGGGTTCCAAGCCAATGGGAAGCCCGGGGGAGGGGTTTGGCATGAGGAA 
GCGTTGGTTACAGCAGCTGATTGGCTGCAGCCAAGACTGTGAAAGGATAAAGAGGCGCGAGGCGGAATTGGGGTCTGCTCTAAGCTGCAGCAAG 
AGAAACTGTGTGTGAGGGGAAGAGGCCTGTTTCGCTGTCGGGTCTCTAGTTCTTGCACGCTCTTTAAGAGTCTGCACTGGAGGAACTCCTGCCA 
TTACCAGCTCCCTTCTTGCAGAAGGGAGGGGGAAACATACATTTATTCATGCCAGTCTGTTGCATGCAGGCTTTTTGGCTTCCTACCTTGCAAC 

aaaataattgcaccaactccttagtgccgattccgcccacagagagtcctggagccacagtcttttttgctttgcattgtaggagagggactaa 
gtgctagagactatgtCgctttcctgagctaccgagagcgctcgtgaactggaatcaactggttcagggaaaaagaaaaaaaaaaaaaaaagac 

TTGCCTGGGAGGCCGCGAGAAACTTGCATTGGAAGCTTCAGCAACCAGCATTCGAGAAACTCCTCTCTACTTTAGCACGGTCTCCAGACTCAGC 
CGAGAGACAGCAAACTGCAGCGCGGTGAGAGAGCGAGAGAGAGGGAGAGAGAGACTCTCCAGCCTGGGAACTATAACTCCTCTGCGAGAGGCGG 
AGAACTCCTTCCCCAAATCTTTTGGGGACTTTTCTCTCTTTACCCACCTCCGCCCCTGCGAGGAGTTGAGGGGCCAGTTCGGCCGCCGCGCGCG 
TCTTCCCGTTCGGCGTGTGCTTGGCCCGGGGAACCGGGAGGGCCCGGCGATCGCGCGGCGGCCGCCGCGAGGGTGTGAGCGCGCGTGGGCGCCC 
GCCGAGCCGAGGCCATGGTGCAGCAAACCAACAATGCCGAGAACACGGAAGCGCTGCTGGCCGGCGAGAGCTCGGACTCGGGCGCCGGCCTCGA 
GCTGGGAATCGCCTCCTCCCCCACGCCCGGCTCCACCGCCTCCACGGGCGGCAAGGCCGACGACCCGAGCTGGTGCAAGACCCCGAGTGGGCAC 
ATCAAGCGACCCATGAACGCCTTCATGGTGTGGTCGCAGATCGAGCGGCGCAAGATCATGGAGCAGTCGCCCGACATGCACAACGCCGAGATCT 
CCAAGCGGCTGGGCAAACGCTGGAAGCTGCTCAAAGACAGCGACAAGATCCCTTTCATTCGAGAGGCGGAGCGGCTGCGCCTCAAGCACATGGC 
TGACTACCCCGACTACAAGTACCGGCCCAGGAAGAAGGTGAAGTCCGGCAACGCCAACTCCAGCTCCTCGGCCGCCGCCTCCTCCAAGCCGGGG 
GAGAAGGGAGACAAGGTCGGTGGCAGTGGCGGGGGCGGCCATGGGGGCGGCGGCGGCGGCGGGAGCAGCAACGCGGGGGGAGGAGGCGGCGGTG 
CGAGTGGGGGCGGCGCCAACTCCAAACCGGCGCAGAAAAAGAGCTGCGGCTCCAAAGTGGCGGGCGGCGCGGGCGGTGGGGTTAGCAAACCGCA 
CGCCAAGCTCATCCTGGCAGGCGGCGGCGGCGGCGGGAAAGCAGCGGCTGCCGCCGCCGCCTCCTTCGCCGCCGAACAGGCGGGGGCCGCCGCC 
CTGCTGCCCCTGGGCGCCGCCGCCGACCACCACTCGCTGTACAAGGCGCGGACTCCCAGCGCCTCGGCCTCCGCCTCCTCGGCAGCCTCGGCCT 
CCGCAGCGCTCGCGGCCCCGGGCAAGCACCTGGCGGAGAAGAAGGTGAAGCGCGTCTACCTGTTCGGCGGCCTGGGCACGTCGTCGTCGCCCGT 
GGGCGGCGTGGGCGCGGGAGCCGACCCCAGCGACCCCCTGGGCCTGTACGAGGAGGAGGGCGCGGGCTGCTCGCCCGACGCGCCCAGCCTGAGC 
GGCCGCAGCAGCGCCGCCTCGTCCCCCGCCGCCGGCCGCTCGCCCGCCGACCACCGCGGCTACGCCAGCCTGCGCGCCGCCTCGCCCGCCCCGT 
CCAGCGCGCCCTCGCACGCGTCCTCCTCGGCCTCGTCCCACTCCTCCTCTTCCTCCTCCTCGGGCTCCTCGTCCTCCGACGACGAGTTCGAAGA 
CGACCTGCTCGACCTGAACCCCAGCTCAAACTTTGAGAGCATGTCCCTGGGCAGCTTCAGTTCGTCGTCGGCGCTCGACCGGGACCTGGATTTT 
AACTTCGAGCCCGGCTCCGGCTCGCACTTCGAGTTCCCGGACTACTGCACGCCCGAGGTGAGCGAGATGATCTCGGGAGACTGGCTCGAGTCCA 
GCATCTCCAACCTGGTTTTCACCTACTGAAGGGCGCGCAGGCAGGGAGAAGGGCCGGGGGGGGTAGGAGAGGAGAAAAAAAAAGTGAAAAAAAG 
AAACGAAAAGGACAGACGAAGAGTTTAAAGAGAAAAGGGAAAAAAGAAAGAAAAAGTAAGCAGGGCTGGCTTCGCCCGCGTTCTCGTCGTCGGA 
TCAAGGAGCGCGGCGGCGTTTTGGACCCGCGCTCCCATCCCCCACCTTCCCGGGCCGGGGACCCACTCTGCCCAGCCGGAGGGACGCGGAGGAG 
GAAGAGGGTAGACAGGGGCGACCTGTGATTGTTGTTATTGATGTTGTTGTTGATGGCAAAAAAAAAAAAGCGACTTCGAGTTTGCTCCCCTTTG 
CTTGAAGAGACCCCCTCCCCCTTCCAACGAGCTTCCGGACTTGTCTGCACCCCCAGCAAGAAGGCGAGTTAGTTTTCTAGAGACTTGAAGGAGT 
CTCCCCCTTCCTGCATCACCACCTTGGTTTTGTTTTATTTTGCTTCTTGGTCAAGAAAGGAGGGGAGAACCCAGCGCACCCCTCCCCCCCTTTT 
TTTAAACGCGTGATGAAGACAGAAGGCTCCGGGGTGACGAATTTGGCCGATGGCAGATGTTTTGGGGGAACGCCGGGACTGAGAGACTCCACGC 
AGGCGAATTCCCGTTTGGGGCTTTTTTTTCCTCCCTCTTTTCCCCTTGCCCCCTCTGCAGCCGGAGGAGGAGATGTTGAGGGGAGGAGGCCAGC 
CAGTGTGACCGGCGCTAGGAAATGACCCGAGAACCCCGTTGGAAGCGCAGCAGCGGGAGCTAGGGGCGGGGGCGGAGGAGGACACGAACTGGAA 
GGGGGTTCACGGTCAAACTGAAATGGATTTGCACGTTGGGGAGCTGGCGGCGGCGGCTGCTGGGCCTCCGCCTTCTTTTCTACGTGAAATCAGT 
GAGGTGAGACTTCCCAGACCCCGGAGGCGTGGAGGAGAGGAGACTGTTTGATGTGGTACAGGGGCAGTCAGTGGAGGGCGAGTGGTTTCGGAAA 
AAAAAAAAGAAAAAAAGAAAAAAAAAGAAAAAAAAAAGATTTTTTTCTTCTCTTAATCGGAATCGTGATGGTGTTGGATTATTTCAATGGTGGG 
GTTAATATAGCATGTTATCCTGTCTATCTTTTAAAGATTTCTGTATAAGACTGTTGAGCAGTTTTTAAAATAGTGTAGGATAATATAAAAAGCA 
GATAGATGGCGCTATGTTTGATTCCTACAACGAAATTATCACCAGCTTTTTTTCATTCTTAACTCTTTAAAGGATTCAAACGCAACTCAAATCT 
GTGCTGGACTTTAAAAAAACAATTCAGGACCAAATTTTTTCTCAGTGTGTGTGTTTATTCCTTATAGGTGTAAATGAGAAGACGTGTTTTTTTC 
CTTCACCGATGCTCCATCCTCGTATTTCTTTTTCCTTGTAAATGTAATCAGATGCCATTTTATATGTGGACGTATTTATACTGGCCAAACATAT 

TGTAGACTTTTGACACTTTTAAAAAACAAAAAAAGACAAGAGAGATGAAAACGTTTGATTA 

AG G GG GT G T T AAT CG G TGT AAAT CGCTGTTTG GAT TT C CTG ATT T T AT AA CAGGGCGGCTGG TTAATATCTCAC AC AG TTTAAAAAATC AG CCC 
CTAATTTCTCCATGTTTACACTTCAATCTGCAGGCTTCTTAAAGTGACAGTATCCCTTAACCTGCCACCAGTGTCCACCCTCCGGCCCCCGTCT 
TGTAAAAAGGGGAGGAGAATTAGCCAAACACTGTAAGCTTTTAAGAAAAACAAAGTTTTAAACGAAATACTGCTCTGTCCAGAGGGTTTAAAAC 
TGGTGCAATTAC^GCAAAAAGGGATTCTGTAGCTTTAACTTGTAAACCACATCTTTTTTGCACTTTTTTTATAAGCAAAAACGTGCCGTTTAAA 
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CCACTGGATCTATCTAAATGCCGATTTGAGTTC 

GCTAAATATAATTGTTTTAGTCTTATGGCATGATGATAGCATATGTGTTCAGGTTTATAGCTGTTGTGTTTAAAAATTGAAAAAAGTGGAAAAC 
ATCTTTGTACATTTAAGTCTGTATTATAATAAGCAAAAAGATTGTGTGTATGTATGTTTAATATAAGATGACAGGCACTAGGACGTCTGCCTTT 
TTAAGGCAGTTCCGTTAAGGGTTTTTGTTTTTAAACTTTTTTTT^ 

AGGCCACAAAAACAATGTTTGGGGGAAAAAAAAGAAAAAATCATGCCAGCTAATCATGTCAAGTTCACTGCCTGTCAGATTGTTGATATATACC 

TTGGAAAGGCCCTACAGTATCTGGAGACTACACAATCTGCCTTAGCTTTAAAAAAATAAGTTCTCAGAGGAGTCTTGTCAAATGCTACCTTATC 

GAGGAACATTAAATGTCTCTTGGCCAGATTTCCTCTGAGCCTGAAAATGATGGCATCAGCTGAATATGTGTCAACTCAACACATGCTTTCTAGG 

AATTTTCTGAGTTTACCATATTTAAAAACGCCCTTTGTCTTGGAATCTGAAAGAGGGGGAGGGGCAACGTGGACAGAATTCTTCACAGATGAAA 

CTGGCTAGATGATCTTTTTTTCAAGTTGGTGCTCCTGGAGCTGCTTTCTCCTTGATTTGCCCATGCTTACCTCCAGCAGTGGCTGTAATTGGTT 

TTCGTGGGTTAAGGACAAATAAACTGTTATTATCAGTAGATTATACAGGAGGAGGCTTTTACCGATTATGAAATGCAAAACGTATGCATTTATG 

CATTTTTTTTCTCAAGCAGAAAGGTTGATGTGCTACAATCTTCATTTTTTGCCATGCCCAACATGGTGTTAATGTAAGAGAACTGCAGCAATAA 

GGATGACCTGGAGAAGCTGGCTGCATGTGGGCTCAGAGGAAAGCGCCCTCXCCAAATAGCACTTACTTTGGCTGCTGGAGATTTGTGCTTTTTC - 

TAAGAAT CAGGAAGGATTGTTGAGACTG CAAGGTGAAAAAGTACTTGGATTT CTTAAGG C C C ATT ACT CTTGGGTTTGG AAC ATACAACTTG CT 

AAGTGGCACTATTTCCTGTTTATTTTGAGAGTTAACAATTGCTATTAACTAACAAAAGCCATCTTCCAAATGTTAATTAAAAATGTGTCTTTTA 

CTTGTCTTGAGTTTTTCAGCACTGGAGAGGAGGGGTTAACAAGCAGAAGTGTTTGGAAATTATCCCTTAGTCATTTGGATTGCTTGTAGATAAG 

GGAGTAGTATCCTGGAAGGTACATCTGGAAAAAGAGACCTTTTGAAGACTAGTCTAACAGGAGGGGGTTTTGTGGTTGTCCAACGAAAAGCAAT 

AATGCAC CCCC AAAAAC C AGTATAACTTGTGTTTC AAT ATAATTTAT CTCTTAAAGATAGCTACTAGTTTTCAACATTTTTTTCATGTGTGGTG 

CTCATATATTTAGTTTTAATTGCATTTGCGTTCTGCAATTGGAATTCCATTTTTTAAAATGACCTTAGAACAACATGGCATCTAAGTTTCTTCA 

AAGATCTTTGTAAAAGGAAGAACTCTTCTTTAGAAAAGTGCTTTTAATTTTTGTTCATTGCAGTGATAATATAATGGTTTAGCTTTTTTCAGAT 

TCTCCTGTTAGAACTGTTTCTTTTCCCTTGACTCTCTATGTAAAAGCAGATGTTTTAAATATTTCCTTTAAGAATTTTGATAACATTGGTTTAA. 

AAATAAAAGCTGAAATGTGTGTGTCCTTCCTGTCAGGTGGTAAAGTAAGAAGCATTTTTGTACAATGTCTTTTTCTCTGAGTCTGTTTTCATTC 

GTAAGGGATACTTACTTGTTAGGTGGTACAAGGCATCCTAAACCTGCGAAACCAAACAGTTTAGTGTGATTTTTTTCTTACAGATAATTTGGAT 

CAATAGAAAAGAGTAAGTTTCAGATTTTCTTTTAAGAATATCCAGCAATTGCTTCTGGCCCTGTGTTCCATCACAAATGTGAATCAGTGATACT 

TGCTTAAGCAAGTTTTGTCAATTCCTAGTTGAATTCCTTTAAGTGCCAAGAAAAAAAATAAAAAGCATGTAAGCTGAGAGGGTGGGCCCAGGTC 

CTGGGAAGGCTTTTAGGGTTTGTGTTTACCCTGCTTTTGAGGGTACTAGGGGAGCTAAGGGATTCTGAGGAAAGCAAGAAAGCAAAGGGTTAAA 

TGGACATCAACATTTACCAAGGGTTTCCTGTGTTTGTAGGGTACACACAAATTAGAAGACATGGTCTGGGGAATACTATGGGTCAGAATGCTTA 

ATCATGAATTTAAAACAAATTCAGGGATCCCAAGGAAtSTATTTGAAAAGAGAGAAATGTTTAAAAAAAAATTTTTTTTTTTTAAGAATACAAAC 

CCATCTGGCCGGGCGCGGTGGCT(2ACGCCTGTAATCCCAGCACTTTGGGAGGCCAAGGCGGGCGGATCACTTGAGGTCAGGAGTTTGAAACCAG 

CCTGGCCAATATAGCGAAACCTCCTCTCTACTAAAAGTACAAAAATTAGTTGAGCGTAGTGGTGCACGCCTGTAATCCCAGCTACTCGGGAGGC 

TTAGGTAGGAGAATCTCTTGAAGCCGGGAGGCTGAGGTTGCAGTGAGCCAAAATGGCATCAGTGCACTCTAGCCTGGGTGACAGAGTGAGATTC 

TGTCTCAAAAACAAACAAAAAAATAC^IAACCCATCTACCCATTTGGATTTCTCAGAGTGTAAGGTTGGTATGCTTTATTTCTCTTTCTGGTGGT 

TTTTGTTTTGTGCCTCCTCCTGGCACCCCTCCTATTAAGGCCTACAAAATACCTCTCTAACCCATATTCACTAGGGTTTACTCCTACCCCTCTG 

ATTCTTCCTGAAAAATGATATCTCCATACGCATTTCTCAATTTTCACTATCATTTGAAAGCTAAAGTGGAGGGGTGGGAAGAAAGCATCTCCAG 

ACATCCGCATGGTGTTTCAGGCTCTGCCAAGTGTCTACCACCATTCCCCTGTGCCCAGGATAAAGTGCAGAATTCACATGCTGCTCTTCAAGGC 

CCTGCACAAAAGGGTTTTAAGCCCAACTTTCCAGTTCTTCCAAATTGCAGTATAACCAAACTGCTCTTTCCTGATAGACTGGAATTCTTGAAGG 

ACAGAAACTAGGCATTGAATACTTCTTGCATTCCCCAGTTTGCTTTCCCTGCTTCTTTTCACATAATAAATGCTAAATTCTTATTTCTTGACTT 

TACATGGTTTCCATGGGTTCCTAAGAGCTTCCAACAGGCATTTGCATTTTATGCTGCTTGTGGTAAGCGCCAGCGCCGGATTGCATGAAAACCT 

GGATTAGAATGCTGCCTCTGAGACCAACAAGCTGGAGGACCTTGGACAGATTTCTCAGCCTTTTTAAGTTTCCGTGTTTTAAATCGTCATATAG 

AAAGAGAGCTATCTAATGTAGACAGCTGTGTTGGGAATAGAGTGCAGCGGCACGTGTGTGACATGTCGTAATGCCTGGCCTACCCCATGGGCTC 

GGTGAATGCTAGAACCTGACCTCATGGGTGGTTCTAAAAAGCTAATGTGTGTAAAGCCTAACACAGTGCCAGCAACACAGAAGATGCTTTAAAT 

TCTAAAAATGGGGAGCAAAGCAGCGTGGCCGGGGTCCGAGCTGGGGTTCTGTCCCCACTGGGCTGTCGCCCCAGCTGGACTACCACCATGGAAC 

TCAGGGCCGAATACCTCAGGGAGAAGCTGCAGCGGGACCTGGCGGCGGAGCATGTGGCGGTGGAGGACAACACGACCCTCAACCATTGCGCCTG 

TAGCTTCTGGCGGTGTCGGCCAAGTTCGAGGGGAAGCCGCTGCTTCAGAGACACCGCCTGGTGAACGCGTGCCTAGCAGAAGCGCTCCTGCGCA " 

TCCATGCCTTTGAACAGAAAACCCTAATCCCAGAGCAGTGGGCCCGTGAGCGGCAGAAATGAGGGACTGGGACCTGCACAGCCATTAAATTACA 

AATCTGGAAAAAAAAATTTCTAAAAATAAATCTCCTGAATCAATGTTTCTCAGTCTGCTACACGAATCCCCAGCATCAGAATTACCTGGAGATT 

CTTGTTAAGGGTAGCGATTATACAGATCGCCAGCCACCGTCAGACTGTGGGGATGGGGCCTTAATGAGCCCCCCATAGATTTCCAGTGCTCACT 

GAAGTTTGGAAATCAGTACCCTCACTGTATTTTAGCATATTCTCACAATAAGTATGCAGGCGAGGGATrATGACGCCCTCATTGTTTTAACATG 

GAGAAATTGAGTTGAGAATGGCCCAATGGCTGATCTGAGGTCACAAGATCAGAAGTGGCAGAAAGGGTATTGGAACTCTATCTCCTGAGCCCTA 

GAATCAGCCTAGAACTTATTTCTCTAAATAGATGTCTTCTCCATTTCTACCCAAGGCTTGGTCCCTTGGCAAAAATTGGCAGTCCCTGCACTTC 

CCTCAGCCCTCTGACTCCTATCCATTTTCTCAAGGATGCCCTTCCACCATCCTTGTTAAAAGTTTAAGTTTGGGCCGGGCGCCCGTCGCTGGTG 

CCTGTAATCCCAGCCCCTAGGGAGGCGAGGCAGGGGGATCACCTGAGGTCAGGAGTTTGAGACCAGCCTGACCAACATGGTGAAATCCCGTCTC 

CATTAAAAATACAAAAAAATTAGCTGAGTGTAGTGGCACATGCCTTTAATCCCAGCTACCCAGGAGGCTAAGGCAGGAGAATCGCTTGAAGCTG 

GGAGACAGAAGTTGCAGTGAGCCAAGACTGTGCTATTGCACTCCAGCCTGGGCAACAAGAGTGAAAATCCATCTCAAAAAAAAAAAAAAAAGTG 

TAAGTTTAAGTAATTAGCCAAGTTAATGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTATTCCAGTTAAACAAATGTGTGCTAAAAGATGAACCC 

GCTTCC AG C AAGTGAGAAAATTGGAAATTATT CAG AGC ACAGTCAGCCTTTATAG AGAGGG CTATCGTCTACCC ATTAT AT C CT AATG AGATTG 
ACCGTTGGCTACAGTTAACTTGAAGGGTTTTATGGTTTCCTGCATGTGTTGTTTTCCTTCTCTATGTTAAAAAGAAGAAAAAAAAAAACTCTCA 
CATCACTAAACGGTATTTCCCAGGGGGATGTCTGACTAGGCTGCTGCATTTTGGTTTGGGCCTTAGTTAACAATGGACCTCTATGTGTGTATGT 
TTGTGGATACAGGTGATAATAAATTTAGCCCATTTTATTTTCTTTTGACAGTTTCAATTCAGGGCAGTTGGTTTATGGGGTACCGCCAAACAAG 
CCAGGCCTAAGTCAAGTCATGGCAGGAAGTTTCTTGTAGGGCCTTCCTTTACCCTGCAGATTTTTTGTTGAAGGACAAAGTTCTAAGTCATTTG 
TGGACCAATATACACAGCTGCTTTGCATCATACGTAAGACATTCTAAGGGTATTCCATTTGAGTGTTTTTTTTAAAGGGCAGGACATTAAGAAA 
CAAATGAAATATCATTTACTTAGCCCACTTACTTCTTTAGATATTTTTCCAAATACATAATTCTTTGGATTAGTTTTTAAACACATAATGAATG 
TGCTATTTCCTGACATAACATGCAGTTGAAAGGCAAGTGAAAACACTATTATCCTTAGTAGGTAGGCTCTCTCCAGGCAGTGAATGCCCAGCAG 
TGTAGGGCGATGGTTGGCTAATACATGTGATGCATGTAACTGCTTTTATAAGAGCTAAGCAGAAGGAGCCTGTTGAATGATCAGTTAGCTCCCG 
TTGTATATGTGGTTAATTGTTACTTTCTTTCCTACCGGCCCCTGCCCTAACTTCCTCAGATCAACACCTAAAGCCTGTGAAAATAGTCTCTTCT 
GGAACCCCTGACCTTCAGTCTCTGCCCCTGCTTTCTCTCTTCCCATTCCCACACTTTCTATGTGGACCTTTTATCTCTCCTGTTTGCCAATCCC 
CCTCAGACTTTGAATAATTTATCTGAAGTTCCTGGGAAGTTGTGGGGCTGTCTGTAGTCTCAAAATACACTGCACTTTGTTCCTTCTCTAGGCC 

AATC CAAAAGCTGGAGGAAAGAAAAAATAAGGGGCAAAAGATG AAGGTGAATACTACTTTGT AATTCTG AT ATCT C C C AAAG AATGTCAAGTAA 
ATT AAGGG AACACTG ATT AAGATTT C CAGTT CCT ATTGTTAT AAC AATGTATTTTATACATGTCTTTTC AAAT AG ATG AG AGTTTTC CTTGAGT 
AGTTACTAGAAGTGGAAAGTGCTGGATCTTAGTCTTATAGACATAGGCTTTTGACAGTTTCCGTACCCTGGAGCTGGTTAGGCGTAAAGTGGTT 
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TGAGGAGAGAAAAACTAGTGATATGTCTAAATGAACACAGGTT^ 

ATAGATTATTTTAATATGTAAGCAGATACATCTGCAAATCATACTGAGATGATTTTTCTATCCCAAGTGTCTGATAACATATATGAATAGAAAA 
GCGAACAATTACAGAAACAGCCTTGACACTGACATGGTGACAAAGTATGGGGATTTTAGTACTTCCGAAATAAACATCAGAACAGAGATCAACT 
CTCTTCGGTCTTTTTCTTCTTCCATTAGAACTCATCAGGCTGATTCCCATTTCTGCATTACTAGCCTTACTTTTTTTTTTGCTAGGCTCTGTGA 
TGCAAGGAACAGAATCACTCAAGTAACCTGAAATCATGGGGCTTTATTACAAAGAGACACGGGGCTTTATTACAAAGAAACACAAGACTACAAG 
GGAACTGAAAATGTCATGGTAGTTCTGGGAGAAATAGTGTTCAAGATCCACGGCAGCTCTGGAGAGATTAAGTGGTTACCAATTTAGCATTAAG 
ATTATGCAGATAATTAATATTGCTCAGGTATTCTCTTAGTATTCCTGTGTGTGTTGATTTTCTCCCAATACCAAATCTTGCTTCTGTTCTCCAT 
ATTTTGTCCTTCATATTCCCTTTTAAGACAGCTCTGGGCCGGGCACGGTGGCTCAGGCCTGTAATCCCAGCACTTTGGGAGGCCTTGGTGGGCG 
GATCACTTGAGGTCAGGAGTTCAAGATCAGCCTGGTCAACATGGTGAAACCCCGTCTCTATTAAAAATACAAAAATTGTTGGGAGGCCGAGGCG 
GGTGGATCACGAGGTAAGGAGATTGACACCATCCTGGCTAACACGGTGAAACCCCGTCTCTACTAAAAATACAAAAAAATTAGCCGGGCGTGGT 
GGCGGCCGCCTTTAGTCCCAGCTACTCAGGAGGCTGAGGCAGGACAATGGTGGTGAACCCAGGAGGCAGAGCTTGCAGTGAGCTGAGATCGCGC 
CACTGCACTCCAGGCTGGGCGACAGAGCAAGACTCCGTCTCAAAAAAAAAAAAAAAAATTGGCCGGGCACTGTGGCTCATGCCTATAATCTCAG 
CACTTTGGGAGGTCAAGGTGGGCATATCACGAGATCAAGAGATCGAGACCATCCTGGCCAACATGGTGAAACCCCATCTCTACTAAAAATACAA 
AAATTAGCTGGACGTGCTGGCACAAGCCTGTAGTCCCAGCTACTCGGGAGACTGAGGCAGAAGAATCACTTGAACCCGGGAGACGGAGGTTGCA 
GTGAGCCAAGATGGTGCCACTGCACTCTAGCCTGGCAACAGAGTGAGACTTCGTCTCAAAAAAAAAAAAAAAAAATTTGCTGGGCATGGTGGCA 
TGCACTTGTAATCCCAGCTACTCTGGAGGCTGAGGTAGGAGAATCGCTTGAACCCGGGAGGTGAAGTTGCAGTGAGTCGAGACTGTAACCACTG 
C ACT C C AG C CTGGGTGACAG AGC AAG ACTAC ATCTTAAAAAAAAAAAAGACAG GTCTGC ATGGC AGTT ATTTCAT CAATTACTT AC C AAGC AAT 
GAAACGGCTGCTTTGGGGTTGTGTGCCTACTTTTGGACAAATCACTTATTAATGTATTATATTCTTCACTCTCCCATCCCTCTTTGTTTTGCTT 
TTGTTCCTAGGGTCTCATGGCCCTCATACGTCCTCTTATATTTTTTCTTTGATCTTCATATACTAAGGGAGGGTGAACCCCAGGCTTCATGGAA 
CATCCACCCTTCCTCCTCTACCATCCACAATATCCTCATTTCAAACAGACTGGCTTGGCTTTTATCTATTTAAAATTCTAACCTTTTCCCTATA 
GCTCGAATTTTGGCACTCAGGCCTAGAGATATAAAGAGTAGAGATTAAATATGCCACATTCTAAAGGGAAGCCAGGTGATGCCCTTACCCCAGT 
AATCC AG AGCAGAAAGG ATC CTACC ATAGTC AGTATTCC CCTC CTC AAC ACGG 

HUMAN SEQUENCE - mRNA 

TTCCCCAGCATTCGAGAAACTCCTCTCTACTTTAGCACGGTCTCCAGACTCAGCCGAGAGACAGCAAACTGCAGCGCGGTGAGAGAGCGAGAGA 
GAGGGAGAGAGAGACTCTCCAGCCTGGGAACTATAACTCCTCTGCGAGAGGCGGAGAACTCCTTCCCCAAATCTTTTGGGGACTTTTCTCTCTT 
TACCCACCTCCGCCCCTGCGAGGAGTTGAGGGGCCAGTTCGGCCGCCGCGCGCGTCTTCCCGTTCGGCGTGTGCTTGGCCCGGGGAACCGGGAG 
GGCCCGGCGATCGCGCGGCGGCCGCCGCGAGGGTGTGAGCGCGCGTGGGCGCCCGCCGAGCCGAGGCCATGGTGCAGCAAACCAACAATGCCGA 
GAACACGGAAGCGCTGCTGGCCGGCGAGAGCTCGGACTCGGGCGCCGGCCTCGAGCTGGGAATCGCCTCCTCCCCCACGCCCGGCTCCACCGCC 
TCCACGGGCGGCAAGGCCGACGACCCGAGCTGGTGCAAGACCCCGAGTGGGCACATCAAGCGACCCATGAACGCCTTCATGGTGTGGTCGCAGA 
TCGAGCGGCGCAAGATCATGGAGCAGTCGCCCGACATGCACAACGCCGAGATCTCCAAGCGGCTGGGCAAACGCTGGAAGCTGCTCAAAGACAG 
CGACAAGATCCCTTTCATTCGAGAGGCGGAGCGGCTGCGCCTCAAGCACATGGCTGACTACCCCGACTACAAGTACCGGCCCAGGAAGAAGGTG 
AAGTCCGGCAACGCCAACTCCAGCTCCTCGGCCGCCGCCTCCTCCAAGCCGGGGGAGAAGGGAGACAAGGTCGGTGGCAGTGGCGGGGGCGGCC 
ATGGGGGCGGCGGCGGCGGCGGGAGCAGCAACGCGGGGGGAGGAGGCGGCGGTGCGAGTGGCGGCGGCGCCAACTCCAAACCGGCGCAGAAAAA 
GAGCTGCGGCTCCAAAGTGGCGGGCGGCGCGGGCGGTGGGGTTAGCAAACCGCACGCCAAGCTCATCCTGGCAGGCGGCGGCGGCGGCGGGAAA 
GCAGCGGCTGCCGCCGCCGCCTCCTTCGCCGCCGAACAGGCGGGGGCCGCCGCCCTGCTGCCCCTGGGCGCCGCCGCCGACCAGCACTCGCTGT 
ACAAGGCGCGGACTCCCAGCGCCTCGGCCTCCGCCTCCTCGGCAGCCTCGGCCTCCGCAGCGCTCGCGGCCCCGGGCAAGCACCTGGCGGAGAA 
GAAGGTGAAGCGCGTCTACCTGTTCGGCGGCCTGGGCACGTCGTCGTCGCCCGTGGGCGGCGTGGGCGCGGGAGCCGACCCCAGCGACCCCCTG 
GGCCTGTACGAGGAGGAGGGCGCGGGCTGCTCGCCCGACGCGCCCAGCCTGAGCGGCCGCAGCAGCGCCGCCTCGTCCCCCGCCGCCGGCCGCT 
CGCCCGCCGACCACCGCGGCTACGCCAGCCTGCGCGCCGCCTCGCCCGCCCCGTCCAGCGCGCCCTCGCACGCGTCCTCCTCGGCCTCGTCCCA 
CTCCTCCTCTTCCTCCTCCTCGGGCTCCTCGTCCTCCGACGACGAGTTCGAAGACGACCTGCTCGACCTGAACCCCAGCTCAAACTTTGAGAGG 
ATGTCCCTGGGCAGCTTCAGTTCGTCGTCGGCGCTCGACCGGGACCTGGATTTTAACTTCGAGCCCGGCTCCGGCTCGCACTTCGAGTTCCCGG 
ACTACTGCACGCCCGAGGTGAGCGAGATGATCTCGGGAGACTGGCTCGAGTCCAGCATCTCCAACCTGGTTTTCACCTACTGAAGGGCGCGCAG 
G(^GGGAGAAGGGCCGGGGGGGGTAGGAGAGGAGAAAAAAAAAGTGAAAAAAAGAAACGAAAAGGAC^GACGAAGAGTTTAAAGAGAAAAGGGA 
AAAAAGAAAGAAAAAGTAAGCAGGGCTCGTTCGCCCGCGTTCTCGTCGTCGGATCAAGGAGCGCGGCGGCGTTTTGGACCCGCGCTCCCATGCC 
CCACCTTCCCGGGCCGGGGACCCACTCTGCCCAGCCGGAGGGACGCGGAGGAGGAAGAGGGTAGACAGGGGCGACCTGTGATTGTTGTTATTGA 
TGTTGTTGTTGATGGCAAAAAA^AAAGCGACTTCGAGTTTGCTCCCCTTTGCTTGAAGAGACCCCCTCCCCCTTCCAACGAGCTTCCGGACTT 
GTCTGCACCCCCAGCAAGAAGGCGAGTTAGTTTTCTAGAGACTTGAAGGAGTCTCCCCCTTCCTGCATCACCACCTTGGTTTTGTTTTATTTTG 
CTTCTTGGTCAAGAAAGGAGGGGAGAACCCAGCGCACCCCTCCCCCCCTTTTTTTAAACGCGTGATGAAGACAGAAGGCTCCGGGGTGACGAAT 

CCCTTGCCCCCTCTGCAGCCGGAGGAGGAGATGTTGAGGGGAGGAGGCCAGCC^GTGTGACCGGCGCT^^ 

AAGCGCAGCAGCGGGAGCTAGGGGCGGGGGCGGAGGAGGACACGAACTGGAAGGGGGTTCACGGTCAAACTGAAATGGATTTGCACGTTGGGGA 
GCTGGCGGCGGCGGCTGCTGGGCCTCCGCCTTCTTTTCTACGTGAAATCAGTGAGGTGAGACTTCCCAGACCCCGGAGGCGTGGAGGAGAGGAG 
ACTGTTTGATGTGGTACAGGGGCAGTCAGTGGAGGGCGAGTGGTTTCGGAAAAAAAAAAAGAAAAAAAGGG 

HUMAN SEQUENCE - CODING 

ATGGTGCAGCAAACCAACAATGCCGAGAACACGGAAGCGCTGCTGGCCGGCGAGAGCTCGGACTCGGGCGCCGGCCTCGAGCTGGGAATCGCCT 
CCTCCGCCAGGCCCGGCTCCACCGCCTCCACGGGCGGCAAGGCCGACGACCCGAGCTGGTGCAAGACCCCGAGTGGGCACATCAAGCGACCCAT 
GAACGCCTTCATGGTGTGGTCGCAGATCGAGCGGCGCAAGATCATGGAGCAGTCGCCCGACATGCACAACGCCGAGATCTCCAAGCGGCTGGGC 
AAACGCTGGAAGCTGCTCAAAGACAGCGACAAGATCCCTTTCATTCGAGAGGCGGAGCGGCTGCGCCTCAAGCACATGGCTGACTACCCCGACT 
ACAAGTACCGGCCCAGGAAGAAGGTGAAGTCCGGCAACGCCAACTCCAGCTCCTCGGCCGCCGCCTCCTCCAAGCCGGGGGAGAAGGGAGACAA 
GGTCGGTGGCAGTGGCGGGGGCGGCCATGGGGGCGGCGGCGGCGGCGGGAGCAGCAACGCGGGGGGAGGAGGCGGCGGTGCGAGTGGCGGCGGC 
GCCAACTCCAAACCGGCGCAGAAAAAGAGCTGCGGCTCCAAAGTGGCGGGCGGCGCGGGCGGTGGGGTTAGCAAACCGCACGCCAAGCTCATCC 
TGGCAGGCGGCGGCGGCGGCGGGAAAGCAGCGGCTGCCGCCGCCGCCTCCTTCGCCGCCGAACAGGCGGGGGCCGCCGCCCTGCTGCCCCTGGG 
CGCCGCCGCCGACCACCACTCGCTGTACAAGGCGCGGACTCCCAGCGCCTCGGCCTCCGCCTCCTCGGCAGCCTCGGCCTCCGCAGCGCTCGCG 
GCCCCGGGCAAGCACCTGGCGGAGAAGAAGGTGAAGCGCGTCTACCTGTTCGGCGGCCTGGGCACGTCGTCGTCGCCCGTGGGCGGCGTGGGCG 
CGGGAGCCGACCCCAGCGACCCCCTGGGCCTGTACGAGGAGGAGGGCGCGGGCTGCTCGCCCGACGCGCCCAGCCTGAGCGGCCGCAGCAGCGC 
CGCCTCGTCCCCCGCCGCCGGCCGCTCGCCCGCCGACCACCGCGGCTACGCCAGCCTGCGCGCCGCCTCGCCCGCCCCGTCCAGCGCGCCCTCG 
CACGCGTCCTCCTCGGCCTCGTCCCACTCCTCCTCTTCCTCCTCCTCGGGCTCCTCGTCCTCCGACGACGAGTTCGAAGACGACCTGCTCGACC 
TGAACCCCAGCTCAAACTTTGAGAGCATGTCCCTGGGCAGCTTCAGTTCGTCGTCGGCGCTCGACCGGGACCTGGATTTTAACTTCGAGCCCGG 
CTCCGGCTCGCACTTCGAGTTCCCGGACTACTGCACGCCCGAGGTGAGCGAGATGATCTCGGGAGACTGGCTCGAGTCCAGCATCTCCAACCTG 
GTTTTCACCTACTGA 
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TABLE S 



MOUSE NOMENCLATURE 
ICSGNM Tcofl 
Celera mCG6035 

HUMAN NOMENCLATURE 
HGNC TCOF1 
Celera hCG3 8609 

MOUSE SEQUENCE - GENOMIC 

TTAAGAAAGCTGGGGCCACTGGACAGTGGTGGCCCACGCCTTTAATCCCAGCAATTGGGAGGCAGAGGCAGGCAGATTTCTGAGTTTGAGGCCA 

GCCTGGTCTACAGAGTGAGTTCCAGGGACAGCTGAGACTACACCGAGAAACTCTGTCTTGAAAAAAAAAAACTGAAGGAGAGGAAGAAGAAGAG 

GAGGAGGAGGAGAATTNNNNNNNNNNNNNNNNNNNNNNNN^ 

NNNNNNNNNNNNNNNNNNNNNNNN^ 

NNNNNNNNNNNNNNNNNNNNN^ 

NNNNNNNNNNNNNNNNNNNNNNN^ 

NNNNNNNN^mNNN^ 

NNNNNNNNNNNNNNNNNNNIJ^NN^ 

N^^NNNNNNNNNNN^ 
NNNNNNNNNNNNNNNNttfM 

CGAGACCCTGTCTCTAAAAAGAAACAGCAGCTGGGACCTGAACCTGTAGTCAGTAGCTTAGCTAGGGCGGGGTGGGGGACCGGGCTGATAATCA 

GGGATGCGCTGTGAGGCTATTTGTGTGGAAGAGGGAAGGGAAGGAAGAACAGCAGCAGAGAACAACCAAAAGCATCAGCCTAGGAGAAAGGGAC 

CAACTGGTCTACCTTTACTCCCTACCTGTCAATGACCTTACTCAGTCACTTCCTGTCACTAGGCCTGGTTCTTTAACCATGAAAGGATGGAGCT 

GGCCAGGAGCTCTCTATGAACCCTTTCTGATGATCTTCAAAAGAAATGCACCCCCCCACACACACCCAAATAAATAAATAAATAAATAAATAAA 

TAATGCTCAGGAGACCAGTGGGCAATTAAATTGGTTCTACCTATTATAGTGTCTCTCCCTGTTGCCCACTGATTCCACCCTACAGTTTTAAGAC 

TTCAGTCCATAGCCCACTGTGGTTTTAGCTTAATCATAAGGCCTATGTCCTGCCTCCCTCATCTGTGCCTGTGGTCCAGCCTGGGTCATGTTAG 

GAGGCCCTGAAAGCTGGCATCTGCTCCAGTCCTGCCTTGTACCACCGGTGGTAACTCAGTCCTCACCTCTCAAAGTCTCTGTTTCCTCATCTAC 

TAGCAGAGCTGGTAACCAGTTCAGATATGTTCTACGGTGCTAAACTGATGAGTGCTTATTGGCCTGAAGGCTAGCTCCGGCTCGCTGCATATGC 

TTCACAAAATCAGCCTGCTTTGAAGGATCCACTCTGAGCCTATGCAGACCTCAGTATCGGGAGAACTGGCTCTAACATGTTACTGTTCAGTAAA 

CGAGAGGGTCACAGGGTTTTATGTATACTGTGAACACTCTAAGAAATAAAGGAAGGGAGAAAGGGTGGGAGAAGGGGAAGTGAGAAAGAACAGG 

ACTCAAGCCCATAGGGAGGTTGTGAGTACTTGCGGAAACTGGGCAGGGATGTGCTGGACGGAAAGGGTTAAAGCCTGAGCCGGCCTCTGAGGGT 

GAGGGTACTGAAAGAGAAGTAACTCCCTACAACTTGGAATGTCTTAAGCTGCTACTTTAGTAACAACTTAATGACCTTCAAAAGCTTTCTCTGG 

ATTGAAGAGAAACAGAAATTGCAGGTCAGATCTGGGAAGAGCAGAAAAAGCCCAGGAAACATCCTGCCAAAAAGACTTGAGTCAGAGACCCTGG 

AAGGCGGAGAGAGGGGCTATCTTTCCGTTGGAGTCATAACAGAAGCAACCTTCCCAGGACCCCCTAGAAAGTCCGGTGCTGAATGGATGGAACT 

AGAAAACCTCATCCTGAGTGAAGTAACTGGGAAAGATAACGACGGCCTGTACTCACAAGTGGACGTTAGCCATAAAGTACAGGATAACCATGCT 

ATGATCCACAGAGCCAAAGAGGCTAAGTATCAAGGAGGGCCGAAAGGAGGATGCTTGAATCTCACTGAGAAGAGGGAATAAAATAGACATCTGG 

GGTGGAGGGAGGGAGGGAAGTGGGTGGAGGCGGGTGGATAGGAAAGCAGGAGGGATCTCAAGTGTGGGGAGGATGGTGGGAGACAGAACTGGGA 

TAGAGAACTAGAATCCATGTATACGTGGGGGAGGGGGAAGCATCTCTGGGACAAGGTAGAAATCTAGGACAATGGAAACTCCCAGGAATCTGTG 

AGGATGACCCTAGCTAAGACTCCTAGCAGTCAGGGATATGGAACCTGAAACAGGCACTTCCTGACACCAAACGAGACTTCCAATGGAGAGATGG 

G AATACC AACCC AGCC ACAAAAAT CTTTGG CCCTC AATTTG CCCTG CCTATAAGAGGTGGTGGGATAAGGAGGGAGCAGAAAATGAGG AAGTGA 

TCAACCAATGACTGGCCCAAATTGAGCCTCATGCCATGGGAGGGAGCCCACCCCTGACGACAGTATTAACAATATTCTGCCGTACTTGCAGACA 

GGAGCCTAGCATAGCTGTCACCTGAGTGGCTCTGCCCAGCAGCTGATGAAAACAGATGCAGAGACCCCCCAGTCTAACATTAGACAGAGCTCGG 

AGAATCTCACGGCAAAGGGGGAGGAAGGATTGAAAAAAGCCATGTCAAAGACGCCGCAAGAAAACCTACAGAACCAACTAACCTGGGCACAGGG 

GGGCTCACAAAGACTGAATCACCAGAGAGCATGCATGGGACAGACCTAGTCCCCCTACACCTTTGTAACAGATGTACAGCTTGGTCCTCGTGTG 

GGACTCCCTAACAACAGGAGCAGGAGCTATTTCTGACACTGTTGCCTGCCTTTGGATCCCCATAACTGGACAGCCTTAACAGAAGATGTGATAT 

GACATGGCATGTTGATATTCAGAGGTCTCCCTTCCTCTGGGGAAAAAAGGAGGGGCATAGGAGGAGGGGAGGGGAGAAGGAGGGACTGGAAGGA 

GAGGGGGTAGGGAAAGCTCTGATCAGATTGTAAAGTAAACGAATCAATAAATGGATGACTAGAATAGAATAGAATAGAATAGAATAGAATATAG 

TGCTAGAACAGACCTTGTTCACAGATCCATGTAACACAAGGTCGTTTCAGGGGACTAGAGAGGACAAGAGACTGGCCCACGACCACGTAGCAGA 

AGTTGGCTATAAAAGCTCTTTACTGGTCCCTGGTTCTGCTGCTTCCAACCTGTGTGCAGACCATTGCTGGTGGGAAGAGCATGTAGAACCCTAC 

CTGCTGAGTGTTTTCTTCTTAAAAATAAAAAAACAAAACAAAAGAATTATTATGCTACACACCAGGGTGCATGCTTTTAATTCCAACTCCAGCC 

CTCGGGACACAGAGGCAGGCAGATCTCTGTGAAATATGAATCCAGCCTGGTATACATAGTGAGTTCCAATATAGTCAGGGACACATAGTGAGAC 

CTTGTCTCTAAAAACAATAAATAAATAAATAAATAAATAAATAAATAAATACATACATAAATAAATAAATACATAAATAAAAAGATTGT 

TTTTAAATTATGTGTATATGCGTATGGGTATGTGCCCATGTGTAGAGATAATCTCTTGTACACTGTGTAAAAAACAGTCACCTGTCAATTTAAA 

AAAACTGACCAATGAGCTTAGGCAGAAAATCAGGAGGTGGGACATCCGGGAGATAGAAGAGGGAGAGGGGGATGCTGGGATAGAGACAGAGAGG 

AGATTGGCCCCACCCTCAACCCCCAAATGAAGATATAGGCAGCAGCAACAGAGTATCAGGTAACCAGCGACGTGACAGAACTTAGAATAAAATA 

ACAGGATGATTAACTTATGAGCTAGTTGGGGGATAACCAAAGCCTATGGCATGAGTGTTTATAAATATATTTGAGTCTCAAGAGTCATTATTCC 

AGAAGAGGGAGCAGGAGGAAAAAACAGGAGCTCACAGAAAACACACAACTACACCCTTGAGTGGAGGTCCCTGAGGAGGTCAGAAGAGGGTATT 

GGATCCCCTGGAGCTGAAGTTACAGGCAGTTGTGAGCCATCAGATG.TAGGTGCTGTGACTCAGACTCTGGTCTTCCACAAGAGCAGCGAGCGAG 

TGCTCCTGACTACTGAGCGATCTCTCCAGCCCCTGGTTTCCTCCTTTTCCTGACCTGCCTGGGAACCTGAGGTGACTAAGGCAGGATGCTTTTC 

CCAAGGACACTTAAGTCAAGTGCTCTGGAAGCTTCCAGCTTCTTCCATGAACAAGGTCAACTTTTCCAAACTGGCGGAGAAAGGCTCCGAGGCT 

AATGTTTTTAATGCACGCCTTTGTTTGCTTCTGCCCTGACTGTGGCCTTTTTATATTTTATGGGCTTAATGTTCTAATTTCGTGCTAGGGCCCT 

GAGGCAATTCACCGAAGGATGTGATTTTAGAAAATCCAGGAAATAAAGGAATTGTCCGCCAAAGAGGCATCTGACAATGAATTTTATTAGGGAC 

AAAGCAAATCAACCTGTCGCCAGACTGAGGTATTAGCATGTCCTGGTTTAATGTAGGTTTGTCTTTTTAATTTAATACTAGCTCTCCGTTCCTG 

CCGGGGTCAGCTGGGGATACATACCCGGCTCCTTCTTGGCTCACACTACTGCTTGTAGAAAGCACCCTGGCCTCTTCTCAAGGCACTTGCCAGT 

AGTGACCAGAGAGCCTACTGTGCACAGCCTCTGAGCTGGGGGCAGGTCCATGTGCTCAGACAGGGACCACGAGATCCTTTTTAAGGGCCTGTTC 

ATTATCGTTTGGAGAATGCCCCAGAGGAGGAGGAACTTGTGGGGAGAGGCTAGTGCGAAAGAGCACGGGTCTTTGAATGCTTGCCTGCTCATTC 

CG C ACGCT C ATC AGCCTACCATACC ACATC ACATC ATACTAC ACATG ACTGTGC AAGTG AAACC C CAGGCTC ATC ATTC AC C CACCTGCCGGCG 

TCTACTTTCCAGGTCTCTAGTTGCCCGAACCTATGGTGGCCCTACTCTCTGAAGGCTGTATCCCTAAAACCTGACCCTTTGCATCCCTCTCCTA 

CCAATTTAATTCCTAGGGGTGGGGTACTGTGGTTCTTTTGGGAACACCTTAGACCCCACACCCTTTTGTTTCCTGGCGGTTTGACAAAACCCCT 

CTGAGTGTTTTTCTTTGCCCGAATCTGGGCAGGTAAGCCCTGCCTTCAGAGAACCCAGCAGACTGGCCACCGTAGCTCTAGCTGCATCATCAAA 
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TCCATCAGGCCACCCAGGATCCTGTGGGCAAGTTGCTTGACTCTCTGAATGGTGGCTGTCCCTCCTTCCAACTCCTCACCACCTCTTCTTCACT 
CTCAGCAGACCTTGCCTCCCACTTGGAAGAGGAAAATAGAAGTTCAAGATGAAATCTCCCTTAACCTCCCACTGCAAACCCACATCCACATGCG 
CTCCCATTCTCTCCACGAGCCTGCTTTGGGCTTCTATTGAAGTCCTCCCTCCTCCGTTCTGAGACCAGCCCTTCACCCACACCAATGCCTCCCT 
CCCACGTACCCTCAGACATCGCTTCCCAGCTTCCTAAAATGCCCCCCACCACCCCATCTCTCTCCCCTGGATCTAAGTTGATTTTTAAACCAAC 
TTCGGTGTCTTCCATCTCAAAACACTCCTCCCCCAATAACACACACACACACACACACACACAGACACACACACAGAGTGTTAGTTCTTTTTCT 
CCCCTCCACGCAAACCTGCCCAACAGCCCAGCATCTCCCCAGCCCTCCCACACTTGTGGTACCATTGTCCCTGCCCTGTTCTGCATGCAGCACT 
TTCTGAGTCAGTCTTCAGTGATAGCAATCAGACCAAGCATGACCCATGTCCATCTCTTCTGGCCTTAGAGCACTTCCCAGCATTTCACATTACT 

CCTCAAAAACACCTCTGGTACTACCTTCTTTCTCTCTGTGTGTTCTTGGTGGGCATGGTGTCTACATCTAGAGTCCCAAAGAACTTCTTTCCAT 
TGACAAATTTCTTTCTTTTCTCTGACTCAGACCTCTAATTTGTGCCCAAACCAGGTTTCAAAGTACCTACTAGGGACCTGGGACTCTCTGGACA 
CTTGCACAGGCCATGTATAATTCATATGGTGTCCTGTCCCTCTAGGGCTCAAATTGCCCCTGCTCTCCAACCAGCCTCAAGCTAAGGAAACCTC 
TAAAATGGAGTCTGTCTTGTGCTGTCCCTTTGCGCCCI'TCAGTCCCCACATCGGAGTCCTCCTGTGCCCTGCCAGCAAGGCCTTCACCTGGGGT 
ATATAGCTCAGTGGGGAGTTCTTGTTTAGCCTTCAGAAGGCTCTGTTCTCCAACCCCAGCACCCCATCCTGGGCAGCACACATACACACAGAGG 
AAAGCAAACATCTATTTGCCTTTTGCCCTTTCTAGCCACAGGGTGGATGAAGTAGGACAGATTCTGCTTCTCCTCTGCCATTGCCTCCCTCAAC 
CCTTCCCCAAGCCCACTTCCTGCTACCTCATCTAAAAGGTTCCGCCTACCTGTCTGCACAGACACCCCAGAAGACACACAAACACCCCAGAAGA 
CACACCCTGAACTGCTTCTTGCTTACCATCCCATTCCAGCCGGAGTTAGTGGTGGCTGGGACCAGCTCTGGGGACCTCCATAGGTCATTGTTCT 
ATGCCACAGATGTTGCTCCACCCTCTGTTTGCTAGCCTGCTGCCTGCACCTCTCACCATTATTGATTTTACCCCTCACTCTAGTCTCTGGACAC 
TTGC ACAGGCC ATGT ATAATT C AT ATGGTGT CCTGTC C CTCTAGGGTTCAAATTGCCCCTGCTCTCCAACCAG CCTCAAGCTAAGG AAACCTCT 
AAAATGGAGTCTGCCTTGTGTTGTCCCTTTGCGCCCTTCAGTCCCCGAATCGAAGTCCTCCTGTGCCCTGCCAGCAAGGCCTTCACTCGCCTCT 
CCCCTTAGTTGTAACCTTTCCCAGGGCAGAACAAGGTTAAGACAGAGTGTCAGTGTATAGGTAGCCATGGTTGTCTTGAACTTATTATGTAAAC 
CAGATrCGCCTCCAACTCAGAGCAAGCCTCTGGTCTCTGCCTCTGGAGTGCTAGGATTTCAGGCATTGGACACCACCCCCAGCTTCAGCCATAC 
CATCTGCCTCAAGATCTTCTACCAGGTGCCCCTCTGACCAGGTGCCTCTGACCAGGTGCCTCTTTTACCAGGTGCCCCTCTGACCAGGATTCTG 
CTGATCCAGACTCCCTCACACCTAGCTCAGGTTTCTTCATAAACACCATTTCCTCTGGGAATCCTTCTACTTCCCCTAAGAAGAGAGAGATTCC 
TTCTTCCTGTTATTTTACAGTAATTGCTAAGGTACTCAGTTCTATTGGTAAGGAGCTTTCTAAACATTTCTGCTTAGAACGCGCTTCCCCTTCC 
TGACAACTCTTGGAGGTAGAAAATGGTAATTATCTCCACTTCTCAGATAAACCAAGGCACAGAGAATGCCTAGAATTGCCAAGCTCACTTAATA 
AGAAACAAAGCCAAAATTTAAATCCAGATCGTGTGACTTCAGTGTAGCTTTCAGACACCATACCATTCCACAGGAAGAGGCTATCCACCCTTTG 
GTGTACGCTACAGCTATTTGTTTAACAGGTACCTCTCTCATTAGCCTTGGAAGTTCTGCAGACGTATAGACCATGTGGTCTCCAGTAGTAGGTA 
TTCAATAAATATCTGCCTGGTGTCTGAATGTAGATTAGTCTCCTGTGTCCTCACACACTACGTACCACCCATTCCTGTCACCTGGTCCTGTGTG 
CTTCTCCCTGGAATGTGCATTTGTCACTTTTCTTGTCC CTGTG G C C AAATATCACAAGAACAACTTATATTAGAAAGGTTTATTATGGGGGCTG 
GAGGGATGGCTCAGCAGTTAAGAGCACTGACTGCTCTTCCAGAGGTCCTGAGTTCAATTCCCAGCAACCACATGGTGGCTCACAACCATCTGTA 
ATGGGATCAGATGCCCTCTTCTGGTGTGTCTGGGGAGAGCAACAGTGTACTCACATATATAAAATAAATAAATAAATGTTTAAAAAAAGAAAGA 
GGCCAGGTGGTGGTCGCGCACGCCTTTAATCCCAGCACTTGGGAGGCAGAGGCAGGTGGATTTCTGAGTTCAAGGCCAGCCTGGTCTACAAAGT 
C^GTTCCAGGACAGCCAGGGCTACACAGAGAAACCCTGTCTCGAAAAAAAAAAAAAAAAGAAAGAAAGAAAGAA^ 

TTTACTATGGCTCACAGTTCACAGGCCATGAAGGAAGGAAAGATGGTGGCAGGAGCTTTGGTTACATGTCAGCTGACCAGAAAACAGAGAAAGA 
AAAATACAAGCAGGCCCTACCCAGACATATCCACAGGAGTATCTCTTAGGTAATTCTAAAGTCCAGTCACCACTAAGGATTAATTATCATATGT 
GCTTATGTGGGTCCTAAACTTTCGTAGAAATGTATGTTGACACATATTTCTAGAGTGAAAGCTATCAGCAGATTTCCAACCAGTCCTTGAGGAA 
CAGGCGCCTCAAATATTCCCAGGGTACTCCCATTCTCTCCTGGTCAGTGCCTCCTCAACAAACACAGTAGCCTACATCCGGAGTCTTTTCTGTA 
TTTTGGACTTTCTTCTTCCCAATTCTACAGCCTAGCAGTACAGGGTTCTGTTTGGGGTTCCCTTACCAAATACCAAGGTGGTTCTCACATTCTG 
ACTCACTCAGTACCTCCAGCCTCTCTGTGGTGCTTAAAAGTTCCTGCTGTCTTTGGGGCTAAATTTAAATGTCTCTTGGGGGTTGGGTGCTCCT 
CCTCCATGCTTCCATGAGCTCTGACTTCTCTCGACAAGGTGCACCAGACATCTGAACTGTAATTACTAGGTTATTCACTGTGTCTCCCACATGG 
GTGATTTTTGAGTCAACTGTTTGCTTTGTTTCTCTTTACGTGCTCCTAGCCTAGCTAGGCGCGATCCAAACATATAGAGCTCAGGTAAGGGTTT 
GTTTAGAGATTCAACACACTAGTGACATCTCATGCCTCATTCATGGATCCTAAACACTGTGTGAAATGAATACTCGGAAGCTGGGGACAGTGAT 
CAGGAAGTTCAAAACTGAATAAAGGCGCCGCAGGCATCAAAAAACCTAGAGAGTAAATCCCTTCAAAGGGTAAGAATTAAGATGCAGGAGACTT 
TTTTTTTTTTTTTTTTTTTTTAAATCATGGCGGCCCAGAGGGCGGGTCTAGATCGGGACACGCCTTCGAGCCAATGGCAGAGCTAGTTAGCCTT 
CGTGGCTCAGCCCTCTTGGATGGGATTGCCCACTCCAGCTGCAAGACTACACTTCCCAGCGTGCCGCGCGGCCCGGTGACGCGGAGCCGGAAGT 
GAGGAACATGAGGTTCTAGGGCGCGAGGGAAGCGGCTAGCGGGGGCGAGGGGGCGTGGACGTGAATCCCCTGGCCAGATCTCTGGCATGGCCGA 
G G CC AGG AAG CG G CG G GAG CTGCTTCC CC TCAT TTAC C A T CAT CTGT TG C AAG C AG G CTACGT CCGCGCGGCGCG GG AAG T AAAG G AG C AG AG C 
GGCCAGGTAAGCGTCAGATGGCCCAGTACAAGATCTAGAGAGCAGTAGGCCGCTCCCCTCCCGGGAGACCTGGCCAGCGGGAGTCAGAGATGCG 
GGCTAGGGTGGAGGAAGAACATTAAGCTCTGCTCTACTCCCTGCGACTTATAGCCACTTCCCAGGGCTCAGTTTCCCCATGGGTGCAGTGGGCG 
GGCCGGAAACTGGTCCAACTAGTGCAGCTTTGTAATTCCCGCCCGGGTTCCCGGTAGCGGCAGGTTTAAGTTTCCCTAGTATCTGGCCACGTGG 
CTCTATGCAGTTTCCCTGGGACACCACATGGGAGTCCAGCTGGAGTGGATTGTCACCACTGTTGTTGGGAACACGGAGACGAAGGTCCCCTAAG 
TTGATGATCTAGAATGCAGGGCGTGCAGGCAGGCCCTTGGCTGTCTTCGGTTATGACAAGACTTGAACCCGTGGTGCGGTGATTTCAAAGTTCA 
TTCATTTGGCAACTTTTGTTTTGTTTTGTTTTTTCGAGACAGGGTTTCTCTGTATAGCCCTGGCTGTCCTGGAACTCACTCTGTAGACAGGCTG 
GCCTCGAACTCAGAAATCCGCCTGCCrCTGCCTCCCAAGTGCTGGGATTAAAGGCGTGCGCCACCACTGCCCGGCTGGCAACTTTTAATTTGGC 
CCTGTCGTGCGGATGATGAAATGGGACGCGCCAGTTTCAGACTCCTCTGCCCGTCTC!ACAGCCTAATAGCTGGTACAAAAAAAAAAAAAAAAAA 
AAAAAACCCAAAGTGACTGTACAGTTAACATATTAAGCTATAGAACGAGAAATTGGAGATGCTAAAACATGGGTGGAAGAACCTGGGTGGGAAA 
TATCCAGGACTGCTTCCCTAAGGATGTAGTAGCTGATCTGAGATCTCGAGGGAGATGGGTATTAGAAGCTCTGATGCGAGGCTTCTGAGTGTCC 
TAGCCACCAGAAAGTTTGCTGAGCCTGAAGTTTGAAATACATGACTTGGAATGGAGTCTCCCAAAGCAGACAGACAGGAATGGCTGATGGGTAG 
TCTTCCCAGAACTGTGTGTGATTAAGTCACTGGTGAAATGGATATTGACCTGGAGGATCCCGGGTGTTGTAGTGTCTGCCTTTAATCCCAGCAC 
TCTAGAGGTAGAAGCAGGTAGATCTATTTTTTTTGGGGGGGGGGGCAGGGGGGTGTTTTGAGACAGGGTTTGTCTGTATAGCTGGCCTTGAACT 
CAGAAAGCCACCTGCCTCTGCCTCCCAAGTGCTGGAATTAAAGGCATGCGCAACCACCGCCCAGTTGGTAGATCTCTTAAGTTCAAAGCTAGCC 
TGGTCTACATAGTGAGTTCAAGACCAGCCAAGGTTTGCATAATGAGACCCTATCTCAAAAAAAAAAAAAAAACCTTAAGCTGGGGTTGGGTGCA 
CCCTGAGTTGGCCCATAACTTTAATCCCATCACTCTGGGGACCAAAAAGGATGGATTTCTGTGAGTTCAAGGCCGGCCTGATCTACATAGTGAG 
TTCCAGGACAGCCAAGGCTACACAGAGAAACTCTGTCTTGAAAAACAAAAAAACAGACTTAAAGCCCAAAGTTGCTGGGCCCTTAAGATGTTAT 
GTATTGCTTTCTTAATCTTCCTGTATGGTTCTCCATGTCCATTCATACTCAAACTATAAAACAGAGGAAATGGGTTATAGTGCCCATTGTTGTG 
GTTCCTGTGCCCAAGCCAGAGTTCCCTGCTCTCACAGAAAAGATGCAAATACAAACAAACAAACATACATACATACTTAAATACATATATGTAT 
GTGTATTTAAGTATGTATGTATGTGGCTTAGCATATTGTGGCAGGTGCTGGCCATAATAAGGCTAACAAGTGTCAGCCCTCGGTTATAATTAAG 
ATGGTCAGAGAAGCTTTAATGGGGAAGGTGACGTTGGAGTAGAGACTAGAAGGAAATGAGGAGATAGGCTGTGTGGTTGGCAAGAGAGAGAAAG 
TCTCAGTAGCAAGAATGGCAAAGCCCTGTTAGGAATTGGTAGCCCAATATACTTTGTCATGACGATACAGTTGGAGCAGGATGGAACTGACTGA 
CTGACTGACTGGACTGTGCCCTTCAGACCTGACAGGGTTTCTCTGTATAGCCCTGGCTCTCCTGGAACTCACTCTATAGACCAGGCTGACCTTG 
AACTCAGAGATCTGCCTGCCTCTTATCTCCTGGGAGTAGAGGGAGATACTATCCATTTCCCTCTTACATTTATGGTGCTGTGAAGAAGGATCCT 
GAAGTTGGCAGAGGTAGAAGATGAGCTGAACGGTCCAATAGGTGCTCTCCCTGACTCCAGGCCAATCTGTTTCGGTGCTAGCATGTTCTTTCCT 
TTGCACATGGCTCTTTGGAGTCCATTGGAGCTATTCTTCAGTCTTAATGGTCACACAGAGTGTGTCCTCACCTTAGGCCTGGATTCTACCTGTC 
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AACCTCTGTTTTAACTCCGACCCTAGCACTCAGTCTCTTTCCAGACATCCACTGGGTTCCGTTATGTCACGTGGAAGCTTTCAGGGTTTGGGCT 

GTCTTGTATTTGGGGGAAGATTGACTAGCCAGGAAGCCCTGTCATGTGGCTTCCATCCCTGTACTGTAGTAGGATGCTGGGTAGTGCTAGTTTG 

GACTGTTGAGTGCCTACCTCTCAGAGGCGCCCCTTTCCGATGTATCCTATTGAAAGGTTTGTAGCTGGAACTGTTTGTCCTTCTTGACTCTGGA 

AGACTGTGAATGGTGCTGGTGAAGCCCAGAGGACCTGGAAGAGCAAACGGCATTTTCCAAAGCACTTGTTGCAGGCCCTGATGTCAGGGAGCAT 

CAGGCCCAGGGACGATGCCTATCGTGTTGGGTATTTTTTTTGAAGCTGTCTCTCTCTCTCCATTTCTCTACAGAAGAGTTTCCTGACTCAGCCC 

GTGACCCTTCTGGACATCTATACACACTGGCAACAGTAAGTCTGGTGGAATGGAAGGGAGGGAGCAGGGATACCCTAACACGTCATCTTTGCAT 

TGAGCTAATATGTGAATGTGTTCTAATGGCCCACTGTGGGCATACTTGTCACCTTCATTTGGTCAGTTCCACCTCCCCCACTTTCCATGTGTGT 

TCTGTTTTAAAGAGAGGATCTCACTATGTAGATCAGGCTACCCTTGAACTCACGGAGATCCTGTTGCTGCTGGTGCCTCTTGCATGCTGGGACA 

ATTGGAGTGTGTCTGGGATTAAAGGCGCACGCCTTGGGAGGCAGAGGCAGCCTGGTTGGTCTACAAAGTGAGTTCCAGGACAGCCAGGGCTACA 

CACAGAAACCCTGTCTCAAAAAAACAAAACAAAATAAAACAAAACAAAAAACGAAATGCTCACACCTTTAATCCCAGCACTCCGGG 

GGTAGTCAGGTCTCTGAGTTCAAGTCCAGCCTCGTCTACAGAGTGAGTTCTAAGAGTCTCAAGAAATAAAGGAAAAGAAATGGAACAGCTGGGT 

TTTTATTTTTTTATTTTTGTTTTGTTTTGTGTTTTCAAGACAGAGTCCCTGGGTAGCCCTGGCTGTCCTGGAACTCCCTCTGTAGACCAGGAAT 

TCAAAGATCCAGCAGCCTCTGCCACCCGAGTGCTGGGACTAAAAGGCATGAGCCTGCACGGCCTGGCTTGTTTCTTCTAGGTTGTAATCAATGC 

GGCAGGCACAAGTCAAAGGAGATGCTAGTGGTAGTGAGAACTAGTGAAGGCAGGAGCCTGGCGCCCAACCTGAGCGCTTACCATCTGAGCTGCT 

GAAAAGTGAGGTTGGTAGTGACAGTTCTATCATGGCAGCACCGAAGGCAGGGGATGCCAGGCTCCGGAGGAGTACTCGGGTCAGTGAAAATATT 

GCCCACCCTCCCTCCATACTTTTCATGCTCCTCTGCTGCTCGACAAGCTCGGAGCACGGGTGCGTCCTTGCCCAGGTGTGTGGGTGTTGCTTTC 

TGTGCTTCCTTCCCCAGCAAACTGTTGGAGCTGTGCCACACACAGTTTCCTGCCTCTGCCCCCTCTGTGGGTGAGGGGTACAGAGTGGGCCAAA 

GATCTCACCCACTGAGCCAGTCCAGAGCAGCGATTACCTATCAAGTCAAACCCAGTAAACGAGCTACATGACCTTGAGCAACGTTTGTGACCTC 

CTAGAATAACATCATCTGTAAAGTGAACTCTATCATCACGTATTGGGAAGAAGTTCAAACACAGTGATCTATTTGATAACAGTCCTAAAACTGG 

CCAGTGAGATGTGTCCTGGCAGTGGTCCTCAGATAGTACATTCTTGATGTTACAGAGAACAAGCAAGAAGGGGGGGAAAAAAAATCCCTGTTCT 

TGTGAAATTCACATTCTGTTGGGGGATGGGGTGGGGGGGTGGAACAAACTTATACCTGTAATAAAGCCTCTTCTAACAGCTTCCTGGCAGGTGG 

CCTTCCTAGGAAGAAGGAACCTGGGTAACACAGCCCAAACTGTGGACAGCAGTGTCAAACCCAGCTAGGAAGAATGGGGCTTAATGACTTCCTG 

CCGGTAGAAGGGTGGAATCAAAGTTCAAGGGACTAAGCTGTCTGAAGACTTACAGCACGGGTGCGCGCACACACACACACACACACACACACAC 

ACACTCCCCACTCTGCTTCCTTCCAGACTCCAGTTCGATGGTGGTTCCTTTCTGTAGGTGTGTGCCAGATACTGGGTGGGATGCTGTATGCTCT 

CTGGGGGCCTGTTTGTATAGTAGTGGAGTCGTCCAGAAATCAACCAGAGAAGGAAACGAAACTGAACGCCAGGGCGGAGTGCTGGGGGGAGGGG 

GGAAGGGGTGTCAGCAAAGATGCTTCACGCCAAACTCGAGAGTAACGAGAGTGCTCCTTCCTCTTTGATGACTCTAGCTTGTGTCAAGTTAACT 

GGCAAAACCAGTCAGAGCTGGGCGTGGTGGCGCACGCCTTTAATCCCAGCACTCGGGAGGCAGAGGCAGGCGGATTTCTGAGTTCGAGGCCAGC 

CTGGTCTACAAAGTGAGTGCCAGGACAGCCAGGGCTACACAGAGAAAACCTGTGTCGAAAACCAAAAAAAAAAAAAAAAAAACCCAGTCAGGAC 

AGCACCACAAGAGAAGGACGCAGTTCTAGGGTCGGGAGAACCTGGATGGTTCTGTGCAGCCTATGGGCTGTGGCCAGTCAGCCGATAGTAGTGA 

GTGAGCTGCTGCCGTCCTGTCACCTCGTCGGCTGCTTGGGACCCTGAGACTGGTTAAGGTGCATTAGGAAGCGGGTGAAGAACAGATCATTTCT 

GCACTGTGTCGGCGCCACTGTTTAAACTCTGTGTGCCCATTTCCTTTGAAAGACTGAATAGGTAAACAGGTATCTTTCCAAACCTCATGGATTT 

GTCCCATCTCCCCTGCCCTGCAGGACCTCAGAGCTTGGCCAGAAGCAGAAGGCAGAGGATGATGAGACCCTTCAGGCTAAGAAGTCTCGAGTGT 

CGGATCCTGTTAGCAGCTCAGAGAGCTCGGATCAGGAGAAGGAAGAGGAGGCAGCAACCGAAAGGGCCAAAGCCAGTAAGAGCCCTCCTTGCTG 

TGTGAGATTGGGACCCGCCTTGGCAGTTGCGGGCTTCTAGTCTGCTCTACCGGGGTGTCTGCCTCTGAATCATTGTTTAGTGTCAAACAAGAAA 

AGGTGGGGCTTCTCAGAGGGAGGTTGTAGTACCTGGGAGGCCTTCCTTTGGCAGGCATTTTAACCCCTGAGGGCAGGCATTCTAATCCTCTGAG 

GATCCAAGGATGAATCCTAAGATCCCAGGAGGCTGGGTAAAGTGGCGCACACTTTTAATCTCAGCACAGAGACAAGTGAATCTGAGAATTTGAG 

GCCAGCCTGGTCAACATAGTAAGTTCCAGGCCAACCAGGGCTACAAAGTGAGAACCTGTCTCGCCCCCCAATCTCCCTTCCCCCAAACAGGATG 

GCCCACACAGTCAGTTGCTCAGTTCACTTCACAAGGACTGTTTCCACAGCTCCTGGATGCTGCTGCTAGAGATTGGCTAGGCATGGGGGGGTGG 

GGGGGAGGCATTTGTGCAGGTGTTGAGTCCATTTCAGAAGGTTGATAGTTCTGGCTTCTGTGTGGCCCTGGGGCTGCTTTCAGACTTGCTGGTT 

GTTTTAGTTACTGTTCTGCTGCTATGAGGAGGCACCGTGAGCAAAGCAACTGACATAAAAGGAAGCATTTAGCTGAAGGGCTGGCTTACAGTGT 

CAGGGGAGTTCATCCATGATCCCCATAGCAGCAGCGAGGCAGGCATGGCACCGTAGCAGTTCCTGTGAGCTTACATCCTGATCTGTAGACAGTG 

AACAGAAAGCTGGAGACTGGGCTTGGTGTAGGCCTTTGAGACCTGGAAGCGCACCCCCGTGATACACCTCCATCCACCAACCAGGAACCAAACA 

TTCAAATATAGTCTCATTCAAACCACCATACTAATTGTCCTCTTATTTTGGCGGTATGTGGTGGGTCTGGTAGCTATGTGGCGTCTTCTCTCCT 

GACAGAAGCAGCTAGAATGCTACACCCAGCAACTGGCTGTGTCTCTGTGTCCCACAAATATCATATTGCTTATACAGAAGACAGTTTCTTGATT 

TTTAAGTAGGTTTTCTGCTTATAAAAGAAGTGCAGGATTTATTATAAAATGTTCATTACAGAACATTTGGAAGTTGTTTTAAGAAAAGGCAGGG 

GAGAAGTCACCCACATTCTTGACATCTATACCCCCACAATCTTGTCTTTCATTATTCCTCCTGTGTATGTTCTGTCAGATGCTCAAGAGGACAT 

TTTCGGTGCATATTTTATATCTTAATCTTAAATTATAAATGCAAAGCAGGTCCAGTTTATAGACAGAAGCACAGAGAAGGGAAATGTAAGAATC 

CTTGTTGCCAGCCCCATCACTTCCTACCCATGTCTCTTGGTCGGCAGCCCATAAACCTGCCCTGTTGCTTCCAGTCAAACAGGAGTCCAGCTGT 

GTGCATGTGGACTGACCCACAGCGGGCTTCAAACAGAAATGGGAAATGCTTGTGCTATTAGGTATCTGATAGTAATCGGTTTTTTTAAAAATAC 

CTTACTCTTTAACAGTTTCATACAGTATGTGTTGATCATGCCCATGCCCAGCTCCCCCGGGGCACGCCCCCAGTATGTCCCCTCTCCTTAGTAC 

CCTCTTTTTGTTTCCCGAGTTTGTTTTTTTATTGTTGCAATCAACTGGCTGGATCCAGTTAGTGCTGCCTGCAGGGTGTTGACTGATCCTGTGT 

TTGTTGTTATTGTTTTGGGTTTTTTTTTGTTTTTCGAGACAGGATTTCTCTATGTAGCCCTAGCTGTCCTGGAACTCAGTCTGTAGACCAGGCG 

GGCCTCTAACTCAGAAATGCACCTGCCTCTGCCTCCCAAGTGCTGGGATTAAAGGTGTGCACCACCACTGCCCAGCCAGCTCTGCATTCTTTTT 

TTTTTTTTAATATTTTTTTTATTAGGTATTTTCCTCATTTACATTTCCAATGCTATCCCAAAAGTCCCCCATACCCTTCCCGCCACTCCCCTAC 

CCACCCACTCCCACTTTTTGGCCCTGGCGCAGCTCTGCATTCTTAACACCATCTATTCTATAATGCTCCCTGAGCCATGTAGGCTTGATAAATG 

TCCCACTGAGGGCTAAGAGCTCAGGTGTCACTCAGTCTCAACTTTGACAAGTTAGGAGTCTCTGCATTGCTATTGCAGAAAGGTGAATGTGTGT 

GCATGCGTGTGTTTGAAATGTTCTCATGGCAAACTGACAGTAGTAAGTCCCATCACTTATACCCCCAGCCTACAGTCTTGAGCTAGTAGTCACT 

TTTAAGAATTATTTATTTTATATATATATATATATATAT^^ 

NNNNNNNNNNNNNN^ 

CCACCATGTGGTTGCTGGGAATTGAACTCAGGACCTGTGGAAGAGCAGTCAGTGCTCTTAACCATTAAGCCATCTCTCCAGCCCTATAATTGAC 
TTTTTACATTTTGGGTTTTTGTTGTTTCCCCCTAGTTCTTCTTGCGACAGGGTCCTGATGTGTACCCCAGACTGGCCTGAAACTCAGGGACGTC 
CTGCCTCAGCTTTCTGGGTGTGTGGCTTAATTTAAGAGTCCTCAGAAGTATTTATGGGTAACATGACAGGGTGTGAAGTTCTTCAAAA'J'AATGT 
ATGATGGGGAAGGGAAAATGAGACATTGGGTGAACTGAGGTTGGCTACGGGTTGATATAAAGTTACAATAACAGCTGAGGCTGCATATCATACA 
TACACACACACACACAAAAGCTGGAGTTAGGTGACTTTGGTGTACTTCTGAATATTTTGGAAACTTTGCTCATGTGCAGAAAAGGGAGTGTCAA 
AGAGCCCCGAAATGAATTCAGTCCTGCCGTTCATTTCAACACCTGTGTCTTTAGTGATAACTTCTTCCCCTGAATGCCTGAGATCCAAAGCACC 
GTTTCTTAAAACCCTCGAGAGTCTGAATCTCAGTGTCTCCTACTAGTCCCAGGCTCCTGGGTCGGCACAATTGACGACCACATAGCTTCCTCTA 
TGGCCTGGGGCTGGGTGCTTGACCACTGCCCTGCCTGCCAGTGACTTATCAGGACTGATGATGGTTGGCACCCAACCCAAAGAGTAGTCACCAG 
AGTTGGGCATGTCTTGTGGTGGTGGGTGGTAAGATTATAAGCCTGTCCTTTCCCTCTGGGGGCCTCCAGATCTCATGCCACAGAACAGCTGGGA 
GTCCCTCGGGGATGCAGGCACAGTAACCACCATGGGTTCTGGGCGAGGCCTTCTCATGGTTCTGGGCTAGGCCTCAGGTCCTCATACTAGCACC 
AAGCAACTAGTACCTGTAGGACCATTAGGTGGTGTAAAGTCTGCCCATCTTCTTAGATGAGAAGAGCCCACCTTGCTCACAGCGTTTGTGTCTT 
GCAGCCCCAAGACCGACACCTGTCAATTGTGCAACCGCAGCTTTGCCATCAAAAGTAAAAGAAAAGGTGAGTTTATTTCCGAGTTACTCATTAC 
CTGTGGAAGCTGTATCCAGTGGAGCATAGTCTGCCGTGTCAGGATAGGGTCGTGTGGTTCAGCGTGTGTCTCTAGGTGTCTGTGACTTCATCTA 



158 



WO 03/039484 



PCT/US02/36071 



SAGRES DISCOVERY 02-0 8 



GCTATGCCTCGGGTGCCTTTTCTGTGAAACAGAAGTGATGCCTCAAACCACACACTTGGGCAAGTGCCTTCCTCTGTCGTCCTTGCACCCACTC 

ACCGGTTGTATAAACAGCTCCCCTCCAGTCCCTGGTGTGCTACTAGGCCGTCAGTAGCATCATAAGGAATGCACTGTACACATTTTCTAGATCA 

AAAAATACTTCAAAAATGTCATTTTGCAGTAATCCATACACACTGTTGCAGACACATAAATGATGTGTCACCCGAACCAGGCGATAGCTATCGT 

ATGTAAAAGCAATGATGAAATAATAATAGTATCACAGTGAACTATAGCTTCATGTAAAGTAGGAACTACTCTGACCCAGAAGCAGTAATGCTCC 

CTTAATGCTTGTGTGGAAGGCATCTTTGTCTTGCTGTAGAGATGAGATGACAAACCAGTGGACTGTGAAAGGCCAGAGCTGGCTGCTCTTAGTC 

TGTGGGAGAGGTGGGACACTCAGAGAGCTCGGAAGTCGCCTTGTAGGACCCAGTGTCCTCCTGATGCTTTTCACATGTCCTGTCATGACAGAGT 

GCTCATCCGTCCCATACTCTGTAGGGAAAGACCAAGACAGCCAACAAGACGGTGAACTCTGTGTCGCACCCTGGGTCCGGAAAGACGGTGGTCC 

ACCTGCTCTCTGGGAAGTCACCCAAAAAGTCAGCAGAGCCCTTGGCAAACACTGTCTTGGGCTCAGAAACTGAGGAGGAGGGCAATGCCCAAGC 

CCTCGGACCCACTGCCAAGTCTGGTGAGACCCCCAGAGCCTGGGGCAAGGGGTCAGGACTGAACACTGTGGAGAGACATTCTGAGTGTGGGTTT 

GTCTCTGACAGCCAGGGTCTTACAACAGCCATTTCCACCTTTTGTGACTTCCTAGACTATTTTAAATTTACTTTTATTTTATATGCATCGGTGA 

TTTGCCTGCATGTACATCTGTATGAGATATCACACTTTGTAGTTATAGACAGTTGTGAACTGCCATGTAGGTGCTGGGAGTTGAACCCAGGTCC 

TCTGGAAGAGGAGTCAGTGCTCTTAACCTCTAAGCCATCTTTCCAGCCCGCTATATGGGCTTTTTAGAGGGTGGCGTTTCCGGCCTTCTCTCTC 

TGGTGGATTATAGGGAACACTGTGGTCACCTGGAAACTAAATGAAAAGGTGTAGGTCTTGATGCAAAATAGGCCTTTGCCCAGCTTGTCCCCCA 

TTCCCCAACTTGATAGCAAATAGTGACTTGATTAACTAGCAGGTACTTCTAGCCTTTCCAAGACCTCAGAGAGGCCTGCAAAAATAGGTAGTGA 

GGGTCCCTGTTCCAGCTAGGGGACTTTGGGTCAGAGCAGATAGCAAGCCCTGTACAGTTGAGAAGCATGTGCTACCTAGGTTTGACTAACAACC 

TGCATGGAGGCTCTGGGAGGGGAGAGGACTGTGGGAAGGATCCTTAGTCCCCTGTGTCCCCCCCCTCAGGAACGGTGTCAGCGGGCCAAGGCAG 

CAGTTCCAGTGAAGATTCCTCCATCTCAAGCGATGAGACAGATGTCGAGGTAATTGCCACCCATCCCCAGGGATTGATCTCTTCCAGCTTCTGA 

CCCTCTCTTGGCAGTGTTCAGATCCCAGTGGCCAGTCATCAGCCCAGCAGTTGTGTCCGACAGCTGCATGGTTACAGACAGGGCTAGGCAGTTG 

GAGAATGAGGACCTCAGTACTGCTCTGGATATGCTGGGTATCAGAGTCCAGTGCTGGGAGAGGAAGACACGGGAGCAGAGACCTGAGTAGGAGT 

AACTGGGACATGTGGCCAGGGGTAGGACTGCCTCGAGGATTCTGAGCCCAGTGGTGAATGTGCGTTTGGGGATAGAATTGGATGGGATCCTTGG 

TCTGCAGCCTTGTCTCTTTGTAGGATCGTTGGGGGGGTGGGGGGTCATCACAGGGTTTTATGCACCGAAGTGAGGTGGCCTGGCTCGCATCTCA 

AAAAGATTGCTGTAGCGTGGCCTGGAGGAAGATTTAGAGTAAAATTAGTGAGGCCCACTGGCAGACTGTCAGGTAACAGCCACAGGTGCCAGTG 

GCAGGAACCAGTATGCCCCATATGTATGACATATATTATTTGGCATAATAACCAACCTCTACCCCAGTACAAAGCCACAAGCTTATAAAAACAA 

AAGACAAAAACCATGAGGGTGTTTATATTCCAGTTGTTGGATCTTGGGCATGAACTTTGTAAATCACAAGACTGTATCACACTTTCAAAAGGTT 

GGACATTTAAGGGGGTAGCAGGAGCCAGGGATAGACTGTGCCTACGCAGCTGCCCCACCAAACCCAGTGGCCCTGTGTAGCCCGAGCCATCCCC 

TTCTGTTCAAGACTTGACGACAGCTGTTCCCTGCCTGCCGTCTCTCTGTTGGGCCCTGAGTGTAATAAGGCCCACGGGATTCCTCTGTGTCCCT 

TTACTCCAAGCCTTGCTCCCACAAATCCAGCTCCTACGTATACGTATACAGCACGTGTACAGCACTGGCAACAGGAAACCAGCGCGGAGCTCCT 

GCCGCTGCGTTTGAAAGAGGGTGGTGCCATAGGCTGGTGTGGGGCGTGAGGGGCAGCGTGAAACAGGCGCTGACTGGCCTGCTGGCTACCTCAG 

GGCTGTCGGGATTTTGGAATGCTAAGGAAGTTCCAGGAAGAAGTTCAAGTCAGTGCAGATCCAGGCTCCTCTGTCCGGAAAGTACCTCAGTCAG 

ATG CTTTTTAGTTGAGTGG CCCCTCAGG ATGGACCCTCTTATAAACATGTCAGTGGG CAGGCAGGTG CGGTGG CCGAGTTCTGCCCCAAAGGTA 

GCCAGGGGTCCTTATAAGCCTTTTGTGCTGCCCTTAAATGATCTGTGCCTTTTTAGGAGAAGGGTGTAAGATTCTGTCTGCCTCTGGGAGATGG 

AAAGGAAGATGCTTTTAAGAAGGGGCTTGTATTCCTTTTCTGTTGCTAAGAACAGCCCCGATAGGCTCATCTATCTGAATGCTTGGTCACCAGG 

GAGTGGAACTATTTGAAAGGATTACAAGGGTTAGGAGGTGTGGCCTTGTTGGAGAAACCCCATCACCGCTGGGGGTGGGCTCTGAGGTCTCAAA 

GGTTTCCAAAGTCCTTTTGTCTTTGTCTACCTGTGGATCAGGCTGCAGCTGCCAGCTACTTCTCCAGCAACACGTTCTTCCTTTTAAACGACCA 

CCTrGGTCACGGCGTCTCTGCACAGCAATAGGGCAGTGACTCAGACGCCAAAGCAAGTTTTTTAAGAAAAAAGTTTAGTTGAACTTATGGTTTC 

AAAGGGTTAAGAGTTTGTGACGGCAGAGCAAAGGCACAAGAACTGGAACCGCTCGGAGCTCGAACCCCGATTCACAAGCAGGAGGGAGTGAGAA 

AACGCAGGGCATAAGCCTACCCCAGTGACACACGCCGTCCAGCGGGGCAAACACTTCTCGTAGTTGGGAGCCTATGGGGCCGTTCGCATTCAGA 

TTGGCAGAGAGCTGACAGCAGAGGGGGAAGGCTCTTCATGTGCTGCATCTCTTGCCTGCTTCTAGGTGAAATCTCCAGCAAAACCAGCCCAGGC 

CAAAGCTTCAGCAGCCCCTGCCAAGGATCCTCCAGCAAGAACAGCCCCAGGCCCTACCAAGTTAGGGAATGTGGCGCCCACACCTGCTAAACCA 

GCCAGGGCGGCAGCGGCAGCTGCTGCTGCTGCTGTGGCTGCTGCTGCTGCTGCAGCAGCAGAAGAGTCTGAGAGCAGTGAGGAGGACTCAGAGA 

GTGAGGACGAGGCCCCTGCTGGTCTGCCCAGCCAGGTGAGTCCAGGGGCTGCTATCCGTGACCCGCTGCCTGTAGTTCCCCCCCCCCCCATGCT 

GG CAAAGCCACTGTGTGATGGAG AACTCCTGAAGAGGG CCCATTCTAGAG AG AG AAG CAATGGCAACTGGCCAGGGGGCTTCGGTG CCTGTGGA 

AACGTCCACTGGGCCCACACCGCAGCCAGAGTGGCTGATGCCTTTGGGGAGTTGGGGGGTTGTCCTGCACCTACTCTGGTGATGATGTTAATTT 

TCTTGGTTTTCGTGTGTGGTCAGTGTAGCTGCCCTCAGCACAGCTGCTCGGAAGAGACCTGAGGCTTTCTTCATTCTGAGTCGGTTTCCCTATA 

GCCCAAGCTGGCCTCTAAGGCATTCTCTTCCTGCCTGAGCGCCCCAAGTTTGGGGGCTACAGGCACGTGCTATCTTGCTGTCTTAAGTTTTCTA 

TCGCTTCAAAGAGTCGTCATCACAAAGCAACTTATAAAAGCGAGAATTCAAATGGGTGCTTGCAGTTCCATGGCCGTCCTGACTGAGAACATGG 

TG TCAGCCAGG CATGGCACTGGAACAGTAGCTAAAAGC CTTAAAACTGGTC CACAGG CAGAGAGAACGCT AC CTT CAAAG CCATTTAGTACACC 

TTCTCTAATAAAGCCAGGCCTTCCAAACGCTCCCACCGATGGAAGGGGTGGGGATGGGGGAGACACAGCAAGTATTCAGATATCACATGTGTCC 

CAGTGAGTCCTGAGAATGTTCAAGGGCTTGGTTCTCTCTTTAGCCAAACCAGACCCTGAGCCGGCAACCACCAGAGAGAATCTCTTTTGTTCCT 

CTTGTGGGGCCTTTCCCATGGAGTGTAATTCAGATAGCAGTCTCACAGTCCTGCACACATGCTGGGCGGAGCAGAAAGGGCTGGAAAGCTTTTA 

GAGGTAGAACAAGAAGAAGTGAAGGGGTCTGTATCCAGGACTGGGGCAGGGGTAGGGGGTGGGGCGGGGGGATGGCAGTTATTAAAATGTTAAA 

GAAGAGTTGGTTGACAACATGAAGTGGACAAGGAAGGACCCAGAAGGAGATGTGACCACAGACCTATAGTTGAAGGGTGTAGAGGATATAGTTG 

GCTGCTGAAGTTCTGTGGCAATAACTTGGGACCCAGCCTACTTGGGGCTGCATTGTGGGTATTGGTTCATGTCTGAAGAGAGGAGCCAAATGCA 

GCTTGTGTACAATTACTGCCCCTCCACACAGAAGGCCTTAGAAGGTCCAAAGCCATTTATTTTCTAGGAAGCTTAGGGCAGAGGGGACAAGGCC 

GTCATGAGAAGACTGTAGAAGCTTGTAGCCACCCTACCAAACAGGGAGGCAGTGGTGAGCCTTTGGCTGAGAACAGTGAGGAGAATGGATAAAG 

AGG AGG C C AGTG AAGGG ACTG CAT CT AG AACAGTAGTTCTCAGCCTCCCTCATGCTGTG AGCCAATACAGTTCCTCATG TTGTGGGGACCCCCA 

ACCACAAAATCATTTCATGGCTACTTCATAACTGTAATTTTGCTACTGCTATGAATCAAAATGTAAATATCTGGTATGCAAGATATCTGATGTG 

GGTCGTGACCCACAGGATGAAGACAGCTGATCTAGGAGTCCTGTGTACCACTGGAAGCCCTGGGGAGTTTGAGCCTTTTTCCATGCTCAGGCTG 

TTCTTGAAGAACTTTGCATACACCCCTTCTCTGCCTTGAGCATTGCTGGCTAGTTAATGAGCCGGACAGTCTCACAAGCCAGTGCTTGTACCCA 

CAGAACAGACTATTC CAG CTAAGGATTTAACCATTTACGTGCTAGGGCTCTGTTCAGGGCCAGAATG AAGG C CACTATATGGTGTCACTGGGTG 

CTGAGGAGGTCAGTGCTCAGGAAGCCGAGGGCCAGCCGGGGTGGCTGGGGCACCAGTGAAGATGAGAAAGGAAAGTGTTATCTCCAGAACCTCT 

GGGCTTCTTCCTGATGGCATCACCTAAGGACTGAAAAAGAAGAACGGGCTATTCTTTCTCTTCACCAGGTAAAAGCCTCTGGAAAAGGTCCCCA 

TGTCAGAGCCGACTCGGTGTCTGCCAAGGGGATCTCTGGGAAAGGGCCCATCTTAGCAACCCCAGGGAAGACTGGGCCTGCAGCCACCCAGGCC 

AAGG CAG AAAGG CC AG AGAAGGACTCGG AAACC AG C AGTG AGG ACGATTCTGATAGTGAGG ATG AAATG C C AGTC ACTGTGAATACTC CTCAGG 

TAAAGCCTGGGGGGAGAAGGGAGGCATTATAGCCCAGACCTGAAGGCTGCTAACCTGTCTCCTCAGCTGGTCCCAGCCCCTGTCCCTTCTCCTC 

AGCTGGGCCCAGCCCCTGTCCCTTCTCAGCTGTGCCCAGCCCCTGTCCCTTCTCAGCTGGTCCTAACGCCGTCCCTTCTCTTCAGCTGGGCCCA 

GCCCCTGTCCCTTCTCCTCAGCTGTGCCCAGCCCCTGTCCCTTCTCCTCAGCTGGTCCTAACCCCTGTCCCTTCTCCTCAGCTGGGCCCAGCCC 

CTGTCCCTTCTCCTCAACTGGTCCTAACCCCTGTCCCTTCTCCTCAGCTGGGCCCAACCCCTGTCCCTTCTCAGTTAGTCCCAGCTCCCATCCC 

TTCTCCTCAGCAGGTCCCAGCCCCCATCCCTTTTTACTGGTAAGGCTCCCTGCTCCTGTCAGGTCTCTGCCCACATCTGCCTAATGATTTACTC 

CTCAATTTCTCATACCAGGCAAGGACTTCTGGGAAGAGCCCTCGGGCCAGAGGTACCTCAGCCCCCGCCAAGGAGTCATCCCAGAAAGGGGCTC 

CTGCAGTCACCCCTGGAAAGGCAAGGCCTGTGGCAGCCCAGGCAGGGAAACCAGAAGCCAAGAGCAGTGAGGAGTCAGAGAGTGACAGTGGGGA 

GACACCAGCTGCTGCGACTCTGACCACGAGTCCTGCCAAGGTGAGGCCAGGTGTGCCTTGTGCTCTGCCTAGAAAGGAAGGCCTCCTTCTTCAA 

AACCAGAGCACGTCCCCTGATCTTGCCCTCTGTCACTCCCAGGTGAAACCTTTGGGGAAGAGCTCCCAGGTCAGACCTGTTTCCACCGTCACCC 
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CGGGGTCATCGGGAAAAGGTGCCAACCXGCCCTGCCCTGGGAAGGTGGGGTCAGCAGCTCTCAGGGTCCA^TGGTARAGAAAGAAGATGTCTC 

GGAGAGCAGCAGTGCAGAGCTGGACAGTGACGGGCCTGGGAGCCCAGCCAAGGTGAGTCCTCAGAGGTCTCAGCCCGGGAGCCTACATGGCCCT 

ACACCCGAGGTCTGTCGTCTGGGTCTCTAATTGCTGCCTGTCTCCTACCTGGGGCTCCCACTGATCTCATTCCAGGCAAAGGCCTCCCTTGCGC 

TCCCTCAGAAGGTGAGGCCTGTGGCCACCCAGGTCAAGACTGACAGGGGCAAAGGCCACTCAGGGAGCAGTGAGGAGTCATCTGACAGCGAAGA 

GGAGGCAGCAGCAGCAGCCTCTGCTGCTCAGGTGGGGACCAGGGAAGAGAGGCAGTCTGGCTGTCCTGGCCCGCCCCAGTCAGAAACCCGACCT 

CTCAGAATTAGATGGGTTCTGGTTAGTAAGGAGACCAGGGGGAGCTGCATCTCAGAACGAATTAGTCCAGGAGTCTCCCCCAACCTCCATCTGC 

ACTTTCTCCACAGGCTAAGCCAGCTCTGGAAAAGCAGATGAAAGCTTCCTCTAGGAAAGGCACGCCTGCATCCGCAACAGGAGCGAGCACCTCG 

TCCCATTGTAAGGCAGGAGCGGTGACCTCTTCAGCCAGCCTGTCATCCCCAGCTCTGGCCAAGGGCACCCAGAGGTCAGATGTGGACTCTTCCA 

GTGAGTCTGAGTCAGAAGGAGCTGCTCCCAGCACCCCCAGGGTACAGGTAAGGGCTGGATTTACCCAGGTAGGCTCACTCCCAGCCCCCATGGG 

GCATCTCTGGCCCTTGAGAAACTCTTTCTTCTCCTTGACTTTCTAGGGGAAGTCTGGGGGTAAGGGCCTGCAAGGGAAAGCTGCCTTGGGGCAA 

GGGGTGGCCCCAGTGCACACTCAGAAGACAGGGCCTTCGGTCAAAGCTATGGCTCAGGAAGACTCAGAGAGCCTCGAGGAGGACTCCAGCAGTG 

AGGAAGAGGATGAGACCCCAGCACAGGTGAGGTAGGGAGGAAGCAGCCTGAACCAAGACTGGGGATGAGCTCAGTGGAGGCTGCCCTTGGCCCT 

AGGAGCACAGAATCCTGGGACTCAGGGTCAACTAAGTCTCACGTTCTCACACGCTCTTGTTTCCTGAGCCCCCTGGCTCTAGGTTCCTACACAT 

CTGGGTGTGCCACGCATTCTGCCCACTGCCACTCTAGACAGAAGTCTGTGGCTTTGGCCTTGGGGAAGTTGCCACCTGGGGCAAGGTGTGATAT 

AGTACACACCGTTACAGCAGGATAGGGATGTGCAGTAGGGCTAGCCAAGCATGGTACCCGAGATATTTTAAGAGGAGTGTCATGTCGGTGAGGA 

ACTGAAAGTCGTCTGGTGAGGTAGAGGGTAGACTCTTTGCAGAAGCCAAGAAAGTTGGCTCGGGTCGCACCACAAGCAGGATTAAATGGCAGAG 

GCCAAGAGCCAGGTTACCTGGGCTCAAGTCCAGTTCTATTCGTGGGGCCTTGGCTACAGTCCCATCTGTCATCAATCCACCCTTGTGGGTATGG 

GTAAGGCCTCGCCTGCCGGAAGCCCGGGGACCTGCCTTCCTGGCCGTGGGCTAGGCTGCTGGGGGCAGAGTTGCAAGGCACACCACGTGGCCCG 

AGAGAGCAGGAAATGAAAAGGAGCTTGTCACGGTCTGCGCTATGGGGGAGCTTCCTTAAGTCCTAACTCTGTCGTACACATGAGAGGCATTGGG 

AGTTGGAGCTAGTTTGAAACTAACTAGATGGTGATATCTGAGTGAGTCGGGGCCTTTCTCAGGTCCACAGTCACCGAATTGCACTCAGAGCCTA 

TCAGTGTCTGTCTTACTCTGGCTGAGGCCATAGCTCCTAGCTGGGTGGTATAGTGTTTGCCTACCATGCACCAGGCCCTGGGTTCCATCTCCGG 

CACAGCACTGACTCCGTAATGTGGGTTTGTACAAGCTGAACACCCTGACAGGCATGGGGGGGGGGGTGAGATTAAGCAGAAGCAATGACTCTAT 

CGTGTTCTGTTAACCTGCCCAGTTCCTAGTTCCTGGGCTGAGACGGATGCTTGAGCTCrGCATTTCAGGGAGAAGAAAGCACAGATTGACGATT 

CTATATGGGACTCAGCTTCCATTCTGTAGAGTAGAATTTAATGACAGACACGGAGTCTAGTTGAAAGGGAACGTAAAAAGCAGTTGTGTTTGGG 

TAGGAGTATATTTAAAAGGCTTTACAGTGCTGAATTTGAGTGTGTGTTAGTGCCAGTTAGACTACTTAAACACGTAGTCTGTTTAATCTTTGCA 

GAAATCCCATAGATAATGTTTTATTTTTACACTCCTTTTATAGAGATGAAAGTGAGGCCTGGTAAGATTAAGTGGCTTCTTCTTGGTTGTGTTT 

TGTTTTTGGAATCAGGTCTCACTGCATAGCTCTGGCTGTCATGGAAGTTGCTCTGTAGACCAGGCTGGCCTCAGACTCACAGAGCTATGACTAT 

CCCTGCCTACCAAGTGCTGGTTAAAGGTGTGCACTGCCATACCTGGCATCAGGGACTTCCTTTTTTTTTTTTTTTTTTTTCTGAAAGAGGGTTT 

CTCTGTGTAGCCCTGGCTGTCCTGGAGCTCACTCTGTAGCCCAGGCTAGCCTCGAACCCAGAAATCCTCCTGCCTCTGCCTCCCAAGTGCTGGG 

ATTAAAGGTGGGCACCACCATCGCCCAGCAATCTTTTTTTTTTTTTTTTTTTTTGGGTTTGGTTTTTCAAGACAGGGTTTCTCTGTGTAGCTCT 

GGCTGTCCTGGAACTCACTCTGTAGACCAGGCTGGCCTCGAACTCAAAAATCCGCCTGCCTCTGCCTCCCGAGTGCTGGGATTAAAGGTGTGTG 

CCACCATGCCTGGCTTGGCATCAGGGACTTTTTTTTTTTAAACATTTATTTATTTTATGTATATGAGTACACTGTAGCTGTCTTCAGACACATC 

AGAAGAGGGCATTGGATCCCATTACAGATGGTTGTGAGCCACCATGTGGTTGCTGGGAATTGAACTCAGGACCTCTGGAAAAGCAGTCAGTGCT 

TTTAACCACTGAGCCATCTCTTCAGCCCAAAATATTGGTAGATCTTTTTTTTTTTTTTTTTTTTGGCTTTTTCAAGTCAGGGTTTTTCTGTATA 

GCCCTGGGCTGTCCTGGAACTCACTCTGTGGACCAGGCTGGCCTCGAACTCAGAAATCTGCCTGCCTCTGCCTCCCAAGTGCTGGGATTAAAGG 

CATGCGCCACCACTGCCTGGCTTGGCATCAGGGATTTCTTAAACTCACACTGCTGTTAGTTGGAAGGAGGAGCCAGCATGGGCTCAGTGTCTGC 

AGCATCAGTGTTCTTTGATGACTGCTCTGTTGGCCTTTGCCCTTCCTAATTCCCTTCCCTTCCTTCCAGGCCACGCCCTTGGGGAGACTTCCTC 

AGGCCAAAGCCAACCCACCTCCCACTAAGACACCTCCAGCGTCTGCATCTGGAAAAGCTGTGGCTGCTCCAACCAAGGCAAGTAGGACCAGAAA 

CCACAAGATACGTTAGGATAAAATCTCAAAATCTGTAGTGCCACAGTGATCCAGCATGGACCACCCGCTGTCCCACCCCCTGTGATATTACAGC 

CACACACTAGTAGAAGGATGACTGCCGCCCTTTCCTCCTCCAATACCATTGCTACCTCTCGATTCAGGGAAAACCACCTGTTCCGAACAGCACG 

GTCTCTGCAAGGGGCCAGCGGTCTGTGCCAGCCGGGGGAAAAGCAGGGGCCCCAGCAACCCAAGCGCAGAAGGGTCCCGTGGCTGGCACAGGGG 

AGGACTCAGAGAGCAGCAGTAAAGAGGAGTCTGACAGTGAAGAAGAGACGCCAGGCCAGGTACCCACCCAGCTGGACTTGGGGTTAGAGCACCA 

GCTGCCTCAGCCCCTGCCAAGGAGTCTCGTAAAAAAGGAGCCCATGCAGGAACCCCCGGCAAGACGGGATCTTCAGCTACCCAGGCCCAGCCAG 

GGAAGACAGAGGACTC AGACAG CAGT AGTGAAG AGTCTGACAGTGACACAGAG ATG CCATCAG CCC AGGTGAGCTCTGC CAGGCC CG AGAGCC A 

CCGTCACCAACTCTGCTCATAAACAGATCGTGCCCCAGAGGGGAGAAAGAACAGATAGAAGTCCTAACTCCAGGATCCCTTGCCTCCAGGTCCT 

CCGCAGCATGCCCCTGGATGAAATGAGCTGTAAGTCCCAAACCAAGGCCATCCTAGTATAGGACATCCTAGGTACTCCTACAGCTCCGCAGGGG 

CCTCTGCAGCACTGGGCACGGCAGTCCCATGCAAGCTGAGTCAGGTTCTGCTGAGGAAGCTGGAGCCATCCTGCAAAGACACCCCTGTCAGAGT 

CACCAGGAAGCTTGGGGTACGGCGCAAGTCTCTGTCTAAGAAGGGCCCGTCTCGCTCAGTGATGGCTAGGCCCAAGGAGTGGAAAAGAAAGAGA 

AGCTGTCTCATACTCAAAGCATTGTCCAGTTCTCGGCCCGGTTGGTTGCAGCGAGCAGTGGGGCTTGCTCTGGCTGACAGTCTCTAGTCTGAGC 

TCAGGCAGCCTGGTAGAATCGGTACGTGATGGCCTCTGGTGTCGCACCTTAGGGAGGTGGGAGCAAGATCAGAAAGAAAATGGTTGGTCCTTGT 

CAGTTTCAGCCGACCGTGGCTTTATAGAAACAAAGGGAATGTCACATATAAGTGGAGATTTTGTAGCTTCTCCTGAGAAACCCAGTCCTACTTG 

CCGATTGAGCACAGGCCACCCGAGCAGGGAGACATAGAGCCCTCCCTGGGCCTCCCTTAAGTTGGCATCAGCACCAGCTCTTCTTCACTGATTG 

ACAAGTTCTGTGGCTTTGGACCACCCGGCCCGTGAAGAATGCTCTTAACAGGGCTTAAGAAGTGTCACTCTTCCGCATTTTCCCCTCACTGGGA 

ACCCTCCCGTGTCACGTGCTTACTCAAGTCTTGTCGCCTCCAAAGGATGCTATCTCCCAGCCTGGCAGAGGCAAAGCGTCAGGTCCAGCGTCCC 

CAGAGAAGAGCATAGAAGGGTCCTCAGAGAGCAGTGATGAGGATCTGCCCTCCGGCCAGGTAGGCTGTAGCTACTCTAAAGGCTGCCCGTGGCT 

GGGCCAGGCTGCCGCTCTCTGTGAGAGGGTGCAGCTTCCCAACAGGGATAGTCTCACCACATGCAGGTAGCACTTCACAGCTCCTAGCTGTCTT 

CTGATACACTCCTGGTGTGGTCGGGCCTCAGGCTTCACAGCGCTGGGCCCACTCTGCTGCCCAGGAGCCTTTTAGGACTCTGATGTTTTATGTA 

AACTGGAGTTGGTCATGGTGCCCAGGCACCTGCCTGAGCACTGTTAGGCGGGCACGTTGTCCTGGCGGCCTGTTCGGGGCCGGGGTTGAGGCCC 

CTTATCTTCTCGTGAAGAAGTTTGAGGAACCCAGAACACTACTGCCCAAGCCTCTCTGGTCCCCATGGACAGTTGGGGCTCTAGATCCTCCCTT 

GCGAGCTTCGTTGGAATCTGTGGGCCCCACCCCAGGTCAGGCCTA17GCAATTTATGGCACCTGCTCATTGTCTGCTGGTCCCCACTCCTGCCTG 

GCCTTGTTCCCAAGGGTGAGGTCCGGGACACCTTCTCTGATTTCAGGAGCCCAACATAGCCACCAAGATGGTACAAGCTCTGTGTGAACCCAGG 

CCTTTGTAGAGGCAGCAGTGCCCTGTTTCTGAGGGAGTAGGGTATTTCCATTTGAAGGAGAGAGGGGCCTGTGACTCTGAGGCAGCTCAGAGAA 

CATTTGAATCCTGGCAGTGTGCAGTTTCTCCTGCCCAGCTGTCCCTTTAGCCCCCTTCCAGGCTTGGGTTTTGCCGTGTGGCTGTGCAGTCTTT 

CTGAGGTACCTCCCTCACTCCTAAAGGACAGACAGCCAGTATGGAAGGTTGCCTTGGTTTTTCTCTGTGTGAGTAGACTTGCACAATTAAAATG 

AGCATTATGCTAAAATTGAACCTTTAAAGTGGTCTTGCAGATCTGGGGGTCTCTATTTTGAAAAAAAACAAAGGCAATAATTTTCTAGGTTCCC 

AGAAGGAATTCAGGGAAACGGGCACAGCGCAGGAAGCTGTGGTTTCCCTCTGGGAGAGTGCTAGCCTACGCGGGATTGCTGTCGCTGTTGGGCA 

TTTATGAAGCACTTCTCTATGGAGAGCTGCAGATGGTCCTTCCTAGGGCTCCCCGTCTGGTTGGTTGTTTTTCATTAGCCTGTCCGTGGGAGAA 

AAGGCCGGGTAGTCCAGCTCTGGGCCAGCTCTGATCCCAGGTTCTGTCCTGCAGCTCTGTGTAATGCCGTGTGGAGTGTAAGCCTCAAGCTGAG 

GCTGGCTGGAACCCGGGGTGGCTACAAGTTAGAAAGAAGTGGGCATGTGAGGTAATGCAGGCACGAGACGGCATGGCTGATCCATTCTGTTGTA 

GCCATGTATCGTACTGCGTCACGCACATAGTCATGCGTAACCTCCCACGTAAATTATTATTAAATGTATCAGCGTTTGCCTGCATGTATGTATG 

TATGTGGACCACATGCCTGCCCGGTGCCTGTGGAGACGAGAAGAGGGTGTCAGATCCCTCTGGAACTAGAGGTAGAGACAGTTGTGAGGTGCTC 

TGTGAATGCTAGGAATCAAACCCAGGTCCTCTAACCTCCGAGCCAyCTCTCCAGCCCCCTTAAATTGTTTTAAAGGCTACTTCAGCTGCTGTTT 
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TGCCGAAACAAAGGCATAGGCTATGTCCTTATT^ 

ATGGTTAGGTCTGGCTCCCAGAGCGCTTCCTTCCAGTCCTGTATCTTGAAACCAGTTTGCTGGTCGTCCTGGACGAGGTGCTTGTCCACTCTGA 
GAGCCTCAGCCTTAGCTCCGAGTCAGACTGGGGTTTATAAACCTCAGGTCTCCTAGCTGCATCCCCAGAAAGTGTCGTTTCTAAGTCTCATGGG 
GAAGGATGAGCCCCCAGGTAATAGTCATCTTCCTCCTCTCTGGGGGGGCGGGGAGGGGTCCTCAGGGGGTCCCAGTGCTGAGGACACACCCTCC 
ACTGCAGTGCACGTCTAGCCCCACAAAGGTGCTTTGAGGGAAGCTCTCGGTGACTGTCCCCTTCGACAGAGCTCCACCTCCCCTCTCTGCCCCA 
GACTAACTGGAATAAGTAGATAGAAGCCCAGGTAAGACAGCGGGCAGTGGGCACCGCCCAAAAGGGCCCCAAATCTGCTTCTGTAAGCATCATT 
CCTGCAAATAGGTAGGGTATCCCCGTAATCTGCTCTCAGCACCCCAGGGGGGTGGAGGTGAGATGCTCAGGTGGCTGTGGTGGTAGCGTCCTCT 
TCCACCGCTTTGGCTCTCTGATCAAAGCACAGCCCACACCCACTGGGCTTTGTGCTTTCCCCAGGTGACCACACGCAGCACCCACCACAGAATG 
AGGAGCAGAGGCGCTACAGACCTAAGCACTGCCCCTGTGCCCAGCCCACCCTCATCAGCCAGGCCGCTGCCTCCTCTATCGCCTGCCCGCTGCC 
TCCTCTATCGCCTGCCCATCGCCTGTCGTCCCTGCCTCGAGATGGGGTGGTGTGGGCAGGTGGGGCTGGAGGAGGCTGTGCTGCAGAGCTGCTT 
TTAACATTCCAAGACGCTATTGTTTGCCTCAGTGGGTTTGCTGCCTCTCTTGGTCCCCAACAATCTGTTCTTCTGTCTTCTCACATATATATAG 
ATCCCCCTCCCTCCACCGCAAGCCTTCTCCCACTTTCCATCCTTCTCCTTCTCATCACGTGGGAAGGGAAGGCTCTGGAAGTGGCAGCTCAGAG 
CAGCCGCGGGGGAGGCTGTTTGGCAGGGTAGGGAGGGCCTGAGCGCAGCGGTGCCGCCGCCACACTTGGTGGGTACCATAGTGCTAAAGTTTGT 
TGCTTTCTCTGTGTCTCACAGCCCCTGGGGCGGTGGGAGCTTGGTAAAGCACTGCAGGCAGGAGGGTGTCCGTGGATAGAGACCCAGCTACCCC 
TCAGGCAGCCCTCTCATTAGCCAGAGCACCAACAGCCTTCAGCCAGCACTGGCGTTTGGAGAGTAGAAAGTGGAATTCTAGTTCCCTAACTACT 
GCCTCTGTACCTTCATCGGCTAGGACTCTGAAAGGAAATAGATCTGGAGTCCCCTGGTATGTTGGTGACATATTTGGGAATCTGGTGCACTGCC 
AAATTGACCCTGCCAGTACTAGGATCTGCTGCTGCTCTGCCGTCTCAGTGAGATACAGAGGAGACCCACAGGTGAAGTGCATCAGGGCATGTTA 
GAACATATCTGTAATCCCAGCATCCAGGAGACAAGGTAGGAATATCAGAGGCCAATGTGGTAGGCTATACAATGAGACCCTGTCTCAGGATTAA 
AAAAGTAAAACTGAACCCTACGCATTATCCCAACCTGCAGCTGTCCCGGTCCTGAGCAGGTTGGCTTTGTGCACATTCTACTTGAGTCCTTGAC 
TTTGAAGCTGGTCTCAGGCCCGTCACGTCATGCATCAGAATTTCAATATGCAACTCAAAATGATAAGAGTCTTCCTAGTCCTTGTAGACACAAC 
CACAAGACAGTATCTCGGCTAGAAAGCTGACCGGCAAGCAGGCCTTGTGCCTGTTTCTCCAAAGTATCTGTCTGATGAGTGGCATTTTTCATGC 
TTGTCCTGTTTAAGAGTGAGTCTAATAAATAAGGTTAGTATGTGGAGATCTGTTGCTCTAATTGCAGCAGTGGAGGCAGAGGCAGGTAGATTTC 
TTCATCCAAGGATAGACTGGTCTACAGAGCAAAAGCTGTCTCAAAGCAAATAAGGGCCACATATACACATATATCCTGAGCGCTCTAGTCTGTT 
GGCTGGCCTACCCATCCCACCCCCCCTGTTACTCCAGGCAGTTTGTGTAGTAAAGAAACTAGTTCAGTATAACTGGGGTCTGCATGCTGAGCCA 
CAT CT CAGGGAGG ATG CTGTC AGGGTCTCTGGGGG AAGGGAC AATG AGACT CCAGGGAAATCAI'ACAGTCACACTGTTACAGG AAATGC TTTTT 
AGAATTCCCCACTCAGCAGGTGGCCATCTGATGTCACTAGAAGAAAGGCTAAATTAGACATTCCAGCTCTCGCCTTGCTTCCTTCCCATGTGGC 
TGTGTGGCCTGGGCGCTCCTCTTCTCCCCTCTGGACTTAAGGCTTTCCTGTTAGGCCAGTGGAGTGGGTGGATACTGCTTAGCTTGGGGTCACT 
GTGAAGGTCAGCTGGGCTCTAAGAGCTCTGAAGTGCTGTGCTGTGCTGGGTGTCTGGCTGTTATGGGGTGGGAGTGGGCCTAGAAGACCCCAAC 
TCCTTGAAGTTTGCATTACAAAGCCCCTCCCTCACCCATTTCCTCTCCCCTTCCCCTGACCAAGCCTTTAATCAGAGGCGGGATGTTTCTGTTT 
TTGGTTTTCAAGGCGATTAAATCCCCTCCAGTTTCTGTCAACCGTAACAGTAGTCCAGCTGTCCCAGCTCCTACCCCAGAAGGAGTCCAGGCTG 
TGAACACCACAAAGAAGGCCTCAGGCACCACTGCCCAGAGCTCCTCCTCTGAGAGTGAGGACGGGGACGAGGACTTGATTCCTGCCACACAACC 
CTCCACCTATGGTAAGCGCTGCTGCAGTGGGTGCTGTTCGGCCAGGACGGGCCCGAGGCACGCATGCCCTCCCCACTGAGGCCAGAAGGCACTA 
ACCAGGTGGCCTAGCAGAGGCATTGGCGAGGACTGGGGACTCAGCCTTAGGCACTGTATTGTTCCCTTAATGAGGAAAGCTCGTCTGCCTCATT 
TTGAAGGAATTACATTCGAGGCTTCTGTGTGCTGGCTCCAAGCCTGAAAGCCAGAGGGAGCATTCTGGTGGCTACAGGAACCAGGCTAGTCTAA 
ACCAGAGCTCTGCTATAGCCACCTGGCCGTGGGGTACACTATTAGCCTGGCAGTGAGCTTCCATCCCCTTAGCATAGAAAAAGGAGACAGGTAA 
CATTTTATAGTTATTCTCTTCCCAGAACCTAAGGTGACTGAGTGTCTTTGTATGTGGCGAGGCCCTCTGGTAGCGCAATCATCTTCAGTTATAT 
ATCAGGACACTGTGTCGTGCCGGGCGGTGGTGGCGCACGCCTTTAATCCCAGCACCTGGGAGGCAGAGGCAGGCGGATTTCCGAGTTTAAGGCC 
AGCCTGATCTACAAAGAGAGTTCCAGGACAGCCAGGGCTATACAGAGAAACCCTGTCTCGAAAAACCAAAAAAAAAAAAAAAAAAAAAAAAAGG 
ACACTGTGTCGTTAAGTATGGACAGCAAGATTCCTACTGTCAGCAAAATACTGCTGTTTATTTGGCGAGTACATAGTGGTGACATGAGCTCACA 
TTAGGCTGTGGTAAACATCTCAGCACCCAGCAGCTCTCCCACTGGTCCTAACTGAGCAGTTGCTCACTGTGACCTGCACAAGAGAAAAAGATGA 
GGGTAAGGCTTGGAGTCACCGCCACAGCAGCCATTTTCAAATGACATGGTGACAGCTGCTGTCTGGAAGGCTTGGGAAGCCAGCGTCCCCTTTA 
TGATCCCTAAGCTCAGCATAGGTCCGAGGGAAGAGTGATCTGGTAATGCCTTGCTGGGGAGTCCTACGGCTTTGTATCCTGATGTGCCCCCCCT 
TCTCCTCCGTTTCAGCTCTCAGAACCAGTGTGACGACGCCCGCAGCCCTCTCACGAGCAGCTTCCCAACCCAGCAAGAGTGAGCAGTCTAGCCG 
GATGCCAAAAGGCAAGAAAGCAAAGGCGGCGGCGTCCGCTCAGGTACTGTCGGGTAAGAGAGGGCTGTGGTGGGGTCACTCTCTGCTGCCTTGC 
CATGTGTCCTCAGGCCACACGCCAGTCACTAGCTTGCTCCCAGCCCCCTGGCACTGTCATACAGGCCAGGAGCCAAGCTCCCAAATCCCATGGT 
GTTGTCCGGAAGAGCGGGCTGGGAGCCCGAAGGCAAGCGGAAGCCCCTGTCCTCCCAGCTTGCCTGAGTGTGGATTCGTTTTCTGGATTTGAGA 
CGCTGAAACCGACTCTTGAGTTGCTTGCCTCTCTTAGTATTCGTAATGGAAGTGGCCTTACTGTTTCCTCCAGCCTTCACAGTCCAGTGCATTA 
TTAATATCTAGGGCAAGATTAGTGGACAATATCTAAATAAAACAGGGCTCATCCCACCAGGGTTGGTCCAGGCCAGAACCTGGGTCCTCCAGCT 
CCAAGTTCTTTGCTCTGGAGGCCTAATGGGGTTTGTTAACGTGAGGGAAGAGTCTATCGCAC^CCCAACACCCTAAGGGGCAGGAGAAGAAGGC 
TGTACTGAAGCCCCTCCCAGCTTCGGGGTGCTACTGTGCCACCCTGTTACCCGGTGCATCACAAACTAGCCCAAAAAGAGCCTCTGGCGGCCGG 
GTGATCCAGTGGGTAGTGAGATGGCCTGAGCATCTGCCCTGCTGGGCACCGAGGCTGCAGCAGGCACGAGACCTTCACGGAGTCCTAAACCAGC 
AGAGACACAGCCATTACACAGAAAAAGCAGCATAAATTAGTTGTCACCAACTGCTAGGTGTTGCAAAGGGAACAGCACAGAACAGAGAATAATG 
GGTGACCTGCTTTAGAAAAGGCGGGCAGGAAGGCTTCTCTGGGAACATGAGCAGAGCCTGCCCTGCAGGAAGGGAACCCAGAGGTACTAGAGCC 
CTAGGTGATTGACATAGGGCGGGTAAGATAAAGTAGCAAGGGGGTCAGGCCATACCTGGACTGCTTTGTGTCTGCAGCTCCAGGAGGCTTAGCA 
,AAGGCTCATCTATTGTCTGTGTGCTCTTCCTGACTTCTAGCAGGATGGGAAGCAGGGGTGCCCTGAGGGACCACCTAGCCAGGGACACATCCCA 
GAGGAGACACAGGCGATGGCCACTGGAGTTGGGGCTGCGCTGTCCTCCCCTGGGCCCAGATTAGAGAACAAAGCCATAGCTCACCACCTGGTAC 
CCATCTTTCCAGCTGCGATGGCTCCTCTGTTCTCCACCTTGGCCTCAGGGCTTTTCTTGCTTGAACATCCCTGCCTCTTTACCCATGCCAGTCA 
TTTCTGGCTCAGGGTAGCACAGATGCTGTTCTGAGAATCTATGGGTCTCAGGGCCTCCTCGTACCATCAGTGGATAACAGAGGGACCCTGGGTC 
TCTCCCACTGGTGTTGAAAGCTCATTCTTAAAAAGCCAGTAAGCCGGGGGCTGGAGAGATGGCTCAGTGGTTAAGAGCACCGCCTGCTCTTCCA 
GAGGTAATGAATTCAAATCCCAGCAAATACATGGTGGCCCACAACCTTCTGAAATGAGATATGATACCCTCTTCCAGTGTGTCTGAAGATAGCT 

CCCTGAGCTCATTCTCCTGTACCCACAGGGGAAAGCCAGGCATGGTAGTGGGCGTTTGTAATCCCAATACTGGGGCACGTTAACCAGCCAGCCT 
AGCCTAATTGGTGAGCCCCAAGTCACATTAAAAGACAGAAGGCTTCATATGACTGGGTTCTCTTCTGCTCCACCTCAGrGAAAGGCCAGCATGG 
TTGTGTGTGTAGTCAGCAGCCCCTCTTTCACCTCCCTGGGCCTCAGTGTGCTAGTGCCAGGTAAGGAGCCACAGTGCCCACCAGAGGGCTGTGG. 
GAAAGTCATAGAAAGCCATGCGTAGTGCTTCCCACGTGGAGCCTGGCCTGCCGTGTCCTTCTCACTGTAACTTAACCTTGTGTTCCTACTTTAC 
CAAACTAGACCAG CAGTGCCGTGGAAACACTCCCCATGATGC CTC C C CAGAG CGCACC C ATCC AGCCG AAAGCCAC C AAC AAGCTCGGG AAATC 
CAAGCTCCCTGAGAAGCAGCAGCTTGCCCCAGGCTACCCCAAGGCCCCCAGGAGCTCGGAGGACAGCAGTGACACTTCTTCCGAGGACGAGGAG 
GATGCCAAGAGACCCCAGATGCCCAAGTCGGCCCACAGGCTGGGTGAGGATTCCCAGAGGGAGGGTGGGAGATGAGGCACAGCCTGGTAGAACT 
GTAGGCTCTGGCCTTCTCAGCCCACCCTGGCCTTGTCTCATCCCCTGATAATACCTTTACAACTTCAAAGACCCAACTGCTGTTCGACAGCTGG 
CAGCTTCTTGGTATTAAGCTCCGGTTATTGAAGGCCCCAAGTCCCAGGACTCTGCTTCCCTTGGGGGGAGGGGGGGCAGAAAAGTGGGAGCCTC 
AGGAACCAGAGGGGAAATGATGCCATTCGTGTGTCGGGCTAGGTGCTCCAGACTAGCATGGGTGGACAGCAGGAGGCTTCGTGCAGGAGGATGA 
GGAACAGAGAAAGACCCAGGCCTCGGAGGCCTCCTGGGGAGCTCTGCCTGGCCTGAATAACAGGGCCGCCAGGGACTCACACTCAACGGGAAAC 
CTCTGCTTCCACACTAG ATCCAG ACCCTTCCCAGAAGGAAACTGTGGTAGAGGAGAC CC CTACAGAAT CCAG CG AAG ATG AGATGGTGGCC C CC 
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TCACAGGTAACTGCCAGGCAGGGCTGGAACTTGGAAGCTGCCTTTAGACTTCAGCCACCCCCTGGATGAGTGTCTAGATCCCCATTCCCAGGGC 
CCTGGGTAAGGTCCTGTCAGTGGGGTGCCTCTAATCAATCGGATAGAACCTCACCTCATGCTCTGGGGCCCAGGGAAGAGATTCAGATGGATTC 
TGAGACATGACCAGAGAAGACGACTTCTTAGGTCTCTCTTAAGGCTCTTCCTATACAGGACAGACTCCAGTGACTTTCTCACGTGI'GGGGAGTG 
GGTGCGTGTTGGGGTCAGTCCTCTCCTTCCACTTTCACGAAGGTTACTGGATTGTACTCAAGCTGTCAGGCTCGACTCGTGTCAGTGCCTCTAC 
CCTCTGAGCCATCTTGCCAGCCCAAAAAACGTTAAGCATCTTCTGTGATGGTACTAGTCCATTGGCAATAAGAAAGTCCCCTTTTAATGTGCCT 
TACATATGCGTTAATTCACATAGCTTAGAAGGCACAAGCTGAAGGCCTATGTCCCCCGTGGGCTCAGTGCCGCCCfGCTCATGCTTGGCTGGGTT 
GGCCTGATCCGGGGTCACCGACTGATTCCCTTGAGCCTTGCCTCTGGGATACGGCTAGGGGCTCGATGCGTCTTTCACACTGGACTTCTTCAGT 
CTCTCCTCTCAGGTTACATGACTCCCGGCTTGACTGTGGCTAATTCCCAGGCTTCAAAAGCTACTCCTAGGCCAGACTCCAACTCCTTAGCTTG 
TTCTGCCCCGGCCACCAAAGACAACCCGGATGGCAAGCAGAAGTCAAAATCCCAACACGCAGCAGACACCGCACTCCCTAAAACCGGTGAGTGG 
GGACAGCAAGACATGGAGAAGCAGGGCTGCTGGTCCCTGCTTGTTATGGGCAGCATTTGTCTGTGTCCCTTCCAAGAGTCTCATATTCGAGCCT 
GTGGGGTCCTCTGGGAAGTAGAGGTACCCTTAAATGCAGCTGGCGCCCAGGACCAGGTTGCCAGCTCTGGGCAGTCTGGGAACAGATATAGCCA 
GCCATTTGAAGCTATTTCTTTAAAGGTTGTGGAGGAGGCCTTGGCTGTCCGTCCGTCCCTACTGACTTCTCAGTCAGTGGACAAGGGTCCTGGG 
TATAGGGACCCAGAATGACTCAGACTAGGCCAGCAGCCTTGTTTAGAGAATTCAATACCTAGAGGAGACCCTGGATAAGGGACAGGCCTCCGGG 
GGCTGCTCTGGCTCACACTGCTGTAGCCTTGACAAGCTCCTGACCCTGTGTCTTAATCACACAAGGTAAGAGGAATGCCATCGTGCAGGGTCAA 
AAGCAGAGCATAAAGAAAACTGTCACATGACATTTGGAGGGACCCAGGGGAAGGGACTGTTGGGAGTGCCCACATCCCTGACTTATATAACATG 
AAGCATCCCGTCCCACTCCTGTCCGCTTCTCCTTAACCGCACTCACTGCTAGGGTTCAGCCCCTGTGCCCAGCATGTAGGCATTCCTTGCTGCA 
CAGGTGACCTGGGAGGCCAGCGGGGGTTCTGGGCCGAGGCTCTGGGGGCTGGTAACTTCAGCTTCCCAGCGCTGGGTCAGAGGCGGAGCTGTTG 
CTCACTTTCTTCGCCAGTGTTCTTGTCTATGTGAGAGGCGGGTGCGAGCGACAAGGAGACATTTTCGAGGGGGCTGTGGAAGGTTTTTTTTTTT 
TTTTTTACACGTGTAGTCAGCACACAATTATCAAAGGCAAGCAGAGGCGTAGAAAATTCTAAACAAAGGCTGCACCAGAAGCCACTCTGGCAGG 
CAGTAAACCTGCTTAGTCAGCCACTGCATGCATACACAGGATAGTCAGGAGTGGCGCCCAATCTGCCTGTCGCCCCAGGCTTGATGGGCTAAGG 
AGCCATGGTGTGTCTACAGACGGGAGCTGAGCATTGGTCTGTAGGACCCCCTCGTGTGTTATAAGCCACAGTTCATGGCAGAAGACATCATTGT 
ATGT C TAG CTTCTTCCTC T AAG G T G G G AAAC AG C C T T G AGG G AC TGT G ACG C C TT G AGG G AC TGTG AC CTG G C C AAAG C C C T AC AC T AAGTT G A 
T AAAG G C AGT C C T AGAAC C AG TGTC AC CCATGTCCCAC CT ACTGTG CCCTCCGTCT CAT TAG C AG AC T T C AGGT CCTCTCCT TAG C ATT CT GG G 
ATCTCTGTCGATCCACAAACATAGCTAAGCATAGGAGACAGATAGAGCAGAGTGACCCCTGGATCTCAGTTTCCCATTTATGCAGTTGTAAAGT 
ACACCCCCTCAGTTGTCATGCATTGTGCAAGATCTCACCCTCAGCTTTCCAGACTTGTGACCTCCAAGACCTGTGATCTACAGGTAGGAAAGAG 
. GCCTCCTCGGGCTCCACGCCTCAGAAGCCCAAGAAGCTCAAGAAGAGCACCTCAAGCTCGCCGGCCCCCACACAGACACTGCCGAACAGCATCA 
CCCAGCGCCTCCTGGAGCAGGCCTGGCCCCTGAGCGAGGCGCAGGTGCAGGCCTCTGTGGTGAAGGTCCTGACAGAGCTTCTGGAGCAGGAACG 
GCTGAAGGCCACAGAGGCCATCAAGGAGAGTGGGAAGAAGAGCCAGAAGCGGAAGTTATCAGGGGACCTAGAAGCTGGGGCCCCAAAGAACAAG 
AAGAAGAAGGAGCAGCCAGTGCCCAGGGCAAGCGCTGTTTCCCCAGAAAAGGCTCCCATGACTTCCAAGGCAAAATCAAAGCTTGACAAAGGGA 
GTGCTGGTGGCAAGGGGAAGGGGTCTCCTGGCCCCCAAGGAGCCAAGGAGAAGCCCGACGGCGAGTTGCTGGGGATAAAGCTTGAGAGTGGCGA 
GCAGAGCGACCCGAAGAGCAAGTCGAAAAAGAAGAAATCCCTCAAGAGTAAGTGACTGCTTTCCAGTACGCGCTGCCGGTGCAACCTGGGTGGC 
AGGGCCCTGCCCCGGCTCTTTATCTCATTCTTTCCACAGAGAACAAGAGCCTGGGAAGTGGTTTGTCCAGAGTTTAACAAGTGTCTGGTGGCAA 
AGGCAAAAGGAGACTGTAGAGCTGGCCTGCGTCCCCTGCCCCCACGGCCCCTTACAATGCCCAGTATTTAGCCTCAGGGTTTGGAAAACAAACT 
CAACCCCGGCTTCACAACAGGGAGCTCTCTGCTCCAGCAGAGTCCACGGCCAGTCCCTGGGGTGTGGACTGTCCCCTGGGTTCTCATCCAGAGC 
CCATCTTTACTCTAGAATTCAGTTCTTTGGTGAAAACAGCCATTCGTTGCCCTCCATGCGGGAACCTGCACCCAGCAGGACTTCTGAGTCACTC 
ACCAGCCCTGGGCCTCGGGCAGTGTTGTTTTCCTTTTCTAAGGGGAAAGCAGGCTCTGAGAAGGAAAGACCACTGGCGCTAGGCAGTCCCTGCT 
TTAGTTTTGTCTTAAGACAGGGCCTCACAATGTAGCCTTGACCGGCCTGGAACTTTCTGTGTAGAACAGGCTGTTCTCAAACTTACAGCAATCC 
ACCTGCCTCTGCCTCCTGGGTGCTGGGATTAAAAGGGTACTCTACCACGCCCAGCATGGAAGTCCTGAGCACTGCCATTCTGTGGCAGGAGATG 
TGTCACCTGATCTCTCCCAGGTTCTTGTCCCTTCCCTCACACTCAAGATTAGATAGATAGACTTGCATAGTTCTGAGGCCAGATTGTGTAGTCC 
ACAGTCAGTAAGAGTGGAGCCTGGCACATGGATGGTATCCTGGCCCTATCAGGGCCTGATGTTAAGAGCCGCGAGCTGCCGTGGGCCTCCTGAC 
GCTGACCCATCAGTGTCAAAATCTATTGCTCAGGAAGCTCGCTTTCTTCCCACAGAAAAAAAAGACAAGGAGAAAAAGGAAAAGAAGAAAGGAA 
AAAAGTCCCTGGCCAAAGACTCTGCCTCGCCGATCCAGAAGAAGAAAAAGAAGAAGGTAGATTGAGTTCCTGAGGGGTCTCAGGGCTAGGAATT 
CAAACCCTTCCCCTTCTAACACCTAGACCAGGCCCATGCCACCTTTCCAGTCCCTTAATCTAATGGACCTTGTGAGGAGGAGCAGGGGAGGGGT 
GATGGGAGAGACCTCCACAGGCGGGACAATGGTCAGCTTTCAGGTTGGCTGGCCAGCGGGGAGCCCACTGAAGAAACAGCCAGCCAGCCGCTTC 
CTGGGATCAGAAGGCAGTTCTGCCCAGGGCTGGTATCAGTGGGTCTCGATCCTTACACCTATGGGGGGCCGTGGATCCTTCGAAGGGAGTTCTG 
TCCTGGACCTGTGGGACAGCGGTGGTGAGGAGAAGCCACAGAACTGATAGCTTGCTTCNl^^ 
NNNNNNNNNNNN^ 

GAGGGAGGGAGGGAGGGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGACTTCTTTCCTCAGGTTGGTTGG 
ACAGCAGCTGCTGCAGCATGCAGAGGGTCCACCCTGAGGGAGTCTGGTGCCTAAGCTAGCTGCCGCCCATCCCTCCCTTGGTTTTGTTCCCTTT 
TGTGGAGATAAAGGTCGGCAAAGCTGACCAAAGCCTGGTTTGTTTTCTTCTCCTAGAATCTTGGCAGAGTGTGACCATCCATCCCCAGGCCTCT 
GACCTCTGGCCAGCGTGAATTGGGGCTGGACTTTTTAACTTTCCCTCCCTCAGCAGAAGATGATGGCTGGCGCGTGCTGGCCAAACCAGTGAAC 
CCGCAGGGAAGCTGCAGTACCAGGAGGAAGCGAGGTGGGACACACACCCCCTCTGAGTGCTACGTGACATGTGTATAGTATATCTATTTTTTTA 
AGCGACTTGCCTCTCTCCCTTCAAATCCACCGTGCCCAGAGGCCTCCGGACCTCCCTCCATGTTATCTGCAGAGCCAGCAAGGTCCCGCGTGTG 
GTTCATCCCACACCCTGGACCCCTGGCGCAGCCTGAAGCCTTGCCCCATCAATTTTTCCAGCTATTTTGGTTTTGTTTTTTAAAGAACTCAGAA 
TAAAAGACTTTAAATATAAAGGTTTGCCTTCCCCATGCATCTGGGACTCGGACTGTTACTGGCTACTTAGGACAGACAGTGTAGTGACCCTGGA 
CATGCACAGGTCAGTACTCAGGGCTCCTTCCTGACTTCAAGCCAAGGCCCTAGGTACTGTGAGTAGGACAGTTTGCTAAAGAGGAAGGCTCAGT 
GAAGCTCCCCAGGGAGGGAGTTGATGCAGGGACGGCTCCCCGTAGGAAGTGGCCTATAAGCTTAAAAGGAGCTGAAGGTGGGTCAGACGCCAGG 
TAGATGGCTCAAGTGACCAGGGGGCCTTTGGAAACAAGTTACGATGTGGAGGGAGGCAGTGGCGAACAGTGGTGGCTGGCATGAGAAGCGGGGA 
AGACCCAGTGAGCTAGGCCTTGAGTCACCCTCTGTCTGGGGAACAGTTCTGTGCTGGTGACAGTAAGAAGTGGGCAGAGCTGAAGTATGTTGGA 
ATAATCACTGAACATTCACCTCAACAAAACAAAAAACCAGTACAGAGAAGGAGCAGGTGCAAGTCTCGGGGACCCTGTGCTCAGAGCCTTGGGA 
CGGGCACGCCATACCCAACAGTCAGCCATTCCATCCATTCTCAAGTGTGGATCAGAGTGTGGGATGTAGGTCTAGATCAGAATACAGAGAGCCT 
CTCCTTGGCTCGGCTGACTCGCAGAAGTATTTAAACCTACAAAATGGAACAGCGTCCTTAACGTTCATCTCGGAGTCCCTGGTGGTGAGGGATC 
CGCTCCCTTTTCCTGTGACAGTGGGCTAAAGCTGACAAGACACAGGTCCTGCCCAGACAGACAGCCACTGGCAGCCCCCACCTGCATCCATTCC 
TGACACTAGGTCCCTGTGTCCACTGCCATCTGTCATCACACTTACGCTGTCCTTAGTCCAGAAATGGAATTGGGGACGGGAGGAATGGAAGCTA 
GGACGTGATGAGATGTGATTTTAAAACCGAGCAGGAGTCTGTTTCTTTCTGACTGTTAAGTAGACACCACGTGTGTCTGGGACCCATCTCCCCA 
GTCCATGTACGTAGAGGATTAGATTTAAGGTTGTCCTCGGCCTTGGGGTAAACTAACTGGATCCCAACTGAAGAGGCGGAAGCAAGAGTGTTCT 
ACTTTCTTCCTTTATTGTCACTTGAACCATGATCCTACAGGCTGCTGACAAGCTTGGCTGAGCAAGGAACCTGAAAGGGGGTGGGGCTTGAGGG 
GGGGTGGCAGGATGTGAGGAGGGGTTACTGGGAGGAGGGGCTTGGGTTCTTCTTCCTTGAGGAGAAGGCAGCAAATGTGTCCAGCCTAGGTTAA 
GGGTAGGGCATCCCTTGTCCCTGTCTGCGGGCCTTTATCTCAGAGCCCCACATTCAAGACTACTAATGGGTCAGAAATGGGGGTTCCCTTTAGA 
TAGCGGTAGCCAGCAAGGCCCTCCAGCGTCCTCCTTCTGTTCTGACTTCATTTGCCGTGTCCTGGGACGATGAAACAGACACCAGTCTCAAGCC 
CCAGGGTGCAGGGAGACGGGAAGTGGGGTGTGACATCAGGGAACATAAGAAGGGCTGAGGCACAGGAGAGCAGGGGGCGCTGCTGCTGTGCAGA 
GCTGGCCTCTGTCTTCACAGGGTGACTGGGAAGAGAAGCACAGGTTGATACAGCTGGGCCACCAGTTTGTTGTCCCTGCCTCCTCTGCCCAACA 
TCTTGGAACTGCAGATCAGTCTGTCCCCCTGCTAAGCTCAGGTAGTACTGTGCTCCCAGCCACCATCCCATTCTAGAAAAACCATCCCAGTGAT 
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CCCAGGCCAGAAGATAGGTCTTCCATGTCCAGTGGCTCT^ 
CACACANNNNNKHSnSINN^ 

NNNNNWNNNNNlSnsiNN^ 

NNNNNNNNNNNNNNN^^ 

NNNNNNNOTTNNNNNNNNtt^ 
NNNNNNNNNNNNTSn^ 

NNNNNNNNNNNNN^ 

NNNNNNNNNNNNNN^ 
NNNNNNNNNNNNNN^ 
NNNNNNNNNNNNNl^ 

GAACTCCAGTCAGGGTCAGGAGCTGAACCAGCACCTCCAGTTTTTTCCCTCTGTCTGGGTCCTCTGCCTGTCCTCACACAACCAGTGTTCCCTG 
CTGTAGGCCAAGAGCCATGTGCCATGCACTGTGCCTGACACGAAGCAAGCATGTGCAATATTAATTTGGGAAGGAGAACATGGTATTGTGGCCA 
AGTCAATCCATTGGACCTTAATTTGATTTTTTTAAAAGATTTATTTATTTATTTCATGTATGCGAGCACACTGTCTCTGTCTTCAGACACACCA 
GAAGAGGACATCGGATCCCCATTACAGATGGTTGCGAGCCACCATGAGGTGGTTGGGAATTGAACTCAGGACCTCTGGAAGAGTAGGTGGTGCT 
CTTAACCTCTGAGCCATCTCTCCAGTCTCAATGGACCATAATTTTTAACTCCTCAAAAGTGAGGTGGCTGGAACCTGGCCTAGTGATGCACGCC 
TTTAATCCTAGCACTGGGAGCCAGAGGCAGGCAAATTGTGAGTTCAAAGCCAACCTGTTCTACATAGTCGGTTCCAGGACTACATAGACTCTTA 
TCTCAAGGTGGGTAGGGGATGGACTGTACGCAACAGTTAAGGACCACCTTGTATTCCTTGGACTAAGCATGTGTTGAGTTTATAGTGAGCCTAA 
CCCATGAGTGAGGGGCGGGGTCCCACGTGACCCAGGAGACTACCCGCTGGCTCTGATACTCACCGTGAGCAGATGCATCACATGGTCCTGGGTC 
ATGTTGCCGTACTTGGTAACGTTCTTCACAGGCTGTGGGGAAGGGAACAGGGTTACCAGCATTGCAGGGATCAGCAGCTATAGTCTAGTACGAG 
TCAGGTGCTTGCACTCAACAGCTCAAATCTGCCACCTCCTAACATGGAAGTGCCAGCCCCTCACGCCCTTCCTGCCTCTATGCCCTCTCTGGTC 
AGGCGGGCAGAAGCTTGTCAGAGCCTTCCCAA'TAGCAGAGTTTGCTTCCTCCTCCCAAGCCCTCCCATATGTTCCTTCCTGCTTCACTTCAAAT 
TCATGGCCTCTTTTTTCATTCATTGTCATTGCTTGCATATATTATATGTCTATATATATACACCACTAGTCCTAATTAAACCTGCCCCGTCTGT 
ATCATGCTAACTTATGTATGTTTTCAGGACTGACCATTTGGCACCGTTCGATTGATGTGCTCTGCCCTGGATAAGGTACCAATAGTAATCCTAT 
GAGTAACAGCATTTTTGCAGCCAAAGACTTGGAGGAACTGAGGGACTATAGGATGCTGAGGTGAAGAAGCACTTTGCAAGCTGTGGGACTTGCC 
CTTTCGCCACCAGGGGAGCCCTAAGAGTTCTGGCCTCCTCAGTCACCTTGGGCAAGCCTCTGTGAGGTGTGCCCTGCTCCTCGCCAGTAGTTAG 
TGCCCAGATTCCTTGACAACTGTTATCCTTCGGCCCCTCCCCTTGGCAAACACCAGCTACCATTTCCTTCCTGCCGCCTTCCTTACCCCAAGGA 
GCATGTTATCCATGGACATTGGACGCATCAGCAAGGGAGTAGCCATCCGCATCTGGCTCACAGGTTTGGCAGCTGTGGGGCAGGGAGGACAGTA 
TGAGTCCAGGTCCAAGGGAGTAAGGAACCCAGGGGTTAAGATTTGAAACCCGGTGCGGGGGAGGAAGGGAGATCGGGAGGGGCTAAATGGAGAA 
ATGATGTCTGTGAGGTGAGGGACAGGTGGAGCACGCACATTTCGGAAGCTTCATGCGAAGGCTCTCCAGTTGCAGGTTCTGGGAGGTGATGGTC 
AGCTTGTCTAGGCGGCCCTGTTGCTGGTACAGGAAGTAAGCAGTGGTGGCCTGCCCAGCCAAGAGCAGAGCCACCAGGACAGAAACACCGGTGT 
ACAGAGCTCCACGGCTGCACCTGTTGGGATGGAGTAAGAGCATGATCCAGAGCTGGACGCTGACTGGAAGTGGGGACGTAAGCCCGGACCCACG 
CCCTCTCAGACTCAAACCCTCCCAATAGTGAGGACATCTGCTCCTGCCGCCCCCCAGTGTCCTTCCCAGGAAGATCCACCTGGGGCCCAAGCTC 
AATGGGAAGGATGAGCCACGTTCCTTGCCTCCTCTGGGCTTTGGTGTCTCCTCTGTGTAGTGACAGGGTAAAGTCCTTCCTCCTTCCGAGrCCC 
CTCTACCCTAGAGATCTGAGGAGCTAAGCCCCCCTCGGAAGTGGGGAGGGGGATTTGATCTTGTTTTTGCTGGCAGAAAAAGATAGGTGAGTTT 
ACTATGTAAGAGGAAGAAGGGTTTTCATCTACTGTGCCGTCCCCAATCCCCACGGTGACGTCAGGTTTAAAGAGAAAAGGGAAGGAAGTGCGGT 
AGGGGACAGCAAAAGCCGGATTTATACCTGAAAAGGAGAAGTGGGGCCTAGAGTTTTTACATGTGGAGCGGGAGGAACATTGTCAGGCTGAAGC 
AGTGCCAGGCACGTGTGCGTGCACACACACACACACACACATCTCCAAGACAAGCCCCTCACCCCCACCCCTGCTCCAGAGTCCGTCTGTCCCA 
GAGTCCCTGGAAATTTGAATAGATCTTCTTCCCCAGTCTCCCAGCTCTCTCATATGTCATGTGAGCAACCCTCAAACCCACAGTGTTAAAATTT 
GGCTGTCCTCCAACAAGTGTGTGTGTGCGTGTATACTCATGTGTGCTGTGCATGTGTATG^ 

GC ATCT.TGT AGTGATCTC C AACTGGG AAAGTT CAAGAG C AAC AC AGGTACCTAGGCTT CATG CTCTTGGACAG C CAG ACTCTCAGACTTCAGTG 
ACTCCTTACAGTTTGGGGGCTTTTTTGGGCTGTGTTGGGGTGCATGCACATGTTACAATATGGAACACAAGGACCCTGACTGGGCACCCTGAGA 
TTTCCTGTCCAGTCTTCCCCACTCACCCTTGGGTAGGGAGAACTATCAGTAATGTTATTTGCACACATCCCCTTTAAGATTCAAGTGTTGGGGT 
TGGGGATTTAGCTCAGTGGTAGAGTGCTTGCCTAGCAAGCGCAAGGCCCTGGGTTCGGTCCTCAGCTCTGGAAAAAAAAAAAAAAAAAAAAAAA 
AAAGACAAAATAACAAAAAGACCAAAAGAAAAACAAACAAAAAAAAACAAGGTAAAAGATTCAAGTGGATGGATGGAGTTAGGCACCGTTGTAG 
G AAGG CTT AACAGGGGAGTG AGTCTCCTG CCTTTT C ACTG C CTTTCTATTTACAACACAG CAAG AAACTCATCATTAGGGGCTGGAGAGATGGC 
TCAGCGGTTAAAAGCGCTGACTGTTCTTCCAAAGGTCCTGAGTTCAAATCCCAGCAACCACATGGTGGCTCACAACCATCCATAACGAAATCTG 
ATG C CCT CTTCTGG AGTGTCTG AAGAC AG CTAC AGTGTACTT AC ATGTAAAAATAAATAAATAAAT ATTTTTTTAAAAAAAAG AAACTCATCAT 
TAG ATGCCAG CGCCTTGATCTTGGGATTCTC AG CCTT CGTAACT ATGGGAAATAAATCTC CAG ATTTTT ATT ATT ATTATTATTATTATTATTA 
TTATTATTTATATAAACGACCCAGTCTGTGGCTTTCTATTATAGTAACACATACTCAGACTAAGTAAGACGAACTACATTGGAAATCCTCGTGA 
TAAGTTTGCATCTTGGCTACTCCAGCAACCAGGAAGGGTAATTTAGGAAACTCCAGAAAACCTGTCTGCCTGGTAACTTATGACATCACAGACA 
CAGCTAATTCTCATTGGCTTGCCAACCCTCTGTATTTCCTAAGCCAAGGGCTGGAGAAAGGAGATCAGACAGGAGGGAGAATAGGTTTAAATTT 
CTTGGCCTTCTGAAGGAAGATGGAACCTGGGCTCAAGGTCTTCTGCTTCATCTACTTTGGTGACTCATGGAACCCCCGAACCCCTCTACCACCC 
CATATTCAGATCTAGTCCCAGCTCTACCTGCTACCACATGAGCTTGGGGTAGCCACGTCCCTCTCCTTTCGAACTTCAACCTTTCAGAAGGCCA 
GTGAACACAGGTTTGTATTGAAGATGTGAACAGTAGCCATAACTGGCATCCTGGCTTGCCTAACTCTGGGGCCAGGAACAAGACACTTCTGCGT 
GTGGACCAGGTTAGGGCTTGGAATGAGCGGTTGTTAAATAACGAAGAGATGAAACATAAATAACGAAGAGATGAAACACTTGGCCCCACACCGG 
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ACACACATTTCCTCTACCAGTAATACTGCTCTCAGGAAGGTCACTATCCATAACAATGCTGCCCTCCAGGAGGCTGGATGTCAAGCCCAGCATC 
GCCTCCA T TGTTTTTCTGAGATGGTCTCATGTAGATGAGTCTGGCCT 

MOUSE SEQUENCE - mRNA 

TAGCGGGGGCGAGGGGGCGTGCACGTGAATCCCCTGGCCAGATCTCTGGCATGGCCGAGGCCAGGAAGCGGCGGGAGCTGCTTCCCCTCATTTA 

CCATCATCTGTTGCAAGCAGGCTACGTCCGCGCGGCGCGGGAAGTAAAGGAGCAGAGCGGCCAGAAGAGTTTCCTGACTCAGCCCGTCACCCTT 

CTGGACATCTATACACACTGGCAACAGACCTCAGAGCTTGGCCAGAAGCAGAAGGCAGAGGATGATGAGACCCTTCAGGCTAAGAAGTCTCGAG 

TGTCGG ATCCTGTTAGCAGCTC AGAGAG CTCGGAT CAGGAGAAGGAAGAGGAGGC AG CAAC CGAAAGGGC CAAAGCC ACC C C AAG AC CGACAC C 

TGTCAATTCTGCAACCGCAGCTTTGCCATCAAAAGTAAAAGAAAAGGGAAAGACCAAGACAGCCAACAAGACGGTGAACTCTGTGTCGCACCCT 

GGGTCCGGAAAGACGGTGGTCCACCTGCTCTCTGGGAAGTCACCCAAGAAGTCAGCAGAGCCCTTGGCAAACACTGTCTTGGCCTCAGAAACTG 

AGGAGGAGGGCAATGCCCAAGCCCTCGGACCCACTGCCAAGTCTGGAACGGTGTCAGCGGGCCAAGGCAGCAGTTCCAGTGAAGATTCCTCCAT 

CTCAAGCGATGAGACAGATGTCGAGGTGAAATCTCCAGCAAAACCAGCCCAGGCCAAAGCTTCAGCAGCCCCTGCCAAGGATCCTCCAGCAAGA 

ACAGCCCCAGGCCCTACCAAGTTAGGGAATGTGGCGCCCACACCTGCTAAACCAGCCAGGGCGGCAGCGGCAGCTGCTGCTGCTGCTGTGGCTG 

CTGCTGCTGCTGCAGCAGCAGAAGAGTCTGAGAGCAGTGAGGAGGACTCAGACAGTGAGGACGAGGCCCCTGCTGGTCTGCCCAGCCAGGTAAA 

AGCCTCTGG AAAAGGTCCCCATGTCAGAGCCGACTCGGTGTCTGCCAAGGGGATCT CTGGGAAAGGG C C CAT CTTAG C AACC C CAGGG AAG ACT 

GGGCCTGCAGCCACCCAGGCCAAGGCAGAAAGGCCAGAGAAGGACTCGGAAACCAGCAGTGAGGACGATTCTGATAGTGAGGATGAAATGCCAG 

TCACTGTGAATACTCCTCAGGCAAGGACTTCTGGGAAGAGCCCTCGGGCCAGAGGTACCTCAGCCCCCGCCAAGGAGTCATCCCAGAAAGGGGC 

TCCTGCAGTCACCCCTGGAAAGGCAAGGCCTGTGGCAGCCCAGGCAGGGAAACCAGAAGCCAAGAGCAGTGAGGAGTCAGAGAGTGACAGTGGG 

GAGACACCAGCTGCTGCGACTCTGACCACGAGTCCTGCCAAGGTGAAACCTTTGGGGAAGAGCTCCCAGGTCAGACCTGTTTCCACCGTCACCC 

CGGGGTCATCGGGAAAAGGTGCCAACCTGCCCTGCCCTGGGAAGGTGGGGTCAGCAGCTCTCAGGGTCCAAATGGTAAAGAAAGAAGATGTCTC 

GGAGAGCAGCAGTGCAGAGCTGGACAGTGACGGGCCTGGGAGCCCAGCCAAGGCAAAGGCCTCCCTTGCGCTCCCTCAGAAGGTGAGGCCTGTG 

GC CACCCAGGTCAAG ACTG AC AGGGGCAAAGGCCACTCAGGGAGCAG TGAGG AG TCATCTGACAGCGAAGAGGAGGCAGC ACCAG CAGCCT CTG 

CTGCTCAGGCTAAGCCAGCTCTGGAAAAGCAGATGAAAGCTTCCTCTAGGAAAGGCACGCCTGCATCCGCAACAGGAGCGAGCACCTCGTCCCA 

TTGTAAGGCAGGAGCGGTGACCTCTTCAGCCAGCCTGTCATCCCCAGCTCTGGCCAAGGGCACCCAGAGGTCAGATGTGGACTCTTCCAGTGAG 

TCTGAGTCAGAAGGAGCTGCTCCCAGCACCCCCAGGGTACAGGGGAAGTCTGGGGGCAAGGGCCTCCAAGGGAAAGCTGCCTTGGGGCAAGGGG 

TGGCCCCAGTGCACACTCAGAAGACAGGGCCTTCGGTCAAAGCTATGGCTCAGGAAGACTCAGAGAGCCTCGAGGAGGACTCCAGCAGTGAGGA 

AGAGGATGAGACCCCAGCACAGGCCACGCCCTTGGGGAGACTTCCTCAGGCCAAAGCCAACCCACCTCCCACTAAGACACCTCCAGCGTCTGCA 

TCTGGAAAAGCTGTGGCTGCTCCAACCAAGGGAAAACCACCTGTTCCGAACAGCACCGTCTCTGCAAGGGGCCAGCGGTCTGTGCCAGCCGCGG 

GAAAAGCAGGGGCCCCAGCAACCCAAGCCCAGAAGGGTCCCGTGGCTGGCACAGGGGAGGACTCAGAGAGCAGCAGTAAAGAGGAGTCTGACAG 

TGAAGAAGAGACGCCAGCCCAGATAAAACCTGTGGGGAAGACCTCTCAGGTCAGAGCTGCCTCAGCCCCTGCCAAGGAGTCTCCTAAAAAAGGA 

GCCCATCCAGGAACCCCCGGCAAGACGGGATCTTCAGCTACCCAGGCCCAGCCAGGGAAGACAGAGGACTCAGACAGCAGTAGTGAAGAGTCTG 

ACAGTGACACAGAGATGCCATCAGCCCAGGCGATTAAATCCCCTCCAGTTTCTGTCAACCGTAACAGTAGTCCAGCTGTCCCAGCTCCTACCCC 

AGAAGGAGTCCAGGCTGTGAACACCACAAAGAAGGCCTCAGGCACCACTGCCCAGAGCTCCTCCTCTGAGAGTGAGGACGGGGACGAGGACTTG 

ATTCCTGCCACACAACCCTCCACCTATGCTCTCAGAACCAGTGTGACGACGCCCGCAGCCCTCTCACGAGCAGCTTCCCAACCCAGCAAGAGTG 

AGCAGTCTAGCCGGATGCCAAAAGGCAAGAAAGCAAAGGCGGCGGCGTCCGCTCAGACCAGCAGTGCCGTGGAAACACTCCCCATGATGCCTCC 

CCAGAGCGCACCCATCCAGCCCAAAGCCACCAACAAGCTCGGGAAATCCAAGCTCCCTGAGAAGCAGCAGCTTGCCCCAGGCTACCCCAAGGCC 

CCCAGGAGCTCGGAGGACAGCAGTGACACTTCTTCCGAGGACGAGGAGGATGCCAAGAGACCCCAGATGCCCAAGTCGGCCCACAGGCTGGATC 

CAGACCCTTCCCAGAAGGAAACTGTGGTAGAGGAGACCCCTACAGAATCCAGCGAAGATGAGATGGTGGCCCCCTCACAGTCTCTCCTCTCAGG 

TTACATGACTCCCGGCTTGACTGTGGCTAATTCCCAGGCTTCAAAAGCTACTCCTAGGCCAGACTCCAACTCCTTAGCTTCTTCTGCCCCGGCC 

ACCAAAGACAACCCGGATGGCAAGCAGAAGTCAAAATCCCAACACGCAGCAGACACCGCACTCCCTAAAACCGGTAGGAAAGAGGCCTCCTCGG 

GCTCCACGCCTCAGAAGCCCAAGAAGCTCAAGAAGAGCACCTCAAGCTCGCCGGCCCCCACACAGACACTGCCGAACAGCATCACCCAGCGCCT 

CCTGGAGCAGGCCTGGCCCCTGAGCGAGGCGCAGGTGCAGGCCTCTGTGGTGAAGGTCCTGACAGAGCTTCTGGAGCAGGAACGGCTGAAGGCC 

ACAGAGGCCATCAAGGAGAGTGGGAAGAAGAGCCAGAAGCGGAAGTTATCAGGGGACCTAGAAGCTGGGGCCCCAAAGAACAAGAAGAAGAAGG 

AGCAGCCAGTGCCCAGGGCAAGCGCTGTTTCCCCAGAAAAGGCTCCCATGACTTCCAAGGCAAAATCAAAGCTTGACAAAGGGAGTGCTGGTGG 

CAAGGGGAAGGGGTCTCCTGGCCCCCAAGGAGCCAAGGAGAAGCCCGACGGCGAGTTGCTGGGGATAAAGCTTGAGAGTGGCGAGCAGAGCGAC 

CCGAAGAGCAAGTCGAAAAAGAAGAAATCCCTCAAGAAAAAAAAAGACAAGGAGAAAAAGGAAAAGAAGAAAGGAAA 

ACTCTGCCTCGCCGATCCAGAAGAAGAAAAAGAAGAAGAAGAAGTCAGCCGAGCCTGCCGTGTGA 

MOUSE SEQUENCE - CODING 

ATGGCCGAGGGCAGGAAGCGGCGGGAGCTGCTTCCCCTCATTTACCATCATCTGTTGCAAGCAGGCTACGTCCGCGCGGCGCGGGAAGTAAAGG 
AGCAGAGCGGCCAGAAGAGTTTCCTGACTCAGCCCGTCACCCTTCTGGACATCTATACACACTGGCAACAGACCTCAGAGCTTGGCCAGAAGCA 
GAAGGCAGAGGATGATGAGACCCTTCAGGCTAAGAAGTCTCGAGTGTGGGATCCTGTTAGCAGCTCAGAGAGCTCGGATCAGGAGAAGGAAGAG 
GAGGCAGCAACCGAAAGGGCCAAAGCCACCCCAAGACCGACACCTGTCAATTCTGCAACCGCAGCTTTGCCATCAAAAGTAAAAGAAAAGGGAA 
AGACCAAGACAGCCAACAAGACGGTGAACTCTGTGTCGCACCCTGGGTCCGGAAAGACGGTGGTCCACCTGCTCTCTGGGAAGTCACCCAAGAA 
GTCAGCAGAGCCCTTGGCAAACACTGTCTTGGCCTCAGAAACTGAGGAGGAGGGCAATGCCCAAGCCCTCGGAGCCACTGCCAAGTCTGGAACG 
GTGT C AGCGGGCCAAGG CAG CAGTT CC AGTGAAG ATTC CTCCATCT CAAGCG ATG AGAC AGATGTCG AGGTGAAATCT CC AGC AAAACC AGCC C 
AGGCCAAAGCTTCAGCAGCCCCTGCCAAGGATCCTCCAGCAAGAACAGCCCCAGGCCCTACCAAGTTAGGGAATGTGGCGCCCACACCTGCTAA 
ACCAGCCAGGGCGGCAGCGGCAGCTGCTGCTGCTGCTGTGGCTGCTGCTGCTGCTGCAGCAGCAGAAGAGTCTGAGAGCAGTGAGGAGGACTCA 
GACAGTGAGGACGAGGCCCCTGCTGGTCTGCCCAGCCAGGTAAAAGCCTCTGGAAAAGGTCCCCATGTCAGAGCCGACTCGGTGTCTGCCAAGG 
GGATCTCTGGGAAAGGGCCCATCTTAGCAACCCCAGGGAAGACTGGGCCTGCAGCCACCCAGGCCAAGGCAGAAAGGCCAGAGAAGGACTCGGA 
AACCAGCAGTGAGGACGATTCTGATAGTGAGGATGAAATGCCAGTCACTGTGAATACTCCTCAGGCAAGGACTTCTGGGAAGAGCCCTCGGGCC 
AGAGGTACCTCAGCCCCCGCCAAGGAGTCATCCCAGAAAGGGGCTCCTGCAGTCACCCCTGGAAAGGCAAGGCCTGTGGCAGCCCAGGCAGGGA 
AACCAGAAGCCAAGAGCAGTGAGGAGTCAGAGAGTGACAGTGGGGAGACACCAGCTGCTGCGACTCTGACCACGAGTCCTGCCAAGGTGAAACC 
TTTGGGGAAGAGCTCCCAGGTCAGACCTGTTTCCACCGTCACCCCGGGGTCATCGGGAAAAGGTGCCAACCTGCCCTGCCCTGGGAAGGTGGGG 
TCAGCAGCTCTCAGGGTCCAAATGGTAAAGAAAGAAGATGTCTCGGAGAGCAGCAGTGCAGAGCTGGACAGTGACGGGCCTGGGAGCCCAGCCA 
AGG CAAAGG CCT C CCTTGCG CT C C CTC AG AAGGTGAGGCCTGTGGC CACCCAGGTCAAG ACTG ACAGGGGCAAAGGCC ACT CAGGGAGCAGTG A 
GGAGT C ATCTG ACAG CG AAG AGGAGG CAG C ACCAGCAG CCTCTG CTGCTCAGG CTAAGCCAGCTCTGGAAAAGCAGATGAAAGCTT C CTCTAGG 
AAAGGCACGCCTGCATCCGCAACAGGAGCGAGCACCTCGTCCCATTGTAAGGCAGGAGCGGTGACCTCTTCAGCCAGCCTGTCATCCCCAGCTC 
TGGCCAAGGGCACCCAGAGGTCAGATGTGGACTCTTCCAGTGAGTCTGAGTCAGAAGGAGCTGCTCCCAGCACCCCCAGGGTACAGGGGAAGTC 
TGGGGGCAAGGGCCTCCAAGGGAAAGCTGCCTTGGGGCAAGGGGTGGCCCCAGTGCACACTCAGAAGACAGGGCCTTCGGTCAAAGCTATGGCT 
CAGGAAGACTCAGAGAGCCTCGAGGAGGACTCCAGCAGTGAGGAAGAGGATGAGACCCCAGCACAGGCCACGCCCTTGGGGAGACTTCCTCAGG 
.CCAAAGCCAACCCACCTCCCACTAAGACACCTCCAGCGTCTGCATCTGGAAAAGCTGTGGCTGCTCCAACCAAGGGAAAACCACCTGTTCCGAA 
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CAGCACCGTCTCTGCAAGGGGCCAGCGGTCTGTGCCAGCCGCGGGAAAAGCAGGGGCCCCAGCAACCCAAGCCCAGAAGGGTCCCGTGGCTGGC 
ACAGGGGAGGACTCAGAGAGCAGCAGTAAAGAGGAGTCTGACAGTGAAGAAGAGACGCCAGCCCAGATAAAACCTGTGGGGAAGACCTCTCAGG 
TCAGAGCTGCCTCAGCCCCTGCCAAGGAGTGTCCTAAAAAAGGAGCCCATCCAGGAACCCCCGGCAAGACGGGATCTTCAGCTACCCAGGCCCA 
GCCAGGGAAGACAGAGGACTCAGACAGCAGTAGTGAAGAGTCTGACAGTGACACAGAGATGCCATCAGCCCAGGCGATTAAATCCCCTCCAGTT 
TCTGTCAACCGTAACAGTAGTCCAGCTGTCCCAGCTCCTACCCCAGAAGGAGTCCAGGCTGTGAACACCACAAAGAAGGCCTCAGGCACCACTG 
CCCAGAGCTCCTCCTCTGAGAGTGAGGACGGGGACGAGGACTTGATTCCTGCCACACAACCCTCCACCTATGCTCTCAGAACCAGTGTGACGAC 
GCCCGCAGCCCTCTCACGAGCAGCTTCCCAACCCAGCAAGAGTGAGCAGTCTAGCCGGATGCCAAAAGGCAAGAAAGCAAAGGCGGCGGCGTCC 
GCTCAGACCAGCAGTGCCGTGGAAACACTCCCCATGATGCCTCCCCAGAGCGCACCCATCCAGCCCAAAGCCACCAACAAGCTCGGGAAATCPA 
AGCTCCCTGAGAAGCAGCAGCTTGCCCCAGGCTACCCCAAGGCCCCCAGGAGCTCGGAGGAGAGCAGTGACACTTCTTCCGAGGACGAGGAGGA 
TGCCAAGAGACCCCAGATGCCCAAGTCGGCCCACAGGCTGGATCCAGACCCTTCCCAGAAGGAAAGTGTGGTAGAGGAGACCCCTACAGAATCC 
AGCGAAGATGAGATGGTGGCCCCCTCACAGTCTCTCCTCTCAGGTTACATGACTCCCGGCTTGACTGTGGCTAATTCCCAGGCTTCAAAAGCTA 
CTCCTAGGCCAGACTCCAACTCCTTAGCTTCTTCTGCCCCGGCCACCAAAGACAACCCGGATGGCAAGCAGAAGTCAAAATCCCAACACGCAGC 
AGACACCGCACTCCCTAAAACCGGTAGGAAAGAGGCCTCCTCGGGCTCCACGCCTCAGAAGCCCAAGAAGCTCAAGAAGAGCACCTCAAGCTCG 
CCGGCCCCCACACAGACACTGCCGAACAGCATCACCCAGCGCCTCCTGGAGCAGGCCTGGCCCCTGAGCGAGGCGCAGGTGCAGGCCTCTGTGG 
TGAAGGTCCTGACAGAGCTTCTGGAGCAGGAACGGCTGAAGGCCACAGAGGCCATCAAGGAGAGTGGGAAGAAGAGCCAGAAGCGGAAGTTATC 
AGGGGACCTAGAAGCTGGGGCCCCAAAGAACAAGAAGAAGAAGGAGCAGCCAGTGCCCAGGGCAAGCGCTGTTTCCCCAGAAAAGGCTCCCATG 
ACTTCCAAGGCAAAATCAAAGCTTGACAAAGGGAGTGCTGGTGGCAAGGGGAAGGGGTCTCCTGGCCCCCAAGGAGCCAAGGAGAAGCCCGACG 
GCG AGTTG CTGGGGATAAAGCTTGAGAGTGGCGAGCAG AG CG ACCCG AAG AG CAAG TCG AAAAAG AAGAAATCCCTCAAGAAAAAAAAAGACAA 

GGAGAAAAAGGAAAAGAAGAAAGGAAAAAAGTCCCTGGCCAAAGACTCTGCCTCGCCGATCCAGAAGAAGAAAAAGAAGAAGAAGAAGTCAGCC 
GAGCCTGCCGTGTGA 

HUMAN SEQUENCE - GENOMIC 

CAGGGAAAGGTAGACAGGTAGTTCCCTCTGCCTCTAACCTGCTGGGGTCCTTGTCGAGTCACTTCCTGTCACTGGGCCTGTTTCCTTATCAGCA 

AGAGGAGTGAGCTGGGCTAGATGCTCTCCAAGGACCCTTCTAGCTCTGAGAAATAAAACCACAAAAATAAGAAATTATGCTGATGAGGCTATGA 

ATTGCTACAACCCTTTTGGCAGTTAATTGGGCTTTAGCTATTAAAATAAAACTCATGCATCCCCTCTGGTCCACTTGCAATTACATCATACAGA 

ATTAAAGCTCCAGTCTGCAAGGATGTATTTACTAGGATGTTTAGAGCAACACTACTCTATTAGCCAAAAAACTAGAGGCGAATAACCTGTATCA 

TATCATCTCCCATCTCTGTCTGTTGATGGCCCTACTGAGGGACTGGTTATGAGCCCTCTGGCAGCTGGAGCCTGTCTTGAGCCTCAGTTTCCTC 

ATCTACAACCATTTGACATGCTTTATAGGATGTTGTGAGGTTTTGATTGGTTAGTGTTAGAGCCTGGAAGCACAGCTCCAGCTCACTGCACACA 

CTCAACAAATGATAGCTGTTACTATTACTCAAAAGAGTGTGGCAGATCCCAGCATCTAGAGAAATAGCTCTGCTGTATTGTTATTAGGTGAAAA 

AAGAGAGTTGCAGAGTTGAGTGTTTAGTATGATTCCCTTTTGTAAGAAAAGAAGCAAAGAAGCCAGGTGCAGTGGCTCATGCCTGTAATCCCAG 

CACTTTGAGGGGCTGAGGTGGGTGGATCATCTGAGGCCAGGAGTTCAAGACCAGCCTGGCCAACATGGTGAAACCCATCTCTACTAAAAATACA 

AAAATTAGCTGGGCATGGTGGCACATGCCTGTAGTCCCAGCTACTCGGGAGGCTGAGGCAGGAGAATCATTTGAACCCAGAAGGCAGAGGTTGC 

AGTGAACAGAGATCATGCCACTGCACTCCAGCCTGGGCAACAGAGCGAGACTCCGTTTCAAAAAAAAGAAAAGAAAAGAAAAAGAAAAAAGAAA 

AGAAGTAAAGAGAAGTGAAAAAGGAAAAGGAGAAGGAGGACTAAACCTTATGAAGGATGTCTGTGTTTGTCTGGGCAGAGAAAGGATGTGAAGG 

GATTGAATACCAGGCTTCTTTCTGATTGGGAAATGAAGAGGCTCTAGTGTGGAGAAGTGGGCAGGGAATGGCTAAGAGGGAGGGAAAAATGATG 

GACTTTGTCTTAATATATCTCTGAATTGTTTAACTTGTTACTTCAGTAACAACTTGTAAACCTTTAAAAGCTCCTGTGAGATTAAAGATTTCGT 

GTCATTTCACGAAAGGGAAGGAAGTCTTGGGAAATCTACTGGCCAAAATGACTTGGCCCAGGGAAAACCTGTTGTTACAATGGATGAAGGGAGC 

TACTGGGAAGGGCACCCTTCCCAGATGGGCCCTTCTCTTAAGAGTTCCACTACTGGAAGGGTCTTTGTTCAACAGCTTCATTTAACAGAAGGTA 

ATGCTGAGGACCAGAGAGGGCAAGAGACTGGCCCAAGGTCACACAGCTGAGCCAGGTGAAAAGGGCCTGACTCCTGACAGTAACACAGGGGAGA 

GGCCCAGTAACCTTTCCCCTGTATCGCTGCTACCTCCCACCTCTGTGTCAGAGCCATTCCTGCTGGGAGAGACAGGTAGAGTGCCCCATCTGTT 

GAGCTTCCTTCTCTTCTGTTGTTCATTCTTCCTTCATTCATTTCCTAAGTGACCTCGCCGTGCCCTGCATGGGAATCCAAGGTGACTAAAGCAT 

GCTGCTTCCCCAAGAGGCACTCGCAGTTCAGTGGTCTGGGAGCATCTGGCTTCTACCACTAACAAAGGCATTTTCTCTTACTGGTAGAGAAATG 

CTCTGAGGCTAATTTTTTTTTTAATGCACTGTTTTGTTTGTTGCTGTCTTAATAGTTGCCATGTTATATTTTATCAGTTTAATGTTCTAATTTT 

GTGCTTGGGCCCTGAGGCAATTCAGTGAAGGGTATGATTTGGAAAATGAGGGAAATAAAGAAATTGTCCACAGAAGAGACAGCCTCCCAGGAGC 

CGAGGACAAAGCATAAGTGCCGACAATGAATTTTATTAGGAGCAAAACAAAAACAACCTGTTGCCAGACAGAAGGTATTAGACAATCCTGGTGT 

GGTTTTGTTTTCGTTCTTTAATTTAATTCCAGTTCTGCATTTCTTCCAGGGTCAGCCAAGGATGCACAATCCAGTTCCTTCCCCACTGCCTTCC 

AAAGCCTTCCACATTCCTGCCTCCAGGCCTAAACTCAGTGAGCACCTTGCCTGCCCTGCCCTCCCTTCTTCTTCAGGAGAGGTCTGTAACCATT 

CCTGCACTTGCCAATACTTATTAAGTGCCTGCTGTATGCAGGCACTGTGCAAAATGTTGGAAATAATGCAACCAACAAGGCAAAGGTAAGTCTG 

CCTTCAGGGAGTTTACATTCTACTAAGGCATGCATTCTCAAATGGGGCCTTGATGCCCTCGAGGAAATGAAAACTGGTTCCTGGAGGTGTTGGT 

GGAAAAAAATCTTAGATCTTACAATGGTTTGTATGCTCATCATGTACATTCATCACCCATCCAGCCAGCCAAGCAGAAACCTGGGTGTCACCAC 

CAGTTCCAGCTCCCAGCCCTCTCTGATCTCAGGGGTCCCTCATAAGGCCTGGCCCGTGAAGGATTCCACTCTCTCCCTGCAAACATCCATCTGC 

CTTGCTTCGCTCGCTACCCAGTGTAGATCCCAGGACCCAGAATTTTAGCATCTCTTTGCCAATACTTTAGACTCCTGTGCCCTTTTTTCCCCAC 

CCATCTGGCAAAGCCCTAGGCCTGGATAAATCCCACTATGTACATACATCTCCCCAGCCTGCAGCTGGGTAGGTGAGGCCTGATGGAGGAATTC 

ACTCAGCAGGACAGGACGAGACACACATACACTAAGGACCACCAACCTCAACTGGGGAGCCAAGGCTGTCAGGCAATTGGGGATTTTGTGGGCA 

AGTTGCTTCTCAACACTCTGAATGATCATTCTTTCAAAGTCCTCACCACCTCTTCTTCACTCTCAGCAGAAGACCTTGCCTCCCACTTTGCAGA - 

AAAAATAGAAGCTCAAAATGAAATCTCCCTTAACATCCCACTATAAACCTACATCTACATCTGCACCCATCCTCTCTTTGTTCCTGCTTTTGGG 

TTCTAGAGAACTCATCCCTCCTCCTCCCCAAGACGAACCCCCCCAACCCACATGCCTGATCCCAGCCCCTCGCACATGCTTGAGAGAACTTTAC 

TCGCTGATTATCTCCCCTATTTCTTACACTCTTGGTTAACCTCTCTCTCCTGGATCTGCCATTCACTTTTAAACAAATCTCAGGTTTCTTCrAC 

CTTGAAACACACCTCCCCTAACATACATATTGGCCCTAGCACTTTATCTTTCTCGTCCTTTTTATACAAAAACTTCTCGAAAGACCCACTGCCT 

CCGTCATCCCTCCTGCACTCATCAGACCACTGCCATCTGACCCCCTCCATCATGCCACACATAAATAGCCCTCCCTAAGTCCCCAACAATCTCC 

ACGCCTGTCCATAAACCAAAGCCCAGGGCTGCACCCTCCTCCTATCTGACCTCTCAGAGCATTCCCTGCATCAAGTCTTCCCAGCTTTCTAAAA 

TGTCTCCCTTGGCCTCCTTCCATAAGCCCACTCTCCTGGGCTTTCTCCAAGCTGTCCAGCCACTCCTGATCAGCCTTTGCAGGCAGATCCTTTT 

GTACACAGCCCTAATCTGTAGATGTACCTCAAAACTTCATCCTGGGCCATCTCTCTTCTCTCTCCACATTCTTCTCCCTGGGTAAGCTTCTCCT 

CATCCACAGCCGCAATTATCATCTGTCTATCGACAACTTCTCATCTTCATCTCTAGCCCAGACGTCCAGGCCACGTCCAAACCCAGGTTTCCAA 

GAACGTTCTCAACATCTGCATGTGGTGACTGTAAGGCATTTCAAGCTCAAGATGTCTAACATAGAATATATACTTTCACCTCTCrGTCCACATC 

CTCCTCTCCTCAATCAAACCAGCCCCCTGTCTCAGTCCTCTTCTAGTTTTTTCTATCTCAGTGAAAAATACTGCCTACTTGTTTGCACAGAAAC 

CTCAAGGTCCATTCTGAGATTGCCTTTTCCTTCCCCTCGCATTCCAACACACCTCTGTGAAAACTTTAGTTCCTGATTAACTCTGGGAACCTTC 

CACTCTCTTCAACTCCACTGCCACCAGCACCCTCCCCGCTGCCCCCGCCACCTACCACCCGCCCCCCCCCCCCCCACATACACTGTCTTCTCCC 

TGGATGCCTGCCTGCACTCCTAACCCTGACTTGTCTTCGCACATCTACTCATACCCACCAGACACACTCCACTCTGCACTGGGCAGGCACACAG 

GTCACAGTAAAATTCAGATTTCATCCTGTACCTCTTGGGCTTACACCGTCAGTGGCTTCCAATGGCTGTTAGGATGGAGGAAAAAAAACCCTGA 

TGTGGCCAATCCTTCACATGGAGTCTGCCCTCTGCCCACCTTCTACACTCCCCAGTCCCCCTGCTGTCCCTCCGGACTATGCTACAAAGGCCTT 

TTTGTGTCTATTCTCTCAGCTGTACCTTCTGCCCTAGGCCCT^^ 
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CTGTAAGCTCTATTGGAGTAGAGACAATTCCATCACTAGACTGTAAGCTCTATAGGAGTAGAGACTATTCCATCCCCAATGGTAGGTACTCAAT 

AAATATTTGCTCAAGAAAATGGGAAATGTTGAATGTGTACAGACACATAACATTTTCCATTCAAGTTCAAGACAAAGATAACCACATACCTGGA 

CCTCCTAGGGTTAGGGACTCCTGCGCCCGTAAGAAACATGCTGCCCTCAGATTCTCAATGGGTCGGTGAAGTTAAGAACAGCTCACTCTAACAT 

TCTCCAGCCTACCTCACCTTTTCCCTGCCATCCTTCCCTCAACAACTACAACAGCCTCACATTTAGTATTAATGGTATGTGCTTTGGTTTTAGC 

AATCTTTTAAAAACACAAAACAGGGTCAACCTCCTCGGAAAAGCCAGTCAGAGACTATCTAATGCCCTCAGAGCAAAGTCCAAACTCTGTTGGG 

GGTGGGGGAGTTGTAGGCCTTGTCTACTTCTTCATCCTCATGTGCCCTCATTTGTTCCCTCTTCCCCACCTCACCCCACCCCACCTGGACAGCC 

CAGCAGCGCAGACTAGGGGTTCTGGGTTTAGGGTTCCCAGGCAATAGCAGGGTGTTTTCTCATGCCTAGACTCATGCAGTGCCCTCTGCCAGTC 

CTCTCCTTTGCACCCAGCAATTTCGGGTGTCTTTATGCCTCAGCTTAGATATCTCTCTGGGGTTCGGTGCTCCTCCTTGGGGCGCCCATAGGCT 

GCATCTGTCCCTGACAAGGCACACAAGATATTGAACTATAGTTGCTTGGTTACGGACAGTGGTCTCTGTGAGCTTTGAGGGCAACTGCCATGTA 

TTATGCATCTTTTGAATCCCCCTAGCCTAGCCGGGTGCTAGCCCAAGTTAGGTGCTTATTACAGATTTGTTCAGTTAGCGAATGAATCAATGAA 

TAAACTGGCAATTCGTGTCTGGTTCATGGGCACCAAAAACCGTGCGAAATGGATAAATGAGCAGGTAATGGCAGTACAAAGTTGGGATCTAGAG 

AAAGATG CAGATTAGGGAGTTCAG AGATGAGTAAAACGCAGACCCAGCCATCAGAG AATTAACAAGGAAGATAAATCTCTTCAAGAAG C CAGCC 

GGAAGGATTAAAAGAGAGTGGTCCAAGTCCCGGCCGGCCCCGGGGGCGGGTCCCTGTCTAGCCCCGCATGCTCCGCGCCAATGGGCGGTATTGT 

TGATCACGAGTCTCCGCCCCCTTCGCCTTGAGGGGCGGGGCCGGCCACTCCCGGAGAGGGGACTACGTTTCCCGGCGCGCCGCGCGGCCGGAGC 

GAAAGAGGAGCCGGAAGTGGGGCGCGCGAGGTCTAAGGGCGCGAGGGAAGTGGCGGGCGGGGACTAAGGCGGGGCGTGCAGGTAGCCGGCCGGC 

CGGGGGTCGCGGGTATGGCCGAGGCCAGGAAGCGGCGGGAGCTACTTCCCCTGATCTACCACCATCTGCTGCGGGCTGGCTATGTGCGTGCGGC 

GCGGGAAGTGAAGGAGCAGAGCGGCCAGGTAAGCGTTCGTGGGCCGTGTGCGAGGGCCGCGTGCAAGATGTGGAGATCAGCGGCCCGCGGCCCG 

CGCCCCGTCCCCAGGCGACCCGGCAGGCGCGCGGAGCCGGGTCCCGCAGTGCTGGACGGCGCGGCCAGGGGTACCGGAGGAGCCGCAATCTCTG 

CCTTCCCACTGCGACTTCAGTTGCCCTGGGCCTCACTTTCCTCATCCGGGCAGTGGGTTGGGCCAGAAAGTGTGCTCGCAGGGGCCGAACTTTG 

TAATTCCCGCTTCCCTTACCTCCACGCCCTTCCTGGTAGCGGGTATTTTAAGTTTCCTAAGTCTCCCGCCACGTGGCTAGGCTCTGCGCGGCCC 

CCCCTGGGGCAAGGAGGTTGCTGCGAGTCTCGGGGGTGGATTGCGACCAGCCCCTCGGGGGAGCGCCTGGAAAAGGGACCCTACAGCCTCTTAG 

TTGAGCTGGAACTCAGGCCTTTAGCGATTGTCTGTACTGAGACGGTCAGCTTTGGTAGTCGAACTCGTGGTACAGTCATTTCTTACTTGATTAA 

TTCAACTGTTAATCCGGTACTCAGGGTGCTTCCTGGTGTTCGAATGGTGAGCACCATCTCTCAGCCGTCCTGGAGCTTACACTCTAGTAAGGTA 

GACAAATCAAAGAATCACAAAAGTGACTATATGCTTAGCACCGCAATAAGTGTTAAGAATGAGAGGGATGGGCCGGGCACGGTAGCTCACGCCT 

GTAATCCCAGCACTTAGGGAGGCCGAGACTAGCGGATCACCTGAGGTCAGAAGTTCGAGACCAGGCTGGCCAACATGGTGAAACACCGTTTCTA 

CT AAAAATACAAAAATTAGCT GGG CATGTTGG CGC ACGCCTGTAAT C CTGG CT ACTCATGTGGCTG AGGCACAAG AATTGCTTGAACCCGGGAG 

GGAGAGGTTGCAATGAGTCAAGATCGTGCCACTGCACTGCAGCCTGGGCGATAAAGCGAGACTCTGCCTCAAAAAAAAAAGAGAGATGGATGGC 

AGATTGCCCTGGTCAGGAATAGCTGAGGTGTAAATGCCTTGTGGTGGGAGGGAACTTGTGTACACACTGGCCTGGAGAAAGTCCACTCTCTTGA 

GCCCAGGAATTTGAGGATACAGTATGAGCCATGATCATGCCACTGCACTCCAGCCTGGGCAACAGAGCAAGACAGTGTCTCAAAAAAAAATTTT 

TTTTAAGTCCATAGCAGGCCAGGTACGGTAGCTCACGCCTGTAATCCCAGCACTTTGGGAGGCCGAGGCAGGCGGATCACTTGAGGCCAGGAGT 

TCAAAACC AGC CTGACCGACATGGTGAAACCCTGTCTCTACTAAAAATG CAAAAATTAGCCATGCATGGTGGCATGCAC CTGTAGTCC CAGTT A 

CTCGGGAGGCTGAGTCAGGAGAATCACTTGAACCCAGGAGGCAGAGGTTGCAGTGAGCTGAGACTGAGCCACTGCACTCCATCCTGGGTGACAA 

GGCGAGACTCCATCTCAAAAAAAAAAAAAACGTCCATAGTGGCTGAAGTGTGAAGTACAAGGGCCAGATGCCCCTGGGGAGATGGAGGCAGGGG 

CTGGCTGGAGTGGTCTGGTGGGCAGTTTGATCTTCCTTGGAAGAGCAGTGGTAAACCAATGGAGAGTTTTGAACTGGTGAGACAGTATCCTAAG 

TAGTCAGATCCCTTTGCCCTGTGGTGTAGGCTCTGCTCCTAATGCTTGCTCTCAGAAGCTCCTGGAGGGACTAAAGGGTGATGGGCCCTAAGAC 

GTTATGTATGCTTTTCCCAGTTTCTCTGAACCTCACTTGCTCTTCCTACCGCAGCTATGGTACTTCACAGATAAGGGGAGCAAGAGATAGTACC 

CATCTTCATTGGAGCAAAATATCCTGCCGTCATGGAGCACACATTCTAGTAGGAGCAGACAGGTGACAAATAGAAAAAGTTTAATAAGTTAATG 

ATATAGTATATCCAATGATAGTTGGTGGTTGCTATAAAAGGCAGGCAAGGGGGATAAGGGATGTCAGACTTCGATTATAAGTAGGGTAGTCAAG 

G AAGTCT C ATTG AGAAGGTGT CATTTGGG C AGAG AC CTGAAGG AAATG AGGGAGTGAGCTGTGTAGTTAAC AGGGGAG AGAAC ATTCC AG ACAA 

GAAGAATAGCAAGGCCGCGTTAGAGGCAGGGTGGCCTGACACATTTGAGGACAGCAAGGAGGACACTTTGCCTGAGGTGGAGCAGAGGGAAACT 

GACTCTTGAAATCTTAGTGTTACCGGCTCACTGCTGGGCACTGACAGATGGTCTTGTTCAAACCAGATAGCAGCCTGCAAGGTAGGTATCGCTG 

TTGTCCCCATGTTAAGAAGAAATCTGAAGTTCGAAGACGTGACGAGATTAGTTCAGTCCACCCGTGCCCCACATTGCTTAGCCTCATTAGAGTA 

CTTGATATCCTGGCTTATTGACATTTACAGAGACATTGGGCCCTCTGGCCTCTGCTCCAAAGGCCTGGATTCCACCTGGTTCCCTCTGCTTCCA 

CCAAGGGACTGGTACCATTTGGGCCCAGTCTTCTCCCAGCAGACTAGTAGACTGTGGTCATGCCACCTGGATGCCTCAGGTGTCTGGGCTGTGA 

TTCGTGCTTTGGGAAGATTGGCTGGCCACGTCTTTGAAAGCTTTTTTAAAGGTCAAAGGTGGGGAAAACCCTGTCTCATGGCCTCTAGGCATGG 

ATAGTGCCAGAGAGGCTGGGAGCTGGATGAATGCTAGCTTGGAACATTCCACCTCTGGCCTTTCAAAGGGGTTGTCTAAAAAGGTTTTAGTTGG 

GATTGGTTGTTCTTCTTGTCTCTGGAAGGTTTGGGACAGAACTGGCAGGGCCAAGCAGACATACTTCCCAGAGCAAAAAGACCCTCTTTTTTTT 

CAAGTGATCCTCCCACCTCAGCCTCCTGAGTAGCCGGGACCACCAGTGCATGCCACCATTCTCAGCTAATTTTTAAATTTTTTTATAGAGACAG 
TCTCACTATGTTGCCCAGACTGGTCTTGAACTCCTGGGCTCAAGTGATCTTCCTGCCTCAGCCTCCCAAAGTGCTGAGATTACAGGTATGAGCC 
AC CATGCCC AG C C AAAAAGAC CCTCTT CTG AACC ACCTGTCTAT AC AAGT CATGAGTTTGGGGAG ATCTGGGC CC AAG AAGGAT CCTTACTGTG 
CTGGGGATTAATTGTGGCTTTCTCTTTACCTCTCTGCAGAAGTGTTTCCTGGCTCAGCCCGTAACCCTTCTGGACATCTATACACACTGGCAAC 
AGTAAGTGGTGGGGCCTATAGGGTGGAGTAGGGACGGACACCCCAAGCAACTCAGCTTGGAATAAGCTGGGATACCTATCTGGTCTAAGATCTG 
TCCCCATAGCCCACTGTGGACACCATTGTTGCCTCCAGAAAGCCAGCTCACATCACATGGATGGGTATTTCTGTGTGGATATCTGGTAGTGGGA 
GGGGACATTGAGAGCTGTGATCTCTTAAGAACAAGAGCTTCTCACCAGCTTGTCAGTTGCTCAGCAAACGTATATTGAGCACCTCCTGAAAGCC 
AAGTCCTGTTCTTACTTAGTATGCAAATATTGTCACAAGTGAGACAGACATGGTTCCTTCTTTCCTGCAGCTGACATTGTAGCCAAGGAGGTAG 
GCATAAGTCAAAGAATGAAACAAATGAATGTTAAATTACAGTGGTAGTAAGGATTACAAAAGAGAGGAATCTGTTGCCACAGCCACATAAATGG 
GTAAGTCTGGCTTCATCTGGGGGTCCAGGGGAAGCTTCCCTGAGGTGATCTTTGACTTGAGAGCTATAGGAATTGGAGGAGTGAACTATGCAGT 
GGGTAGAG AGTGG CAGGTGG AGTGTACCTG C C AGTGG AAATTG CTAATG CTAAGT CCTGTGGCTGGTGG AC AGTACAGATGGGGCTAGGTCATC 
GCATGGATAGCCATGCATGGGCTGGTTATCCaTGGTGAGGAATTTTGTCTTTATCCAAGAGCAGTGGGGCCATGGTAGGGTGAAAAAGTGAGGA 
GATTGCTCTGCACCATGGTGAGACTGGTGGGGCCATGGTCACCATCGTCCAGGCAAGAGCTGATGGGGCTTGACACAGGGAGAACAGGGTAGAA 
AGTGGATTCCCAAGAATCATAGGG ATG AAACCAGGG CCTGTGGATGGGTGGGAGAGGAAGTATCTTATTGACT CC AC ATCTAACTTGTGT AC CC 
ATGCATAGAGCTTGAAGGGAACTCAGTTTGGAGGGGAAAGATTTCAATGACATGTTGAGTGTGAGATGCCTTTTAAACATGTAAAATTTATGTA 
CTCTTCAAGGAAGGGGGAATCATCCAAGGATATATCAACAGAGGAATGGTTGGAAAATGGAGAGAGTAATTGTGTTCTCTTCATGCACTGGCCT 
GACCACAGCTGACTAAGGGAGTGAAGGACATGCAGACATATCCCATGAGGAATGGTAGAGAGTACTGAATTGCCTTGGATGGAAAGGAGGCAGG 
AGAGGGGTGTGAGGGACCACTGCACATCTTTGAGGACCAAGAATAGTGCGTTCTCTGAGGCCCCGGAGACAGAAGTGGGCCCCAAATGTACCTG 
CTTCAGGAAGACAGG TTTCAGCTTCTGAATATAATGACATCAGAG CTATCTAAAAATG AGGTGGGCTAGGTGG AAGTGGTGGG CT C CCTGTC AT 
TAGAGGTGTGTAAACAAAGGCAAAAATGGTGTGGAAGGGATTACAGCCTCTGGTGGAGAGCTAAGGTCATTGAAAACCCTGCCAACCCTCAGTC 
CTCTGCTGCTAAGGAGAGCTTAGAGCACAGGGCACAGCCCACACTTCCTCACCCTGACTTGCCCAGGTGAGTGGGTGTTATTCGTAGTACTTCC 
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TTCCCCCAAAAAACTGCTTCAGTGAGCTACTCTGCACACTCTTCCCTGCCACTGGCCCCTTCTATGGGTGAGGGGGACAAGGACCTCAAACCCA 
CGAAAGGCAGCCTAGCCTAGCAATTCCCTGCAGAGTTCAAACCCAGCAACTAGCTGTATGTATGACCTTGAGTGGATTTCTTGGCCTCCCTGAG 
TCTGTCTTCACCTATAAAATGAAAATAATGATGGCAATTATCTCATTGCATTGTGAGGGTTAGACACAGTGCTCCATATAAAGTGCTAAAACTA 
CCGGTTGGAGGCTCCCCGACTTCCTGCACCCGCCTCAGTATTTATTAAGCATCTACTACAACCCAGCAATATTCTTGATATAGCTGGGAACAAA 
CCAGAGAAAAATCCCTGCTCAACATTTTTGTTGGGGGAAAAGAGGCAGAATAAATTGATACATGTAAAAATGAAACCTGTTTTTAACAGGAGAA 
TCCTGACAAGTGGCTTTCCTGGGAACAAGGGACCCTACTATGACATCCCAAAGCATGACAGAGCAGAGTCCATCGCAGCTGGGAAACCTGGGGC 
CTAGACAGTGACTCCCTGGGATGGGGGTCAATGGGCGTGAGACTTCAAAGTCCAGGGCCTCAGCCATCTGGGTGCTTATCCTACCCATGCCCTA 
GAGTCACTTTGCCATGAGCAAGTCACTTAGTTGTTCAGTTTTTGAGACATGTGTGAGGCACTGAGGATACTGTAGTGAGCTGCCAGCTGCCTTC 
CTCCCTGGGCGTTTCTGTGTAGGGGAGGAGTCTAGGAAGTAAGTAAAATAACAGGAGATAGAGAAAAGCTATGAAGAAAATGAAACAGGATCAC 
AGGGCAGAGCATGCCTTGGAAGAGGGGCAATCTTCGAGGGCCTCTCTTGGGGGGCTACATTAAAGTTGAGACGGGAAGGACGAGGACCTGGGCA 
GAGTCTTCCAAGAAGGCACAGTACACACAGCATGTTCTGCAGGGGGAAGAGCCTGGGCGGTTCTGTGAGGTGCCTGCATGGGTCAGCTCCTATC 
ACTTAAAG ACTGGTAGCTG CTG C AGCTGTTATATAAC ATTATCC AG C ATTCCTG ATTATTTTAAAG ACTAAT CAAG AATTGTAAAAG C ACTTTA 
TGAAGTGAGTGAAAATGCAGAATACAAAATTGTGCCTATACTGTGTTTTCACCACTGTTTAGATTCTATGCACATTGCCTTTAAGAGCTGGAAG 
GATGCGGGAAGGTCTGTCTAGTCAATTCTTGTGGAGTTGTTCTGTCACCCAGTTGGTATAGACAGTCACCCTTGTGCTGCAGAACCTCAGAGCT 
TGGTCGGAAGCGGAAGGCAGAGGAAGATGCGGCACTGCAAGGTAAGAAAACCCGTGTGTCAGACCCCATCAGCACCTCGGAGAGCTCGGAAGAG 
GAGGAAGAAGCAGAAGCCGAAACCGCCAAAGCCAGTAAGAGCCTTGCAGCTTTGGGAACAGGCTATGGAATATTGATTGTTCTAGGGTAGAGTC 
TACCTCCAGCTTCTTCTCTTATCACTAGAAGACCTAAAAGACCCTGGGGAGGAGATTGGGAGGGCACCACATATCTTTGGCAGTATTTGAGCCC 
TTCCTCCGTGCCAGGCATTATATCTCCATGCTCTGGGGGTGCAAGGCCGAACCAAAACAACCAGATGGGCCCTTCCAGTCTCATTTGGTGTATG 
GGGCCCAGGAGCTGCCCTATTACAGGCTCCCAGGTGATTCTTATTAGCTGGAAAGAAGACACACGTTCAGAAGTACTGCTGGAGGGATTTCAGA 
AAGCAGCTAGCGGACACATTTTCTGTGTGACCTGTGGGATGCTTTAGGAATTGCTGATCTTCATGTTCGTTTAGAATTGTACCCATTAGCACTG 
GAACGCTGTACTGGGCACTGGTTTTACACCGTTTGCAGGAGTAACTCAGTCAAAGCTTTTATAGCCCCTTCTTCTCCTAAGGTCCCAGGGCTCC 
TTGTACTTTCCCCAACAGCAGCCATAACTCTACAGAGGAATTGCTGTGTCTCCTTTGCATCGTATTATCTTCTTTTGCTTACATAGAAGACACA 
TTTCTTAATACTTATTTTTTATTTTTCAAGACAAAGTCTTGCCATGTTGTCCAGGCTGGTCTTGAACTCCTGAGCTCAAGTGATCCTCCTGCCT 
TAGCCTCTTGAGTAGGTGGAATTCCATGCACATACCACCATGCCCAGCTTCCTGAGTCTGCTTTTAAAGTGTTTGAGATCATACTAGGTATATA 
TTTTATTATTTTTTTGAGACGGGGTTTCACTCTTGTCACCCAGGCTGGAGCACAATGGCGTGATGTCAGCTCAGGGCAACCCCCGCCTCCTGGG 
TTCAAGTGATTCTCCTGCCTCAGCCTCCCGAGTAGCTGGGACTACAGGCATGCACCACTACTGTCAGCTAATTTTGTGGGTTTTCTTTTTCTTT 

TGGGATTACAGGCATGAGCCACTGCGCCCTGGATATATATTATATATCGCTTAATTTTACATTATAAATGCAAAACGAGTTCACTTTGAACTGT 

AGAAGAGCATATAGAAGAAAACTTAAAGGTTTTTTGTTGTCCTACCCTGTTCCCTATCATTCCTAAGTGCATCTCCTCATAGGTAACCTTTAAA 

ACTTCCTCCTTTGCCTCTATATTCATTCAAACATGTATTCTTACATGCATATATACAGACCTGCATGCTATTTGAAACACAAATGGTAAAATTT 

CTTACTGATTGGCTATTTGGTATTAATCAATTTTATAAGCTGTGATAATGGAGGTGTAATTACATTTTTTTGTTTGTTTGTTTGGGGCTTTTTT 

TGATATGAGGTCTTGCCATGTTGCCTAGACTGGCGTTGAACTCCTGGGCTCAAGTGATCCTCCTGCCTCAGCCTCCGGGTATGTAATTTTATTT 

TTTTAAAAGTCTTCACTGGGTTGGGCATGGTGGCTCACACCCACCGGTAATCCCAGCACTTTGGGAGGTCAAGGTAGAAGGATCACTTGAGCCC 

AGGAGTTGGAGACCCGCCTGGGCAACATGGCAAAACCCTGTATCTACAAAAAATTTAAAATTTAGCCAGGCATGGTGGCGTGTGCTTGTAGTTT 

CAGCTGCCTAGGAGGCCTGAGGTGGGAGGATTACTTGAGCCCAGGAGGTCAAGGCTACAGTGAGCCATGACTGTGCCTGCACTCCAGCGTGGGC 

AACAGAGCAAGACTGTCTCAAAAAAAAAAAAAAAAGGAAGAAGAGTCCTCGTTGGCATCCTGGGCAACATAGTGAGACTGCGTCTCTGCAAAAA 

ATAAGAAAATTAGCTGGGCATGGTGGCATGCACTGGTGGTCCCAGCTACTCAGGAGGCTGAGATAGGAGAATCATGTGAGTCCAGGCATTGGAG 

GTTGCAGTGAGCTATGAATGTGCCACTGTACTCCAGCCTGGGCAGCAGAGCAAGACCCTGTCTCAAAAAAAATTTAAAAACGCATCCTCATTGA 

GAGAGAAACATGCTGAAGTATTTGTGGGCAACGTGGTAGGATCTATGGCATTTTCTTCAAAGTAATGCTTGATGGGGAAGGGTGAGTGAGATAA 

TACATGAGATGAAAAGATTGGTCACAAGTTGTTAATGGTTGGAGCTGCCTGGTTCTTCCTTTCTATTTACTACTTAAAAATTTTCCATAATTAC 

AGAAAGAGAGAGATGGAGTGAAGTGCCAGGAAAAGAATTAGATCATGCCATTCATCTCAGCAACATTCTTCTTAACAAAAAGAAATCTGAGATT 

TAAGGAGAGAATACCCTGGTATAAAAGCACTGAGAAGCTGGGTGCGGTGGCTCATGCCTGTAATCCCAGCACTTTGGGAGGCCGAGGTGGGCAG 

ATC ACG AGGTC AGGAG AT C AAGACCATC CTAG CTAAC ACGGTG AAACCCCGT CT CT ATTAAAAAT ACAAAAAATTAGCCAGGC ATGGTGGTGG A 

CGT CTGT AGT C CC AGCT ACTC AGGAGG CTG AGGC AGGAG AATAGTGTGAACCCAGGAGGCGG AG CTTGCAGTG AGCCG AG ATTGTGCCACTGCA 

CTCCAGCCTGGGCGACAGAGCAGGACTCTGTCCCAGTAAATAAATAAGCACTGAGAATCAGTGAATATCGATATCTAACGGGGCCCAGGTGGCA 

TGGTTCAGCCACCTCTCCACTAAGAAGCCATTTGAATTCCAGGCAACTTTCTCTGTGGACCTGAGGCTGGCTGCCTGCCTGACCACTGCCCCTT 

CTTGCCGAACAGCTTTCAGGGCTACAGTGTGGTGGCCTGTGTGAATGGTGCCCATTGCAGTGTGCAGTGCCCAGTAGGCAGCAAGAATGTGGGC 

CAGTCCTTTTCCCTCCAGGGGCCTCCACGTCTCATGCTGCGGGGGAGTTGGGAATCCATCAAGGATGCAGACACATAGCTTCATGTTACCATCC 

TCTTCTCTCTTGCTCCTGGTGGACCTGGCTGATGCATCACAGAGCTCATTCCTGCAAGTCTGGGCTCAGCCTCAGATCCTCATGCCAGCACCAG 

GCAGCCAATACCAATAGAATTGTTAGGTGAGATGAAACCTGTTTGCCATTCATAGATGAGAAAAGCTCATCTGGCTCCTTTAGCAGATGTTTGT 

TTCTTGCAGCCCCAAGACTAGCATCTACCAACTCCTCAGTCCTGGGGGCGGACTTGCCATCAAGCATGAAAGAAAAAGCCAAGGTGAGTGGGAC 

TGCCTTCCAAGCTATTGCCTATGGGATTTAAGGTGCCTGGTAGGGGACAGTCTTACATGTCAGAGAAGGATAGGGTTGTGAGTAATTGCCCCAC 

CTGGATTCAGAGCTCAACCTGTGTCACCAGTTGTGGGATCTTAGTCCCTTCACCTCTCTGGGCCTCAGTTTACTTTTCTATAAAGATAAGGATG 

ATGCCTGCTGCAGTGGGCCACTGGGCACATTGTACACCTGGGGTAGGCGATTTCTTTCCTCTTTCATGCCTGCGTTCACCCGTTCACTCAACAG 

ATCTTGACTAATACCTGTTATGTTCCAGGCACTGTGCTAGGTGTGGAGGCACCGTAGTGATCAAGACATCTGTGGTTCTGAAACTCTAAAAGCA 

TTTTCCAAACTGGAAACTGCTCAAAAAACAAGGTGTCATTTTCTAATAATCCAGAAAGCAGAGTTAGATACATACATGTATAAAGAATTGTGCC 

TCTG CG ATTGCCTGG AGCATTAGC AAC AATGT CTCAAAGTAATTATG AAGTAATGATAAGATCAAC AACAAACTGCTACTTAC CACTTAGTAAA 

TAACTACCATGTCCCAAGAACTGGGATTCTGTTTTCTCAACACCTCTGGTGAGAGGAGGTGCTGTTTTTAACCTCACTTTAAAGATTGGGAAAC 

AGATTGAAGGGGTAGTTTACCCAAACTCACACAGCTAAGAAGTGGTAAGATTGGGTTCAGATGCAAGTGGCCTGTGCTCTTAGTTCACCATGCC 

ATACCAGATGTGTCTGTCACTCTTGTTCTCTGTAGGCAGAGACAGAGAAAGCTGGCAAGACTGGGAATTCCATGCCACACCCTGCCACTGGGAA 

G ACGGTGG CCAACCTTCTTTCTGGGAAGTCTCCCAGGAAGTCAGC AG AGCCCTCAGCAAATACTACGTTGGTCT CAGAAACTGAG GAGGAGGG C 

AGCGTCCCGGCCTTTGGAGCTGCTGCCAAGCCTGGTAAGAAGTCCCCACCTCTAGGAACCTAGTCCCCAGAACTTGGGCTGGTGAGGCAGGCCT 

AGGCATTGCTTTAAGTTCTGGGACATTTCTGGAATCAAAAGTTTGTCTCCAGGACAGCCAGGTTCCTGCATCTTAGGACTTTTCTCATCACCTA 

GACGAGGGAGGGTCAGCTTACAGGGACCTGGCCTCAGGCTGAACAGCCCACCTGGTGGTTGGAGCATTTTCTGCTTTATGACTCCCTGGTGAGT 

TACAGGGACAACTGGCAGCTCAGAGACTAAACTGAAAGGCCTGATTTGCCTCTGTTTCCTATGTAGAGTAGACATCTGTCTGGCCTGCATCAGT 

GGATATGATGGTGGATGGAGGTTCTGTAGACTGTCAGGTGCTGGTGCATATTTGTTGGGTCCCCTCACAGCCCTTCCCAGGGCCTCAGAGATGT 

GTGGGAACATAGGGATGGTGATGGTACCCACCTCAGAAGGGGGCTTCACAGCTCAGTGCATGTGAGGCACACGAGGGGTGAGCGCTCAGCACCT 

GGCTTTGATGAGCAGCTGGTTTGTGGGGAGGTGCTGGGGAGGGGCAGGTGAGGCTGGAAAGGGAGTCCCTCAGTCCCCTCCGTGTCCGATCCTC 

AGGGATGGTGTCAGCGGGCCAGGCCGACAGCTCCAGCGAGGACACCTCCAGCTCCAGTGATGAGACAGACGTGGAGGTAATTGCCACCCATCCC 

TAGGAGTTGCCCTCTCCCAGCCTCTAACCCTTCCAGGAACCTGTCTGGGGCTTCAGACACCAGTGGGCCCAGATGAGTTCAGCAACTGTGGTAG 

GGTGACCAGGAGCTGGAAAGGCTGCAGCCGGAGAGGGGCAGGGAGAGGAGTCTGGTGCTGCTTGCTGCACTCTGAGTGTGAGATCAGCCCTGGG 

GGCAGGAGAGGGACACCCTCCTGCCTGTGAGACTAGACAAGCCTTCCTGGGAGAGGTGCCCTGGAGTAGGGCCTCAAAGCACAGTGGGCTTCAC 

TGGGAAGGGATGTGGAGGAGGCAGGGCATTCCAGACAGGAAATGGGGCAAGAACAGGGCCCAGAGGCAACAGTGTGGCTGTCGTGGTCTGGCTA 
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GGGCTGCGGCTGCTGAGAGGGTTCTGGGCCAACTGGTGAATGCCAGGCCTAGACACTTGGCTAGAGTTGGGCAGGACTCTTGGGTTTGTGAACT 
TTGACCTGGAAAAGGTCTCCACAGGTTACTTTTTATTGTGTACCTACTAAGTGGCAGACCTGGGGAATATAGTGATGAGCAGGACAGGCAGAGT 
TCCTGCTGCCATGGGGCAAGGGAGCGTCCCTCAGATATTTAATTGGTGATGGCTGCTATGAAGTGGAAATGTAGAGGGCCACGCAGGGCAGGAA 
CCTGACGTTGATGAGTAGGCGTAAGCAGAAGGAATGGCATGTGCAGAGAAGGCGGCAAAGAGAGTTTGGTGCTTTTAAAGAACATTGATCTTTT 
TTTAAGACAGTCTCACTGTGTCACCCAAGCTGGAGTGCAGTAGCGCGATCTTGGCTAGCTGCAACTTCCACCTCCCGGGTTCAAGCGATTGTCG 
TGCCTCAGCCTCCCAAGTAGCTGGGATTACAGGTGCACGCCACCACGCCTGGCTAATTTTTGTATTTTTTGTGGAGACAGGGTTTCACCATGTT 
GGCCAGGCTAGTCTCGAACTCCTGACCTCAAGTGGTCCATGTGCCTTGGCCTCCCAAAGTGCTGGGATTACAGGCATGAGCCGCCACGCCTGGC 
CAAAACCTTGATCTTTAAATGAGAGGGAGAAACCAGGCACGGTGGCTCGCACCTGTAAGTGCAGCACTCTGGGAGGCCAAGGCAGGAGGATCAT 
TTGAGGCCAGAAGTTTGAACCCAGCCTGAGCAACATAGTGAAACCCTGTCTCTACAAGATGTTATTTTTTAAAAAAACAAATAAATTATGGGGA 
AAGTGACACAAGATGAAGTCCTAGGTAGACAGGGGCCAGATCTTCTGTCTGACCTTGAGGACCACCATAAGGAATTTGGGTTTTATTCTAGGGG 
CTGTGAGAAGCCATGCCAGCAAGGAGAGATGGGCTGATTTGCATTTAATAAGATTGCTGGCTGCAGCCTGGGTTGGAGGGCAGTGCAGAATAAA 
AGCAGTAAGACCATGTAGGAGACTATTGGAGTAATAGTGATACTGGCATAAGAGGCTGGGGGCTGGGAGACCAAGGTGTCCACAGTTGGAAAGA 
TGTTTTCAAGGGAAAACCAGGACAAGTCAGGGATGAACTGATCTGGTGCCCAGGGAACTTCTCACTTTACTGTGCTGCCTGGCCCAGTAACCCT 
GTGAAGGTTGAAAGCTCACCCCGATCTACCCCAGGCCTTACCAAGGGCTGCCCTCCACCTTCGGTCCTCACCCTTGCGCCCTAGATAGCACCAG 
CTGTAAGGACATCCCTGGCTTCTGTCACCCCAGGGCTTGCCAAAGGGAAGAAGACCACTCCCAGCCCTCCATAAACACACAACCTCAATGGGCT 
GAGGCTGTGCAGAGCTCCAGTAGCAGACGCCCCAGAAACCCAGGGGCGCAAGGGGTCTGATGGATCTCAGAGGTAGAAGTAGGGCACTGACTGC 
CTGGGAAATGTCTGAATTGTGGAAGTGTAGGAAAGAGCTCACAGAGGGAAGGAATTTGCCCAAGGTGTGGCAAGCCAGTGGCAGAGGTGGTGTT 
CACATCCTGAACTCCTGGCCCTCAGGAGGGCTGCTGTGATCAGATACTTGAGTTTAAGGGGCAGACAGGATGCGCTCTCCTGATTGAGATGCAA 
GCCGTTCTCTCAGGCCAAGCCCGGTGTGTGCCAGGTGGGAGATGAACGTAATGGTTTTGAGATCTGTTCCAAAGTCAGACAGTCCAGGGTTCCA 
ATGGGGCTCTGTCCCTTCATATTGATCATGAGTGATTTTACCTCTTTAAGCCTTGTGTACTTTTCTGGAAAATGGATCTAAAGCTAATAGCCGT 
CTCAGGGAGTTGCTTAAAAATCCAGTGACATTAGGAAAGAGCTTTATCAACTGCTGAAGCCCCTAATACAGAACCTTAGGGGGAAACAGTAATT 
ATTATTCATTTTCTAATTCCATCCTCTTGTTCCAGGGGAAACCCTCAGTAAAACCAGCCCAGGTCAAAGCCTCATCAGTTTCTACTAAGGAGTC 
TCCAGCAAGAAAGGCGGCCCCAGCCCCTGGGAAGGTGGGGGATGTGACACCCCAGGTCAAAGGAGGGGCCCTGCCCCCAGCCAAGAGGGCCAAG 
AAGCCAGAAGAGGAGTCAGAGAGTAGTGAGGAGGGATCTGAAAGTGAGGAGGAGGCCCCTGCAGGGACACGAAGCCAGGTGAGGCCTGGAGGAG 
GGCTGCCCCTTGGAGGACCTGCGGGTCCCCCAGCAGCCTGAGCACTCTGCCATGAGCACCTCTGCCACTGGAGTTGGGGAGAGGGAGGACTATG 
GTGTGAAGTTGAAGAGCAAGAACAGCCTGCTTCCCACAGGGGAGTCTTGCACTCCACTTTGTCTGTGACCAACTTTACCTCAGTTTCTCTGCCT 
AGTAAATGGGCCGCTGTCCTCGTCCCAGCCAGTCCTGCTGTGAGGGACTTGAGAAGTTTTGATTGCCTAATCCTCTGACTTCTCAGGACAAACC 
AGACCCTGAGCAGGCAAACACTACGTTAGCTAAAGGGAATCCAGTTCCCTTCCCCATCTGCTGGGAGTGGGCAGGGCTGCAGCCCCAAGGCCCT 
GGGTGTATCCCAAGGGCAAGACAGGGGGGCTGGAAAGCAATGGAAGTCAGAGCAGGAAGGAGGAAGAGTGAGGGTCACCCACCCAGCCCCAGGC 
CTGGGCAGGACAAGGCGGGGGCATGCAGTAGATAAGCAGATCCCCTGCGTTAGCTGCTGGTAAATGGTAAAGAGGAAGTGGGGGACATAGGAAT 
GGCAACTTGAAGCAGAGTGCTCTGGGCTGGCGTTGGGAGAAGGCGTCTCAGTAAAGACCAGAAGGAGGAAGCACTCTTAGGAAGGTCATTCCAG 
GCAGGGGCTCAGCAAGTGTCAAGGCCCTGAGGTAGAAGTAGGACTACGAATTGTGACAAATTGTTGTTCCCACCCCATCTACAGGGAACTTCTA 

AGACAGAGTCTTGGTCTGTTGCCCAAGCTGGAGTGCAGTAGCGGCAATCATAGCTCACTGCAGCCTCACTCCTGAGTAGCTAGGAATACAGGCA 
CACACCACCACACCCAGCTTGTGTGTGTGTGTGTGTGTGTGTATAGACAGGGTTTCACTGTGTTTCACAAGCTGTGGACTCAAGCAGTCCTCCC 
ACCTTGGCCTCCCAAAGTGCCGTGATTACAGATATGAGCCAGCGCACCTGGCCATAAATGTGAACTTTTATGTAAAATCTGCTTTCTCCATGTT 
GGCTCAAAAATTTAAAAAGGAGCTAGCCAAGCAAGACCTGTGTGGAGCAGCCTGCACTTTCTGCATGAGAAGCTTCTTAGAAGATCAGAGCTGC 
TGTTTTCTAGGGTTGTTGGCCCAGGGCTGAACACCCAGGGCCTTCCAGGGAAGACAGGGCCTGCAGCCACCCTGCCAAAGCCCCAAGACAGTGC 
AGAGCCCCACCGAGGAGTTAGTGAAGAGGGGGCCAGGTGTGCAAACCTTGCCCCATGAGGCTGAGGGTGGGCTTCCAGGGGTCCTGCTGCTGTC 
CATGTGCAGAAAGTCCAGTGAGGGCCTCCCTCAGTCCCTTCCCCACTTTCAGACTGCCTCTTCATTCCTTCCCTTCCCTGGGCCTTTGCACACC 
CCCTCCCCACAGCCCAGTCTGATGATGCTCCCGATAAGCCAGTGCCTGTGCCTCCAGAGCTCTCTGGCCAGTGGGAGCCCAGCAGAGGACAGGC 
TCTAACTACCCAGTGTGCTGGGGCACCAGGGGGAACCATGTTAAGGAAGTGGTGTCTCTTAGGGAGCCAGAGACAGAGGAGGCAGTGGCTAAGT 
GAAATGGAACAGGGGGCATGGAGGCTCCAGGAGTGAGAGTGTGTGAAGCTGATCGATTTTTGAGAAACCAGGAGGCCAGTGTGGCCAAAGTATC 
AGTCAAGGTGGGGAGTGGGGAGGGAAGCAGGGGAGGTCTTAGGAGCCTCATTAAGGCCTCTGGACTTTATCCTAAAGGCATCACCAGAGAGTTT 
TCACAAGCAGGAGAGCAAGCTGCCCTTTCTTTTTCACCAGGTAAAGGCCTCTGAAAAAATTCTCCAGGTCAGAGCTGCCTCAGCCCCTGCCAAG 
GGGACCCCTGGGAAAGGGGCTACCCCAGCACCCCCTGGGAAGGCAGGGGCTGTAGCCTCCCAGACCAAGGCAGGGAAGCCAGAGGAGGACTCAG 
AGAGCAGCAGCGAGGAGTCATCTGACAGTGAGGAGGAGACGCCAGCTGCCAAGGCCCTGCTTCAGGTGAGGCCTGAGGAGGGAGACTCCATGCA 
GCCAGGCCCGTCCCCAGAAGGCCTTCTCAGGACTTGTTCTGCCACTCTGGGCCAGAGCCCCGGGCGTGCCTCAGAGCCCAGCCCCTTAGTCCCC 
TCTCACTGTGTGGCATCATTTGCCCTATCTGGTCTTCTGTACGTGGTGTCCTGTGTCTCCTCACACGTCCATCCTCTGGGCTGTCTCCCCTTGT 
GTTGTTTCTCCAGGCGAAGGCCTCAGGAAAAACCTCTCAGGTCGGAGCTGCCTCAGCCGGTGCCAAGGAGTCCCCCAGGAAAGGAGCTGCCCCA 
GCGCCCCCTGGGAAGACAGGGCCTGCAGTTGCCAAGGCCCAGGCGGGGAAGCGGGAGGAGGACTCGCAGAGCAGCAGCGAGGAATCGGACAGTG 
AGGAGGAGGCGCCTGCTCAGGTGAGGCAGAGGGGAGGGGTGGAGAGTAGCCCCATGCCTAAACCCCAGCACCTGCATGGGTGTGGCCACCTTTG 
CCACATCCAGCTCCTGTCTCCACACGTCCACCCTCTGGGCTCTCCGCTCATCCTGTTTCTCACTCCAGGCGAAGCCTTCAGGGAAGGCCCCCCA 
GGTCAGAGCCGCCTCGGCCCCTGCCAAGGAGTCCCCCAGGAAAGGGGCTGCCCCAGCACCTCCTAGGAAAACAGGGCCTGCAGCCGCCCAGGTC 
CAGGTGGGGAAGCAGGAGGAGGACTCAAGAAGCAGCAGCGAGGAGTCAGACAGTGACAGAGAGGCACTGGCAGCCATGAATGCAGCTCAGGTGA 
GGCTGGAAGCCGCCCTGCATGGCCTGTGCCCTGCCTCAAAAGACCTCCTGTGGTTTTGACTTTTCCTCTCTGAACCTAGAGCCCTGTGCGGCTG 
GCTTCGTTTGCTCTCCTGCCCTCACTCACATTCTCCTTCTGGACTCCCTCCCTAATCTTGTCCTTTGTGTCTCCCAGGTGAAGCCCTTGGGGAA 
AAGCCCCCAGGTGAAACCTGCCTCTACCATGGGCATGGGGCCCTTGGGGAAAGGCGCCGGCCCAGTGCCACGCGGGAAGGTGGGGCCTGCAACC 
CCCTCAGCCCAGGTGGGGAAGTGGGAGGAGGACTCAGAGAGCAGTAGTGAGGAGTCATCAGACAGCAGTGATGGAGAGGTGCCCACAGCTGTGG 
CCCCGGCTCAGGTGAGGCCCCTTCCTGTAAGGCTCTTTCTTTTTCCCCCCCACTCAGAGTGGAGCTGCCTGTGGCCTCCCAACCTCAGACTGGG 
ACTCTGTCTACAATCTTAGTTTCTTAATGTCTGCACACACCTACCCTGGGCTCCCTCTCCCGATGGTGTGTATGTCACTCCAGGAAAAGTCCTT 
GGGGAACATCCTCCAGGCCAAACCCACCTCCAGTCCTGCCAAGGGGCCCCCTCAGAAGGCAGGGCCTGTAGCCGTCCAGGTCAAGGCTGAAAAG 
CCCATGGACAACTCGGAGAGCAGCGAGGAGTCATCGGACAGTGCGGACAGTGAGGAGGCACCAGCAGCCATGACTGCAGCTCAGGTGAGGCCTG 
GGGAAGGAGGCTGCTACATGGGCTGATCTGCCACACCACAGTCAGCACCCCCGGGGAGCTGTGCTCCCTCAGGCAGAGCATGGGTTTTGGCTGG 
TGGGGCAGAACAGATGGGGGACTCTGAGTTCAGGAACCTTCTCCAGCCTTTCTTTGGTGTCCCCTCAGGCAAAACCAGCTCTGAAAATTCCTCA 
GACCAAGGCCTGCCCAAAGAAAACCAATACCACTGCATCTGCCAAGGTCGCCCCTGTGCGAGTGGGCACCCAAGCCCCCCGGAAAGCAGGAACT 
GCGACTTCTCCAGCAGGCTCATCCCCAGCTGTGGCTGGGGGCACCCAGAGACCAGCAGAGGATTCTTCAAGCAGTGAGGAATCAGATAGTGAGG 
AAGAGAAGACAGGTCTTGCAGTAACCGTGGGACAGGTGAGGGCTGTGTTTTCTGGGCGGGCCTCAGGGCCGCCCCTACGTGGTCCTTTGGACTC 
CTGGAGACACCTCTCTTCCCCTTGTCATCCCAGGCAAAGTCTGTGGGGAAAGGCCTCCAGGTGAAAGCAGCCTCAGTGCCTGTCAAGGGGTCCT 
TGGGGCAAGGGACTGCTCCAGTACTCCCTGGGAAGACGGGGCCTACAGTCACCCAGGTGAAAGCTGAAAAGCAGGAAGACTCTGAGAGCAGTGA 
GGAGGAATCAGACAGTGAGGAAGCAGCTGCATCTCCAGCACAGGTGAGGCCTAGAAGGAGCAGGGCCATCCCACCCACACCTGTTCCTGAGCCA 
GGGCTGAGGATGGGCTTGACTGGGGGCTAGTGTTGCCTGCAGGTGTGCAGAAGCCTCAGAGGTAGCCTCAACACAGGTTCCTTCCCTATCTTTC 
ACTCCATGTCTCCTCTGCGCATCAGAGCTCCAGGGTCTCTGTCTTGTTTGCCTTTTGAGGTCCTCCTGCTGATTGATTCCCTGTGGTTTTCACA 
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AGCTCTGGAGTTCCCACCCTGCCAGGTGCTGCCCTTGTCTGGGGTTGCTGAGGCCCTGTTCCTCAGGGAAGTCCTGTCTCTGTGGAGCATGGAC 
ATGCTCCTGCAGTGTGGAGCGATGGGGTTGAGATAGAGGGTGTGAGCCTGGGCTGCGCAGCATGACAGGTGAGAGCATCTAGGCCTTTTACAGG 
AGGTGGCAGCATCTGAGCCATGGGCTGAAAGAGTTGGCCAGGTGAAATGGGCAGGGAGAGTGTTCCAGGCAGAGGAAGCAGTCTGTGCGAGGCC 
AGGGAATGAGAGAGTGCCTGGCTTGGGTGCCTTGCCACAGGCGGCACATTGTGGTGGGATGGCTGGCAGTTGTTTAGAGCCAGACCGCCTGGGT 
TCAAGTTTCAGCTCCACAGCCTGGCAAGTGCTGTAAGCCCTCAGAGCCCTTACTCTCCTATAAACAGGAAATCAGCCCTCACAGGTTTGGGTGA 
GAATTTAGGTGAGATCTCACCTGCTACACCCAGCAAGGGAGCTGCACACAGCAAGTTGTCTCTGTCACCCTGACGATGGGCCAGGCTAATGTGG 
AACAGATCAGGAGTGAGGTCTCCAAGCCTGGAAGAGCTGAGAGAAGATGGCTCACTCCCTGCACTCACCCACCCACTGTTTATTATTTTTAATT 

CTCTCGTTGACTTGTGGGACCTCAGGGCTCTAGAATTCCTCCATTGAGGTTTTTAAGCTCTGCAGGGGCCCCTTCCAGAGCCGCCTCTACTCTT 

TCCCAAGCTGCAGGCACATTCCAGACCCAATGCCTTACAGAGTTTCATTATGCAGCTCACTTAAATATTTGTCTTCCCTTCTGAGCCTCCCACC 

TGTACCATGAGGTGGGTGTTTTATTTTTATTTTTTGAACCATGGGCTATTTTGAAGTAAGCCGTTTAATTTCCAAATATCTGGGATTACCCAGG 

TTTCTTTTTGTTGATTTCTAATTTAGTCACATTGTGGTTGGAGAACATATTTTGTATGATTTAAATCCTTTTTTGTGTATTGAGACTTGTTAGG 

TCAAGTCAGTCTTGTGTCTTGTTTCTTGTGGAAAACATGGCTCCCCTCTGGAGGATTTACGTGCTCTACTGATGAGCACCTCGGCCTGAGTCAT 

ACTTGGTCCACACTGTAGGGAATCTTCTTGAAGTCCTGATTCTTCACCTCATTTGAGCTCATGTGTTTGAGGAATGCTGGGGGA^GGGGTTGTT 

TTCTGACACTGACCAGATGCCATCCCTGAGTGAGGCAGGGGCCTTGAGATGCTGCCAGAGTCCTCATTCTGTTTCACATTAGGCTTGCTGTCAC 

TCCTGTTAAGGATCTCACTCTGGGAATTTCCCTTTTTTTTTGTTCTCCTTCTATTTGTTGGAATCCCTGACAGGCCTTTTGGGGGTTCTCTGGA 

TATCGGTTAAGGCTAGATTAAGCTGAAGAAAACCTTAAACAACAAGTATCTTGTTCTGGCGTGGCTGCTTGAGCTCCAGCTCTGACCTCAGCAT 

TCCATCTAGCCTGGAGGAGGAAGAGACATGTTTCTGACCTTTTATGGCACTCAACTTACATCCTATGAGCCAGAATTTAATGACATTGCCACCT 

AGCTGAAAGGGAGCCTGGAAAACATCTGTTTTAGGTAGTCTTGTGCTTAGCTAATGCTAAGGAAGGCACGCACAATGAGTTTGAGTGTTTATTA 

TGTTCCAGACATCATGTTAAACTGTGAATCTCCTATTTAGTCTTCATCATAACCCGTAGGTGGGCCTTATTATTATCTCCATTTGATAGAGGAC 

TGAACTGAGGCCCAGTGAGATCAAGTGATGAGCTCAGGTTCACACGCCTATTGCATGGAGGAGCCAGAATCCAGACTCGGGCTCCAGCTCCAGA 

GTCTGTATTCTTGGCTAGCTGCTTTACTCAATCTCACCTTGTCCCTCCTTAATTCCCTTTTCTCCACTCAGGTGAAAACCTCAGTAAAGAAAAC 

CCAGG CCAAAGCCAACCCAG CTGCCGCCAG AG CACCTTCAG CAAAAGGGACAATTTCAGCCCCTGGAAAAGTTGT CACTGCAGCTG CTC AAGG C 

AAGCAGAGGTCTCCATCCAAGGCAAGTGGGGCCAGAAGCCACAGGAGGTGTGGAGGGTTGGGGTAGAGAGGAGGACCAGTCACTGAGCCCAGCC 

AGGAGAAGGTGCGTGCATGGGCAGGCCACCCACCCAGAGTTGTGCCATAGTGGGGAGTGGGACCTGAAAGGAATCACTTTTGCCTCCAATACTA 

TTATCCCCCTGCAATTCAGGTGAAGCCACCAGTGAGAAACCCCCAGAACAGTACCGTCTTGGCGAGGGGCCCAGCATCTGTGCCATCTGTGGGG 

AAGGCCGTGGCTACAGCAGCTCAGGCGCAGACAGGGCCAGAGGAGGACTCAGGGAGCAGTGAGGAGGAGTCAGACAGTGAGGAGGAGGCGGAGA 

CGCTGGCTCAGGTGAGGGGGAGGGAATGGAGATCATCCCCTACATGGGATGTAACACCTTTGCCACATCCAGCTCCTGTCTTCTCACACGTCCA 

CCCTGCAGGCTCTCTCGTCTCATGCTGTTTCTCCCTCCAGGTGAAGCCTTCAGGGAAGACCCACCAGATCAGAGCTGCCTTGGCTCCTGCCAAG 

GAGTCCCCCAGGAAAGGGGCTGCCCCAACACCTCCTGGGAAGACAGGGCCTTCGGCTGCCCAGGCAGGGAAGCAGGATGACTCAGGGAGCAGCA 

GCGAGGAATCAGACAGTGATGGGGAGGCACCGGCAGCTGTGACCTCTGCCCAGGTAAGACTTGCCAGGCCTCTGAGCCACGAACAGTCACTCCT 

CAGAACGGGGGTATAGGGCTGGGGGTGGTGGCTCACACCTGTAATGCTAGCACTTTGGGAGGCCGAGGCAGATGTATCACTTGAGGTCAGGGGT 

TCAAGACCAGCCTGGCGAACATGGTGAAACCCCGTCTCTACTAAAAATATAAAAATTAGCTGGGCATGGTGGCGGGTGCCTGTAATCCCAGCTA 

CTCGGGAGGCTGAGGCAGGAGAATCCCTAGAACCTGGGAGGCGGAGGCTGCAGCAAGCCAAGATCATGCCACTGCACTCCAGCCTGGGTGATGA 

GAGTGAGACTGTCTCAAAAAAAAAAAAAAAGAAAAAAAAGAAAAGTGAAAAACCAGGGTTTAGGG CCAGGTAAGGAAAAGAAAGGAAGG CCAGG 

TTAAGGCTTAAGGCTCCAGCTCCACCATGCCCTCCTCCGTCTGCTGTCATCCACATCTCCTTAGGTAAAACCTGCTACTAAAACCCCCCAAACG 

AAGACTTCCGTAG CTAAAAGTGT CCTGGGTCTATATCTAGGTCGAGGTCTCCACCAGCTCTATAAG CTAGGCCAG TATTTCCCACCAAGGCATA 

TGAGACCAAGAATCTACATGTTAGTTATTGTGCATACGTTAACGTTATACAAAATGACTCTCCCTGTCAGAGTCCCAGGGAAGCTTGGAGTGTG 

GCACAGGTCCCCCTGAGGTCCTGGAGAGATGGAGGAAGTCTCATCCTGCACCTTGGCCCGGAGCCTCACATAGGCAGGCGCATCTTCTCAGGCA 

GGGCTTGTCTAGCTTAGTGCAAAGCCTGGACCCTGGAGAGTGGGGAGAAAGAAAATGTGAACAATTCCCTCTGTCTGCTTGCAGAAGATAGCAG 

GGCTTGCTAGATCCTACAGAAGTGTAGGATGACAAACTCCAGCACTGCCAAGGCACAGGTGTGTGATGGAAATGACTGATGCAGGCCTGGCAGG 

AATGATAGATGTCGGCCGGGTGCGGTGGCTCAAGCCTGTAATCCCAGCACTTTGGGAGGCCAAGGCGGGCGGATCATGAGGTCAGGAGTTCGAG 

ACCAGCCTGGCCAACATGGTGAAACCCTGTCTCTACTAAAAAAATACAAAAATTAGCCAGGCGTGATGGCAGGCGTCTGTAGTCCCAGCTACTC 

GGG AGGCTG AGG C AGGAG AAT CG CTTGAACCCGGG AAG CAG AGGTTGCAGTG AGCCAAG ATCATGCCATTGCTTTGCACTCCAGTCTGGGCAAC 

AGAGTGAGACTCTGTCACAAAAATAAAAAAAAGAGATGATAAATGTCAGGAGAGATGGTAGATAGTGGTAGCAAGTAGGGCAGACCGGAGAGCC 

CTTGCCCCATCCAGAGGGGCAGTTCTTATCAGCTTCAGCCAGTCATGACTGTGGAGATGGACCTTCTGTGTGGCCAGGTCTTCCATTTCTTAAG 

GGAAGCTGGAAGTCCCTGTGCCAGGCCAAGCTCCATAACCTCTTAGATTTGTTTTCTTCATGAGTAAAACAAGCACTGAGATGAATGCTCCCTA 

GCCCTAACCTCTGCCTTTGATACACCAAACCAACAATTACTGGGGGTGAAAGACATTGGCCCCACC CTC AAGG AGCTCACAGTCTGTGGGGCAA 

GACAGGTGACCGGATTATCGCAGACTATGCTAGTGGTGCTGACAGCTGAAAGAGCAGGTCTCTGAGAGGCCAGAAAAGGAGGAGATGATTGAGC 

TGAACCTGAAGGATGACCAGGCACAAAAGTGGAGAAGGCCCCTCAGTGTGTGCAGAGGGGCTGGGCATGAAGGCACATGGTCACTGAAGGCAGC 

TGTCCTGCAGGCCGTAGGCCCTCCCAGGTGCTTGTTACTGGTAGATTTATGGAGGACCTAAATGCCAGACTAAGACATAGGCCCCGGCCATATT 

TTGGGCTGTGTAGTTTTTTTGTTTTTAAGTTTTCAATGAGTTCTTAGTCAGAATGGCCTAATCTGTAGGAGAAAGCCCCATTCAAAAGAGCTTA 

AATAAGGGGATTGACTGTCTTAAAGTGCACAAAGTCCCAGGTTCCAGCTGCTGAAAAGCTGGTTCCTTTAGCTGAGCGTCAGTGGTAACCAGAT 

TTCTTCATCTCTGCACTCCACTAGCTTTATGGTCATAGCAGGGCTGCAGCATCTCCTAAAGTGCTGGGGGCAGGCCAGGCACGGTGGCTCACAC 

CTGTAATCCCAGCACTTTGGGAGGCTGAGACAGGCGGATCACTTGAGGTCAGGAGTTCAAGACCAGCCTGGCCAACATGGCGAAACCCCATCTC 

TACTAAAAATACAAAAACTAGCTGGGCCTGGTGGCACCAGCCTATAATCCCAGTTGAGGCAAGAGAATCACTTGAACCTGTGGAGGAGGAGGTT 

GCAGCCTGGGCAACAGAGTGAGCAGAGCAAGACTCCATCTCAAAAAAAAAAGAGATTAGGGGGTAGACTTAAGGCTACTCAGACCTCAGGCTGG 

ACGTTCTACCGCCTTAGCCATAGACAAGAGGCCGGTAGTTCCCATGACTGGCTGGGAGGAGGGCCCACCCTCCCTGAAGCATGTGGTAGGGGCC 

ACTGAACAGAGTGAGGGTTCTATTAGCAAGGAACAGATGGGGGCATGGCTGTTAGGAGGCAGCCTGCAGTGTGCATTGTAGTTGCCCCATTTAA 

AAATTGGAAATGACATGTACAAATCTTCCAGCTTCTCTTGATAAATTGGAAGCTCAGGCAGCCTGGGTCCTACTTTTTTGGCTAGGCTGAGTAG 

GGAAAAGGGGGGCCCCCATTCCAATAGGGACCACTGAGCTGCCATCACCACCAGCATTTCCACCCAGATCTCTGAGTCCTCCTCTGACTGCAGT 

GCTTGCTCATCCTTCCAGCCCCCATCATCACACCTGCCCCAACAGGAGGGGATGGTAGCCAGTGGAACACTTCTAGGTGGCTCCTGCTTTTGGC 

TGGGGGTGTTACAACCGGAGGTGAGCTGTGCTGGGACCACTGGCTTGTGCCTGCAACCTTGTCCCAGGCTGCTGTCACCTCTTGTCGAGACATT 

GGGCCAACAGCCCTGCAGCCCTCAGGTTTTAGCTGCATCGGAGTCATAAATCCCTTTCATGTTCGGAGTCAGCTCTGGAAGGAGCTAGCAGGGT 

GGAAGCATGTTTCCAGTGGCTGTGGGGCAGGTCAGGCCAGCAGGTATCCCTGTGCATGTGCAGGAAGGGGCCACGCTGCCTCCCCTGGAAACCA 

GAGTGCCTGAGGGTCATTGCCTACTGGCTGTTTCCCCCTCAGCAAATGCCCCACTCCCCGACCACGTGCTTATCCAGGTCTTGTCCCCTCAGAA 

GGACAGTAACTCCAAACCTGCCAGAAGCAAGACCCTGGCCCCAGCACCCCCAGAGAGGAACACGGAGGGGTCCTCGGAGAGCAGTGAGGAAGAG 

CTGCCACTGACCCAGGTGCGCCATGCCTTCTCTCTGCAGATGCTGCAGGATCAGAGCTGGGCTGGCAGGCCTTGCAGGAGAGGGCAGATCTTGC 

CCATAGGGAAAATCTCGCCATATTTAAACAGCACCTCACAGCTTCCAGAGCTCTTTCCTCTATTGTGACATTCATCTGAGCCCTGTGAGGCAGG 

CAGCAGTACACAGTTAAACATACAGGCTTCAGAGCCAGGTGGTGTTGGGGCGAAGCCCAGCTCTTCCACCCAACAGCCCCATGGTCCTGGGCAG 

ATGCCTTTTCCCCTGTGTGAGGCTCAATGTTTCAGCCATAAAATGGGGACAGTACTGGCACCTCTCTCCTGCCTCTGTGCACTGGTGCCAGCAC 

ACAAGGTACTTGCCACAGTCCCCTGCCTAAGAAAGGGTGCCTGTTAACTGTGAGAAGGGCAGGGAGTGTTGCCCCATTTGACAGATTGGGAATC 

AAGCCTTAGAGTTGAAGCAGTTTCCCCAAATTCTCATGATTCATAAGAGGCTGAGGAAAGGTCCAAACGCTGGTCCCCTGGCTCCCTGTATCTC 



169 



WO 03/039484 



PCT/US02/36071 



SAGRES DISCOVERY 02-08 



TCTGTTTTCTGTTTAGGACCAGGAGTCTTCTTGAATCCCATGAGCTCTGCCCAGGACCCTCTCTCAAGCACCTGTGGCATACCTTCATGTGCTC 

CACTGCACCCAGAGCTTAAGCCACAGTCCTGCTCAGGCTACACCTGCAAGGGTGGGACCAGGCCCACCTTATGTTCCTGTACTCCAGAGGCCCA 

AGTCAGCCATGCTGGTGTGGTCCAAGCTTCTGTGTGAACCGTGGCCCTTCCATCAGACAGCATTACCCTTTGTCCTCCTCTAGCCCCAAGCTCC 

CAGAAGCTTCTGCCAGGCACCTCAGAGCACCAGCTCCCCTGTCCCAGGGCCTAACCACAGATCCTGGAGTTCTGCAACCTCCAGACCAGAGCGG 

TCTCATGAACCACCTCCCCTTGAATATCACATACCACATTGTTATCAATTCATCAGTAAGGTCAGATGCTGTTTGCACACCTCCAGCAATAGGG 

TGCTCACTGCCTCTCACTTTCCAATGGCACAGATTACAAAAGTAAAGAACAACCACCACCAACATCGGTAACTCCCTGTATTCTCATTTTTCTG 

TTTAATCTCCACAACAGCCCTATGAGGGTGGCTCCCTTTGTTGTTTGCATTTTAAGGAACTGGGAGTGAGGGTCAGAGAAGTTGAGGGACCTGT 

CCCAGCATCACATGGCTGATGACAAGTGGACAGACCTGGTGTTTGAGCACAGGCCATTCACATTCTGACCCGTTGCCTGGTGCTGCCCCGACAC 

TCTCCTCTCCTGGGCTTGGGCATTGCCCTCTGGCTCTGTGTGGAGCCTTTACGAGGCCACCTGCCTCTCTGAGGGATCTAAACAACTGGGAGGG 

AGGGGACCGCTCCCCCTTTCTCTGTGGGGGTGGACTAACACAATTAAAATGAACATCCTGCTTAAACTGAAGCATTTAATTGGTATGTTAGTCC 

TGAAGATTCTGGAGTCTCTATTTAAAAAGCAGAAAAGAAGTCAGCGGTTTGTACATTCCCCCAGGAGGATGCGGGGAAGACGGGCATAGCCCGG 

GGAAGCTGCAGCCTCTTGCTGATTGAGAGATTTTTAGTTCCTAATCCCCAGCTCACTAATTATGATTATTTTCATTATTGTACATTTATTGAGC 

ACCTCTCTATTGACAAGTTTCAGTCTGATTTTATTAGCCCATCAGTGGGGAAAGGGATTGAGGCCAGGGTGGTGGGCAGAGTCCCAGGCTGGGA 

GGCAGGGATAGATACCTTGGCTCCATTCCTAGACCCCTCACTGTGCCTCCGCCCTGTTGTGCAGAGTAGAGCTCAGGCCAGAGTCTGTGCTGGG 

GTC AGG AC AG CTT CC AG ATTT AAAAAC AAGTAGGTG AT AC ATATGTTAAATAACTTAATTT AG CTATTC C AC AATGTAT ATGTGT AT CAAAAC A 

TCATGTTATATACCACAAATATATGCAGTTTCACTTGTCGGTAATATTTTTTAAGGCCAACTTCTTCTATTAGTTTGTCAAAGACGTAGGCCCT 

GCTCTCAAAGTTTTAGGTTGAATCAAAGAAAAAGGAAACCTGTAAGAAACTAAATTCTGGTGTTACATTGAGGCCTAGCATAATTGGTTCTAGA 

AGGAGCTCCAGTCTGGTGCCTGGAGAACTAACTTCTAATCCTGGCTCTGGCACCAGTTTGCTGGTTGCCCTGGGTGAGGCCACTTGCCTTCTCT 

GAGCCTCATTCATCTCAATCTCTGGGATGAGACTTCCTGGGTTGGTGGGGTGGACCTTGAGGCTCCAGGCCACATCCCCAGAGAGTAGAATTTC 

TCAGTCCCCTGGAGTGGGGCTGGCCTAGATCTGTTAAGCAGCCTCAGGCAATTCTGAGAGAGGTTCTTGGAGTGTTTGTTGCCTTTGTGGTCAT 

GTCCCTTGCCAGGGTCCGCAGCCTAGGCCATCAGCCCCCTCTCCCCACTCTGTGACTTGCTGGAATGAAGGCACAGTTAGAATGAGCTCAGCTT 

TGACAGGATGGGGTGAGCACTGTCCAGAAAGCCCCTAGGTTTGGTTCTGCAGGCATCAGACCTACAGGTAGGAGGGGTATCCCGGGGTTCCCTC 

TGGGTCCTTACTGCCCAGCACCTATAGGGAGGTACAACCAAATGTTCAGGCCAGTGCTGGTTTTGCTGCTTCACTCCCATCAGTTTTTTTTCTA 

ACTGACCCCAGAACTACATTCCTGTGTATACTGTGCTTTCCAGTTTCCACAGTGCATTGGAACCCCTCCAGTGAATGAGCCCAGGCTGGGATAA 

CTACTAGCCGTTTCATTAAACGGGAAACTGAGGATCAGAAAGTTGAGGGGCTTGACCACACAGTGAAGTCATGAGAGAGGCGTAATGAGAAGCA 

GGTCTTCTCCTATACCCTGGGCAAGCTTCACTGCCCACCTTTATGAACTCTACAGGCTAATGCCCCGCCCCAACCCCCCACAGCCAAGCCCCCT 

GCACCACCTCCCTCCTATGGCCCAGAGGCCCAGTGGGGTGGCGTGGGCAGGTGGAACTAACAGGAGGCTTTTGCTGCTGAGCTGCTTTTAACAT 

CCCAAGACGCTATTGTTTGCCTCAGTGGGTTCGTTGCTTCTCTTCGTCCCCGACAATCTGTTCCTGTCTTCACATATATATAGATCCCCCCTCC 

CTCAACTGTAAGCCTTCTCCCACTTTCCATCCTTCTCTTTTTTATATCGTGGGAAGGAAGGCTCTGGAAGTGGCAGATCGGAGCAGCCGCGGGG 

GAGGCTATTTGGCAGGGGTAGGAAAGGCCTAAGCCCAGAGAAGCTTCCACCCTCAGGCAGGCACCTTTCTGTTTTACTTTTTACTTTATGCCTC 

TCCACAGCACCTTAGCACCCTGAGGAGCCAGGTGTGCTAAGTCAGGCTCAGGGGGTAAACAGGATGGTGAAACAGAGACCAGTCTGGACCTGAT 

TCCACTCCTCTCTTAGCCTCAGGCAGCTCCCTCTTCCTGCCCTCCAGCTCTTCACTGGCCAGAGAGGGAGCAGAGCTCAAACCAGATCTGACAT 

TTGGGGAATGGAAAGTAGACCTGACCAGCTCCCTGGCTCACAACCATGTGTGTTCTCGTTAGCTGGAGGTTCAGGAAGGAAATGGGCCTGGAGA 

TGCCCTCGTGTGCGGTGAACATGTTCAGGGATGGTGCAGTTCAAAACCAGACTGGCCTGCAGAATACCAGGGAGCTGCTGTTGCTTGTTTGCTT 

TTTCTTTTATTGTTTCCTTGGAAAATTTAAAGCATACCCAAAGATAGATAATGTAAAGAACCCCCACGTACCATCCCCAGCCTCAACAGTTAGG 

AACTCCTGAGCAGGCTCGTTTCACGCAAACCCTCCACTCAGTTCCCCAACGCCCCTGGATTACTTTGCAGCCAGTCTCAGACATGTCAGCTCAT 

CCACCAGGATTTCAGTATGCAGCTCTCAGTTATAAGGACCTTTTTAAGCACAACTACGATACAGTGTCACACCTAATAAGTTGATCTACCCAGT 

CAGTGTCCCTATTTCCCTGATTGTCTCATAGAGTTCAGTTAAAGGCCACGTACGGCATTGAGTTATTAATCCTCTAAGTCTTAATCTGTTGGTT 

CTCACCCACTCACCCAACCCTTGTTTCTCTTGTGCATTTTTTTGTTGAAGAAACTGAATTGGTATAGCTGGGGAGTTTCATCCTGGGCCATGTA 

TCAGGAGGGCTGCATCAGAACCTCTGGGGTTGGGGCAACTAGACTGTAAATACCTCCCCAGGTGAATTGCATATTCCAACCAGGCAGCCTTGGA 

AAACTGCTTAGACCACTCCCTGCATTCAGCAAGTAACTGTCTCTGAAGCCAGCCGGGGAAAGAAGGCAGAATTGGACATTCTGGCCGTGGCTTT 

GCTTCCAGTAGGGACAGCAGCCTTGGGTCGCTCCCT.TTCCCTCTGGGCTTGTGGTTTTCCCACTTTGTATAAGGGAGCTGATCCTGCTGAATGT 

AGGGCTTCACTGTGAGGGTCAGGTGGGCTCTGGGAGTTGTGAAGTGCTGTGCTGGGTCTTAGCAGATGTGTGGGGTGGGAGGGGGCACCCTGGG 

CAGCTGGAATGGCTTCTGTGCCCAGCTGCCCCTGAGCTCAGTGGACCCTTTGCCTTGTAAAACACTCCCTAACCCCATCACCTCCTTTCCCTGG 

CCAAGCCTTTAATCACTGGGGGGGTGTTTTGTTTTTGTTTTTCAAGGTGATTAAACCCCCTCTGATTTTTGTCGACCCTAATCGTAGTCCAGCT 

GGCCCAGCTGCTACACCCGCACAAGCCCAGGCTGCAAGCACCCCGAGGAAGGCCCGAGCCTCGGAGAGCACAGCCAGGAGCTCCTCCTCCGAGA 

GCGAGGATGAGGACGTGATCCCCGCTACACAGTGCTTGACTCCTGGTGAGCGCAGCCCTTATGCAGTGGTGGGAGGGGCTGCCAGCACTGCCCC 

ACATTGAGGCCCAGAAGGGACAGGACACTGGCTGAGTCACATAGCAAGGTGTTGGTCGGGAGGGGCTTGGGGTCAGGTCTCTGGGCCCTGCATT 

AGTGGCTAGAAGCTGCAGGGACCAGGTTCCTACATAGTCTAAGAAAGAATTCTGTATCAGTTGACTGCCTGTGGAACAAGTGGTCAGGGTGGTA ' 

GTGAGCTTCCCGTCCTTGGTGGCATGTAAAGTAGGTTAGGCAATCCCTAAGCCAGAGACATCACAGGGATAGATTTCATCTATCAGAGAGACAG 

GACCAATCTGAGGTTTCTTTGACTTCTGAGAATCTGTGATTCTACCAATGACAACAGGAAAAGGGTTAATGTTACTATTACAGTTATTGTAACA 

GTTTTACAAGCAATAATACCTGATCCTGATAGGACAATTTAAAAATGCAGACGGGTGCAGTGGCTCACGCCTATAATCCTAGCTCTTTGGGAGG 

CTGAGGCAGGCAGATCACCTGAGATCAGGAGTTCAAGACCAGCCTGGGTAACATGGCGAAACCCCGTCTCTACTAAAAATACAAAAAATTAGCC 

TGGCGGGCGCCTGTAATCCCAGGTACTTGAGAGGGTAAGCCACGAGAATCGCTTGAACCCAGGAGGCAGAAGTTGCAGTGATCTGAGATGTGCC 

ACAGCACTCCAGCCTGGGCGACAGTGAGACTGTCTCAAAAAAACAGAAAGCAGGCAAAATAGAGATTACTGCTGGGCATGGTGGTTCGCACCTG 

TAATCCCAGCACTTTAGAAGGCCAAGGTAGGAAGATCGCTTGAGCCCAGGAGTTCAAGACCAGCCTGGGCAACATAGTGAGAGCCCTATCTCTA 

CCTATCTACCTACCTACATACATATGTACATATACATATACTTATACATATATGTGTGTATGTGTGTGTATATTTTTTTAATAAAAATACAGAT 

TAGCACATAAGAAACTATATCACCTGTAATTCTGCCCCAAATAATTACTGTTAACATTTGACAAATGCTAACTTTATAAAAACCTAAAATATAC 

GTGTGTTTTTAAAGCAAGACCATACTGTATCTAATGTTCAGTAACCTTCACTGGATATTTTATGACATCGGGTTTTTTTCATCTTTACATATTT 

GCAGCACAATTCCTAATGGCTACAGAGAAATCCCTTGGGTGGACATGCTACAGTGTGTGTAGCCAGCACCATGTTGGAGGAAGCAGAGGGTTTT 

GTTTCAGGGTGGAGGGGTGAGGGAGTTGGCTGTTATAAACAGTGCTTTGAAGAACATGCATGTAACCAGGCCTCTGCAGATAACCACGGGGACT 

CTTAGGAGAGACGATTTTAACTGCAAGGAGAGTCGTTTGGTGCCGGTGCTCTGGCCCATTGCTCAGGAGTGGCAGCCCGACCAGTTGGGAGGGG 

AGGGGATGAGGAAGCCTGGGGTCACCCCCAGAGCAGCCATTTGAGCTCCCTGAGCCTTGTCAAATGACATAATGACATCTCCTGCCTGGGAGGC 

TTGGAGAGGGAAGTAAACAAGCTTCTACCTCTGTAAGCCCTGAGCACAGCTCTAGATCACCAGCACAGGCCGGTAAATTGGGTTATTGCCGCTG 

CTGAGGAGGCGATGGGGCTTTTGTGCCCTGATGTGCCCCCATCTCGCTCCATTTCAGGCATCAGAACCAATGTGGTGACCATGCCCACTGCCCA 

CCCAAGAATAGCCCCCAAAGCCAGCATGGCTGGGGCCAGCAGCAGCAAGGAGTCCAGTCGGATATCAGATGGCAAGAAACAGGAGGGACCAGCC 

ACTCAGGTACCTGGTGGGCAAGGGAGGGTAATGCAGGCCAGTGGGGTGGGGCCCTACTTCCATACTTACCCACATGTGCTGATGGGATGGCCTG 

CAATTGCTGTCACGCCCACACTCCAGAGGTCGTGGCCTCACAGCCAGAGGCTTTCTGGCCTCCTAGCTACAACCCCCCAAATCACCTTTGAGTT 

ATGAGGAAGAGTAATCTGGGGACACAGCCTCCTGGCCAAGCAAGCCCTGCAGCACTCGAGTCCCTCATGAGATTTTCCAGCGTAGTGGGGCTTT 

TGATTTTTTTTCTTCCAGTTTTGAAATGCCATGAACAAAAGTTGCCCTTTTTTGGTGTTTGTAATAGTGACTTCAGCATTCTTCCAAGCCTTTA 

CCATCTTCAGTGCATTTTTATTTGGTCCTTGCCTGAATCTAAAAGCTGGGCATTTTAGGGTTAATGGCTGGTGCATTGTTTAGATCATAAAACT 

TAGCACACATCCCCACCCCAAGGGCTGCGATGTGACCAGCATTCAGCAAGGCCGGAACCCGGGTCTTCTGAGACCCAGTTCATTGCTCTTTGGG 
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ccatatcagtctggtttcccatcccactgagaggatgaagtccatgacacactctgacctctcttcctgaggggtgggctaagggggtgttggg 
gggcggtggggctggtgtgccacccactccctgggctcatcacaagctccaggtcaaaaacttctgggaacatgggtgtcggatgggaagtcag 
gctgtggtcactgcatccatgagcatcggttcctgccaggccctagggatactgcaggaaccaagacagggacaaggaattcccaggccagtca 
gggagtggtgaggggcagcgattaaacaaggaaacccacatataaataaaaagtattcaccagctggtaggagaggaaacaataaaaactagag 
aatagtggggtgacctgctatatgaaggcctcctgagacagcgatgcttaagcagaaaaagcagccagtcacaggatgagctgggccaccctcc 
aggcagggaaagtgcaggtaccaggtcttcgggggaagcgcttgggaatgagggaaactgagaggtggggacagctggatgaggagctggggga 
gaggagatgagccaggccgtggcaagagccacgccacatttgaaggctctcagcaaggggtcatgcccaatttccatgcccaccactctccctg 
agtgctagtggttataagaagtagagatgggggtccaccaggttggagattatccccagtgaaggtgcagattgagtagtggggcctaagctgc 
ttccctgccctgggctgggaactgtcccttgctccttgagaacaatgtgattcgctcataacctgaagcctgccaccagttttgcccctttgac 
tgcccctcagtccctgctccagccctcaccccagccagacagcatctgaccagggtgtggcacagctggcatcccaaggacttgtgagtctgag 
ggctacctcttgccacccacaggtgtcaaagaagaacccagcttccctcccactgacccaggctgccctgaaggtcctcgcccagaaagccagt 
gaggctcagcctcctgttgccaggacccagccttcaagtggggtgagcttggggagccaggggaagcaagcccacggagcgtagaaggtgcagg 
cgtggccctgcattgcggcaccagcactcatctgccccatgacctctgcacttggtttgcctccc'tcggcctcagtggCctaatctgtaagaag 
gaattacagtacctttcgtagttggaaggatcaaatgaggctgcatgtgtgccccatctaacacagttcctggccctactgaagtgttcaggaa 
ggaccaggtcttacttgccctaatttttccttcgattccttctcctttcaccgaattaggttgacagtgctgtgggaacactccctgcaacaag 

TCCCCAGAGCACCTCCGTCCAGGCCAAAGGGACCAACAAGCTCAGAAAACCTAAGCTTCGTGAGGTCCAGCAGGCCACCAAAGCCCCTGAGAGC 
TCAGATGACAGTGAGGACAGCAGCGACAGTTCTTCAGGGAGTGAGGAAGATGGTGAAGGGCCCCAGGGGGCCAAGTCAGCCCACACGCTGGGTG 
AGGGTGCCAGGGGAAAGGCAAGGGTGGGCCAGGAAGAGGGTGTTGTGTGGCCTGGTGGAGCCATAGCTCTGGCCTCAGCTCCATATCTCAGACT 
CATTCTGCACCTGTGGCTGAGCCTGGGCCTCAGTTTCCCCACCTGTACAACTTCATGAGGAAGTCAATCCAAATGATTTCAGAGACCTGACTTT 
GCTGTTTGACCACTCTCAGCTTTTTGGTATCAGACTCCCTTCACTGGCTCCCAAAAACTCCAGGGCCATGTTTCTGGAACAGTGGAAAGCAGGG 
AAATAGAAATGGGGCCTCAGGAATTAGAAATAAGGCTTTGGCATTCAAATGTCGCACCTAGCATGCTGTGACTAGCGATAAGTGTGCAAGGAGT 
GTTGAAGCAGTAGGAAGACTTGTGGTGAGGCGGGGCAGGGGATGGGGGTGAGGGACCTGCAGAGAGACCAGGGCCTTCCTGAAGGGCTCTGCCC 
TTCCCGGCTGGCAGGGGCCACCTGGGGCTAGCAACAGGATACTGTGCTTCTCCAGTAGGTCCCACCCCCTCCAGGACAGAGACCCTGGTGGAGG 
AGACCGCAGCAGAGTCCAGCGAGGATGATGTGGTGGCGCCATCCCAGGTAACTGCAAGGGAGAGGACTGGCAGCCCATAGGCCTTAGGGTGGAG 
CCCCAGGCCAGGCTCCTGTCTACCCGATCCCTCAGGTCAGGGGTCTGGGTCCCCTCTCTTCACAGAGGCCTTGGGCAAGGTCCTGTCTGCAAGG 
CACCACGTGTGGCCCAGCCAGCAGACCACAGCCAGGCTGCCTCCGTCCCCTCATAGAGCCCTGAGTAGCTGACCCTTGGGGTCTGTAGAAGGGA 
TTGACCTTGATTCTGGGTGATGTCCGGACAAAAACATTCTTTAGCAGATTTATTTTAAGGTTACTATCTGTATGTGGCAAAAGGTAGTAATTTT 
CCATTTGTATTAATAAGAAATTTCCTTTTTAAATGTGCCTGTCTAGAAAGTGTATTAATTAAAATAGTTCAGGAGGCACACGCCAAGGGCTGAA 
GTGCTGCTCTGTGCCTTGTTGTCCACCCACTCTGCACTGATAGGGCAGGGTGATCCTAGAGGCCCCAGGCTGCTTTCCTCACAGCAGGCCATGA 
CTCGGGCTGGGTTATGGCAGTGGGGTGGGGTGGTGGCAGCCTCTTTCACAATGGGCTTCTTCAGTCTCTCCTCTCAGGTTATATGACCCCTGGA 
CTAACCCCAGCCAATTCCCAGGCCTCAAAAGCCACTCCCAAGCTAGACTCCAGCCCCTCAGTTTCCTCTACTCTGGCCGCCAAAGATGACCCAG 
ATGGCAAGCAGGAGGCAAAGGCCCAACAGGCAGCAGGCATGTTGTCCCCTAAAACAGGTAAGTTAAGGTCTGCAGGAGGGACATAGCAGGACAC 
AGAGGGACAGGGCAGTGGGCCGCTTCTTGCCCTCCTGTAGCAACAGTCCTCCCAACATGGTCCTGTCTGCCCCCAGAGCCTCTCCAAGTGAGAC 
CTTGTGGCCTTGCATTGGACCTGAAGATGCTCATCAAAGTGCAGGTGGGGCCAGGTGCAGTGGCTCATGCCCATAATCCCAGCACTTTGGGAGG 
CCGAGGTGGGCAGATTGCTCAAGCCCAGGAGTTCAAGGCCAGCCTGGGCAACACAGAGAGACCCCATCTCTAAAATTTATTTTAATTAGCCGGT 
GTGATGGTGCACGCTTGTAGTGCCAATTACTTGAGAGGCCAAGGCAGAAGAATGACTTGAAGCCAGGAGGTTGAGGCTATAGTGAGCCATGATC 
ATGCCACTACACTCCAGGCAGGGTGGTACAGTGAGACCCTGTCTCAAAAAAAAAGTACAGGTGGGCCCCACGCCCAGGTGTCTGGCTCCCATGG 
CCCTGGACAGCCTGGAAGTGGGGGTGTATCCAGCCCTGGGTGGTGCTGATGCACCTGGTAGGATAGCCCTTGCGTCAGAGGAAGCTGCGTCTTT 
TGGCTTGTGGAGCAAGTGTTGGCTCTCTCCAACCATCACCATCAACTTTTCTTCCCTGTAAATAGGCTCACGGTGTGGGCCTTGGGCCTCAGAG 
GATAGCTTAGACAATAGGCTGACAGTCACGTTTGGAGGACACTCAGCACATGCAGGAGACCCCAGGCAGTAGACTGGCCCCAGGCTGTTCTGAC 
TCATTGTAAAGCCTTGGAAATCCCCTGGCCACTCTGGACCTCTGTGTCTTAACCATACAAAACAGCAGTTGATGTATCCAGTCTGTGTCAAGGC 
ATGGCACATGTAGAAAATAGTCACATTGTATTTGGAGGGCAGACTGGATTATTCAATTCACCTAACCTGGGGCATCCACACTCCCTGACCCTAC 
TGGAGCTAAGGGTCAAATATGTACCAGCTGGGCACACTTGGGACAGCTCCAGGGCTTCCCCAGCCTTGGTGTTCTGGGTGTTTGCAGATAAGCA 
GCAGAAAAGTGGGCCTGGCGCAGTGGCTCGTGCCTATAATCCCAGCACTTTGGGAGGCCAGGGGGAGTGGCTCACTTGAGGTCAGGAGTTCAAG 
ACCAGCCTGGCCAACATGGTGAAACCTTGTCTCTACTAAAAATACAAAAAACTAGCCAGCATGATGGCAGGCGCCTGTACTCCCAGCAAGTCAG 
GAGGCTGAGGCAGGAGAATCGCTTGAACCTGGGAGGTAGAGGTTGCAGTGAGCCGAGATTGCACCACCGCACTCCAGCCTGGGCAACAGAGCAA 
AACTCTGTCTCAAAAAAAAAAAAAAAAAAAAAAAAGGCAGCAGCAGAAACGTAGGCTCTGGGGAGAGAGGTTTCCGGGGCTAACTGCCCTCCCC 
AGCTTCCCTCTCCATTGGCTCCTGCCATCTTGAAGAATCCCCAGAGGATGGAATTGGGCCTCCAGCCGTCCCGGGGGCCCCTCTGCCTAACCTG 
GCCTGCCCTGCCCAGTCCACCTCCCCCAGCCCACCGCAGCTCTAGAGCCAAAAGTCGCCAGAAATCCTGGTTGGGGCTGAGGGGCCAAGCTCAC 
TGCATGCTGCAGGGGGCAGCCCTAGGCTCAGTGTGACATGAGTACCACATAGAGTGTGACATGGAGTATCCACCTGGGCCTTCCTCCAGGCAAA 
CACCTCCAGGACCAAACCACCAAGCCACCTTTCAGAGCCCAGCATGCAGGAGTGTTGTGCCCATGAGACCCAGAATGGGGCAGAGACCTCCAAG 
TCACTTGGAAGTTAGAGCCGGTGAGGAGACCCAGTCATGGGGCTTTCAGCTGCAGCTTGCCCCAGGCTGGGTCGGAAGAGGAATTGCTGCTCAG 
TTTCTTCCCCAACATTCTCTGTGAGAGGCGGTGCGACAAGGAGACATTTTAGAGGGGGCTGTGGAAGGTTTTTTTTTTTTTACACGTGTAGTCA 
GCACACAATTATCAAAGGCAAGCAGAGGCGTGGAAAATTCTAAACAAAGGCTGCACCAGAAGTCTCTCTGGCAGGCAGTAAACCTGCTTAGTCA 
GCCACCACGTGTATATACACTGCACCCAGAGCTCCCCACCTTGCCTGGACCCCCTGACCAGGAAGGGCCGAGTGTGGGTAATCATCAGTTGAAT 
GTCTGCATGGCCCCCACTTTTATTATAAATCTACAATGTATCATAGGAAGCCTTACTGTTCATCCACCCCTCACGTTATAGACAGGGAAACCAA 
GGCCCTGGGAGGAGATGGGTCCTGGCCAGAATCACACTGAAAGTGGGTGGGAAAGTCAGACCTAGAACCCAGGTCTCCTTGCTCCCAGCTCCAG 
AGTCCATCTCCCTCCTTTCTGAATTTTCATTCCATTGATAGATTTCAGGCCCTTTCATTAACATTCTGGAGTCATTTTCTGTCCCCCACCCTAA 
CTGGAGTTTTTAGTATAAAGAGACAGGGAAAAGCTGTAAGTTAGAAATGAAGTCAGGGTGTGAAATTGGTGGAAAGGTGTGAGGTTAGGAGACC 
AGCTGGGGCAGAGTGACCGCCAAGCCTTGCTCTCCCCATCTGTGCCATTGTAAGAAAAGATGGAGTCACTCCCTGCACCCTCTTGGGTCTTAGG 
TACCATAAGATCTGTCCCCCAACTCTCCCAGATCTGTGACCCCACATTCTCTCTCCATAGGTGGAAAAGAGGCTGCTTCAGGCACCACACCTCA 
GAAGTCCCGGAAGCCCAAGAAAGGGGCTGGGAACCCCCAAGCCTCAACCCTGGCGCTGCAAAGCAACATCACCCAGTGCCTCCTGGGCCAACCC 
TGGCCCCTGAATGAGGCCCAGGTGCAGGGGTCAGTGGTGAAGGTCCTGACTGAGCTGCTGGAACAGGAAAGAAAGAAGGTGGTGGACACCACCA 
AGGAGAGCAGCAGGAAGGGCTGGGAGAGCGGCAAGCGGAAGCTATCGGGAGACCAGCCAGCTGCCAGGACCCCCAGGAGCAAGAAGAAGAAGAA 
GCTGGGGGCGGGGGAAGGTGGGGAGGCCTCTGTTTCCCCAGAAAAGAGCTCCACGACTTCCAAGGGGAAAGCAAAGAGAGACAAAGCAAGTGGT 
GATGTCAAGGAGAAGAAAGGGAAGGGGTCTCTTGGCTCCCAAGGGGCCAAGGAGGAGCCAGAAGAGGAGCTTCAGAAGGGGATGGGGACGGTTG 
AAGGTGGAGATCAAAGCAACCCAAAGAGCAAGAAGGAGAAGAAGAAATCCGACAAGAGTGAGTGACCGCTTCTCCCAGCCCACCCCAAGGGCTG 
CTGGGCACCCCACGGGGGCGGGAGGGACCCTCAGCCAGCACCTGGTCTCATTCCTCCCATGTAGAAAAGAGAGGCTGAGACCAGCCTGGCCAAC 
ATGGCAAAACCCCGTCTCTACTAAAAATACAAAAAATTAGCTGGATGTGGTGGCGGGCACCTGTAATCTCAGCTACATGGGAGGCTGAGGCAGG 
AGAATTGTTTGAACCCGGGAGGCAGAGCTTGCAGTGAGCCGAGATCACGCATTGCACTCCAGCCTGGGTGACAGAGCAAGACTGTCAAAAAAAA 
AAAAAAAAAAAAAAAAGGCTGAGAAGTGGTTTGTCCAGAGTCACAGGGGCAGCTTGTGGCAAAGCCCGAACTCGATTCCAGAGCACTTGAGTCA 
GCACTGCCAGGAATGCTCCAGAAGGACGAGGAGTCATGTCCTCTTTCCCCAAGCCCAGTGCAGCAGATCTTGGAGGAACCTGCTTCTGCAGCCA 
GCTCCTGGGTGCAGAATGGACGAGGAACCAGACTGTCAGAATCCTCATCCCAAACCCCATCTTGTCTCTAGACCTCAGTTTTCCCTCCATAGTA 
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ACACTGGCCCTTTACTGAGTGCTGTTCTAGACTCCGCATGCAGCAGGACCTCATTTAGGTAGAAATGAGACTCAGCAGGTAGAAAACTGCGGCT 
CGGGCTCGGAGAAGTAGAGATGCTGTTCAGGGCCACAGAGTTTTGCTAGGTGGAGCCAGAGTCAAACCTAGGCAGCACTCTCGAGCATCGCCCT 
GGACGGTGGGTTGCCAGTGACGCCCGAAGAGCCAGCTCGTTCTGGAACAAAAGTCGGGCACCCTCAGAGCAGGACTTGCAGCCCCTTGGTGCTC 
AGAACTGTGCTAGATTTCCATTTACAGTAGGGATAGATAGTGTCCATTTAAAATAAATTTGCGGGAGTTTTAAAAAGTGAGTTGAGCTAAAGAA 
AAATGGTAGTCATCCAGGTGGTCCATGGATGGGACAGAAATCATGAGCTGGCCTGCAGGGGGCAGGTGAACTGGCCCTGCTGGGTGATCACCAC 
AGCTGCCAGCCTGTTTTATTTTTATTTTTTGAGACAGGGTCTTGCTCTGTCACCCAGGCTGGAGTTCAGTGTCAGGAACGCAGCTCACTGCAGG 
CTCAGCCTCCCAAGCTCAAGCGATCCTCTTGCTTCAGGCCCCCAAATAGCTGGGACCACAGGCGTGCACCACCATCCCCAGCTAATTTTTGTAT 
TTTTTGTAGAGACAGGTCTCACTATGTTGGCCAAGCTGGTCTTGAACTCCTGGGCTTAAGCAATCCACCCGCCTCAGCCTCCCAAAGTGCTGGG 
ATTGCAGGAATGAACCTCCACGCCCCGCCGTGCTGGCCTGTTGTGATGGCTTCTGGTGGTGTGGGGAAAGCTGGGAGCCCTGCCCTGTGCACCT 
CCCAACATTGACCCCAGCACTTAGGATTACCATCTGTTGTTCAGGAACTTTACTTTAGTTCCCTTAGGAAAAAAAGACAAAGAAAAAAAAGAAA 
AGAAGAAGAAAGCAAAAAAGGCCTCAACCAAAGATTCTGAGTCACCGTCCCAGAAGAAAAAGAAGAAAAAGGTAGAGAGTTCCTGGGGTGTCTC 
AGGCCAGAAAACAGACCCAAACCCAAGCCCCCTCCTACACACCCAGACCTGGTTCCTGCCCCCTTCCCATTTTCGGGGCCCAGTCGGGGGCGTC 
AGGGGTTGTGACAGACCAGGGAAGAGGCTGGCAGGGCATGTTCCCTGAGCACATGGAAGCCGTAGAAGTGGCCTGCCGGAGGTAGAAGGGTGTT 
GGGGAAGGAAGGAGAGACTCCCCCCAGCACAGGGAAACCAGGTAGACTGTGGCAGGTTTCCAGGTGAAAGGAAACGTTGCCTGGGCTGCGTGTG 
CC CC AGCTGGC AGGCT AGCCCTGAACAACAGCTGTCCTCACGGCCCGGGGCCTT AG C AC CTCAGAC AC AG ATGAAGTTCTC AC CTTGGCCAGC A 
GGGCCTCAGCTGTATTTAGGAGAGCTGAACATCTGTTTGCCTCTGCCCTTGGAGGTCGCTGCAGACCCAGTATCTATTCTAGGGGAATTCACTA 
GTCCTCAGGAGGTGGGGGCAGCAGTGGGTGGGGAAAAGCTGCAGGTCTGAGAGCCTCTCGTACTTCCCTCCTCACAGAAGAAGACAGCAGAGCA 
GACTGTATGACGAGCACCAGCACCAGGCACAGGTACGCTTCCCAATCATTCCTGAGCATTCAGGGTGGGAGGACAGCTCTGGTGTCCCCTGTGG 
TCCCAGAGAGCCAGGCAGACCTGATAGGTGGGCTCTAAGGGGAAAGGAGGCTGGGGAAAGAGGTTCTGTTGCCAAGGGTCCATGGGGCCACTGG 
GGTGACATCAGGAGCTGGCACTGCAGCATCAGAAGGATCCAGAACAGTAATGGCAGTGGTGACACCGAGTGCACCTGGGTGCAGGGGTTGTGCA 
TGCTTTAGGGGGTGTGCCCTGGGATGGAGCCTGTTTGTAGGTGAGGTCGGATACAGCTTGGTTCCTCCTTCACTTGTGAGCGGTTCATTTTCCT 
CATGATCCTGTAACTTGGGGGCATTTCCTTTTGGGAAGGAAGATGGTTTACTCAAGATGAGCTATCACCATGGATCTATGCTTCCCTATGGAGG 
ACAGGCCCTGCCAAGTGGTGGTGACAGTTAGCTGGTCCACCTGGCTCTGCTGGCCCTGTGGTCACCCAGCCTCCTGTAAATGGGGGTGATGCAG 
AGCCCGCCTCCTGGGCCAGTGGTGAGGCTTATGTGAAGCTAAACTAAACACTAAAGGACTCAGCCCAGTTCTCAGAACATTCCAAGTGCTAAAA 
AATGTCCACTGTGGTTAATGCCTCCCCCCTGCATTGGAGATGCCAGATTTCATTTTCCTTGCAGGGGAAAAGGGTCAGGAAATTTGACATCTGG 
ATGTGTTTCCTTCCCCTAGGGATTTCCTAGCCGAGCAGTGGCCATCCCCATGCCTCTGACCTCCACCGACCTCTGCCCACCATGGGTTGGAACT 
AAACTGTTACCTTCCCTCGCTCCACAGAAGAAGACAGCCAGCTTCAGGGGTCCCTGTGCTGGCCAAGCCAGTGAGCCTGCGGGGAGGCTGGTCC 
AAGGAGAAAGTGGACCAGCTCCCATGACCTCACCCCACTCCCCCAACACAGGACGCTTCATATAGATGTGTACAGTATATGTATTTTTTTAAGT 
GACCTCCTCTCCTTCCACAGACCCCACATGGCCAAAGGCCTCGGGACTTCCCACCACCTTGCTCCACAGATCCAGCTAGGCCTGACCTGTGCCT 

CAAAAAAAAAATAAAAGACTTGGAGGAAGGGTGCAAGCTCCCAGTGCATCTGGGGCACATGTTTCTTGGAAGGGACTGTCTCGCCGACACTCGG 
GATTCCCTCTTGCCTGCATGTTGAGGCTATGGGTGACCGTGGTTAGTGGGACAGGCAGTGAGCAGTGAAGTGCCTGAGTGCCGAATTGGTGGGG 
AAGGCTT C CTGG ATGAGGTGG C ATCTAAACTAAAGG ATGG AACTAAAGG ATGGTC ATGGTTG ATTT C CTGTTG CC AGAGT AAGTCATGTAAATA 
CCCAAAGACAAGAAATGGAAGGGGCTGAGAATCCTCGAGTTAGGCCTCGAGCTAGGGGCAGGCTCCCTGGAGGTGCCTGGTGAACAGCTGTGGC 
AGGCACAGCAGGTCTAGGAAAATCGGAAGTGAGTTGCCCCTCAAATCGAGCTCACCATGGTTCTGTGGTGGTGAGGGCAAGAAGTGGATGAACA 
TGAAAGACAGGATGATGTCTTGGGTGTGGACTGAGGGAGGGGAGGGATAGCAAAGGAGGTGGTCTGCTGCTCCAGCCTGGAAATGCAGAAGCCC 
ACTTCCCTGGGCCCAGAGCCATGTGGAACACCAGGGGTCCTGGAGATGGTCTCCAGAGCTTTTAGCCTCATGCTGGAAACAGCCAGAGGCAGTG 
CAGAAAAGGAATGCATGGCTGGAGGTGTCGGAGACCCAGGTTGGCATCCAGCTGCACCCTTGACTCGGGGCCCGGGGCCAGACCCTCCACCATC 
TGGCCTCTCTCCTCTCAAGCATGTTGCTCTAGAACAGAACTACAGAGTAGTGTCCTCATTGGGCCTTGTTGACCCACAGCAAGACTTTAAACTT 
AAAAATGGGGTGATTTCACTGCAGTTCTTGATTTCTGGCTCCTCTTAAAAAGATAACATCTGGCAACGGGGGCTGTGCTTCCTCCTGGCAGCAA 
CCAGATAGAGCTGAGTAGCAGTCAGCCCCTTAGGTAAGGCATGGGCACCCAGTTCTCCACAGTCCCCTACTTCCTGTCCATCCTGACACGGAGG 
CCCTATGTCGGTTGCCATCTGTCATCACATTCACACTGTTCTTAGTATAGAAATGAAATTGGGGACATAGGAAAATGAAAGCTGTACCAAGAAG 
AGCTTGTGCTTAAACTAGGCAAGAGCCTATTTCTTTTTGGAAGTAGAGTGTTCGTGTGTGTTAAACATGTAATCAAGTATGTCTGTGTCCAAAG 
ACTACAAGCCCCCCCCCAGGCCTGCCTGGCCCCGCAGGCATCTCTGTGGGTTACTTGGGCTGCGTTCTCCCACCTCAGTGACTGGATTTAGCGT 
CTTTAGTTACCTCTTTAGGATAAATGAACTGGATCTCAACAGAAGAGCCAGGAGCCAGAGTGTTCTAATTACTACCTTTTATTCTAATGTGAAC 
CATGGCCCTGAAAGCTGATAACAAGCTTGGCTGAGCAGAGGGAACTAGGGGTCGGCAGAAAGGATTATGGGTGGAAAACATTGGCTCTTCCTTG 
GGGAGTGATGCTGGGGAAAGGGAAGAGAGTGGCTCAGCCTGCAGGTAAATAGGCTAGAAAAGCCAAGGCCAAAGGCTGGAGGGGAGAGGACAGT 
CAGCATGTCCAGCCTGGGGTCTGGGTGTAGGGTTATCCCTTCTCCCTGTGCCTTCCCATCTCGTCCATGAGCCTAGGTCTTGGAGCCTTGTGTT 
GGAGGCTGCTGTGATGTCAGGAACGGGGATCTGTCTAGCTTTTGGCCACTTCCTGGGACCTCACGCCCCTGTTGACAGATGGAGATTGGGCAGC 
AGGGCCTTGCTGCATTGTTATCTGCTGTTCCGACTTGGTTTGTCTTGTCCAAGGGTGACGAAAGAGCCAGGCACCAGGGTCTCATGGGATGAGG 
TACAGGGTGGGAGATGGGGGAGGGGCTGGGGGCTGAAGGGAGCAAGAAAGCTGTAGCTGTGTGGGGCTGGCAGGATGTTGAAGACCGCCTCTGC 
TGCTCTCACATGGGGACTGGAGAGAGAAGCAGCAGGTTGAGGTTGGGGTCACCCATTTGTTGTCCCTGCCCCTTTCTAACATCCTGGACCTGCA 
GAGCAGTTAAGGACTGTCCACCCTCCCCTGCCCCCTGCTCAGGTCCAATAATGACCATCATGGATTTGTGTAACTCCCCACAGCCCCCCAACCC 
TGTTCCTTCGTCTGTGAAATGGACATCCCAGGAATGTTGGAGAGTGGCCCAGCGTCACACTCCTTCACCTGCCCACAAAGGAGCTGGCCCTGCT 
GGGGATGAGCTGCTGGTGACCAGATGCCCCTCTGCAAGGCCCTTACCTGGGCCCAGATCCTGCTTGGTCACACCCAGCCCAGAAGACGGGTCCT 
CCAGTTCCAGTGACTCTGCAAAGGAGCAGCAAGTCCGTTTGTCACTTGAAGTGCAGCCTACCTGACCCAAGATGCCTGAGGGCAGTGCTTCCCA 
CCTAGCCACAGGCTTAGTGCCTGGGAAAGCAGGTACCCAGGGAAGGACAGCTGCAAGCAGCAACAAAGAGGTGTAATGGGGGCTCGAGTGAGAA 
GGGGGTGATGAAATGAGATGGGTGGGTCTGTAGGACTCCTGGATGCTAGAGGATGGCGCGTGGATGGATGAAATTCACAGATGAAAGGACTGAC 
GGATAAGTGAACAAATATGAGTGCATGTAAGAGGAGAGATGATAAATGGACAAATAGGAATGCACAGGTGGGTGGATGGATAAAGGGCTGGACG 
CATGACTACGTCACTGCCCCCAGGAGCTGCCATCCTGGGTGTCCTGGTCCCATGTGCTTCAGAGGGGACCTCTTGCCCCTCAACCTTCCTAGTC 
CTTCCTGGTCCTCTGACACTGGCACAGTGCCACTGCTTACCACTGCAGTTATGGTGCCCGCGGCTTCTGGTGTTGGGGACCTCCGTGCCGTTGG 
GGAAGACACACCAGCAGTAGCCGATGCTCCCATAGCACTGGAGTGGCAGATAGTTGCCGTTCTCGTCGCACTTGGGCCTGAATGAACCCGGGTG 
GACAGCAGGGATGTGGCTGACCTCTTCCTGGCACTTGGTCAGTACTGAAGCGACAGGCATGATGAGGACACAGTGAGTGAGTGAGCTCTGAACC 
AGGGTCTGAGCAGAGCTAAAGAGCCACACACCACTGCTGTGGGCTTAATGCCTTCTTCCCAAGTGGCTTTACTCACTCCAGCCATCACACGGAT 
GGGAAAACTGAGGCCTAGACCAACAAGGTCTGAGATCAAAAAGGAAGTGAATGGCCATGTGTCCAATTCACCTCAGAAGTTGATGGTTTCTTCT 
GACACTCAAAGCCCATTACAGTTTTGGGCCAGGCACAGTGGCTCATGCCTGTAATCTTAGCACTTTGGGAGGCCGAGGTGGGCGGATCACTTGA 
GGTCAGGAGTTCAAGACCAGCCTGGCCAACATGGTGAAACCCTGTCTCTACTAAAAATACAAAAATTAGCTGGGCGTGGTGGCACATGCCTATA 
ATCCCAGCTACTCGGGAGGCCGAGGCAGGAGAATTGCTTGAACCCGGGAGGCTGAGGTTGCAGTGAGCTGAGATCGCACCACTGCACTCCAGCC 
TGGGCGACAGAGCCAGACTCTATCTCAAAAACAAACAATCAAACAAAAAAACACCATTACAGTTTGGAATTGCACTTGCGATTCTGATTCTAGA 
GAAAAGCAATGGGCACCTTGGTAAGTCTAAGCTTCCTGTTACTGGGAGTTCTCAAGTAGAAATGGGGTTTACCGTTTGTTGGAGATGTCTTAGA 
GGGGTTTAAGCATCAGCTAGGAGTTGGAGATAGCATGTAAGGTGCCTTCTATGAATCTGATGCAGAAACTGAGGCCCCAGGCAGGGTGGCCCTT 
TGACCTTCTACTTCAGGACCCTGAATCCTAGAGGGAAGGGGACTTGTCCAAAGTTACATAGCAAATTAGAGACAGCACCGGGATAGAAACAGCA 
CTCTGTCTTTGGGTCTAAAAACATCCTAGTCTGCATTGTCCATGAGGTGGGAAACGCCCAAGGCTCTCTTGGCAGCAGCTGTGACCTTGGCGCC 
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CTCACTGGATTGCGGGCAGCACTGGGGCAAGGTCATTACAAGGATTCCTTTCTGCAGTGTTTCGGGCAGGTTCTACCCCAGGCACCCTGTGCTG 
TACCATCCTCTATGAGAGAGGTCACCTGTACCCTGTGGTGACAGGCCTCTGTGGGCCCTTAGGAACCCTTAGACAAGATGGGGGTGGGTCAGGG 
GAGGGGGACAGCCAAACCAAGAAGGAACAGACAGGAGAGAGAGAGAAGTGAGAAAGAAGTGAGAGCTGAGAGGATGGGAGATTCCGCGGTGCTG 
GGACCAGGGAGTGCTGGAGGCCCCGGCCTCAGCAGCTTCAGGAGAGCCCCGAGGGTCCAGAAGCCCTGGCACGCTAAAGCTCCCACTCCCTGTA 
CCTTTCGGTGGAGCGTCAGTGGGCTTTTGCTCCAAGGAGTGCCTGCTCATTTCAAACAGGAGCCAATGGTGCATCCAGCTCTCAAAGACCTAAT 
ACGGATAGAGGTGGAGGTCAGGTTCGATGGCCACCACCAAGCCCCTACACTGCCTGGCTTTGCCCCTGGGGACAGAAACATGCAGGGCCAAATA 
GGGCCCCAACACCCGGGTCCAGCTGCAGCCTGGTTCCCTCTTAAAGACCCCTGGGGCTGAACCCCACATACTCTGCAGCATCCAGGTTTTGGAA 
GTGCTGGTAAACCCCTTCAGCTTCCTGAGAATGGCTTCCCCAGCCCACCCTCACCCCACCTCTCCTAGCCCTGCCCTAGACACCAGAGGAAAGA 
GAGAGTTCCCATGCAGGGAAACCTGCTGACCTTCCAGTCTATGGTCTCCATGGTGTTCTTAAGGTGTCTCAGGTTCTCCGGGAAGCTCCCCTTC 
AGTGGCGGGTACACCTTCAGGGGGTCAGCATTCTACAGGGTAGCAGGGCAGGAAGGATGGTTCAAGAAGAGCTCCCTGGCAGGCAGTGTGAAAT 
GTGTAGCCCACGTTCCCTTGGTCTTCCATTCTGAGGAATGGACCAGAGCTACACCAAGCCTAAACCCTGGACTTCAGCCATGATGGGAGGGGAG 
GGGAGGGT ACGGGTAAGGGTAGTC CAGCTGTTCAGCTACG AGACTG C AGCGTTG CG AGTCG AGTTC CAG ATT CCAGG C C AG CTCTACCAAC AAG 
CCCCAGTGTCCTCCCTGTGGATGGCTGCTCAGCTTTCAGGTCTTACCTGCTCCAGCAGGTGAGGACCCAACCTTGACTGCCCCCAGCTAGGTTG 
AGTCCTCTGCCTCTTTCTTCACAAAGCCCCCTGCACTTCTGTCATCACCTGGTCACTTGTGTGTCTCCCACACTAGCCTGGGATCCCCATGGCT 
TCAGGAGCTGGGTCCAATTGCTCCCCATTGTGGGCCCAGAGCCTTGCACAGTGCTGGCATAGGACAGACACGCAGTACAAATTTGGGGAGAAAA 
AAAGGGTGTCTTGAGCAAGTCACTTCCAAACTTTGAGCCTCAGTTTCTTTTTTTATTTTTATTTTATTTTATTTTTTGAAATGGAGTCTCACTC 
TGTCACCCAGGCTGGAGTGCAGTGGCGTGATGATCTCGGCTCACTGCAACCTCCACTTCCCGGGTTAAAGGGATTCTCCTGCCTCAACCTCATG 
AGTAGCTGGGATTACAGGTGACTGCCACCACATCCGGCTAATTTTTGTATTTTTAGTAGAGACTTTCACTATGTTGGCCAGGCTGGTCTCGAAC 
TCCTGGCCTCAGGTGATCTGCCTGCCTAGGCCTCCCAAAGTGCTGAGATTACAGGCATGAGCCAGTGCACCCAGCCGAGGCTGTTTATCTCAAA 
AATGCAGAGGCCAGACTACATATAACATTTAAGGGTCACCCTTGTATTCAGTAATCCAGAGAGCACATGTTGAAAGTCTGCCATGAGCCAGGTA 
TAC AGG CCTTGGAGCTTGG CCCGGCCAGGGT CCTGGGTGGGC AGGC AGGAC C AC CC AG CTAGCTCCCTGCACTC AC CTGGAGCAGGTG CATC AC 
ATGGTCCTCTGTCATGTTGCCATACTTGGTGGCATTCTGCATGGGCTGTGGGAGGAAGTAACAGAAGGTTACCAGAGCTGGTCCCTGGAGCAGG 
GGGTATGGAGCAGGAGCCGGTTGCTGGGATCTAGGTAAGAGACTGGAATCGCAGGCACTTGGTCAATGGTTCCATCTCTGCCACCTCCAAACAT 
GAGAGCTCGAGCAAGTCACTTTAGCTTCCTGCCTCAATGTCGTCATTGGTCAAACTGGCATAAGCTTTCCTGCCCAGGGTTTTGTCCACAGCAC 
AGTATTGTGAATATAAATATTGTCAATGCATGATAGCAAGGTCTTTGAGAATGGGAGAGGACAGTGAGATGCTATAGGAAATGAGAAGCACTTT 
GTAAACTGTAGAGGGCTGAGCCTTCCTCCCAGGGATGGCACCAAGAGACTCTTCACCTGTGCCCTCCACACCTGGGGAGCCCGATTCTTCCTGA 
GGCAGGCACTGTCCCTCCCGCAGCAGTCAGGACCCCTCCCCAGGTGGGCTCTCTTCCCTGCCCCTCCCCTTGGCACTGTCCTCCATCCAGGGGG 
GATAACCTTGCCCCTCCCACCACCCTGGGGCTGTCCTTACCCCCTGGGGCAGGGCTCCCATGGGCAGCGCCTGCATCAGCAGCGGGGTGGCCAT 
GCGCATCTTGCTCACAGGCTTGGGAGCTGTGGGGACAGGAACGAGGGTAAGTGTGGCCCCGGTGCCCAGGGAGGAGGGTATCAGACCCAGATGA 
GGAAGGGCTGGAATTCCAAACCGGAGGGAGAGGACAGTGGGCCCAGCTGGGTGCAGGGATGCGGGTCTCTGAGTTGAGGGATGGTGGGAGGTGG 
GGGGTATCAGGATGTAGGGGTGCACGCACGCTTGGGAAGCTTCATGCGCAGGTTCTCCAGCTGCAGGTTCTGGGAGGTGACTGTCAGTTTGTCC 
AGCCGGCCCTGCTGCTGGTACAGGAAGTAGGCGGTGGTGGCCTGGCCAGCGAGGAGCAGAGTCACCAGGATGGAAAAGCCTGTGTACAGGGCTC 
CGCGGCTGCACTTGCTGTGGGAGGTGGGGAGGATAGGTCAGAGGAGGATCCACAGTGGTGGCTGCCCCAAGGGCTGGCTAGGAATGGGGAAATG 
T ATAC CCC CATCT CCATT AG ACC CCTAAGCC ACCCCTAATAAACAATGCATTTG AAGC AC AAACAGTAAGCTGGCT ATGGAAAC ACAGCTTGAA 
GACCTCACCCCACCCCTCCTTCCAACCATCGATGTGCCTGAAGTCTTCCCTGGCAGAGACCCTGCAGCTGCCACGGGCCTGAGTTGAACAGAGA 
AGAGCAAAGAGGCATGCTCTTTGTCCTCTCTGGACCTTAGGGTCCTGCCTGTGCGATGAGGGGTTGAGGTGGGGGGGTCTTCCCAGGCTCCCTT 

TCTTGCTCTGTCGCCCAGGCTGGAGTGCAGTGGCGCGATCTCGGCTCACTGCAACCTCCACCTCCTGGGTTTATGCCATTCTCCTTCCTCAGCC 
TCTCCGAGTAGCTGGGACTACAGGCACCCGCCACCACGCCTGGCTAATTATTTTGTATTTTTGATAGAGACGGGGTTTCACCGTGGTCTCGATC 
TCCTGATCTCGTGATCCACCCACCTCAGCCTCCCAAAGTGCTGGGATTACAAGCGTGAGTCACCGCGCCCAGCCTTTTGTTTTGTTTTTTTTTT 
CTGCTGGCAGGATCAACCAGGTATGTTATTTTTTTTAATTGACAAAACCAAAAAAAATTGTATGTGCTTACCAAGTAAGGGGAAGAGGGTTTTC 
ACCCCTCTGCCCAACCTCCCACCCTCACAGTGAAATCAGATTTAAGGAGAAAAGGTAAGGAAGTGGGACCGGGACAGCAGAAAATGTAGCCCAC 
CTGGGAAGAAGTGGGGCCTGGCCATTTTAGGAGTGGGCTGGGGGAGGCTTGGACAATGTCAGGCTGAAGCAGGGCCAGGCACCACCCACTCTGG 
GGCCATCCTCTGCCCAGGCTCTCCATGTCTTTGAGCATGTCCCTGCCAATCTCTGTGCCTCTGTTCCCTCATTTGTCACATAGGTGCCCCCACC 
TCTGCGATTCTAGAATTTGGTGGGTTTCTTCTTTTAAGCAAGATCTCACTGCAAGCGCCAAAGTATTTCAAATGGTAATATCCATCCTGCAGGG 
GGTGGGCAGGAGTATAGGTGCCTGAGCCTGTGTGGCCTGGATGAATTTCTCATGCTCCCTGGACTCACCATCCAGACCCTCGGACCTCAGCAAG 
CCCTTGTATCTGTGGGACTTGGATGCGACTGGGGGGTGCATGCATATGTTACAGTACAGGGGATGTAAGGATCCTGCCCCTACACCCCAGGAGT 
TTCTGATCTGTTCTTTGACGACCCCAGGGGTGGGACTACTAAGACCCTAGTCCAGGTGTTGCCAATGTGAAGGTGTTGGGAGGTGATCGGGCCA 
CAAGGCCTTCTCCCTCACGAATGGGATTAGGTGCCCTGTAAGACGGCTTGATGGAAGGAGTTGGTTCTCTCTTGCCCTTCTGCCTTCCACCATA 
TGAGGACACATCAAGGAAGCCCCTCACCAGGCTGGGTGTGGTGACTCACGCCTGTAATCCCAGCACTTTGGGAGGCCAAGGCAGGTGGATCACT 
TGAGGCCAGGAGTTCGAGACCAGTCTGGCCAACATGGCGAAACCCCGTCTCTACAAAAAAATACAAAAAACTTAGCCAGGCATGGTGGCGTGCA 
CCTCTAGTCCCAGCTACTTGGGAGGCTGAGGTGGGAGAATCACTTGAACCCGGGAGGCGGAGGTTGCAGTGAGCCGAGATCACGTCACTGCACT 
CCAGCCTGGGTGACAGAAGGAGACTGTCTCAGAAAAAAAAAAGAAAGCAAGCTAGGCCGGGCGCGGTGGCTCACACCTGTAATCCCAGCACTTT 
AGG AAG CCAAGAC AGGTAG AT C AC CTG AGGTC AGG AGTTCGAG AC C AGC CTGGCCAACGTGGTG AAAC CCTGTCTCTACT AAAAATG C AAAAAT 
TAGCCGGACGTGGTGGCGAGCACCTGTAATCCCAGCTACTCGGGAGGCTGAGGCAGGAGAATCCCTTGAACCTGGAAGGTGGAGGTTGCAGTGA 
GCTGAGATCATGCCATTGCACTCCAGCCTGGGCAACAGAGTGAGGCTCCATCTCAAAAAAAAAAGAAAAAATTAGCCGGGCGTAGTGGTGGGCA 
CCTGTAGTCCCAGCTACTCAGGAGGCTGAGGCAGGAGAATCACTTGAACCTGGGAGGCAGAGGTTGCTGTGAGCCAAGATCACACCACTGCATT 
CCATCCTGGGGGATAGAGTGAGACTCTGTCTCAAAAAACATAACAAAAAAAAAAAAAAAAAACAAGAAAGCCCCTCCAGAACTGTGAGAAATAA 
ATTTCTGGGTGTTTTTTGTTTGTTTGTTTGTTTGTTTGTATATTACGCAGTCTGTGGTATTCTGTTAAAGCGGCACAAAACGGACTAAAACAGA 
CCCATTGGGAACTGCAAGGATGAGGCTGCACCCTGCCTACTCCAGCAACCAGCAAGGATGGTTTAGGACGCTCCAGGAGTCCCTTGTGCCTGGT 
AACTCATGACATCACAGACTGGCTCATTCTCATTGGCTTGCTGCGTGCCAGTCTGTGCTTTCTGGGATAAGGCCCAGCCCAAGGGAGAGTTATT 
CGGGAAGGAAACAGCAAAAACCCGACGGTGGGCGGGGGGCGGGGGGGAAGTGGGGAGACCAGACAGGAAGGGAAAACAAATTCTACTTCTTGGC 
CTTCTCAAGGAACACGGGTGGCCTAGCCTGTGTTCAGGCTCTCCAGCCTCATCCTCCACCTGTTCAGTGCTTCTGCAACCCCACACCCAATTCT 
AGCCCCAGCTCTACCTCCCACACACGACATGGGACAGTACCTTCCCCTCTCTGCACCACAGTTCCTCAGGAG 

HUMAN SEQUENCE - mRNA 

TAAGGGCGCGAGGGAAGTGGCGGGCGGGGACTAAGGCGGGGCGTGCAGGTAGCCGGCCGGCCGGGGGTCGCGGGTATGGCCGAGGCCAGGAAGC 
GGCGGGAGCTACTTCCCCTGATCTACCACCATCTGCTGCGGGCTGGCTATGTGCGTGCGGCGCGGGAAGTGAAGGAGCAGAGCGGCCAGAAGTG 
TTTCCTGGCTCAGCCCGTAACCCTTCTGGACATCTATACACACTGGCAACAAACCTCAGAGCTTGGTCGGAAGCGGAAGGCAGAGGAAGATGCG 
GC^CTGCAAGCTAAGAAAACCCGTGTGTCAGACCCCATCAGC^CCTCGGAGAGCTCGGAAGAGGAGGAAGAAGCAGAAGCCGAAACCGCCAAAG 
CCACCCCAAGACTAGCATCTACCAACTCCTCAGTCCTGGGGGCGGACTTGCCATCAAGCATGAAAGAAAAAGCCAAGGCAGAGACAGAGAAAGC 
TGGCAAGACTGGGAATTCCATGCCACACCCTGCCACTGGGAAGACGGTGGCCAACCTTCTTTCTGGGAAGTCTCCCAGGAAGTCAGCAGAGCCC 
TCAGCAAATACTACGTTGGTCTCAGAAACTGAGGAGGAGGGCAGCGTCCCGGCCTTTGGAGCTGCTGCCAAGCCTGGGATGGTGTCAGCGGGCC 
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AGGGCGACAGCTCCAGCGAGGACACCTCCAGCTCCAGTGATGAGACAGACGTGGAGGTAAAGGCCTCTGAAAAAATTCTCCAGGTCAGAGCTGC 

CTCAGCCCCTGCCAAGGGGACCCCTGGGAAAGGGGCTACCCCAGCACCCCCTGGGAAGGCAGGGGCTGTAGCCTCCCAGACCAAGGCAGGGAAG 

CCAGAGGAGGACTCAGAGAGCAGCAGCGAGGAGTCATCTGACAGTGAGGAGGAGACGCCAGCTGCCAAGGCCCTGGTTCAGGCGAAGGCCTCAG 

GAAAAACCTCTCAGGTCGGAGCTGCCTGAGCCCCTGCCAAGGAGTCCCCCAGGAAAGGAGCTGCCCCAGCGCCCCCTGGGAAGACAGGGCCTGC 

AGTTGCCAAGGCCGAGGCGGGGAAGCGGGAGGAGGACTCGCAGAGCAGCAGCGAGGAATCGGACAGTGAGGAGGAGGCGCCTGCTCAGGCGAAG 

CCTTCAGGGAAGGCCCCCCAGGTCAGAGCCGCGTCGGCCCCTGCCAAGGAGTCCCCCAGGAAAGGGGCTGCCCCAGCACCTCCTAGGAAAACAG 

GGCCTGCAGCCGCCCAGGTCCAGGTGGGGAAGCAGGAGGAGGACTCAAGAAGCAGCAGCGAGGAGTCAGACAGTGACAGAGAAGCACTGGCAGC 

CATGAATGCAGCTCAGGTGAAGCCCTTGGGGAAAAGGCCCCAGGTGAAACCTGCCTCTACCATGGGCATGGGGCCCTTGGGGAAAGGGGCCGGC 

CCAGTGCCACCTGGGAAGGTGGGGCCTGCAACCCCCTCAGCCCAGGTGGGGAAGTGGGAGGAGGACTCAGAGAGCAGTAGTGAGGAGTCATCAG 

ACAGCAGTGATGGAGAGGTGCCCACAGCTGTGGGCCCGGCTCAGGAAAAGTCCTTGGGGAACATCCTCCAGGCCAAACGCACCTCCAGTCGTGC 

CAAGGGGCCCCCTCAGAAGGCAGGGCCTGTAGCCGTCCAGGTCAAGGCTGAAAAGCCCATGGACAACTCGGAGAGCAGCGAGGAGTCGTCGGAC 

AGTGCGGACAGTGAGGAGGCACCAGCAGCCATGACTGCAGCTCAGGCAAAACCAGCTCTGAAAATTCCTCAGACCAAGGCCTGCCCAAAGAAAA 

CCAATACCACTGCATCTGCCAAGGTCGCCCCTGTGCGAGTGGGCAGCCAACCCCCCCGGAAAGCAGGAACTGCGACTTCTCCAGCAGGCTCATC 

CCCAGCTGTGG CTGGGGG CAC CC AG AG AC C AGCAG AGG ATTCTT C AAGC AGTG AGG AATC AGATAGTG AGG AAGAGAAG ACAGGT CTTGCAGTA 

ACCGTGGGACAGGCAAAGTCTGTGGGGAAAGGCCTCCAGGTGAAAGCAGCCTCAGTGCCTGTCAAGGGGTCCTTGGGGCAAGGGACTGCTCCAG 

TACTCCCTGGGAAGACGGGGCCTACAGTCACCCAGGTGAAAGCTGAAAAGCAGGAAGACTCTGAGAGCAGTGAGGAGGAATCAGACAGTGAGGA 

AGCAGCTGCATCTCCAGCACAGGTGAAAACCTCAGTAAAGAAAACCCAGGCCAAAGCCAACCCAGCTGCCGCCAGAGCACCTTCAGCAAAAGGG 

AC AATTTC AGC C CCTGGAAAAGTTGTCACTGC AG CTGCTCAAGCCAAGCAG AGGTCTCCATCCAAGGTG AAGCCACCAG TGAG AAACCCCCAG A 

ACAGTACCGTCTTGGCGAGGGGCCCAGCATCTGTGCCATCTGTGGGGAAGGCCGTGGCTACAGCAGCTCAGGCCCAGACAGGGCCAGAGGAGGA 

CT CAGGGAGC AGTG AGG AGGAGTCAGAC AGTG AGG AGGAGG CGGAGACGCTGGCT C AGG CGAAGCCTTCAGGGAAG ACC CACCAG AT CAGAGCT 

GCCTTGGCTCCTGCCAAGGAGTCCCCCAGGAAAGGGGCTGCCCCAACACCTCCTGGGAAGACAGGGCCTTCGGCTGCCCAGGCAGGGAAGCAGG 

ATGACTCAGGGAGCAGCAGCGAGGAATCAGACAGTGATGGGGAGGCACCGGCAGCTGTGACCTCTGCCCAGGTGATTAAACCCCCCCTGATTTT 

TGTCGACCCTAATCGTAGTCCAGCTGGCCCAGCTGCTACACCCGCACAAGCCCAGGCTGCAAGCACCCCGAGGAAGGCCCGAGCCTCGGAGAGC 

ACAGCCAGGAGCTCCTGCTCCGAGAGCGAGGATGAGGACGTGATCCCCGCTACACAATGCTTGACTCCTGGCATCAGAACCAATGTGGTGACCA 

TGCCCACTGCCCACCCAAGAATAGCCCCCAAAGCCAGCATGGCTGGGGCCAGCAGCAGCAAGGAGTCCAGTCGGATATCAGATGGCAAGAAACA 

GGAGGGACCAGCCACTCAGGTGTCAAAGAAGAACCCAGCTTCCCTCCCACTGACCCAGGCTGCCCTGAAGGTCCTCGCCCAGAAAGCCAGTGAG 

GCTCAGCCTCCTGTTGCCAGGACCCAGGCTTCAAGTGGGGTTGACAGTGCTGTGGGAACACTCCCTGCAACAAGTCCCCAGAGCACCTCCGTCC 

AGG CCAAAGGGACCAACAAG CTCAGAAAACCTAAGCTTCCTGAGGTC CAG CAGG CCA CCAAAG CCCCTGAGAGCT GAG ATGACAGTGAGG ACAG 

CAGCGACAGTTCTTCAGGGAGTGAGGAAGATGGTGAAGGGCCCCAGGGGGCCAAGTCAGCCCACACGCTGGGTCCCACCCCCTCCAGGACAGAG 

ACCCTGGTGGAGGAGACCGCAGCAGAGTCCAGCGAGGATGATGTGGTGGCGCCATCCCAGTCTCTCCTCTCAGGTTATATGACCCCTGGACTAA 

CCCCAGCCAATTCCCAGGCCTCAAAAGCCACTCCCAAGCTAGATTCCAGCCCCTCAGTTTCCTCTACTCTGGCCGCCAAAGATGACCCAGATGG 

C AAGCAGG AGG C AAAG CC CC AAC AGGC AGC AGGC ATGTTGTCC CCT AAAAC AGGTGGAAAAG AGGCTGCTT CAGG CACCACACCTCAGAAGTCC 

CGGAAGCCCAAGAAAGGGGCTGGGAACCCCCAAGCCTCAACCCTGGCGCTGCAAAGCAACATCACCCAGTGCCTCCTGGGCCAACCCTGGCCCC 

TGAATGAGGCCCAGGTGCAGGCCTCAGTGGTGAAGGTCCTGACTGAGCTGCTGGAACAGGAAAGAAAGAAGGTGGTGGACACCACCAAGGAGAG 

CAGCAGGAAGGGCTGGGAGAGCCGCAAGCGGAAGCTATCGGGAGACCAGCCAGCTGCCAGGACCCCCAGGAGCAAGAAGAAGAAGAAGCTGGGG 

GCCGGGGAAGGTGGGGAGGCCTCTGTTTCCCCAGAAAAGACCTCCACGACTTCCAAGGGGAAAGCAAAGAGAGACAAAGCAAGTGGTGATGTCA 

AGGAGAAGAAAGGGAAGGGGTCTCTTGGCTCCCAAGGGGCCAAGGACGAGCCAGAAGAGGAGCTTCAGAAGGGGATGGGGACGGTTGAAGGTGG 

AG AT CAAAG C AA C C C AAAG AG CAAG AAG G AG AAG AAG AAAT C CG AC AAG AG AAAAAAAG AC AAAG AAAAAAAAG AAAAG AAG AAG AAAG CAAAA 

AAGG CCTC AAC C AAAG ATTCTGAGTCAC CGTC CCAGAAG AAAAAGAAGAAAAAGAAG AAG AC AG CAG AGCAG ACTGTATGACGAGCACCAGCAC 

CAGGCACAGGGATTTCCTAGCCGAGCAGTGGCCATCCCCATGCCTCTGACCTCCACCGACCTCTGCCCACCATGGGTTGGAACTAAACTGTTAC 

CTTCCCTCGCTCCACAGAAGAAGACAGCCAGCTTCAGGGGTCCCTGTGCTGGCCAAGCCAGTGAGCCTGCGGGGAGGCTGGTCCAAGGAGAAAG 

TGGACCAGCTCCCATGACCTCACCCCACTCCCCCAACACAGGACGCTTCATATAGATGTGTACAGTATATGTATTTTTTTAAGTGACCTCCTCT 

CCTTCCACAGACCCCACATGCCCAAAGGCCTCGGGACTTCCCACCACCTTGCTCCACAGATCCAGCTAGGCCTGACCTGTGCCTCATCCCGTGC 

CGCTCGGTCTCTGGCTGATCCCGAGGCTTTGTCTTCCTCTCGTCAGTTCTTTTGGTTGTGTTTTTTGTTTTTTTTTTAATAACTCAAAAAAAAA 

ATAAAAGACTTGGAGGAAGGGTAAAAAAAAAAAAAAAAAAAAAAAA 

HUMAN SEQUENCE - CODING 

ATGGCCGAGGCCAGGAAGCGGCGGGAGCTACTTCCCCTGATCTACCACCATCTGCTGCGGGCTGGCTATGTGCGTGCGGCGCGGGAAGTGAAGG 
AGCAGAGCGGCCAGAAGTGTTTCCTGGCTCAGCCCGTAACCCTTCTGGACATCTATACACACTGGCAACAAACCTCAGAGCTTGGTCGGAAGCG 
GAAGGCAGAGGAAGATGCGGCACTGCAAGCTAAGAAAACCCGTGTGTCAGACCCCATCAGCACCTCGGAGAGCTCGGAAGAGGAGGAAGAAGCA 
GAAGCCGAAACCGCCAAAGCCACCCCAAGACTAGCATCTACCAACTCCTCAGTCCTGGGGGCGGACTTGCCATCAAGCATGAAAGAAAAAGCCA 
AGGCAGAGACAGAGAAAGCTGGCAAGACTGGGAATTCCATGCCACACCCTGCCACTGGGAAGACGGTGGCCAACCTTCTTTCTGGGAAGTCTCC 
CAGGAAGTCAGCAGAGCCCTCAGCAAATACTACGTTGGTCTCAGAAACTGAGGAGGAGGGCAGCGTCCCGGCCTTTGGAGCTGCTGCCAAGCCT 
GGG ATGGTGTCAGCGGGCCAGG CCG ACAGCTCCAGCGAGGACACCTCCAGCTCCAGTG ATGAGACAGACGTGGAGGTAAAGG C CT CTG AAAAAA 
TTCTCCAGGTCAGAGCTGCCTCAGCCCCTGCCAAGGGGACCCCTGGGAAAGGGGCTACCCCAGCACCCCCTGGGAAGGCAGGGGCTGTAGCCTC 
CCAGACCAAGGCAGGGAAGCCAGAGGAGGACTCAGAGAGCAGCAGCGAGGAGTCATCTGACAGTGAGGAGGAGACGCCAGCTGCCAAGGCCCTG 
CTTCAGGCGAAGGCCTCAGGAAAAACCTCTCAGGTCGGAGCTGCCTCAGCCCCTGCCAAGGAGTCCCCCAGGAAAGGAGCTGCCCCAGCGCCCC 
CTGGGAAGACAGGGGCTGCAGTTGCCAAGGCCCAGGCGGGGAAGCGGGAGGAGGACTCGCAGAGCAGCAGCGAGGAATCGGACAGTGAGGAGGA 
GGCGCCTGCTCAGGGGAAGCCTTCAGGGAAGGCCCCCCAGGTCAGAGCCGCCTCGGCCCCTGCCAAGGAGTCCCCCAGGAAAGGGGCTGCCCCA 
GCACCTCCTAGGAAAACAGGGCCTGCAGCCGCCCAGGTCCAGGTGGGGAAGCAGGAGGAGGACTCAAGAAGCAGCAGCGAGGAGTCAGACAGTG 
ACAGAGAAGCACTGGCAGCCATGAATGCAGCTCAGGTGAAGCCCTTGGGGAAAAGCCCCCAGGTGAAACCTGCCTCTACCATGGGCATGGGGCC 
CTTGGGGAAAGGCGCCGGCCCAGTGCCACCTGGGAAGGTGGGGCCTGCAACCCCCTCAGCCCAGGTGGGGAAGTGGGAGGAGGACTCAGAGAGC 
AGTAGTGAGGAGTCATCAGACAGCAGTGATGGAGAGGTGCCCACAGCTGTGGCCCCGGCTCAGGAAAAGTCCTTGGGGAACATCCTCCAGGCCA 
AACCCACCTCCAGTCCTGCCAAGGGGCCCCCTCAGAAGGCAGGGCCTGTAGCCGTCCAGGTCAAGGCTGAAAAGCCCATGGACAACTCGGAGAG 
CAGCGAGGAGTCGTCGGACAGTGCGGACAGTGAGGAGGCACCAGCAGCCATGACTGCAGCTCAGGCAAAACCAGCTCTGAAAATTCCTCAGACC 
AAGGCCrGCCCAAAGAAAACCAATACCACTGCATCTGCCAAGGTCGCCCCTGTGCGAGTGGGCACCCAACCCCCCCGGAAAGCAGGAAGTGCGA 
CTTCTCCAGCAGGCTCATCCCCAGCTGTGGCTGGGGGCACCCAGAGACCAGCAGAGGATTCTTCAAGCAGTGAGGAATCAGATAGTGAGGAAGA 
GAAGACAGGTCTTGCAGTAACCGTGGGACAGGCAAAGTCTGTGGGGAAAGGCCTCCAGGTGAAAGCAGCCTCAGTGCCTGTCAAGGGGTCCTTG 
GGGCAAGGGACTGCTCCAGTACTCCCTGGGAAGACGGGGCCTACAGTCACCCAGGTGAAAGCTGAAAAGCAGGAAGACTCTGAGAGCAGTGAGG 
AGGAATCAGACAGTGAGGAAGCAGCTGCATCTCCAGCACAGGTGAAAACCTCAGTAAAGAAAACCCAGGCCAAAGCCAACCCAGCTGCCGCCAG 
AGCACCTTCAGCAAAAGGGACAATTTCAGCCCCTGGAAAAGTTGTCACTGCAGCTGCTCAAGCCAAGCAGAGGTCTCCATCCAAGGTGAAGCCA 
CCAGTGAGAAACCCCCAGAACAGTACCGTCTTGGCGAGGGGCCCAGCATCTGTGCCATCTGTGGGGAAGGCCGTGGCTACAGCAGCTCAGGCCC 
AG ACAGGG CCAGAGG AGG ACTCAGGGAG CAG TG AGG AGG AGTCAGACAGTGAGGAGGAGG CGGAGACGCTGGCTCAGGCGAAG GCTT C AGGG AA 
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GACCCACCAGATCAGAGCTGCCTTGGCTCCTGCCAAGGAGTCCCCCAGGAAAGGGGCTGCCCCAACACCTCCTGGGAAGACAGGGGCTTCGGCT 
GCC C AGGC AGGGAAGCAGGATGACTCAGGGAGCAGCAG CGAGGAATCAG ACAGTG ATGGGGAGGCAC CGGCAGCTGTGAC CTCTGC C CAGGTG A 
TTAAACCCCCCCTGATTTTTGTCGACCCTAATCGTAGTCCAGCTGGCCCAGCTGCTACACCCGCACAAGCCCAGGCTGCAAGCACCCCGAGGAA 
GGCCCGAGCCTCGGAGAGCACAGCCAGGAGCTCCTCCTCCGAGAGCGAGGATGAGGACGTGATCGCCGCTACACAATGCTTGACTCCTGGCATC 
AGAACCAATGTGGTGACCATGCCCACTGCCCACCCAAGAATAGCCCCCAAAGCCAGCATGGCTGGGGCCAGCAGCAGCAAGGAGTCCAGTCGGA 
TATCAGATGGCAAGAAACAGGAGGGACCAGCCACTCAGGTGTCAAAGAAGAACCCAGCTTCCCTCCCACTGACCCAGGCTGCCCTGAAGGTCCT 
CGCCCAGAAAGCCAGTGAGGCTCAGCCTCCTGTTGCCAGGACCCAGCCTTCAAGTGGGGTTGACAGTGCTGTGGGAACACTCCCTGCAACAAGT 
CCCCAGAGCACCTCCGTCCAGGCCAAAGGGAGCAACAAGCTCAGAAAACCTAAGCTTCCTGAGGTCCAGCAGGCCACCAAAGCCCCTGAGAGCT 
CAGATGACAGTGAGGACAGCAGCGACAGTTCTTCAGGGAGTGAGGAAGATGGTGAAGGGCCCCAGGGGGCCAAGTCAGCCCACACGCTGGGTCC 
CACCCCCTCCAGGACAGAGACCCTGGTGGAGGAGACCGCAGCAGAGTCCAGCGAGGATGATGTGGTGGCGCCATCGCAGTCTCTCCTCTCAGGT 
TATATGACCCCTGGACTAACCCCAGCCAATTCCCAGGCCTGAAAAGCCACTCCCAAGCTAGATTCCAGCCCCTCAGTTTCCTCTACTCTGGCCG 
CCAAAGATGACCCAGATGGCAAGCAGGAGGCAAAGCCCCAACAGGCAGCAGGCATGTTGTCCCCTAAAACAGGTGGAAAAGAGGCTGCTTCAGG 
CACCACACCTCAGAAGTCCCGGAAGCCCAAGAAAGGGGCTGGGAACCCCCAAGCCTCAACCCTGGCGCTGCAAAGCAACATCACCCAGTGCCTC 
CTGGGCCAACCCTGGCCCCTGAATGAGGCCCAGGTGCAGGCCTCAGTGGTGAAGGTCCTGACTGAGCTGCTGGAACAGGAAAGAAAGAAGGTGG 
TGGACACCACCAAGGAGAGCAGCAGGAAGGGCTGGGAGAGCCGCAAGCGGAAGCTATCGGGAGACCAGCCAGCTGCCAGGACCCCCAGGAGCAA 
GAAGAAGAAGAAGCTGGGGGCCGGGGAAGGTGGGGAGGCCTCTGTTTCCCCAGAAAAGACCTCCACGACTTCCAAGGGGAAAGCAAAGAGAGAC 
AAAGCAAGTGGTGATGTCAAGGAGAAGAAAGGGAAGGGGTCTCTTGGCTCCCAAGGGGCCAAGGACGAGCCAGAAGAGGAGCTTCAGAAGGGGA 
TGGGGACGGTTGAAGGTGGAGATCAAAGCAACCCAAAGAGCAAGAAGGAGAAGAAGAAATCCGACAAGAGAAAAAAAGACAAAGAAAAAAAAGA 
AAAG AAGAAGAAAGC AAAAAAGG CCTC AACC AAAG ATTCTG AGTC ACCGTC C CAG AAGAAAAAG AAG AAAAAGAAG AAG AC AG C AG AG CAGACT 
GTATGA 
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TABLE 9 



MOUSE NOMENCLATURE 
ICSGNM Piml 
Celera mCG21141 

HUMAN NOMENCLATURE 
HGNC PIM1 
Celera hCG33220 

MOUSE SEQUENCE - GENOMIC 

TAGGGAACACCAATTGAGAAAACACCTCCATAAGATGCAGTTATAAGACATTTTCTTTTTCTTTTCTTTTCTTTCTCCTGGAAATCACTTTGTA 

GACCAAGCTGGCCTCAAACTCAGAAATCTGCCTGCCTCTGCCTCCTGAGTGCTAGTATTAAAGGCGTGCACCACCACACTGGGCAAGACATTTT 

CTTAATTAGTGATTGGTAGGGGAGGGTCCAGCCTAGTGGGTGGGGCTATTCCTGGGCTGGTGGTCCTGGGTTCTGTAATTAAGCAAACTGAACA 

CACCATGAAGAGCAAGCCAGGAATGAGAACTCTCCATGGTCTCTGCATCAGCTCCTTCCTCCAGGTTCCTGCCCTGCTTGAGTTCCTGTCCTGA 

CTTTTTGATAAACAGGTATGTGGAAATGTAAGCTGAATAAACCCTCTCTTCCCCAAGTTCTGGCCATGGTGGTTCATCCGGGCAATTGTAATGC 

TAACTCCGAGTCTTTCTCTGGGTTAAATATAGCCCAGGTTGGCCTCAAACTTGCTATGTATCTGGAGACAACCTTGAACCCCTGATCCTGCATG 

ACAGACATGTGCCCATAACCAGCTTATGTGGTGCTGGGATTGGAATGAAGGCTTTGATGGTTCCACGCCTGCTAGGCAGTATTCTACCAACTGA 

TTTACATCCCCAGCCCCAAAGAATTCCCCAAAGAATTATCGGGACAACTTCAAGTCTTTCCTTCTCTTATGGCTGCACTGGAGACTTCCCACCT 

TGTTAAAGAGCCAGTGCTGTTCCCCTGGAATGTGAGTGTATGCCCCCGCGCTACTGGACTTTCGCTGTTTCTTTTTGAGTTTTAAGGTGCACAT 

GAGATACCTCCAATGCCCTTTAAAGTCCCTAGTCTTAGCTGGGCGTGGTGGCGCACGCCTTTAATCCCAGCGCTTGGGAGGCAGAGGCAGGCAG 

ATTT CTG G AAAC G C C C T AC AT AG AC C AG AATG C T C C AC CCCTGCCCCGCACCCTGTGTG G AC AAG AAT GTT C C ACC AC C T G C AC A C AC AC ACA C 

ACACACACACACACACCCTTTTAAATTTTGACACAGGATACTATGTATCCCTGACTGTCTGGGAACTCACTATGAAGTTATGATGGGCGTGGAC 

CTCTCAGAGGTCCGCTGCGCCTCTTCCTTGAGCCCTGTGATTAATAAACATGTGCATTACCACGCCTGTGCCACCAAAGTCCCTACCATTTTTA 

ACATTTATTTTCAAAGGTCACTTTGCAGCAATTTATTGGGATTAAACAAACGGTTCCTGATTCCAACTGAACATCTTATTTTTGTAATTTTAGG 

GAGAGGTGTCTCCTCTAAACCCCTGGCCCACAGGGCTCTAGAGTGGATGCCTTGAAGTAACACATATGGTGTAATCTCTGCTTCTGAGCCCTGC 

TGGGGGAAAGGGCAGCCCTGCTTCCTGTGTCACCCTAGAGTATAGCTAACTGCATGCCTGGGAAGTTGCCAGGTCATGTGGGATGGGCAGCTGT 

CTGCATGGTGTCATTGGTGGGTTTGAGGAAATCCCCCTGCATAAAAATATCTTCTCCCGTCCAGGGCCTTGGCACTTACCCTAAATGTATCTCT 

TACCATTGGTTGCAAGGTGATGTGGGAGGCCAATTGTTTACCAAGTTTGGCCAGAGAGTCCCACTAGCTCTCAGCGATGCTTCTTGCATCCAAA 

TTCACCAGCCAGGATGAAGTGTACAGGAGACAGTTCCTTTTAATTAGGGACTTGATTCTTCAATGTGAGAAATCTGGGGTGATGGCCACTCAGG 

GGAAGGACCGTGACGAGGACTCTTAAGTTACCTTCTGACTGATCACAAGACCAGTCCAGGAGATGGAAAGAGACGACTGCTTATGTTCCCAAGA 

GAATTCCAGGCTGCCATGATGGCCTGGGAGTCTTTAATCCCAGCACTCAGGAGACAGAGGCAGGTAGGTCTCTGTCTCTATAAGGTCAAGGCTA 

GCCTATAGTGAGTTCCAGGGTTGTAGTGAGACTTTATCTCAAAACATACAAACAAGCCGGGCAGTGGTGGCGCATACCTTTAATCCCAGCATTT 

GGGAGGCAGAGACAGGCGGATTTCTGAGTTCAAGGCCAGCCTGGTCTACAGAGTGAGTTCCAGGACAGCCAGGGCTACACAGAGAAACCCTGTC 

T G G AAAAAAG AAAAAC AAAAC AAAAC C G AAAC AAAC AAAC AAAAAA CT AT AC AAAC AAAAAT AAAAC A C AC AT AAAAAT AAG T AAAAAAC AAAA 

ACAAAAAACAAACTCACCACAGAACCCTAGGCGTGCTGAACAGGTGTAAGAGTGTCAGCCAAAACCTTACTTGAGGTGCCACAGCGAACAGGTC 

GGTTAATTACCAGGCTAAGTCACCATGTCCCAGGTACCTGTGATGTCCTTGGCAATTACAGAATTGTGTCTAGGAGGGAGGGAGCTATTATTAG 

CCTCAAATTACAGGTAAGGAAACTGAGTCTTCAGAGAGGTTCAGCTTGCTCAACCTCCAAATGGCTGAGTCAGGACAGAGGTAAAGGCAGCACA 

CATGGGAAACCTGGCACAGCCTCCTGCTCCAGGGCTGGACAGACAACTATGACTTACCCCGAGTCATCTCAAAAGGAAAGGACCTTGTCCTGCC 

ATAGCCTTGATGGGGCCTGGATCAGAGTCAGGTTTGGGTTTTGTTTTGTTATTTTTCTCTCTAAGGCCTTGCGTGTGCTTGAGCAAGTGATCTT 

CCTTTGAATATAGAACCGTCTCTCATTTAAAAAAAAAAAAAAGTATTTTCAACTGAACAGGCAGGGGTGCTGCACACCTTCAGTCCCAGCATTC 

AGAAGCAGAGGCAGGCAGATCTCCCAGTTCAAGACTAGCCTGGTCGACAGAGCGAGTTCTAGCCTGGTCTACAGAGCGAATTCTAGCCTGGTCG 

AC AGAG CGAGTTT CTAGCCTGGT CTAC AG AGCGAGTT CTAAGACAGC C AGGGCT AAGCAG AAAAACCATGTCTC AC AAAG CCAAAT AAAATANN 

NNNNNNNNNNNNNNNNNNNNNNNm 

NNNNNNNNNNNNNNNNNNNIS^ 

NNNNNNNNNNNNNNNNNN 

NNNNNNNNNNNNNNN^ 

NN^jNNNNNNN^ 

NNNNNNNNNNNNNNNNNNNNNNN^ 
NNNNNNNNNNNNNNNNNNNNNNN^ 
NNNNNNNNNNNNNNNNN^ 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNN^ 

NNNNNNNNNNNNNNNNNNNNN^ 
NNNNI^NNIS^NNN^ 
N^SINNNNNNNNNNNNNNNNNN^ 
NNETNNNNNNNNNN 

NNNNNNNNNNNNNNNNNNNNNNNNNNNN^ 
NNNNNNNNNNNNNNNNNNN^ 
NlSn^NNNNNNNNNNNNNNNNNNN^ 
NNNNNNNNNTC^^ 

NNj^nsnsnsnsnsnsrNNN^ 

NN^fNNNNNNNNNNNNN^ 
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NNNNNNNNNNNNNNNNNNNNNNNNNNNNN^ 
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NNNNNNNNNNNNNNNNNNNNNNNNNNNNNN^ 



176 



WO 03/039484 



PCT/US02/36071 



SAG RES DISCOVERY 02-09 



NNNNNNNNNNNNNHtSTNNNNN^ 

NNIS^ACCTTCTTAGACAAAAGGGTCTCACTGTGTAGACCTGACTGTCCTGGAACTCCTATGTAGACTAGGATGGCCTTGAACTCACAGAGATCT 

AAGAGTCTATGCCTCTCTCTGCTGGGATTAAAGGCATTCCATCCTATGCCTAGTCCAGGACCAGTGTATCAGCCTGCCCTATGCTCTATTAGTG 

CTTCATCATGGAGGCAGATCTCAGCCCTGGCTTCCTGTGATGGTCAGGTGCCATTTCTCCTGGGCACAACAGTCTGCCTGTTATCCCACGTCCT 

GGTTCTCTTGAAGATGGGCCTTTACTGTCTGTGACCTGAGTGTGCTTTCTAACAGACAGCAACACCCCAGGCATCTCCCAGGAATGAATGATGG 

CTTGCATCTAAGTCACCTGTGGTCCTTGGGCAAGTTATTTCATTTTCTAGGTATGCTAGCAATTAAGAGAATTAGAGAAAAATATGCACATATG 

GGCCATATGGATATACATGAATATGTATGTGCCATATGTGCCGTAGAAAAGGATTAATTAACACACAGCTAATATTAGATAGCAGTTGGACACA 

GCCATGTATACCTGTAATCCAATGACAGTGACAGGGGAGGCTAAGGAAGGAGGCCTGCATGCAGTAGCTTCAAGCTCAGGCTGGTCTACATAGT 

GACCCCCAGGCGAGCTAGGAATCAGGTGAAACCCTGTTTCAACTGCTCACCCTCCGAAAA.GCTAGATTTTATGTGTTTTATTTGTTTGCAATGG 

TAAGACAGGGTCTCATGTTGTTCAGGCTGTGGTTGAACTCCCTTTGTAGCCCTAGATAATCTTTTTTTTTAAATTGTCTTTATTTGTTTGTTTT 

CGAGACAAGGTTTCTCTGTGTAGCCCTGGCTGTCCTGGAACTCACTTTGTAGACCAGGCTGGCCTGGAACTCAGAAATCTGCCTGCCTCTGTCC 

CCCAAGTGCTGGGCTTAAAGGCGTGCACCACTGCTGTTCAGCTAGCCAAAGATAATCTTAACCCCCACTTCTCCTGCCTCCACCTGTGAGGCCT 

GGGGTGACACTCAGGTTCCACCCTGCCTGGCATAGATATTATTCTTCATTGGATCACACCTCACACCTTCTTCACTGGGCCTCTGCTTTAGGAA 

ACTGGTTATCTTTTTATTCATTTATTTATAGCTATTTATTTCTAGTGTTGGGGAAAGAATCCAGGACTTTGGAAATGTTATGGAAGAGCTCTCT 

GCCACTGAGATCGGCCCCCAGGCTGGAATCTGGAAATGAATGCAAATCTCTCTCTTTCTCTGTCTGTCTCTGTCTCTGTCTCTGTCTCTGTCTC 

TGTCTGTCTGTCTGTCTCTCTCTCTCTCTCTCTTGTTTGTAGACCAGGCTATTGAACTCAGATTCACCTGCCTCTGCCTCCGGAGTGCTGGGAT 

CGAACGTAAGAGCCTTCACATCTGGCGAAGCACCTTCTTGAAGAAGGCAAAATTTTGCTTCAAAAATTTGTTTTTGGTGCCAAGAAGTGAACTA 

GGCAAGATCTCTCACCAAGCTACACACCCAGCCCCGGAATTTGCTTGTTTTATTTTACTTTTTTGAGATAGAATATCAATATATAGTTCAATGT 

GGCCTCCGATCAGAGGTCTTCCTGCCTTGTCCTCACTTCCTTCCTTTTTCAGTCATCGGAGTCCATGGGGTTAGAATCGTCCTGGCCACCTCTG 

CCTCGACGTTTGTCTTTTTATGAGACTGATCAATTACGTTTGTACCAGTGAGGCACGTATGTTGTGGCTGTGTTGTGGAAAAGCAAACAGCCAT 

CTGTCTTTTCATTATAATTTATCAAGACGGTGACTGGGACAGAGGGAGAGCCAGGGAGCAACCACATCGTCTCGTGTGTGTGGCCTCAGATCAC 

ATTTGATTCTTTTTTTAGAGTTGGCAACACAGTTCAGCGGGTAAAAGTCCTACCGCCATGCCCACCAGCCTCAGCTTAGACCCCAGGACCTGTG 

TGGTGGAAGGAGAGAGCTGACCTTCTGCAAGCTGCCCTTTGACCTTTATGCATACATTAGAGAGAGAGGAAAGCATCTGAGCTGCTCATGGGCT 

CTACATACACAACAGGCCTGCCTCAGCCTTCCTAACAGCTGCTAGTAGGTGTGTGCCACGTCTAGTGATGCTTGCTGGCTTTTTCCTATTTACT 

AATTGGTTATTTATATTTACATACATGTGCCTGTGTGTGCACCTACCCTACATGTGGAGGCCACACACACACACACACACACTCTTGGTGCTGG 

J^ATTATAAGCACCAGGCCCGCACCCAGCTTTTATGTAATGTTCTCATGGTACAGAACTCAGGCTCTCATTCTTGCTTCGACACCACTTTGCCAA 

CTGCATCATCTGCCTGGCCACCCCCATTTTTATTTTTTTGAGACCAGTTTTCCAGACTGGTCTCGAAATCAAGATCCTCTAGGGTCAATATCCT 

GAGTGCTAGAATTACAGATATCAGGATCCCATATTGACTTAAATAATGTGGCGGTTTAAATAGTAAATATGGGCCGGGTGGTTGGGCACGCCTT 

TGAACTGAACACTTGGGAGTCAGAGGCAAGTGGAATTGTGCGAGTGTGAGACCAGACTGGTCTACAGAGTGAGTTCCAGAATAGCCAGGGCTAC 

ACAGAGAAACCCTGTCTCGAAAAAAGGAAAAACAAAA.CAACAACAACAACAACAACAACAACAAACTAGTGGCCAGGAAGAAGAGAGAAAGATC 

AGGTGGCCTCTCCAGTTTGGAAAGAGACAGGATGAACTCAGGACTAGCTGTTTGCCAGCTCGGCTTCCATTCATAAGAAGGGTTTCAGGTGCGG 

CTCTGACCTATAAAAGGATGACCTTCTGACCTAGTTAGTGTGTGAGTGTCTTTTTCTGGTCTTTACTACTTAGCTCAGGCTGCCCTAGAACGGC 

CCCATTTCTCCCGCTTCAGCGTGTGCCACGGTGCCCCAGCCAAGTGGTTCCTTAGTAAAGTGGCACTGTTGGACACCTAGGCAAAGAAAGGTGA 

TACCAGTGCTGTGTGTGGGCAGCACAGCTCGCTAAGTTCCCGGGATCAGCCAGTTTTCTATGTAGACACTTGGGGACTCTCACTTCTGAGCACC 

TGGCACATACTGTTGAGGTCTGTAGTCTCAGGGAGCTGAGGCAGGTGGATGATTCCATGAGAATGAAGGGTTTGAATCCCATCTCAAAAATGTA 

GCAAAGCTAAGACTCCAGTCTAAGT CCATGTTTAAT AAC AAAAAG AAGATTGGGGGG GTGGAG AG ACAACT C AGC AGTT AAG AGC ACTGG C AG C 

TCTTCGGAGGACCCACGTTTGATTCTCAGCACCCATGTGGGGGCTCACAACCATATGTAACTCCAGCTCCAGTCTCAGAGGACCTGGCGCCCTC 

CTGTGGCCTTCACAGGCACTAGGTACACACGTGCTATACATACATACATACATACATACATACATACATACATAGCACGCAGACACAGAAATTA 

AATTAAATGGAGCTGGGCATAGTGAAGAAACTAAAGCAGAAAGATCCCTTTAAGATGGAAGTGTCTATCTCCGAGCTAGAGTGAGTTTTAAGCC 

ATGCTGGGCTACAGTTAGATTCTGTGGAAACAAATAACATCAACCAGAGCAATAACAATAATAACGAGCATAGAGAGAAAACAAAGCAAGCCAG 

GTAGGGTGTACTTC^GCGGTTAGGCAGAAGANNNNNNNNNNNNNNN^ 

GGTCGAGCGCGCTGAGTGTCCCGTGCCTCTTTCCTAGGCAAAGAGAAGGAGCCCCCTGGAGTCGCAGTACCAGGTGGGCCCGCTGTTGGGCAGC 
GGTGGCTTCGGCTCGGTCTACTCTGGCATCCGCGTCGCCGACAACTTGCCGGTGAGTGGGCAACGCCGCCTCGGGGAGGGCGCGCGGAGGGATG 
CTTTGAGCAGGAGGGTCTGATGGAGACTCGGGGGTCTTCTTCCAGGTGGCCATTAAGCACGTGGAGAAGGACCGGATTTCCGATTGGGGAGAAC 
TGGTGAGTGAGCCGGAGCCAGAGACCCTCTCATGGGTGGGTGGGTGGCGACGGGCGTGCCGGAACCGGCGCGCTAACCCTCGCCCTCACTCTGC 
AGCCCAATGGCACCCGAGTGCCCATGGAAGTGGTCCTGTTGAAGAAGGTGAGCTCGGACTTCTCGGGGGTCATTAGACTTCTGGACTGGTTCGA 
GAGGCCCGATAGTTTCGTGCTGATCCTGGAGAGGCCCGAACCGGTGCAAGACCTCTTCGACTTTATCACCGAACGAGGAGCCCTACAGGAGGAC 
CTGGCCCGAGGATTCTTCTGGCAGGTGCTGGAGGCCGTGCGGCATTGCCACAACTGCGGGGTTCTCCACCGCGACATCAAGGACGAGAACATCT 
TAATCGACCTGAGCCGCGGCGAAATCAAACTCATCGAGTTCGGGTCGGGGGGGCTGCTCAAGGACACAGTCTACACGGACTTTGATGGTGAGCC 
AGGCCCCGGGGAGGGAGCTGCCCAAGGTGCCGGCCTGGAAGCCTCTGGCGGCCTCGGCTCCGGCCCTTTGTAAAGGTCATTGGGCCGCCTGGCT 
CAGAGGTGGCAGGGGTGGGGCAGAGTCGAGCTTCCCGGCATAGTACAGCCGGGGATTTCGAGCTGGTTGAACGAACCTGCAACATTTCTGGCGT 
GATTGGGGTTTTGTTGTTGTTGTTGTTGTTGTTTTTGTTGTTGCTGCTGGTGTTTGCTTGTTTTTCTTTTCAGCAGGAATTTATTAAATTCCAT 
GCTTTGCCGGTGAATAAGAGGTCGTGGGTAGCCGGCTGTAGCCCAGATTTCTAAAGTATGACCCAeTTTTCCCTCCAGTAGGAGGTGGAGCCGT 
TGGTGGCGGGAGACATTGGTGCTGATTTTTTTCTTTTTCTTTTTTTTTTTTCTTTTGTAGTTTTGTTTTGTGGGGGAGTTTTAAGGTAGTTCTT 
AGAACTGCAGGGTTTTGTTTTGTTTTGTTTTGCTTTTGAGGGTAAAGGAATAAGAGCCGCGGTTTCACCCCAGTTGGGGGTGTTGTGGGGTGAG 
GAGGCCTGGAATGAATGTTGTGAAATAAGATCTGTTGGTGGTTTGAAAATTAGTTGGGAGTCTCCGCTGGGAGGATGAAAACCTATCTACCATA 
GGGAGGGGCTTGGATCGCGTTCTTTCAGCAGTGGAGGGCAGGAATAGTAGATCAAAGCGCGAGGGTGGGTCACGATCCGAGTGGCTCACCCGGA 



TTTTTTTTTTTTTACTCCCCAAAGTTTGTAAACAGGAATCACGTGGTCTGAAACCAGCCCTGCAACTGTACCTTTCCAGTCTAGGGAGTGGGAG 
AGTGCAGTGTCTATGCCTTGCTTGCATAGAACCCGGAGGAAAGCACACCCTGAGTTAGTTGTGTATAAAGGCCCTTACCTGGGCCCGGTCTAGA 
TGAGACTGGTGTGGCAGGGCCCTGGGGTCCTTGTAGTTAAAGGCTAACCCACTGAGTGGGGCCTCTAGACTTGAGCTTTTCGGTGGCTTTATTT 
GTCTTTGGGCCGATGTGTAAGGGATTTGGGTTTAGGGTTTTTGGGCTCCCAGAGAGCTACCATATCATTTCTTCATTTTCTGTCTGGACCAGAG 
AGGCAGAGATGGAGAGAAAAAAAAAATATGGTTGTTTTAAAGTCAAATCTGCCTGTCTGCCTCCTGAGAGCTGGGATTAAAGGCATGTGCCACC 
AAACCCGAGCCAGGCAGTGTCTTTATTAAAAAATATTTGAAAACCTAGTGGAGGTGGTGGTTCTTGCTTTTAATCCAGCCCTTGGGAGGTAGAG 
GTAGGCAGATCTCCGAGTTCAAGGCCAGCCTGGCCTACAGAGTCACTTCCAGAGCTACACAGAGAAACTTTGGAGGAGAAAAAAAAAATTAAAA 
GAAGCGGCTCAGACTAGCTGCTTTGTTACCTTTTTTTTTGCTAATGCTGGTTTCTTTCTATTCCCTCTGCTGGTAGGGACCCGAGTGTACAGTC 
CTCCAGAGTGGATTCGCTACCATCGCTACCACGGCAGGTCGGCAGCTGTGTGGTCCCTTGGGATCCTGCTCTATGACATGGTCTGCGGAGATAT 
TCCGTTTGAGCACGATGAAGAGATCATCAAGGGCCAAGTGTTCTTCAGGCAAACTGTCTCTTCAGGTAACTTCCCTCAGACACCCCCAATCCTT 
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CCCAAACCCTGGTTGAGGGTTGGTTTGGGGATTACAAGAGTGAGAGAGTATTCCTATCCACCTTTTTATTTTTATTTATTCATTTTCTTTGGGG 
GAGAGTAAGGCCTTAGCCTGCCTCTGACCCCCAACTGCTGGGACTCAAGAGATGGTGGGTTTTCACTGGGTCAGAGTACTCCATTTGGGCTCAA 
ATTGGAAC AAGTTTTATAT AC ATCCC AC CCC AACCGCC AG AC C CTGTAAAATCT AAGT ACCAGC AGAG AC C CAGTCTCTAAAC AAAGTTTAAAA 
AAAAAAAAAAAAAATGAAGGTTCCGGATAGTGTCAGTGGAAGGCGTGAGGTAGGTAGGTGAATTGAATCACCTCATCTTGCTCACTGGTGGCTC 
ATCAAAACCCTTGTCATCCTTCCTATTTCTAGTGAGTGGGTGTCATGGGAAAGGCCCGAGCTATTGAAGTCTGAAACCACAGGTTTAAGAGGGG 
AGGCACTTTTTTAACTGAAAGCTGATTGCTGGAGGCTTTCGGTATCCGTTCTTTCCCACCGGGCAGTGTTTGGTATAAAAAGTACCGTGCCTCT 
TTAAAAACCCCAGACTTGTAGGTCTGGGGAAGAAGACCTTTGCATTACAAAAACAAGTTGAGTCATCTTTAACCTCTGTCTGCCCCGCCTTCTG 
CAGAGTGTCAGCACCTTATTAAATGGTGCCTGTCCCTGAGACCGTCAGATCGGCCCTCCTTTGAAGAAATCCGGAACCATCCGTGGATGCAGGG 
TGACCTCCTGCCCCAGGCAGCTTCTGAGATCCATCTGCACAGTCTGTCACCGGGATCCAGCAAGTAGCAGCCTTTCTGCTGCTGTCTGTCAGAC 
CCTCCAGGGAGGGAGAGCTTGTCTTCTGGCCTCCAACAGGACCCTGCGTGACGATGCAGGGACAGCAATGACAACTCATTCCAGACTCCAGGTC 
CCTGGAGGAGCCTCCCACAAGGGAAAGAGACTACTTCACTGGTCCTGGGCCCCTCTTTGCGCGCCCCGCCCCCAGACTCAGCGTCTAGTGTTGC 
TGGGCTCCCCTGAATCCATCCCTGGTTGGGGGTGGGAGTGGATCAGAGCCCTGTCAATGGAACTTTAATCACCATGGAGACTGGGTCACCAAGA 
TGGGCCAGGGGGGAGGGGAAAACAGTCTGGGGGGGTGGGATAAAAACTAGCACCATATTTAAGTCCCTGTCACCTCTTCCAACTCCTGAGTGCC 
TTCTGTGGGGACTCCGCCTGTGCTGGGAGAAATACTTGAACTTTACCTCTTACCTGCTGCTTCTCAAACTCTGCCTGGGTTTTGCTTCCTTCCT 
CTCCTCTCCTTTCCCATCCCCCACTTCCTATGAAAGGTGCCATGGGAGAGGCTACAGGGCCAACTGCTGAGCCACCTGCCCCTTTTCTGTCTCC 
TTTAGT AAAATTC C C AAG C AAACTGGT CTTCCTTTTTTGTTTCG ACTTAACTGTTTCAAAACCAAG ACCTCACACAGAACGCACAACCAATGCA 
AAAAAAAAAAAAAAAAAAAAAAAAAAAACCAGACAAGCTGTAAATGTGTGTATAGTTCCGGCATGGTAGCCTGCAAAAGGACTGTAGATGATAA 
CAATTTTAAAGAAGAAAAAAAAATGCCTTTAAGTTATTTTATGTGTTGGGGGGTTTGGTTTGGTTTTTTTTTTTTTTTTTTTTTCTTTTTTATT 
CTTTTTTGCTTGTTTTTGAAAGATGGCACGTTCTACCCCGGAAGTTTTAATGTATTTATTTATTTATTTATTTGGTTGCCTTCCTGTCCAAGCT 

ACGCTTGCTGGGGTGTTGGGGCTCCGGTGGGACAGCTGCTGTAGCCCCCTTCTCCAGGGGCCCCCTTGGCTGCTTGCTGGAGTGGGTCTAGGGT 
CTGCTGACTGTACATAAGACAGTTCCGGTGTGGTGTGCCTTCCGGATCCTCTCTGGGGCTGTGCTTTGAGCAGCGTGCAGCCCGCTGGTTTTAT 

CTGAGTAAAGTATACTGTACAGGGGAATAAAAGAGATCTTATTTTTTTTTTTTATACTTGGCATTTTTTGAATAAAAACCTTTGTCTTAAACCT 
TGAGTTTTCCATTCATTCATACAAAGNNNNNNNNN^ 

CAATGTGGTTGCAGGAATTACTACAGGTAGCACTTGAGAGTTTGATTTGGTTTTTGTTTTAAAGATTTTATGTATGTGAGTACACTGTAGCTGT 
CATCAGAACAGGGCATCAGGTCCCATCACAGATGGCTGTGAGCCACCATGGGGTTGCTGGGAATTGAACTCAGGACCTCTGGAAGAAGCAGTCA 
GTGCTCTTAACCATTGAGCCATCTCTCCAGCACCCTGGTTCTTGGTACCTCATAGCAGGGTTTCTCTTGAGCTCTAGCTGTAACTAGGGCTGTA 
GATGAGGCTGGCTTCAAGCTCAGACCTACCTGCCCGGCTTGGTGAGTGACCAGAAGCCTAGTGTTTTTGACACAAGGTTTGAAGTCTGTGTAGC 
CTTGGAACTTGATATGTATAGACCAGGCTGGCCTGAAACTCCTGGATCTGCCTGCCTTTGCCTCCTAAGTGCTGGGATTAAGGGCATGTATAGT 
TCCACTGGAAAAGATTTGGGAGCCACGAGTCCTAGCATCTTCCTAGCAGAGTGGTGTAATCCTATAATCCCAGCACTTGGGAACTAAGAGGATG 
AGAGTCAGGAGTTCAAGGTCAGTCTCAGTCTGGGATACTCGTGACTGGTCTAATCAGCTGGAAAGATGCACTCTGGTAGACAGGACCAAAGGAA 
TTCCTATACATTCAAGGCTGAGCCTGGGCTGGAGTTCCAGGTCTATCCTATCTCGATAAAAGGGGATGAGGATGGGCAGGGGAAGTGGAGAGAT 
GGCTCAGCAGTTAAGAATTCTTGCAGAGGGCCTGGGTACAACTTCCAGCACCCACATGGTGGCTCACAACCATCTGTAACTTCAGTTCCAGAGG 
ATCCAATGCGCTCTTCTGGCCTCCAAGGGCACTAAGCGTGCATTCATACAAATACACAGATAACACACCTATTAAGAAAACATTTCAGCCGGGC 
AGTGGTGG CG CATG CCTTTAATCCC AGC ACT CGGGAGG CAG AGGCAGG CAG ATTTCTG AGTTCAAGG CCAG CCTGGTCTACAG AGTGAG TTCCA 
GGACAGTCAGGGCTACACAGAGAAACCCTGTCTCAAAAAACCAAACAAGAAAGAAAGAAAGAAGAAAGGAATAAAGAAAGGAAGAAAGAAAGGA 
AGAAAACGTTTGCTGTTCTTGCAGGGGACCCAGAATTGGTTCCCAGCACCTGTATGACCTCACAATTGTCTGGAAGATGGGGCCCCCAGTTTGC 
CTCATGTTTGGTCTGAGTATGTCCTAATAGTTGAACCACTGCTGATCCAGGTCCTAAAAGTAATTCTTTCTTTCTTTCTTTCTTTCTTTCTTTC 

TCTCCTGTAGCCTAGGCTTAAATAGCCCAGGAGAGCCTTGAACTCCCGATCTGTATCTAGGATCTGGGGCTTGCTGCCACCACACCCAGGTGTA 

AACATTGCTTTCTTGTTGCTTTCTGCCCATTAGTAACAGTTCTAACATTCTTCCCTCCTGCAGGGGCATCTTGACCTCTTCCTCCCCTCTTGCC 

ATAATCTCTTAGGAACTTGGCCCCATTGCATTGCGCTTGTGGAGGATCCAGGCCACAGTGCCCTCCCTTCATCGAGAGATCTCCTCTACCACCA 

CATCTTGGACTAGGTCCCAAACCCCAGCACAGCCTCGGTGTGGCTCAGAAAGGAAGGAAGGATTTCTCAGCTCTTGGGGGCTGATTTTCTGAAG 

TTCCCCTTTTCCCTACCCTTCTGTCCCCTCCTCCTTCCTGTATACACACTGCCCGGCAGCTGGGTGTCTAAGCACACTGTGGGACCTTTCCAGT 

CAAGTTGCAAGTGAACAATTGAAAGTTGCTAGAAACTTTATTTATTTATTTCATGTATGTGAGTACACTGTAGCTGTCTTCAGACACACCAGAA 

GGGTGCATCAGATTTCATTGCAGATGGTTGTGAGCCACCATGTGGTXGCTAGGAATTGAAATCCCCTGCTAGAAATGAAATCCGGCAGAGCCTT 

GCCCTTCTTGCCTTTGAGATGAGTTGGGGGGGGCCTTTCTGTGGCTGTTGAGACTGCTGGGGGCCATACAGTGTGTCTGTAGAAAGTAGGTTCT 

CAGGGGCTAGAGAGAGGGCTCAGTGGTTAAGAGCACCGACTGCTTTTCCAGAGGTCCTGAGTTCAATTCCCAGCAACCACATGGTGGCTCACAA 

CCATCTGTAATGGGATCTGATGCCCTTTTCTGGTGTGTCTGAAAATAGCAACAGTGTACTCATATACATGAAGTAAATAAATAAATCTTAAAAA 

AAAAAGAAAGAAAGAAAGTAGGGTCCTCGCTAAGTAGAAGAGGTCAGAGGTTGTAGGAGATGCTTTTAGGTTCTGTTTGTTTTGTTTGTTTTTT 

GTTCTTTATGTAAACCAGGTTGGTCTTAAAGTCACAGAGATCTACTTGCCTTTGCCTTCCTGAGTGCTAGGGTTAAAGGTCTGTGCCACCACAC 

CCTGCATTATTTATTTTTTATTTTATTTTAATTTAATrTAATTTTATTTTTTATTTTGAAATAGCATCTCCTGCATTCTAAGCTAGACTTGAAC 

CCTGGCATGATAGGTGTGTGTGAGCTGAAACTAGGCATTTTTTGAGAAGGGGAAAGGTCCTTGATCTCTCTCTCTCTCTCTCTCTCTCTCTTTT 

TTTTTTTTTTTTTTTTTTCCAGACAGGGTTTCTCTGTGTAGCCCTGGCTGTCCTGGAACTCACTTTGTAGATCAGGCTGGCCTCGAACTCAGAA 

ATCTGCCTGCCTCTGCCTCCCGAGTGCTGGGATTAAAAGCATGTGCCACCACCGCCCGGCGTGGTTGTCACTTCTAAGGAGTAAGAAGAGGGTT 

GTGATCTGGGGAGAGGGACCGGCCCAGCTATCTTCGCATTAGTTCCCATCCAAGAGATGGAGACAGATCTGTTTATGTCCCTGTTGATTTGCTT 

TTTAGCTGTATGACATGTTGTGACATTATGGACAGACCTGTGTTTCCAGGAGGCAGAGATGGGGATGGATGTCCTTGGCGGAAGAGATTGGGAA 

ATCTCCCCAGGGAAGGCAGCTTCTCACTGTTTTGTTTTGTTTTGAGTCAGGGTCTCCATACATGTAGCATGGGCTGGGTTCTGATGCTATGGTG 

CCCTGGGAGCTCAGAAAACAACTTGNNNNNNNNNNNWNNNI^NNN^ 

^^^^^ 

NNNNNNNNNlNTbJNNNNNNN^ 

NNNNNNNNNNNNNNWNNN^ 
NNNNNNNNNNN^^ 

GGTTCTTGGAAACCCTCACCACAAGGACCTATCGAGAGCAGTGTTGGAGCAGATATGGCATAGCCCTCCCCCCCCAACCCCCCCCAGTTCATTT 
CCGCAATGGCCTGTGCTACTAACCCCGATTGCCAACAGCGAGGTTGCAGTGACCCCTCCAGTGGTGGTGTGAGGGAGTGGAAACGAAGCAGAAC 
TC AGG CC AAG ATG AGG AGACC CCGTATT ATTTTAATTTACAGTAATAGG ACTTCCAATGTGCAG AATTCTTGG TGA CCTTAGG TCTGGG ATA CA 
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GTACAAGACCGGCTGTTATTGAATTGTATCCTGTTGTTTGGCGAGTCTAACACCAATAGCAAGCAAGTTGGTGGTGTGGCTCAGTGGGTAGAAC 
GCTTACCAGGCATGCACGAAGCCCTGGGTAGGGTGTTTTTTTTTTGTTTTGTTTTGTTTTTTTACTTATTATATGTAAGTACACTGTAGCTGTC 
TTCAGACACACCAGAAGAGGGCATCCGATTTCATTACAGGTGGTTGTGAGCCAGCATGTGGTTGCTGGGATTTTGAACTCAGGACCTCCGGAAG 
AGCAGTCAGTGCTCTTAACCCCTGAGCCATCTCTCCAGCCCCCTGGGTAGGGTTTGTAATGCCTGTGCTGGGGAGGTAGAAGCAGGAGGCCCAG 
ATGTTCAAGGTCATGCTCAGCCTGCATTATAGGCCACCCTGGACTACAGGCAGGACAGTAACAGTCACGTCTATGTGACCCGATGGTTTTCTTA 

GTGGCCCACGCCTTTAATCCCAGCACTTGGGAGGCAGAGGCAGGTGGATTTCTGAGTTTGAGGCCAGCCTGGTCTACAGAGTGAGTTCCAGGAC 
AGCCAGGGCTGCACAGAGTAACCCTGTTTTGAAAACAACAACAACAAAGAAATAAATGCTTTTACATTCATTTACTTTGATGTTGTTGGTTTTA 
AGATTTATTTTCAGTTTGTAATTATTTGTGCAGTTGTGTGTGTCTGTGCGGGGGTGTGCCTACAGTCGGGCACAAGTACTTGCAGAAATCAGAA 
GGGGACACTGGACCCTCTGGAATTGGAGTTGCAGGCAGTTGTGAGCTGTCAGATCTGAATGGTGGGAACCAAACTTGGACCTTCTGTAAGACTG 
GTATGTATCTTAAGCCCTGGACTATCTCTACTGACCCCATCCGTGATCATGATCGTGTCACCATCACCATCATCAGCACCACCATCATCATCAC 



CTGGACTCAAATAGTGCTGGGGACAGAACCCAGGGTTCCTGCAATGCTAGGTAAACCCTCTTATCAACTGAGCCACATTGCCGCCAGCCCATGA 
GTTT.TGAATAAAGAATTAATTTTGTGTTTTCCAAAGTTTTGTCATTGTATATAAAATACCCTTTTAATCTAACTCCCTGGAACCATGAGGGCCC 
ACATGAAATCAGGGGCAGTAGCAGCGTGGTGTGTAAGGGACCCTTCCTTGACTTGGAGACATATTGTCACAGTTGAATTCCGCTCCAACTTTGG 
TGTTCACGTGACCTTGGCAGATATTTAGTTTCTGAGTTTTGTTTTTTTTCTTCTCATCCACGACAGAGAAATGGTCCGGAGTTTGTGAAGCCTG 
TGCCACCCAGCCAACGGTCATTGGTACAAATGAGGCACAGCTTAAACAGGACACCGTCGAAAGGAGATTTTAGAATGAGCTAGTCTGAATCTCG 

GTTTATTCGGCTGTGAAAGGCTGTCAGAAACACACCCTACTGAGCTAATGCTTAAAATGCATGCAGTGTCTTATGTGTATAAATTACCCCTGGG 
TAAAATGACTTAAAAAAAAAAAAGTTAATTTCTTTTCCTTTTCCCCATCAATGAAAACACGTCGCTGAGCCAAATATACCACGGAAGTCTCCTT 
TCCGGTTAGATTATTCATGTGAGTGCGAACATTCTCCCCGTGGATTGATATAAATAAATGAGAATTGGCTTAATTTCCCACCTTACTTTCTGAC 
TGTAGTGCAAAATTAGAGAGATGTGTCATCAGGGGGTGGAGGGGGCCGACGCTGCGACCACGCTACGACGGAGATAAACTTAAACGCCGCATTT 

GCGGTGGCGGAACATGTCTGGGAACCTCGCACCTTGGGAGGTAGAGGCAGGAAGGTCAGGCAGCCAACACTTGGTGAGTTCCACGCCAGCCTGG 
GCTATGTGAGACCCAGTTGGTAAACAGCAAAGCGAGATGGTGCGGTGCGGCACAGGCTGACAGCTCTGCAGTAGCCAAAGGAATCACGTGATCC 
ATCTGGTTCTATCTCCCATCATCCCTCATTTGTTTCCCCTTTGGGGTGAAATGTACACATGTATCTTTGAAGGAATTTTTTTCTTTAATATCTA 
CTATTAACATTTTTGCTTACAACTCCTTGGCTTTTATTGTCTCCACACCTAGTCAAAGAGAAACTAGACATTTTAATCTATTTTTCAGGTAGCC 
ACGTAACTAGAGATGAGAAGATGAGAACGGATTTTGCTGTAGATGTCTATCCATCTCTGTGTCTTTGGGTTTTTTAAGATTTACTTTATTATAT 
ATACACAGTGTTCTGCCTGCATGTATGCCTGCAGGCCAGAAGAGGGCGGCAGATCACCTTATAGATGGTTGTGAGCCACCATGTGGGTGCTGGG 
GATTGAACTCAGGACCACTGGAAGAGCAGCCAGAGCGCTTAACCTCTGAGACATCTCTCCAGCGCAGTCCATCCATCTCTATGCATATGTAGGT 
TAGGAGTAGTGCAAGGTCAGAGCTCAAGGTCCTAAGCAGGTGGTGCACACTTGTCAGCCTAACTCTAGGGAAAAGGAGGCACGAGAATCAGGAG 
TTCAAGGTTAACCTTGGCTATGTAACAAGTCTGCAGCCAGTTTGGGCTCCAAGAGACGCTGTCTTGGTAAAATGAAGGTGATAAGCACACTTGC 
TGCTCATCCAGAGGACCCAAGTTCAAGTCCCAGCACCCACACAAATTGGAGGGCAAATTGGTATTTAATTATTTACTATCTGTTTGTGCTATTG 
GGATTTAGAACTGAGCTAGGCAAGTGCTCTACTCCTGAGCTCCACGCGTTGCTGCAGTCTTACATATCCAGGTGAGCACGTGGAGGTCAAAGGA 
CAACTGGAGAATTGCTCAGAAGTAAAGAGCACTGGATGCTCTTCCAGAGGTCTCAAGTTCAATTCCCTCACCCATATAGTGGCTCACAACCATT 
TGTAATGTGAGCCAGGTCTCTCCTGGCTCAGGGGTGCAGGGTGCAGGAGGTCTAACTTAGCCCTCTCGTTTACTTTGTGCCACAGGGTCAGTTG 

TATATTTTAAGGGGGTGGGCTGTGGATCAGGGGAGTGGGAGTCATTTCTTCTAATCATTTTGGTCCCGGGGATGTAATTCAGGTCCTCATCTCT 
CTCTCTGTCTCTCTCTCTCTGTCTCTCTGTCTGTCTCTGTCTCTCTCTGTGTCTGTCTCTCTGTGTCTGTCTCTCTGTTTCTCTGTCTCTCTGT 
TTCTCTGTCTCTCTCTCTTTGAGACAAGGTATCCCTGGGTGATGTGAAACTTGCTGTGTAAACCAGACTGGCCTCAAGCTCATAGGGATCACCT 
GCCTTAGCTTCCCAGTGCTGGGGTTCAAGATGTACAAGGCCTGGGTGGAGAGATGGGTCAGTGGTTAAAAGCACTGACTGCTGTCCCAGAGGTC 
CTGAGTTCAAGTCCCAGCAAGCACATGGTGGCTCACAACCATCTGTAATGGGCTCTGATGCCCTCTTCTGGTGTGTCTGAAGACAGCTACAGTG 

TACT CAT AT 

MOUSE SEQUENCE - mRNA 

TCTAGAGTCGACCTGCAGCCCAAGCTTCCTTAATGGAATCTTCTGGTTTATTTATTTGTCACCTTTGGCCTTATTTTTTCCTGTGCTCACTTAA 
TATCCTGGTTGCTGTTGTTGTTGTTGTTTTGTCTGCTTGGTTTTTTTTTTTTCTTCGCTTGTTGATCATGAACCCCAGGCATGCTAGATGACTA 
TCTGATCATTGAGCTACATCCTCAGCCATAAGGCTTTTCCTTTTGACATATGGTCTTGGTTACACCACTGTCTGGCTTCACTATACTGCTCAGT 
TTGGCAGTCCTCCTGTTTCAGCCTTCCAAATATTAGAATGACAAGGATGACCCACTACATCAGGTTCATGAATTGCTGTTAAGTGTTCTTTACG 
TTGGGTCATCTCCCATCAGAAACGGTTGGATAAAGGGTGGTTGTGCTTGCAGTGTGGGCAAGAGGGAAGGCAGAAGCAAACGATCCATGAATTT 
G AGAACTGTC CTGGCTTTGG C ATGC ACAGTG AGATTGT ATATTAAGAAGC AGAAAAAGGAAAC AAAGCAGGT AGACAGTATAAAT CAACGAAGA 
GATAGCATACAGAAAGTCTTCTTGTTTTAAGGCAGGATCTTTTGTGTCTCTGACTGACTTTGAACTTTGACCTGACTCTACCTCTTTGTCCTGG 
GATCAAAAGTACCATTTATGCAGTGCCCAGGGATCAAACCTAGGATTTTCTTCTGTATGCCAAGCAAGGACCCTACCAACCGAGCAGCATCCCC 
AGCCCAGAAAGATTTTTTTTCTTTGTAAGAACCCCACATGACCATCAGATGGGCGGCAGTGAACGAAGGCTTAGAATTTGTTCAGCAAAAAAAT 
GTGGAAATACACGCGCCTTGTTCAGAACGCAAGGCTTTGAATAAGCGACAGGACTGGAGTGTATGTAGGTTGGTGACAGGGTGCATGTGTAAGA 
CCCTGGATTTCCCAACATCAGACACATTGCGAGAAGAGGACAGGGCACTTTGGACAGGTGGACTTAGTTTTCAGAGGCACAAAGTCTGGAATGT 
GCTGGGAGATTGAAAACAAGTGGAAATAGTCCTGTTTGGACAGAGCTGAGGGCCTGATAGGGAACTGGAGGTAGTTGTACTGGTGTTTAACACA 
TATTTATTTATAGACAGAGTTTCTGTTTGTAGACAAGGCTGGCCTGGTTAGAATGTTGTGGTTTTAACGTTGGGCACCACTCTAGGCATACCTG 
TTTTCTGATTGCCTGCTCAATACCAGTGCCATAGATGTTTTTAGGCTGATTAAAGGGAGAGCTCTGAACCCTCAGGAGCAGAATTTGGGCCATT 
CTCTCTGGTGTCGTATGACCCTGTGTCATCCCAGTGACGAGTCATTTTCCTATCTGCAAAAAAGGAAGTAATTCTCCTTCCCCTGGGTTTTTCT 
CGTTT CGT C ATC AGAAATGAATGAGTTAGT C CAC AGAAC AC AAAC AAAGGG AAAT ATGT AATGTTTTGTAAGAGGC ATC C ATAAAAGTT ATGGA 
GTCTCTGGGCATCTTTATAAGCAGCATGGAAAACTTGTAAAGGAAGCATTTAAACGCGTGCGCTAATGACTACATCCACAACAGGCTCGTTCCT 
CCTTTAAAGATCTCTCAGACCTAAGAACAACAACAAAAATAACGAACAAGGGGTGTAGCTGGGTGTCCATGACTCTGGCCACCAGTATCTCAGT 
TTATATGGATTACACAGAATGAGAGTTTACCCATTTCCACACGTCGTTATCAACTCTCCATGAAGTTCAAAAGGACAAAAGATGAAAGCGGACT 
CGGCTAGCTTTCCGTGGTATTTCCACGTGCATGTGGGGACTTTCCTTTGAGACAAGGCTGGGGTGGGGGCCAATAATATCTGGTATCGCCTGAC 
TGCTAATACCAAGCTGATGAGAAGGTAACTACCGCAACAACCTCTGATTAAACCCAGCGGCACCCTCCCACCCTCGCCCGCGATCAGGAATTTT 
CCTGCTCCTCCCGCCCTCTCAGAAGGGGCTGAGGCAGCATTTGGCAAGAGAAAGCTAACGTTTGTGTCGTGATTTCCTCTCTCAGGCGCTCGGA 
CATGGACCGAGGGGATCAGGTACCCCGGGTCCCTTCTAATTCTCTCTGCATTTCTAAATTGAGAATCTTTGTCACCGGCTCCTCGCATCCCAGG 
TCTCCCCCACTTTTCCTCGCAGGCCTGTGACTGGCCTCGGTGTGCAAAATGCCGGTGACTCACGTCTTGCACAGCCTTCGCCCCCAAAAACACA 
ATCATCACCCCCAGGATCTAGCGCACATAGCATCGTCAACCCGCCCCAGCAGCCTTGGAGGTCTCCGGGCTGAGTCACACCAGAGGACCACCCT 
GGTCGGCATCCACACACACGCGGTCCCTACTCATGGCTTCCGCGCCCGCCACACCAACGCCCTTCCATTTCTCACAACTTGCTACGCTCCAGCT 
CCAATCCTCGACCCCCCTCCACAACCCAAATCTCCGGGAAACACAGAGCCGGCGGAGCTGGCCTCGGGCGGCCTTTGATGGCTTTGTTATTGTT 
TGGGTTTGAATCGATACCCCCTCCCCATCCTTCCACCCCCGCCCGCGCGCGCCACCCAGCTCCCGCCTCCCTGCACGCCCAGGCCCCTCCCCCT 
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CCGTTTTGGCGCCTTTTCCTTCCCGCCAGTCGGCTTAGACCATTCTGACCGCGAGGCGAGAGGCGGGGCCCGCAACGCCTTATGCAAATAGGGC 
GTCTTCTGGTTGGCTGAAGCGCGCCCGAGGGCGGGGCCGGGGAGAGGGGTGTAGCCGCGAGGGGGCGGAGCGGAGGGGGAGGGCCCTGGTCCCG 
CCGCCTCCCCGCCCCCTCTCCGCCCTCCGCGCCGAGCCAGCCCGGCTCCCCACCTCGCTCCCGGAGAGGCCCCGCCCCGTCCCCGCCCGCCGCC 
GCCCTCCCCAGCGGCGCGTCCGCCCCTTTACTCCTGGCGGCGGGGCGAGCCGGGCGTCTGCAGCAGCGGCCGTGGCGGCGGAGGAGGCTGGAGG 
GGAGTCGGCAGTGCCGGCGGCGGGATCGGCAGTAGCAGCAGCAGCAGCAGTCACAGTCAGCAGCAGCCCTGGGTCCCGCAGCGCCTCTCGCCCT 
GCCGGCTCCCGCACTGCCTGACCCAGCCGGCGAACCCGCCCGCGGCCAGCCCCGCCAGCGCCCTCAGTCGTCCTCCGACTCGCCCTCGGCCTTG 
CGCGCCAGCCGCAGCCAGAGCCGCAACGCCACCCGCAGTCTGAGTCCCGGCCGTCGCTCAGCCCCAGCTCGCTCCGCCGCCGCTGCTGCTCGTC 
CCGGCACGGGCGCCGCACCGACACCCTGGAGGTGGGGATGCTCCTGTCCAAGATCAACTGCCTGGCCCACCTGCGCGCCCGCCCCTGCAACGAC 
CTGCACGCCACCAAGCTGGCGCCGGGTGAGTGTCCCCACCCCACCCTGGGCGCGCGGGTCGTTGGGACGCCGGGAGACCCCCGCGTGGGTCGAG 
CGGGCTGAGTGTCCCGTGCCTCTTTCCTAGGCAAAGAGAAGGAGCCCCTGGAGTCGCAGTACCAGGTGGGCCCGCTGTTGGGCAGCGGTGGCTT 
CGGCTGGGTCTACTCTGGCATCCGCGTCGCCGACAACTTGCCGGTGAGTGGGCAACGCCGCCTCGGGGAGGGCGCGCGGAGGGATGCTTTGAGC 
AGGAGGGTCTGATGGAGACTCGGGGGTCTTCTTCCAGGTGGCCATTAAGCACGTGGAGAAGGACCGGATTTCCGATTGGGGAGAACTGGTGAGT 
GAGCCGGAGCCAGAGACCCTCTCATGGGTGGGTGGGTGGCGACGGGCGTGGCGGAACCGGCGCGCTAACCCTCGCCCTCACTCTGCAGCCCAAT 
GGCACCCGAGTGCCCATGGAAGTGGTCCTGTTGAAGAAGGTGAGCTCGGACTTCTCGGGCGTCATTAGACTTCTGGACTGGTTCGAGAGGCCCG 
ATAGTTTCGTGCTGATCCTGGAGAGGCCCGAACCGGTGCAAGACCTCTTCGACTTTATCACCGAACGAGGAGCCCTACAGGAGGACCTGGCCCG 
AGGATTCTTCTGGCAGGTGCTGGAGGCCGTGCGGCATTGCCACAACTGCGGGGTrCTCCACCGCGACATCAAGGACGAGAACATCTTAATCGAC 
CTGAGCCGCGGCGAAATCAAACTCATCGACTTCGGGTCGGGGGCGCTGCTCAAGGACACAGTCTACACGGACTTTGATGGTGAGCCAGGCCCCG 
GGGAGGGAGCTGCCCAAGGTGCCGGCCTGGAAGCCTCTGGCGGCCTCGGCTCCGGCCCTTTGTAAAGGTCATTGGGCCGCCTGGCTCAGAGCTG 
GCAGGGGTGGGGCAGAGGCGAGCTTCCCGGGATAGTACAGCCGGGGATTTCGAGCTGGTTGAACGAACCTGCAACATTTCTGGCGTGATTGGGG 
TTTTGTTGTTGTTGTTGTTGTTTTTGTTGTTGCTGCTGGTGTTTGCTTGTTTTTCTTTTCAGCAGGAATTTATTAAATTCCATGCTTTCCCGGT 
GAATAAGAGGTCGTGGGTAGCCGGCTGTAGCCCAGATTTCTAAAGTATGACCCACTTTTCCCTCCAGTAGGAGGTGGAGCCGTTGGTGGCGGGA 

GAACTGCAGGGTTTTGTTTTGTTTTGTTTTGCTTTTGAGGGTAAAGGAATAAGAGCCGCGGTTTCACCCCACTTGGGGGTGTTGTGGGGTGAGG 
AGGCCTGGAATGAATGTTGTGAAATAAGATCTGTTGCTGGTTTGAAAATTAGTTGGGAGTCTCCGCTGGGAGGATGAAAACCTATCTACCATAG 
G GAG G G G C T T G GAT CGCGTTCTTT C AG C AG TG GAG GG C AG G AAT AGT AG AT C AAAG C G C G AGG GT G G GT C AC GAT CCGAGTGG CTCACC CGG AC 
AAACTATGGCCTTTCAAAACTTGTGACTCTGGCTTGTGGTTTGAATTTCTTTGGAGGATGCCGGGCTGGGCTGCGTTTTTTGTATTTAACAGTT 
AATGGCTGGCTGAGTCCTCCCCTGTGTTTTCCCCCCCTGGGCAAGTCTTTGCTGCCCCCTGTTGAGCACCACGAGGCTAGCACCTTTTTTTTTT 

GTGCAGTGTCTATGCCTTGCTTGCATAGAACCCGGAGGAAAGCACACCCTGAGTTAGTTGTGTATAAAGGCCCTTACCTGGGCCCGGTCTAGAT 
GAGACTGGTGTGGCAGGGCCTGGGGTCCTTGTAGTTAAAGGCTAACCCACTGAGTGGCCTCTAGACTTGAGCTTTTCGGTGGCTTTATTTGTCT 
TTGGGCCGATGTGTAAGGGATTTGGGTTTAGGGTTTTTGGGCTCCCAGAGAGCTACCATATCATTTCTTCATTTTCTGTCTGGACCAGAGAGGC 
AGAGATGGAGAGAAAAAAAAATATGGTTGTTTTAAAGTCAAATCTGCCTGTCTGCCTCCTGAGAGCTGGGATTAAAGGCATGTGCCACCAAACC 
CGAGCCAGGCAGTGTCTTTATTAAAAAATATTTGAAAACCTAGTGGAGGTGGTGGTTCTTGCTTTTAATCCAGCCCTTGGGAGGTAGAGGTAGG 
CAGATCTCCGAGTTCAAGGCCAGCCTGGCCTACAGAGTCACTTCCAGAGCTACACAGAGAAACTTTGGAGGAGAAAAAAAAAATTAAAAGAAGC 
GGCTCAGACTAGCTGCTTTGTTAACTTTTTTTTTGCTAATGCTGGTTTCTTTCTATTCCCTCTGCTGGTAGGGACCCGAGTGTACAGTCCTCCA 
GAGTGGATTCGCTACCATCGCTACCACGGCAGGTCGGCAGCTGTCTGGTCCCTTGGGATCCTGCTCTATGACATGGTCTGCGGAGATATTCCGT 
TTGAGCACGATGAAGAGATCATCAAGGGCCAAGTGTTCTTCAGGCAAACTGTCTCTTCAGGTAACTTCCCTCAGACACCCCCAATCCTTCCCAA 
ACCCTGGTTCAGGGTTGGTTTGGGGATTACAAGAGTGAGAGAGTATTCCTATCCACCTTTTTATTTTTATTTATTCATTTTCTTTGGGGGAGAG 
TAAGGCCTTAGCCTGCCTCTGACCCCCAACTGCTGGGACTCAAGAGATGGTGGGTTTTCAGTGGGTCAGAGTACTCCATTTGGGCTCAAATTGG 
AACAAGTTTTATATACATCCCACCCCAACCCCCAGACCCTGTAAAATCTAAGTACCAGCAGAGACCCAGTCTCTAAACAAAGTTTAAAAAAAAA 
AAAAAAAAATGAAGGTTCCGGATAGTGTCAGTGGAAGGCGTGAGGTAGGTAGGTGAATTGAATCACCTCATCTTGCTCACTGGTGGCTCATCAA 
AACCCTTGTCATCCTTCCTATTTCTAGTGAGTGGGTGTCATGGGAAAGGCCCGAGCTATTGAAGTCTGAAACCACAGGTTTAAGAGGGGAGGCA 
CTTTTTTAACTGAAAGCTGATTGCTGGAGGCTTTCGGTATCCGTTCTTTCCCACCGGGCAGTGTTTGGTATAAAAAGTACCGTGCCTCTTTAAA 
AACCCCAGACTTTGTAGGTCTGGGGAAGAAGACCTTTGCATTACAAAAACAAGTTGAGTCATCTTTAACCTCTGTCTGCCCCGCCTTCTGCAGA 
GTGTCAGCACCTTATTAAATGGTGCCTGTCCCTGAGACCGTCAGATCGGCCCTCCTTTGAAGAAATCCGGAACCATCCGTGGATGCAGGGTGAC 
CTCCTGCCCCAGGCAGCTTCTGAGATCCATCTGCACAGTCTGTCACCGGGATCCAGCAAGTAGCAGCCTTTCTGCTGCTGTCTGTCAGACCCTC 
CAGGGAGGGAGAGCTTGTCTTCTGGCCTCCAACAGGACCCTGCGTGACGATGCAGGGACAGCAATGACAACTCATTCCAGACTCCAGGTCCCTG 
GAGGAGCCTCCCACAAGGGAAAGAGACTACTTCACTGGTCCTGGGCCCCTCTTTGCGCGCCCCGCCCCCAGACTCAGCGTCTAGTGTTGCTGGG 
CTCCCCTGAATCCATCCCTGGTTGGGGGTGGGAGTGGATCAGAGCCCTGTCGATGGAACTTTAGTCACCATGGAGACTGGGTCACCAAGATGGG 
CCGGGGGGGAGAGGAAAACAGTCTGGGGGGTGGGATAAAAACTAGCACCATATTTAAGTCCCTGTCACCTCTTCCAACTCCTGAGTGCCTTCTG 
TGGGGACTCCGCCTGTGCTGGGAGAAATACTTGAACTTTACCTCTTACCTGCTGCTTCTCAAACTCTGCCTGGGTTTTGCTTCCTTCCTCTCCT 
CTCCTTTCCCATCCCCCACTTCCTATGAAAGGTGCCATGGGAGAGGCTACAGGGCCAACTGCTGAGCCACCTGCCCCTTTTCTGTCTCCTTTAG 
TAAAATTCCCAAGCAAACTGGTCTTCCTCTTTGGTTTCGACTTAACTGTTTCAAAACCAAGACCTCACACAGAACGCACAACCAATGCAAAACA 
AAAAACAAAAAAAACAAAAAAAAAACCAGACAAGCTGTAAATGTGTGTATAGTTCCGGCATGGTAGCCTGCAAAAGGACTGTAGATGATAACAA 
TTTTAAAGAAGAAAAAAAAATGCCTTTAAGTTATTTTATGTGTTGGGGGTTTGGTTTGGTTTTTTGTTTTTGTTTTTTTTTTTCTTTTTTATTC 
TTTTTTGCTTGTTTTTGAAAGATGGCACGTTCTAGCCCGGAAGTTTTAATGTATTTATTTATTTATTTATTTGGTTGCCTTCCTGTCCAAGCTT 

CGCTTGCTGGGGTGTTGGGGCTCCGGTGGGACAGCTGCTGTAGCCCCCTTCTCCAGGGGCCCCCTTGGCTGCTTGCTGGAGTGGGTCTAGGGTC 
TGCTGACTGTACATAAGACAGTTCCGGTGTGGTGTGCCTTCCGGATCCTCTCTGGGGCTGTGCTTTGAGCAGCGTGCAGCCCGGTGGTTTTATC 
TGAGTAAAGTATACTGTACAGGGGAATAAAAGAGATGTTATTTTTTTTTTTTATACTTGGCATTTTTTGAATAAAAACCTTTTGTCTTAAACCT 
TTGAGTTTTCCATTCATTCATACAAAGATGTATGCTTGGTACAGAGCCAGGTAGACTGGGCACTTTCAGACTAGATCTGATTTCCTGCTGGGGC 
ACAGAGAAGTACCAGGCTTTCTGAACAAACGATGCTGGATAAAACCCAGGCCTTCCGTGCCCACTCTACCAAGGAAACTCCCTGACTATGACCA 
ATTCCCTTTAACAAAAGTTTAGGGATTGTCACCTTTTCAAAGCAGGTGCAACCAAATTACAGCACCAGGAACATGGGGACAAGACTTGGCTAGG 
ACTAAATTTTTCTGACGTGTCATGTCAGAGCTAGCATCGAACATTTGAGTTCCATCAGACAATGTGGTTGCAGGAATTACTACAGGTAGCATTT 
GATTTGGTTTTTGTTTTAAAGATTTTATGTATGTGAGTACACTGTAGCTGTCATCAGAACAGGGCATCAGGTCCCATCACAGATGGCTGTGAGC 
CACCATGGGGTTGCTGGGAATTGAACTCAGGACCTCTGGAAGAAGCAGTCAGTGCTCTTAACCATTGAGCCATCTCTCCAGCACCCTGGTCTTG 
GTACCTCATAGCAGGGTTCTCTTGAGCTCTAGCTGTACTAGGGCTGTAGATGAGGCTGGCTTCAGCTCAGACCTACCGCCCGGCTTGGTGAGTG 
ACCAGAAGCCTAGTGTTTTTGACACAAGGTTTGAAGTCTGTGTAGCCTTGGAACTTGATATGTATAGACCAGGCTGGCCTGAAACTCCTGGATC 
TGCCTGCCTTTGCCTCCTAAGTGCTGGGATTAAGGGCATGTATAGTTCCACTGGAAAAGATTTGGGAGCCACGAGTCGTAGCATCTTCCTAGCA 
GAGTGGTGTAATCCTATAATCCCAGCACTTGGGAACTAAGAGGATGAGAGTCAGGAGTTCAAGGTCAGTCTCAGTCTGGGATACTCGTGACTGG 
TCTAATCAGCTGGAAAGATGCACTCTGGTAGACAGGACCAAAGGAATTC 
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ATGCTCCTGTCCAAGATCAACTCCCTGGCCCACCTGCGCGCCCGCCCCTGCAACGACCTGCAGGCCACCAAGCTGGCGCCGGGCAAAGAGAAGG 

GGTGGCCATTAAGCACGTGGAGAAGGACCGGATTTCCGATTGGGGAGAACTGCCCAATGGCACCCGAGTGCCCATGGAAGTGGTCCTGTTGAAG 
AAGGTGAGCTCGGACTTCTCGGGCGTCATTAGACTTCTGGACTGGTTCGAGAGGCCCGATAGTTTCGTGCTGATCeTGGAGAGGCCCGAACCGG 
TGCAAGACCTCTTCGACTTTATCACCGAACGAGGAGCCCTACAGGAGGACCTGGCGCGAGGATTCTTCTGGCAGGTGCTGGAGGCCGTGCGGCA 
TTGCCACAACTGCGGGGTTCTCCACCGCGACATCAAGGACGAGAACATCTTAATCGACCTGAGCCGCGGCGAAATCAAACTCATCGACTTCGGG 
TCGGGGGCGCTGCTCAAGGACACAGTCTACACGGACTTTGATGGGACCCGAGTGTACAGTCCTCCAGAGTGGATTCGCTACCATCGCTACCACG 
GCAGGTCGGCAGCTGTCTGGTCCCTTGGGATCCTGCTCTATGACATGGTCTGCGGAGATATTCCGTTTGAGCACGATGAAGAGATCATCAAGGG 
CCAAGTGTTCTTCAGGCAAACTGTCTCTTCAGAGTGTCAGCACCTTATTAAATGGTGCCTGTCCCTGAGACCGTCAGATCGGCCCTCCTTTGAA 
GAAATCCGGAACCATCCGTGGATGCAGGGTGACCTCCTGCCCCAGGCAGCTTCTGAGATCCATCTGCACAGTCTGTCACCGGGATCCAGCAAGT 

AG 

HUMAN SEQUENCE - GENOMIC 

GGCTAATTTTGTATTTTTAGTAGAGATGGGGTTTCTCCACATTGGTCAGGCTGGTCTCGATCTCCCGACCTCAGATGATCTGCCCGCCTCGGCC 
TCCCAAAGTGCTGGGATTACAGGCATGAGCCACCGTGCCTTGCCAACCCGTCTCTTTAAAAAAAATTTTTTTTACGGCCAGGCACGGTGGCTCA 
CGCCTGTAATCCCAGCACTTTGGAAGGCCGAAGCAAGTGGATCACTTGAGGTCAGGCGTTCGAGGCCAGCCTGGCCAACGTGGTGAAACCCTGT 
CTCTACTAAAAATACAAAAATTAGCCAGGTGTGGTGGTATGCGCCTGTAATCTCAGCTACTCGGGAGGCTGAGGCAGAAGAATTGCTTGAACCA 

TTACAATATGATCTCTGCACTTGAAGAGCTGATGGTCTCATTGGGGAAACATGAGTCCTTTCAAAGTGGGTATTAAATTAATGCTTGCTGCTCC 
TTAAAATGATGCTATAATGACAGTAACTACTTAGATAACAAAAGAATATGATTGTATCAGATTAGTATTACAAGTAACTGCTGTGAGTTTAAAA 
ACTATTGGCTGGAGTGGTCAGGGAAAGCTGTAAGAAGTCCAAATGGCCTTCAGTTGGTCTGAAAGGACAGACAGAATTTGGGGATGTGTGTGCA 
ATTTGGGTTAAAGAATGTAATCTGTGTTGTCTTTAAGCCCTGCATCAGAGGACCAGCTATTTGCCAACATAACTCCCATTTACAAGAGTAACTT 
CAGATAAAACCCTGATGACTGCCAAGTCTGACTTTCTCATCTAGTGAGTGGGTGTCTCTCTAATAAAGTAGCATCACTGAACACAGAAGCAAGC 
TTAACCTATCCAGGGAAAAGTGACACCATTTCTATAAAGGGAACAGCACAGCTCCCTAGTTCTCCAGAGTGAGCAAGATTGTATTTAGACATGC 
AAAGAATCTCTGACAAAGTAATACATTGAAGGCCATAAAAAACAGCTCTGTATCTGTAGTATAGTTGTTCTAGTTCTGGCTGTGGTGAGCTGTC 
ATGTTTGTTTTAGCAGCATGCCACCTAAAAAGAGAAGTAAAACAGAGTTGGAAAAGAGGAAGTATATGTTGAAAATGTAAGTTTCTCCAAATTA 
TTG AGTAGATTT CGTC C AAT AATGTTACTAC ATGTCTTTTTTATCATTTGGAACTTGGAAC ACTCTGTGT ATTAAC C ACGATATAAGCAAATAT 
TCCTAAACTATAAGCTTCAAAGGATTATTTGAATAGAGAATCTTCCTAGTTTCTTCTTCAGTAGACTGAAATAGCCAGGCACAGTGGCTGACGC 
CTGTAATCCCAGCACTTTTGGAGGCCGAGGTGGGCAGATCACGAGGTCAGGAGTTCGAGACCAGCCTGGCCAACATAGTGAAACCCTGTCTCTA 
CTAAAATCACAAAAAGTAGCTGGGCATGGTGGCGCGTGCCTGTAGTCCCAGCAACTGGGGAGGCTGAGGCAGGAGAATCGCTTGAACCTGAGAG 
GTGGAGGTTGTGGTGAGCCGTGATCGTGCCACTGCACTCCAGCCTGGGCAACAGAGGGAGACTCTGTCTCAAAAAAAAAAAAAAAAGACTGAAA 
TAAAATATCTGTCATCTTTTGCAACATGACATCAGGAGCTCCTACTAATTCTCTCTGGCTTCTTGCTTTTGATTTAAAAACTTTTGAGGCCGGG 
AGCGGTGGCTCACGCCTGTAATCCCAGCATTTTGGGAGGCTGAGGTGGGTGGATCACAAAGTGAGGAGTTCAAGACCAGCCTGGCCAAGATGGT 
GAAACCCTGTCTCTACCAAAAATACAACAATTAGCTGGGTGTGGTGGTGCACACCTGTAATCCCAGCTACTCGGGAGGCTGAAGCAGAAGAATC 
GCTTGAACCCATGAGGCAGATGTTGCAGTGAGCCGAGATCGCGCCACTGCACTCCAGCCTGGGTGACAGAGCGAGACTCCGTCTCAAAAAAAAA 
AAAAAAAAAAAAGAAACTTTTATTCATTCATTTCATGCGTATTGGGGAATACAAAAAAACAACACAAAGCATCTTTTGCTTCACTTCCTGACTC 
TACTCACCGTGTTCTCTCTCTCCTTCCTACTTACTCGTATTTTACTCATTAAGACCTGAGTTAAGATCTACATCCTCCATGGAGCCTCCCCGGA 
CCTCTTCAGCCTCCTCTGAACCTTGACTTTGTGGATGATGCTATCAGAACTTAATCACAGAAGACCTTGTTAAATCTCTTTTTTTGTTTGTATG 
TTAGAGACAGGGTCTGACTCTGTCGCCCTGGTTGGAGTGTAGTGGCACGATCAAGGCTCACAGCAACCTCTGCTACCTGGGCTCAAGCAGATCC 
TCCTCCCGAGCTCAGCCTCCCGAGCAGCTGGGACTACAGGTATATGCCATCACATCCAGCTAATTTTTGTATTTTTTGTAGAGACGGGGTTTCA 
CCATATTGGCCCACCTGGTCTTTAACTCCTGGGCTCAAGTGATCCACCAGCCTCAGCCTCCCAAAGTGCTGGGATTACAGTCATGAGCCACTGT 
GCCCGGCCGTTAAATCTCTTAAACTCATTTTGTGTTCCTTGGAAAGGCAGAATGGCATGGTGGGTAGGAGATTGCTCTGCCACTTAACAGTGTA 
GCCTTGGGCAAATTACTTATCTCTGTTCCGTTTATTTATCTGTAAACCAATGAAGATAGTAAAAATGCCCACCTCATAGGATTTATATGGGGAT 
ATAAATAGAACAATGCCTAGCACATCATTGATGCTCAATATTGGCTTTTAGTACCCTATCTCTTTTGCCCCTCCCGCCAATGATTTTCATTTCT 
TAGCCTTTATGTTCAATTAAAGGATGATGGTTTCTGCCTTCAATATATTTATAGTCTAGTTGTAGAGATGAGACAAATACAGAAAAATAAGACT 
ATATACTATTAGATGACAAATTAGATACACAATAAAGAAATGTTTTCATCACTTTCTTTGTAGTGCTTACAAGGATGTTCCATGAAATCTTTTT 
TGCACTTTTTTTATTTTACCTTGATGAACTTTGTGGCTTTTCCAAAGTCTTACATCAGCAATTTTATTTTACTTTTAAAAGATGGTAGACAATC 
C C CTCAC C AGCTCCTAGATAGAAGAC ATTCT CTCT CT CTC CCTC ACAC ACAC AC ACAC AC ACAC ACAC ACACAC ACACG C ACAG AC ACGATGG C 
CCTTTTCTTTGTTAGTTAGACATGCAGCGTTTTTGTTCATGTGTCTGCCTGGTTGTTCTGATCTGAGGGATACATTTTCTTAGTCTTCTAATAA 
GGTATTTTATAACAGTCTCCAGGCTTCCTGTAGCCTTTATATGTTCTAAGCTACTCCTTTTTATATTCATCTATCCAGCAATACTCAGGAACTA 
TAAAATCTTTGTGTATAATGCCTTCAGTAAATATTATTTTTACTCAAATTGTCAGTATCTAATGTGCAAAATTCCAAAAATAAATCTAGATTAC 
TTTTATTTCCTCTGAAAAACAAAACAAATGAATTGGTAATAATTTAAATATACTTTATTGTAAAATAGCCCTTTCTTTTCCCAACCTTGCTGGC 
TAAAATAGATTTATAAAACTGAAATAGGCCAGGCGCAGTGGCTCATGCCTGTGATCCCAGAACTTTGGGAGGCCGAGGCGAGCGGATCACGAGG 
TCAAGAGATCGAGACCATCCTGGCCAACATGGTGAAACCCCGTCTCTACTAAAAATACAAAAATTAGCTGGGCGTGGTGGCGCATGCCTGCAGT 
CCCAGCTACTCCGGAGGCTGAGGCAGGAAAATCCCTTGAGCCCAGGGGCCAGAGGTTGCAGTGAGCTGAGATCGCACAACCGCACTCCAGCCTG 
GCGATAGAGACTCCGTCTTAAAAAAAAAATGAAATAAATATCATATCCTTATCAAGGACAAGAACTAGCTAGGCATGGTGCCTCACACCTGTAA 
. TCCCAGCACTTTGGGAGGCCAAGGCGGATGGATCACGAGGTCAGGAGCTCGACACCATCCTGGCTAACACGGTGAAACCCTGTCTCTACTAAAA 
ATACAAAAAATTGGCTGGGCTTGGTGACACACGCCTATAGTCCCAGCTACTTGGGAGGCTGAGGCAGGAGAATTGCTTGAACCCGGGAGGTGGA 
CGTTGCAGTGAGCCGAGATCGCACCACTACACTCCAGCTTGGGCGATAGGGTGAGACTCTGTCTAAAAAAAAAAAAAAAAAAAAAAAAAAAAAG 
GCCAAGAACTAGTTCTAGTGACTACATAGATTCCTTGATCATTCTGAAATTGGGACATGGTGGATTTCCTAAGTGTCTCCCACTATCACAATGA 
TTTCAATTTAAAAAGGTTTTCAGCTGGGTTTAGTGGCTTATGCCTGTAATACCAGCATTTTCGGCCGGGCGCGGCGGTTCACGCCTGTAATCTC 
TGTAATCTCAGCACTTTGGAGGCCTAGGCGGGTGAATCACCTGAGGTCAGGAGTTTGAGGGCAGCCTGACCAACATGGTGAAAACCCGTCTATA 
CTAAAAATACAAAAATTAGCCGGGTGTGGCGGCAGGCTCCAGTAATCCCAGCTACTCTGGAGGCTAAGGCAGGGAGAATGGCTTGCATCCGGGA 
GGCAGAGGTTGCAGTGAGCCAAGATTGCGCCACTGCACTCCAGCCTGGTAGACAGAGCAAGACTCCATCTCAGACAACAACAACAACAAAAGAA 
ACGCATTTTGGGAGGCCAAGACTGATGGATCACTTGAACCCAGGAGTTTGGGACCAGCCTTGGCAAAATGGTAAACCTCATCTCTACAAAAAAT 
GTGAAAATTATCGGCCGGGTGCGGTGGCTCAGGCCTGTAATCCCAGCACTTTGGGAGGCCGAGGCGGGCGGATCACGAGGTCAGGAGATCGAGA 
CCATCCTGGCTAACATGGTGAAACCCCGTCTCTACTAAAAATACAAAAAATTAGCTGGGCGTGGTGGTGGGCGCCTGTAGTCCCAGCTACTCGG 
GAGGCCGAGGCAGGAGAATGGCGTGAACCCGGGAGGCGGAGCTTGCAGTGAGCCGAGATCACTCCACTGCACTCCAGCCTCGGTAGCAGAGCGA 
AACCCCGTCACACACACAAAAAAAGAACAAGTGAAAATTAGCCCGGCGTGGTGGCTCACCCCTGTAATTCCAGCTAGGTGGGAGGCTCAGGCAG 
CAGGATCGCTTGGGCGCAGGTCTAGGCTGCAGTGCGCCGTGATCCATTGTGCCACTGCACTCCGGACCCTCGGTGACCAGAGTGAGACTTTGTC 
TCAAAAATAAATAAATAAAAATTAAAACAAAAAAAGAAATATTCAGTTTTTGTTTTGTAAAGACAGGGTTTCCCTATGTTGCCCAGGCTGCTCT 
CCTGAGCTCAAGCAATCCGCCTGCCTCGGCCTCCCAAAGTGCTGGGATTACAGGCGTGAGCCACCATGCGTGGTCTTTTTAAATTTAGAATGTT 
TCCTGTCTGGCCAGGCGCGGTGGCTCATGCCTGTAATCCCAGCACTTTGGGAGGCTGAGGCCGCCGGATCACTTGAGGTCAGGAGTTTGAGACC 
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AGCCTGGCCAACCTGATGAAACCCGTCTCTACTAAAAATACAAAAATTAGTCGGGTGTTGTGGCGGACGCCTGTAATCCCAGCTACTTGGGAGG 
CTGAGGCAGGAGAATCGCTTGAACCCGGGAAGGGGAGGCTGCAGTGACCCGAGATCATGCCACTGCACTCCAGCCTGGGCGAGAGTGGGACTCT 
GTCTCAAAAACAAATAAACTAAATAAAATAAATAAAAAACTGAGTAAATTTTTTTTAGGAGATAAATGAGTGATGCAGATTCAATACGTCTCTA 
CCTGATTAATTATAAATAGCGTATAGAGTCTTAGTTATACAATCCTAGTTATATAAATGC^TTGACTAGACTTACAGACACTTTAAAAAATTGT 

TTTTTTTGCATAAGCATATAGTCCCTGGATGAAGTCATTCCTTTGACAATGACTTGATTAAACCCATATCAGGCAGAATATGAAAACCACCTAA 
GGATTAATTTGGATATTGTTCAAATTAATATTAATAAATGCTCCTCTTCCCAGAGAACTGTTAGCATAATTGTGGCCTTTTATCCTTCCAAAAG 
CACTTGTGATTTAATTATTAGGGTGATTTTTCTGATTCTTTGTTAGATTCTTTGAGATAGCACAAATAGTGCTAATTTTATTAAGACTATATTT 
CGATAAATCAAAACATCAAGTTCCCTACTCTCGAGGAGTAACTTTTGACCCACAACACATCTGAATGTTTACTAATTATCTTTTAAAGCAGTTT 
TAAGTAAATCAAAGGTGTTTGCCAAGCAAGGTCCATGTTTTGTAACTTCCAGCTGTGAAGCCCCCACTATACAAAGTAGATATATTAAATGTTA 
ATCACTTTAGCTCTAATTAAATATTTAGTCCTTCAAAGACCTAGAAAAAGTGAAAAAGGTTGAAGTTGATACATATTTTTTTTTCTAAAAGGCC 
TAAAAGATCTACTAGAAACAACTATTTTAAATCACATCTCTCCCCAAATGGTTAAAAATCGAACTATTAATCCAGTAGTTTACCTTTGGTACCT 
TCTAGGTGTAAGACCGTTTGGGCTGGGCGCGGTGGCTCACGCCTGTAATCCCAGCACTCTGGGAGGCCAAGGCAGGTGGATCACAAGGTCAGGA 
GATCGGGACCACCATGGCTAACACGGTGAAACCCCGTCTCTACTAAAAATATAAAAAATTAGCCAGGCGTGGTGGCAGGCGCCTGTAGTCCCAG 
CTAGTCGGGAGGCTGAGGCAGGAGAATGGCGTGAACCTGGGAGGCAGAGCTTGCAGTGAGCCAAGATTGCGCCACTGTACTCCAGCCTGGGAGA 
CAGAGCGAGACTCCGTCTCAAAAAAAAAAAAAA&AAAAAAAAGG CCG 

ATCATTGCTAATATTTATTAGAAGTTTACTCTGTACTGGGTTATATGCTTTACAAAGAAGAGTTTTATTTGCTCCTTACAACAACCCTATGAGG 

TAGATGCTGTTATTATCTCCATTCTGTCTAAAGCTTAATAAGGTTAAGTAACTTGACCAATGCCTAACTAGTAGCTGCCAGATCCCGGAATTGA 

AACCAGGCTAACTTAGTTTAAAGCCCTTGCTCCCAACTTTTATGTTCCCGAAGCCCACTTAATTCATTTAAATTTGGTATAAATTGACTTTAAT 

TATGGCCTTTTTGTTAGAATCCATTATAGTCTTCTCTTTTATCAACAAATGTTGGATAAAGTATGCATTCAGGGAGGCTGGGCATGGTGGCTCA 

CACCTGTAATCCAAGGAGGCTGGGCATGGTGGTTCACACCTGTAATCCCAGCACTTTGGGAGGCCGAGGCAGGCGGATCATAAGGTCAGGAGTT 

CGAGACCAGCCTGGCCAACATGGTGAAACTCCGTCTCTACTAAAAATACAAAAATTAGCTGGGCATGGTGGCGGGCGCTTGTAATGCCAGCTAC 

TTGGGAGG CTG AGGCAGG AGAACCAATTGTTTGAACCCGGGAGATGGAGGTTGCAGTG AGCCGAGATAGTGC CATTG CACTCTAG CCTGGGTAA 

CAGGGCGAGATTCCGTCTCAAAAAAAAAAAAAAAAAAGGGCATTCAAGGAATAGGAAGACAAAGTATAATGGAAAAGTAAATGAACA^ 

TTTAAAAAAACAAATCCCAACTGTCAGATTAGTGGACAGTGAACCAATGCTCTGAGTTTGTTCATCAATCTGTGGTAGAACTACAATTGTTTCC 

TAAAGAGTGGAAAGGCTTTGAATAAAAGTGGAGAGGTAGAGAGGGCTCTCCCAGGACAGGTTGATTGCTTCCGCAAAGGCAAAGGGTCTGTAAA 

GTGCTAGGCGAGTGGGAACAAGTGGGAATAGTTCTGTTTGACTACATTTGAGGGTTTGAGAAAGGAAAGGGAGGGTAGAAGGGATGGAAGTGGG 

AATCACATATGTTTAATGATGTCTTGTTCGGTGCCAAGGACAGTTTTAGACCCTGATAAGCGGAAAGCTTTGAATACTCAGGAGGTGAATTTGG 

GTCATTTCATCTCCTCTCTTAGCTGCTGTATGACCCTGTGCCATCCTATTTATGTTTCATTTTCCTATCTGCAAAAAGGGAGTAATTCTTGTTC 

CCTTGGGTTTTCTCCTAGTCATAAAAAATGAATGAGTTCGGCCACAGTACACAAACAAAAGGAAAATATGTAATATTTTGTAGGATAAATTCAT 

AAAAGTTGTGGAGGATCTGGGCACTTTTATAAAGCAAGCACTGTAGAAAACTTTCAAAGGAAACATTTAAATTCACTAATGACAGCTATAGGGA 

TCCTGATTTTTCCTTTAAATGGCAGGCACTTCAAAAAATTAAAATAGAATGTAGTTAGCTTTCAATTACTTAGGCCACTGACAATTCAATTTAT 

GGATTATATAGTATTTTAATTTACTCATTTCACACGTCGTTATCAACTCTACATGAAGTTTAAAAGGACAAAGGATGCAAGTGGAATTGGTCAG 

TGTTGCGGGTTATTTCCAAGGGAGGCAGAGGGTGGGGGGTTTCCTTTGAGACAAGACTTGGGGTTGGCCAATAATTGCTGGTATTGGCTGCCTG 

GTAATAACAGGCTGATGAAAAGGTGACTACAACGTGAAAACTGGTTAAATCAAGCGCACCCTCCCACCCTCGTTTTAGATGAGGAATTTTCCGC 

CCTCACAGAAGGGGCTGAGGCAGCATCTGGCATCACAACACTAACATTTGCTTCGTGATTTCCTCTTTACCCGGCCCTTTGACACACATCCCTT 

CCCAGAAATCAGGATTCGCTGGTGCTTTTGCATTTC^ 

CCTTTCCCGCAGGAGCGGGGCTCCCGCCTCCAGTTCTGTTCCAGGCCTGACTCCTCCACTCCCTCCGTGACTCATGTCCTGCGGATCCTTCGCC 
CCCGACGCGCCCCCCAACACACAAACCCCCAGAATCCGCCCCCAGCCTACAGCGCGACGTCAGCCCGCCCCAGCCGACTTGGAGGTCTCGGGTC 
TGAGTCACACAGAAAGACCACCCTCGTCGGCATCCGCACACACAGTCCGACACCCGGCGCGCCGGCCTCCCCGCCTGACACACTAACGCCCGTC 
GTCTCCGCGCAACTTGTTATGCTCCGGCTCGAGCCCTTGACGCAAAAACCTCAGCGAAACGGAGAGCCGCAGAGCCGGCCTCGGGCGGCCTTTG 
ATGGCTTTGTTATTGTTTGGGTTTGAATCGATACGCCCCTCCCCATCCTTCCTCCCTCGCGGCCCTACACCCAGCTCCCGCCTGCCGTCACGCC 
CCGCGCCCGTCCCCCTCCATTTTGGCGCCTTTTCGTTCCCGCCACGTCGTGGCGGCGTAGAGACCATTCTGACCGCGAGAGCTGGGCGGGGCGG 
GGGCGGGGCGCGCCGAGTTATGCAGATCAATCGGCCTCTGGTTGGCTGGAGTAGCGCTGGCAGGGGCGGGGCCGGGGCGCGGCCACAGAGCGCG 
CGGGGCGGGGGCCGAGGGGAGTCGCCCAGTCCCGCCGCTTCCCCACCCCCTCTCCTCCCTCGGCCGGCGCGGCAGCCCTGCTCCCCGCCTTGGC 
CTCCCGGAGAGGCCCCGCCCCGTCCCCGCCCGCCGCGCCCTCCCCGCGCGCCCTCCCCGCCGGCGCGCTCCTCCCCTTTACTCCTGGCTGCGGG 
GCGAGCCGGGCGTCTGCTGCAGCGGCCGCGGTGGCTGAGGAGGCCCGAGAGGAGTCGGTGGCAGCGGCGGCGGCGGGACCGGCAGCAGCAGCAG 
CAGCAGCAGCAGCAACCACTAGCCTCCTGCCCCGCGGCGCTGCCGCACGAGCCCCACGAGCCGCTCACCCCGCCGTTCTCAGCGCTGCCCGACC 
CCGCTGGCGCGCCCTCCCGCCGCCAGTCCCGGCAGCGCCCTCAGTTGTCCTCCGACTCGCCCTCGGCCTTCCGCGCCAGCCGCAGCCACAGCCG 
CAACGCCACCCGCAGCCACAGCCACAGCCACAGCCCCAGGCATAGCCTTCGGCACAGCCCCGGCTCCGGCTCCTGCGGCAGCTCCTCTGGGCAG 
CGTCCCTGCGCCGACATCCTGGAGGTTGGGATGGTCTTGTCCAAAATCAACTCGCTTGCCCACCTGCGGGCCGCGCGCTGCAACGACCTGCACG 
CCACCAAGCTGGCGCCCGGTGAGAGCACCCCCCGCCTCCGGCCCGGGGATGCGGGGCGGCGGCGGGATCTCCTGGGTGGGGAGCTGGCGGCTCG 
CGGGCCGGCACTGAGTCCCCGTGCTTCCCCCTTTCCTAGGCAAGGAGAAGGAGGCCCTGGAGTCGCAGTACCAGGTGGGCCCGCTACTGGGCAG 
CGGCGGCTTCGGCTCGGTCTACTCAGGCATCCGCGTCTCCGAGAACTTGCCGGTGAGTGGGCGCCCCGCGGTGGGGAGGGCGCGCCGGGCGGGG 
GGCGCACGGGCGTGCTTTAGCCCGGACGAGGGAACCTGACGGAGACCCTGGGCTTCCAGGTGGCCATCAAACAGGTGGAGAAGGACCGGATTTC 
CGACTGGGGAGAGCTGGTGAGTGCCCTGCAGGAGCGACCCCCAGGATGAGTGGGTGGGGTGAGGGGCGCCCCCGACTCCCGCCCTAACGCGGCC 
CCCTCGCCCCTGCAGCCTAATGGCACTCGAGTGCCCATGGAAGTGGTCCTGCTGAAGAAGGXGAGCTCGGGTTTCTCCGGCGTCATTAGGCTCC 
TGGACTGGTTCGAGAGGCCCGACAGTTTCGTCCTGATCCTGGAGAGGCCCGAGCCGGTGCAAGATCTCTTCGACTTCATCACGGAAAGGGGAGC 
CCTGCAAGAGGAGCTGGCCCGCAGCTTCTTGTGGCAGGTGCTGGAGGCCGTGCGGCACTGCCAGAACTGCGGGGTGCTCCACCGCGACATCAAG 
GACGAAAACATCCTTATCGACCTCAATCGCGGCGAGGTCAAGGTCATCGACTTCGGGTCGGGGGCGCTGCTCAAGGACACCGTCTACACGGACT 
TCGATGGTGAGCCAGGCCCGGGAGGGAGCTGCCCAGGTGACTCGGCCCGGCCCGGCCCAGTCCGGAGGCCTCGGCCAGTCTCCCGCGCCAGCCT 
TTTGTAAAGGTCATTGGGCCGCCTGGCTCGATGCTAGCCGGGGTGGGACGCAGGAGAGCCTCCCAGCGTAGTAAAGCCGGGGATTTTCAGCCAG 
CTG AACCTGT AATGTTT CTGGCATG ATTTTATTCTTCAAGTGG AATTCAGTTAGTTCCAGG CTTTCCCG ATG AATAAGAGG TTGTGGGCAACCG 
GCGGTAGCCCAGATTTTTCTAAAGTCTGACCCAGTTTCCCCGCCAGTAAAAGGATGGGGGGGGGGGAAGAGGTGGAAATTGATGCCGGTTTTGT 
AATTTTTGTTTTATTTTATAAGGGAGTTAGTTTTCTGTATGGTAGTTTTAGAGCTGCAGTTCTTAACTCCTTTCTGATCTAGGGAAGGTTAAGG 

CTGGTTTGAAAATTAGTTGGGTGTCTCCGCAGAGAGGATGAAAACGTATCCTAGGGAGGGGCTTGGAGCGGGTTCTTTCAGAAAAGAAGGAATG 
GAGAGCCTGAGATCAAAGCTGCGGAGGGTGGGTCATGATCTGAGCGGCTTAACCTAACAAACGACAGCCTTTCAAAACTTGTGACTCGGGCTTG 
TGGTTTATGTTTATTTGCCCTTGGAGGACGCTGGGTTGGGCTGCATTTTTTGTATTTAACAGTTAATGGCTGGCCGGGTCCTCCCATGTTTTTT 
CTTTCAAGTCTTTGCTGCCCCCTGGTGAGCACCAGCGGCATGGCCCCTCCTTTTTCTTTTACTACCCAAAGTTTGTAAACAGGAATCACGTGGT 
CTGAAACCAACCCTGCAGCTCTGTCTACCTTTGCAGTCTAGGGAGGAAAGGGTGTGGGTGTCTGCTCCTGCTTGCATCGGGTGGGGAGGAAGGC 
CTCCCAAAGGGCACCCTGACTTAGGATGTTGTGCAAGCATCCTTGCTTGGATCCTGTCGGCCATGAGAATGTCACCCGGGCTCCTGGGCAGTGG 
TGAATGCAATTTAAGGATAGTCTATGAGATACCTTTCTTGGTTGTGCAGACATGCATCCCTTCATCCTTCGCAGGCGGTCCTGCCTCACAGGGC 
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CTCAAGTTTTGGGTCTGCGGCCAGCTGTGTTTGTTTCTTGGAGCAGTTCATAAAGAATTTCAGTTTATGGTTTGGGCTAGCAGAGAGGTGGGTA 
ATGCTTTGGGTTGGAGAGATGCCGTAAGGTGCGCCTCCACTCTCCTTAGCCCAGAGGGAAAAATGGAGTTCACCTAGCTCCTGAGAGAAGGGAT 
TTTTTTTTTTTTTAAAAGAAAGAGTTATATATACCACCCAGCTTCTTTGTGCTTGTTTTTGCTAAAAGTGTGTTTTCTCTTCTATTCCCTTGGC 
TCACAGGGACCCGAGTGTATAGCCCTCCAGAGTGGATCCGCTACCATCGCTACCATGGCAGGTCGGCGGCAGTCTGGTCCCTGGGGATCCTGCT 
GTATGATATGGTGTGTGGAGATATTCCTTTCGAGCATGACGAAGAGATCATCAGGGGCGAGGTTTTCTTGAGGCAGAGGGTCTCTTCAGGTAAC- 
TGATGGAAACCCCTGGCCATGGGGTTATTGGTCTTAATGGGGCTATTAGTCTTCATGGGACAGTCTTTGAAATTCTGGAGAGCTTCACTCTCCA 
GTAGATTCTGTCACCCTTGGCTTAGAATTGTAGGTGAGTGATTTACACTTGAGCTGGCCTCATAAATCACATGGTTTGCACTTGAGCTTTCCTT 
GGGAGGTCAGAGGAAGGCATGTGTGAGCATATTAAGAAGAAAAGACAATCTGGCTTCTCCAAAAACTTTTTTAAAGGTACCAACAGAAACCTGA 
TAATTCCTGGCTGTTTTGCCAGGGAGTAAAAAGTTAAAAGCTCTTTTAGCATCTTCTTTAAGGCAGCAGCTCCAAATATTTTGGTACCAGTGAC 
CTCACTGTGGGTGGTGTTCGTGTTTGTAAGTTGGTAGGTGAATTGAATCATTTCATCATGCTCAGTGGTGTCTCATCAAAATCTCTTGTCATCA 
TCCTTCCTATTTCTGGTGAGTGGGTGTTGTGGGAAAGGCCCCCACTATTGAAGTTTGAAAACCACAGGTTTAAGAGGGGAGTCAGTTTTTAGCT 
GAAAGCAGACTGG AGGAGC C AGATATTAGTC AAT AC CTTCCTATTG AAGGGTACC C AG CAC AGTGTT CT AGAAAATGCTTGGC CT CG CTGGGAC 
CCCAGACTTGTGGGCCTCTGAGAAGCAAATGGGGAAGACCTTTGCAGTGTAAAAACAAGTTGAGTCATTCATAACCTCGTCTATCCTCCTTTCT 
GCAGAATGTCAGCATCTCATTAGATGGTGCTTGGCCCTGAGACCATCAGATAGGCCAACCTTCGAAGAAATCCAGAACCATCCATGGATGCAAG 
ATGTTCTCCTGCCCCAGGAAACTGCTGAGATCCACCTCCACAGCCTGTCGCCGGGGCCCAGCAAATAGCAGCCTTTCTGGCAGGTCCTCCCCTC 
TCTTGTCAGATGCCCGAGGGAGGGGAAGCTTCTGTCTCCAGCTTCCCGAGTACCAGTGACACGTCTCGCCAAGCAGGACAGTGCTTGATACAGG 
AACAACATTTACAACTCATTCCAGATCCCAGGCCCCTGGAGGCTGCCTCCCAACAGTGGGGAAGAGTGACTCTCCAGGGGTCCTAGGCCTCAAC 
TCCTCCCATAGATACTCTCTTCTTCTCATAGGTGTCCAGCATTGCTGGACTCTGAAATATCCCGGGGGTGGGGGGTGGGGGTGGGTCAGAACCC 
TGCCATGGAACTGTTTCCTTCATCATGAGTTCTGCTGAATGCCGCGATGGGTCAGGTAGGGGGGAAACAGGTTGGGATGGGATAGGACTAGCAC 
CATTTTAAGTCCCTGTCACCTCTTCCGACTCTTTCTGAGTGCCTTCTGTGGGGACTCCGGCTGTGCTGGGAGAAATACTTGAACTTGCCTCTTT 
TACCTGCTGCTTCTCCAAAAATCTGCCTGGGTTTTGTTCCCTATTTTTCTCTCCTGTCCTCCCTCACCCCCTCCTTCATATGAAAGGTGCCATG 
GAAGAGGCTACAGGGCCAAACGCTGAGCCACCTGCCCTTTTTTCTGCCTCCTTTAGTAAAACTCCGAGTGAACTGGTCTTCCTTTTTGGTTTTT 
ACTTAACTGTTTCAAAGCCAAGACCTCACACACACAAAAAATGCACAAACAATGCAATCAACAGAAAAGCTGTAAATGTGTGTACAGTTGGCAT 
GGTAGTATACAAAAAGATTGTAGTGGATCTAATTTTTAAGAAATTTTGCCTTTAAGTTATTTTACCTGTTTTTGTTTCTTGTTTTGAAAGATGC 
GCATTCTAACCTGGAGGTCAATGTTATGTATTTATTTATTTATTTATTTGGTTCCCTTCCTATTCCAAGCTTCCATAGCTGCTGCCCTAGTTTT 
CTTTCCTCCTTTCCTCCTCTGACTTGGGGACCTTTTGGGGGAGGGCTGCGACGCTTGCTCTGTTTGTGGGGTGACGGGACTCAGGCGGGACAGT 
GCTGCAGCTCCCTGGCTTCTGTGGGGCCCCTCACCTACTTACCCAGGTGGGTCCCGGCTCTGTGGGTGATGGGGAGGGGCATTGCTGACTGTGT 
ATATAGGATAATTATGAAAAGCAGTTCTGGATGGTGTGCCTTCCAGATCCTCTCTGGGGCTGTGTTTTGAGCAGCAGGTAGCCTGCTGGTTTTA 
TCTGAGTGAAATACTGTACAGGGGAATAAAAGAGATCTTATTTTTTTTTTTATACTTGGCGTTTTTTGAATAAAAACCTTTTGTCTTAACTCGT 
GGCTTCTAATCGTCTGTGCGGAGGCATTGCTAACCTGCATTTATTGAGCATTTGGTAAGTGCCAAAGAATTGTAGGAGAAAGGAATTCTCAGCC 
TAAATCTGGCTTCCTTCAACATTGGGATTTCTAGGATAGTCATCTTCCTGAAACGAATGTATGGTCAAGGGGTAGGACCAGTATTGTCAAAATT 
TGGGCAATATCTGGCATGGGAGGCCTAATAAAATAACCTTTTCCAGATTACAATTTTAAAGCTATGCAAATAGGATAGATGTGACAATTTTCAA 
GTGTTCAATAGCCATTTATGGCTAGTGGCCACCTCATATAAAACATCATTGCAGAAAGTTCTATTGGATGGGGCTGATCTAGAGATAACAAATA 
CATACCTATTACCAAACTAACCCTTGAAGCTTTTATCAGTTGTCTGCCACTGATAGTAAAACATTTTGAGCATGTCCCCTTGGTACACGTGAAG 
TTTATTGAAAAACTATTGCCTCTATTACTCTCGGTTCCTGATTCAAGTTTCCTTCACCTTTAGTGTGAGGTTTAGTTTCTTTTCGAGACTGAGT 
CTCTGTCAACCAGGCTGGACCAGCTGGCGTGCCACTGCCAGTGGCACGATCTCGGCTCACTGCAACTTTCACTTCCCGGGTTCAAGCAGTTCTA 
CCTCAGCCTCCTGAGTAGCTGGGATTACAGGCGCCCGCTGCCACGCCCAGCTAATTTTTGTATTTTAGTAGAGACAGGGTTTTACCATGTTGGC 
CAGGCTGGTCTCGAGCTCCTTGACCTTATGATCCGCCTGCTTCAGCCACCCAAAGTGCTAGGATTACAGGTGTGAGCCATCGTGCTCCGCAGCC 

GTTTTAAGTGATTATCCTGTCTCAGCCTCCCGAGAAGTTGGGATTACAGGCATGTGCCACCAGGCCAGCTAATTTTGTATTAGTAGATACGGGG 

TTTCGCCATGTTGGCCAGGCTGGTTTGGAACTCCTGACTTCAAGTGATCTGCCTGCCTTGGCCTCCCAAAGTGCTGGGATTACAGGCGTGGGCC 

ACCGCGCCTGGCCTAGTCTTTAACAATAGTATAATTTATTATGCAGCATAGAAAAAATAATAGAACGGTGTGGTGACACTAAAGTCGTGACCAG 

ATAAGACCCAGTCTACAAAAAATAAGTGAAAATTAGCTGAGCGTGGTGGCATACACCTGTAGTCCTACCTATGCAGGAGGCTGAGGCAGGAGGA • 

TCGCTTGAACCCAGGAGCTCCAAGGTTGCAGTGAGTTATGATCACGCTATTGCACTCCAGCCTGGGCAACAGGTAACCCCACTTAAAACACACA 

CACACACACACACACACACACACAATAGTGGATGGGTAGAAATGTGAGTTTGACTTAAGGTTTCCCCCTCTGATGTGTTTGACAAAGGGCTAAT 

ATTGGGAGTAGGTGAAATGTTAGCTCTGCGATTTTCTTACTGCTTATTCTTGAATAATTAGTATTTTTAGTCCATGGTTTCTTTGCAGGGATCT 

GTTTAATAGGCCCTTTGTCCATTTTGTGTGAGTTTAGTTAAACTGGATGGCAAGACCCATGAATCCACTTTGTACGTGTGGCCTGAATACATCC 

TGATATTTTGAAAGCACACTGGAGTGCCATTGTCAATTCATATATTAAGTATTGGTAAATGTTGGTTTCTTGTTTCTTTATAAATATCCACAGT 

TATAATACTCCCTCCCTGGGGGTCATCATGCTCCCAACCCTCAATGCATCCACACACCCTTTGGACACTGGCCCATATGCACCCTCGAGGTTGC 

TGGAGGGTGCAGACTATAATACCCCTCACTCCTCATTGGGTTCTGGTGTATGTCTACCCTTAAGCTTAGACTAGATCCCATACCTCAGCTCAGC 

CCCCATGTGGCTATAAAGAGGAAGGAAGGATGTCTTGGTTCTGGGGGGCTGATTTTCTGAGGTTCCCCTTTTCTCTAATCTCTCCCATCCCCCA 

CACAACATACACACACTACCAACATCTTGGAGCCTGAGGGTTGCATGCTTCGTCCTTTCCAGTAAAGCTGACACTTGGATAATTAAAAGTTGCC 

GCAAACTATTAACGAAATCAGGCAAAGCCCCACCCTTCTCTTTCTCGAAGTGAGTTTCTGGCAGTTTCCCCATCTAATGAGACTGCTGCGGGGG 

AATAGAAGAAAGTATCTCTGAATAAAGACAGATCGTGCTCCTGTTGGATGCAAGAGATTAAGAGTTTTAGGGGGAGGGTGAAAGGTCATATTTA 

ATCTCTTCTCAGGGGCAGTTTGACATCTAGCGTGGAAAGGGAATCAGATAACCAATAAGTCTGCGGGGGATCAATGTCATGGCCAGAGGAATAT 

AGAGAGGAATGGTTAAAAGCATTGACTTGGGAATCAGCCTTGAGCTTACTTATCTAGAAACCTTGGGCAAGTTATTACACCCTCTAAAACTAAT 

CTCTAAACAGAGATACTCGTGGATTGGATTATTAGGAGACTGGGTTAAATAACAGATATACTTACATACAGAAAAACTACTATCTCCCGCTTAC 

GGATGCATACACATGTAGCAAAAGTACAAAGAAGTACAGGGTGGGGTAGGGTGTGGTAGTTCACACCCATAATCCCAGCACTTTGGGAAGACAA 

GGAGGGATGATCACTTGAGCCCAGGAGTTTGAGACTAGCCTGGCCAACATGACAAAACCCCATCTCTACAAAAAAATAGAAGCATTAGCCGGAC 

GTGGTGGTGCGTGCCGGTAGTCCCAGCTACTTGGGAGGCTGAGGTGGGAGGATCAATTGAGTCCGGGAGATGGAGGCTGCAGTGAACCAAGATG 

GCIACCACAACATTCTAGCTTGGGTGAAAGAGCGAGACCCTGTCTCAAAAAAACAAAACAAAACAAAACAAACAAAAAA 

AGTTTCCAGAGTCAGGGAAGTGGTTATTACCTTTGGGGAGAAGGGAGGGAGGTTGTGATTTGTGGAAAGAGACCTTCAACTATTTTGGCAATGC 
TTTATTCCATAAACTAGATGGTATGAGTAAGGTGTTTGTATTATTCTTTTCAACTTTTGGGTTGTTTTAAATGTTTTATGATAAACTTTATTTT 
TAAAAATTTTTCTCTGGCTGGGCGCGGTGGCTCACACCTGTAATCCCAGCACTTTGGGAGGCCGAGGCAGGCGGATCACAAGGTCAGGAGATCG 
ACACCATCCTGGCTAACACAGTGAAACCCCATCTCTACTAAAAATACAAAAACTTAGCCAGGCATGGTGGCATGTGCCCATAGTCCCAGCTACC 
CAGGAGGCTGAGGCAAGAGAATCGCTTGAACCCAGGAGGCGGAGGTTGCAGTGAGCCAAGATAGCTAGCCACTGCACTCCAGCCTGGGCGACAG 
AGTGAGACTCCGTCTCAAAAACAAAAAAAATTTTTTTTCTTTGTTCTTTCTTTTTAAACATTTATTTATTTATTTTAGCTGGGAGTGGTGGCTC 
ACGCCTGTAATCCCAGCACTTTAGGAGGCTGAGGCGGGTGGATCATCTGAGGTCAGCAGTTCAAGACCAGCCTGACCAACATGGTGAAACCCAG 
TCTCTACCAAAAATACAAAATTAGCTGGGCATGGTGGTGCATGTCTATAGTCCCAGCTACTCAGGAGGCTGAGGCAGGAGAATCACTTGAATCC 
AGGAGGTGG AGGCTG CAGTGAGC C ACGAT C ACGT AT AG C CTGGGCG ACAGAG CG AAACTCTGT CTC AAAAAAAAT ATATATATTT ATATAT AT A 
ATATATAATATATATTATATATTATATTATATATTATACATAAATTATATATTATATATATAATATATAATATATAATATATATTATATATTAT 
ATATTATATATTATACATAAAATATATATAATATATATTATATATTATATTATATATTATATATAAAATATATATATAATATATATAATATTAT 
TTATTTATTTTGAGACAGGGTCTCACTCTGTCACCCAGACTGGAGTGCAGTGGCATAATCTCGGTTCACTGCAACCTCCACTTCCTGAGTTCAA 



1B3 



WO 03/039484 



PCT/US02/36071 



SAGRES DISCOVERY 02-09 



GCAATTCTCGTGCCTCAGCCTCCCAAGTAGCTGAGACTACAAGCGTGTGCTACCACACCTGTCTACTTTTTGTATTGTTAGTAGAGATGGGGTT 
TCACCATGTTTGCCAGGCTAGTCTTGAACTCCTGATCTCAAGTAATCCACCTGCCTTGGCTTCCCAAAGTGCTGGGATTACAGGTGTGAGCCAC 

CCCAGGTTCAAGCGATTCCCCTGCCTCAGCCTCCCAAGTAGCTGGGATTACAGGGACCTGCCGCCATGCTTGGCTAATTTTTGTATTTTTAGTA 
GAGATGGGGTTTCATCTTCTTGGCCAGGCTGGTGTCAAACTCCTGACCTCAGGTGATCCGTCCACCTCGGCCTCCCAAAGTGCTGGGATTACAG 
GCACGAGCCACTGTCCTCAGCCTTTCACTTTTTCTTTTAATTGAGACAGGGTCTCACTACGTTGCTCAGGCTAATCTTTAATTCCTGGCCTCAA 
GTG AT CCTCCCT CCTTGG CCTCC CAAAGTGCTGTGATTACAGGTGTGG AATAT C ATG CC CAGCCTATG ATAAG CTTTTAAAAGTGATGAATATA 
TTTGTGCGTATCATGTAGGAGGCAGCAGATGGAGTTATTACTGCCCTTGGCTGAGGGGATCTGGGAAGGCTTCAAAGAGGAGGTGGCATTTCAC 
CTGGATTTTGAAGGATGGAGCCTTAGCCTGCTTCCCTGTAAAATAGGCACCAAACATGCAGATGGAGGAGAGAAATCTGGATGTGCTAAATGTT 
TTTCCCCCACTAGACCAGGAATCAGCAAACTATGGCCTGCTGCCTGAACTGGTCCCTGTACAGTTTTTGTACGGCTTGCAAGCTAAGCCTAGAT 
TTTAGATTTTTAAGTAGTTGAAAATCAATCAAATGAAGAATAATATGTTGTGATATGTAAAAATTATATAATACTTGGCTGGGTATAGTGGCTC 
ATGCTTATAATCCCAGCACTTTGGGAGGCCGAGGTGGGAGGATTGCTTGAGGCCAGGAGTTCTGGACCAGCTTGGGCAACCTAGCAAGACTTCC 
ATCTCTACAAAAAATAAATAAAAATTAGTCAGGCATGATGGCCTAGCTAGTTGGGAGGCTGAGACAGGAGGATGACGTGAGCCCAGGAGTTTGA 
GGTTACAGTGAGCTATGATGTCACCACTGCGCTCCAGCACTCCAGCCTGGTTGACAGAGCAAGACTCTATCTCTAAAAGAAAAAGAAAAAAAAA 
GAGGCCAGGTATGGTGGCTCATACCTGTAATCCCAGCACTTTGGGAGGCTTAGGTGGGCGGATCACCTGAGATCAGGAGTTTGAGACCAGCCTG 
GCCAACATGGTGAGACCCTGTATCTACAAAATACAAAAATTAGCCCAGTGTGTTGGTGCCTGCCTGTAATCCCAGCTACCAGGGAGGCTGAGGC 
AGGAGAATTGCTTAAACCCATAAGGTGGAGCTTGCAGTGAGCGAAGATTTCTCCATTGCACGCCAGCCTGGGCAACAGAGTGAGACTGCATCTC 
ACAAAAAAAAAAAAAAAAAAATATATATATATATATATATATATACACACACACACACATTTGTACACACATATGCAACTCAATTGTCTGTGTT 
CATAAATAAATCTTGTCCATTTACATATTGTCTATGGCTGCATTTGTGATACGATGGCAGAGTTGAGTAGTTAAGACACTCAGTATGGCTGGCG 



TTTGTCTGTTTGTCTTGAGACAGGGTCTTGCAATGTTGCCCAGGCTGGAGTGCAGTGGTGCGATCACGAGACACTGCAACCTCAACCTCCTGAG 
GTCAAGTAATCCTCTTGCCACTGCCTCCCAAAGTGCTGGGATTACAGGCATGAGCCATTGTGCGTGGTCTGAACTACATCTTTGATAACTCTTT 



GCCTCAGCCTGCCAAGTAGCTGGGATTACAGGCGCCTGCCACCACGCCTGGCTAATTTTTGTTTT 
GTGTCACTCTGTCACCCAGGTTGGAGTGGAGTGGCACCATCTCGGCTCACTGCAAGTTCAGCCTCCCGGGTTCATGCCATTCTCCTGCCTCAGC 



CCATGTTGTCCAGGATGGTCTCAATCTTTTGATCTTGTGATCTGCCCGCCTTGGCCTCCCAAAGTGCTGGGATTACAGGCATGAGCCACCACGC 
CCGGCCTGATAACTGTTAACCTAGTGCCAGGCATGTAGTAGTTCCTTAGTGATAATAGCTAACATACAGTACCTACTATGTGCCCAGCACTATT 
CTGCATGCTTTGCATGCATTAACTTATTTATCCTTAAAACAACTCTATGACACTATTGGAAAGTACAGGGGGAAACACTGTTATTTGTTTTATT 
TTATTTTATTTTATTTTGTATTTTTATTTATTTATTTTTTTTTGAGACAGTCTCGCTGTATTGCCCAGGCTGGAGTGTAATGGCGCGATCTCAG 
CTCACTGAAATTTCTGCCTCCTGGGTTCAAGCGATTCTCCTGCCTCAGCCTTCTGAGTGGCTGGGATTACAGGTATGTGCTATCACGGCCAGCT 
AATTTTTGTATTTTTTTTTAGTAGAGACTGGGTTTTGCCATGTTGGCCAGGCTGGTCTCAAACTCCTGACCTCGGGTGATCCACCCGGCTCAGC 
CTCGCAAAGTGCTAGGATTACAGGCATGAGCCACTCCGCTCTGCCTATTTTATTGTTTTAGAGATGAGGGTGTTGTCATGTTGCCCAGGCTGGC 
CTCAAAATCTTGGCCTCAAGCAATACTCCTGCCTCAGCCTCCTGAGTAGCTGACTGTACAGGTACATGCCACCTAGCCCGGCTTGATGCAGTTA 
TGTAT CC AC ATTT C ACAG ATGGG G ATAAC AGATGTG C AG AG C AGTAAATTT CATGTC AAAGGC CAC AT ATTAGGT AGTGGTC AGGTC AG AATTT 
GGACCTAGGCCATCTGTGGTTCTATGGTCATCCAGACTCCGCGATCTTGGCTCACTGCAAACATTTGTGTGGATTAGCCACCTCAAGGTCCCTT 
CAGGGCCCAGGATCTGGAGGTGAGAATGGTTCTTCCCCAGACTCCAGAGTTGGGTAAGCCATTCTGTTCTGTGGAAATAGTCATTATGAACTCC 
TGTAAACTATCTTTCACTTGGGCCTGGCTGGGGAGGAAGAGTTGGAGGCTGAAAAGGGAGAAGAAAGGGGACCCGGGGGGGTTGGGGTGGGGCA 
GGGGCACATTTCTTGTAAATGTTGGTCAGCTCCTTCAACTGCTGTGCTGGTTCTTGGAAACCTTCACCACAAAAGACCTATCAAGAACAGTGTT 
AAAAAAGATATGGCCTCATCCCCCAGTTCATTTCCTGCCCAGCCTTGCACTACTAACCCCGATTGCCAAGAGCAAGGTTGCAGTGTCCCCTCAG 
CAGTGCTGTGGGAGGAAGTGCAAAAATAAGCAGAACTAGGGGCAAGACCAGAGGACTGTCTTTATTTTTATTTATTATAACAGGACATCCGATG 
TACAGAAGTGGATTCATCATAATCCTTGGCTCATCGTATATTCTCATCCTTGGTCCAAGAATGGTCTTTTGTTTATATATATATATATATATAT 
ATATATATATATATATATATATATATATATATATATATATATATTTTTAAATCGGAGTCTTGTCACCCAGGCTGGTATGCAATGACGTGATCTC 
GGCTCACTGTAACCTTCACCTCCCAGGTTCAAGTAATTCTCCTGGTTCAGCCTTCCAAGTAGCTGGGATTACAGGCGCCTGCCACCACGCCCGG 
CTAATTTTTTGTATTTTTAGTAGAGACAGGTTTCGCAATGTTGGCCAGGCTGATCTCGAACTCCTGACCTCAGGTGATCCACCTGCCTCGGCCT 
CCCAAAGTGCTGGGATTACAGGCGTTAGCCACCGCATCTGGCCCGTTATTATTATATTTTATCATACTGGGTAGTGAATGCACCACCCAGCTCA 
AAAAACAGAATATTAACAATGACATCCATCTATCTATATGATCCTCTCTTAGTCCATTTCTTACCTCCCCCAGATACAACCCACTGTCCTAAAT 
TTTGTGTTTGGCATTCTCTTACTTTATATTTTATTTATTTATTTTGAGACAGAGTCTCACTCTTGCCCAGGCTGGAGTGCAGTGGCATGATCTT 
GGCTCACTGCACCCTCATCTTCCTGGGTTCAAGCGATTCTCCTGCCTCGGTCTCCGAAGTAGCTGAGATTACAGGCATGTGCCACCATGATTTT 
TGTATGTTTAGTAGAGACAGGGTTTCACCATGTTGGTCAGGCTGGTCTTGAACTCCTGTCCTCAGGTGATCTGCTCGCCTCAGCCTCCCAAATT 
GCTGGGATTACAGGCATAAGCCACCATGCCCGGCTTATTTATTTATTTACTTTGAGCTTGTCACCCAGGCTGGGGTAGTCGCGCAATTGAGGCT 
CACTGCAGCCTCAAATTCCTGGGCTCAAGTGATCCTCCTGCCTCAGCCTCCCAAGAAGCTGAGACACAGACATGTTGCCACCACACCTTGCTAA 

ACGCCATTCTCCTGCCTCAGCCTCCCGAGTAGCTGGGACTACAGGTGCCCACCACCACGCCTGGCTAATTTTTTTGTATTTTCTAGTACAGACA 
GGGTTTCACCATGTTAGCCAGGATGGTCTCGATCTCCTGAGCTCGTGATCCGCCCGCCTCAGCCTCCCAAAGTGCTGGGATTACAGGCGTGAGC 
CACCGTGCCCAGCCCACCTTACTAATATTTAAATTTTTTGTAGAGATGGGTGTCTCACTATGTTGACCAAGTTGGTCTTGAATTCCTGGCCTCA 
AGCAATCCTCCAAACTCAGCCTCCCAAAGTGCTGGGATTACAGGCGTGACCACTGTGCCCGGCTAACTTTTAAAATTTTTTATAGAAATAGGAT 
TTTGCAATGTTGCCCAGGCTGGTCTCAAATTTCTGGGCTCAAGTGATTCACCCGCCTCGGCCTCCCAAATTGTTGGGATTACGGATGTGAGGTA 
CTGCACCTGGCTAACAGCATAGCAGCATTCTTTCACTTTAAAATAACATTTTATTTTATAGGTATGTATCCCTAAATTATGGAGTATTTAGTAT 
TTTTATTTTGTCTTATTTTATTTCATTTCATTTTTAGATGGAGTCTCGTTGTGTCGGCCAGGTTGGAGTGCAGTGGTGCGATCTCGGCTCACTG 
CAAACTCTGCCTCCCGGGTTCAAGTGATT 

HUMAN SEQUENCE - mRNA 

GAGGAGGCCCGAGAGGAGTCGGTGGCAGCGGCGGCGGCGGGACCGGCAGCAGCAGCAGCAGCAGCAGCAGCAACCACTAGCCTCCTGCCCCGCG 
GCGTTGCGACGAGCCCCACGAGCCGCTCACCCCGCCGTTCTCAGCGCTGGCCGACCCCGCTGGCGCGCCTCCCGCCGCAGTCCCGGCAGCGCCT 
CAGTTGTCCTCCGACTCGCCCTCGGCCTTCGCGCAGCGCAGCACAGCCGCACGCACCGCAGCACAGCACAGCACAGCCCAGGCATAGCTTCGGC 
ACAGCCCCGGCTCCGGCTCCTGCGGCAGCTCCTCTGGCACGTCCCTGCGCCGACATTCTGGAGGTTGGATGCTCTTGTCCAAAATCAACTCGCT 
TGCCCACCTGCGCGCCGCGCCCTGCAACGACCTGCACGCCACCAAGCTGGCGCCCGGCAAGGAGAAGGAGCCCCTGGAGTCGCAGTACCAGGTG 
GGCCCGCTACTGGGCAGCGGCGGCTTCGGCTCGGTCTACTCAGGCATCCGCGTCTCCGACAACTTGCCGGTGGCCATCAAACACGTGGAGAAGG 
ACCGGATTTCCGACTGGGGAGAGCTGCCTAATGGCACTCGAGTGCCCATGGAAGTGGTCCTGCTGAAGAAGGTGAGCTCGGGTTTCTCCGGCGT 
CATTAGGCTCCTGGACTGGTTCGAGAGGCCCGACAGTTTCGTCCTGATCCTGGAGAGGCCCGAGCCGGTGCAAGATCTCTTCGACTTCATCACG 
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GAAAGGGGAGCCCTGCAAGAGGAGCTGGCCCGCAGCTTCTTCTGGCAGGTGCTGGAGGCCGTGCGGCACTGCCACAACTGCGGGGTGCTACACC 
GCGACATCAAGGACGAAAACATCCTTATCGACCTCAATCGCGGCGAGCTCAAGCTCATCGACTTCGGGTCGGGGGCGCTGCTCAAGGACACCGT 
CTACACGGACTTCGATGGGACCCGAGTGTATAGCCCTCCAGAGTGGATCCGCTACCATCGCTACCATGGCAGGTCGGCGGCAGTCTGGTCCCTG 
GGGATCCTGCTGTATGATATGGTGTGTGGAGATATTCCTTTCGAGCATGACGAAGAGATCATCAGGGGCCAGGTTTTCTTCAGGCAGAGGGTCT 
CTTCAGAATGTCAGCATCTCATTAGATGGTGCTTGGCCCTGAGACCATCAGATAGGCCAACCTTCGAAGAAATCCAGAACCATCCATGGATGCA 
AGATGTTCTCCTGCCCCAGGAAACTGCTGAGATCCACCTCCACAGCCTGTCGCCGGGGCCCAGCAAATAGCAGCCTTTCTGGCAGGTCCTCCCC 
TCTCTTGTCAGATGCCCGAGGGAGGGGAAGCTTCTGTCTCCAGCTTCCCGAGTACCAGTGACACGTCTCGCCAAGCAGGACAGTGCTTGATACA 
GGAACAACATTTACAACTCATTCCAGATCCCAGGCCCCTGGAGGCTGCCTCCCAACAGTGGGGAAGAGTGAGTCTCCAGGGGTCCTAGGCCTCA 
ACTCCTCCCATAGATACTCTCTTCTTCTCATAGGTGTCCAGCATTGCTGGACTCTGAAATATCCCGGGGGTGGGGGGTGGGGGTGGGCAGAACC 
CTGCCAATGGAACTCTTTCTTCATCATGAGTTCTGCTGAATGCCGCGATGGGTCAGGTAGGGGGGAAACAGGTTGGGATGGGATAGGACTAGCA 
CATTTTAAGTCCCTGTCACCTCTTCCGACTCTTTCTGAGTGCCTTCTGTGGGGACTCCGGCTGTGCTGGGAGAAATAGTTGAACTTGCCTCTTX 
TACCTGCTGCTTCTCCAAAAATCTGCCTGGGTTTTGTTCCCTATTTTTCTCTCCTGTCCTCCCTCACCCCCTCCTTCATATGAAAGGTGCCATG 
GAAGAGGCTACAGGGCCAAACGCTGAGCCACCTGCCCTTTTTTCTGCCTCCTTTAGTAAAACTCCGAGTGAACTGGTCTTCCTTTTTGGTTTTT 
ACTTAACTGTTTCAAAGCC AAGAC CT C AC AC AC ACAAAAAAATGC AC AAAC C AAG CAATCAAC AGAAAAG CTGT AAATGTGTGTACAGTTGGCA 
TGGTAGTATACAAAAAGATTGTAGTGGATCTAATTTTTAAGAAATTTTGCCTTTAAGTTATTTTACCTGTTTTTGTTTCTTGTTTTGAAAGATG 
CGCATTCTAACCTGGAGGTCAATGTTATGTATTTATTTATTTATTTATTTGGTTCCCTTCCTATTCCAAGCTTCCATAGCTGCTGCCCTAGTTT 
TCTTTCCTCCTTTCCTCCTCTGACTTGGGGACCTTTTGGGGGAGGGCTGCGACGCTTGCTCTGTTTGTGGGGTGACGGGACTCAGGCGGGACAG 
TGCTGCAGCTCCCTGGCTTCTGTGGGGCCCCTCACCTACTTACCCAGGTGGGTCCCGGCTCTGTGGGTGATGGGAGGGGCCATTGCTGACTGTG 
TATATAGGATAATTATGAAACACAGTTCTGGATGGTGTGCCTTCCAGATCCTCTCTGGGGCTGTGTTTTGAGCAGCAGGTAGCCTGCTGGTTTT 
ATCTGAGTGAAATACTGTACAGGGGAATAAAAGAGATCTTATTTTTTTTTTATACTTGCGTTTGGAATAAAAACCCTTTGGCTTT 

HUMAN SEQUENCE - CODING 

ATGCTCTTGTCCAAAATCAACTCGCTTGCCCACCTGCGCGCCGCGCCCTGCAACGACCTGCACGCCACCAAGCTGGCGCCCGGCAAGGAGAAGG 
AGCCCCTGGAGTCGCAGTACCAGGTGGGCCCGCTACTGGGCAGCGGCGGCTTCGGCTCGGTCTACTCAGGCATCCGCGTCTCCGACAACTTGCC 
GGTGGCCATCAAACACGTGGAGAAGGACCGGATTTCCGACTGGGGAGAGCTGCCTAATGGCACTCGAGTGCCCATGGAAGTGGTCCTGCTGAAG 
AAGGTGAGCTCGGGTTTCTC'CGGCGTCATTAGGCTCCTGGACTGGTTCGAGAGGCCCGACAGTTTCGTCCTGATCCTGGAGAGGCCCGAGCCGG 
TGCAAGATCTCTTCGACTTCATCACGGAAAGGGGAGCCCTGCAAGAGGAGCTGGCCCGCAGCTTCTTCTGGCAGGTGCTGGAGGCCGTGCGGCA 
CTGCCACAACTGCGGGGTGCTACACCGCGACATCAAGGACGAAAACATCCTTATCGACCTCAATCGCGGCGAGCTCAAGCTCATCGACTTCGGG 
TCGGGGGCGCTGCTCAAGGACACCGTCTACACGGACTTCGATGGGACCCGAGTGTATAGCCCTCCAGAGTGGATCCGCTACCATCGCTACCATG 
-GCAGGTCGGCGGCAGTCTGGTCCCTGGGGATCCTGCTGTATGATATGGTGTGTGGAGATATTCCTTTCGAGCATGACGAAGAGATCATCAGGGG 
CCAGGTTTTCTTCAGGCAGAGGGTCTCTTCAGAATGTCAGCATCTCATTAGATGGTGCTTGGCCCTGAGACCATCAGATAGGCCAACCTTCGAA 
GAAATCCAGAACCATCCATGGATGCAAGATGTTCTCCTGCCCCAGGAAACTGCTGAGATCCACCTCCACAGCCTGTCGCCGGGGCCCAGCAAAT 
AG 
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TABLE 10 



MOUSE NOMENCLATURE 
ICSGNM Wilt 3 a 

Celera mCG11700 

HUMAN NOMENCLATURE 
HGNC WNT3A 
Celera hCG42253 

MOUSE SEQUENCE - GENOMIC 

TGAG CTGTTGAT CACATGCTGCATTTAGAGAGAGTTCTGGGACTAAAGCTCAG AG AG AAGAC ACAGG C C CATGG CC AG AG AGGCCTTAGCTATG 
TGGGCCTTGCCACCTGTACCCAGGAGCACACCACTCCCTTTGGAAAGAGCACCCTTCTAACACCTATCATCAAAGTCAAGCAGACCCAGTCAGT 

TGGACAATAGGCGCTGTACTGAAGCATGGTGGACGCGGGGACATGTTTGAATATTTCTGATACTTTCCCCCATCCCACCATGTGACAACCTTCC 

AGCTCTGAGACCTAGAGGAACCTGGCCTCTGCCTCTACCTAGGTCTCCCTCCAGGGCTCCCCAGGTGACACCCTCGAGGTGTCTGATACATTAG 

TGCTTCCACATTCCTTCACCAGCAGAACGTGCCGCTGCCGCCCAGAGAGGCTGGCAAACACATGGCCGCCGGCGCGGGAGCCTCCCGCCTGCCA 

GGACTCGTTCAAAGTATGTGTCAGTAATCCTGCTGGCCCGGCGGGGCAGGACAGGCGCTGGCTGGGAAGGCTTCAGGCAGGGCCCTGTGCTGAC 

TGGAGTAAGGACTTGGGACCCCTCCCCAACTCAGAAAGTGCTGGATCCTCAAGGAGGGCTTCCATTTTCTGGGGATGCTGTCCATTCGTGGGAA 

GGCAGCGGATTGTTGGGGATCTCAGGAACACAGGTACCGTGGGGACAGCTCTCCATCTGAATGGTTCCTGGACAGCCCCATTCAAAAGAGGACA 

GTGTGCTTTGTCCATGAACAGAGTGAGTCCCATACCCTGGGTCTCAGGTATGAGTGTGGAAGCCTGGTGATGTCACTGAGAGGCCCAGTGCTCC 

AGAGAGAAAGGCCTGAGTGGGACCCACAGCATTCTGGCCCAGGACCCTTATCAACAGAGACTTCTCTACTCATGATCCTCCTTGTTCCCTCTGG 

GCCTGGGCAGAGCCTTAGGAACCCTACCTGCTAGGATCCAACTCAGTGCTTACTGTGCCTGATTCCATGCCAGCAGCGGATAAGAGAAGTCAGG 

C AAGC AAGGC ACTTCCTGC ACC AGATATAG ATGC AGGGAGAGGTGGACAG ACACAGTC C C AGAC AGGC AGGT AG CG CTCG CACACACAC AC AAA 

CACACACACACACACACANNNNNNNNNNNNN^ 

NNNNNNNNNNNNNNNNNNNNNNNNNNN^ 

NNNNNNNNNNNNNNNNNNNNNNN^ 

NNNNNNNNNNNNNNNNNNNNNNNNNN^ 

NNNNNNNNNNNNNNNNNNNNNNNN^ 

NNNNNNNNNNNNNNNNNNNNNNNNN^ 

NNNNNNNNNNNNNNNNNNNNNNNNNN^ 

NNNNNNNNNNNNNNNNN^ 

NGGGAGCCTTGGCCCAGGGAGGCCAGTGCTGGCCCAGGCTGGGCTGGCCTGCTGCCCATCTCCCAGTCCTGGACCAGCCTCCTTCCTCTACTGC 
ATGTCACAGCCAGCGTCTCTGCTATATCCCTGGCCAGGTGCCCGGCCTTTCAACAGGAGCAAGGGAAGGAGGAGGGAGAAAAACCATTAGTGTT 
TGCCGGCTGCAGGCGTGGCTCACGTGGCTGCAGCCACAGGATGAAACTCCTAGTCTAAGGATGGGGCTATGTTCCAAAACATAGCGAGCTCTAA 
GTAGACGGCGATGCCTACCCCTTTAAAGACAAACTAGGAACAAGTAATAAAAAATTAACAGCATTAGTGAAAATGAAAGCAAGAGGAGTCTGAG 
ATCTGATTGGCATAACACGGGCATTTTCACTGGTGTGGCTTGTTCTTGTTTGACACACACACACACACACACACACACACACACACACACGCTC 
GCGCGCGTGCGCGCGCATGCTTTTGTAAGGATAAAAAGTTTGAGCCTCACTTTCTAAGGCATAGTTTAAACATCTGCATTTTGGGATCATTTTG 
AGGGCGGCCTCAGCAGTTACCTGAGGTCTGAAGTGCTTAGGGTCCACTGCCTAACTTTGGCTGCCAGTCCTTCTGCTAGGACCCAAGAAAAGGC 
TTGGGGTGGGGTGGGGTGGCTGGACCTTTCAGAGAAGGAATGGCAGGAGAACACTAATTTTATTTGGTGGGGGTTTGTCCAGAGGACCTTACAA 
TGTGATGTCAAGTTGGACAGTTAAAATTCTAGCTGAAAGTAAGATTGTAGGCTTCTCCCAAGAGGCTGTCCTCCACCCTGGTTGGCAGAGAGAG 
GGGAAATGGAATGAATTCCTCCCACCGTGAATCACAAAGGCCAGGTGCAGAGAAATGGGTGCAGCGAGGGTGTGCCTCCTCCCAGCTTCTCCCC 
AGGC CC AGGC AGGGCCCTCCTGCCCTAGCTGTTTCCATC ACC CCAAGGCAGGGTTC AG ACCTTACGGTGACCTCACAACTGGAGGAGCTGGATG 
TGGATTGGAAGTGACTGGTTACAGGGTCTTCCATTCTTAATGCTCTTCCTGGGCAAAAGATAAGGGCTCAGCCTAAGTCAGGACACGGGGTCCT 
TTGAGTAACCTGAGGGTTCTCTGTCTTTGTCTGCACATGGGTTTACACACGTTAGAGGGATTCTGTGTGAAAGGGGAGGGAAGAGTTCATACAA 
CACTCCTGGAGGCTCAGGGCGGGCCCAGGGGCTCAGGAAAGACTAGGTGCGTTCTGGATGGGATGAAGACCCCCGTTTGTCTGGCTGGTAGCTG 
TCTCTTGGGCCTTGTAAGCAGGCAAGGGCGACTGGCTAACTGCCAGGGCTCAGGTCCCACTGGTCCCTGTCCCTTCTCCAACTCCTGATATCTC 
TTGGGGGTTGGATCTGATAAATATTGGCCTTTAAGAGAGAGCAATGGCTCAAGAGGGCAGTGGAATTTCAGATGTCTAGGGGAAATTATGTCTA 
TCATTAAGTTCTGGGAGAATCAGGTGGAGAAAGCAGAAAAGGCAGGTGGCAAAGGCCAGGTCAGGGCCCAGGAAGGCACTCAGGTGTTTCGAGT 
TTGGACTCAAGCCTTAGCAAAATGCTTGTCTTTGGAGTATCTTTACAGTTATGGAATGTCAGGCTAGAAGAGACCTCAGATCAGCAGCTTAAAA 

AATAGACCAGCACAGTGATGAGATGATGAGATGAGTCCTCACAGTTAAGATCATTGCTCTCATCTCCCTTGGTGACTCTCCCTTGATGGAAGTG 
GTCCTGTAAGTGAAGCCTGCCTCTTTTGTAACACTGTCTCATTTTGATGTGCTAGCTGCACAGTTGGGCTTGATGCATTTCTCTGTATTGGACT 
CATTCATGAATGTTACTTTGCTTAATACATTTTAAGACTATTACAGTGTATCAGGGCCAAGAGGATGGCTCAGTCAGTAGATTATGTATCTGTT 
ACACAAG C ACAAAG ACCTGTGTTTGAT CCTTAGG ACACAC AT AAAAAAATTATCTGGTAGTATAGTTTTG AAATAC CAGTGTTG AGGATGGAAA 
G ACAGG CAGG G C C CCG AAGTTCACTG ACC AGCC AGCCTAG CCTAAAATAAGCTATAGGTTCC AATGAAAGAC C CTATAAC AAGAC AT AGTTCCT 
AAGGAACAACATACAGGATTGATCCCTGCCCATCTAGTGCATGTGTTCACACCTGAACAGGAATGCGTGAGGGGGTGCCCTTGGGAGCCAGTGT 
GCCTTGGGGACCATTGTTTTTGCCATATCAACCTGAAGTCTTGATATAGGCTCCACTCACCAAGCCTTGGTTTCTTGTCCCAGGTGGTCTTGGG 
TCGCACCTGTCCTAGTTTGTCACATACAGGGTCTGTGAACATATCACTCGTGAGCTCCACCCAGGGCAACTGGAGCTGAGGGTGGGCAGATATG 
GGAATGGGACAATGATGAGAGATCTGAAGGGACACACACAGCAAGAGATGATCTGTGGAAAGGTCCTGAGTAGCATCAGGAAGGGGCAGCTGTC 
CACAGGCTAAGCCAACAAGCTTGTGGCATGTCGTTGTGTCATGTGCCCCTGGAGCTTGGACACAAGGTGCCTAAAAGGTGGCATCTCCCAGAGA 

CAGAGCAGATGCCCCAGATTTAAGAACTTTTGCAGCTCAAGGTGTCAGCCAGACCAGGAAGCCACTTCTAACCTCACTCGCATTGTTGGGGCTC 
ATTTTGTGTTTTTGTAGGACTGAGTTCTCCAGGACTGGGTGGCTGTGGCTTAGGGTAGCCCCTGAGAGTCCCTCTGTGGTCTCAGAGCCAGAAA 
CTCGGAGGCAAACTCCATGCTTTGGATCCAACTTCTGAAAGCACACATGAGTAGCATAAACTTAGAACTCCAGACTCAGTGTATGCCCCAAAGT 
CCTGACATTCTGGGCATAGTTTTGGACCTCAGAACTCTGGGAATACCTCAGAATTTGAGGTGCTGCTAGATTCTGGGCTTGGAGAGGCTTCTGG 
GGATAGGGGATGGAGTCAGGCAGCTGTGTGTGCTAGAGAGCAGCTGTACTCAGCCTAAGCTGTAGAAACCTGGTGGGCATAGGGACCGCTGAAT 
CATACTCCTGTGCAGTGTCTCAGTGCTAATCTCGTGCCCATGCTCCCAATGGGACAAGAAATAACATTCTCACCCCCAGCTCTGCTCATTGCCA 
TGGGACCTCACCCTGGATCACAAAAGGAGATGACACGCTGCTGTTACAGCCACATCACTGAGGGAAGACAGCTATCATCATAGTGGGTGAGAAC 
TGGAGAAGAAGTTACAGATGCTGTTGCTGTTTAGCGTAGCCTATAGAAGTCTAGCACACACAATAGCAGGACCTCCCCCCGCCCCTAAAAAATT 
CCACCTTGCTCGCCTTCCTATAGCTCAGCTGATTTGGTTCCTCATAGCTGTGCTGTCTCCACTTTCCTTCTGGGCTGTTTTGTTTAGTTTTTCA 
TTTTAAATATATTTTATTTATTTATTGTATGTGTTCATTTGCACTTGTGCACAGGCCACAGCATGCTTGGGGTGGGGGGTTGGAGGACAACTTC 



186 



WO 03/039484 



PCT/US02/36071 



SAGRES DISCOVERY 02-10 



AGGAATCTGTTCTCTGCGTCCACAGTGTAGATTCTAGGGAATCAATGATGTTTGTCAGGCTTGGCAATAGGCACCTTTAGTCACTGAAATCTCT 
CTCCCAGCCTGGAATGTGTCTTGATGACTGTACAAAGGGCTCGTGGCACTCACCTTGGAGACAGTGTCCCCTCATTCTGATGTTAAGAAAGAGT 
AAACCAGTACATACTTGTGGTCCCCGGTGAGGGAGGTTGAGTCTAAAGAATCATGAGTTTGAGGCTAGTCTGAGCTACCTAGCCCGGGCTAGCC 
TGAGCTAGGCTGAGCTTGTTGCTTAGTAGTAGTTGCCTGGCTGGGGCAAGTCTCATTAGTGGAGAAGGAGGAGGAGGGAGAGAGCCAGGAAATG 
GTAAGTTAGCCAGAAGTTTAGGAGAACACTTGAGAAAGTCCTGGGGAGGGTCAGAAATTCATTGGCTACATGAAGAATTAGAGACTGGGATATA 
TGGGACTCTGTCTCAAAAACAGAAAAATAAATAAATGAATAAATGTTTGACTTTGTACAGGTTTCCTTCTGTATTCTGTAGGCACAGGCTTAGC 
CAGCTGAAAATTGAACATGTTTGGAAAAACTGGGCATGGTAGCACATGCCTTCAATTCCAGCACTCTGGAGGAGGCAGAGGCAGGTGGATCTCT 
GTGAGTTTGAGGCTAGCCTGGTCTAGAGAGTGAGTTCCAGGGTGGAGTTTAGTTAGTAGAATGCTTGCCTCACACACACTTGGGAAGTAGAGAC 
AGGGGGAGGAGGATTTTAAGGTCATCTTTAGCAACTTAGCAAACTGGAAGTTAGTCTGCACTACATGAGAGACAGACAGGCAGGCAGGCAGACA 
G AC AG ACAG AACTAAACAAACTAAT AC AAAC CTAAGCTG AC CATC ACAGC C C AG CTGAAGTC C AG AAGTTT ATCG AAC CT CCTC AACCCTGC CT 
GCCCGTCTCCATCGTATGACAGCCACCCTGTTCAGTCTTCAGCATTCCTTCCCACAAGGCCTCTGTGCCTGGGCTTTCCTGATGGTCCAGCTCT 
CAGGGAACAAGAAATGATCCAGGCTGCGATTCAAGGCACTTCAGAGGCTCTTGGGTCCAGAGAATGTTCTCTTCCACCTTTCTAAGTCCATGAG 
AGAGAGCAGGAGGGATCCTGCTGGTGCTGCCCACACCCTGGCCTCCTAGCTAGGGGAGGTGGCGAGCAGGGACCTGCCCAGAGGAAGGGAAGCA 
GAGAAGGCTGACTCAGCATCTCCAGAGGAAGGGGGCTGGGGCGCTGCCATGGACCTGGGAAGTCCCTTCTCTGCCTTCCTTGGGGGCCACTCCC 
AGCAAGGTGGGTGGGGAGCTGAGGTCTGACCACTCCATGCCATTGGAAGGAGCCCCCTCTTCAGCAGCATCCTCTTCTTCCGAACCCACATCAT 
CAGCACCCAGGATGAGTGCTGGTTTCTGGCATCTAACAAAGGAGACCACCTACTCTTGGGAACTGGCCACTGGCCTAGGCAGTTCCTCCTGGGA 
AGACAGAAATGGCCAGGTTCTGGCCAGGTTCTCTTTTTCTGCTATTTGAGAATGGTCATGCTTTCCATTGTCTCTAAGTCTCCTAGTTAACTGC 
ATTCACAGAGTGAAGATTGTCTTCTTTTTGGATGGATAGACAGATGCCCTTACCCTCTTTCTGGGAGCTATGAATGTGGCTCAGTGGGTAGAAT 
GAATGCCTAGCATCTGTGAAGTCCTATGTTTGATCCCTGGCACTGCAGAGGCAGATGGATCTCTGTGAATTTGAGGCCAGCCTGATCTACATAG 
TGAGCTGCAAAACAGCCAGGGCTATGTAGAGAAAACTTGTTTCCAAAAAACCACAAGAGGCTGGGCGATGGTGGCACACACCTTTAATCCCAGC 
ACTTGGGAGGCAGAGGCAGGCGGATTTCTGAGTTCGAGGCCAGTCTGGTCTACAAAGTGAGTTCCAGGACAGCTAGGGCTACACAGAGAAACTC 
TGTCTCAAAAAACGAAAACAAACAAACAAACAAAAATAGAGGAGGAAGAGGAGGAGGAGAAGGAAGACGAGGAGGAAAGGAGTAAGGTAGGGGG 
AGGGGGGACATTGCCCAGGCCAAAGGAAAATCTTGCTTTGCCACAGGTAGGAGAGTCTTGGTGAGTGTGGGTGCAGTGGGCAGTGGGGTTCATG 
GGTGCTGAAAGAAGGAGAGCTGAAGTACTTCTGGATGTGGGTAACAGGCAGAGAGCAGATGAGCCTGATGGGACATGATGGGACCTCTGGTTTT 
AGGGTGACTAGCCAAAAGTGACAAGGTACAGCAGTGGCTTTCCACCTTGGTCTAGTTTCTTCCTCTCTACTCAGAGCACCTAGCCAGGCCCCTC 
CTCTCTGCCATCCTTGAGGGCAAGGAGCACAGATCCCAGTCCACTCCATATGGACGTGTCTCAGCTCTCAAGCCAGGACCTTGGACAGTGATTT 
CTTCATTTCCCACCAAGTGTCTGCTCTCCCCATACTCAGAAGTGCCTCTGTGGCCCATCTAGTGCCACCAGGGACACACAGACAGCCATGGTGG 
TCTGTACCTAGAGAAGAAAGTGCTGATTCCGCCTGCAGGCAGGGAGGAGGGCATCTCTGAGCCAGACTAACCATGGAGGTCAGGGGCCTGGAGA 
GGAGAGACAGCTGCTGAGAGTGGAAGCAATCCCCAGCCTACACAGGGCTGGACTTCTTATGAACGTGGGGCAAAGAGAGGAAGGATAAAGGAGC 
AAAGAGCAGGCTCTGTCATGGTGTGCACAGGGATGCACGCTGCACCTAGGCCAGGCATGTGATGATGTGTGACGCAGGTCTCTGGAGTATTTCA 
GGAGATAAGAGAGGCCAGCTCTATGGGAAGTAGACCACAAGGATGGATGTGCTGGGGACAGCCAAATCTCTGCATGTGAGGGTTCTACAGTCAC 
AG ACTTAG CT CCAG AAAAGTCCTAAGTGTTTGG AAAAGCCGTGT AC AGC AACAC AG ACCTGTAAT C CCAGG ATG CTG AGACTAC AC AGTGAGAA 
CCAGGTCAGCCAGTGGTACATAACAAGACCTTGTCTCAAAGAAAGGAAAGAGGAGAGATGGGTGTTGGAAGCCAGGCCCAGGGGCTCGTGCCTG 
TAACTCCAGCCAGAGGCTCAGAAGATCAAGGTCGGCACTGGCTACACAGCAAGTTTGAAGCTAGTCTAGGCTACATGAGACCCTGTCTCAAAAA 
TAAGAAAAACAAGGGCTGGAGAGATGACTCAGCAGTTAAAGATCGCTAACTGCTCTTCCAGAGGTCCTGAGTTCAGTTCCAGGCAACCACATGG 
TGGCTCACAACCATCTGTAATGGGATCTGATGCCCTCTTCTGGTGTGTCTGAAGAGAGCAATGGTGTACTCATGTACATAAAACAAATAAGTAA 
ATCTCTTTAAAAAAAATAAGAAAAACATGAAAATGAACATGGTGGGGGGAGAGGGAGAGAGAGAAACACTATTTGGGAAGGTTGCTGCATGTGT 

TGGCATGGACAGAAAGGTGTGTGGACTATGTGCAAATACCATGCTACTTAATACAAAAGATCCAAATGTCTGCTGTGAGCGTGTGGGTACGTGT 
GTGTGTGTGTAGGCCAAAAGTTGATGTTGGATGTCTTCCGTCACTCCCCACTTTGATTTTCGGTACAGGGTCTGTCACTGAACCCAGAACTCCC 
CTGGCTGCCTTTGCTCCCCACCTCAGTGCTATGGCTGCAGACATTTGCCAACCTGGTTTTTACATGGGTGCTAAGGATTGTATCTCAGGTCCTC 
ACACTCACCTGGCAGGCATTTGACCAACACCTTCCTCCCCATCCCCTCCTCACATGTTTTTTTAGAGGACATTTGCTTCTCCCCCTCCCCCACG 
CCTGAGTTGGCTAGTGCCCCACTCCACTGAGACACCTCAGCAGCCATCCTCATCCTATGTTCTCCGTCAGTGTCTGTATCCTCCAATGCCTATA 
GAGGTCTTAGCCACAAGCTGAGGGTCCCAGGAATGCAGGTCTGGTTCTTACACACCGTGAGTCATGACAGTGTGACATGTGGTCTACATCCTGG 
GTACATGGTCAACATGCTGTCTCTAGGTGCCCTTCCTGTCGGAAGCAGCTCCGGGCCGATCACATGCACATAGCCCAGAGTCTGTCCGTTTCCA 
GAGATGGTCTCAATCACCTCCTTGTCTTTCCACCAGGTCCTTGGCTGTGGGACCCCAGTACTCCTCTCTGAGCACTCAGCCCATTCTCTGTGCC 
AGCATCCCAGGCCTGGTGCCCAAGCAGCTGCGCTTCTGCAGGAACTACGTGGAGATCATGCCCAGCGTGGCTGAGGGTGTCAAAGCGGGCATCC 
AGGAGTGCCAGCACCAGTTCCGAGGCCCGGCGTTGGAACTGCACCACCGTCAGCAACAGCCTGGCCATCTTTGGCCCTGTTCTGGACAAAGGTA 
CCCTGGGGTGGTTAGGGTCATCTCTATATGGACATCATAAGGCCTTCCAAACTCTAACCTGGCTGGGCTTGCTCCTCCCGACCAATGGAGGGCC 
TTGGAGAAGAAAGGGGGAGGGGAAGGGAACCGTAAGCCCACCAGGCGGGCGGGAGAGGCTTGGAGTATGTTGGGGAGGTGGTTCACCAGCCAGC 
ACCCCTGGGCTGGTTTGGAAAGGAGAGACCGGCAGGAGAGCTAGGTGTTAGTTAGCTGCTGGCAAAGAGCAAATTATCCTAAAGTGTAGTGGTT 
AAGGCAGTAATTACCATGTGTTGACCTCCTGCTGCCGGGGGTCAGGGGCTGGGTTGGCTCTGCTTCCCATCCACAGGGAGGGAGGTCCATGGGA 
GGCTGTCTCAGCACCAGTTGCTAGAGAGGGCTCTGAAGTGGGGCAAAGGCTTCTTTCTGTGGTCTCTGGGACCCAGGTCTGAGACAGAGAGGGA 
GACAGAGATAGAGGAGGCAGAATCAGAGAGGCAGAGAAATAGAAGAGAGACAAAGATGGCAGAGACTGGGTGGGGGGGAGGGGGCCGAAAGGAG 
AGAG AAC AC AC AC CAAATG AAAG CTTTC ATGC CTTGAAC AAGAAGGGAAAATC ATAT AATTT AAATCACTTTAGAAC AT AC AAT CTC AG CAC AC 
TTAGCACACCCACAGAATTGCGACACTACCACTCCTAATTCCAAAATATTTTCATCCTCTCGAAAGGAAATCCCAAACCCATTATGCAGTGCCC 

GGCTCCTTTCACTGAGTGTGAGGTTTACAAAGTTCATCTATGTTGCCACACATATCAATGCTTCATTCCTTTTGATGACTGAATACTATTCCAT 
TTCAGTGTGTGTGTGTGTGTGTGTGCACGTACTCGTGTGCACCTTAAATTTTACATGTCAAAAAAAGAATTTTATATGTAAAAGATGATGCCAT 
CTGTGGATTTCATTTCTTTTATTGGTATATGTTTATTGTATTGGGTTTTATGTATATCTTCATACACATATAGAATGTATTTTGACCTGACTTA 
ATTCTGCTGCCCAGGACATCAGTCCCCTGTGGGACCAAAGTGGAGAGAGTGGGTCAAAACTCTAAGCAGTGGATGTCCGTGTTTCCTGAGTCAC 
CCAGCCTTTGTGTTTGCTGCAGAGGTCAAAATACAGCACCTGTGGCTTTGCAAGCCTGGCTAGGAAGCATGGACACTGAACTGTCCCCAAGGAG 
AACAGCATTGTGGAGAAGAGGCTGGGGCTGGGTTCCTGCAGTGGTCTTCCTGTGACCCTGAAGGTGTTTAAATTCTTTCTTCTGGTGAGGTCAA. 
AGCAGATGACCTCATGAGCCTTTGGGGTGGAAGTAACTCTGTTCCCTGCAGTCTGACCCTCCCCTGACTTTCACTTCCAGCAGTCCACTGTCGG 
CATGGCTCCACCCAGTCCCATCAGCCTCCATTCACAAGCCAGCTCTTCACTTCATATAATGACATCATGCCACCAGTCCTGACCCTATGGTTCC 
TCTGACCCCCTTTCACCTAACGTCATGACCCACCATTGATTGTCCTTCCTGGTGGCATTCACCAGCTCACTTCCAGGGGTGTTAGCGTCCCTAT 
CTATAAAATGGGAAAGTAATTGCAGCTTGCAACTTGAGAGCTGTGAGTCAGGCTAATTACACAGTTGCTCCCCACAGAACAGCACTGCTGTATA 
CAGGGGAGGATCAAGTCCCTAGGCCGGTACAGTTTACCAAGCATGCCTTATAGTATGTGCACGGGTGGTCCATCCTGTGTCTTCATGGGAATGT 
GATGTGTGTACGTGCAGCAGTAAAAATGCTAGTGTGTACACATGTTTTCCTACATGACCACATATGAGCAGCACACGTGTATTCTGTTGCTTTT 
TGTTTTTGTTTTTGTCTATTTGTGTTTTGTTGCTATTACAATGTACCTGATACTAATAATTTGAAGAGGGAAGATCGATTTTGGCTCTTGGTTT 
CCGAGGGTTCAGCCCATGGTTAGAAGACTTCACTGCCTTAGGCAAGGCAGTCACAAGGTAACTGGAATGTGTTACCAAAGGTTTCTTCCTTCAC 
TGGAACCAGAAAGCACAGAAAGCAACAGGAAGGAGCCAGAGGTGAATATCTTTCTAGGACATACCCCAAGCACGCTTCTACCTTCTTCCCCCAT 
GAGCTCCCTGTCTCTTAATGATACCACGATATCCTCACTCTGTCAAGTCTGCTCATTAGTTCCAAGCTCAGGTTCCAATCACCTCAACAGTCCT 
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TCC C AGAC AACACT CC ATTTC AAAACATAGC AGCACGTGTGGTTATGGTATGTACATACGTGTGC ACACATGGCTT C AG AGTGGGGCTG C ACT C 
ACATGTGAATCTGTGTGCAC AGGTGTGGG AGG AGCTG AGAGTTCTAC AT CTTCAT CTGAAGGCTGTCAG C AGAATACTCACTTC C AGGCAGCTA 
GGACAAGGGTCTTAAATCCACGCCCACAGTGACACACCTACTCCAACAAGGCCGGCCATGCCTTCTAATAGTGTCACTGCCCAGGCCAAGCATA 
TTCAAACCACGACAGTTGAGGAGCCTTTAGAGATCCTGAGAAGCTGGCCTTTGAAGGTTTCTGCCTGAAGTCTGTGCTGCAGTGAACAAGCCTG 
ACTCCCATTACCACAGACAGAGCCCCTCCAACCTCCTGCTTCTCTGTGATTGACTGAAATGAGCCAAACATTACTTCTGTTGGGTATTTTATCA 
CAGCAATTATAACTAATACATCCACCTCCATGGGGGAGTCTGTGGGAGCATGCACACACACCACCTCCCTCACAATGCTAAAGTGAGTCTCTCA 
CAGGAGCAAGGAGGGCACCCCATGATTCGCCAACTATGTTTAGAGCTGAGGAAGGGGCAGGCTTTTATATCCTGTCATGCTAACAGAGCGGGTA 
GCGCTCAGTTTCTCCTCTTCACCAGCACTCGGTATTGTTATTTTCTTGCAGCTGTCTTCATGGGCGTGAGCATTTTTTCTTGAATTTATCAGTT 
ATGTGTGCCCTTTATAAAAAAATCTATCTATTCAGTTCTTCTATTCATGTTTTAATAAGGTTATTTCTATTTAGTTTGAGTTTTGATTATTTGT 
GTTTTCCTTAATCATAGTTTTAGTTTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTGTGTGTGTGTGTGTATGTGAATGCTTATGTCTGC 
CTTGGTGAATATGTGAAAGTCAGACAGTCCGAATCTGGTTCTCTTCCTAACCTGTGGATCCCAGGGATTGAACTCAGATCGAATTGGGTTCANN 

AAATTCTTTTAGTGTATAGCCTGTGTATGGTTTAGTGTACCTGTGTGAAGGTGCCCTTGGAGGCCAAACAGGGTCCAGACCCTCCCTGAGCTGG 
AGTTACTGGCAGTTGTAGCTGTCCAGTATGGGTGCTGGGAACTGGACTTGGTCCTCTGCGAGAGCAGCCCATCTATCAACTGCTGACTGGTCTC 

CACAGATGTTTGCTCCTCGCTGAGCCCCCCACGCCCGAGACAGGGTTTTTCTGTGTAGCTCTGTCTGTCCTAGAACTCACTTTGTAGACCAGGC 

TGGCGTCGAACTCACAAAGATCCACCTGCCTCTGCCCCTCGAGTGATGGGATTAAAGCGGTGCACCACCATATCAGCTACAGAAAGCCTGCTTT 

TTCTGTTTCCTCGAAAGAGTCTTATAGCTTCAAGCCAGAAGTGATGGCATGTGGCTCTATTCCTACTCAGCAGTCAGAAACCTGAGCTCTATAC 

ATTTGAGAACAACGTGGTCTATATCCTGGTCTGTATGGTGACTTCCAGACCAGTCAGGGCTCAGCTCACAGTGCTTTTACATCAAAAAAAAAAA 

AAAAGAAAAGTCCTATAGCTTTTAATCTGACATTAGGTCTATGATTTTGTTTTAATATTTTGATTAAATTTATATTTTGTGTGTATGGGTGTTT 

GCATACATGTATGTTTATGTAC CAC ATGC CTGGTGCTC AC AG AGGTT AGAAGATC CC CTGGGACTGGAGTTAT ATAC AGTTGTTG CC ATGTGGC 

TGCTGAAAATTGAACCCAGGTGCTCTGGGAGATCAGCCAGTGTTTTTAACCCCTGAACCATCTCTCCAGCCCTGCTTGATATATATATATATAT 

TATGTTATTTTTATTTGTGGTATGAGAATGGGATCCAACTTCATCTTTTTTTCTTTTTTAACTTTGGCTTGTTTGTTTCTTTTTTCAAAATAAA 

GTTTCTTTGTGAAGACCCGGTCGTCCTGGAACTCACCATGTAGACCAGGCTGGACTCCAACTTAAAAGAGATCCATCTGCCTCTGCCACGTGCT 

GGAATTTAAAGCTTGTACCACCACCACCCACCTCCAACTTCATTCTTTTTTTTATTTTCATTTTTATTTTTTTCTTTTTAGTATAGAATAGAGT 

TTATTTAGGGCATGGGGAGGGGAGCTAAGAGAGTAGTAGAGGCAGAGAAAGGCGGAGAGAAGGAGAGAGTAGAGAAGTGGAGGCCAGCCATGAC 

CACGTGGAGAGAGGGGGGACAAGGGGACAAGAGGCAAGAGCATAAGC^GCAAAGCTCCAACTTCATTCTTTACTGTGTTGAAATGCAGTTATT 

CAAACAGCGTTTGTTATAAAGAGTATTGTTCCTTCTTGAATGGCCTTAGCTCACTCATTGAAAATCACCTGGCTTTGTATGTTTGCATTGATGA 

ACATATAGGCTGTTTGCTCCATTCCACTGGTCACTGAGTATTATCATAGCAGTGTCATGCAGTTTTCCTGTCTATAGCTTTGTCCTGTGTTTTT 

TTTTTAAACTCAAAGTTGCTTTGGTATCTGAGGCCGTTTATGTATGTTATCATATGTATGTTAGGATCCACTGGTAATGTCCGTTTTTTTAGAC 

TTATTATTTTTAGTGTGTACGAGTATTTTGCCTACATGTGTGTATGTGTACCATGTGTGTTCTTGGTGCTCACAGAGATCAAAAGAGAACATTG 

GATCTGCTGGAACTAGAGTTATAGATAGTGGTGAGCTGCCATGTGGTACTGGAAACTGAACCCAGGTCCTCTGGAAAAGCAGCCAGTGCTCTCG 

ATTCCTAAACCATCTCTTCAGCTCCCAGTTGGATAAAATCTTGGAGATCTTAGGGACTGTGTGGGAGAAGGGGGGGGGGAGAAGAAGGGGGAAG 

AAGGAGAAGGGGAAGGAAGAGGGAGAGGAGGAAGAAGAGGAGGAGGAAGATGAGGAGGAAGGGAAAGAGGAGGAAGAGAAAGAAAAGGAGGAGG 

AAGAGGAGGAAGAGGAGGGAGAGGAGAAAGGGGAGAGGAGAAGGAGGAAGAGGAAGCAGGAGAAAGAAGAGAGGAGAAGGAGGAAGAGGNNNNN 

NNNNNNNNNNNNNNN^ 

NNNNNNNNNNNNNNNNNNNNNN^ 

CAGTGACACTTGGCGGCTCCCATCTCTGAGTCTTGTACATTGTTTTCTAAATTGTTCCCGAGCATTTCTTCCATTGTTATCTACCGTGACATTC 

TTTTCCCGGAACTGGAGTTACAGATAGTTGTGAACTGCCACGTGGGTGCTGGGAACTGAACCTGGGTCCTCTCCAGGAGCAACTAGTCTCTCTC 
CTGGGATAACCATCTCTTAGCCCCATCTTGCTTTTCTTACTCTGTAGACCAGGCTAACTTCTAACTCACAGAGATCACCTGCCTCTGTCATCCA 
AGTGCTGGGATTAAAGGAGCACACAAGGCTTCCTGCTCATCATTGTTTTATTTCCGTTTTGTATTGTGTTTGGATTGTTTGTTGCTAGGAGGCA 
GAGATTTGTTGAGCTCAATGAGGTGCAGTACAATTGACCAGCTGCTCCGTGACCTGGCTGAAGCTATTGATAGGCTCCAACAGGTTGTTTGTTG 
TCTACTATTGGTTCCTTGGGCTGCTCTACGCATAGGGTGATCTCACCTCTTCCTCCCATGCTGGATGCTCTTTATTCCTTTACTTGATATCCAG 
GGTGAGAGCATCCATATTTTCCCAACCTTGAAGTGACTGCTTTCTGCCTTCCCCATAGACAGTGATAGCTGTGGGTCCATCCAGGTTTTAATTT 
TGTAGATTCAGAAGTAAGAACCCTTTACTCGTGTATAAGTAGATAAAGGATTTTTTTAAAAAAATATTTTATTTATTTTTATTTTGTGCATATG 
GGTGTTTTGCCTATATATACACCTATGTGCCACATTCATGCAGTGTTCACAGTGTCCAGAAGAGGGCGTTGAGTCCCTGGAGCTAGCGTTAAAG 
ATGGTTGTGAGACACCATGTGGGTGCTGGGAATAGAACCTGGGGCCTCTGGAAGAGAGGCCAGTGCTCTTTAATGGCTGAGACATCGCTCTAGC 

TGTGAACATGTATGCAAGTGTCTATGGAGACCAGAAAGGATCATTGGATCCTCTGGAACTGGAGTTACAGATGGTCATGAAGAGCCATTTGGGT 
GTTGGATCTTCTACAAGAGAAATACACACTCTTACTGGCTAAGCTATCTTTCTAGCCCTGAGAGTTTGTTTTCAATAATCCATTCTTTTGATCT 
TTTGGAATTATACCAACATTTTAATGACAATCTATTATCAAAAGGTTTATAGATGGGGGATAGTGGTATACATCTTTAATCCCAGTACTTGGAA 
GTCAGAAATAGATGGATCTTTGTGAGTTCGAGGCCAGTCTGGTCTACATAGCCATGTCTCCAAAATAAAACAAGTTCTCCAAATTCATGAGCAC 
ACAACTCAACTTCATTTTATTTATTTGTTTCCTTGCTTAGAGATAGCATCTTACTATGTTGTCTTGGTTCTTATTGAATGCCCCAGTTCAATGA 
ATCCTACTGCCTCAACCCTCTGAGTAGCTGAGGCTACAGGCATGGGCCACCCATTCATTTTCCTTTCTTAAGTTCCACGGCAAACATAACTGGA 
GGTGAGCAGAATTTCACAAGGTGCTGTAACTAGCGGCAAGCACCTCTTTCTTGATTTCTAGGACAAATTCTCTGGGGCTAAGCACATTCTAGAA 
AGATCGAGAAATCGTCCAGAACCAGAGCTGGGACACGAGAGGCTCTCCAGTGGATATGTATATGATGGCAAGCGCTCCATCCCACGCTGCAGAT 
GCACACAACCTATGTGCTTTCAGTCAGCACTCTGCTGGGCAGCCCCGGTGCTCTAGCCTATGCATTTTGCTCTGTGAATGTGTCAGATGACTGA 
AAGACAAGGGGCTGGTGCCTGGGAATATCTTGGAAGGCTTCCTTGGGGAAGCGGCTCCAAACTCTTTGGGCAGACAGTAGTATGGTTGTGGGGA 
GCCCAGGGGTGAGAGAAAAAGGAGCAGGGGAAGGCAGTGGGGCTCAGCAGTCTGACTAAACTGGAGCCTGAGGCACCGTGGAGGAAGAGAGAGG 
ATGGCTGTGCCTGAGGCTAGAGCCCCGTCACATAATTTTGGGCGAGGTTAGGGGAGCTGCAGAATGTTGAGGGTCTCCCAGTATGCTCTTGGGC 
AAACACAGGCTGTCTAGGGACAAGCAGCTGCCACAGGTCCTGCCCTAGAGAGCAGATAGTCACATCAGCCTTGGGGCTGAGGGCCGCGCCTGCC 
CACATTCCTCTGCCTACACCCTTGCCTCCTAGAAGCCACCTGCAGGACAGAGAGAACCTAGGCTGTCTGGCCTCAGCATCCCATCCCTCTTTCC 
CATGGCAGCACTGGAGGATTTCCTGCCAGACGGCAGCCTGCACCCCTGCAACTGTCCTCCCTGCAAACATGACTTAGGCCTCTCTCAGTTTGCT 
GCTCCCTTCTTCACTCTGTCCCCTCCGGTCCCCAAAAGCCCCATCCTCCTCCTCCTGCTTATGCTCCCCTCCTCAGTCCTTGTTCTCCTTCTCT 
TCTGGTGGCCAGGGGAGAAAGGAGCCCTCCGTGTGCCCCCAGAAAGGCTGGCTCCAGAAGTCCTTGTGCCCCCCACCCCCTGCTGCCTGCTGGC 
CTCGAAGTAATCAATCTGATTGGATTAGGGTCAGGGCAACCCTAATCATGTCAAAGGTTACCCTAGGCTTTGTGGCAAGGACCACAGGGGTGCC 
TGGCCACCCCTGCCGAGGTGGCCTCTGTTGAACAGAGTTTAACATCTACCAGCCAGCTGGGAGGAAGGGAGCCAGCCTCTTGCGTGCATGTGTG 
CATGTATGTGAGCTTGTGCAGCCATGTGTTATAGAAAAGCGTGTGTGCATGTGTTTTATATATGCATGTGCGCATGAATGTCTTACGTGGGCCT 
GCGCACTTGTGAATATGAATGTGTTTGTGCCCATGTTAGTGAATATGTCTGTCCGAATGTGTGTCATGCATGGGCATATTTCAGTGTGCATTTG 
TGTGGATGTGCCTTACGTGGGTATGTGTGTAAGTATATGACTGCATGTGCTGTGTATGGATATGTGGAGATGTGTGCACGTGTCAGTGCACATA 
TACATTTGTGCACCTGTGTATGTACTCACAGGTATTGATTATATATGTATAGATGTGTGAATGGTAGCTACACACAAATGCTCGTACATGTGTG 
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CTCAGGTGTCTGTCTCTGTGTGGGTGTGACCATGTACACGGTACAGGCGTGTGTGCATATGTATATGCATTGAGCATGCATGTGTGAATGGGTG 

CCTGTGTGTATACAAGGCAAGTGTTTGCTCATATCTAATCCCAAAACCATCTGCCCTGTGTCAGCCTAAAACTCAGGATGCTAACCTGAGCGTG 

AGGAAGCTCTAGCCCTTGAATGCAGAACGAGGTCCTAGAGGGCTCTGCTCTTGCACCCAAAAGTAGCAGGGAGCGACCTACCTAGCTACTCGGG 

ATCAGAAAGCATTTGAAGAATTTTGAGTACAGGATGATTGTGAACCGTTTATATCCCTTGAGGCAAGCCTCAGACACTTGGAGGCAGGTACTAG 

GTGACTCCCCTGTATTGACCTCTGGCAAGATGAAATGGGTGGGGTGGTTGCAGGGCCAGCCTGGGCCAGAGGTAGGGGTCACAGGACGAAGGTC 

AATAAAACAGCTGGTCAGGCTGGAAGGGGACAAGTGGGAGGCTCACAGGATTGGGGGGTGGGGGCAGAGTCCAGGAAGCAGGTTATTAAACACT 

ATGTGTCCTTGTGAGGGGACAGCTTTCTTTTGGCTGTGTGTGACATTTGCATGTAAGACATAAAGGCACATGGTCTGGAGCCCACAGCCATGGA 

AACTGGGGTCTCTACCTGCCTGTGTACGGGGGTGGCTGTGCCTGGAGTCCTCAGAAGCTCCTAGCTGGCTTCCCTATGAGGGAGGAGCATCTTC 

TACCCACCTTGCAACACTCCACCCCACTTGGGGGTGGTCTCGCCAAGTCCCTAAGGACTCCTGGGGGCTCACTGCTTGTACAGGCAACCTTTAT 

TCACTGCGAAGTCTTCATTTGGGCCTTGCTGGCCTGGACAGTGTCTCCAGCCAGAGCATCTTACCTCGTGTTGGGTGTGGTCCCTTCCTCCAGC 

CTGTGACATACCTCCAGGCCAGCCATACCCTCAACCCATAGTGGCTGGACTTTGTTGGGTCCCCCAAACCTGTGCCACAACTATTAGCAGAGTT 

GGTTGCTTTTGAACATCAGACTCTCAGTATCTGCTGAACTCACCCCAAGCCCTACTTGGCTTCTGGGCAGGGAACAACAGCTTGGCCTCTTCCC 

CTCCCCCAGGCAAAACCCCTTCCTGATGACTGGCCTCAGCTTCGTGGCTCCTCAGGGGGTGGTCCTCCACCTCTCTGTGTGCTCAGCCTATGGA 

AGGATCGACTCCAATGAGACTAGCCTGCAAGACAGCCGGAGCTTAGGGGTTCCGGAGGGACAGAAAGGGCAGCTTTTTAGGGAAGCAGAGTCCC 

CAAATCCAGGTTGCGACCCCTGACCCCCCCATCCGAAAGTGTTACCATTTACGATGCGTTGGGGGTGGGGGGGCTCCCCTGGCTCCGGGGGCCT 

CTCCGGTATATCATTAACTCTCCGCTGTGGGAGGGGGGACCCCGGCCGATATCCCACTGCGCTCGGCTCGGAGCACAATGTCCCTGCGAGGACG 

ACAAGATTAAGCACAAGGGAAAAGTGAAAATGCTGTTGGCGATTCACACGCCCTTCGGGGTGTTGAATTAAAGCGTCTGAAAGAGGATTTCCCC 

TCGCGCCCGACGGCGCGGCGGGCAGCGCATACTTCCAGGTTGCTATGACTGGCCGGCGATCGCCTAATCACCGGCCAGGGGGAAATTCATATAA 

AATATCGCTGGCCATTGTGGGGCTAACGCGGCGTGACAGTGTCGCACAAAGCCGGATTCATCAGCCCCAGCAGGTCAGCCAGGCGGCCGGCCGC 

GCGGGCCCGGGCGGTGTCAGGGGCCGCGGCCACGGTGGGGCACCGGCGCATTCCGCTCTCAGGTGGCTCCGGGGCCTTTTGTGCCTCCGTGTGA 

TTACCAAATGCCACCGCGACACCCCCTCCCGGCCGCCCGGCTCCTCGAGGCCAGGAAAAGGGCCTGGGGAAGGAGGGACGGTGGGCAGCCTTGG 

AGGGGAGGCGCCAGGGCGGGGCCTGGGCTGCAAGCTACCAGCTGGGGCTGCTCGGTTCTCTCGTCTGCCCTCTGCCTGCTGTGCTGAACACGGG 

TGGGGGAAGGGATGCCCACCCACTGAATGTGTTATGGAAGCACTTTCAGACATCGGGATGGGAATGGGATAGATAGATGGTTTGTCTTTCCTCA 

GCGTGACAGGAGAGTGACACTCCCAAGGGAGGTGATGCCCCATGACCTGCAGGCTCTGGCCAGTCTGAGCAATTATGGCTATGCCATAGTTGGG 

CCTTCTTCCCACCAGTGGTCGGATAGTGATCTCCCAGTTGGAGTCTGGAAATTGAGAGGACAGAGACCATCTGGAGGTTGTTGCCTGACAAACT 

CAGCCCAGGCTGCCAACCCTAAGCCTTCTGTGGTCTCCAGGAGGGTGTGGTGGATGTAATGTGCAGACATAGGTAAGGGTGAACCTTCTGTCTG 

CTGGGATTCCCTGGTTCTAGTCCTGTGCAGGGAAGCTTCAACAGAGATAGAGGGTCCTAAATAAACGCATACATAGCATATGATCCTAAAGGTT 

CATG CAC CAAACTTTG GTGCACC C AATTTCAAAAATAAATAAATAAATAAATAAATAAAAAT^ 

TAAAAATAATAATAATAAAAATATAAAAATAAAAATAAAAATAAAAAGGTACTACTG 

TAGGCAATTTCAATAAGCCCACACACACATGCACACACGGACACGCACACAGCTCGTACCTGGTTGTGGAGAGTAGACACCTTCCATATGATTC 
ATTTCACTTCTAGTTCTGAGCCTAGTGCCTAGCTCATTATGGACTCTCATATTCTGGATAGGTGATGGACGGATGGACAGATGAATGGATGAGT 

GATGGGCGTATGATAAATAATGAACTAGATGAAGGGAAAGGAAGGAAGCCCAGATAGTGATACTTTGGTTAAACCCAGTAAGAGCGCAGCAAAG 
CTGAGATTGTTTCTGCAGGGGGACTTTGGTCCCCACCTCCCAGGATCTGGGTGAAGAGACAGTGGCCTCAATTCATAATCCTCCCACGTCAGCC 
TTCCTGGTGCTGGAATTACAGGCCTGAGCCATGACACCGTTTTTGGAATTTGCTTCTTTTATAGAACAACTTCTTCAGGTAGTTTCTTTTCTTT 
ATCTTTACCTGTATCTG ATAAATAGACAGTATCTCCAGCCCTCCAAAAG CTCTTCTTAG CTCTGCC CCC AGATGACTGG CG C AGATGGGCAACA 
CTAGTCTGTAAGAGTCCTGTGCTCAGGCACCCACCCCCTCCTCATTTGATGATCAATAGCCATTTGAAGGGTCTGATGTCATGCACTTGTTTTC 
TGGAGGGAGGTGTGCTCTTGGAAGCCCTCACCTTTATGCTGGCCATTTCTGCTGAGTCAACAGAAACTGAAAGGTGGTGTGTGTGCCAGGAACT 
TTGCTGTGGTGTGCCCCATTCCCATTCACTCTCTGCAAAAGAGATAGCTCTGGGAGAGTGCTTCATAGCTCTGGTAGAGTGGTTCATTCACCAT 
GGTTGTCCTAAAACCCTATGGGACTGTGATGGAAGCAAAGGGTTTCCTCTCTGAGAAAATGTGTTTGTTCCCAAGATCCACGTTTTGCCTCTGA 
CTCCTGGGTAGACCCAATCTTGTTGGATTAAAATCCCTGCCATCCTAGGATGTCACCTAAACATTCTGGAGCCTTTCCTTTCTAGGTCTCCTGC 
AGACATGTTCTCAGTTATTATTAAGTATCTTAAGTATAGCGAAGCATTGCAGGAATGGTGTGGAATCTCAGGTCCCTGTCTTCCTCTCCACACA 
CACAGCCTTGCACACTGCTGTGGTACATGGTAATTGATCATGAAAGCCAACCTGACTTGGATAACCCAGGTCTTTGTGCCTCCATGTCCCTTGA 
GTTCCACCATCCTTCCCTTTTGTACTGCCCAAATCATCACCATTTATAGGAAGGACCTTAATCTGGCTTTAGCAGCTGCCTCCAATTCATTTAA 
GTAG AGACTATACATTTTTAGC AAG AAAACATTG AAAACG ATACAAT CT TT C CTAGG AGGT AG ATGGTAT CTATTCACTGCTAGGAATGTG AAC 
TCCACTCCTTGCATAGTGTGTGATGGTGATATCTTGGGAGGTGGGGTTGGGGTGGGGAACTGCTTAAGACTTTTGGCTGCAGCTTGCCTCCATC 
CTTCTTTTCCAAGCATGTTCCATTTCACATTCACCTAGCCAAATGTGGGTTTGCAGCCCACAGTTCCTCCCCTGGCTTCTCAGATGGAGTTTCT 
GGACTACTTGGACTTTCTTACTTCTGGCCTTTATTTCTTCCGCAGCCTGTTGAAAGCCAGCTCCAGAACTTGGCGTGCCTTGACTTGATCGGGA 
GCCCCCACCTCCTCATTTGACAGTAGAGGAAACTGAGGTTCAACAGAAAGGGAGGAGTTCCCAGCCTGCTGGTGACAGAGCTGAGCAAGAATGA 
ACTCTTGCCTACTTCAAGTTCTATGTTGTTCTCTCCTTCTCCCAAGGACCCTTCCCCTCGAGTGTGCCTACCAGCTCCAGGCTGTTTGCGTGTG 
TCTTGATAAGCAGGGAGCCTGAAGGCCTTGTTCTGGGCAGGGCAAGGCCTAGAGTGCTGGGCCCCCTTATCTTTTGGAGCCAAGAAGGATGGGG 
GAGGAGCGTTTGGGTGACACTTGAGCTGGATAAGGTAACCAAGGCTGCCTTGAGACTTGGAATGTGAGGGTGTAGGCAGAGAAGTAGACTTCTG 
AGTCGCACCCAAGAGAAGGTAGCTCAAGGCCTCTGGCCCCAGACTCAGGTTCTATGCAGAAAGAAAGAAGACTGGAGTCTTAGGGGCACGAGGA 
GGAGTGGCTTGGCTCCTTCAAAGATCAAATAGGGGTTAGAGATGTAGCTCAGTTGGAAGAATCTTTGCCTGGCATGGACAAAATCCCGAGGTTT 
CATTTCCAACACTACGCAAAGCTAGGCGTGGTAGCACACAGCTGTAATGTTAACACGTGGTGGAGTTCAAGGTCCTTCTAGGCTACACAGTAAG 
CTCCAGGCAAGCTTGGGCTGAAGTCCCTGCCAAAAAGAAAACAAGAAAGAAAAAAGAAAAATGACGGCTCGAAGGGGTAGCCTGTGCTCTGGAA 
TGGAAATAAACAGTGAACAAGATGCAGATCCCACCCGTGGGGAGGATCTGGACTGGAAGTGGATTCCAGAAGACAAGTGTTCGCGAGGAATAGG 
CACAGCTGACATGTTGGGTAGATAGTGCCCAGGACCTTGGCTGCCATGCTACAGAGTGAAGCTGGTAACACTGAGGCTGGGGTAGAGCTTGAGC 
CCAGGGAAGAATGAAGGCTGAGTGTGACCAGAGGCCAGTGAGTGCTGAGAAGAGGAGGAAGACAAGGCTGGCGGCAGGAAACGTTTAGAGAACT 
TTAGGAAGGCTGTGTATCACACTGGCTCTGGGCACGGAGCTGGGCCTGCAGTGGGTGGCTGTGTGCTTGGCCAGTGGAGGCTAGTGAATACTGG 
GTGACAGTTCAATTGAGAGCTTCTCTGTGGTTCTGGTAGTTCCTTGTCCATCGTAATGTGGGAAGAGTGGGAAGCAGGTGGAGTCCTAGATACC 

CTATGTGTGGACGCTGACTGAACTTTGTGGGTCAGTCTGAGTGTGAGTGTAGTTGTTTGCAGTTTCTCTGTCCCTGTTTGGGCTTTGGGACACA 
CAGAGTCCCGAGAGTGTAAGCTCTTAGATGCAGCTTGAGGAAATATGGAAAGCTAGTGTGTGCAGGAGGGGTGAAGAGGCCACAACTTTTTATG 
AAAAGTCTCACAATCCCAAGAGGGTCACCCGGCCCAAGAAATCCTGCGCAGGCAGGCCTGCGAGGCTTTCTGTCTGGAATGGTTTCTAGCCGGG 
TGTGTAAAATCTCTGCTAGTCAACAAGTCAGATTTGTATCCATCTTACTCAGAACACCGTGCTTATCATACAGCAAGCACTTGGCACACCTTTA 
TCTGGTGTCAAGTAGACGAGGGAGTGTCTTCTCTTAGGAAGAAACTCCTATGCACAATTGGTGTGTGTGTGGTGGGGGGTGTGAATCAATGCAA 
CCACTATAGAAATGTTTGTGGATTCTTAAAAAATGAAAAATGGAACTACCACAAGACTCTATTTCACTTCTGGACCTATATCCAGAGAACTCTA 
TACTCTATC AT AAGG ATATTTGTAC CTC CGTGT ATAATG CTGCTTTATT C ACT ATAG CAAAG AATTGG AATTAAC CTAGTTGTC CATT AGC AG A 
TGAATCGATAGTGAACATTTTGCATATATATAAAAATGGATACTATTCATCTCTTGATTTATTTTTTGCTGCCTTTTGTAGTCAATATTATATT 
TCGTTATCACAATATTATCATTTCAAGATCCGTCCACATGATTTGGCCTCTCAATCTGAGGCCCCTGGTCTAGACCTACAGTGGATGCCTACTG 
CCGGGAATAATGCAAAGTCTGGACTGTTGTTTTTCCTGTTTATGCAGACCGGTGATAAAATATCAGATATGTTAGACACAGTGAGATTTAATGA 
CCAATCTCCAAACAGAACAGTTACAGTACAGCTGTGGTANNIS^^ 
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TGGGACCTTAATGTAGTCCTCCTTGGGACTCTCCAGGAAGAC^GAAGGGATAGAGTGAATCACTCTCCATACAAAAAGGATTTAGTAGAGTGGC 
TTACAAGCTGTGATCTGGATAGTACAATGGCTGTCTTCCAACAGAAAGCTCAAGAATCCGGTGTTGTCCATAGACTGGATGTCTCAGCAGCTCT 
TCAGTATACACTGGAATCCGAAGAAATGGGCTCTAAACTCAGTGAAGGAATAAACTTACCAGGGAGAGTGAGGGCAAGCAGGCCAAAAGCAGAG 
GTGCTTCCATGTCCTTTGCATAGGCTGTCACCAGC^GGCATGGCCCAGATTTAGGGTAGGTTTTCTGACGTCAAATGATCCAATGAAGAAAAAT 
CCCTCTCAGTGTGTGCTTTGCACACCGTTGATCCCATCGCTCAGGAGGCAGAGACAGGCAGATCTCTGTGTGACCTAAGGTAGCTTGGTCTACA 
TAGTG AGTTGCAGG C CAG CCAGGGCTATGTAAAGGCTCTGTCTTAAAGC AAAAAAG CC AGACAATGTTGACAC AC ACCTTTAATT CGAG CACTT 
GGGAGGCAGAGACAGGCAGATCTCTGAGTTCAAGGACAACCAGAGCTACATAGAGAAACCCTGACTCAAAACAAAAACAAACAAATCCCTCACA 
GACATACCCTGCAGGTTCCCCTTTAATTAACTCTAGATATACTCAAGTTGACAACCAAGAATAGCTGTCCTGGTTGGACTTGAACTCAAAGCAA 
TCCTCTTGCCTCAGTTTTCCACATGCAGGTATTACAGGTGTGTAACATAAGTTCTGGTTTAAAAATCTCTCGTTACCTTAATTTTTAATGTTTA 
TTTATAGATCTAATTTTATGTCAAAGATCTAATTTTCCTTTTGTTGTTCTGAGATGGGGTATCATGTAGCACAGGTTAGCCTTGAGCTGTCTCA 
AGCTAAAGATGAACCTGAAGCTCTGCTCTTCAGCTTCCACCTCTGGAGTGATGGGATTTCATTATAGGCCTTCACAAGCTCACTTCAGGCAGGG 
CTGGGGTTTGATCTCTATTCCTTTGGCATGTCTCTACCCATTGAGCCATATCCCTAGCACACTCATTTTATTTGTTTTTTTGAGACAGCCTCAT 
GTAGCCCAAGCTGGCCTCTATGACCTTGAATTTTTTATCTTCCCGCTTCCTCCTCCCTGATGCTGGAATTACAGAGTGTACAGCTATGCCCCAG 
TTCATGTGCTGCCAGGGATGTGAACACAGGGCTCCATTCATGCCAGGCAAGCACGCTAGCAGCTGAGCTGCACCCAAGGCCCTACTTCTGTTAG 
CATAATTGTAAGTATTTTTAAGGTGCTGTGCAATATTTCAGTATAGGATTATGTTTTTTAAATGACCCAATAAGGGTTCTTAACATGTCCATCA 
AGAACATTCAAAATCCTTTTCAAGTGATTTTTAAAAATACGATCACTTGTCCACTGTCCTCACATGACTGTTCAGTGGCACACCAAGACCCCTT 
AACCATCATCTGAAATTCAGACCCACTGATCATCTTCCCTCCACCACCGTCCCAGGCCCTGCCTCCGTAAGTAACCCATTCCACTTCCTGCTAG 
GAACGGAGTGCTTTTAGATTCCACACCTGAATTAGAACATGAAGTTCTTGTCTTCCTGTGCCTGGCTCATTCACTTATGTCCTCTGGGTCTGTC 
AATCCTGCTGCAAGTGACAGGGTCTCATTCTTTTGTAGTGTAGCCTTGGCTGCCCTGGAACTCACTCTGGAGACCAGGCTGGCCTCAAACTCAG 
AAATCCACCTACCTCTGCCTCCCAAGTGCTGGAATTAAAGGCATGCACCACCACTGCCTGGCTAGGGTCTCGTTCTTATTTATGACTAAATAAC 
ATTTCGCTGTGCACACTACAGAGCTATCGTAACAAAGCACATACATACAGTGCTGGCATAAAGGGACACACACAAGCTGACGACTCAGGACAGC 
AGTTCGAGAGCTAACTCCACATAGTCCCGCCCAATTGTTTTTTCAGCAAAAGGTATGAACGTACATTGGAGAAAAAAGTCTCTCTGACGAATGG 
AGCTGGGAAATTGGATATCTCTATCTACGTAAGAACAAATTCAGTCCCTCCTGTTTCCTATGCACAAAACCCAACTCCGTGTAAGACCTGAAAC 
TACTGGGACAAAAAGCATAGGCCTGGGCATGGTGATGATGCCTTTGATCCCTTTTGTGAGTTCGAGGCCAGGCTGGTCTGCATAGAGCATCCCA 
GGCC AGCTTGAGAGAT AGAATGATTC C CTAC CTC AATAAC AACAACAACAAC AGCAACAACAACACAC ACAC AC AC ACACAC ACAC AC ACACAC 
ACACACACACACACACACACACACACTCACTCACTCACTTAGGAAAAACACTTGGGTCATTTGGGTCAATATTCTTCATAAAAGATCCTCAGAA 
GAGCAGTGGTGAGACCCTGTGAGCACTGAGTTCTCCTCTCTTGGCCCTGGTTTTGGATTCCTGCCTTTTGGACTACAACCCTCCTCACCTGGCC 
TCCATAACCCCCTATCTCCTTCCTCTGCAGCCACCCGGGAGTCAGCCTTTGTCCATGCCATCGCCTCCGCTGGAGTAGCTTTCGCAGTGACACG 
CTCCTGTGCAGAGGGATCAGCTGCTATCTGTGGGTGCAGCAGCCGCCTCCAGGGCTCCCCAGGCGAGGGCTGGAAGTGGGGCGGCTGTAGTGAG 
GACATTGAATTTGGAGGAATGGTCTCTCGGGAGTTTGCCGATGCCAGGGAGAACCGGCCGGATGCCCGCTCTGCCATGAACCGTCACAACAATG 
AGGCTGGGCGCCAGGTATGTGCACAGAAGCCCAGGGCTGTAGAGCAAGGGCTGCTTTTTCACCGGGATGTCCAGTGGGGCAGGACAAGGGGTAG 
AGGGGAGGTGCTCTTGGTGACCAGGCTGCTCTGCTTGCCTTCTATCAAGGGACATTGTGCCCAGCTGTACCTCAAGTGTCCAGTGTGCTCCCAG 
AGAATGCCAGACTCACCTGTGGACATAGGGTTCCTGGAAGTAGACAGGTGGCAGAAGTAGCTGCAGAGCACATAGTCTCTGAGGATTCCGCGAT 
GAGGAGATGTCCATGAGAGGACAAGACGTGAAGGGAGGAGAAGAGGGATGGAGGGCAGACACGTATAGTAGGTACAGATTGAACTGAGATAGAG 
GGTTAGAGTGATAGAGATGATTGATACAGGCTACTGAAACAGACGAGAGGGTGAGAGAGGGGAGGGGAGGGGAGAGAGAGGCAGACAGACAGAC 
AGACAGACAGAGAGAGAGGAGAGAGACAGAGACAGACAAATAGAGAGATAGAGAGATACAGAGAGATAGAAAGAGACAGTCAGGCAGACAGAGA 
GAGAGAGAAGGGAGACAGAGATAGACAGAAAGACAGAGACAGACACAGAGAGACAGACAAAGATATAGGAAGACAGAGAGAGAGGAGGGAGAGA 
GACAGAGACAGAAAGACAGACAGAGAAAGGCAGACAGAGAGACACTCACAGAGAGAGATTATCACAAGGATCTGGAAATACAGAAGGGAGCCAT 
GCTAACAGAACACTGTTGAAGGTTCCCTCCCTCTGACCAGGTTATACCTGGATCTCAGGAGCTAACACTGGGATTTCAGGAGAAGCAAAGGTCT 
GAACTTTCATGCACAGACAGTGTTTTACCACAGCAGCTCATCTTCAAATACGCTTAGCCTCCCTCACCCAGAGAGCCCTGCTTCCCTTCTCTGA 
GAGTCCAGATAGGTAGTGCTCAGCAGCATAGCAGAGCCAAGAACTGAGTAATGGGCTGGAGAGCGACCTCGAACCACTCAGGAATGCATATCAT 
CAGGTGTCAGGTATGGAGAGAAACAGAGCTGACTGTGGGGGTCAAAACAGAGAGACTTCTTCACAGTGTATTTTAAAGGCATTTTAAGCTAGGT 
ATG ATGGTG C AGG CCTGTAATCCGGACGCACAACAAAGG CAGGG C AGGAGGATGAGAAGTTC AAAGTC AAC CTC ACTATGTGTTTG AAG CC AGT 
CTCATACTTAAGACCTAGTCTCAAAAATAAAGAAGAGAAAGAAAAGGAAAGAAAAGGAAAGGAAAGGAAAGGAAAGGAAAGGAAAGGAAAGJ^ 
NNNNNNNNNNNNNNNl^ 

GAGATGTGCTTTTCTGAGGACAAACTGTCACAGTGAAACTTACTTCCATACATAACGAACTTCAGACCTTTGACCTCTTCCTAAAGCCCAACAC 
TAGCTCAAAGGCTCTGACCCTTCAGACAAAGAACAGGATACTCTCTCTGGAAAACCCAGCTCTTCCAGCATGAACAGAGGGGTGCCTAGAACAG 
GGATCACTTTACAGTGAGTGTGTTGGGAGTGACAACTGCCTCCCACCTGCAGGAATTTCCAGAAAGCAATGTGGGGTGCAGGGGTAGTGGTGCA 
AGTCTTTAAT CTTAG CACT CCAG AGGCAGACTAGTGGTTTTCTGGGTTC AAGGC CAGC CTGG CCT ATCT AGAGAGTT CTAGG AC AG CCAGGATC 
TCTGAATTTGAGTCTAGCCTGGTCTACAGAATGAGTTCCAGGACAGCTGGGCACAAATTTAATAATGTAAATACATAATAACAACATTTCATCA 
GGAGTTTTGAAGGGTATGTTCACGAGAGACAAGGGAGGACATGAGGAGAAAGGCAAAGACATAAGGCAGGAGCTTTCCTAGAACTGATGTTTTA 
GACCACACAGGCCGGACTGCAAGGATGGGGATAGAGAGAGAGATGACTTGGGTCAAGAGCTCTTGATGTGCTTTTTAGAGGAACAGCATTTGGT 
TCTCAGCATCTACACCAAGGGACTCATAACTGATTGTAACTCCAGCTCCTGCTACCTTCTGGCACATGCACACACATGGCAGCACCTTAACACA 
C ACAC AC ACAC AC ATAAAACATTTTTAAT CTAC AAAAATAGGGAAGCC ATCTTC CCCAAGATGTATTATGAAATTCAGAGCAC AAC CTAAAGAA 
ACCCTCCAACCTTCAAAGAGACCACTTGATGTCCCTGCAAAGGTTGAGGGTGGGAGGAGGAGAGCAACAAGAGCATCATTGGAAGCTAGAAGAA 
ATTTG AGC AAC ACTTTGGG ATT CCGAGTG ATAAAACGATTTTAAT CCAAG AATTTTATT CC CAG CC AGAGTATGAAAGATTTG CTTTTCTACTA 
CATTAGAAAAGGTTTGACTTTAGACAGTATCATTTCCCAAGGTTTACCAGGTGGCTGTGAGTACGTAGGGGTGTGTGTGTGTGTGTGTGTGTGT 
GTGTGTGTNMNNftJNNNNNNNNI^^ 

NNNNNNNNNNN^ 
NNNNNNNNNNfc^^ 

CTCTGCCTCCCAAGTGCTGGGATTAAAGGCGTGCGCCACCACCGCCCTGCAAAAGTTGCTTTTCTTATTTGACCATGGACTTCCTGTGATAGGA 
CACGGGTAACTAGCTTAGTGGTAGATCTTTACCCACTGAGCCACCTTACCATCCCTTTAAAATTTTTTTTTCTTTTTTGAGACAAGGTTTCATG 
TC TTC C AAG CTGACTTGAATTTTCAATGT AG CCATCTTCCAACCTCTTGCTTCCACCTC CCAAG TGCTGGGACTGC AG ACATGTACT AC CACTT 
TTAGCTTATGAGATGCTGGGGATCCAGTCCAGGCCTCCATGCCCAGCACGCAGGGACCCCATCAACTGAGCTTCATCTCCAACCCTGGCGATTG 
GACATCTTAAAGATTGGATTGCTTAG AGAGG AG AAAATAC AGGG CTG AC C CATAACG AGTGTGTTAATCAC AT AACAGAAAGTTGTATGGGAAA 
GGAAATGTCACCTTAGAGTAAGCCTGCTAACACAGCCAGAACCGTGGGCAGTGAGTACTGAAGGGAGAGATCACGCTACTGTTTTCAGGGCGGG 
AACGGGGAGGGTTTGGCTGTATAGTGGGAGGTAAGAGGGCGTAATAATTTTCACACTTCATGGTAAGAAAGCAACAGAAAATACCTCCCATTCA 
AAAAT C AAGAC ACAGC AAG AC AAGTGCTGTG AC AGCC CG CATAC CACAAGG CACTT C CTTG CGTGGTCAGGAAACAC AC CACACAGGCAAGCAC 
CGGCCCCATCCCTGTTTTAACAGCAGGTCTCAGTGGCTATTGAGATTCTTGACCAAGTAAAACAAAACCAAGAGAGACTGAAAAAGGAGAGATG 
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GCAAGAGTCTCCTCTCAGAAAGCCTGGCTGCAAGAGAGAGGGATGTGGGCGCTGGACTAGCTGGATAAGCCAGGCATGGTGTTATTCTTCCATG 
CCCATGGGCCAGTTTGATAGGC AGG AAGGGTAAAG AAGCAGTGGAAAGTC AGGTGAGGTG CAAGCAGGG C CGAAG C GAG AATGAT CAGAGCATT 
AAG CC CATG CTGTCCAATATG AAT G CTTGC AAGC CACAAC CTG AGCTG CTTGG ATAGTTACTAG CTCTCAGGTAGTTATAGTGAAAGGATAGCT 
AGAGCTGGACGGTGGTGGCACTTGCCTTTCATCCCAGCACTCTGAGACAGAGGCAGGTGGATCTCAGTGAGTTAGAGGCCAGTGGTCTACAAAG 
TTCTGAGACAGCCAGGGCTGTTACACAGGGAGACCCTGTCTTGAAAAACAAAACAACAAAAAAGAATACACTGAGAGTTTGGAGAGATGGCTCA 
GTGGTTAAGAGCACTGACTGATCTTCCAGAGGTCCTGAGTTCAATTCCCAGCAACCACATGGTGGCTCACAACCATCTGTAATGGGATCTGATG 
CCTACTTCTGGTGTGTCTGAAGTCAGCTACAGTGAACTCATATACATAGAATAAAAAAAATCTTTTTAAAAAAAGAATACACAGTTAAAATACA 
CTTGGAGTCCTTTGAAAGGCAGTCTTACGGTGTAGCTCAGACTGGCCTCCAGCCCTCAGTACCCCAGCCTTAGCATCTCCAGTGCCACTGTGAT 
TGTTCATAGTCATGCTCCTCCAGCACGCTGGGCTGGCTTTGATCTTTCATCACTCTCTCCTCCTTCTGTGCATTTTATGACAAATGACCTGTCA 
CCATAGGGAAGGCAGTGGCCAGTGACACGTGGATATAACCCATGTCTCAGACTCATGGTAGTTTTACAGAGCAGGTGGGAAGCAGGCAAGGTCC 
TTGAGAAGGAAGCTTCTAGCAACCTAATAGTTTCCTGCCTCGGTTTAAAATGTTTTAGCTGTCATGGTAATGGAACAGACTTACTGGGTAAAAT 
GAG ACCTTC AATATGTG AAC ATAATGC ACTGTGGC CAAGC AGGCTAGG AAGCAT CCTTAT CGC CTGAAAAAT C ATTT C AACT AGGCATGATG AT 
GCTTATCTGCCATTCCAGCACTTGGAGGCACAGACAGGAGAACTGCCACAAGTTCAAGGCTAGCCTGGGCTATGTCACTGAGTTCCAGACCATC 

TACTGTGGTGGACGCTTTGTGCTATAGAATACCAACAGATATCTATTCCTCCCTTCCAATGATGACCTGTTCAAGCTCCTACTACTTCTTAGCA 
TTGCCACACTTGGGAC CCAGCATCCAGC ATGAG AACCTTGGC CACAG CC AGATCTAAACAATAG CTAAC C C CATGGC CAGCTTGTTATTTC AGT 
AGTGCAGTGGATGTTGAAATTATGAATGCAGTATCCTGCATGTGTTTCCTACTTTGGGGCTTAAAAGACTCAGTGTGTGCTTTGCACATAACGG 
TGCTTGTTGGAATGTAAGAGGAAAGACACCAGGAGCTGTCCAGAGCAGATGCTTACAGCCTGGGCAGGAAGGCTACATGTCTGGAGCAGAGGAA 
CTGGGATGGTCCCTGTGGTGGAGGGGGCTTGGAATCTGAGGGCAATGGACAAGGCCCCCTTGTCCCCACGCATTTCCCTACAGAAAAGGAGGTA 
GGAGTCCCTACTTCTTGAAACACCTATTTCCTTCCCTGTAAAGGGAGCAAGGTCTACATTGTTCATAGGGAAAGCTGCTGTCCATCCCGGCCCT 
GTGAGTATAGGGAGCACTCTAAGCAGCCCAGCTCAGTCTTCACACCGTAGCATCTGCTCTCCACATTGTCCCTCCAGCATCCCCAACCTGAAGC 
TCCTTGCTTCCTGTACTCCGTCCTAGACACTCCTGCAAAGAGAATTAGCTAGACCCACAGGGAGAAAGCAGCTCCCAGGCTCCTGAGGGCTTGG 
ATCTGGCAGAGAAGACCCAGGTCACCATAGAGAAGATAGTAGCACTAGGTGACCAAAGAGAGGAGTCTGGGGGCGGGGGCTTATGGAGAAGGTG 
GGCTGCAGAGAGCAGACCCCCTGGTTGAGCCGCGCTAGGGACCAGTGCAGACACAGTTCTGTGCTTGCCTCCTCAGGCCATCGCCAGTCACATG 
CACCTCAAGTGCAAATGCCACGGGCTATCTGGCAGCTGTGAAGTGAAGACGTGCTGGTGGTCGCAGCCGGACTTCCGCACCATCGGGGATTTCC 
TCAAGGACAAGTATGACAGCGCCTCGGAGATGGTGGTAGAGAAACACCGAGAGTCTCGTGGCTGGGTGGAGACCCTGAGGCCACGTTACACGTA 
CTTCAAGGTGCCGACAGAGCGCGACCTGGTCTACTACGAGGCCTCACCCAACTTCTGCGAGCCTAACCCCGAAACCGGCTCCTTCGGGACGCGT 
GACCGCACCTGCAATGTGAGCTCGCATGGCATAGATGGGTGCGAGCTGTTGTGCTGCGGGCGCGGGCATAACGCGCGCACTGAGCGACGGAGGG 
AGAAATGCCACTGTGTTTTCCATTGGTGCTGCTACGTCAGCTGCCAGGAGTGCACACGTGTCTATGACGTGCACACCTGCAAGTAGGAGAGCTC 
CTAACACGGGAGCAGGGTTCATTCCGAGGGGCAAGGTTCCTACCTGGGGGCGGGGTTCCTACTTGGAGGGGTCTCTTACTTGGGGACTCGGTTC 
TTACTAGAGGGCGGAGATCCTACCTGTGAGGGTCTCATACCTAAGGACCCGGTTTCTGCCTTCAGCCTGGGCTCCTATTTGGGATCTGGGTTCC 

ACCTCAATGGCTTGGACTCCTCTCTTGACCCGACAGGGCTCAAATGGAGACAGGTAAGCTACTCCCTCAACTAGGTGGGGTTCGTGTGGATGGG 
TGGGAGGGGAGAGATTAGGGTCCCTCCTCCCAGAGGCACTGCTCTATCTAGATACATGAGAGGGTGCTTCAGGGTGGGCCCTATTTGGGCTTGA 
GGATCCAGTGGGGGCGGGGCTTCACCCCGACTGGGTGGAACTTTTGGAGATCCCCTTCCACTGGGGCAAGGCTTCACTGAAGACTCATGGGATG 
GAGCTCCACGGAAGGAGGAGTTCCTGAGCGAGCCTGGGCTGTGAGCAGGCCATCCAGCTCCCATCTGGCCCCTTTCCAGTCCTGGTGTAAGGTT 
CAACCTGCAAGCCTCATCTGCACAGAGCAGGATCTCCTGGCAGAATGAGGCATGGAGAAGAACTCAGGGGTGATACCAAGACCTAACAAACCGC 
GTGCCTGGGTACCTCTTTTAAAGCTCTGCACCCCTTCTGCAAGGGCTTTCCTAGTCTCCTTGGCAGAGCTTTCCTGAGGAAGATTTGCAGTCCC 
CCAGAGTTCAAGTGAACACCCATAGAACAGAACAGACTCTATCCTGAGTAGAGAGGGTTCTCTAGGAACCTCTATGGGGGCTGCTAGGAAGGAT 
CCTGGGCATGACACCCTCCTACGATAGCCTGCATCCGCTCTGACACTTAATACTCAGATCTCCCGGGAAACCCAGCTCATCCGGTCCGTGATGT 
CCATGCCCCAAATGCCTCAGAGATGTTGCCTCACTTTGAGTTGTATGAACTTCGGAGACATGGGGACACAGTCAAGCCGCAGAGCCAGGGTTGT 
TTCAGGACCCATCTGATTCCCCAGAGCCTGCTGTTGAGGCAATGGTCACCAGATCCGTTGGCCACCAGCCTGTCCCGAGCTTCTCTAGTGTCTG 
TCTGGCCTGGAAGTGAGGTGCTACATACAGGTCATCTGCCACAAGAGCTTCCTGATTGCTACCACTGTGAACCGTCCCTCCCCCCTCCAGACAG 
GGGAGGGGATGTGGCCATACAGGAGTGTGCCTGGAGAGCGCGGAAAGAGGAAGAGAGGCTGCAAATGCGTGGTGACTGACTGTCTTCTGCCTGG 




TCTAGATTTTCCCTTTTATTAACAAGCATTAGGTGTGCATACTAATGGAGTTTGGTATGGAATTCTTCGATGATCCTCCCCACCCCCAAGGGTA 
ATTCACACCTCCCTGTCCCTTATCACTTGTGGGTCTGCACTATGCTGAGAACCTAAACATGCCAACTCAGGTTCAGGGTCCCAGAGCCAAGTAG 
AGACTGTCGACAAGCCTCCAGGGAGGGAGGTGGGGTCAGAATTCCAAGAAAAGAGAATTGAAATAGCTAAGTCAAGAAAAGAGCCGGTCAACTG 
TAGAAAAATCTGGAACAGGGTAGATCTGAGAGCTTGAATAGAGGGGTGCAGGTGGGTTAAGTTTAAGCAAGTATGGGAGCGGGGTAAGCATACA 
GTAGTTAGGATACTTTGGTAGTTCCAGTGAACAGATGAAAAGTCACAGGAGAAGAGGCTTAACCAAGACCCCCTCACACGCTGGGGATGCAGAG 
GAGACGTGGAGCAGATCGCCTCCCTGTGACTTCATGTTCTCACAGCCCATTCCCCAGAATCATGTATTTAGGGTGGACAGCCCTTGGTATTTGA 
GGACAGTGGCCTGGCTTGCTGCTGCTGGCTTCTTATGTGTAAAGTCAACAGATCTTAGACTTTAGTCCTCAGACCCTGTCACCAGGAATGTTTC 
AGATTGTCACCCAAAGAAAGCAATGGGAGGGAGGGGTCTTTGCCTCAGGAGCTGCCATGTTCCCACTTGCTTTCACAGGGGCGCCAGGGCCTCA 
GTCAAGACAGGCAAGGCTAATCATCCTGTTGGCAAACCAAATGATGGGGCAGGTGTCAGGGCGCCCTGGGAGTGAGGCTAGAGATCTCTCACAA 
AGCCATACTTCTTTTAAGGCCACACATCTGCC CAAGC AAGC CTACCATGTCTCTGCTCCTCTCCCTGGTCCCCCATCTCCATCCCCATACTGTC 
CCCACCTCTGAGTCCTATTCTGATGTCCAGATGTCAGGGCAAAGGATGCCCTGCAAAGCTGAGAGCAGCAGTCCCAGTCCTACCTCTCAAAACC 
CAAGCTGAAGCCGAGTATAGCAGTGCACGCCTTTAATCCCAGCACTCGGGAGGCAGAGGCAGGTGGATCTCTGAGTTACAGGACAGCCTGGTCT 
ACAGAGTG AGTT C C AGGAC AGCCAGGGCTACAC AG AGAAAC CTTGTCTTGAAAAACCC C AAGAAAT AAAAAAATT AAAATTAAAATTAAAAAAA 
AAC AGGGGGAAAAAAGCCC AAGTTG AG CACAGTCATTGTTCTTGTGT CCC ATTTATAT C C C AAC CC AGATCCAAGTG ATTTGAAAG C C AGTTAG 
AAGATGGCCATAAGAATAAGCCTAGGAAGTGTCTTATGATGTCCAAGGTGCTTTAGCTGTCGTGATACATCATGACCTCATGAACCTTAGAACT 
AGGAAACCCTGCTGGGCTCTAGAGGACCAAGGGAAAGGATCTGAAATATAGTCACTGTTGACATAGGGGAATGCTGGTTAGGACAACCAGGAAG 
ATCATTAAGTGTCCTCTCAACCCTCCCAGGGGACAGTGGGACTGCCTGTCCCAGAAGAGGGGAAGATAATTCCCAGACCCTAAGAGCTGGGAAG 
AGAGGCAGTGAAGTGAGAGGAGAAACAGGCAAGGCCCTTCTAGACCCATTTGATTCAACACTGTAGAGTTGGTCGGTGATGACAGCTAAAGCCG 
AGGCTGCTGTCCACATGCCCTGTGAATTTGTCCACAGGCCTGGTAACAGAATACTATGTCACACTGCCTGAAACTCTGAATGCCACTTGTCAGA 
GCAGGCTGCCACTGGTTTTATGGCAGGACCACTTAAGGGGGTCCTTAAACCTTCAAAGCAATCACAAGCAGGCCTAAGACCATACTAGACTCAC 
CTGTATCCTTAAAGAAGAATATTGAGGAGCCTCCAGGTCTTGGGACATAAAGATGAGACCAGGCATGGCTCCACTGCATGCTCCAGGCACATCT 
TTTGTTCACCAACCCACTGGCTAAGCTTTCTGATCTTCCAGAACACAGATTCAACCTGTAGCTGGTGATCCATGGTCTGAGTCAGCTCAGTCTA 
CCACACTAAGATTCTAGACCCTCCGTGGTCACACTGTCATACCTAAACACCAATGTGCCCAGAGTCCAAGTAGGGTACAAAAGGAATAGCCAGC 
CTGGCTTGAAGGTATTGGCCTATAATCCAAGCTGCCCCAGAAGCTAAGGCAGAAGGACCACAAACTCATGATTGCCTGGGATACAGAACAAGGT 
GAAGATCAGCTAAAGCGATTGAGTGAGACCCTGTCACCAAATGAAAAGTGATAAAGAACTGGGGTGTACCTCAGTGACAGAGGACTTTCCTAAT 
GTGTGAGGCTCTGGACTCCACCAAAGCACTGAAAAGAAAAGAAAAAAAAAAATCACAGACTGTGAGGGATGCTGACAGCTAAGTGGCCTTGGGA 
AAGGAGTGCCATCCTGGGGCTCTCTGGCCTCTGGCCAGGTCTGTTTGGGGTTTGTGGAGGAAGAGGCCCAGGTTCTGGATTCTCAGTACCTCTT 
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CTTTAGCCTTCTGATTGCCTGACTCCTGGCAGGCAGGCAGGCACTCCAATGACATCTATGCCTTCACACGGCTCCCTCTTCTCATTCTCAGGGC 

TGCAGGTGTATGTACAC CAGG CC CTG ACCTACTATTGGC AGGACT ACCTAGGATTT CC CAGTAAGGGCAAGGGTCAGTGGGGGGGTAGGGAGGG 

CAACTAGCTGCAGGTGGACACTCCAAAAAGAGGATGCCATGGTCCAGGGCCAGCCAAGGCAGAAGGATGGGCGCCCATTCTCCGCTCAGGGCAG 

TGAATCATCAGGTGAGTGGGCAGGTTCAGGAAGAGTCCAATTAGCCCGCTGGGCCATCTTGGGTGCTAACAATAATAGAGCCATCAGTCCCTAG 

GGCAGTGATGAGAGTCCTCAGTTAAGCCTGTCCGACAGATGAGTAGTCCCTCTAAGTTGGCACCCTGGGCAGGAGCCACCCTAATTGCTACCTG 

CTGCCCTAGTGCCCAGATGAAAGGGACAGACTCGACTGGGAGGCGGCAGGGCAGTGGCAAAACCAGCATGTCACGAGGGCCTGGAAAGTCAGAG 

GCCAATGGGTATGGGGTGCCAGGCTGTCTCAAGACCCCAGTAGGGTCTAATGTCACATGGCTTTTGGGGATGCAGAGCCCATATGCCCAGGCAG 

AAGACAGATCACTTTAGAAGGTCAAAGGCTAGGAAGCATATAGCCTACAGAGGAGGCAGCATTGGCCTGAGGGCTTGTCAGGGACACAGGTGGG 

CTCTGGTGTCTGGTGTCAGTTTCTGAGCAGCAGCCCCTACAAGTCCAGGATGAAAGACTACCCTAGAGATTGTCTTGGCTATCCACAGGAGATA 

CACGACTANNNNNNNNNNNNNNRH^ 

NNNNNNNNNI^^ 

CTCTCTGGTGAGTTTACAGCCCCTCCCGCTGCCCTGGAGAAGGAGGAAATGAGCGGGAGGCCTGTTCACAGGTAGTTGAGACAGCCCCCGAATA 

ACCATATAAAAGGGCCGGAGGCTGGGGGCCCCACCCAGCCAGGACAGGCTTGGCCATCCCCTTGCAAATCTCACACTCAGTAGCTTTGAAGTAC 

TGGAAAGGGTGTGGCCAACCCCCACCTTAGGGCCCCACTGACCCTCCCTTTTTCTGTCACCCCCTCCCCTGGATGCCCACTTTCTGGGTCCTGG 

GGCTCAGTTTCCTCTCTTCAGAGACAGACTGGAGGCTGTCACCATGGCCTGGCCTCCAGGAAAACCTACTCTTGGTCAGCTGGGGTGCAGCCAG 

CTGTGGTTCCCACCCCTGGCTTGGGACTGAGAAAATGGACCTGAGGACTAGCTTTCCATGATGTGGGCAAGTGTATGACCAGAAGCCAGAGTCC 

CCAGCCCAAGCAGTGTTGGTAGTAGGATCTAGCACTGCCTTTTCCAGGGAACACTGGGGACAACAGGGCAGCCAGGAGACAATTTTGAGAAGTC 

CCTAGGACCTTCCTGAAAGCTGACCACCCACTGTTGGGGTGAGAGAAAACTATGATGTTCTGTTGCTGTGTAGCTGGTGATCAATAGCTGGGCC 

AACTCTGAGTCCTAGCAAACCTGGCCCAGCCATAATGATCTACCTTGAAGGGACTTTGGGATACATTACTGCCGTGGAGTCCAGCGAGCGTCCT 

GGGACAGATTCTTCTCCCCCTGGCTTTACCCTGCACCATGCCACAGGCCCCAGGTCCCACCTCTCTTCAGCAGTCGCTCACCTTCCACAGCCTA 

GTCCTTTCAGGGGTTCCCAAATTTCTTTTCAGAAACTCTCTTGGAGGGGGGGGTACCCAGAACAACACACTCTGAGATTATAGCCTTTTAGGAT 

CATCATCCTCTCTAAGGACCTCTGACTTCCAGAGCCAGAGTAGAAACCAGGTATACACACTTAGTATGCCTACAGCCCTAAGGGGCCAGCGTGC 

CATCCTACTGGAGTCTAGTATTGGACAGATATATGAGTCTGGGATAGTCCAGTTGGCTAGAGTCTTTCATAGATTTGAATTGAACTGTACTCTC 

AATGCTACTCTTGGGCTATGTGGGAAGGCTTCCAACAAGGTGCTGCTTCTGCCTTCTGATGTTTGTTAATTCTGAGATACCATACAGATGCCAA 

GACAAATAGTGCAGGGCAGCTAGGAAGCCCTGGAAAGGGCCCCCAACTCCAGGAGCTTGGGCACTGCCTACCCTTCCTAGCCTGCCCTGCTTTG 

CCTGGTCGGGCAGCTGGGACGGAGCTGCAAGCTGTCAGAAGGTGCTAATTGTTGTTTAGGTCTAAGCCGGCTCCTTGCTCTGGTCTTTTTTCCA 

CCCTCTCTGTCTTTTTTATTTGAGCGTCTAGAACTCATGGTAAATAGTCATTTGGCTCTCAGAGCCCTGCAAATTGGTGTTTATGGTGTGAAGA 

TGAGGAGGACCCAGGACTAGTCCACCAAAACACAGGCCAGTGAAGAGGGAGGAGAGAGGGAAGGAGGCATAGGCCCAGCTGGGACTGGGCATCC 

TCCACGTCCCATCCAGGCCTAGCTCTCTGCTGCTTGATCCAGGAGAGCTTCCAGGAAGAGGCTCCTCCGTCATCCTTATCAGTGGGGAGACTGG 

AGATTGAAGAACTAGAGCAGGACC C ATATTTAG CATAGGAGATANNNNNNNNNNNNNNNNNN^ 

NNNNNNNNNNNNNNNNNNNNN^ 

ATGGGG AGGG AGGG AGGGAGAG AAAGAG AGAGACAGAAAAATC C AAGTACATGGGCC CTT CTTAC CC AGTGGCCTCC C AG ATTTGAG ACAGGAA 
TGTATGGCTTCTGTATGATGCTTGTGGGGTGCAGGGTGTGGAAGGCAGGTGCCAGAGGAATTCCAAGCCCGAGCAGATGGCTGGGAGGGCTTCT 
CAGGAGAAGGGGACTTCCCCAGTTGTTCGCCTCTCAGTGCAGAGAGCAGGCAGGCCTGTGCAGAACCCTCAGACTCCTTGGCAGTGGTGGCTCA 

CCTGGCACAAGCTTGAGACACTCTGCCACCCCACAGTGCCAGACTTTATAAAGCAAGCTGGCTTCTAAGCAGCCCACCAGACACACAGCCCTGG 
AGGGGCGAGTCCCAAAGCTCTAAGAAGGCCATTTGACGTCTGTAGCTTGGAGTAGACTCCAGGGATTACACATGCTTCTTCCCCGACTGTTTTT 
ATTGTCCAGGTCTGGGTTGGGGCAATAAAGTGAAGTGCCAGCTTGCACCTCGGGGACCAGGGACTAATCTGGTGGGAGTCGTGACCCAGGCAAC 
AGTCCATATGCCATGGACCTGATCCTACACCTCCTCTGCTTAAGGATATTCCATGGTTTCCCTGTGTCCACCAGGTGAAGTTTAACTTCTCAAG 
CCTACGTACCTGGCAATCTATCCCCTTAAAAGAGTCCTGATGTATGGCGTGAGAGACTGAGAAACTGTCCTGCACAGGAGGTGTATACGGACAT 
TACTCTTCAGACTGCAACGGACGCCCGCCTCTATCACTCATTCCCTCAGATGCTCTCGGACCTCCATGCCAGCCTTCTCACCAGTTCTAAAAGA 

TCTGGTCACATTCAGGAGCCCCCATCACTGTCTCTGGGGGGACACTGGAAGTACCAGCTTGACCTCAGGGACCTGTATGGCAATAAAGGGGGGG 
AGGGGATTCTGATGTCAGTGTAACCTTGATCATTCCTGGGGCTTGGAAGCATACCCAGCTGAACCAAGAGCTTGAGCTTCCAAGTGACCCATCA 
ACCAGAGGACCCCACACCTGTGAGAGCAGGGAGGGCGGCCTCAGAACCGAGGCCTTGTCTGGTCCTTGCTGTTGTATGATGGGAGGTTGTTTGA 
CAGATGCAATGGATGAACCATGCAGAATCCAAGCATGACAGGGATGAGGCCACAGCGCAGGTGGCGAAGGGCCATGTGAGGTCTGGGAAGGTGG 
AAAGGATGCAGGAGAGGACCTTACAGGGGAGGAGGATGCCAGTGGAGATGGTTCAGGAGAGGACCTCGTGGGCGGGCCTGAGGAGACAGTGCAG 
ATGAGGTGT C AGT AAGG AGG ATGCAAG C AAGAAAGATG C AGGAG ATGATGGAG AAGCTG AAGAAGGC ACTGAAGAAGG CAC AGGGAAGAAG AGT 
GCATGTTAGGATGTTCAAGCAGAGAGGGTGCAGTGGTGAGGGTGAAGGTGGAGGAGATTCAGATGAGGATGGTACAGGTGGGATCCTGCATATG 
CTATCAGGCAGGTGGCCCAGAACAATGAGCCTGGCCATGGTCTATGAGGGACGCACACACTGGGAATGGTACCTACAAGGTTCTGAAAGTGCAG 
GCTTTTGGAGACCACCCTCCCCCCAAAGAAAGGGGTTTCTACCCCTTCTCCAGTTCTTCCCTTGTGCTTTAACCAAAAGCAAGTCTTGTGCACT 
GTGCCCAACCAACCCTGCACTCTGCTGAACCTGAGGCAAGAGTAGAAAGGCTGCTGTCTTTTCTAACCTGTACCCTGAGCCAACTAGGTCAGAG 
TCAGAGGCCTCACATACGTGAGTAGCCCTGGTTGGAGGGATCTCTAAACCCCACCACAGTCCTGGGACAGCCTGCTGTTTCCTGGGGTCAGGGG 
TCTTCCATGGGCCCACTGCCGTCCTAGTCAGCTTTGCTTCTGTTACTTGGGGATTTTTTCCAGTCTTTCCCTTCCGTTTAGAAATCCTTTTCAG 
GACAGATCCCTGACAGAGGTGCTGACATCATTAGGCCTCCTCAAGGGCACAGGCCCACCCTTCTGCTCTGGCTACCCCTATCCCTAACCCACAG 
CCCAGCTCTGCCAGGGTCCAGGCCTGGCTGGCAGCCCGCAGACTACCCAGACCAATGTGTTGGCTCTAGGCAGGCAGGCATCCTGAAGGGTCTA 
ACAGTGTCCTTTGCCAACTCTCCACTGAAGCCGATGCTGGCCTGTGCCTTTCCCTCTGCCTCTTATCTTCTTTCCCTCGCTGCCACCACACTCA 
GGAATCATGGGACCCTCTGGTCTTTGAGCTACAGCTCTGTGCAGGTAGCACAGCCTCCTCCTTCCCTTCCCTCCCTCATACATGTGGCTGTCGA 
CCCCTGTCTCTGCAATAAGCTCTGGGTGCCTCTGACTACGCCTCTGACAGTCCTAACTAGTGTGGGCTGGAACACAGTGGCCAACATATGTAAA 
TGCTGGAAACCCCTCTCATAATAGAGATGGCAGGTGTGGAGCXCCGTTGAGCCTGAAGGTAGAGGGCAGAGTAGTGATGGTCTACGGGCCACAT 
CTGGTCCCTAATGGTGGGAGTCAGGACCTGCCTGGTTTCCTCAGAGCCAGAGTGGGAATACAGAGGCATCTGGTATCTTAGGTCAAGGGATTTC 
TCCAGCCCTTACAATGTGAGCAGGATGTTGCTGTCAAGGCTACTGGACAGCTCCAGGCTCTGGAGACCACCTGAGGAGATATGGACGGGCCAGC 
CCCTGGCACAGTCCAGATTTTACCACGGACCCAGCCTGGGGCACAGGTGTTAGGGGTGGGGCTCATGTTGGCGGGAGTGCTGGCTGCGGATGCT 
TCAGCTGGGCTTTTTAATTAACCTCTGCTGGCTGCTCCAAAGGGCCCCAATTAAGTGCAGAATGCGATGGCAGAGTGGGGTCAAAGAGAGGAGC 
TGGTTTTAATTAAAGTGCAGTGGCCTGGGCAGGAGCGCCCCCGCCTGACCGCCTCCTCAACAGGCCCTGCTCAGCTCAAAGGCGGTCACATGAC 
GGGTAGATGACAGAGAACTCTGCAGTCCTGTCTGGCTGAGATCCCACCAGATAACAGCAGGACCAAGGGCTGCCTTGTCTAGCCTGTGTGTCCA 
CTGCCAGGCAGCCCCTCTTCGAGCCACTTTGTCCTCTCTGACCTCTTCTCATTTGTCACCTGACCTGGAATAGCCATCTGCTACCCTCTCAATA 
AGCAGGTCCCTGGTATAATAAGCATCTGTGGTATGTCTACTTCAGAAGCAGCAAAAGGAATAAAACAAACAATTCCATCAGATGTGCATGGGCA 
ATGGGATTAAGCAAAATGGGGGGGGGGCGGGGGAGGGGGAAGGCCAGTGGAGAGCTGTTTAACCTGGTAAAGGAGCAGATAGCAGCAGGAAGGG 
GAGGGAGCTCACCTGGAGAGGTAAGGGCCTGGTAAAAGCCAGAGCAGGATCTGGCCAGGGCTGAGTTGCTGAGGTACCAGCAAGGCCAAAGCCT 
G C AAGC AAAAATAAG AG AGAAAG CCAGGCTTTT CTCCAAATGGC CAG AAGACT ACTG AGG ACTCT C AACATAATTAG CTTT C CAGGAAATGTAA 
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TGAAAAACCCTGGGCGAGGGCCGGTGAGCTACCACCAAGCCCGGAACCCACACAGTAAAAGACAC^GCTGACTTCTGCACACACACAAATGCTT 
GTATAAGC ATATACTTATAC AC ATGCATGCATG C ACTTGGAAGTGG AGGC AG CAGCATTAG AAGTTCAAGGTTAC CCT C AGTTAC ATAGGG ATT 
CTGGGCCTGCCTGAGCTACATGAGGTCTTGTTTCAAAACAACATCAGCAACAACAAAATTGGATCCTAAGGTGACAGTAGAGTGCCAGCCTCCC 
TCCTGCTGCAAATTCCAGGCAGGTGTTCCCCACCTATTACAATGGTCCCAAGTAATTTTTTTTAATGTTATGGGCATTTTAACACACACACACA 
CAC ACAC AC AC AC AC AC AC ACAC ACAC AC ACAC AC ACAG AG AGAGAGAGAG AGAGAGAG C ATGCGTGC AAGGGG ATAAGGC CTTTGTG CTTCAC 
TTGGGAAGAACAGGTGTTTCATGAGTTTCTTGTGAGGAGAAACATTTGCTAGGCATCATAGCCCTCTAGGAATCTCACTGGCTAGGAAGACAGG 
ATGTCTTCCAGCATCTTGACCCA 

MOUSE SEQUENCE - mRNA 

GAATTCATGTCTTACGGTCAAGGCAGAGGGCCCAGCGCCACTGCAGCCGCGCCACCTCCCAGGGCCGGGCCAGCCCAGGCGTCCGCGCTCTCGG 
GGTGGACTCCCCCCGCTGCGCGCTCAAGCCGGCGATGGCTCCTCTCGGATACCTCTTAGTGCTCTGCAGCCTGAAGCAGGCTCTGGGCAGCTAC 
CCGATCTGGTGGTCCTTGGCTGTGGGACCCCAGTACTCCTCTCTGAGCACTCAGCCCATTCTCTGTGCCAGCATCCCAGGCCTGGTACCGAAGC 
AGCTGCGCTTCTGCAGGAACTACGTGGAGATCATGCCCAGCGTGGCTGAGGGTGTCAAAGCGGGCATCCAGGAGTGCCAGCACCAGTTCCGAGG 
CCGGCGTTGGAACTGCACCACCGTCAGCAACAGCCTGGCCATCTTTGGCCCTGTTCTGGACAAAGCCACCCGGGAGTCAGCCTTTGTCCATGCC 
ATCGCCTCCGCTGGAGTAGCTTTCGCAGTGACACGCTCCTGTGCAGAGGGATCAGCTGCTATCTGTGGGTGCAGCAGCCGCCTCCAGGGCTCCC 
CAGGCGAGGGCTGGAAGTGGGGCGGCTGTAGTGAGGACATTGAATTTGGAGGAATGGTCTCTCGGGAGTTTGCCGATGCCAGGGAGAACCGGCC 
GGATGCCCGCTCTGCCATGAACCGTCACAACAATGAGGCTGGGCGCCAGGCCATCGCCAGTCACATGCACCTCAAGTGCAAATGCCACGGGCTA 
TCTGGCAGCTGTGAAGTGAAGACCTGCTGGTGGTCGCAGCCGGACTTCCGCACCATCGGGGATTTCCTCAAGGACAAGTATGACAGTGCCTCGG 
AGATGGTGGTAGAGAAACACCGAGAGTCTCGTGGCTGGGTGGAGACCCTGAGGCCACGTTACACGTACTTCAAGGTGCCGACAGAACGCGACCT 
GGTCTACTACGAGGCCTCACCCAACTTCTGCGAACCTAACGCCGAAACCGGCTCCTTCGGGACGCGTGACCGCACCTGCAATGTGAGCTCGCAT 
GGCATAGATGGGTGCGACCTGTTGTGCTGCGGGCGCGGGCATAACGCGCGCACTGAGCGACGGAGGGAGAAATGCCACTGTGTTTTCCATTGGT 
GCTGCTACGTCAGCTGCCAGGAGTGCACACGTGTCTATGACGTGCACACCTGCAAGTAGGAGAGCTCCTAACACGGGAGCAGGGTTCATTCCGA 
GGGGCAAGGTTCCTACCTGGGGGCGGGGTTGCTACTTGGAGGGGTCTCTTACTTGGGGACTCGGTTCTTACTTGAGGGCGGAGATCCTACCTGT 
GAGGGTCTCATACCTAAGGACCCGGTTTCTGCCTTCAGCCTGGGCTCCTATTTGGGATCTGGGTTCCTTTTTAGGGGAGAAGCTCCTGTCTGGG 
ATACGGGTTTCTGCCCGAGGGTGGGGCTCCACTTGGGGATGGAATTCCAATTTGGGCCGGAAGTCCTACCTCAATGGCTTGGACTCCTCTCTTG 
ACCCGACAGGGCTCAAATGGAGACAGGTAAGCTACTCCCTCAACTAGGTGGGGTTCGTGCGGATGGGTGGGAGGGGAGAGATTAGGGTCCCTCC 
TCCCAGAGGCACTGCTCTATCTAGATACATGAGAGGGTGCTTCAGGGTGGGCCCTATTTGGGCTTGAGGATCCCGTGGGGGCGGGGCTTCAGCC 
CGACTGGGTGGAACTTTTGGAGACCCCCTTCCACTGGGGCAAGGCTTCACTGAAGACTCATGGGATGGAGCTCCACGGAAGGAGGAGTTCCTGA 
GCGAGCCTGGGCTCTGAGCAGGCCATCCAGCTCCCATCTGGCCCCTTTCCAGTCCTGGTGTAAGGTTCAACCTGCAAGCCTCATCTGCGCAGAG 
CAGGATCTCCTGGCAGAATGAGGCATGGAGAAGAACTCAGGGGTGATACCAAGACCTAACAAACCCCGTGCCTGGGTACCTCTTTTAAAGCTCT 
GCACCCCTTCTTCAAGGGCTTTCCTAGTCTCCTTGGCAGAGCTTTCCTGAGGAAGATTTGCAGTCCCCCAGAGTTCAAGTGAACACCCATAGAA 
CAGAACAGACTCTATCCTGAGTAGAGAGGGTTCTCTAGGAATCTCTATGGGGACTGCTAGGAAGGATCCTGGGCATGACAGCCTCGTATGATAG 
CCTGCATCCGCTCTGACACTTAATACTCAGATCTCCCGGGAAACCCAGCTCATCCGGTCCGTGATGTCCATGCCCCAAATGCCTCAGAGATGTT 
GCCTCACTTTGAGTTGTATGAACTTCGGAGACATGGGGACACAGTCAAGCCGCAGAGCCAGGGTTGTTTCAGGACCCATCTGATTCCCCAGAGC 
CTGCTGTTGAGGCAATGGTCACCAGATCCGTTGGCCACCACCCTGTCCCGAGCTTCTCTAGTGTCTGTCTGGCCTGGAAGTGAGGTGCTACATA 
CAGCCCATCTGCCACAAGAGCTTCCTGATTGGTACCACTGTGAACCGTCCCTCCCCCTCCAGACAGGGGAGGGGATGTGGCCATACAGGAGTGT 

TTTCAATGCTGCTATATCCACCCACCACTGGATTTAGAC^AAAGTGATTTTCTTTTTTTTTTTTTCTTTTCTTTCTATGAAAGAAATTATTTTA 
GTTTATAGTATGTTTGTTTCAAATAATGGGGAAAGTAAAAAGAGAGAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA 

MOUSE SEQUENCE - CODING 

ATGGCTCCTCTCGGATACCTCTTAGTGCTCTGCAGCCTGAAGCAGGCTCTGGGCAGCTACCCGATCTGGTGGTCCTTGGCTGTGGGACCGCAGT 
ACTCCTCTCTGAGCACTCAGCCCATTCTCTGTGCCAGCATCCCAGGCCTGGTACCGAAGCAGCTGCGCTTCTGCAGGAACTACGTGGAGATCAT 
GCCCAGCGTGGCTGAGGGTGTCAAAGCGGGCATCCAGGAGTGCCAGCACCAGTTCCGAGGCCGGCGTTGGAACTGCACCACCGTCAGCAACAGC 

GCTCCTGTGCAGAGGGATCAGCTGCTATCTGTGGGTGCAGCAGCCGCCTCCAGGGCTCCCCAGGCGAGGGCTGGAAGTGGGGCGGCTGTAGTGA 
GGACATTGAATTTGGAGGAATGGTCTCTCGGGAGTTTGCCGATGCCAGGGAGAACCGGCCGGATGCCCGCTCTGCCATGAACCGTCACAACAAT 
GAGGCTGGGCGCCAGGCCATCGCCAGTCACATGCACCTCAAGTGCAAATGCCACGGGCTATCTGGCAGCTGTGAAGTGAAGACCTGCTGGTGGT 
CGCAGCCGGACTTCCGCACCATCGGGGATTTCCTCAAGGACAAGTATGACAGTGCCTCGGAGATGGTGGTAGAGAAACACCGAGAGTCTCGTGG 
CTGGGTGGAGACCCTGAGGCCACGTTACACGTACTTCAAGGTGCCGACAGAACGCGACCTGGTCTACTACGAGGCCTCACCCAACTTCTGCGAA 
CCTAACCCCGAAACCGGCTCCTTCGGGACGCGTGACCGCACCTGCAATGTGAGCTCGCATGGCATAGATGGGTGCGACCTGTTGTGCTGCGGGC 
GCGGGCATAACGCGCGCACTGAGCGACGGAGGGAGAAATGCCACTGTGTTTTCCATTGGTGCTGCTACGTCAGCTGCCAGGAGTGCACACGTGT 
CTATGACGTGCACACCTGCAAGTAG 

HUMAN SEQUENCE - GENOMIC 

CTATGGGAAAACTTCAAGCAGCCCAACATAGATGTAAGTGGAGTCCCTGAAGGCAGGACAGAGTTATCACAAGGAAGTGCCTTATGCATTTGTA 

GAGGCTGAACATGTCCAAAATTCATAGGCCAGGAACTCAGGAAGACCATAGACAGGCTCAACCCATGGGCTTTCTGTCTCTATCCAGACAACCC 

AGGAAAAAGAGAGAGGACAATGACTAATCTCAATAATTAGAAAGGTGACATCTCTACAGATTCTATAGATATTAAAAAATAAACAGGAATAAAC 

ATCTAC ATGTGTATAAATTCAACTT CTGTAAAATG AAC AAATTCCTTGAAAGAC ATCAACTACCAAAGCT CG CACAAG AAATAAAT AAAC A 

TGGTT CTATAGCTATTTAAAGAACTGAATTGTGGTTACAAGC CTTC CTACAAAGAAACTTAAAGG CCAGATGG CTTC ATTGGTG AATTCTACCA 

AACATTT AAGC AAG ACATAATAACAATTTC CAC AAACT CTT CC AGAAAATTAAAG AGTTGGAAATACTCATGAGTATCT C ATG AGGC CAG AATT 

ACCCTAATG C C C AAATCAGACAAAGACATTATAAGGAAAAAAAATTCT AG AT C AGTACTTCTCAGGAACATAGATGC AAAAGTT CTTAAC C AAG 

TTTTAGCATATCCAATCCAACAATATATAAAGAGGATGATACACCATGAGCAAGTGGGATTTATCCCAGGAATGCAAGGTTAGTTTAATATTTG 

AATATAAATTAATGCAATTCACTATATTAATTGGCTAAATAAAAACATATAATTGTCTCAATAGATGCAGAAAAATGATTTAATAAATTCCAAT 

ATTTATATAAAAACTCTCAGCAGATTAGAACTAGCTGTGAACTGCCTAAACCTGATAAGTGGCATCTATGAAAAACTTCAGCTCACATCACACT 

TTAATAAAACACTGTGTGTTTCCTCCCTAAACATCAAGAACAACACAAGCACATCCACTCTCACCACTTTTATTTGACACTGTCCTGGAGTTTC 

TAGCTAGTGCAATAAGACAAGAAAAAGAAATGAAAGGCATCTAGAATTTAAAGGAAGAGGTAACCTGTCTTTATTCACAGGTAACACAATTGTT 

TATATGGAAAACGCCAACAAATCTACAAAAAAGAATAAGTCTGCTGGAACTAATAAGTGAACTTAGGACAGTTGCAGGAAACAACATCAATGTA 

CTAAAAGTCAGCACTTGCAACAAAACATGGAAATGGAAAGAAATAATACCACTTTAAATAGCTGATAGCTTCTGGACTAAGAGGAAGCTGCAGG 

TAG AG G G G G CAG GTG G AAG AT T TAG GAG AG T ATGG AG GTGGTTGCT GAG CCT GAT ATG AG AAG AA C C TG G AC AG AAC AG G AAC AAAT G C T TTG C 

CGAAGCTTCTGGACCCACTGGGCTGGAGGACAACCAGCAAGGAACAGCAAGGAAGGAACCAGCAAGGAAGCTTCTGGACCCGTTGGGTTGGAGG 

ACAACCTCAGCAACCCTCTGAGGAGGGAGAGACAGAAACTCTCTGCAGAGACTGCAGGTTGTGACACAGAAGCTGATGGCCTCGATTTCCCTCC 

ATGAAATGGGACAGTAGGGTGCCGTTGACAGTCAGAAAGGGTGTGCAGGAGGTGGATGCTAGGGAGGAAGCCCACAAAGGGGCTGATGGACTGG 
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CCTTGTAAGAAACAAAACATCATGTCTCCTTGGAGCCATGTCTCCTGTGCCTCGCCAGGGACAGTGGGGCCCAGCTTCTTCGACGAGGGAAGAT 
GGCAGTCAATGGATACCCCAATGGCTTTTTCTCTTCACCTGTTCCCCCCACTCTCCTGTTCCCTAGAACCATGTTCCCACATAAACCACCTGCA 
CTCACTACTTGTATCATGTTCTAAAAATCCCACCATGTCCCTGGAGCTCAGGATCTTCAAGGCCAAGGGGAGGCCCTAAAGGTGAAGTTGGGGG 
TGAACCAGAGTGAAGGAGAGCATCTCCAGTGATGAGGGAGTCCAAGACCCATGATCCTGGGTGATGGGGGTGGACAGGAGGAGCGTGACTGTCA 
AGCTGCCCAGGCCCAGGCCCATGTGTGAACAGCAGCCCTGTGAATCTTGCTCTTGGCCTCTGAGCCTTGGCTCTGGCTTATGGTCCAAAGATGG 
TGACACTGCATCTCCTGTGGTCTCAGGGATCAGCTGGGTCATGCAGGTTTCAGCAGGGGTTGTGGTCACCACTATTCCCATGAGAGAGGTCATA 
CCCACAATGTAAAATCCCACTTGGGCTGCAGGACAGCCAAGGGCTAGGGAGGAGGCGCCGCTCATGTCACCCACAACCTTGCCCAGAAGGGGCA 
CTGCCTCTAGGGGAAGATTGGACCCAGGCACCCGTTCAGTGCCGCCCTCCTCTGGCATCTCCACTTGGTGGCAGTATTGGCCCAGAAGCGGAAC 
TCCAGCAAGCAGCCACCAACCGGTCCCTAAGAGCTGCTGTGGCAGCAAAACTTAGCTCTTTCCCAACAGGAAAGTCTGGGGAGTCTATTGCCCT 

TTTTTTTTTTTTGAGTAGTGGTCTCTCTCTGTCACCCAAGCTGGAGTGCAGTGGCACAGTCATGGCTCACTGCAGCCTCGAACTTGTGGCCTCA 
ACCAGT C CTCT C ACCTCAGCCTCCTG AATAGCTGGGACTACAGGTG CATACCACCATACT C AG CTAATTTTTTATAGAGACGG AGTCTCACTAT 
GTTGCCCAGGCTGGTCTCAAACTCCTGGGTTCAAGAGATCTGCTGGCCCCAGCCTCCCAAAGCACTAGAATTACAGGCATGAACTACCTGTCTG 

CTAAGATCAGAGGGTTCTACTGACTCAGTTCCCCTGCATCCTATAATTCTGTGTTTGGATGATTCCAGCATTTCATGGCCATTTCATGGGATCA 
ACCAGGATTAACCACATGGCTAAAGGGAGAGGCTGATGGCCCTACTTCCATGGTTCCCAGATTCCATCTTCTCTTCCTCATAGGGAGGTCCACA 
ATTCCCCACATATCACCAGGCCACCTGCAAGGAGAGCAGGTCCAAGAAGTCACCTTGCAATGAGAATGAGATCGTGTGCCTCCTACATCATGCC 
CTAAGGGAGAGAGGACAGCATGGAGCTAGGAGGTGGATGGCTGGGGTGTCAACTGAGAAAGACATGCCTGTTGGACCCCAGAGTTGACTTTTAT 
GGCATCCAAGAGCTGCCTGTGAGAACACACATGGTTTGATTTGTGAAGGGATGTTCACACAACCATCATGCGTCAGCCTTCTCAAAGGTGGCGT 
TCGTAGCACAGCATGCGAAGGGCTTTGAGTCAACAGACATTCGTGGAAAGAAAGCAGTGTGGGGGTATGGAAGGATCCCTGGAGGCTGGGACCT 
GGAGACCAGGGTCTTTCCTGGGGGCCCATTGCTCCTTCCACTTTGCCTTGAGCCCACTCTTTCCATACAAGGAGAGGCTGACCTAAGGTTCCAG 
TTGCTTTCATCAGGTGGGATGTGGTGAAGGGTCAAAATGGAACTGTAAGATGGGTAGTTGAAGGGGTGACACCCGAGGAGAGAGTGATGTCTCA 
AAACAGACTGAATTATTTCCCAAAGAGGTGCCCCAAGCCCCTGCAAATGCACTGTGTAGGAAGTCTGGCCACTGGGCCCCTTGCCCTCGTCCCA 
CAGGGCAGCTCAGAAAGGCAAGCTCATGAGGACCGGCTCGTGTCCACCTACCCCCCTCATTGCCTACAAGGACTCCCGAGCATGCCCCCCATCC 
TGGCGCAATCTTCTGCCCTGGAGCCAGGAAAGGATGGCCTTCTGAGTTGGAGTCCTGCAGTCGGTCTTCCAGTCTTGGAGGGAAACATATACTC 
TACAAATGGTGAGCCTCGGAGAGAGCCCAGCCCTGCTGTGCTGCCTCCAGGAGGTTCAGGCGGCTATGCCTCCTCATTCAGCCTCACTGAGCCT 
TTTCCAGTTCCAGAACATGGTGAAATTCACTTGCCTCTGACCACACAGTGCTTGGTGGATCACCGGGCACACAGTGGGCCTACAGTGGGCATGG 
TAGTCGCTGTCATCACTCCGCTCCAGGAGCCTTCAAGAAATCATCTCATCTGACAACCCACATTTACCATAAGGAGCTTTTGGAGGCCAGGCGC 
AGGGGCTCACCCCTGTAACCCCACAGTTTGGGAGGCCAAGGCAAGAGGATTGCTTGAGCCCAGGAGTTAGAAACTACAGTGAAGTATGATGGCA 
CCACTGCACTCCAGCGTGGGCGACGGAGTGAGACCCTGTCTCAAACAAATAAAAAAGAACCTTCCGGAGAACTGAAGGAAAGTGGAAATTTGAT 
AAGAGATCTGGGCTGGAGAGGAGAAAAGTCTTTTAAAATATAAATATAACGGCAAGCTCAGAAAGATAGATACAGGGCAATGGTAAGAAGCAGA 
CAGGTAACCAGATTGGGGTAGTGGGAGATGCTCATTGAGACAAGCAGTGCAGTGGTGTGCCACTGTGAGGGGGAAACGGGGATGGTGCCCCCGC 
CATCCTGCTTTGTGACTGGCGTGCACGGCAAGGGGGCAGAGCAACAACTTCTGTGGGCTGGACCTGCCCTGGGCAGGGGCCAGGGGGAGGCCAC 
AGACTCCGGTCTGAATAAATACACAGCAGGAACCCAGAGGTGTGGATATGTAGACCCCACACACAGCCTCCCACAGAGGGCAGGTAACCCACAG 
GAAGACAGACAGCCCTGAGCTCACAGCCATACCTGCAAAGCCCTGCCAGGACATACCCAGATCAGTAATGTCCACGGGGGCTCTCATGGTGATA 
TTAACGCGGAGGAGGTAATTCCCACAGTGCCTGAGCTGAACAATGCCAACAAAGGTGGAGACGGGGCGGAGGGACAGACAAGGAATGTAGAGAG 
GGGCTGCAGACAGGAAGAGCAACTCACAACTGTGCAGGAGGGGTCATCGGCTGTGACAGGAAAACACACAGAGACTGATAGAAAGACAGGACAG 
CCATAGACAGGAGGTGGGAGGCAGACAGGTCTGTGGCCCAGAGAGCCTGTCTCACCACAGCAGCTTTGGGGAAGCAGGTGGCCACGTCATTTTC 
CTTGTCTCTGTTTGGGTGACCTGTGCATCTCAGGCCCAGCCCTGGCTGCTGTTTTTCCAGCTGCAGTTCCCAAAGTGTGTGGTAAGGCACCCTG 
GGACGCCACAGCAAATTCCCAGGGTGTTGCAGAATATCACGGCTGTAATCCTAGCTCTTTGGGAGGCCAAAGTGGGAGGATCACTTGAGCCCAG 
GAGTTCAAGAGCTGCCTGGGCAACATGGTAAGGCCCTCGTCCCTGCAAAAAAAATTTGTTTTAAAGAAAGTACAATTGAGTCTTGGACAACATG 
GGGGTTAGGGGCACCAACCCCCTGCAAAGTCAAAAACTTGAGTATAACTTTTGACTCCCTGAAAACGAAACTACTAACAGCCTCCTGTTGACCA 
GAAGCCTTGCTGATCCCACACACAGTCAGTCAGAACATACGCTGCATGCCACATGTGTTATCCCCTGTGTTCCTACAATAAACTCAGCTGGAGA 
AAGGAAATTCCTGCTCAGAAAACCTAGAAAAGAAGCCAGACTCACAGTTCATGAGGCGGCAGTGGGTCCTCATAAAGGTCTTCATCCTAGTGGT 
CTTCATATTGAGTGGCTGAGGAGGAAGACAGAAGCGGGGCTTGGTCTTGGTGTGTCAGGGTGGCAGAGGCAGGAGAAATCCATGTATAAGTGAC 
CCACACAGTGCAAACCTGTGTTGTTTGAGGGTCACCTGTCCTGCATGAACATCACCTTGTATGGCCTGAGAGCCAGGACCTTGAACAAGAAGTG 
AGAGTGTTGCTTCTGGAGGGCCAGTAACTGCAGTTATGTGAGGATGAAATAAAAATATGATTCATTTATTTTTAACTGATATGATTTTTTTTCA 
AATAGCTACTGATCATTAAGTGGTTGGACCTAATTACTTAATAAACAAAGGTCTTAGGTATTTATTTTAGCCTGAGGAGCTGGGCAAAGAATGA 
CTATAAGTTGTTTTCTTGATTAATTTAATTTAATTTAATTTAATTTTATTTAGAGTCAGGGTCTCAGTGTGTCACCCAGGTTAGAGTGCAGTGA 
TGCAATCATAGCTCACTGCAGCCTTGAACTCCTCAGCCCAGATGATCCTCCCATCTTGGCCTCCCAAAGTGCCGGGATTACAGGTGTGCACCAT 
CACACCTGGCCAATTGAAAGTTTTGATCTCAAGAACCCACTGCTTATGGAGAAGGCATCCAAAGAGTGACCCCCACAAGGAAGGTCAGGGAAGC 
TTCCAGAAGGGACCAAGTTCCAATGGAACTGACTGTGGAGGGGCACTCCATCTTCTGACCCTGGACCCCTACCCTGTCCTGGTGCTGTTCCTTC 
CAGGGTCCCTCAGCCAGAAAGCCCCCAGAGCGTTGAACTCTGTCTGCCCAAACCCCTTCTCTGTTTTCCCCCAAGTTATTTTTGCTCAAATGAG 
AAAAAAAGG AAGC AAAAGATGAC CAGTTAGTGTCTG AAAT CCTGGCTTG CCCC AC CC ATAACAGGGACT C ACAC CCGCTGTAGACAGGGAACCC 
ACTACGTCACACAGCAAACTGTCCATCAGAGATGCCCCTCCCACCTGGCTTACCCCACCCAAGCAGGTATCTTACAGAGCTTCCGGGGTGGGCA 
GCGCCTCCTCTCGCCTGGGGGCCTATTCTGGAAGGAGGGAGCACGCTCCCTGGGCCCTCCAGCAGGCCAGAAATGATGTTCCCTCCAGCACCAT 
CCATACATGGGGAGTTTTGTTTTATCAAACACATGGCTGGCTGCTCAGGGCTTAGCTCCAGAGCTGCCCGGTTGTCAGGCCTTCTCACACGTGC 
CCTCTCTGAGGACGATTAGCCCTTTGCTGACGGTGGCTTGCAAAGGTCTCACCCACCTCCCCGTTCCAAGTGTTGGAATGTGGGTCTGTGTCCT 
GGCCAACAAGGAGGTCTGTGGAGACAGGACCGGGTCTGAGTCACCGTTCAGCAGCCACCCGGCATGCCCCCAGGAGCCTGCCCTATGCCTTGAC 
CTCAACCTACGCCATCCCAGTCCCCAGCGCAATGGACAGGTGGGGACATAGACCTTGACAGACTGGTCAGGGACAGGTGCCTTTAGGCAACAGC 
AGAGGGCGCTTCCAGGGAGGCCCCTCACCTTCCTGTGCACCCCAAGCAAGGGACAAGAGGTGCTGTAGGCAACATCACGCGAGCCTGGAAGACA 
CTCAGGAGAAGCCCCTCAGGCCCCTGACACCCAGCTGGGGTCCCACCCTTGCTCTGCCACTCTGCTCTGCACGCCACCCCAGCCCAGCCCCACT 
GACTTGGCTGCTCAGGAGCCGAGGCTCTCGGAGGCTCACAGAGGGAAAGAGGAGCCCCAGATGGTACAGGCAGGTACCGAGGAGCTAGTTCCAG 
AAGCCTCCACTCGTTCCTCCATGCAGCCTACCCTGGCTCCCTGGTATCCAGAGTGTTCAGAAACAGGAGGCCTCGCTTGAGAGCCTGGCCTGGG 
CAGGCTGAGCTCCTGCCTGGGGCCTCGGAGTCTGCTCCTCCCTTCATCTTCTGCAGCCTGGGAAGCGGCCGGATCTCAGTGTGTCTACTACCCA 
GGTGGCACGGGCAGAGGATGGGGCCTGATGGGGGAGAAGAAAGCAGCCAGGAGGAGGGGCTTGGGAAACCAAGGGGCAAGAGGGCAGGACTGAG 
CAGGCTGCGCTCACCTGCCCGCTTCAGAGAGGTCACGAGGCCCATCCTGTCGGTGGGCAGAGCTGGCATCCTGTAGGGGGCTCTAATCCCCGAG 
CCTCATTTCTGGGGAGGTGGGGGTAACAAGAGTCTGCGTGCCTCAGGCTGGGCTCAGGCGCCCACCCCACCTGCAGCCCAGGTTTTCCCCAGTA 
CCACAATTGGGTGGGATTTTTGCTGCAAGGCCAAGTCCAGAGGAGCACAAACACGCTCCTCCCCTCCCCCTCCCTGACCCCACCGCCGCTTCAT 
TCCAGAGCTCTTCCCTGTTTCCCTCTGAGGGTGGGGGCCCCGCAGTGCGTGGGAGAAGCGGGTGGGCGGCCGGGCATGCGTAGCGGAAACTGGA 
TTCCCAAGGTAGTGAGGAGCAAAGGGAACTTTTTTTCAAAGAGAAAGGCTGTCACTCTGAATTCAGGACTCCTGACATAGTCACCAGGTGACCC 
CTAGGGCCGGTGTCCACAGGACCACAGGCTCCCTCTGCAAACGCAGAAGCAAGTTGTGAGTGGGGCACACTGTGGGAAGCAGCTGCCTCCATCA 
GCCAGCCAGTGACACACCTGGGGACATCTCAGCCACCCCCTCCCTGAGAAGCTGCACAGAAGCGGCCACATGCCGATCCCTGCCTCTCCATGCA 
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CCTCCCTCCCGCAACTCTGCAGCCGCACAGGAGGCCTAGCCCACZAGGCTGGGCAGTGCAGTATCCCCAGAGAACACACCACGGATGAGTCTGGA 
GTTGCTTGGAGCTCTCAGAAGCTCCCGGAGCCTCCTTCCTCAATTCCAACGCGGTAACCAAGATTCCTGCTGAGCTTAGGTCACAGTGTGACTG 
CAGGAGGACCAGCCGCGATGGGAGAGTGCCTCTTAACCATGCCAGTTATCAGGTCCCCCGGGGGAGGCTGGGGACACTTCCCCTCTGCAAATTA 
CAATCTCCCCAGGCGGCTCCCGGGGCAACAGATGGATATGCAAATGACTGGGAGCTGGAGAGTTGACTGGTCACTGGGTGACCTTGGGCAAGTC 
ACTTTCCCTCTCAGGTCTTCCCCTCTCCATCAGCAAACTCCTAAAGCTTAACTAAACAGTCAGAAATCCCTCTGTCGGAACAGGCTGCATAGCT 
CTGGGCAGACGTGGAGGTTGGTGGTCCCAGAACCTGGGGGCAGCACTGCGCTTCCCCACCGTCCCATCGCGTCAGGGGCTTCCACTGTTCTCTT 
CCCTGGTGGAGTGATGGGGAGAAAAATGGAGGGGTCAATCCCTGCGCCACAGAGAGAGTCCCACTCGTCCCCAGCTGTGACCCACAGACGCGTG 
GCTGCACCTTGGAGGTCCACCTGGCCGCTGTCCCCATTGCAGGCTGCACCCATCCCGGACCCTTTCTATCCGCCGAAGGCGCAGGCAGCTCTGG 
TCTCAGCGGAAGGAGTCCGGGCGCAGGCAGACGGGGCCAAAGGACGTGCACCCGACAACCGTCCGCTCCCTCCCCAAACCCCCGCCCCGAGAAG 
GTTG ATGGATGAAGGGG AGC C CTAGCC C AGC C ACCTCGGGGGCAAGAGACGGAG CT CGCCAC AGAC C AGGAGCG AGAGGG GG ACTGCGGGTC C C 
ACCGTGAGCGCAGGGCGCGCGGGGCTGGAAACCCAGGACGCGGCCCGGGAGCTCCAGGAGGGCGCCTGCGGATCGCGCGGCCCCGGGCCGGCCG 
CCTGCCCATCTGGCGCACCCCAGCGCGCCGCGCACACCTGGGGGCCCGCACACCAGCACGTCCTCAGACACACCGACACCCACGGCAGCAGGCG 
GGGGCCAACGCCGCCGCCGCGGTTCGGGCTCCCGTGGCCCCGCCTGCCCCTGCCTGCGCCGCCCGGGCCCCGGCCCCGGCGGGCGCCCCCCGCG 
GCGCTGCCCCGCCCCCGCCGCCCCGCGCCGCCCCGGGCCTCGGCCCGCAGCCCGGCCGCCGGCCCACCTGGCGCAGCGCCGCCCTCGGAGCCCG 
CGCACACCCGCGCACCCGCGGCCGCAGGAGGGCCCAGCGACGCCGCCGCGCCAGCTCCCAGGGCCCGGCCCCCCCCGGCGCTCACGCTCTCGGG 
GCGGACTCCCGGCCCTCCGCGCCCTGTCGCGCGGCGATGGCCCCACTCGGATACTTCTTACTCCTCTGCAGCCTGAAGCAGGCTCTGGGCAGCT 
ACCCGATCTGGTGGTGAGTGAGCCTCCTCGCGTTCGCCCCTGCCCCTGTGCGCCGCGGCGGCAGCAGACGGTCCCCTCGGGCAGGGACCCCGCG 

TGGGACGCGTGGGTGGCGGAGTTTGCGGAGACATTGATTCCCGAGCGGGGGAGTAGGGGAGGTTGCGGAGGTCCTAGCTGCCCCTGGCGTCGGA 
CAGGGCGAGCAGTGGGCTGGGGAGAGGCTGAAAGAAGGTCGGCACGCACGGTCACCGAGGGGACAGGCAGGTCGAGGCCAGGGGACAGGCGAGG 
GAAG AGGGCCAG CG AG AG AGAATT CGC CGGAGACTTTCCTCAAAAAC CGTATCTTAC AC ACAAACAC ACACAC ACGTTTT AAAAC AAAGTCGAT 
GAGACAAGAGTGAACAGCTCGGAGCAGCGTGGTTACGTAAAGAAAGCTGGGACCCGGCGGGGAGTGGCGCAGAGCCGGCGGCGGGGCGCACTGG 
GGGCCGGCCCTGGGCCCCGCGCGCCTCCCCGCCGCAGTCCGGGCACGGGGGTTTCCAGGGGCCCTCTCTGCGAGCCCTCCGCATGGGTCCACCT 
GGCAATGAGGGGCTGCTGTAGAGAGAGTTAAGGGTGAGTTAAGCACGGGGTGTGAGGGGCTCCAGGACCCTCAATCAGAAAGCGCTGTGCTGCG 
CCCTCCACACCAGAAAAGGCGCGTTCCGTGAGACCCTCCCCAGCCTGGCGATGGAAGTGCAGATAAACCAAAGGAAGGGTCCCGAAAGGTCTCT 
CTCAGGCCTCCCACCTCCACTGCACATATCCTGTGGGAGGGGGAACGGTGGCCACACTTTCGCCAGGGCTTGTGATCCCTCAGAGCCCTCACCA 
AGCAAGGATCACCCCAGTTCCGAATTAAGGGCGCTCTGAGATGCCCAAGATTGAGGAACACAAGTGGGAGGAATGTGGGCGCGCAGGGCCGGGC 
GCAGCGCTGGTAGGACCCACAGTTGGAGAGAAGCCTCCCCACAAGCATGCACACTCCCCCCCATCCTTCTCCGACGGCAGCCTGGAATTATAAT 
AATTACGCCGAGGGGAAGGGGGGAGACCCAGCGAGCCGAGGTACATCTAATCCGATAATAATTTTTCTCTTCGAGATGGTTCAGGAGCGGGGGC 
TCCCGCGGTAGGGGCGCCGGGCCAGGAGCAGCGGGGAGGGGAAGGGGCAGGCCTAGGCAGCTGAAGGGCCTGGAAGAGGCCACGAGGCCGCGGG 
GACGCGCTTCGGGGACCCCCGCGCGCCCCTATTTCCGCGTGCCCCATTTCCCGTGCGGCACCTGCTGCGCCCAGTGGCCCACCTGAGGGTCAGG 
CTCGGGGCTCGCCTTGGGGTGCGGGGATACTGACGCGCGTCCAGACGGCCGCAGGGAGCCAGGGGCAGCGCGTCCGTCGGAGAGAGCCCCGAGG 
GCTGCCGGCTTACGCACCAGGCTTCTAATTAGAACCCGCCGCCGCGTTCCTGAGCGCAAAAGGAAGCTCCTTCGCCCCGCGCCCTTCCCATAAA 
TGTCGCCAGCCTCCTGGCAACCCCGCGCCCTAGGATCTTTGTCTTGTCGGCCCTGAGGGTTCCTAGCCTCGGTCCCCATCCACGTCATATGCAT 
GTATACCTCCTTTTCACCTGGGCCCCCTGTGTTGTACCCTGAATGGACCCTGAGACACCCTCGGGGACAGTCAGGCATTCTGCAGGGGAGCCAG 
GAGGAGCAGAGAAGTGAAGTCCCTGTACCCTCCGCACCCTCCTATCAAGAGTCCAGGACAGCCCTTTGGCCACACAGGGAAGCGGGGCATAGAA 
CCCCACCTGACACTGACCGGGGTGGGTGGTGAGGACCCCTCCCCCATCCCCACCACCACTTTGTTCTCAGTAGGGTTCTCACACTTGGGGATTC 
TCTGCTTCCTGAGAAGCAGCCTCCCCTTGGGGGAGGGTGGCTCCCTGGGGACAAGTCTGCCCCCTTCTTGATCCCCTCTCTGCTCCCAGGCAGG 
CTGCTCGGGCTGGAGCAAAGACATGGCTTCCCCCAGGCATGAGCAGCACCCCGGCAGCATAGGGAAGAAGACTCACAGAAGGACGCAGTGCTGC 
AGGACCCCTGCTGGTGGACCCCTGCCGCTGGCATCCTACAGTTTAATAGCCTTAATAGCCGGGGAAGATTCTCTCTCTTTCTCTGGTCTTCTAC 
CCAGTAGAGCATCTCCTCCTTTCTCCTGCCTCCCCGCATCCACCCCAGATTAAGCATCACCAGGGGAGGAGGGGACCTTGGCCCCTGCCAGGTG 
GGCTCCTGGTGAGCCCCAGTGGAACAGAGCAGGCTGGGGTGGGGGGCCTCCCTGTAACTCCTCACCTGTGCCCCCAGCCCCTCCCTAACATGAA 
GCCGCTGGCCCCTTGATTCTCCCCCCTCCACCATCACCGGCACATGAAAGTGAAAGTGAAGGGGAATCTCCTCACCTGGAGAAACAAACCAGGA 
AACAGCCCAAATCAGGGTAATTAGGCTTTTGAAGTTGGCAGAGGGAGAGGCAAAGGTGTCCCTGTGGCCAGCAGCCCTGTGAGAGTGTGAAGGG 
CCACCTGCCTCCCCAGGGCTGGGTGGCCCAGAGGTGTCTTATACCCACGCAGCAGATGCCAGTGGTCCCAAGGCTGAGCGGGTCTGAAATGCAG 
AGAGACGGGCCTAGCCTAACACTGAATGGCCCAGAGCTGCACAGATGTCCAGGGGCATCCATTCTGAGCTCATCCAGTGACAGAGAGGAGACAG 
GCAGGAGACCAGACCAATGCATATGCATCTGCCCACCTGCGTCCCATGAGGCCACAGACGGCAGGAACCTAGTGGCCCCAGCCTCCCAGCACGC 
CCCTTCTAAGCTGAGTTCTCAGGAACAAGAATTCTTGGAAGAGCCCACATGGACAGAGGACAGGGCAGCTGCGCTGCAAGGAGACCATGGCTCC 
ATCTGAGAACAATCCCCAGGCACACCCGCACTCCAGGGCACTCTGAGCACCTCTCCCTTCTTCCCATGTCTGGGTTAACGGAATCTTGTCATCT 
CCCCAGGGAGCCCACCAGGACCCTAGAGGTGGGCCTGTGCCTCCCGCCACCGCCTCCCCAGGGTCCAAGCCCACTTCAGGGCTTGCAACTGGAT 
TTTGTTCATCTTTCAAGTCCCTCTGCTGCCTTTACCAGACTGGGCTGTGGCACTCCCGCCACGGCCACCTCCTGCTTCCGTTCTCAGTCCTGGC 
CCTCCCCTGGGACCCACACCCTCCCAGCCACCTGGAGTTGCTGCCAGGCCTGGCCATAGCCACCGTCGCTGCCTAGTGGAGCACAGCAAGCTCC 
ACCCCTTACCCAGCCCTGCTCTCCCTCTCAGGCCGTTCCTTCTGCCCGGCCGTCACCAGCTCCTGCTGGACTATGGGATCCCAAGCACAGAGGC 
CTGGCTGCTTGCAGATGGCCACCCCAGTTGTCCCAGCGAAGTGCAGTGTGGGCTGTGTCCAGCCTTTTGCCTGCCCCTGGCCTGCTCCACAGCC 
TCGCTCATGCTCCCTCCAGGGTCTCCCTCACATCCCTCTGGGCCTCGAGCTTGTCACTATGACAGAAACACATCATGACCTCCATTTTTATAGG 
GCACCTCACACAGCCCTCAACAGAAGATGTAGGCCCTTTCAGGCCCCCACTCTCCTACACACTCATGGGTGCAAACAACCTCCTGGGCACAAGA 
GCTCAGCCCCTCCTCCTAGCCCTTCATGGGCTGGAGGGCCAGCACACTTGGAGGCCCTGCTCAGCCAGTGTCTGCACTGCACCACCGCCAGGCA 
CTTCGCCCCTGTGTCCTCAGTCCTGGTGGGCCTCATTGTGGTGGGGAGACAGCCTGACTGGAAGAGGGGTCGGGTGAAGAGGCAGCTTAGAGAG 
GCAGGAGCCAGGAAAGGGTGCAGGAGAGAAGGAGCTCGGCTGGAATGATGGGTCAGGCATACGTGTGTGGTGTGTGGGCAGGTGGCTGCAGCAT 
GGGTGTTTCGGGGACTGAGAGGGGCCAGTCGAGCAGGGCAGGGACATGGCGCAGGGTACCCAGAAGCTCAGATGGGAAGGGCCTTGTGATAGGA 
GGGATGGTTGCCACTCCCAGAGTCACCCTGCCTCCACATTAGCCTGCCACTGGCCCACTCCCTCTGCAGGCCTGGCCTCACCCTAGCCCCTTCT 
TCCTTCTCCCTTCGCCCGCATCTGTCTGTGTCTCTCTGTCTCTGTTTCTCTCTTCCCTGCCTCTGTCCCTCCATATCTCCATACCTTTGTCTCT 
CAGTTTCTCCCTGTCTGTCTCTCTCTCTTCCCTGTATCTGTCTCTGCCCGTCTCTGTCTCTATCTCTCTGTGTCTGTCTCTCTCTTTCAGTCTT 
TGTCCTGTCTCTCTCTGCCTGTTTCTGTCACTCTATCTCTTTTCATCTCTGTCTTTCTGTCTTTTGCAGTCTCTGCCTCTCGTCTCTGCCTCTG 
GTGCTGAGGACAGC AGTCACTAG CAAATAAAACT CGTG AAACGAG CTGAGTGG AGCC AC C AGGCC AGC CCT CCC AG AGCTGTGGGAT CTCAGGG 
CCCTGGGGGTGGCATTGCTTCTCAGAGCTGCCCACACACAAACCCCTCCTGAGGGTGACGGTCAGGAGTGGCCACACGTCAAGTGTCTGCAACC 
AGACATTGGCCCTGCATAACTGCCAGGATCCGTAGCCGCCTCAGGGACGCACAGCACCCTTCCAGAGTGCAAAGCTCCTCCTGCCTGGTGCTCG 
CACCTCAGGCACTGGCCAGCTTGGGCCCTTGAGGCCAGCTGCCCCTCTGACTCACGGGGCTTGTTCTAACGATGTTTGCTTCGCATAAGCCTCC 
TAGAATCTTTTGTAGCAGGGAGAGCAGGATGAGTAGATACAGTCATAGCAGCCCAGTCTTAGGGGTGGTGACTGCCCGGTGGCCACTTCTTCCA 
CTGGGTCCCTTGTGCACATCACCGTACTGTGAGGAGGGAAGCTCCGGTGTCCAGCAGCCCTCCCAAGATACAGGTGACAGGGCTCCCGCCATCT 
CCATCCAGGGACCCCGTTGGGGCTTCTCAATGTGGGGCCTACCATGCAGAGCCCAAATGTGAATGCTTGGCCACCTGCCATGAAGAAATGAGAA 
CAGAAATGGGAATTTAAAAAGGATTTGGTGACATTGTAGCGGTTTGACGGTGCTGCAACCATTTCTGTGGATTTTGTAATAATGGAAATTTAAA 
AACAAACCAACCACGTCCCTCTGTTGGGACTCTAGTCTGAGAAAGCCAGCCTGAAGCCACACCTGGAGTAATGGGGGTGGGGGGGCTCTCTCAA 
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TGTGGACCACTGCCTGTAGCCCTCATCCATTGGATTTTTGACCCAAACGTGAGACTTCTAACTTGCCCCCTTTAAGAGTAGTTGT^AGGGCTGGT 
TGCTGTTTCTGTTCAGAAGACCCGCTTCATGTCTCTGAAGGCTATTGGCTGGGGAAGAAGGATTAGACTGTGGCTCAAGGGGCAGGGGCTGGGG 
CAGAGGTTGCAGGTGCCAAGGAGGCTGGTTCTGGCTCCCAAAGAGAAAAAGCTCCCTAGGGATGAGAGCCTGTGCCCCAAGTGGTACCAGGGAG 
GTGCTGAGCTGCAGCTACCGAGGCCGAAGAAAAGGAATGTCATTCACAAAGGAGACCTGTACAGCCCCACAGACAGGGTCTCGCTCTGTCACCC 
AGGCTGGAGTGCAGTGATGTGATCTTGGCTCACTGCAGCCTCGACCCTCATGGGCTCAAGTGATCCTCCCATCTCAGCCTCCTGAGTAGCTGGG 
ACCACAGGCGAGCACCACCACTCCCAGCTAATTTTTGTATATTTGTAGAGATGGGTTTCTCTCTCTACAAGAAACCATTTCTCTCTCTAGAAGA 
AACCATGTGGCCCAGGCTGGTCTCGACCTCCTGGGCTCCAGCAGTCCTCCCATCTTGGCCTTGTGAGTAGCTGGGATTACAGGCTCGTGCCACT 
ACGCTTGGCTAGTATTTTTCATTTTTTGTTGAGATGGGGTGTTGCTCCGTGGCCCAGGCTGTGCACTTTAATGTTGGACAATCCCCCACCCCAC 
CCCTCACTGGTTACAGCCCTGAGGCTGGTGAGGGGCACATGGCCTCTTCCTTGGCCTCCCTACTGGCCTCCCCAGGTGACACCCTGGAGGTGTC 
TCTCACGTTGCTGCTTCCACATTCCTTCCCCGGCAAAACGTGCCGCTGGCGCCCAGGGAAACTGGCAAGTGCGTGGCCGCGGGCACAGGAGCCG 
CTGTGCCTGCTGGGACTCGTTCAAAGTATGTGTCAGTAATCCCAGCTGGGCCGGCGGGCAGGAGGAGGTGCGGGTTGGGAGAGCTCCAGGCAGG 
GCTGGGCAGCCTGGACTGGGAAGGGTTGCCGACACCCAGGAGGGACCTGGGGGCCTTAAGTCCTGGGGACCCTGGCCGGCTCACAAGGTGCTTG 
AGCTGCCGAGAGTGGTCTTCTAGGCAGCTGCAGTTCCACCACTGGGTGTGAGAAGAAACCAGAACCTTGGGGGTCTCCCAGGCAGGTGGGTGCC 
CTCGGGCAGTCTCAGCCTGGGCGAGATGGGAGGTCATCCAGCAACAGGGAAACACTTCGAGCCTCAGGTCTGAGGAAGGAAGCGTTATCACCGC 
CC ATGG AGTGGG C CTGAT CTTAAG AAG AC AAAGATTTGGAAC AGG ATGTTTGCTCC AGAGG CCC C AC AGAGGGGAAGCCCAC CTGCCCAAGC AG 
GACCCTCAATGGCAGAGACACCCACCTGCCCTGGTCCTCCACACCTGCCTGCATTGCAGCTGTGCTGGAGCCAGAGGGGTCCCAGGAGGCGACC 
AGCTGGACTCAGGGCACAAATTGCATCCTGGAGGGGTGGCCCTGGCAGGTCCGCGAGTGGGGTGCACTGGGTCCCTCTCAGGCCAGGAGGAGGC 
TGAGATGACATCCAGCAGGGCAGCAGGGCCTGAGATCAGTGTCCCCATTCCATGCACTGCTCCCCTCCTCTCTCAGAGCTTCAGGTAGGAGAGG 
GGTCCATTACCCCATTTGACAGATGGGGAAACTGAGGCCCAGGAGGGGAAAGAGAGAAAGAGCAAACAAACAAGCGAGTAACAGGGCCCGAGTT 
GGAGCCCATGCCCACCTTCCAGGCCTGTCCACACGCCTGCATGGAGCATTACTGTGAGGTCCCCACGCCCCCAGCAAACATGCAAGCACAGAGC 
CGTGCCCTTGGTACATGGGTGCTCTGAGTTCGCTAAATTTTACTGCTAAAAGACACCAGGCCTGGACTTGAGAAACCTAAGAGCCTGCCAGCCT 
CAGAAGGACTTGCACAGGAACAGTGGAGGCTGGATATGGTGGCCACTCAGGACCCCCACAGCTGTGTGGCTGCGAGAAGGCCCCCACGCTTTGC 
CCTGAGCTTCCATCCACAGGGATTAGGTAGCACCTCCAGTGCCGCCACGTAAGATGGGAAATTGCACATGGGACCAAACCAAGCCGGGGAGGCC 
AGCGTGGCCCGGACTGGGCTGGCCTACCGCCCGCCTTGTGGTCCTGGGCCAGCCTCCTTCTTCCCCTGCATGTCACAGCCAGCATCTCTGCCGT 
ACCTCTGGCGAGCTGCCCAGCCTTTCAACAGAAGTGAGGGAGTGGGGAAGAAAAACCATTAGTGCTTGTGGGCTGGAGGCATGGCTGCTGTGAC 
TTTGGCCACAGGCGGAAGCCATGGGTCTAGGGACTGGGGCCATTTTATAAAACTACATTTGTGTGTGTTCTGAGTGAATATGACAGCCTCCCCT' 
TCAAAACAAACGATTGTTAGGAAAAAAACAAAACAAAACAAAACAAAACCTAACAGCATTAGTGAAAATCTGGAAGGAAAGACAAGTCTGTGAT 
CTTATCAACTTTTTCAACTTTTTGTTTTTCTAAGGATAGAAACAGTTTGTGTTCTGTTTTTGAAAACTCACTAAGCATCATCTCCATTTCTGGG 
GCCTTCTGGATGATCACACGATGGTTCCACTAGGTCTTGTGGTGCTGGTACTGCGATCTGCTAGCCCAGCCCTGCCGTTCCCTCCAGAGCTGGG 
ATTCCAGGGAAAGGGGACAGAGCAAGAGAGGCTGGAGATATTGGAAGAGCAGGGTCACATTCCCTTGGGACACCAATTTTGCACAGCCAGAGGG 
ATATCTGGTGTCCCATCCAGTTGGGCAGTTAGAATTCCAGCCACTCAGCTGTGTGGCAGCTGGACGTGGGAAACATGGACTCTTCCTGGGACGC 
TGTGGTGTTGGCAGTGAGAGGGGAGAGGGAATGAATTCCTCATCCGGTGAATCACAGGCTCGGGGTGCAGGGCATGGGGGCAGGGAGGGCAGGC 
TGGCCTCAGCCTCTCCCCGGGGACTGGGCCCAGCCTTCCTGCCCCTGCTGTTCCCACCACCCTGAGGCAGGGCCCAGACCTCACTGTGATCCAG 
ATCGTTGGCATCCAGGAAGTGAGTAGGGAGTGACGGATGGCAAGACCACCACCCCCGCCTCCCCCCCACCCCCGCCGCCCAAGTGCTTACCTGT 
GGTTCCTTGTGTGAGTGATCCTCAGCAAGGACCCTTCGTCCTTGACCAGACACTTGTTTGCATGCCTACAAAGCGTGGGAGAGGTCGAAGGGGA 
GATTGGAGAATTCATCAGAAGCCCCAGAAGCCCAAGTGGGAGCTCCTGGCCCTGCCTGCTGGCTGGGGCCACGCTTGTCTTAGGGCACCAGGCA 
GGACAGTGGCCAATCGTGGCTGCTCCGCCTGAGGCCATGAGCAGGCAGGAGCCACGGACTGACAGCCAGTGCTCAGGGTCTGTCTGTGCCCGTC 
ACCTTCTGGGCACCCGATGTTGCCCCTTTCTGTCCCCCGCATGTGCTTTAAGCGCCTGCTACTACCTTGCTCTTTTGGGGATCCTACTGACTAG 
AGGGTGGAGGTAGGTCCCTGACCCCCCAGGGTGATTATCAGCAAGGCTGACTCCCCAGGGACTCAACCCAAGGGAGCCCCCAAGGACCCTCAGA 
GTCCTCATGAAGACAGACAGGGGCCATGGAGCAAGTTTAGACTCAAGGAAGCCATAGAAGTTTCCCCGTCAGCCTTAGAATGTCCAAGCTAGAG 
GCAGCCTGGGTGAACCCAGCACACATTCCCTGTGGCACTCACGCTCCTGGGGCCACCCTGGGAGGACCCTGTTCTAAACCACAACTGCCCAGTT 
CAGTTGGGGAAACTGAGGTTCCAACAGTCCCAAAGCTGCAGGTGCAACTGTTAGGGCCACCACCCATGTCCCCCTGGGTGGCCTCCTGGGGTGG 
AAAGGGGGCTGCATTGGGGACAGGAAGCCCTATGATGTCTTGGGTCATCAGCTGCAAGGAGGCTGTCCAGGGTCTGTGTGACTTGCGCCATTTA 
TCTCTGACTCATTTATAAATGTTATTTTGCAGGGACTGGGGTTTCATACGTGTACTTGTCCATTCTGCATTGCTATAAAGGAATGCCTGAGACT 
GGAAAGAAAAAAGGTTTAATTGGCTTAGGGTTCTGCAGGCTGTACAAGCATGGCACCGGCATCTGCTGAGGCCTCAGGGAGCTTCCACTCATGG 
TGGAAGTCAAAGGGGAGGTACGTGTGTCACACGCGGGAGAGGGGGCAGGGGAGGGTGCCAGGCTCCTTCTAACAACCAGCTCCTGCATGAACTC 
AGAGGGAGAACTCCCTCATTACCGCAGGGAGGGCACTGTGCCATTCACGAGTGATCTGCGTCTGAGACCTAAATGGGTGGGGCCCACTAGGCCC 
CACCTCCAACACTGGGGGTCGCATTTCAACATGAGATTTGGAGGGGACACACATCCAAACTATATCAACACATTTGAAGGGCATTGTAGGATCT 
TAGAAAGCAGTGGCCCCTGGAGGCCAACATGCGGGAAGCCCTGTTCTGCTGTATTAGCCGGTGGCTGTGGCAAAGCTCCATTCCCTGAGCCTTG 

GCTCTGCCCAGCAGGTGGAGGCCAGGTAAGGGGCTGGGTGGTGGTAGTAAGAGGAGCGATGCTGGGTATTGGAAGGGAGAAACAAGCAGCTTCA 
GCAAGCCTCCCTTTCAGAGACAAGAGTGCTGGAAAGGTGGAGAGGCCGCAGGAGGAGGGAAGAGGAGGGACTAGCTCTCTAAAGACCACAGTGG 
CCAGGCGCGGTGGCTCACACCTGTAATCTCAGCATTTTGGAAGGCCGAGGCGGGAGGATGGCTTGAGTCCAGGAGTTCAAGACCAGCCTGGGCA 
ACATAGACAGACACCATCTCTACAAAAAATACAAAAGTTAACCGGGCATCATGGCACAGGCCTGTGGTTCCAACTACTTGGGAGGCTGAGGCTA 
AGATGGGAGGATCCCTTGAGCCCTGTAGGTCAACGCTGCAGTGAGCCCTCAGCCTAGACGACAGAGCAAGACTTCATCTCTAAAAAAGTAAATT 
AATAAAATTTAACAAATAATAAAGGCCATGGCAGTGGGCTGGCGGAGACAGCGGTGGCTCGGGCCCCTGGAGCTTGCATAGCAAGATGCTGGAG 
GTGGCAGCCTGGCCTTCAGATCCTTCTCCTTCTCTGGGTCTGAGAAGCTTAGGTGTTGGAACTCAGAGGTGGTCAGGAAATGCCAGCATGAGCA 
GGAAAGTGAGAGGGAGTATCTGCTGGCTCCCAGTGCTGCAAGACCCTATCTCTACAAAAAATACAAAGCAAGAGAACAGCACGGGGGCTTTGCC 
ATTGGCTAACGCAGACTGACCTCCCCAGTTTGGGCATGAACATCCTTTTCACGTTCCAAGGTGGGATCCGGGAGTCCAGGTTGCATTGTATTTG 
ATGCACCCTGAGAACTTGCGCTGAGAACAGGACCCTGGGGACACTCGATCTCGAAGACGGGGTT t CTCATTCACTCTCCATTTGCAGAGCCCCTC 
CCCCACTCACTGCAGCCAATACTCCCTGGCGAGACCCTGAGACAGGCCTGTCTGTCCCTTGTCCCAGGCAAGCCTGGCCCACAGGGTGTGGGAG 
GAGGAAGTTACAGGTCATAGTTTCCCAAGCACTGATGGATTCCGGGCATCTGCATTGTCCTTGGATTAGAAATTTGGATCCTAGGAGCTTTTGG 

ACTGTGGCCTTGTCCTCGTGGGCTCAAGTGATCCTCCCACCTCAGCCTCCCAAGCAGCGGGGACTACAGGTGTGTGCCACCACACCCAGCTAAC 
CTTTGTATTTTTGTAGAGATGGGGTCTTGCTCTGTTGCCCAGATTGGTCTTGAACTGCTGGCCTCAAGCAATCCACCTGCCTCAGCCTTCCAAA 
GTG CTGAG ATTAC AGG C ATG AG C C AC C ATG C C CAGCCTTATATTTGATTTT CTTTTT AATGACCCAACTG ATCCTT CAAGG CC CAGC CAAAATC 
TGGTGGCCCAGTGAGCCTCCAGGGCCCTCCTCTGCACTGCTCCCTGGCCCCACAGGAGCTCCCCGCTGCCTGCCAGCTTTCCACCCTCCTCAGG 
CAGGGTCTGTGTGGCCCAGGCCTTCTGGTGGCCTGGTGCTATCAGAAGGAGAAATCTCTCAGGAAGCAATTCAACGAACTGGAGGGGCCCTCTG 
GTCCACAGGAGGCAGGAGAAGCCCATCCTGACCCCAAATCCACAAGGGCCCGTCAAGGGAGGGGTCCCATCAGGGCTGTGAGAGGCCAGGGATG 
CTGGAGCCACCTCTGGCCTGGCAGCTGGCCACCTGCACCCTGGCCATACTCAGGAAGGTGGTGGGCCAGGGCCCACCCGGGAGGAGGGTGAGAG 
GGGCACAGAACTGGCTGACTCAGCACCCTGAGAATGGAGGCTTCAGACTTGGGAGTCCACCTCTCTGCTTTATCTAGAGACCAGGGACAAGGCC 
GCCCCTCCCAGCCCCGAGCCTGCGAGCTGAGGTGGTCCCGGCTCCATGCTGGTCATAGTGTTCTGGGGGTGGGCAGAGTGACAGCCCCCAAAAT 
GAATCCAGCATCTAGCCTCGGAGAAGGGATGAGCCTTGGAAATGGCCGCATCCCCCAGGCCAGTCCCTGTTTTGTAAGCAGCAAGCTCTAAGTG 



196 



WO 03/039484 



PCT/US02/36071 



SAGRES DISCOVERY 02-10 



GATTCCTTTGTTTCTCGTCATTCTAAGTCTCCAAGTAAAAAGGACATTCAACTACTCTTGCTTTTCCTTCTTTCAGACACCTCTTGCTCACTTC 
CCTGGCTGTAAGCTAGGCTGGCCCTGGAGCCTGGGTACCCGGCCCTTCTCAGACACACTCCCAGGCCTCAGCCATGACACTCAAGTGTTTGTCC 
TCTACAACATTCCATTAGGAAAATTTTCAAACATCTGGAAAAGATGCAGCCTTTGGACATCAAAGCCTTGTGTGTCCACAGCTCACACTGAAGT 
CAGCCTGCTTTATCTCACACCCACCACCCTCTCCATTCTCTATCTATCCGTCTTATCTTTTTATGCTTACGTCAGTCTGCTCTGTCCCAAATAC 
TGTAGCAGGCACGTCCTGAACCAGTGCTGGATGTTTTGCAAGTAACATCCCACATGGAGTCACACCATAGAATGGGTGAAGGGGAAGCATCTGG 
GTTCATGGAATGGAGGCACCTCACCTGGGGCAACCACCTCACCCTGGCTTAAAAATGGAAGCCCCTTGCCTGGGCACGGTGGCTCATGCCTATA 
ATCCCAGCACTTTGGGAGGCCAAGGCAGGTGGATCACCTGAGGTCAGGAGTTTGAGACCAGCCTGGCCAACATGGCAAAACCCCGTCTACTAAA 
AATACAAACATTAGCCAGGCATGGTGGTGCACACCTGTAACCTCAGCTACTCGGGAGGGTGAGGCAGGAGAATCGCTTGAGCCAAGAGGGGGAG 
GTTGCAGTGAGCTGAGATCACACCACTGCACTCCAGCCTGGGCAACAGAGCGAGACTCCGTCTCAAAACAAACAAAAAAGGAAGCCCCTGCAGT 
CCTGGGCGAAGCAGACAGTTGGTCTCCCGGCCTCACCCATGGGCACCCCCAGGCCCCTCTGCTGGCGTTCCTGGGTGCTCTGAGGTGCATGGTT 
TGAAAACCACGAGTCCAGCCCCTACGGTCACCTCCCTGGCCTGGTTCAACCCACCTTCTCCTGTCCAGAGGCCTCTGACCCACAGTCCAGGTCA 
CAGACAGCTGACCTTGGTCACCACCACTTGGCCCTGGGCAGTGGCAGTGCAGACCATACCCCAGGGACCCCGGATGGTCATCCAGTTGCCGGGA 
CTCAAAGGAAGAGAGAGGATGAGGAAGGAGACATGGAAAAAGACTACCCAGCTACCTACAGCAGGAACACCAACCCAGGCTGCATCAGCACTTC 
CTGGAAGTGCTGGGATCTACAAAATGGTGGAGGGGGTGTGCAGGGACACCTGGGGCAGGATACCTGCGTGTAGTGAATGAATAAAGAAGTGAAC 
AAGGGAGCCGACTGTGCAAGGACAGACTGCAGGGGTGCAGGCTTGAGTGGTGGCCTGGGGATGCACGTGGGGTCTGGCGCGAGGTTATGCACTC 
AAATGAGGGACAGACAGGAGGGAGGGTGACTAGGGAGAGGGAGGCCAGATCTCCAGGGGGTAGACATATTGGGGACCCTGAACACTGGGAGTCC 
GGTCCGGAGGCCAGACTGGTTGGATCCAGTGGACACATCGACAGGTGGTCATAAGCATAAGGAACTCTCTCCCTCCACCCACCTCCACCAGTGC 
CCAAAAGGACCTGGTGATTTCTTTAAATTGAGGTGTATTTTGTACAGCAAAATGGAAGACCCTAAGTGCATGGGTCAATTCGTTGTGACGTGAA 
GCACTCACATAACCAACATGGCAGTCAAAGGCAGAGCACTTCGGCCAGGCTGGCCTGGCAGAGCTTCCCTGATGACAGGCACATTCCCTATCTA 
ACTGTCCCATTCAGGGTAGCCACGGGCCACACGTGAAGCATGGCTGGTGCCACCGAAGGGCTGAGTTTTACATTTCTTGCATTTTAATTAATTT 
TAAACTTAATTACATTAATTTAAACGGCACAGGTGTCGAATGCCTTTTGCCAAAAGCAGAGCACAGCCTGGGAGCTGTTGGGACCTGGAAAACG 
AGGAGTGAGGTTGCCACGGTGCTGACCTCTCCCGCGGATGAGTGTTGCCTGGTGTTGAGCTCAGACTGGGGGATGCGGAGGGCCCCAGGAGCAT 
CTCACAGTTGAGCCCCTCCTCCCCACGTGCTCACGGGAGCCCATGCCTTCGGGTTTCTGAGCAGCCTGGCACCCTAGAGGCAGTCTTCATTTGT 
TTATTCACTCTCCTATTGACGGATGCTTGGGTGGCGTCCAAGTTCCTGCTCTCAGGCTCAAAGGCCTGGGAAGATTCCTGAACACGTCTCATTG 
TGGACACGTGTTTACATCTAGGGGTACATAGCCAAAAGTGGGCCTGCGGGCTGGCGGGATGGGTCTGAGTTCCACAGTGATTTCTGCGCTGGGT 
CACGCCTACATCCCGGAAGCCAGGCCTCCTCCTCCAATCCCAAAGCCAAGGGCATCCCTTCTCTGGGCAGGCCCCACCTGACCCGGTCCCCAGC 
CTGAGGTTCTCAGGTTCTAGCCCTGAGTCCCCCATTGGGCTCCAGGTCAACCTGGTGTGAACGGGGCCCATGCAGTTGTGCTGAGCAGGAATGC 
GGGGCTGCATCATTTCCTGTTACAGATCTGGACGACTTGAATTCTGAGCTGAGTTTTGGGGATAGGGCAGGTCAGGGTCCTGGCCTTGTAAAAT 
CAGACTTCCAGATAAAACATACAGAAAAACACATAGATGATATCAAAACATCTAGAAAAAATTAAATAGCCAGCATTGAGTATTTATTCTGCAC 
ACAACATTGTATTAAGCACTTCCTGTATAACATACAGGCTTAAGAGCTGGGCAAGGTGGTTCATGCCTGTAATCCCAGCACTTTGGGAGGCTCT 
AGCGAGAGGTCACTTGAGGCCAGGAGTTTGGGACCAGCCTGGGCAACATAGCAGGACCTTGTCTCTACAAACTGTAAAAATAAAAATTAGCTGG 
CTCTGGTGGTGTGTGCCTGTAGTCCCAGCTAATCTGGAGGCTGCAGTGAGCCATGATCATACCACTGCACTCCATCCTGGGCAACACAGTGAGA 
TTCTGTCT CAAAAAAAGAAAAATT AG AAGGCATGGTTTATG AACATT ATTTTAG AGGC C AC AGAG AATC CTTAATTGGG CTTTTAAGTAAAAAT 
TCTCTTACTTGCAAAATAAAAAATCAGATTTCCTTCATGGTGGAAGCTGCGTCTCGCCCCCCGAATGCACTTGAGGCCCCAGAGCAAAGGGTCT 
GTAGCCTGCTCATCTGTGTCGCTGTCCCAGCCCCACACTCACCACCGGATCTTGCCCTCTGCAGGTCGCTGGCTGTTGGGCCACAGTATTCCTC 
CCTGGGCTCGCAGCCCATCCTGTGTGCCAGCATCCCGGGCCTGGTCCCCAAGCAGCTCCGCTTCTGCAGGAACTACGTGGAGATCATGCCCAGC 
GTGGCCGAGGGCATCAAGATTGGCATCCAGGAGTGCCAGCACCAGTTCCGCGGCCGCCGGTGGAACTGCACCACCGTCCACGACAGCCTGGCCA 
TCTTCGGGCCCGTGCTGGACAAAGGTATGGGGGTGGTCTGGGGGAGGGCAGATGAGTCTGGAGTGGGACAGAGTCTCCCGCCTAGCGCTGCCTG 
ACATTCTCATCTGTGCACACGGTGGGAACAGTGCCTCACGCGGACGCTGGGGTCCTTCCCGCTTACCTCCAGGAGGACGGTCTGGGGCTGAAGC 
AGGACTGAGCCTGTGGGGTTATTCGGGTATCCCTCCTCCTCCTGCTCCCTGGAGAGGAAAGCGGGCATTCTAAGGTGACTCCAACCATGGCCAG 
TGGCGGGGCTGCTCCCAGGAGCCAGGGCACAGGCCAGGCTTGCAGAGGAAATACACAAACTTAAAGACCTACAAGAAGGGAGAGGTTTGGGGGC 
ACCCTAGAGAAGAAAGAGAGACAGAGAGAAAGACAGAGAGAGACAGAGAGAGAGAAAGATAGAGACAGACAGAGACACAGAGAGAGACAGAGAC 
ACAGACACAGAGAGAGAGGAACAGTGAGACGGAGAAAGAGACAGAAAGATGCAGAGAGAGACAGAGAAAGACACACACACAGAGAGACAAAGAC 
AGAGAGAGAGACAGAGAGGGACAGAGCGACCAAAAGAGAAAGACACAGAGGAATAGAAAGACAGAGACATAAAGATGCACAGAGACAGAGAGAG 
ACAGAAATAGAGAGAGACAAAGAGGGACAGAGAGAGACACACAGAGAGAAACTGAGAGACAGAGAGACAGAGACGGAGAGAACATGGACAAGAT 
TAAAACTTTAGCATCTTTTTTTAAAAAGTTGAGGTGAAATTCACATAACCGAAAATCCGCGATTTTAAAGTATTCAATTCAGTAGCATTTGGTA 
TACTCACAGAATTGTGCAACCATCACCTGCCTAGTTCCAAAATATCTTTATCACCCAAAAAGGAAATCTGTGCGCATTAAGCAGCCATTCCCGT 
TCTTCTCCCTTCCATAGCCCCTGGCACCCACCCGCCTGCCTTCTCCCCTGTGATTTAGCTACTCTGCCTGTTTAAGAAACGGCATCACTCAATA 
TTTTGCGTCTGGCTTTTTTTCACTGAGTGTGTTGATTCACCTGCACTGTGGATAGTTTCAGCACTTCATTCCTGTTCATGGGCTGAATAATATT 
CCATTGCATGGATGGAGCACACTGGTTTATTCGTTCTTCAGGTTGACGCATATGAGCGTGGTCTCCACCTTTTGGCTGCTGTGGCCTTTTCTTG 
GACATGCATGTGTTTGAACGCCGTTTTCACACCTTTTGGTTTCTGTATCTAGGAGTGGAATTGCTGGGTCACAGGGTAATTCTGTTTCGCTTTG 
CTTGACCTGGGAGGTCAAGGCTGCAATGGGCTGGAACCATCACACTATTTTCCACAGCAGTTGCACCATTTTATATTCCTACCAGTATTGTTTG 
AGGGTTCCAGATTCATCCTCACTGATACACTGTTTTCTGGTGTTTGTATTTCTTACTTCTGGCCATCCTAGAGTGTGAAGTAGAACCTACTTCT 
GATTTCAGTTTGCACTTCTCTGATGACCGATGATGCCAAGCACCATTTCATGGGCTTTGGGGCCATTTGTAGACCTTCTTTGAAATGTTTAGTC 
AAGTCCTTTGCCCATTTTTAAATTGGATTCTTTGTCTTTTTGTTGTTGAGTTGTGAGTGTTCTTTATATATTCTGGATACTGGATGTGCATCAG 
ATGTATGATTGGTGAATATTTCTCTCTCATCGTGTAGGTTTTTTTCATTTTTGTGAGAGTGTCCTTTGATACACAAAATTTTTTAATTTTGGTG 
AAATCCAGTTTATATAGATGTCATACTGAAGCAAGAATTAGCTAACATAAGGTCACAAAGATTCACATCTATGTTTTCTTCAAAAAACCTAATA 
GTTTATCTTTTACTTTGAAGTATTTAATCTATTTTGAGCTCATCTTTTTATATGGTATGAGGTAGGAATCTAACCACATTTTTTTGCATATGGA 
AATTCAGTTATTCCAGTACCTTCTATGGAAAAAACTGTTCTTTTTCCCATCAAATGGTCTTGGCACCCTTGTTGAAAATCAATTGGTCATAGAT 
GTATAGGTTTATTTCTGGACTCTCAATTCCAGTCTATTGGTCTGTATGTCTGTCCTGTCACCAATACCACATTATTTTGATTGTTGTAGCTTTG 
TGGTATGTTTTGAAACTGGGAAGAGTAAGTTTTCCAGCTTTGTTCTTTCTTTTCCAGATTGTTTGGGGGGGACAGGAAAAAAGATTGTTTTGGC 
TATTTGGGGTCCCTTTCAAATATATGTAAATTTTAGGAGCAGTTTTTCCATTTGTGCAAAAAAAAATGCTGCTGGGATTTTCATGGGGATTTCA 
CTGATTCTGTAGGTTGCCTTGGGAAGCATTGCCTCCTTAACAATATTAAGTTATTTAATTCAGGAGCTCAGGGTCTTTCCATTTATTTAGGTCT 
TCTTCCTTAATTTTGTTTGTTTGTTTGTTTTTGTTTTTGAGACAGGGTCTCACTCTGTTGCTCAGGCTGGAGTGCAGTGGCATGATCACGGCTC 
ATTGCAGCCTTGACCTTCCAGGTTCAAGCGATCCTCCTGCTTCAGCCTCCCAAGTAGCAGGGACCACAGGCATGCGCCACCATGCCCTCCCAGT 
GTTTGTATTTTTTGTAGAGATGGGATTTTGCTGTGTTTCCCAGACTGGTCTCTAACTCCTGGGCTCAAGCGATCCACCTGCCCTGGCCTCCCAA 
AGTGTTGGGATTACAGGGCATGAGCCACTGTGCCCAGCTTCTGTAATTTCTTTCAGCCATGTTTTGTAGTTTTCAGGGTATGAGTTGTGTACCT 
CCATGGTTAATGTATTCCTAAGTACTATTTTTCTTTTTGATGCTATTGTCAATGGAATCATTTTTCTTTTCTTCTTTTTGTTTTGAGACAGTGT 
CTGGCTCTGTCACCTAGGCTGGAGTGCAGTGGCACCATCTCAGCTCACTGTACTTCCATCTCCCAGGCTCAAGTAATTCTCCTGCCTCAGCCTC 
CTGAGTAGCCAAGCTTGGCTAATTTTTTGTATTTTTTTTTTTTTTTGTAGAGATGGAGGTCTCCCTATGTTGCCCAGGCTGGTCTTGAACTTTT 
GGGCTCAAGCAATCCTCTCGCCTTGGCCTTCCAAAGTGCTGGGGTTACAGGCGTGAGCCACTGTGGCCAGCTTGTAATTGTTTTCTTAATTTTT 

TAATTTGTTTGTTAGCTTTGAGAGGGTTTTGGTGAATTGTGTAGAATTTTCTACATATAAATTGATGTCATCTGTGGATGGAAACTGCCTCCTT 
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TCTTCCTATTTGAATGTCTTTTATTTCTTTTTCTTTCCTGATTGCTCTGGCTAGGACTTCCAGTGCTATGTTGAACAGAAATGGTAAAAGTAGG 
CATCCTTCCCTCGCTCCTGATCTTAGGGTGAAAACTTTGAGCTGCCTGCATATATGGTGTTGGCTGCAGGTTTTTCTTTCTTTCTTTTTATTTA 
TTTATTTTTAATTTCTATTTCAATAACTTTTGGGATACAAGTGTTTTTTTGTTACATGGACAAATTGTTAGTGGTGAACTGAGATTTTAGTGCA 
CCCCTCACCTAAATAATGTACATTGTAACCAATATGTAGTGTTTTATCCCTGGCTTCCCTCCCAACCTCCCTCTTCTGAGTCTCCAGTGTCCAT 
GATATCACTCTGTATGCCTTTGTGTTCTCATAGCTTAGCTCCCACTTATAAGTGAGAACATAGGATATTGGTTTTCCACTCCTGAGTTACTTCA 
GTTAG AATAATGGCTTC C AGATCCATCCAAATTGCTGCAAATG AC ATT ATGTAAAT CCTGTTAATGTCTGAGT AGTATT CC ATGGTGT ATATAT 
ACCACATTTTCTTTATTTTATTTTATTGAGATAGGGTCTCACTCTGTCATCCAGCCTGGAGTGCAGCGGTGCGATCTCGGCTCACTGCAGCCTC 
CACCTCCTGGTTTCAAGCGATTCTCCTGCCTCAGCCTCCCGAGTAGCTGGGACTACAGGCACCAGCCACCAAGCCCCACTAATTTTTGTTTTTT 
CAGTACAGACGGGGTTTCACCACTTTGGCTGGGCTGGTCCTGACCTCCTGACCTCAGGTGATCCACCCGCCTCAGCCTCCCTAAGTGCTGGGAT 

tacaggcgtgagccacggtgcctggccttatacaccacgttttctttatccacttgtgagttgatgggcacttaggctggttccacatgtttgc 
aattgggaattgtgctgctgtgaacatatgtgtgcaagtgtcttcttcatataatgacttcttttcctttgggtagatacccagtagtgggatt 
gctagattgaatgatagaactactttcagctctttaaggaatcaccatactgttttccacagtggttgaactaattgacattcctaccagcagt 
gtataagcatcctcttttccccacatccataccaacatctattattttttgatttttcaataatggcatccttgcaagagtaaggtggtatctc 
gttgtggttttaatttgtgtttccctcatgattagtgatgttgagcatttttacctatgttttttggccatttgtacatcttattttgagaatg 
tccattcatgtcccttacccactttttaatgggattatttgttttttcttgctgatttgtttgagttccttgtcaattctggatattcgccttt 
gtcaaatgtatgctttgtgaatattttctcccactctgtgggttgtctgtttactctgatgattatttctttctgtgtgcagaagctttttaat 
tcaattaggtcccatttatttatttttgtttttgttgcatttgttttggggctgttagtcatgaattatttgcctaggttgatgtctagaagag 
tttttccaatgttgtcttctagaatttttatagtttcaggtcttagatttaaggctttgatccatctggagttgatttttgtataaggtgagag 

ttttctttgtcaaagatcagttgtctgtacatttttggctttatttctgggttctctattctgttccattggtctatgtgcctactttcataca 
agttccatgctgttttggtcactatagccttgtagtataatttgaagtttgcttcaaattagtatagtagtataattagtagtataatttgttt 
ttgcttaggattgctttggctatttgggatcttttttggttacatataatttttttttttttttttttttgatggagtctcactctgttgccta 
ggctggagtacagtggagtgatctcggctcactgcaacctctgcctcccaggttcaagccatctcctggattccctgcctcagcctcccaagta 
actgggattacaggcatgtgccacaatacctggctaattttttttgttgttgtttttgttttttgtatttttaatagagacggagttttgccat 
tttagtcaggctggtctcaAactcctgacctcaagtgatccacccaccttggcctctcaaagtgctgggattacaggcttaagcaaccacacct 
ggctagttccgtataaattttaggattgtttttcctaattctgtgaaaaatgatgttggcattttgaggggaattgcgttgaagctgtagattg 
ctttgggcagtattgtcatgttcacaatattgatttttactgtccatgagcatgggatgtgtttctgtttgtttgtgtagtctatgattttctt 
cagcggggttggctgcaggtttttcacaaatgccctttatccagttgccccaggtggcagtggctttatttaactttcaaggttttcaaagacc 
acccttcaattagccactgctctctcctgagacagttctgagttaggcaaaacgagttttttttttacccagacaggttaaaacagacaaacaa 
ttccttggggaaaaggtctgctccgctccctccagaactatccacccacctggggaacgccggccttcactgtcccaggcaggtttgtaggcac 
caccacatgaaaacactaccaggctctcctagcaagtcaaggtcatcatttcctcaagttggcattcagtgggttgcggtgaccctttgactac 
tttccagagagctaacaatgtcggtactaaccgtttgtgtctaattttttggagggcccttggagcttccttttgggttccaggctgcgttctg 
gggtagaggacacagatcccaccactcgatggagcatcaaggtcaccttgggagacccacatgtagggcggaatgtgcatagtaccatccaccc 
cagggtggctcagcacagtcctgccggcagaggcggggcccagggaaccacagctgtgctgagcatgtggtcagcaggccgaggagactttgga 
gaccatggtgccgaaggaaggctactcagacaaagcgagacaggtcacgctgggaaagtcctcccagggaccttgcagtcctgggggtcctgtt 
ggcagaatgcccaaggccagagttcatctcacttctccacaaatctgcttccccgctgtctccctcattttataacggacaaccccagttctct 
gttgcttaggtcaaaaaccctgggcccctggctgccaccttaccctcctccctgtcctccccgcaatagtatgaatgcttgtgcccaccccccc 
cccaattcctacattgaaatcctcacccacaggtgacggtgttagaaggtggggcctttgggaggtggtcaggtcatgaggataaagcctcatg 

AGTGGGATCAGTGCCACTGAGGCTGAGGTGGGAGGATTGCTTGAGGCCAGGAGTTCAAGACCAGCCTGGGAAACATAGCAAGACCCCATCTCTG 
CAAAAAATAAGTTAACATATATTAGCCAAGCACAGTGCCTTGTAGTCCTAGCTACTCAGGAAGTGTCACTTGAGTCCAGGTTGAGGCTACAATG 
AGCCATGATGGCACCACTGAGCTCCAGCTTGGGCAACAGAATGAGACCCTGTCTCTAAAAAAATATAAAAATAAAAATAAATAGGCCAGGCGTG 
GTGGCTCACGCCTGAAATCCCAGCACTTTGGGAGGCGGAGGCGGGCAGATCACTTGAGGTCAGGAGTTCGAGACCAGCCTGGCTAACATGGTGA 
AACCCTGCCTCTACTAAAATACAAAAAAATTAGCCAAGGGGGGTGGTGGGCATCTGTAATCCCAGCTAGTCGGGAGGCTGAGGCACGAGAATCA 
CTTGAACCTGGGAGGCGGAGGTTTTAGTGAGCCGAGATCGCTTCACTGTACTCCAGCCTGGGCAACAGAGTGAGACTCCATCTCAAAAAAAAAA 
AAAGG AAAAAT ATAAATAAAT AAACAAAT AATAAATAAAT AAAAAGG AAC CTCTC AGT CCTTCC ACCATGCAT ATGCTGACC CAG CGAG AAAAA 
GAGGTCTGACCCAGTGAGAAAGAGAGGTCTATGAACCAGGATGTGTCCTCGCCGGGCACTGAACCTGCCAGTGCCTTGCCCTTGGACTTGTGCT 
GTTTATGAGCTGCCTGGCTATGGTGTTTTTTTAGAGCAGCCCACACGGACTGAGACACTCTCTGTGTCTTCCAGCCCCACTGGCCTCTTGGCTG 
CTTCTCAAACACTGAGCATGATGCCCCCTCCCTCCCACCTTTGCACTTTGCAGTCCCTCTGCCAGGAACACCCTTTCTCCTGTAGTAATTCCCA 
CAGGCCCTCTCAGGAGTGTCCCCCACGCTTGCTCCTATCCCCCAACCCTGCTTCACAGCCTCTGGTCAGCCCCATGAGCTGATGATTCTGTGGA 
AGGACAGCATGGCCTTGCTCAGCCCCTGCAGCCAAATGCGAAGGAAGACCACAAGTCCTTTGGAGGGGAGGTGCCTGGCCCTGGGGGGCCTGGC 
ATGTGCACTGACCAGGAGAGCTCCTGAGTGTGCAGCTGACACTGCCTCCAGGGCTGGTGGGGCCTGGCTGAGGCCATCCATGGGCAGGAGCCCT 
CCAGCATCCAGTGGCCATGGCCACGCCCCAGCCCTCATCACGGGCCTGTGTTCTTCAGGCGTGGGGAAGGCACCGTGGGGCAGAGAGTGGGGAC 
CCGAGGGTCAGGCTCAGAGTCCGGGCACTGGTCACTGTGGGTCTGGGATGAGGAGGACGTCCCTGAAGGACAAGTCAGGGTCCCTGTAGGAGAA 
GAAACTGGAGCTTGGGGAGCTTGGATGGTGGCCTTCCTGTGATCTTGAGTGAGAGGCAGCTCACTTCCTGGAGCATCAGCCTCCCATTTATAAA 
GTGGAAGAATACTTACAGCTTGTCAGACCTCACAGAGCTGCTGGCTGGGGTAATACACCACGCAGCTCCCCTGGAGATAGCTGCCAGGGTGCAC 
AGGAGTCAGGTCCCAGGGCCGTGCAGCTCATCGAGCGTGTCCAAGGGTGTGTGTGGCGTGTGATGCATTGTGTGTATGTGAGTGTGCACGTGTG 
TGGGAATGTGGTGTGATGTGTCATGTGTGCACATGCATGTGGTGTGTGGGGTGTGTGCCTGTGCATGTGTGTGCATGTGTATGTGTCAGGTGTA 
GTGAATGTGTATGTGGTTTGGTGGATACATGTGCCTGTGCATGGGTGTATGTGGATGTGCCTGTGCCGTGTGCATGTGGCTGTGGCATGCATGT 
GCATGCCTATGTGTGCATGTGATGCAGTTGCTGCCCGCTAGGGTTCCTGGGCTGTGCTGTAGCCAGTGGTGGCATGGAGGGAGGCATGGGCAAC 
ATATACACTGCAAAAGGCCAAGAGCACCAGACTGGGCCCTGTGCCATGTGCTTGCTGGCTCCAGAGCCAGGATGGGGTGCTTAGGGCTGCCACT 
CCCCCTCTGAGAAGGAAGCAGCGATTTTAGGAAGAAAGCAGGAAGCCTGTCCTGCTTGGAGCCATACCAGGTGATGGAGGAAGGCTGTGCTGCA 
TGGGGTCAGAGGGGAACATGCCATTCCCTAAAGCCCTGCTACCCTCGGGAATCTTTAGGATATTTCATTGCCCTCCAGAATGTCAGGGTGTCTC 
TCACTTGTGGAAGCAGGGAGGACATCTCACTTGCCAAAGCGGGGAGGGCTCCTGCCCATGGACGGCATCAGCTCACTGACTCCCAACCTGGGCA 
TCTGAGCCCAGCTGGAGGCCAGGAGGAAGCTAGCCTCATGAGTCACACCATTCAGGAACCCTTGGGTCTGTCCTCCAAGCTGAGCCTTGGGGAG 
CCTGTGCATCACTGTCTGGATTGGACGATGCCCATGGAAAGGCACAGATCTGCACAGATGGGAATCCCAGCCAGCAGATTGGCTGGGGGCCCAG 
CCAGCTGAATGCAAAGCCCCAAAGTCGGTGAATAGCACTGGGTCCTAAACCTGATGGCAACTCCAGCTGCTTCAAGGAAAGGCCTATGAACGAG 
TCCTGCTCTGGAGTCCCCAAATCTATGGTCTAGGAGCCTGGTCATATACCAGAACTTCCTTCCCTTTTATGGCTGAGTAATATTCCATTGTATG 
GATAGACCATATTTTGTTTATCCATTCACTCACTGATAGGCATTTGGGTTTTTTCAATTTCTTGACTATTATAAATAATGCCTTTTGTGTGAAT 
GTGTATTTTCAGTTCTCTCTGGCATATACCTAGGAGCAGAATTGGGTCACAGAGGAACTCCATGCTTAACTTTTTGAGGAACTGTCAAACTATT 
CCAGAGTGTCTGCACCATTTTACATTCCCATCAGCAGGATCTGAGGATTCTGATTTCTGCACATCTTCATGAGCACTTGTGATTTTCTGCTTGT 
TGTTTTTGTTCTAGCCATCCTAGTGGGTGTGAAGCAATGTCTCACTGAGGTTTTCATTTGCATTTCCCTGATATCTAAGGATGTTGAGCATCTT 
TTCATGTGCTCATTGGCCATTTGCCTCTCTTCCTTGGAGTAATGTTATTCCATTCTTCCACCCACATTTTAATTGGGTTATTTGTCTTTTTGTC 
GTTGAGTTGTAAGAGTGCTTTATATAGTCTGCATACAAGTCCCTTATCCAATACATGACTTGCAAATATTTTCCCCCATTCTGTGGGTTGTCTT 



198 



WO 03/039484 



PCT/US02/36071 



SAGRES DISCOVERY 02-10 



TTCACTTGCTTGATGGTGTCCTTTGATACATGCAAGATTTTAATTTTGACGAATTCCAAGTTATCAGTTTTTTATTTGGTTCCTTGGCTTTTGA 

TACATCTCGGTCTTTAATTTTCATCGACGATGTGAGGCAGGGATCCAATGACATTCTTTTGCATGTGGAAATCCAGTTATTCCAGCACAATCTG 
TTGCAGACTGTTCTTTCCCCTTTGAATAGTCTTGGCAACTTTACTGCAAATCAGTTAGCCCTAGATGTATGAATTTATCTCTGTGCTCTTTATT 
CTATTCCATTGTTCCATATGTCTGTCTTTATGCCAGTGCCACACTGTTTTGATTATTGTAGTTTTGTAGTGTTTTGAAATTAGAACATGTGAGT 
CCTCCTGCTCGTCTTTCTTTTCAAGGTTATTTTGGCTATTTGGAGACAATTACAGTTCCATGTGAGTTTTAGGATTAGCTCATCAATTTCTGCA 
AAAAAAGCTTAGATTTTTAGAAATTGTGTTGAATGTGTAGATCGGTTTGGGAAATATTGTTCTACTAATATTATGTCTTCTGGTCCATGAACAT 
AGGATATCTTCCTATTTAGGTCTTTAATTTCTTTCATGACATTTTGTAGTTTTCAGCATACAAATCTTGCACTTATTTTGTTAAATGTATTCCT 
TAAGTATTTTATTATTTTTGATGCTGTTGTGAATGAAATTGTTTTATTAATCTCATTTTTTAATTATTTGTCACTAGTGTATAGAAACACAAAT 
GAGGCCAGGTGCAGTGGCTTATGCCTGTAATCCCAGCAGTTTGGGAGGCCAAGACAGGGAGATCATTTGAGGTCAGGGGTTCAAGAACACCCTG 
G CCAACATGACAAAAC C CTGT CTCTACTAAAAATAC AAAAATTAGCC AGGC ATGGTGGC ACATGC CTGTAGTC C CAG CT ACT CAGG AAGCTGAG 
GAACAAGAATCACTTAAGCCCAGGAGGCGGAGGTTGCAATGAGCTGAGATCACACCACTACACTCCAGCCTGGGCAACAGAGTGAGACTCTGTC 
TCAAAAAAACACACACACATACGCACACACACATACACACACAAATGATTTTTAATATAGATCTTGTACTCTGTAACCTTGCTGGAGTTGTTGA 
TCAGTTCTAATGTATTTTTTAATTTGCAGATTCATTAGGGCTTTCTACGTATAAGATAGTTTTATTTCTTCCTTCCAATCTGGATGCAGTTTTT 
TCATTTTTCTTCCTTAATTGCCCTGGCCAGAGCCTCCAGTGCCATGATGAATAGCAGAGTTGAGAGTGGACAAACAGCTTTCAGTCTTTCACCA 
CTGGATAGGATGTTAGCTGCAGGTAGGCCCCTCTTGCTTTTAAACTTAGTAGTTCTAGATGTGAGAAAAACTTTGTTCACATAAATAAATAGAT 
AAAAATGGGAGCACTTAGTTACCATGCATCTCTCAATTCTTTGAATTTTTTTAGAGTTATATATGCCAAAAATCACATGGTGGCCTATCATCAA 
AATGTGAAAAAATCCTATCAGCCCATGACTCAGTTAGGTCCTCCTTAAAGTTTGTGGAAAACAGGGAATTAAAGGTGCCTGATTTTCACAAGTC 
CCAGTCATTATCAATGGCTCCCACTCTTGCTTTCTGGGAGAAACTCCCTAGGGTATGGCACACTCCAGGAAGATCCAGGAGTCTCCTGGAACAA 
GAGCTGGGACCGTTGGGGGTCTCCCATGGGTCTGGTGTGTGACAGCATCCCTATAGCATATGCCACACAGGTATACATGTGGCGCAAATGTACA 
C AGTCGGT C CCCTGGGAAAGC ACAGAGATGCACTCTG C CACACAGC ATATGCTTAG AAATGATGTATT AAGC CAGTG ACCT AAGGACAATGGTG 
CATGACTCGGGGAATCCCAGGAGGGCTTCCCAGGGGAGGTGGCCCCTGGGCTGAATCTTGAAGGATTTTCTTCCTTTAAAACACACACATATGC 
AGT ATT TTCTAGGCAC CAT TT AAGT GT T CG ACAC AC C ATG G C C AGT T G AAT C CT CAT G C C CAT CTGT TG AG G C CAG CAGTG CGGTGACCCTGTT 
TTACAAATGAGGAAGCAGAATCACTGTGACAAAGCAGAGACATGAACCTTGGCAGCCTGGCTCCAAAGTCCCCAGGCAGAGGGGACAGCCCATG 
CCAAGGTTGGGGCTGACGTGGGGGTGAGCAGAGCCCTCAGGCAGGCCCAGCAGTGACAGAGCCTAGCTGGAGCATACAGTTTAGGAATCACTGG 
AGGAACCCCAAGCCCACAGGGAGGGCAGGTGCAGCCCGGGAGGAAGCAGAGAAGGTAGGACTCCAGAGGATACCCGGTCCCCATGTGTGCATCC 
CTCCGGGCAGGGCGGGGATGGATCTGAGCGGTCACTGAGAATTTCTCAATGGGGCTCTTGGATTAATGCCGCAGGCTCTCCAGGGGCAAGTGGG 
CCTCACAGATGCCCAGGTCCTGCCCTAAGGTGCCAGCGTTGGGTTGGGGCGGGGAGCCCCCATTTCCGGTTGTTTTCCTGCTGCTATGCCGGCC 
TCTCTGCAAAGGGCTGAGCTCCTGCTGTGCTTCTAGCCTCCCCTCCCATCCCACTTACCTCCCCTGGACCCTCTCCTTCTCCGCTTCTCTGATC 
CTACTACCCCCTTCTCCTCCCCTTTCTGATAGAGGAACACAGTCTGGAACCCCTCCTACCTCCTCATGGCTTAAATAGGTTTAAGTAGGAAAGG 
GGAAGTCCCGGCTCCTCCCTCCTGCCTGCCATGGGGACTCAGAAATGCTTGGAGTCCTGGTGGCCTGGGAGGAAGGAGCCCGCCGGGTGCCTCA 
GAGAGAGGCCTGCTCAGGAGGCCATTGTGGAGGCCCTGGCTGCGCTCTCCATAATCATATGATTGGATTAGGGTCAGGGCAACCCTAATCATGT 

AGCTGTGAAGAGAGGGGCCCAGCCTCTTGTGTGTGTGTGCACATGTGAGTGTACACCCTAGCGTGTGCATTGTGAGGGGTGCATGTGTGTGCCT 
AT ATGTGC AC ATAAG CC ATATATGTGCATGC CTGTGTGT ATGCATGTGCATGTGTGTGTGTGTGTGTG C ATG AGTGTG AACATATGAAGG AAGA 
AGCTTCATATCCTCACACCTCCTGCTTTCATCCCCATCTGCCGTCCACCTGGCCTGGGGCTGGGGACTGGGGCCACCAGACTGAGGCTGGGAGA 
AACCATCAGTCCTTGGAACATGGGGCTCTGTCACAGAAGCTGAGCCTGGTCCCTGAAGAGCCCTCTCTTCTGGGGTCCAAAAGGAGCAGGACAT 
TCAACCTGCCTGGGGTAGAAAGCATTTGAGGAATTTTAAGTGCATGGAGACTGGGCACACCGTGCAGCTTCTCTGTCCCCTGCCGCAGGACCCA 
GGCACTGGGAGGGCTCACTTCCCTGCAGAGCTGGAGACACCTCACTCTTGACCCCTGGCAAGGTAAAGCTGGCAAGGACACAGGTACAGAGAAA 
GGGCAGGGACGGCTGCAGTGGATGCAGCAGCCCAGGGCCCAGCAGCTGGATCTCAGGCAGCACGTGGCTCTGCAGAGAGCCTGGCCTGCTCTAG 
GCCAGGTGGGGCATGTGCTCCTTAGAGAAGGGGACAGAGGCCAGGAGCGGGCGAGGCCTGGAGCCTAGGGATGCCACCTGTGCCCACATGCTCG 
GTGCCCTCTAACATGGGCTGGGCCCAGGAGTCCCCCCGGGCCCTGGCACCTGCCAGATAGGTCGGGGGGAGTGGAGTGGCATGGGGAGGTATGC 
AATCTCTTGTGCTTCCCAAGTAAGTGTGCTTCCCACAACTCCCAGTGGACACTTCCCAGAGCCCTGGGGTTTGCTTCTTCGTACCCAGTGTGGG 
TGGGGCCTGCAGCAGTGGCCCTCCCACTCAGCCTTCACACACCACCCCCTCTTCAAGCATTTCCAGTCCCCACCCCCTGCCCTATTCTGTGAAC 
CCCAGGGTATCCCCACTCAAAGCACACGGCCAGATTCCTGGTTGGTGCCCCAGGACCCCTCCAGCCCCAAAGGGTGGGGAGAGTAATGAAAGGG 
TCCTGCGCACCACATGTCAGTAAGCCTTGTTGGGTGCCCCACAAGTCCCCCTTCATCTCTCCAACGTCTTCCCCAGGCAGGAGACAGCCCAGCC 
TCCTCTCCTCCCCGCTGAGCCCCCAGGAGCCCCTCGGGGGTGGTCCGCCACCTCCCTGTGTGTCCCCTGCCTATGAGGGCCGGCACAGGGGTGG 
GGCCTGCCTGCTAGGACATGGGGACACACAGGGCAGCTCTTTAGGGAACCAGCGTCCCCAAAGCCAGGTTGCGACCCCTGACCCCCCCCATCGG 
AAAGTGTTGCCGTTTAAGATGCGTTGGGGTGGGGGGCTCCCCTGGCTCCAGCGGCCTCTCTGGTATATCATTAACTCTCCCCAGTGGGAGGGGA 
ACCCCGGCCGACTCCCCGCCGCGTCCGGCTGGGAGCACAATATCCCAGCGACGGCGACAAGATTAAGCACAAGGGGAGAGTGCAAATGCGCGGG 
CGGTTCACACGCCCTTCGCGGTGCTGAATTAAAGCGTCTGAATGGGGATTTCCCCTCGCGCCGGACGGCCTGGCGCGCGGCGCATACTTCCAGG 
TTGCTATGACTGGCCTGCGCTCGCCTAATCACCGACTAGGGGGAAATTCATATAAAATATCGCCGGCCATTGTGGGCCTAACTCGGCGTGACAG 
TGGCGCACAAAGCCGGATTCAAGCGCCCCAGCGGGTCAGCACGGCGCCCGGCCGCGCGGGCCGCCCGGCGGTGTCAGGGGCCGTGGCCGCGGTG 
GGGCGCGGGCCGCATTCCGCTCTCAGGTGGCTCCGGGGCCTTTTGTGCAGGCCATGATTACCAAATGCCACCGCGACACCCCCTCCCGGCCGCC 
TGGCTCCTCCTGGGGCCGCAGGAATGAGGGAAGGTGGGCAGCCCCCGAGGGGAGGCGCCCGGGCGTCGGCTCCGGCGGGCTCCGGCGGGGACCG 




TTTGGGGCCACAGTGACCTGCAGGCCCCTGGCCAGTCTGGTCAGGTGGTCCTAGCTGGGATCCAAGGCACCCCCCTCACTCAGCCAGCCCCTTC 
CAGCAGCTGTGGCGTGAGCAGGCAGGAGATGGGGGCAGCACCAGGAGGGAGGGACCCAATGCATTCGGGGTGGCCACTGTCCCCACAACTCTAT 
GGGTCCCAGGTATGTGGTGGGGGTGTGGTAATCATACAGGGTGCAGCGTGCACGGGGGGCTGTGTTCGCTGTGACCCTCCATCCCCCAGGATGC 
CTGAAGGCCAGTCCCTGGAGTACAGGGAGACTGCTCCTCACTGGTGCATGGAAAGGGCTGGCAGATCAGGCAGGGGGAAGGCCTGTGGGGTGGG 
GCATTTGCCCTGCAGACCTGGGGAGAGAAGCTGGCTGCAGTAGGGTGCACTTGGGGGACAGAGGGCATTTTTTTGTCACAGTGGAGGTGAGAAC 
TTCCCGGTGGAGATTCAGCAGAGTTTTTCTCCTGGGCAGTGGGCAATGTTGGGAGTCTGGGCCCCCAGCACCCGGCTGGACTGGCCACCATGGA 
GTCCTGCCCTCGGCCAGTGCATCCCTGCCAGAGCTGGGGGTGTCCAGCCAGACAGTCAGCATTGCCAGGGGAAAGAGACGAAGCCACAGGTTTC 
CAGGGGCTGGGGACAGCATTGGAGGGCCCCAGGAGGCATGGCCAGGTGAGCATGGGTCAACATCAAGAAGCAGACTGGGCAAAGGCGGCATCCC 
AAGCTCCTAGGAAAGGAGGTGTCAGCTGCCCCAGGATGGGGCCACAGAGGCAGAACCATAGCCCCCTTCCCAGACTAAGCAGCCCAGCCACCAG 
CTGCCAGCAGCCAGGGCCCTGAATCCCAGAGCCTGTGACCAAGGTACCCACCTCCAGGAAGAGGCCAGGCCAGAGACCCAATGACCACTGTCTA 
CTCATGGGGGGATGGCCATCAGCATATCAGAGACACCCTCCCAACCCCCTTCTCCTGGCAGGCTCCTGTTCAGGGTCTTGTCCAGGGTCCCATA 
GAGCCCTTACAAAGTCATGGCCAAGCTGTCCATAGCCTTCTTTCTGGTCACAGCCCAGAGGAGGGGTCAGCACGGAATGGAATCTGAGCTTGGG 
AGATCTCATCTCAGTTGATGCATCAGAATCACTGGAGACCCTTTAAGATATAGGTGCCCCCCACCCCAGTTGAACTTGGGTCCCCAGGGCGGCC 
CTGCAGTGATTCATTGGCCCCCCAGCCATGACCATTGTTGGAAGCCTCCAGTCCTAATTCCCTGATGGGCTTCCCAGAGGGGCCAGCCTGGGTG 
AAGCCCTTCAGACTGAGCACTCTGCCTCCCCGAGGAGCTGGATTTCATTGTCCTATGGTCGCATTTAACAACAATCCCCACCCCCTGACCCAGA 
ACTTTCCCTCCTTCAAGTTGTTTGTCCCTCAGAAAAGCCACTCAGGAGTCCCCTCTGGACCAACAGGCATGTCCCAGGAGCCCAGGAGTCCCAG 
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GCTGTCCCTCTCCTCTCGCCCTGTATCAGCCCCCACAGCCTTTCCACAGATAGGCATGTCCCCCTCAGCCATGCAGTGGGGGCCCAGCCAGGCA 
GGTGGGCTCCCTGCTCCCTTGAGGCTATGGCCATGGAAACGCCAGCCATGGGAACACGCATTGGAGCTGCAGGAGCCCATAATGATGAGTTCAG 
GGACCTCTCTTGGGACCCCTCTGTCTGGGCTCTGCACTCACTGCTGTGCAGCCTGGGGCCCATGGCTGACCCTCTCTGAGCCATCTTGCTGTTG 
GGGCCACTTCTCTCATTAGTTAATACAAGGATCGGCTTGGACCTGCTTTTCCCACTGTCAGCCCCTAACAGGGCAGCCTCCATGCTATGCTGCC 
TCAGCAGCTACCTTCTGAGCAAACACCTGTCCCTGCCGAAATGCTTCTTGGGTCACCTCCCCATGGTAAGGTCAGCTCTGAGAGGACAGAGGCT 
GCAGCCTTCTTTGCCACTTAAAAGACAGTCACTGCGTAATAAATAGTGGCAACTGAGCAACTTTAGTGAAATGTGAAAGACAAGGATTTTGGAA 
TGATTTGGGCAAATGTTGTTCAACGTTTAAGAATTTGGAAACATGGCCGGGCGCAGTGGCTCATGCCTGTAATCTCAGCAGTTTGGGAGGCCGA 
GATGGGCGGATCIACGAGGTCAGGAGATCGAGACCATCCTGGCTAACACGGTGAAACCCTTTCTCTACTAAAAATACAAAAAAAAATTACCTGGG 
CATGGTGGTGGGCACCTGTAGTCCCAGCTACTCGGGAGGCTGAGGCAGGAGAATGGCGTGAACCTGGGACGTGGAGCTTGCAGTGAGCCGAGAT 
CGCGCCACTGCACTCCAGCCTGGGCGACAGAACGAGACTCTATCTCAAAAAAAAAAAAAAAAGAATTTGGAAACATATCCTTCCTGTTTGATGT 
TCAAAGGT CCTTTTCTGAAGTTATGATGGTAG ATATTTT ATATATAT ATATATATATATAT AATAT CT ACTAC ATATCTATAT CTATCTAT CTA 
TCTATCTATCTATCTATCATCTATCTATCATCTATCTATATCTTTTCCTGTCTCAACAAAATAAAAGCACTTGGCAGTCCTCTGTTAGTCCCCA 
GATG CT CT CTGATACTTG AAAAGCCC ATTAAAT CCAAACCTAG AAACG AAGGATTTGTTAAGATCC CT CTAGT C CAAAAGTT CTG AG ATGC AAG 
AGACAAAGGAACCATCAAAGCTCATCTCATGATTCCCTGCATCTGACAACTGCACTGCCCTCAGCTGTGATGGAGCCTTGCCTGGCAGCTCTTC 
TGCCTTTCCCTAAATGCCCACCTCTTACCACCTAGAACTCCCTCACCTTCTCCGACTTTATCCATCCATCCATCATCCATTCATCCATCATGCA 
CGATCCACCATCCATCAATTCATCCATCCATCCATCCACCATCCAACATCCATCAATCTATCCATCTGTCAATCTGCCATCCATCAATCCATCA 
TCCATCTATCCATCAATTCATCCATCCATCCATCCATCCATCCATCCATCCACCATCCATCAATTCATCATCATCCATCTATCCACCATCCCTC 
AATCCATCATCTATCCACCCACCCATCCATCTACCCATTATTCATCACCCTCCCATCCCAGGCCTGCCTCAGAGCTCATGTTGTCAAGCCTTGC 
TATGTGTCCTTGTCCTCTCTACTGCCTCCCTTGTGAACTGTAAGCTCCCAAAAGCACATGGTTTAGCACAGTCCCAGGCAAAAAACCTAACACA 
CACACCAACAAAGCCTCCCACCAGAGATAGGGAAGGCTTCCCCTGGTTCATTCTCCTTACCAAGGCAAGGACTCTCTTCTCCTGAAAGTGGGTC 
ATCCAACCTCTGTTTTATTATCACCAGGACAGGAACTCCTTCAACTTTCAGAAAGCCTAGGTTGTTAGAAATTGTATCATATTGAGCAGCAGTC 
CACTTTCTGGAGGATTTTTTTTTCTTTTGATGGAGTCTCCCTCTGTTGCCAGGCTGGAGTGCAGTGGTGTGACCTCGGCTCACTGCAACCTCCG 
CCTCCCGGGTTCAAGCGATTCTCCCACCTCAGCCTCTTGAGTAGCTGGCACTACAGGTGCACGCCACCATGCCCCGCTGATTTTTGTATTTTTA 
GTAGAGACGGGGTTTCACCATGTTGGCCAGGATGGTCTCAATCTCTTGACCTCGTCATCTGCCCACCTCAGCCTCCCAAAGTGCTGGGATTACA 
GCTGTGAGCCACCGCGCCCAGCCTCTGGAGGATTTTTTTTACTGTGGTTATTGAGAGTGGGCACCTTGCTTCTTATTCATCTCATATTCCTCAT 
TCAGCCCAGTGCCTGGCTCATTAGGGACTCTCAGATCCTGGATGGATGGATGGATGATGGATGGATGGTGGGTGGTGGATAGATGGATGAATGG 
ATGATGGGTGGATGATGGATGAATGGTGATGGATGAATGGTGATGGATGGATTAGAGATGGACAGATGATGGGCAACAGATAGGTGATGAATGT 
ACAGATGATGAAGGGGATGATGGATGGATGATGGTTGAATGGTGGATGGGTGATGAATTGATGATGGATGCATGATGAATGGATAATGGGTGAA 
TGGATGGATGAGTGGTGGTAGATGGTGGATGATGGGTAATGGATGGACAATGGATGGATTGTGGATGGATGGTGGATGATGGATGATAGATGTA 
TGGATAATGTATGGATATGGATGATGAATGGATGAATGGTGGATGATGGATGATAGATGGATGATGGATAGATGTGGATGATGGATGGATGGAT 
AATGGATGATGGATGGATGTGGATGACAGATGATGGGTGATGGGTGGATGGATAGATGGGTGGTGGATGGTGGATGATTGTACATGATGGATAG 
TAGATATATGGATGATGGATGGATGGATGGTGAATGGATAGATGAATTTATAAGTGGATACATGGTAGGTGGTGGTAGAGGATGTATGATAGGT 
AATGGATAGATGGATGGATGGATGGATGGATGGATGATGCACGATAGATGAATGGATAGATGGATAGATGTGGATGACGGATGGATGAATGAAC 
GAAAGGAAGGAAAGATAGATAATTGATACTTTGGATGAATTCAGTAAATAACTGCTAAATGAGACCACAACAAGTTTCTGGGAAAGATGGTTTT 
CCCAGGTGGAAGATACTTCCCTTACAGAACAATTTTGTTATGCAGTTTCCTTTCTTCTTCCTTTCTCCAACAACTGATTGCTGTGTTAGAATAA 
AAGTCTTGGGCCTGAATGGGGCAGGCCTTAGGTGGCTCAAAAAGTTCAGCCAGGCTCCTTCCCAGGTGACTTGGCCAAATTGGCAGCATTTGTG 
TCTAAGCACCCTGCCTCCCAGTAGCCTGTGTCCCATTCCAGTGGGAACTCCGACAGTCCACTCTAATGAAGGCATTTTCCTGCTGACTGGGATG 
ATTTCCTGGCCTTCTGGGATGGCTGGCACTTCCCACGGGCAAGATGCCTCCGTTTCACCCCCATAGCTGACTCTGTTGTGTCAACAAAAGCAGA 
AACCCCTGACAAAGGTGTTTGTGGTAGAGAACTTGGTTTCCGTGGAGGCTGGCTGCCAGAACTCCAGAGCCTGGACGTAAGTCCTGGCCTCAGG 
GGAGCCCTGAGTCAGCTCCTCTGTAAACAGAGGTGACTCTGGGCAGTGGTTCATAGCCTGCATGCTTCAAACACCTGTGGAAATCTGATCAAAG 
CAATGGATTCTCTCTCCAGAAAGATGCCCGTGCTCCCAGACATACCCCATCGTTTGTGCTATTTTGGGAGGGTAGTGAACCTGCTGCAGATTCC 
CTCTAGAACCTTGGGTGGAATCCAACCCATAGGCTCAAATCTCCTGCCGCTGTGCCTGCCACTTGGACATTCTGGGGGGTCTTCCTTCTGCATG 
GTTTCAGGACATTTTTTAACTTTTTATTTATTTTATTTTATTATTTTTAGATTAGAGATGAGGTCTCATTCTGCCTCCCAGGCTGGAGTACAAT 
GGTGTGAACACGGCTCACTGCAGCCTTGAAGTCCTGGGCTCAAGCAATCCTCCTGCCTCAGCGTCCCAAGTAGCTAGGACTACAGATGCACACC 



ACTTTCATAAACATCGCAGGAGTGGCACTGAGAGTCCTGGGTCCCCTCGTCCAACCCAGTGGTGCATAACTATGCCAATTGTTCAAAACTAAAT 
GTGTTCTATTCACCACACTCTGGACGTCACTCAGCTTTCCTTCGTTTTTCTATCAAGATCCCTTTTCTGTCCCAGAACCCCCTCCTGGGTCCCT 
TGTTACTTTTGGTGATGCCATGCCTCTGGCTTCTCCACTCTTCCCTGTCCCTCATGCCCCTGAGACCTCTGAGGAGCACAATTAGGCATTTTGC 
AGAACAGCCATCAATTTGGGTTGGTCTGATGTCTCCCGACAATTAGATGCAGGCTGTGCATTTTGGGTGAGAATACCTCAAAGGCTATATTTGG 
CCTTCATGCATCATCCCTGGAGCCACAAGGTATTGTGTGTCCCATTTCAGGCAAGGTTAACTCAGTCCCCAGAATAAGGTGGTGTCTGCCAGGC 
TTCTCCTGTGCACAGTTAAGGTTTTTCCCATTGTGCTTGATAAACACTGTGAGCAGTTGCGGAACCGCTTAGAGACCTTGTGGCTTCAACTTTA 
ATGCAGGCTCTCTTTGCCAGAACATAGGGTCTCACGCTTTTCTGGCCTGTGGTCTTGCAGCCTGCAGCTTCTACTTCAGCCTCGGATGGGGGTG 
TCTGTCCTGGGATCTGAGCCTCTCTGCAGAGACTTCTTGTCTTCAGTCTTCACGAGTGAATTGAAGGCCTGCTCCAGGGTTTTCTCAGCCTGGC 
AGGGAGCTCCACCTCCACATGTGATGGAAGAGAAAATCAAGGTTCAGCCAGCTGGTGACCAAACTGAGCAAGAATGAGCTCTTTTCTGTCCAAG 
TGGAAGCCCTCAGCACCACCCGCCCTTGCCCTTGAGTGTGTCTGGCTATTGGGGCTGTTTGCCTGAGTTTTGATAAGCAGGGATCTCGAGGCCC 
TTGTTATGGGCAGGGCATGAGTGAGGCACAGAGAGCCCTAGCCTCAGGCTCTGGTTCTCCTCTTACCAGAAGCTCAGGAGCAAGAGGGAGGGGC 
TGGCCTTGGAGACAGACTCTTGTAGTAGCCAGGCCGTGAGGTGGGAAGGCAGACTCAGCTGGGGTGGGGTATTCAGGGTGTGGGATGCCCAGGC 
CATTTGGGAGTGAGAAGGTCCGGCCAGGAGGGCAGGTGGAGCTGTGTGCCATGCGTGAGCTCCAGGAGCACCCAGGACACTCCTCAACTCTACC 
TCTCAAGCTGCCCTAGAAGGGAAGCAGGGCAGATGGCAGGGGAAGGGGCGCTGACTAGGGAGGGGACGACCTGAGTCCTTTAAAGACAAGAACA 
GGCGCTCAGGCCTGGAGGCTTAGAGAGGAAGTGCTCTGCATCCAGCCACACGTGTATTCACTCAGAGGCAGTGGGTTCAGCAAAGGCCCCTCCA 
GGCCTGTCTGTGAACTGATCAGTTGTGTTAGGGAAGTAACATGGGGTCAGGGGTGGGGGCTTTAAGTTTCTTGGAGAGGTGCGGAGGAGGTGGC 
TGCCTAGCTGCTCCCTGGGAAAGGAAACAGCGGAGGTTGCATGATGGGCCTGGGTGCCTTAGAGGGGCAAGGGTGGGTCTGCTCTGGGTAGGCT 
CAGACCCTGCTCATTCCTTGACTCAGCCCACGGCTCCTGCCTTTCATTCTGGCCCCAGGAAATATCTATGGGCTGGGCCTTGTGCTCCAGATTG 
CAAATAAAAGGTGAGCCAAACAGTCCCTGCCCCTAGGCAGCCGCGGCTAGGGAGGGAGTCAGTGGGCAAATCTTCCTGGTTGGGGAGGGGCAGC 
CAGGTGTAGAGGACACCCGATCCCTGGCCGCTCCCCTCAGAGCAGGCAGGGGCACAGCAGGTCCAGCCTGAGCCAAGGAAGGAACCGGAAAGAG 
C C CG AGGGG AGG AC AAAGGG CTGAGTGCGGCCTG AGG CC AGGGAGTGGCATTGAGGT C AG G AG AGG AG ATAGATC CAG AGGGGGCCTGGC ATGG 
CCAAACTGGCATTGGGCGAAGACCTCAGCCTGCAGATAGTGTGTTGCGAGGGAGAGGTGTGCATGTGTGTGCATGCATGTGTTTGCATGTGTGT 
GGTGCACATGTGGAGGGGTGTGTGTGTGTGTGCATCTGTGTGCATGCATGTGTTTGTGTGTGGTGGGTTGTGAATGT.ATATGTGCATCCGTGGG 
AGGTGTGCATGTGTGTGGTGTGTATGGTGTGCATGCATGCATATGTATGTGTGTGCATGTGTCTGTGTGTGCATTGCACGAGGCGTGCATGTGG 
GGGTTGTGTGTGCATGTATGTGTATGGTATTCATGTATGTGTATGTGTTGTGTGGTGTGTGTGTGTATTTGTGTGTGTGCATGTGCATGGGGTG 
GGGTGTGTATATGTGGGGTATGTGCATGCATGTGTGTGCATGTGTATGGTATGTGTGGTATGCCTGCATGGTGTGCATGTGTGGGGGGGATGTG 
CATGTATGTGAGTGCATGTGTATGCTGTGCTTGCATGCATGTGTATATGTGTTCATGTATGTAGTGGGGTGTGCATGTGTGCTTGTGTGTGGTG 
GGGTGTGCATGTGTGTGCATGCGTGTGATGTGTGCATGTGTGTGGTGTGCATGCCTATATGTGTGTGTTTGCATGTGTGTGTGCATGTGCATCA 
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GGAGGCTGGGGCCTCCTAGGGGCCTCTTCATGGCGAGGTGGGAGATGGACCCACAGATAAGAACCAGGAGGGGCAAATTGGCTGAGAGGCCCCA 
GGGCCACCTGGGAAGGCCACAGCAGCCTGGGCGGCTGGGGCTGTTTCAGGACTGGACAGTCTCCAGCCAGCAAGCAGAGCCCTTCCTGAGCTGG 
TGGTGGGAAGTGGATACAGAAGAAATGGACAGTTTTCTTCTGGGCTTGTGGCTGGATGCAGTGGGTGTCCAGGCCTGACTTGGACAGGGCCCTA 
GGGAGGGACGGGGCTGCTGGGACCCGCCATCAGGGGGCTGTTGGCCAATCCACAGAAAAGTCAACCAAAGCAGGCCCGAGGGGCTCAGGGGGCT 
TTGTCAACAGCCAGGGGGATGCCAGTGCAAAGCCATAGCCTCAAATACCTTCCACTTTGTATGTTCTTGTTATGGGAGCAACGTGCGTTCTTCT 

CAAGGGCATCACGAGCCCCAGGGGCTGCTGTCTCGGTCCTCTCCTAGGCAGCCTGCAACCACATGCCTGTGTCCCTGAGTTAGGCCATTCTTGC 
ATTGCTATAAAGAAACACTTGAGGCTGGTAATTTATAAGAAAAGATGTTTAATTGGCTCAGGGTTCTGCAGGCTGCACAGGAAGTGTGGCTCTT 
GCTTCTGCTTCTAGGGAGGCTAGGAAGCTTCCAATCATGGCGGAAGGCAAAGGGGGAGCAGGCATGTCATGTGGCGAGAGCAGGAGCGGGATAA 
AGAGTGGGGGAAGAGGTGCCACACACTTTTAAACAACCAGATCTTGCAAGAACTCACTCATAATCTCGAGGACAGCACCAAGCCATGGGACCGA 
CCCCCCATGACCCAGTCACCTCTACCAGGCCCCACCCCAGCCCTGGAGATCACAGTTCAACATGAGATCTAGGCAGGGTTAAATATCCAGACTA 
CATCAGCCCCATCCACCCGAGGATGAAAGCTCCCTGGATGTCCAGGTGGCAGAGGAGGTCACAGCCCCCTATGATGACTCTGTTGTGACCCTAA 
GGGGTCCATTGCAGGCCTCTGCCAAGGAGGAGCAGGGGACACTGTGGGACGTAGCCCTGTATCCCCGCCTTGTCCCATGGGAGGACCCTGGCTC 
CAGGAGAACCTCAGGCCTCCTTCTATCCCCATAGAGAGGGCCCATCGGAGCTCCCTTCTCCCTCCTGCTCTCCCAGGGGCTCGAGGGGAGAGAG 
AAGGTCAGAGCCAAGGAAAGGTGGAGGCTCAGGACTCTCCCACAACAGAAGCAGAGACATGGAGGAACCTGCCCCAGGGCACACCTAGCCCCCA 
GAGGCCAAGCCGAGGCTCAGGGGCTCCAAAGCCCAGGTGTCTTCTTGCTAGGTCTGTAAGATCCCTGCCCAGCAGCAGGTCAGGCTCTTTCCTG 
GTTGGCTCCGTGCTAGTTCCCCAGCTCAGACTGCAATGCTTGGCAAACAGCAGGCACTCTGTTCCTCAGCTGTGTCAGAGTGTGGGTCCAAAGT 
GAGTGCCTGTCTCTTTTTATTTTGTTTTTTTGAGACAGGTTCTCACTCTGTTGCCCAGGCTGGAGTGCAGTGGTGTAATCATACCTCACTGCAG 
CCTTGAACTCCTGAACTCAAGTGATCTTCCTGCCTCAGCCTCCTGAGTAGCTGGGATTATAGGCCGCCAGCCCTGAGTGTCTTTTATCAATGGA 
AGCAGGGCCTGGCCAGGCCCACCCCCTCTCCTCATGCCCTTGCAGAAGTGTCTGCATACACCCACCCCCAAGACACAGCTCATTCTTTCAACCT 
GTCTGGGGAAGCCTGGCTGGGGTCCTGGCCTGTGCAAAGCCCACACCACCGCTCATTCCCATCCCTCTGATCCTAGCCTCCAGAGCTTTCTCCT 
AAATTCCAGCCCTCCCCTACCACCCTTCTGCACAAGCAATGCCACTTCCCCAACTTGGCCTCTATTTCCCCATTTGGGGAAGAAGGAAGCTGTG 
TACAAGGACCCAGGCAGCTCCAATGTCAGCAGCGGCAGACACCCfGCAGCCTTCCAAGCTGGAGGCAGGGGCATTTGGGGCACTGGGGCTGGCC 
CTGGGGAGGCGGGCACTGGAAGTCACTGGTGTTGAGAAGATTCCAGAAGAGGCAGCTGTACCGCTGAGCCATGCAAGTGTCGGTGCTTGGGGTG 
GAGGAAGGCAATGGCAAGTGGCACAGCAGAGGTGGGCGGTGTGTGGGGTGGAGCCACACTCTGGGGTCTGCACCCCAGGCTATCTGGGCAGCAG 
AAGGAATTAGCTCTTGTCTGGTTTTACCTGCCTTCGTTCAGTTGTATGATTATTTTGAGATCCTTTGTGCTATTTTTCTTGTTATTCCTAAATT 
AAATGCTGTTACAGACTTGCCACTGCTTTTTAACCATCCCTGTTAATGGACATTGGGGTACTTCGAGTTTGTGGCTTGTGTGAACATTTGCTTA 
CAAGTCTTTGCACAGACACGGGTTTCCTCTGGGGCAAACCTAACGGCTGGTGGACGTTTACCCTTGAAGACACTGCCAAAGTGGGTCCCAAGGG 
GACTGCACCTTTCCCCTCCATCCAGCTGTGAACAAGGGTCAGGGTCTGATTTCTCCACATCCTTGCCAACACTTGCTACTCTTTGACTCTTTGA 
TTGCAGCCATCCCCGTAGGTGTGAGGCGGGCCCTTATTGGGTTTTTTGATTTGCACATCCCCAGGATGGGTGATGTCGAGCATCTTTCCAGGTG 

CCTGGGCTCTAGCAATCCTCCCACCTCCGCTTCCTGAATAGCTGGGACTACATGCACACACCACTGCACCTTGCTAATTTTAACATTTTTTTGT 
AGAGATGGGGTCTTGCTACATTGCCAAGGGTGGTCTCAAACTCCTGGGCTCAAGCAATCCTCCCACGTCTGGCTCCCAAAGGGCTGGGATTACA 
GATGTAAGCCACCTTGCCAGCTGTATGTTTTTTAAGACAGGGCTGGAGTGCAGTGGTGGTATCCTGGCTCACTGCAGCCTCCACTTCCTGGGCT 
CAAGTGATGCTCCCGCCTCAGCCTCCCAAGTAGTTGGGGCCACATCCAGTTAATATTTTTAGTTTTTGTAGAGATGGGGTCTTGCTATGTTGAA 
AAGGCTGTCCTGGTCTCAAGCAGTCCTCCTACTGTGCCTCTCAAAGTGCTGGGATTACAGGCATGAGCCACTGTACTTAGCCAAAGTTGCTTGT 
TAAAAAGAGCCTGGTACCAACCTCCCCTCTCTCACTTCTGTCACCATGTAATTTCTTGCACACACTGGTTCCCCTTTACGCCCCCTTTCCCTTC 
TGCCACAAGTGGAAACAGCCTGAGGCCCTTGCCAGAGGCAGTTGCTGGAGCCATGCTTCTGTGTAGCCTGTAGATCCGTGAACCAAGTAAGCGT 
CTTTGCCTTATACACCACCCAACCTCACGAGTTCCTTTATAACAATGCAAATGGGCTAAGACCCCTGACCTGCCCAAGGCGGTCCTTTGAGCTG 
AGCCCTGTTAACCCTGCATCTCTCCTCTCTCTACAGCTACCAGGGAGTCGGCCTTTGTCCACGCCATTGCGTCAGCCGGTGTGGCCTTTGCAGT 
GACACGCTCATGTGCAGAAGGCACGGCCGCCATCTGTGGCTGCAGCAGCCGCCACCAGGGCTCACCAGGCAAGGGCTGGAAGTGGGGTGGCTGT 
AGCGAGGACATCGAGTTTGGTGGGATGGTGTCTCGGGAGTTCGCCGACGGCCGGGAGAACCGGCCAGATGCCCGCTCAGCCATGAACCGCCACA 
ACAACGAGGCTGGGCGCCAGGTAGGTTCGCCGCCCGCAAGGGTGCTTGGGAAAAAGGAGCCTCCTCAGCAGGGTGTGTGCCCTGGTTCCTTGGG 
GCATATGGCCCGGTGAGGCAGGATGGTGGCCAGGCTGAGGGTCTTCTCGACCCCTGCCTGGGGTGTGCGAAGCTTAGCACCATCCAGCTACACC 
ACAGCATCCAGTGCGCTCCTGGGGATGGCGAGCCCACCTGTGGACTGGGGTAGCCAAGAAGGAGTGATGAGGCAAAGGCCTGGTCAACAGGAGC 
CCCGGCAGAGCCCAGGGAGGGAGACAGCCAGGCAGCCACAGAGACGGGGAGGAATTCTGCAATGAGGAAATGCAGGCACACAAGGTGACCCGAT 
GTCAAGGACAGCTGGCAGTAATTTAGGGGGAGGGAGGCTGGGAGAGCCTCCGAGGCAGCCTGGAGGTGAAAGACAACAAGCGACTTGGTGGGCA 
GAGCACAGAGTGTAATGGAACAAAGAGCATGTTGATCTGCAGAGGCCAACGCAAACCAAGCCGTGTAAAGCTTCGTGAGCCTGTGTCTTATTCT 
GTCTGTGCTGCTACAACAAAATACGTTAGACTGGATAATTTATAAACAATGGGAGTTTAGTACTCACAGTTCTGGAGACTGGGAAGTCCAAGGT 
CATGGTACTAGCAGATACCTTGTGCGGTGAGGGCCTGCTCCTCATGGATGATGCCTTCTGTGTCCTCACCCAGGGTGTGGATCGCTCTGGGGTT 
ACTTTTATAAGGGCATTGTTTTAGGCCATTCTTGCATTGCTACCCGAGACTGGGTAATTTATGAAGAAAAGAGGTTTAATTGGCTCATGGATCT 
GCAGGCTGGACAAGCTTGGTAACAGCATCTGCTCAGCTTCTTGGGAGGCCTCAGGGAGATTTTACACATGGCAGAAGTGGAGTGGTAGCAGGCA 
CGTCACATGGGCCAGAGCAGGAGCAAGGAAGACAGAGTGGGGGAGAGGTCGCCACGCACAGATCTTGTGTGAACTCACTCATTATCATGAGGAC 
AGCACAAGCCATTCATGAGGGATGTGCCCCCATAACCCAAACACCTCCTACCAGGTCCCACGCCCAACACTGGGGATTACACTTCAACATGAAA 
TTTGGAGGGAACACAGATCCAAACCGTATCAGGCACGAATCCCATTCACGATGCTCCACCCTCATGACTTGACTTGATCACCTTCTAAAGGCCC 
TACCTCTTAATGCTGTCACCTTGAGGGTAAAGATTTCTTTCTGGGGGGGTGGGGACACAGGGTCTTGCTGGATACAGTGGCACCATCTCAGCTC 
ACTGCAGCCTCCACGTCCCGGGTTCAAGCGATTCTCCTGCCTCAGCCTTCTGAGTAGCTGGGACTATAGGCGCATGCCACCACACCTGGCTAAT 
TTTTGTATTTTTAGTGGAGATAGGGTTTCACCATGTTGGCCAGGCTGGTCTTGAGCTTTTGGCCTCAAGTGATCCACCCACCTCGGCCTCCCAA 
AGTGCTGTGATTACAGGTGTGAGCCACCATGCCCAGCCGAGGGTAAAGATTTTAACCCATGAATTTTTGAGGAACACAAACATTCAGACCACAG 
CAGCTTGCTAGAAAGGATGTGGTCAGAAGATCAGTGGATGGCCAAGGGAGGAAAGATGGCTGATGGGCAGTGACGGGCGTAAGGACCAAGTGGC 
GTCCACGGGATTTAACAACATGAAGATGGCAGCTGACCTTGGCTGTAGAATCAGGGGACCACAGAGGGGTGACGAGTGAACAGGGGATATTCAC 
CTTTTAACAGTGAGGAACTAGATAACTCAGACTAATCTTCCTGCAGAAGACAACTTCAGATGCAGGATGAACTATAAAAAGCACCCTGTTAAAA 
GTGTGGAGTCCCCATAATTAGCCAATTCATGATAGATGAGGCAGTGCAGTGCCATGGGAGAAATGGGCTTTTCAATAAATGGTGCTCAGTCAAC 
CGGGTGGTGCTATGGTCTGAATGTGTGTCCCAAAATTCGTATGTTGTAAGCTTGATCTCCAGTGCAACAGTGTGGAGAGGTGGGACCTAATAAG 
AGGTGTTTAGGTGATGAGGGCCTTGCCCTCATAAAGGGACCAATGCTGCTGTAAAAGGGCT.TGCAGAAGAGGGTGTCTCTCTCTCTCTCTTTCT 
ATTACTTTCCTGCCATATGAGGACATGATGTTCCTCCCTTCTGGAGGACATGGCATTCATTCAGGGTGCCCTCTTGGAAGCAGATAAACCAAGC 
C C TAAC C T G T C AG C AC C TTG AT CTT AG ATT T CCCAGCCTCG C AAAC CAT G AAAG AAT AC AT T TAT G AAT T AC T C AGT CT C AG G T GT T ACG T T G T 
AG CAATAC AG CATTG ACTAAG ACAG ATAG C AAC ATGG AAAAAAAATAACC CTGG CTTG CTACCT CACACCAT CTGT AAAAATCAATTACAAAT C 
CCAGTGGGACAGGTAAAACAATAAAACTTTTACAAGAAAATATAGAATATCTTTGTGACCTTAGAGTAGGCAAAGGTGTCTTAAACAGTCCAAA 
AAAGCACTCACATTGAAAGAGAAGTGGAATAACATAGACTATATTCAAATTAAGAACTTTCATCCATAAAAAGACACCACTATGGGACTGAAAA 
GGCAACCCATAGAGGACACATTCACATACATACATCCACACTCACATATGCAGCAAATGTAGAGAAGCTACAGTAGGAAAAGAACTCTGCAGAC 
TAAGAAAAAAAAG ATAG AC AAAC CAATGGGAAAATTGG C C AAAAAATTAAAAG CC ATGTT ATG AAAGAAAATATAGAAATTCC ACTACCT ATAC 



201 



WO 03/039484 



PCT/US02/36071 



SAG RES DISCOVERY 02-10 



AAAAGGTGCT C AATGTTATGAGT CATCAAG AAAATGCTGTG AG AACCT ATGT C CTGGAAAGAG AGAGG AGGATGGGGGTGT CTG AGACACTGGT 
GTTCTGGGGCAGGTAATTTGTAAAATTTTGTATATTTTGCACTTATGACACATATATATTTTTGTATGTCTATTATACTTCCATAAAATGATTT 
TTAAGTGTCAAATAACTGACCATCTAGTGAGGAATTAGCAGCCCCTGATCCAAGAGAAGATCCCAAGTCTGGTACCTGGGGTAGCTTTTGTCTA 
GGGGCCATTTGCTGACCTGGAAGAGACTACAGAGGTTGCACTGCATTTCCAGCAGACTCACAGAGCTAAGGGGCCCACCAAGGGTGCCATCTCT 
GGTAAATCCTTCCTCAGTGTAGGCTGTGACCCTGAAGAGCAAAGCCAAGCCAGAAGTAGTCTTGTCCTGTTCACATGGGCAGACTAGAAATCTC 
TCAAAACCTGAACTTGGATTAAGGTAATCCCAAATTGCTGGTACTCCCATACACCTGGAAAAAGCAGACAAAATCCTCTTTGGAGAAGGATGAT 
ATCCCTCGTCTAAGCGTATAAATGTTTCTATAATAATTTTTTAGAAAACACAATGTTGGCTGGGCGTGGTGGCTCACACCTATAATCCCAGCAC 
TTTGGGAGGCCGAGGTGGGCGGATCGTGAGGTCAGGAGATTGAAACCATCCTGGCTAACATGGTGAAACCCGGTCTCTACTAAAAAATAACAAA 
AAAAATTAGCCAGGCGTGGTGGCAGGTGCCTGTAGTCCCAGCTACTTGGGAGGCCGAGGCAGGAGAATGGCGTGAACCCAGGAGGCGGAGCTTG 
CAGTGAGCCAAGATCGCACCACTGCACTCCAGCCTGGGCGACAGAGTGAGACTCTGTCTCAAAAAAAAAAAAAAAAAAAGAAAACACAATGTCC 
AGCACACAATCAAAGATAATCTATCACATGATCTGATGACAGAGTGAGTTAAACCAGAAAAAAAAAAAAAAACACAAGTACACAGGGAATTCAG 
ACAATGGAATTATTAGACACAGACTTTGAGGGGAAAAATGCTTACTTAGGTTCACAAAGCTAAAACACAAGTGTGAACATTGCATCAGGAAACT 
AGAAACTATAAAAATTATATAATAGGCTGGGCACGGTGGCTCGCACCTGTGATCCCAGCACTTTGGGAGGCCGAGGCGAGTTCGAGACTAGCCT 
GACCAACATGGAGAATTCCCGTCTCTACTAAAAATACAAAATTAGCCGGGCGTGGTAGTGCACGCCTGTAATCCCAGCTAGTTGGGAGGCTGAG 

GGGAGTTTTTTTTGGAAACTCCGTCCCAAAAAAAAAAAAAAAAAAAAAATATATATATATATATATATATATATATATATATATATATACACAC 
ACACAATAGATTTGGAAAATAATTACACAGAAATTGCAGAACTGAAGAACAAATAAGGACTTCCAGTTAAAGATGAGAAGCTGAACACTTCCGT 
CTGCACTCTCCTGGAACCCACTAAAATAACAATAAATTAATTTTAAAATAAATAGATATGTAGAGATAAATATAAATAAAATATAAATAGATAC 
AGGTAGGGACAGGTAATAGTAGATATAGATGATAGATATAAATGGATATAAATAGTGCATAGAGATTATACATAGATATAGATGCTAATACAGA 
TAGGATGGATGGATAAATAGATTAGATAGATGGATGAATAGATAGAGATGGATACTCATGAGAATACAGAAAATAAAGAGGAAACAATGGTAAC 
AAAACTTTG AAAGCTAAAAG C AG ATAG ATG AAT ACTCAAG C AGACTC AAG AAAACTG AGT CTTAAGCC AGTAG AGAAG AAATTTGAGAACCAGT 
CTAGG AATTC CT AGTGT CTGATAT CTTGAG AAGTTGAG ATAAAT ATGGGG CTGAAAAC AGG AAGATTGGTTGAAAGATGACTTTC AGGGT ACTT 
TATAGCCCACTCACTCCAGTACCCAACTCTTTGTAGCCAGGCAGCAGCCTCTCCTTTCCCTGTTGCTGAAGCCTGGAGGTTTGTTTTGTGCAAA 
GCACAGGTCTCTGATCTGAGGGACGCCAAGCACATCTCAGAGTGAACCTTCGAAAGTGAAAATTTTCTCTCTACATATGGAAGTTCATGCCTTT 
CTCTCTGCTCCTGATTTCCTAATGCTAGCTGTGAACCCTAGTTATCCTCCAGGCAAGAGGATGGAAGATTCTGCTCTGGGGACTCTGACCAACT 
C AAAAGAGGAGACTTC AAGAC AGTT AC CTGTGGAAGGTCC C AATAAAGTG ATGCAG CT AG ATC ACTCT ATAG AG AGG AC CAAAGTTGAC AAGTC 
T CTC CCATGTAC AGGAACTT C C AAT AAG ATTTTT AGTGTC C CATTTTTAAATACG AGC AG ACAGC CAAGGAT CAT C AGACCTCTG AGGAAGGAC 
T CTAAC AACAATAATGGC AAAGT C C AAAAC AAAC AAACTC AAACAAAATTT ATGGGAAAGAGACATTGT AAAG AGAG ATG AAACTTCGAAAG AT 
GAT C ATT AAT AT C CC CAAAAG AT AAAAC ACTAT ATCCATG AAATTGGAAC AGGATGGTAATTTTAAACATTC AGGTTAC AAAAG AGCTCTT AGA 
AATTAAAAATATG AT AACAGAAGC AAAAT C CTC AAATTGAAAG AT AGTTG AGAT ACC CTCCCAC AAGACAG AAAGAAAAAAAAGAC AAAG AGAT 
TAAAAATAAGAGCAAGGAGAAGATTTGGAGGATCTGTCCAAGAAAGACAATGACAAACAAAAAGAGGAGGCAGTCAGCAAAGAAACAAGGCAGG 
AAGCTTCCTCAGAACTGTGGAGCACAGGTTGCAGACCAAACAGGCCACTAAGTGACGAGAACAACAGAAGAAAAAGATCTACTTCAAGACACAC 
TGCTGTGAAGCTCAGAGCCTACTGCACAGAACAGCCCTCCAAGCTGCCAAGGAGAATGTTTGGGCTTCAGGATCAGGAATCAAAATAGTACCAG 
ACTTTTCGGGAGCAATAATGAAAGCTAGAAGAAAACAGTAATAATACTTTTTGAACTCCAAGATGTAAAAATGATTTTAAGCCAAGAATTCACT 
TCCCAGCAAAACTATCAATTAAATGAGATAGTAGAAAAGATTGTTTTTAGACATGGACATTTCAAAAAATTTACAAGGCCTTTTCTGGGAAAAA 
AAAATCTGCAAGAAAATGAAATTGATAGAATAGCTGATGTGTTTGGACATCTTGAAGAGAATATGTAGATAAGTAAGGGAGAATTTGAGGCTGA 
ATCAGTTACAGGTACATTGATAACACCAACTACAAAAAGTCATTTAGGAAAAGAAAAGTCATCATAATATATGACACTTAAAGTAGTCCCAATA 
CCACCAGCAGTGAATATTGATGTGAAATTAAGCTAGTTTTTAGGGCAGGAGGGGTTGGTGCTTGGGAAGTGTGCATCAGTGTGGTGGAGTAAGG 
AGAGAAAACTAACTGCCACCCACCATGGCTAGAGGCCAATAAATAATGCCTAATGCTGAAAAATCAAGAGGTGTCAAGACAAGTGTGTTAACAG 
AGTTGTAGACATTGCAAGGGGCTGCATGTAGGACCAGAATTCCTGTTTATCTAAACAGGTCTTGGAAACTGTTGGACTCTTCCAAGTAAGCACC 
TATATAACTTTGATCCAATATAAAACTAAAACAAAAGAGGAAATAAAATGGATATTAGATAAACTAGACTGGGCAGGGCGAGGGATATGTTACT 
CTACAGATGCCCATAGGAAACAGTCAATATCAGAGGGAGGAGTTCAAGAAAGAGCCAGAAGGGGACGAGGAGGAGGCAGGATTGGGACCCAGAG 
C C C AGTTGAAGCCTTAG ATTAGAACTGTCCAAT AGAAATAG AATGGG AGC C AC AAATGGCTC ATAG ATTATT ATAATTTGTCCCAC AAATGAC A 
CAAAGATCATTATAAATTTTCTAGTAGCCACATTTAAAGAGTAAACAGGTAAAACAAGTTTTTTTGGTTTTGATTTGGTTTGGTTTGGTTTGAG 
ACAGACTCTCGCCCTGTAGCCCAGGCTGGATGGAGTGCAGTGGCGCAATCTCCGCTCACTGCTGCCTCCCCCTCCTGGCTCAAGCAATTCTGCC 
TCTGCCTCCCAAGTAGCTGGGATCACAGGTTCCCGCCACCACGCCTAATTTTTGTATTTTTAATAGACACGTGGCTTTGCCTCAAGTGAGCCAC 
CCGCCTTGGCCTCCCAAAGTGCTGGGATTACAGGCATGAGCCACCATGCCCGGCCAGAAACAAATTTTAATACCAAATTTGATTTAACTCAGGA 
TAGCCAACATGCTATCATTTCAATAATGTAGTCAGTATTAAAATTATGAATGAGCTGTTTCTCATCCTTTTCTTACACTAAGTCTTGGGAATCC 
AGCATGCAGTTGGCACGTATAGCATTTCTGAATTCACACTGCCATGCCTCATGGGCTCCTGTCTGTCCAGTGGCTGCCACAGTGCAGTGCCACC 
TAGACTGTTCTGATGTTCACATGCCCCTTCACGCTCACCCCTACCCCTTCCCCAAAGAAAGAAGGGAAAAGAAGCTGAGTTCTACACTGCCCAT 
AGGGGAAACCGTTCGCTCCTCAGCGAGGTCCTGCCCGGTCCCCCAACAGCGTTATGTCCCAACATTGCCTTCCTCTTCCTCTGCAGTCCCCATA 
CAGTGAGCAGCTTCCTGGGCCACTCTCTTTACTCATGCTCAGGACTCGTGCCTTTCCACCCAGCCGTATACACCTCTGGGCAGCGTGCCTGAGT 
CCTCAGGGTCAGAAGGAACGCCTATCCCCCTGCATCCCTGCACTCTGACTGCTGTGGCTCTTCGTGTATGGCATCCCACGCTGCAGCTCTGTCC 
TTCATTCGCTCCACCCTAGACAGTGTAGAAGTACTCAGCTAGGAGACGGGAAGAGGGGAGCCCCCCAAGCCCTGACCTGGGAAGGCTTGGGTCT 
GGCAAGGGAGCAGGCACCAGTATCTGCACCATAGGAAGGGGGTGGCCCTGGGGCCCTGCCTGGGAGTCTGCCCCCTCTGCCCGGGGGCTTTATG 
GAGCAGGTAGGCTGCAGGCGACATGTAATGCTGTTTCCTCGGGGAGACGCACCAGGGGGCCGCCCTGACGCTGGCTCCTGCGCGTGCCCCGCAG 
GCCATCGCCAGCCACATGCACCTCAAGTGCAAGTGCCACGGGCTGTCGGGCAGCTGCGAGGTGAAGACATGCTGGTGGTCGCAACCCGACTTCC 
GCGCCATCGGTGACTTCCTCAAGGACAAGTACGACAGCGCCTCGGAGATGGTGGTGGAGAAGCACCGGGAGTCCCGCGGCTGGGTGGAGACCCT 
GCGGCCGCGCTACACCTACTTCAAGGTGCCCACGGAGCGCGACCTGGTCTACTACGAGGCCTCGCCCAACTTCTGCGAGCCCAACCCTGAGACG 
GGCTCCTTCGGCACGCGCGACCGCACCTGCAACGTCAGCTCGCACGGCATGGACGGCTGCGACCTGCTGTGCTGCGGCCGCGGCCACAACGCGC 
GAGCGGAGCGGCGCCGGGAGAAGTGCCGCTGCGTGTTCCACTGGTGCTGCTACGTCAGCTGCCAGGAGTGCACGCGCGTCTACGACGTGCACAC 
CTGCAAGTAGGCACCGGCCGCGGCTCCCCCTGGACGGGGCGGGCCCTGCCTGAGGGTGGGCTTTTCCCTGGGTGGAGCAGGACTCCCACCTAAA 
CGGGGCAGTACTCCTCCCTGGGGGCGGGACTCCTCCCTGGGGGTGGGGCTCCTACCTGGGGGCAGAACTCCTACCTGAAGGCAGGGCTCCTCCC 
TGGAGCCAGTGTCTCCTCTCTGGTGGCTGGGCTGCTCCTGAATGAGGCGGAGCTCCAGGATGGGGAGGGGCTCTGCGTTGGCTTCTCCCTGGGG 
ACGGGGCTCCCCTGGACAGAGGCGGGGCTACAGATTGGGCGGGGCTTCTCTTGGGTGGGACAGGGCTTCTCCTGCGGGGGCGAGGCCCCTCCCA 
GTAAGGGCGTGGCTCTGGGTGGGCGGGGCACTAGGTAGGCTTCTACCTGCAGGCGGGGCTCCTCCTGAAGGAGGCGGGGCTCTAGGATGGGGCA 
CGGCTCTGGGGTAGGCTGCTCCCTGAGGGCGGAGCGCCTCCTTAGGAGTGGGGTTTTATGGTGGATGAGGCTTCTTCCTGGATGGGGCAGAGCT 
TCTCCTGACCAGGGCAAGGCCCCTTCCACGGGGGCTGTGGCTCTGGGTGGGCGTGGCCTGCATAGGCTCCTTCCTGTGGGTGGGGCTTCTCTGG 
GACCAGGCTCCAATGGGGCGGGGCTTCTCTCCGCGGGTGGGACTCTTCCCTGGGAACCGCCCTCCTGATTAAGGCGTGGCTTCTGCAGGAATCC 
CGGCTCCAGAGCAGGAAATTCAGCCCACCAGCCACCTCATCCCCAACCCCCTGTAAGGTTCCATCCACCCCTGCGTCGAGCTGGGAAGGTTCCA 
TGAAGCGAGTCGGGTCCCCAACCCGTGCCCCTGGGATCCGAGGGCCCCTCTCCAAGCGCCTGGCTTTGGAATGCTCCAGGCGCGCCGACGCCTG 
TGCCACCCCTTCCTCAGCCTGGGGTTTGACCACCCACCTGACCAGGGGCCCTACCTGGGGAAAGCCTGAAGGGCCTCCCAGCCCCCAACCCCAA 
GACCAAGCTTAGTCCTGGGAGAGGACAGGGACTTCGCAGAGGCAAGCGACCGAGGCCCTCCCAAAGAGGCCCGCCCTGCCCGGGCTCCCACACC 
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GTCAGGTACTCCTGCCAGGGAACTGGCCTGCTGCGCCCCAGGCCCCGCCCGTCTCTGCTCTGCTCAGCTGCGCCCCCTTCTTTGCAGCTGCCCA 

GCCCCTCCTCCCTGCCCTCGGGTCTCCCCACCTGCACTCCATCCAGCTACAGGAGAGATAGAAGCCTCTCGTCCCGTCCCTCCCTTTCCTCCGG 

CTGTCCACAGCCCCTTAAGGGAAAGGTAGGAAGAGAGGTCCAGCCCCCCAGGCTGCCCAGAGCTGCTGGTCTCATTTGGGGGCGTTCGGGAGGT 

TTGGGGGGCATCAACCCCCCGACTGTGCTGCTCGCGAAGGTCCCACAGCCCTGAGATGGGCCGGCGCCCTTCCTGGCCCCTCATGGCGGGACTG 

GAGAAATGGTCCGCTTTCCTGGAGCCAATGGCCCGGCCCCTCCTGACTCATCCGCCTGGCCCGGGAATGAATGGGGAGGCCGCTGAACCCACCC 

GGCCCATATCCCTGGTTGCCTCATGGCCAGCGCCCCTCAGCCTCTGCCACTGTGAACCGGCTCCCACCCTCAAGGTGCGGGGAGAAGAAGCGGC 

CAGGCGGGGCGCCCCAAGAGCCCAAAAGAGGGCACACCGCCATCCTGTGCCTCAAATTCTGCGTTTTTGGTTTTAATGTTATATCTGATGCTGC 

TATATCCACTGTCCAACGGAGTTAGACGAATAGATGTGTTGTGTTTTTTTTCCCTTTTCTTTCTATGAAAGAAATTGTTTTAGTCATAGCTTGT 

GGGTTTCAAACAATGGGAAAAGTGAAAAAAGAGAAACAAGCCATCAAGGCTGTGGTCTGGGGTGGATGTTTGGTGGTGGGTCAGCACGGTGTTG 

AAAGAGTAGAGAAGATGCCCACTCAGGGGCTCAGGGCCTGGGTCCGGGGGCAGGGGGATGCCCCAGGGCCGTGATGGGCAGGGGACCTCCAGAG 

CTGGAATTCCATGGGGAAGGAATAAGGATAGCCAAGCTGAGGAAATGAGGGAACGGCCACTGGCACCAAGGCCTGGAGCAGAGTAGAGCCTCTG 

AC AGGG AGAGAGCAG C AGGCACCTGGAGGCC C CAGGTAGG C AGC C CT AAGGTAAGGGGGTTGGCCG AGCC C C C AAC AAGTCAGTAGAGCAGC AA 

GACGCCCACCACCTCCCCTCCCGCAGAGCCTGTACTCACTCAGCTGATACCTTAGCACCAGCTATGGATGTGCCCCCTCTCTAGGTTTGGGGAC 

AGTGGCCTGGTGGTATAGGATCAGCTGGATCCCAGCAGGACCTTGGGATGGGACTGGCCATCAGGAGTTCCTCTGGGATCCTCACCTCGTGGGG 

CTGTGCACAGGGGTGCCCCCTGTGCGAGCCCCCATCTCCTTTCCCCAGCCAAGGAAGGCAGGGAGAGCCCCTGGAACAGGTGAGCCATCCTGCC 

GACAGGAGCCCTCATGAGGCCTTACTAGGGGTGCTGGGTGTGCCTCTGGAAACAGGCAGCAGGAGCCCAAGGGCTGTCTCAAGGCCATGCCTTC 

CCCGTCCCAGCCCCACCAAGGATCTCTGCTCCACTCTCTGCCCTCCCATGCCTGTCCAGTCCCCATGCCCATCTCTGGGCCCTGACTGGATGCT 

CAGCCAGACCTTCAGGGCAGTGAATGCCAAGGGAAGAAGCTATGGAGATGGGGCAGCCAGGAGCAGCCAGTGTACCTGCCTGCAGGCCGGGCCC 

AACACAGCCACCATACTCAAGCCATGTGCACGCCGGCGGGGAGCCAGGCCTTCATAGAACAGGAATGGCTGGCCATCCCCCAGTGTGCCCCATG 

GTAGGAAGGGGGGTCAAGGCAGCCCCAGGAGTGGGGTGGGTGCACCAGCGTCCTAGGCATGGAGGTCATGGGAACACAATCCCCAGGCCTCAAG 

AGCCAGAGAAGGGCCAGCCCCAGGCAGGAGCATAACCCCTCCAGGAACAGTGTCCCCTGACCCTGCCACGCACCTGCTGTCCTGGACCCTGAGG 

GCACAGGCCCAGGGCATGCAGCTAAGGCTGGGCAGAGGGGCCTGAGGGACTGCTGACCTCCCTCCCCACACCCTCACCCCAAGGTGCCCTCACG 

GCTGCCCAGCAGGACACCCTCTCTAGGCCACACTGGGCCTGGCCACCCTCTCTGGGCACCATTTTCAAGCTAGAGCCCTTGCTCCTGACCTTTG 

TGACGGGTCCACTAGAAGCCTGGCCTTCCCAAACCCCCCACCTGCCCCTCACTATCCACTTCCTAGGTCCCCCTGGTCCTGTGCCTCATCCACC 

TCCCTAAGGCTACAGATCCAGCCCGGCCCCCACCAGAGCCCTGCTCCTCCCCACCCCAGGTCAGGTCTTTCCACCCCACTCACTGCCCAGGGCC 

TCCTCACAGTGCTGGCATAGTGAAGCCTCACAGCACCCACGGAGCAAGAGAGCATACCGCCCTCTACCATACCCTGCTGGCTGCACAGGGCTTC 

TGCCCAGGTCTGGCTGCTGCCCAACCCCTGCCTGCAGCAGCCTTGCAGAACCTCATGAAGCAGAGGCTCCCACCCGAGGACAGTCAAGGAGGCC 

AGGCCCAGGAGGGGATGAGGGCTGAAGTGTGGCTGCTGGGGTGGTTGTAGGGAGGGAGTGTTTCTCCAGAGCCACCAGCCATGGGAGCACAGAG 

CTACCCAGGGCCTGTCAGGGCCAAGGGAGAAGGGACCCGGTCCAGGACTCTGGAGGTGAGGCACCCCTCTCCTTTGCCTCCCAAAACTGTGCCT 

CAGCTTCCATGCACCCCCAAGGTCTGGTGGGCACCCCAATATCACTCCCAGCCATGGCCTCATTGGCTGGGGCGGTGACACCCATCCCAGGTGG 

GTCACCCAGTGCTCCAGGGCAGCCCTGACCCTCCATAGGCAGGGCCACTGGAATTCCCGGGGGGCACCAAGGGCAGCTGTGCTACCGTCTACAA 

AGAGGGAGCCAGTGACTAAGGGCATAGGACCCCTGTGGTGCATCACCAGTGGGGGGACCCCAAGCCCGCTCAACCCGCCAGGCCTTCCTGAGCA 

ATAGCCATAAAGGGTCAGTCCTTGGGGGAGGGCAGTGCCCCACAGGAGCCCCTGGTCAGCCCCAGCCCATGGGCACAGTGCCTCTTAGTCGGGA 

CCCAGGTCACAGCCACCCTAATTAGCACCTACTGGGCCCCAGTGCCAGGGGCATTGCAGATGACAGACACTGACCCAGCCGGGAGGCGGCTGGG 

CAGGCAGAGGGCACGAGATCATGGGCATGGCTGCCAGGTTGCAGGGACCTGAGCAGTCAGCATAGGCCGGGGCAAGAGCCCACACCCAGATCCA 

GGCCAGGGCCAACTCGGGGCTCAAAGCTGAGGTAGGCCCCAGAGAGATCCCCAGCACCCAGGCTCTATCTCCGCTGCTGGGGCCCAGAGAGGAG 

ATGGTGCTGGCCTGAGGACACACAGTCTGCTGGAGACCCAGGGGGCCATCTGGGTGGAGAGCCGAAGGTCCCCTTGCAGGCCAGGTGTGAAGGA 

CCACTGTGAAGATGGTCTCAGCTGTCCCCATCCCCACTGTGGCCCTAGCACAGACAGAGGGTGACCCCACAAGAGGTTCTGGATGTGTTTCTGA 

GGAATGGGGGTCGGCTGGTCTGCAGCCCCTGGGGCCATAGGACACACCCCAGTTTATAGGCAATGGGGGCTGGGAGGTGAAACGCTCAACTCAC 

CCTGTGTAGGAGCAAGGCCCACTCCTGCCTGGGCCTCAGTTTCTTTTCTATGTAAAAGGCAGTGAGCCAAGGGAGGTCTTCCCTCCCACGGGCC 

TGCTGGCTTGGGCTGCTGCACCTGGTGCATGGCCTCCCTCACCTGCCAAGGGCAGGCATCACCCCGGGAGCCCCAGCCCCCAACCCCCCCGGAG 

CCTGCAGGCCTCCAAGTCAGTCTCAGAAGCCACCCCCCAGGGCGTTTATAGCCCATCCTGCCCACCCGCCCTGCAGAGGGAGGAAATGCGCCTG 

GTGGGCCTGTTCGCAGGTAGTTGAGACAGGACAGGAATAACCATATAAAAGGCCCGGAGGTAGTGGGGCCCCACCCCACCAGGGCTCCCCTGCC 

CAGCCCCCTGCACATCTCACCCTCCATGCTTTGAAGTCCTGGAGGGGTGTGGCCAGCCCCCAACTTGGGCACTCCTCCTCTCTCTGACACTCCC 

CTCCTGACACCTACTTTCAGGATCCTGGGGCCTCAGTTTCCTCCCTTCAAGGAGGATCCTGGAGGCTGCCAGCCTGGCCTCCCCAGGACGCTGG 

GACCGCAGCAGGCAGGTGCAAGGCCAGCTCCAGGTCCCCATGCCCGACATGGGGTGGGGGTGAGGCCCTACTTACTGACTGCCCAGTGCCCGTC 

CCCAGTGCTGAGCCTGGGCTTGGTGTGCCCCGGGGCCCTGCCAGCCCTGGCCCTTGCCCCTGCTCCATCATGGGTCCTCTCTGGACCATGCTGG 

GTCGGTGGGGGCCTGAGAGGCTCATCAGTGGAGACGGCCCCTCCCCTCTCAACCGGGTTCCACACCCAGCCTAACTCCCCTAGTGTGGGCCTGG 

CGTCACCATCCTCCAGTGGGTGGGAGAGGAGAGGGCAGAGGGCAGGACCCCTGACCAAGCTCTGGGCCTGTCAGCTCCCAGGGGCACAGCTGCT 

GCCCCAGGAGTTGACACAGCCCAAAAGATGACCTTGGCTCAGGGGGTCCTCGGCCTGTCCAAGGTTGGAATGTGGTCTGTCACGGCCTCCAGGG 

AACTCCAGGACACAGGCTGAGCAGCCAGGAATGAATTCAGGGCTTCCCCGCAGTCCCTTGGGCTATCCTCAAGAAGGAACATTCTAGAAGCTTC 

TTGTTGGGGGAAGGCGAGGCCTGGGGAAAGATGCGCCTGAAGAGGAAGAGAAGCTGGGACTTGGGGGTCCCACACCCCAGTCCTTGGAGGGGGT 

CCTCCAAGGACCAGGGCATTGCAGAGATGATGTCAGGCCCAGCTTGCCGTCCAGGCCTCAATACGCCTGTTTGTGTATGGGGTGGAGTGTCTGA 

GACGTCGTCAGACATCAGCCACTCCTAAGCCCTAGCAAGGCTGCCCTGGCCACAGGTCCCCCGATAAGGTGACCCTGTAACTTCATTCCCTGGA 

GCCTTCCTCCAGCCTGGCCCTCCCCGATGTTTCAGCCGGATGGATACCTCCGCCCTTTCCCCTGCAGATAGCCTCTCACCAGGAATTACAATCA 

GGGCCATGCACTCAGAGCCTGGCATCATCAGAGTGGGGGACCCAGGTCCCCGAGCCCAGGGCGGGGCTTGGTGGGTGGACTGTCCATCCTGCAC 

TGAAGCCTGGAGTGACAAGCCATGAGAGAAAGTCCACGGGGAGAACCAGAGGGGGACTCCTGGGATGCGGAGCCAGCCTCTGCCCTCTGCCAGG 

CTCTGTCCTGAGACCCTGCCCTTCCATCTGTAGGCCCTGCCATTCCTGGGCTACTGGCAGAGAGGGTAGAAGACGTTGGAGCACCCTGGGCTGC 

GGGCCCAGGTAAAACAAGTACAGACCCTGAGCCTGGACTGAGCTGAGGATGTGCCCCATCCTGGAATATAAGAAGACACGGCCCTGCCCTGGGG 

TCTGGGAGACACAGCCTCAACCTGGGTCCTGGGGGAAGCAGTCCCACCCTGGGGTCCAGCTGTCGACCTGGGATGAGCCCTAGTTCCCTCTGCC 

CTACAGTGGCACCACCGCCCCCCACAGGCCCCACCCCCTCGCCTGGACAGCTCAGCCCTCTTTCCCAGTCTCCTCCCCTCATGGATCCCCCTTT 

CTGCCTCTGAACCCCTAGGGATGGATGCCTCAGGACAGGGCACTCAGGTCCCTGTCGGAGTCTTGCTTGGATCTGGAGCCCTGGATCCCAGGGG 

CATGACCTCCTGGAGCAACTTCCAAGGTCTGGGGGACTAGGTCAGTGTTCCTCCCTGCAGAACTGGACTGCTGTCAGTGGCTGCCTTCGGGATC 

ATCTGGGAGGGCTTCCAGGAGGAGGTGAGCATGGGGACACTTCCTAGGGCTCCAACATCCTCCTGTAATTCTGAGATTGCATCCCTGCAGACGC 

CAGGAAAAAAGTGGGTTCCCATGGCAGCCGGGGAGCCCTCAGAAGGGGCCCCACTGAAGCCTGGGAGCCACCACCCGCCTGCCTGGCCAGGATG 

TTGAGCCTCTAGAGCACACAGTAAACAGTCATTTGGCTCTTGGGGCCCTGCAAATTGGTGTTTATGGTGCGAAGATGAGGAGGATTTGTCCACC 
CAAACACAGGCTGGCTGGGAGGGAGGAAGCAGGGGTGGGACATCCCATCCAGGCCCAGCTCGGGGAAGCCTCCTTCAGACTGAGGAGCTGTGGT 
CTCACAAGCAGGGGACTGTGATTAACCCAGGAGAGCTTCTAGGAAGAGGTGAGGCATCCGCGGCAAAAAGACCTCCTCCAGGGGAAGCTGCAAA 
GGCTCCACCATACCCTCAGGTGCCCATGGGGAGCCCTGCCCTCCAGACCCAGCTGGGATCAGAGCTTCTTGGCTGGGTCACAGCCTGGGTCTCC 
TTCCAACAGCACACCTCACCTGCCCACCCAGCAGCCAGCTGCAGAATTACAAACTGGAATGCCAAGGCCCGGTCTCCTGGCAGGAGCAGGAAAC 
ACAGAAGTCCAGGCGCAGGCATATGGGCTGGATGTGTGGCTGGGAAAAGTGGATTTCCCCAGGTATCTCCCCCTCGTTCACGAACCTGAGGTGG 
GCAGACTATGCCCCAGAGCCAGTGCCCGGGCTCCTGTCTTCTTCTGCTGCCCAAACTCACCCCACCATGGCAGAAGGCCAAGAGGCCAGACTGG 
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CATTGCCCTCTCCCCAGTCCATCCAAGGTCTGGCATGAGGCACCGGCCCTGCAGTGCCACTCCTCAATGGAGCAGGCAGCCTGCAGCACCAACA 

CCAAAGGCTGGGGAGGACATGGGATGCTGGACATGGGAACCATCAGGAGTGTGCAGGAGGGGCAGTGTTGGCGGGTAGTGTAGACCAGAATGTA 

CAGGGCATGTAGAAGAATGGATAGTGTAGACAGGGTAGTGCAGAGGAATAGCACAGGTGGGATAGTGTAGGGGGATAGTGTGGGGGGATAATGT 

AGGGGGTATAGTGTAGAGGGATAGTGTAGGGGGATAGTGTGGGGGGATAATGTAGGGGGTATAGTGTAGAGGGATCGTGTAGGGGGAATAGCGT 

AGGGGGGATAGTGTAGAGGGATAGTGTAGGGGATAGTGTATGGGGATAGTGTAAGGAGGATAG 

NNNNNNlsnSJNNNNNNNN^ 

NNNNNNNNNNNNNNl^ 

ISTNNNNNNNNNNNNNNNNN^ 

NNNNNNNNNNNNNNNNNNN^ 

NNNNNNNNNNNNTsnSIN^ns^^ 

NNNNNNNNNNN^^ 

NNNNNNNNNNNNNNNKNJNNN^ 

GGGGGACAGTTTAGGGGGAGAGTGTAGGGTGACATTGCAGGGGTGATAGTGTAGAGGGATAGTGTAGAAGGATAGAGTACGGGGGATAGTGTAG 
G C AGGAGAGTATAGGGGCATAGTGTAGGGGAG ATAGTGTAGGG CAATAGCGTAGGGTG ATATTGCC C AGGCT ATAGTAT AG GGGGTG CTGTAGA 
GGGATAGTGTAGGGGAGGAAAGTGTAGGGGGGATGGTGTAGAGCGATAGTATAGGTGATAGTATAAAGGGATAGTGTAGTGGGGATAGTGTAGG 
GGAACAGTGCAGGGGGGATACTGTACAGGGATAGTATGGGGGAGAGTGTAGGTGGATAGTGAAGGCGGATAGTGTGGGGCATAGTGCAGGTAGA 
TAGTGTAGGACAATAGTGTAGGTGATAGTGTAGAGGGATAGTGTAGTGGGGATAGTGGAAGGGAATAGTGTAGGTGGATAGTGAAGGGGAATAG 
TGTGGGGCATAGTGTAGAGGGATAGTGTAGGGGATAGTGCAGGGGTCACAGTGCTGTTGGGGTGCCAAGGCACCGTGCTCAGTGTCCATGATGG 
TTTGTGTGCTTTGTGTCTGGAGCATCACGTGGGGACCCTGCAGACACAGAGTCCTGGTCACCCTCCCTGTTTCTGTGTCACTTGGCCTGCCTCA 
GGTGGAGGGTCAGAGGTCAGTGTGTTCCCCGTTAGTGTGGGCACTTTCCTGGGCTGTGCCTAACCATAGGTGGCTCTGCTCAGGCCATGCTGGC 
CCAGTGCTGCCTAAAGGTGTGCAGCTGGCCACCACCCACTCTGAAT 

HUMAN SEQUENCE - mRNA 

CGGCGATGGCCCCACTCGGATACTTCTTACTCCTCTGCAGCCTGAAGCAGGCTCTGGGCAGCTACCCGATCTGGTGGTCGCTGGCTGTTGGGCC 
ACAGTATTCCTCCCTGGGCTCGCAGCCCATCCTGTGTGCCAGCATCCCGGGCCTGGTCCCCAAGCAGCTCCGCTTCTGCAGGAACTACGTGGAG 
ATCATGqCCAGCGTGGCCGAGGGCATCAAGATTGGCATCCAGGAGTGCCAGCACCAGTTCCGCGGCCGCCGGTGGAACTGCACCACCGTCCACG 
ACAGCCTGGCCATCTTCGGGCCCGTGCTGGACAAAGCTACCAGGGAGTCGGCCTTTGTCCACGCCATTGCCTCAGCCGGTGTGGCCTTTGCAGT 
GACACGCTCATGTGCAGAAGGCACGGCCGCCATCTGTGGCTGCAGCAGCCGCCACCAGGGCTCACCAGGCAAGGGCTGGAAGTGGGGTGGCTGT 
AGCGAGGACATCGAGTTTGGTGGGATGGTGTCTCGGGAGTTCGCCGACGCCCGGGAGAACCGGCCAGATGCCCGCTCAGCCATGAACCGCCACA 
ACAACGAGGCTGGGCGCCAGGCCATCGCCAGCCACATGCACCTCAAGTGCAAGTGCCACGGGCTGTCGGGCAGCTGCGAGGTGAAGACATGCTG 
GTGGTCGCAACCCGACTTCCGCGCCATCGGTGACTTCCTCAAGGACAAGTACGACAGCGCCTCGGAGATGGTGGTGGAGAAGCACCGGGAGTCC 
CGCGGCTGGGTGGAGACCCTGCGGCCGCGCTACACCTACTTCAAGGTGCCCACGGAGCGCGACCTGGTCTACTACGAGGCCTCGCCCAACTTCT 
GCGAGCCCAACCCTGAGACGGGCTCCTTCGGCACGCGCGACCGCACCTGCAACGTCAGCTCGCACGGCATCGACGGCTGCGACCTGCTGTGCTG 
CGGCCGCGGCCACAACGCGCGAGCGGAGCGGCGCCGGGAGAAGTGCCGCTGCGTGTTCCACTGGTGCTGCTACGTCAGCTGCCAGGAGTGCACG 
CGCGTCTACGACGTGCACACCTGCAAGTAGGCACCGGCCGCGGCTCCCCCTGGACGGGGCGGGCCCTGCCTGAGGGTGGGCTTTTCCCTGGGTG 
GAGCAGGACTCCCACCTAAACGGGGCAGTACTCCTCCCTGGGGGCGGGACTCCTCCCTGGGGGTGGGGCTCCTACCTGGGGGCAGAACTCCTAC 
CTGAAGGCAGGGCTCCTCCCTGGAGCTAGTGTCTCCTCTCTGGTGGCTGGGCTGCTCCTGAATGAGGCGGAGCTCCAGGATGGGGAGGGGCTCT 
GCGTTGGCTTCTCCCTGGGGACGGGGCTCCCCTGGACAGAGGCGGGGCTACAGATTGGGCGGGGCTTCTCTTGGGTGGGACAGGGCTTCTCCTG 
CGGGGGCGAGGCCCCTCCCAGTAAGGGCGTGGCTCTGGGTGGGCGGGGCACTAGGTAGGCTTCTACCTGCAGGCGGGGCTCCTCCTGAAGGAGG 
CGGGGCTCTAGGATGGGGCACGGCTCTGGGGTAGGCTGCTCCCTGAGGGCG 

HUMAN SEQUENCE - CODING 

ATGGCCCCACTCGGATACTTCTTACTCCTCTGCAGCCTGAAGCAGGCTCTGGGCAGCTACCCGATCTGGTGGTCGCTGGCTGTTGGGCCACAGT 
ATTCCTCCCTGGGCTCGCAGCCCATCCTGTGTGCCAGCATCCCGGGCCTGGTCCCCAAGCAGCTCCGCTTCTGCAGGAACTACGTGGAGATCAT 
GCCCAGCGTGGCCGAGGGCATCAAGATTGGCATCCAGGAGTGCCAGCACCAGTTCCGCGGCCGCCGGTGGAACTGCACCACCGTCCACGACAGC 
CTGGCCATCTTCGGGCCCGTGCTGGACAAAGCTACCAGGGAGTCGGCCTTTGTCCACGCCATTGCCTCAGCCGGTGTGGCCTTTGCAGTGACAC 
GCTCATGTGCAGAAGGCACGGCCGCCATCTGTGGCTGCAGCAGCCGCCACCAGGGCTCACCAGGCAAGGGCTGGAAGTGGGGTGGCTGTAGCGA 
GGACATCGAGTTTGGTGGGATGGTGTCTCGGGAGTTCGCCGACGCCCGGGAGAACCGGCCAGATGCCCGCTCAGCCATGAACCGCCACAACAAC 
GAGGCTGGGCGCCAGGCCATCGCCAGCCACATGCACCTCAAGTGCAAGTGCCACGGGCTGTCGGGCAGCTGCGAGGTGAAGACATGCTGGTGGT 
CGCAACCCGACTTCCGCGCCATCGGTGACTTCCTCAAGGACAAGTACGACAGCGCCTCGGAGATGGTGGTGGAGAAGCACCGGGAGTCCCGCGG 
CTGGGTGGAGACCCTGCGGCCGCGCTACACCTACTTCAAGGTGCCCACGGAGCGCGACCTGGTCTACTACGAGGCCTCGCCCAACTTCTGCGAG 
CCCAACCCTGAGACGGGCTCCTTCGGCACGCGCGACCGCACCTGCAACGTCAGCTCGCACGGCATCGACGGCTGCGAGCTGCTGTGCTGCGGCC 
GCGGCCACAACGCGCGAGCGGAGCGGCGCCGGGAGAAGTGCCGCTGCGTGTTCCACTGGTGCTGCTACGTCAGCTGCCAGGAGTGCACGCGCGT 
CTACGACGTGCACACCTGCAAGTAG 
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TABLE 11 



MOUSE NOMENCLATURE 
ICSGNM LySe 
Celera mCG27 85 

HUMAN NOMENCLATURE " 
HGNC LYSE 
Celera hCG1765592 

MOUSE SEQUENCE - GENOMIC 

TCTCACTTCACCTGGGTCTTCCTCAGGACAGGGGCCTGCTTGGAAGAGCTTTGTGAGTGAAGTGGCTCATCCAGTGAGAAAGAAGAGACAGCCC 

TGCCTGGGAACACCCTAGGAGCGAGCTTAGCAGACTGCAGATAAGGGTTCCTCCACCCTAGAGACACCCTCTGACTGTGGGAGGGACTTAAGGA 

TTTTCTGACTGCACTAATCTTGTCCTAGTTTGTGAACTCGGCAAGGCACAGTGGACCAAACTGAAAAAGCAGGTACAGGAATGACTAAGGCTGA 

GTTGAGAAACTCCTCACGGCTAGGACCAGGGCCTGCTAGGATCCACAGATGGATGGTTGGCCAACTTTCAGTCATCCTCATGAGATAACATTCT 

GTCTGGGAAGGTCAAGGGGTTTGTGAGCAAGAAGTAGTACAGGTTGTATCCTGTCTCAGTCAATGTTCTATTGCTGTGAATAGACACCATGCCC 

ACTCTTTACAAAAGAAAGCACTTAATTGGAGCTTGCTTACTGTGTCAGGGGTGTTGTCTATTATCACCATAGCGAGGAGCACGGCAACACAGGC 

AAGCAGACAGGACGCTGGGGAAGTAGCGGAGAGTCCTGCATCTGGACCCACAGGCAAGCAGGAAGAGAGTGACACTGGGTCTCGCTTGGACCTT 

TGATGCCTCAAAGCTCACCCCTCAGTGACACACTTCTTTGAACTGAAAGAACCTAGTGGGAAAACCCCCACTCAATTTCTGTTCAGTGCACACC 

CAAGAATCACGAACAGACGACCATCTTGATGTAAAAGCATGAGGTAGTTTAATGACGGAGCTCCGGGCCGACACATATCTCCCACAGGAGACAG 

AGGTGTGGACCACATGGTGGAGCCATAATGGCGGAGCTCCGGTTCAAAACGTATCTCACACAGGAGACAGTGGTTTCGACCATGAGGCTTGGAA 

GCTAGGGGCTTTTATAGAAAAGGGGGTAGGGCTGGGGGAGGAATTAGCGAGGTTTTACATGATTGGTCTATTTAAATATCAACAGACTGTCAGA 

AGGGCGGGAGATAGGGAGGCACTAGGCCAGTCAGGACATGTAAGGCCTGGGCATGTCCTGGCCTGTTCTGCTATGTTCTCAGCCCCAGGTTTTA 

AAGCTCACAAACAACTCTTTGGGCTATTTTGACATAAATTACATGAATTCACATGTCTCAAGTTTTATTTCCTTTCAGAACAAGGCTANNNNNN 

NNNNNNNNNNNNNNCCTGTCCTTACCCTGAAGACCATCCTGTCCCTGAAGACATACTGTCCTGGTCCCTGTAACTCCCTGGGGGGC^ 

TAGGTGTTTCTATACATGAAGAGAGGACAGAAAGTTCTACATAAGACAACCTCAGCAAACTTCACCCTCACTGAACACATGTCTAGAATCCCAC 

CAAGGTGGGACAGGCTCAGTAGTAACAGAACTCCAGCCCATAATAAAGCCATTGGCACAAGCCTAAGTCACACCATGGATGTCACTGTCAGCCC 

ATGAC AAGGG AC C AG AAAGAGTAGCACAATTG AGTTGG AGATGTGGTTCTTAGCATGTATGAAG CCGTAGGTTTGAT CCTTAGTACGCATAGCC 

CTGGTATGGCGGTGCACAGCGCCAATCTGTACTCAGAAGCAGAGGCAGGAGGTAGGAGGATTAGATGTTCATCCTTAGCTACTCAGTAAGTTCT 

AGACCACCCTGGGCTCCATCAGACCCTGGTTTGTTTGTTTGTTTGAATTTCTTGTTACCATTGCTCTGGAAGGGTAGATGTTTCAAACCCAAGA 

AGACAG ATGC CGGTGGATGGATTCTG AACTGTTTCC C AACAG CAT C CGAAGGGTGGTTAT AGAAAC AT ATTC AG AAAT AG AAAAC AGTGGGGGT 

GGGGGCTTCCGCAGGGGCCTGTGGTGTACCTGTTCAAGCGGCACTAGGATCTGAACATCTAGTCAGGTCACAAGGTCTGTGAGGTCTGGACTGA 

GGCAGAGGTCACTGGCCACGCAAGTAAGATCTGAGTCCTTTGTTACAGAGGCTACAGAGAGACAATAGGAAGATTCCCACACATGACTTGGATG 

GCCTAGGAATGAATGAGTGAACAGGAAGTGCTGAGCCACCAGTGGAGTGGGATCACAGATTTGTGAAGAGAGACAGCACCTGTCCCTCTCATGT 

GGTGTCACAAGTGGACTGACTAAATTAAGGAATTGAAGGATAGACCAAGAGTTCAGCACATGAGATCAATCTGTGTAGAAACTCCTGGAATCAC 

TGCCTGGGTCCTGAGATCACTGCCTTAAGGAGGGTTCTCCTTGGGGACGTGGATTCCAATGTCAGTCATAACTCCTAGAAGCTTATCACTCACT 

CTCAGATTCCTCTTAGTTGCACAGCATTAAGGGAGCCAGCCAGACTCCTCTACACAATGCTTCAAAGGAGACTAGGCTTTGTGCCTGAGTAATG 

ACAGAGACCTTAGAACTCTTGAGAGCTATATACATCCATAATCAATTAAGGTCTCTTCTGATGTAACTTGTCTTCCAGGTCCAAAGGAGGGGCC 

TGTTCTCATGAATAATGGCTCCTCACTCACTGAGACCCTGCCATGAGCCACACGTGGTGCTAGACACAAGATGAAGTTCTCTGCCCTCAGGTCC 

TT CATAGTG ACAGCTTGAC AGG AATTC AGATCATTGGAGC AG CCCAAGAG C AAGTATGAAAAAG ATATTCTAACTACAAGGAAG AC ATCTCC AT 

CCTTGGCTACTGGTCCTGCCCCCAGGTAAGACCAGGGAGGAAAGAGAAAGCTAAGGCCTCAGATACTGAGCAACAGCCTGGCCATTGCCTGCTG 

GATGGTTTCTGTCTTGGGAACACCCCAAACTGTGGATTCCCAGACCACCAAATGTTACCATTGTTGTGTTGAGAGAGAGAGAGAGAGAGAGAGA 

G AG AG AG AG AGAGAGAG AG AGAATATGATGTTTGGTGGAAGTGCAGTCAGGTGTGGGTGG AAGATGGTG C CTCTGAGGG CCCATG CTGAGCCAT 

CCCTTCCCCATGAGGGTCCAGCCATAGATGGTATAGTATAGTACAGTATAGTATAATATAGTATAGAATAGAGTTTATTCAGGGCATGGGGAGG 

GGGGGTTAAGAGGGTAGTNNNNNNNNNNNNNNNNNNNNCTTCCCTTTCCTTGCTC 

CTACACATGCTTTAATATAATCTTTCAGGGGAACTTGTCTTATGGATTGGTCTGTTCAGGTCTTGGCACAAGGTATTCACGTATTCCCAAGCCA 
ATTGTTTTATTAATATATCAGTCCCTTCCGAGGGGGGAAGCATCCTAGAAACTGCCTCTTCCAATCTAGCCACAAAACTCTCGTAAGATTCATC 
ATGCTTTTGTCTAATTCCTGAAGGGACTGTGGATTTAGCCCCAGGTGGAGGTAAACTCTGCCAGCTAGATACAGCTATCTGACTAATTTTCTCC 
AACACTGCTTTTGAAATTTTCAGTTGTGCTGCTCGTTTAGCATAGTCTTTTTGCCCAAGAAGCATAGGCACTGTGGGTTTAGTTCCATTTCTAT 
TTTCCTCATGGAACTTCCTCATATCCTTACCTACTCGCTTCCAATATTCTAATGTCAAGCTTCCCTCCTCTAGAAACCAGGGACTGATTTTTTG 
CACGAAATTATGAAATTTATCCGAAACCTTTAGGCTTCTTCCAGACAACATGTGCTTAAACACTGACAGAAACAATCTTTTCCCTTTTAACTTT 
TACTGCCCCGTAATAAAAAATTACTCGTCTCTTAACGGATGTACAGATCCTCTCATCTGCAGCACGGTCACGACGAGATCCTATCTTTGCCTGA 
GAAAATAAAGAATAGAAAGAAAAAAGAAAGAGAAAAAAGACTGATCTGCCCGGGTGTCCCTGTTTGAAGGCACCAACTGCTGCAGACCCTCTGG 
GCTAATGTTTGTCTGCGTGAAAAGAGTCTCTCGAGCAGATGGGCAAAGAGTCAGATGGAGTGACAAACAGATACACACACACACAAGAGAGGTG 
TTGGATCTG AATGT AATGTTCCAGT CG AGCCT C AGAC ATTTT ATAATAC AG AGT AACAG AATAAGGCACGTTGAAGTTTT C CAGGTGCG AGAGG 
AGTGACTTCAAAAGGAACCAGATAAATGTTTACTTTAGAGATTATCACCCTGCTTCAGATCAGCCCTGTGCCAGGCAAGAAATTTACACTTCAG 
TGTTAATAGC AC C AGGGGGTTGTTAACTCTTG AC AGGCTTCAAGAATGATGTAGTGTCACTGACC CCG AAATT CTCTAGG CCTTGTTAAATT AT 
ATCTAGTCTGGAGAATCCTCATTATCAGGATAGTATATTCACTTGCTCTTGGCATGGAATGTAGCTTGTGGTAAAATTTTTATCTCAGTGAGGA 
TTTTTGTCTCTTCCTGCAGACAACTGAGTTAATGGCTGTAATTTATTCTTTTATTGTAGTGCTTAATTAGTTACTGAATAGGTTAAGCTCCTTG 
CTGCTGTCTGGAATTTTGGAACACTGGGAAAGGCTTTAGCTATGTCAGAATACAATCTTAAAAGGCATTTACAATAAGGTAATACTAAATAGAG 
AGCACGTGGATCCATACACTAGACTAACTCGGGAATGAAAAAATTAATTTTATGGTTTATATAGATTAGGGAGAGAGTGACAGACCCCAGGAAG 
GGAGTTTCCTTGAAACTCTTTGCTTCATGAACCAGCTTCCCAGCTTTCGCTTTGTCAAGCTGACTCCACCAGAGTGCCATGGCAAACATGTGGT 
CACTCAGATGCCTGTTGCTGCTGCTAAATACCTTCTTCACCATAAGGGACTCTTATCCCACCAGGAGCCCTGACCCTCAAATACACTCTTCCAT 
AATGCTGTTTTCCATCCTGGTGTTTTATAACTGCAACAGAAAATTAATGGGATACATCCTGTCTTAAACAAAAGGAAAAAAAATAAAGCAAAAC 
AATAACAAAAGTCATTCAAATAAAGCATTTTGGAAGCAAAACTAGGCAATAAAACTAAAACTGGAACAAAGACTTTTTTTTTTCAAGACAGGGT 
TTCTCTGTGTAGCCCTGGATGTCCTGGAACTCACTCTGTAGACCAAGCTGGCCTCGAACTCAGAAATCCTCCTGCCTCTGCCTCCCAAGTGCTG 
GGATTAAAGGCATGCACCACTACTGCCTGTCAGAACAAAGACTTCTAATTACTTCCTATTAAGAACAGACCAGCTGTTTCAAAACGGGGCATAG 
GGGACAGTGTTAGATTTGGTCCTGTGTCTTCTCACAAGCTGCTTAGTTTCTTTACAGCCCTTCCCCCTTTTCATATACAAGGTCTCTTTTCATC 
CTAGGTTGACCTGGACACTGAAGATGACCTTGAACTCCTGACCTCCTTGGCTCCACCTCCCAAATGCTTAGATGACAAGCACGCACTACCAGTC 
CTGGTTTATATGGAGCTGGGGATGAACCCAGGGTGTCTTGCTTGCTAGGCAAGTACTCCAGCAAAGGAGCTGCATCTCTAGGCTCTCAATAGAC 
TTCTTCAATCTTTCTACTTCATGATCTCTTTCACTCAAGGTGCAGTTCTTCTTTGCAGAGGAAGATAGTTTATTCTGGAACCATACAAAAATGG 
CCCAGGATCACAGATTTAGGTTACCCCAAATTTCTGTGTTCCCAATGTGGCAACAGTTTGAGGAGl^^ 
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GGAGAGGAGAGGAGAGGAGAGGAGAGGAGAAATAGAGGCTGGCCATAAGC^TGTGGAGAGGGGGAAGGGAATGGGAAGAGAAGGGGAATGAGTG 

AGAGGACAGAGGGGTAGCAAGAGGGCTAGAGAGAGCAGAAGCGATGGCAAGAAGCCCCTTTTATAGTGAGTCGGGCATAACTGGCTGTTGCCAG 

GTAACTGTGGGGTGGAGCCTAGACAAAACACTAACAGCCATGCTGTAGCCTGGACACCTGAGGACCCACACTGAGTCTTGCTGTCAGCTCTTGA 

GGAATGAGCACCAAAAGCATGTGTGTCCCCAACCCTTATCTGTATGGGATGATCCTGGGCATGGCTGGAGCTGAGGAGAACTCTGAAAACACAC 

AACAACAAGCTGTTTCTTCGCATCACTAGCAGCAAACACGGACTATGCTCCCAGTTCCCCTCCACCAACAGCTAGCTTCCAGCTACAGGGCAAC 

TTGGCCTCGGCCCCACCCTGGCCAACCCACCCAAGCAGCTTCACAACTTTTTCTGTCTCCTCCCTACCCCCAATCCTAGGACCAGCCCCTGTCA 

CC AC CAT CAACTCCTT AG ACTGTGAGGAAGAT CAGGTGC AAAG CCCCTATTTC CACATGTGAGAC C AAGAATGG AAGTGTG ACT CT C AGAAAAG 

CAGGTGGAGGAAACTCAGCAGCCCACAATCCCCTGAGTAGGGCTGTGCTGGAGGATGATGGGGGTGAGGAGGGAAGGGAAGGAGAAGGAACAAA 

CAGGACTGCCAGGCAAAGGGAGCCTGATGCCCTGATCTCCCCCAGAAGAATCACCCAGAAGCAGGACGTGGGTCCCAGGGTTCTGCTAGAGGGA 

TAACACTCAGCAGGTGGTCGTTAATATTTGTTAGGTGTGGAAGCACTTCCTGAGCGGTAGGAATAGAATACTGGAGGACGCTTAGGTAAAAGCA 

GAAGGGTTGGAGATTTCCTTGTAAAAACTGGGGCTTCAGCACTTAAGATGAGAACCAAAACCGGATGCCTGGGCTGGATCCTCTGTTCATACTC 

AAGGAGCGGAGTGTAGGAGGCAGCCCGGCACCTAGAGGAAGTGGGAAGTGAGAAACAGATCTGTTCAAACCAGTGCTGCAATGACCTCCTTCCC 

GAGGAATTTCTGTCCTGCCGCCTCATCCCCAAAAGAGGGATGGCCCAGACGGGCTCAGCCCAGAGGGAGCTGACAACCTGAAGGGCGGGTGATG 

AGGCATCCTTGGTCCAGGACTTCCTCAGCCTTACAGCAGCAGAGATTCCCATGAGCGTTTCAGGATGCAGTCTGTCCCCTCACTCCTTCCGGAA 

GCAAGCTAAGCCTGCGCACAGGTCTTAGTATCGGTGATTGCCAGAAGCCCTGGCCTTTCCACCCTCCCTAGGTCTGTCCTGAAAGGTAAGGTAG 

ACATGCTACACCAGAAGCCACGCCAGGGCTCTGATGCCACATTGTGTGCGGTGGGGCACTTAGGGCGGTCTCAGCCAGGCTTCTGGGTACCACC 

GGGGACCGCCGCCGTGGGCGCATAGCTTGGGACCCCTGTCGTAGTCTCAGAGGAGCAGTTGTGCAGCCAAGCCAAGGGCACAGCCGGAGTTGCC 

AGAGGCCAGCAGCCAGGGTCGTTCTCCCCACCAGCCAGAGACCCGCCCACAGCCCATGAAACGCCCCGCCTGCAGCCCGCCCCCGCCATCTGTG 

CTCCGCTCCGCCTGCTTGGGTGCATTCAGCCTTTGGTGATCCTCCAGGACCTAAGGTTTCGGTATTATCTTCGGGGCCTCTTCACCCGGAGGTG 

AGTCTGCTGAGCCCGACCTCAGGTGTTCACTCGTCACGCGAGGGCCTGGCCACGGCGGGGAAGCACTGGGAGAGAGCGGGAGGCCTTGACCGCA 

GCGTGTAGGATCTGGGGTCCCGGCGCTCTGCTCCCGGGTGCAGAGTGGTTGGAGCATGCGAGGCCCTCTGCAGCGTGCTCTGTTCCTACCATCA 

CCCCACCCCCACCCCAGTCCTTCCTGCACGTTTCTGGAGAGGCAAAGGCCCCTGCTGAGCCTTCACTGGGTACCCCTATCTCGACTCCACTTGT 

CTGCTTGGGATCTCCAAAGGGGGATACACCCTCGTAAACTAGAGCAGGAGGCTGGGGGGTGGGGGTAGGGGTAGGGTCTGACCAGTTAGATTGA 

GGCTGGACCCTCCCCAGAGTGAGGAGCGGGAAGCTCTTTGTCTTATCCAGGATTTTGCATATCAATGCTGAGGTTCTGGTGATTAAGTAGGGTC 

CCTGGCTAGCGGGGGTAACCTGAACAACCTTCCTCCGCTGGCCGCTAGCCAATAGACACCTGGCTTCCGCGGATGAGCCCTTTGAGTTTGTGGA 

GGTGTTCCTCAGGTCCCCAGGGCCCTGCCCCGTTGCCTGCAGATGTGTGGACAGACAAAACATTGGACTCGTTTTCCAACCACTTCACCCCTTC 

CTTCGCTAGTCCTCCGGTGGACGATGGGATGCCTCATTGACTTGTTTGTGGCTGTGCATGCCAGAGCTTCCTAGCAGACAGCTCAGGGCTCCAT 

CGTTCCTAAATCCCACTGTGTAACGAAAAAAAAAAAAACAAAAACAACAACAACAACAACAACAAAAACAAAACCAGAAATGAGGA 

GCTGGGCTTGGCACTGAACTTGGCCACCTGGAGCTTTGGCTACCCACTACAAGATGTCAGCAAGTCTCAGGATAGAAGAGGCCTAAGGCCAGTC 

CTGGAAGATACCAAAACTTCACCTCCTCTATACCCCGTTCCTCTAGGAGAACTGTAAGCCACCTTTGTCTCTGGGACGCCCCTCTCCCACTCAA 

CAGATGGCACCAGTCATCTTCCTCCTCAAGAGGCCAGTGGTATTCAAAATAGGATATTGAAACCAAGCAAGCTGGTCCTCTCCTCTACCCTATG 

CCAAAGACTTCTGCCCAAAGGGCCCAGAAAAGTCCCATAGCCATCTGGCTGGCTAGTGTGCTGACTGCTACAGGTGTCAGTGTCCCCAGCGAGC 

AGGTAGTGGAGTGGAGGTGTCTTCTTGTGGAAATGGGTCCTGAGCCTCTACCTTGTACAGAAAGGAATTAGTGAAGCCCAGAGGCCTCCAGCCC 

GTGTCTCTGCCACAAGAGAGAGGGGGTGGGGGTGGGGCTGTATTTGGTTCCCAGGGCTCAGGGAAGGTTTTCGGTTCATGCATGCTCATTTATC 

TGACCACTGTCTTAACCCCAGGACAACCACTTAACTGTCCACTTCCATATCAGAGTTCTTGGTTCCCCTTTACTTCGTCTATGGAGCCCCTGAG 

TTTGGGAAGGGGTATTAACTGAAAGGTACCATTAGATGAACTTGGAGAAAGATTTGTAGGTGCCACGGGAGATTTCAGGTAAAAGCTCTTTTAA 

TAATTGGCTACAATAGCAGCAGGAGGAGGCCAGGAATTCTGAGGTAGAGATTTGATTAGCAGCACGTGGAGCAAAGGAGACTTCTGACTCCTAC 

AGGTTTCAGAAAGTGGGGAGAGGCTCTCAGATGAATGGCTTGGACTGTGAGGTAAGTGTTAATGAAAGGAAATAAAACTGTAATTCATGTAATG 

TATGTTAAATAGCCCCAAGAGTTGTTTCTGAGCTTTGAAACCTGGGGCTGAGAACATAGCAGAACAGACCAGGACATGCCCGGGCAAGCCCATC 

GCCTCCCTAGCTCCCACCCCTCTGACCTAAGTTAAATGTTACAGGCTGCTGATGTTTAAATGGACCAATCATGTGAAACCGCGCCAATTCCTCC 

CCCAGCCCCACTCCTTTTCTATAAAACCCCCTAGCTTCCAAGCCTCGTGGTCGAATCCACTGTCTCCTGTTGTGTGAGATACGTTTCGACCCGG 

AGCTCCGCCATTAAAAAACCTCTTGTTGTTACATCAAGGTGTTGTGTTCTATTCGCGATTCTTGGGTGCACGCCGAATCGGGAGCTGAGTGGGG 

GTTTCCCCACTGAGTTCTTTCATTAGTGTAGCACGAGACTAGCTTAAGGCTGTACAAATTGTCCGTCTGATTGGTGCATGGGGCCAGGTAGACA 

CTAGATAAGCAATTGGGCCTTAACTCGAGTTGTCTTAATGGCTACCCCCAGGGCAGCAGGGAGTCAATACTGCTCTCCTGTCTGGGGCCTGAAT 

GCTGAAACCATCTACAAAGGGGACATAAGGCATATTGGGGAGGTGTAGAGTGGGCCAGGCCCAGGGTCTGCTGGTATCTATGCCAGGATCCTGA 

GTGGTGGTGGCGTAGCCTGTCTTTTAACCAACTGCCTCTCTCACAGTAGGCTTCTTTGGCTTGCGAACCTTCAGCAGATGTCTGCCACTTCCAA 

CATGAGAGTCTTCCTGCCTGTGCTGTTGGCAGCCCTTCTGGGCATGGAGCAAGGTATGGAGCTCTGAGATAACCCTGCAGCCTGGTCCTCCTCC 

TGATCTCTCATTCTTTCTCCTGAGTAGATGCCCAGGGCTCCTCCTGAGCCAGCCCTCCTAGGAACGTCTGGCCTTCCCACCTCCTACTCTCTAG 

CCAACTGACCTAGTTCCCCTGATGCTGTGCTGGCCCAGCTACACCTTTGTCACCTCGTGTTGACTTTAGCCACTCCAGTACCAAAGTCTGAAGT 

CAGTTGTCATTGGCTGGCTTTTTTCCCTGACCCAGGGCTGAGCATGCTGTTGCTTCTTGTCAGTGGGTTGGGGATCAAGGGCCCCACTGGAAAG 

TCACCTTACCCTGGAAGGCTTCCCCAGGCAATAGGCAGGTGTCACCTACAGCATTGTCCCTTTTGCAGTTCATTCCCTGATGTGCTTCTCATGT 

ACCGATCAGAAGAACAATATAAACTGCCTGTGGCCAGTTTCATGCCAGGAGAAAGACCATTACTGTATCACGTTATCTGCCGCTGCGGGCTTTG 

GTGAGTAGCTGCCTGTTTCCCTAGCCAGGGCCAGGGACCTGCGGGGCTTTCCCCATTTCCTGCTACCCTGTCTGTCTGTCCCCTCATCCTCACT 

TTCCATGCAGGGAATGTCAACCTTGGCTACACCCTGAACAAGGGCTGCTCCCCGATCTGCCCCAGTGAAAATGTCAATCTCAATCTCGGTGTGG 

CGTCCGTGAACAGCTACTGCTGCCAAAGCTCCTTCTGCAACTTCAGCGCAGCTGGCCTCGGACTTCGTGCCAGTATCCCACTACTGGGCCTTGG 

ACTCCTGCTTAGCTTGTTGGCTCTGCTGCAGCTGAGCCCCTGACCATCCCCCATGTGTTCTCCATATCCCCCCAGCTCAGGAAAAGCCCAGCTC 

CTTTTAGGTCCCAGGGGACCCTAGGAACCTTCAGCTCCTCCTGGGTGTGTCTAGTTCCCCCTCCACACTCTCTCAACGTCAGGGCTAAGTACCA 

AACTCACCCATACCTGCTCTGTTGAAGTGGTACTGGCTACCCTTGCTTCCAGAGCCAATCCTATAACCTCCCTTGGGGAACCAGCGAAGGGGTG 

AAG ATCT C CTTGG AGT CTC AAG AGTAC C AG AGT C AGCGC CG AAT CTTGTGG ACACACTG ACAAGG ATGTCTAATCC AAATAGATGTATAT CTGT 

GTGCTCAGTGTATCCCTGTGTGAATGAAGCCACTTGGATTCTGGGGTGGGCAAAGAAGACCTGAAAAGATTCTACAGCAGAAGGCCTGTGTCGC 

CACCAAAACCCCTCCCCCTGGTATCATTGTACCCACCTTGTACTCTGTTCAGGAGGCTGCCCATGGAGGACTGCCACCCCTCCAGATGAAGGCT 

CCCACTACCCGATGCAGTTGAGTCCCATCCTGCCCTCTCTGCCCACACTGGCTTCCTGCTGCTATTCTAGTGCCTCAAATAAACCGTTCACACC 

CTTTCCTGCTATGTCCTGGTTGTCCTTAACCCGTCTTCCCCCTCCGGTCCAAAGGGACCTGGGGATCCTGCAGGCCCACAGCCCTGCTTAAGCG 

ATTCTGAAAGAGCAACCCCGATACAGTGATACATTCCTATGATGCCATCATAGCAGAAGCAGAGGTCTCTGGGAGGCCAGCCTGGTGCATAGCA 

AATCCCAGGAATCTAGGCCCATTTAGTGAGACAGGCCTGAGAGAAAAGAGAGAGAGCAAAGGCAGAGAGAACTTGAAAGTGTGCTGTCTCAGGC 

TGAAAGCTGAGAAGTACAGCTACCCATAAAGGCAGGCCCATCAGGCTGGTCACACATTCCCAAGCTTTGTCTGCCCCAGAGACTTCAGAGGCCT 

GCTGTTGCCACTTGTCCTTCATAAACTACCCTGTAGTCTAAGCCATGGGAGTCTGGCCCAGGCAAGTGATACTTGTCCACCCTATAACTGGCTT 

TGCTTTGCTTTCTGGTATTTTAAGACGGTCTCGCTATGTTAAGACTAGCTGCCCCAAACCCAGAGCAATCCTCTTTGAGTGCTGGAATTAAAGG 

CACCTGGCTTCCTGGGGTTCAGTGCTGTGAGTATTATGGACACTGATGGAGAAGCTCCTGAGTCTGGGTGCCTAAGGAAGCTATTTCTCAGCTG 
TTCCTAAGCTTCTGGGCTGTTGGGTGATACCATAATGGGATAAGATCCACACAGATCCTGGCTGTGGTGATATCCGTGTCTGAGGAATACTGCC 
CAGTGGGGGTCAGACACAGGGACAACACAGGGGCTCAGGGTGAATTTCTAAAATCTATGTAGGCATTGGCTTTGTGCCATGATTCTCAAGACCA 
GGGTTCCCATGACGTATAGCCTGAGGGTACAAGAAGGAATTAGCCTCATACCAGGTAGCTCAGCTACCTGAAAAGGACAAACTTTGGGGAAATG 
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TCACCGGGACAGCACCTGAGACTCAGAAAGTATGCTTTGTTCCTAGAATATTGAAAGGCCAAATGGAGAAAGGTGGGAGCCAAATCTTCTGCAA 
GGAGCTTGGGCTGGCTCAGTGTAGACAGTATCCACTGTGGTGTTCAGGACAGATCTGAGTAAGGTTTCTAGAGACTGGCTTGTCTGTGGTCCCA 
GCAGATCTAACCACCAAAAGCAGTATGAGGGAAGACACCTGGGTTAGACTCCCGGGACATGGGAACCAGAAGGGCACCAGGCAGTGACAGGGAC 
ACGTAACAAGCTCTGGTTTTCTCCCTATCTTGATTTAGCTTCCATATTGTGATGGAGTGGTGTCACAAGGCTCAAGAGTTGAGGCCACACGTGA 
TCTGGGATCCTCTGCTCTAGTCTGGAGGGCGTGATGGTTTCAAGGCTAAAAACTGGGACAGTGAGTGGTCTGCTCTGATTCCTCTCAGGAGAAG 
AATGGGCAGAAGGGGCTTGAGTTCCAGGAATGACCTGAGGAGAAGGGAGGGTGAGGATTGGAAAGAGGAGGGAGAACTGGAAGCAGGGGAGGGA 
GGGGCCAGGGGCCAAGTTTCACTTCCCAAAAGCAGAATCGAAAGTATCCCAGAGTTAAGTTTCAATTTCATGAAGCTTGGAGGCAGGAAGGGTG 
TGGAAAGAGGGAGGAAGGGTGAATGGGGAGGGAAGGGTGCACACTGCACCTCTAAGAAGGCTGTCCAGGTTTGGAGCCACCAGCTTCACTCATA 
CCAGATTCAAATGCTAGATCTGATCCCACATGATCCAATATGTCTCTGATTTGTTCTGGGCCCATTCTACCTCCAGACCCTGGCCAGCTTTCCT 
ATTATTGCTGCTAGTTAGTGATCAGTGACCAGTGACCAGGGCTTCCCCAGTCTGATCCTGCTAGCCTGCCCCAACCAGCAAGTGCTTAGCTACC 
TCCCTTCTGTCCCAAGGGGTCCAGTGACAGACTAGAGATTGAGGACTGCAACCTCAGGTGGACGCCTCTCCACCTGAGCATCATCCAACCAACT 
GAGTATGCTCAGGCAAGATCAAAGCAAAAGATGAGAGAAATTTCGCTACTAGGGCTCGCTCTAATAAACAGAGCATATGCAGGAAAAGCCTACT 
CTGTACCAAAGTATAAAAGGCAGGGGCGATGTAAAGGTCTCGTAAAGGGGTCTATACTTCATGGTGGATGCTTTGGGGGCTCTGTCCCCAGCTC 
AGTAGCCCACTCTCATTCCTGGGAGTCTGTTGCTTGTCTAAACTCTATCTTTAATTCTAACCATCTGGTTCCAATCTTTTGTTCTGAGACATAG 
GAGTCTAGAGTGCACTAATGCAAGAGGTGTTTTGTTTGTTTGTTTGTTTGTTTGTTTGTTTACTACTTTAAAAAATTGAATCTTATTTTTTTAT 
TTTAATAAACTTTATTATTTAAAAAAGCGTGCAGATCAGGGGCTGGAAAGATGGCTCAGCAGTTAAGAGCACTGGCTGCTCTCCCAGAGGACCC 
AGGTTCCATGTCCTGCACCCACATGGTGGCTCACAACTGTCTGTAATGCCAGTTTACAGGGATACCCATCCTCTTCTATCCTCTAGGGGCACTG 
CATGCATGTGATACACAGACAGACAGACAGGTAGACAGACAGACAGACAGGCAAACCACTTAGACACATAAAATTAAAATCTTTTTTTTTAAAG 
CTTTCAAACAAAACCACGATACATCAAACATTAACCAGACCCAAAGCCTAGACGACGTAATGAACTTACATGCAGTTAGAACTGGCATTTGAAA 
TGGAAGCCGTGAAGCTCAGCATTAAATTTACACTTCCAGTACCAAACATTCTATGCATTGTTAGTTAGGGTTACCGTTGCTGTGATGAAACACC 
ATCACCAAAAGCAATATGGGGAAGAGAGGGCTTATTTGACTTATACTTCCACATCATAGTGCATCACTGAAGGAAGTCAGGCGAGGCAGGAACC 
TGGAGGCAGGAGCTGATGCAGAGGCCATGGAGGAGTGCTGCTTACTGGGTTGCCCCTCATGGCTTGTTCAGCCTGCTTGCTTTCTTCCTCCTCC 
TCCTCCTCCTCCTCCTCCTCCTCCTCCTCCTCCTCGTCCTTTTTTTTTTGAGACAGGGTTTCTCTGTATAGCCCTGGCTGTCCTGGAACTCACT 
CTGTAGACCAGGCTGGCCTCGAACTCAGAAATCTGCCTGCCTCTGCCTCCCAAGTGCTGGGATTAAAGGTGTGCACCATCACTGCCCGGCTCAA 
TATGCTTTCTTAAAGGACCCACGACCGACTGCCTGCCCAGGGATGGCCCCACCTGCAATGGCCTGGGCCTTCCCCCGTCAATCAGCAAGAAAAT 
GGTGTTCGGGGCTTGCCTACAGCGTGAAGAACGTAGGAAGGCATTTTCTTAATTGAGGTTTCCTCTTCATGGATGATTTAGCCTGTGTCACGTT 
GACGTAAGACTATCCAGCCCACACCCTGACCCACTTTTCTTTAACTCCTTCCTCCCCTTGCCCATGATCTCTTATTTTGGAGACCTGCAGGTGC 
TCAAGCTTGCTTTCCCTGACGCTGTGGCTGTTTCTCTGACCACTATGCCTAACTTTAAAGGTGTTAAAATTGCAGCGCTGGGTGTGGTGGTGCA 
CGCCTTTAATCCCAGCACTTGGGAGGCAGAGGCAGGCAGATTTCTGAGTTCGAGGCCAGCCTGGCCTACAGAGTGAGTTCCAGGACAGCCAGGG 
CTATACAGAGTAAACCCCTGTCTCAGAAAAAAAAAAAAAAAGATTGCAGCAAGTGCCTGGACAAGCAGAGTTTGGCCACCCAGCCGCAGAAAAG 
AGCCAATGCAACCACATTGGCAAGAGAGACTAAGATCCAGTGGCCAGACCTCATTAAACTCATCCTTAGGGCCTTAACATGGGGGTAAGGTTTA 
AACAGGAGACTGATAGCAAGGGTGAGGCAGTCCAGCCAAGGTGTGCCCCCCCCCCACCGCGGTCTCAGTTCTCAAGTCTACAGTGTCTCACAAG 
TTATAAATCTTTCTCCAGGGGACATGTTCTTCCTCCTGTTTCCCCAGCCTTTGGCTCTTCCAGCAGGAAGTATCTGAGGAAATTCCAGTTTCTG 
GGGATCCTTTATTTCAGTAATCTGCTAGCCCGAGAGAGGAACGCAGATAAATTTCTCCCAGGGAGGCAGGTTCCAAAGGACTGATTTGCCAGTC 
CAGTCAAGTCTTCCGCTTGATCCTTAACTAAATTAAGTTGTCCTTGCGATCTTCTTGCTTTCCTTCTCAGTCTGGTCCACCCCCTATACACACC 
TGCCCCAGTGATGAACTCTAAGGGTCCTTAGCCTGCTTCATCAGGCCTCATGGCCACAGCACCTCAGCTTCCAGAGGCCCTAGGTCCCTCTCCC 
TCTCTTTCCATTCTGACAAGCGCTTTCCTGCAACACGTTTCATGTCAAGTGGAGCACCCCAGGCAGCTTTGAGGCCTCAGGTGACTGGCTGACT 
GGCACACAGTCCCATTAGGAAAGGCTGCCTGATTGCTGGAGGGCCTCTCGGCATACTCAGAACTGCGAGGACCACGGCTATAGCCCAGACCTCT 
GGAGAAATTTAGAAGATGGAATGGTGGTCTGTGTACCGGGGCATAGCCAGTGGGGAATCCTTAGCCCAGCTGGCAGGAGTGATTGGTCTTACAG 
GGCATGACCAGAATGACCAAAGTGCTATAGCTCTCCAAGGGGAAGCCAGAGTAAGACAGGCTGCCCCTGAGGTGGTGGCAGGTGGCAAGAAGCA 
GAGGGCAGCTAGGAGCCCAAGTCGGGGCCACTGAGCAGGAAGTGGCTGTGGTCACGCGCATGCATACCGTACACCACTTGTTGGGGATCTGGGG 
ATCTAGGTCCAGCAAAGAAAGCTTCAGGAGGAAAAACTCTTCCATGAAGTGTTACAGCTCAATAAAGCAGGCACCGTCAGTCAATCTTTGGTGA 
AAATCACTCAGGCACTTTATTCCTTGTGGACTAGGACCTTATAAACATTTTGGGATGGGGTGAGTAAGTGCTTCCTATTGGCTTGGTTTGGGAT 
TCTCTATCTGCATGGGGAAGGAGTTCAGGTGTTGACTGTACATGCCTGATTTTCATGGTCCTCCTAGTGGGGTGTCTCAGTCACGTGCTCCAGG 
ACAGGAATCTGGTTGGGAGCTAGTTTGAACTCCTGCCATTCTCAATGATGAATTTTATGGAAGTTCTGAACTTGCTACAACCTTACCAGCTCTT 
GTATCTGGTGGCATGGCCCACTGCCCCCACAACTCCTCCTTTTCCTTTTTATAAAGGAGAGGTATCATTGGAGTGACTGTCTCCTGTGTTGGGG 
ACAGTTTGGTATTGAACCAAAACCTGATTGGTAGTTATTTTTGCAATGCTACTAATCTGCTGCTTTAGAAATTGGATGAGACAGGGTGCCAAGA 
GAAGCAAGGCTCCAAGCTCATACAGGGCCAAGGAGGAGGAGAAGCCAAGCTACCAAGGGGTTAGAGAGCCATGGGGCAGGGGTGTTGGGAGCAC 
AGCATGCCCAGCGATCCCCCTGGAGCTCTTTGGGGATTTGCACATGTTGTTCTACCAGCGCAGATTCACTGACATAGAAGCAACATTCCTCTTC 
TAGCAAAACACAAGTCCCTCCCTGTTCAGCAGGTAGTAAGCCCAAGGCCCTCCAGTTTTGGAGAACAACTCCTGCCAAGGAGGTTGTCTGGCAT 
TGAAGGGACTCAAGCGTGTCTGCAGTGGAGGCCATTGCCTGGTCAAGTTTGGTCTGGAAGTCGATGGCCAGATGCTGTGTTTGGAGCAGGGCTG 
CTCTACCAGCTCCTGTCATGCGTAATGAGACAAGGAAACCCAGTGCAGCAAGCAGAGGGATGAAGATATCTCTCTCTCTCTCTCTCTCTCTCTC 
TCTCTCTCTCTCTCTCTCTCTCTCTCTTCGTCCCATCTGCAAGGCAAGTTCTTCAGGTTCATAGAGATAAATCTGGGAAACAATTATTATAGGA 
GTTGCAGGAGCCTTGAAAAGGGGTGGGGCGGGGGGCAGTGTTAATGCAGGAGCCTGTAGTGCTTTGCACCAGAGAAGTGCAGGGGGTTGATGTA 
TGTTGATTTGGTGATGGTGTTGTAACAGGCACATATAAGATGGGGTTTTTGAGGAGGGTCCTACAAGGCAAAAGGGGGAAGAAATGCCCCACCT 

GCACAGAAAAAAGAGGAGTTTTTGGGAGGAGTTGGGGTGGGTCATTAAAGGAAGGAGGTCAGCTGTATATTGGATTTACTGTAGCCAGGAATGG 
GTAGCTTGGAGTTCCTTCTGAGACTGATTTTCCCATTGAAGAATATTAACATGCATAAAGATTGATTTGGAGGTGGGAGGGGGGAGTTCACGAG 
AGACATGTAAGTTGGCTATGGGGTATTTGGCATAGCCATTATGGTAGAGTTTACCCATGACTCCTGTTCGACAACATTCATCCCACAGATGGCT 
GATGGAAAGCTGAAAATGAGTTTTAGGTTGGTGAGCATGGTGCCACTGTGGCTGGTTGGTTTGCACTCTGCAGCTCCAATACCTCCTGGAGACA 
TTCACCTGTGTTTCAGTAAGGAAAGCAGAGGAAAGGGCTGTGTATAGTGGAGATGCCATCTGGGTGTAGGGAGATCTCAGTCCTGGTCCAACAT 
GCTTCAAGTGGGCAATTCTGGGACCCTATGATTTTTGAGTGTGTATCTGTTGTAGGTCTCCCTAGAGAAGAATCTTTGATGGTAAGTGTTGGGA 
AGGCTAGAGAGAGGCTGGACATTAGCGGAGTTAGTATGAAGAATGACAAAGGAGAGGTGTCGCCTTCCTCCAGGCTTGAGTAGGCTAAATAGAC 
CTTAAGTGCTTGCCACAGTTGGACCTTAAAGACCCAGGTGGAATGTTCCATCTAGCCCATTTGCAATTTCTTACAGGAACAGACTGCCCGCTGA 
GCTTACTTTGCAACTTAATCTAGCTGAAACAAAGGATGGGGTCTGTGGATTTTGCCTATATAAACACAGAGCTGAATATTAAATTTTGAGCCTT 
GATCAGAAACTTTGTCTTGGCTTCATCCTTCTCTTGCACCCTATCCTTTATCATTTCTAGCCTCCCTTTCAAGTAGACCCAGTTCTCCATGGCT 
GAAGGACAGCTACAGAGAAGGGAGGTTGTGTAAGGCACATGCCTGGGCAGCAGTCACCAGGTCATGAATGTCTTTCCAGGAGATCTTGTTCTTT 
TGGGCATGGCATCTCCTCTGCCTCCTCCTCCACCTCCTCTGTCCTTGATCTGCCAGTAAGAGGCAGGCTATCTTCTTGGTTGGTGTTTGACATT 
TCTGGCAGGAACCCAGATAGGAATAGGCTGATACTGTGGGAAAACACAAACGAAATCCTTCTCAGTTGTAAGGAGTCTGGTCCTTTCCAAATCC 
CATCCAAAGGATCATGACATCGTAGTAAGATGGGGGTGGGGGTGGGGGTAGGGGTGGTTAAATTTTGGTGTGTGCCAATGGAGGGAAATAGGAG 

AAGTTGAGCTTTTAG 

GTGCAGAAAGTTTTGAACTGAGAACCAGTGAAGACAGGGCCATTATTAGTTTCTTTTATCTGTTGAGGAATGCCGTCTGAAGCTAAGTTCACCA 
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AGAGCTGACAAAAAAAGGCTCTGTCAAAATCAAAGACACCCCAAATTTTCCTCTATCACCCCATCCTATCAGTTCTGATCAAGAAGTAGGGTCG 
CCCTGGAGGAGAGCTGCAAGATGAAGTTTCTGACAGCTTTATTTTACCAAAGTCCAGTCTCCCAACCCAACCTCCATCCCAGAGAACAGGGTGT 
TAAAGAAGGGACTTCCTTGACATTCCTTGGCACTTCTGAAGGACTGCCCCTCTTGTGAACCCTGTCCTGTAACCCCAAGTCTCTGAAGACTGTT 

TAGGGAGGACAGAGGGTCCAGTGGGGGCCAGGAGTTCCAGCCAGAACTCAGCACCTGACTGTGAGGTGGGGCCTGACCCCTCTATGTGGACCAG 
AAGTTCTCCCTGGGGTACCTTCCAACCTCCCAGCCTCTGGCCAGCTGTGCTATTTCCAGCCCCCAGCCTCCACCCTCAGAGGGGAGTGGTCTGG 
GAATGTCACGGAGATGACATATACACTTCATCCCAGGCCTGGACAGAGGCCAGAGAGCCCTAAGAGGCTCTATTAGAGCCCCTGCTCCCTTCAC 
TTCCGAAGGTCCCCATAGTCCTCTCCCTCCTCTAAACTTCAGGAAATCGAAACTCAAATTCTCCGCCTCTCCACCTCTTCCCAAAAGTCAGGAA 
ACTGAAAGCTAGCTCCCGACCACCTCTGCCAATTTACTTTCTCTTCTCTCTCCCAGGTATCTTACAGCCTGTCTGAAGGCTGTGGTGCCCTGCC 
CATGGTGAGTCCTAAGTAGGACCCAGAATCTAAGCAGGAAAGTGGAATGGGAGTTCTGCCCAGTGAAAGCTCCCTTTGAAGTAGCTCTGGCTCC 
CCAAACACACAAGTCAGACTAAATCTTCCCTGGAGCGCTCAATGCCCGTATTACCCCCAAGCGCCCCTGGAAACTCCTATGGGTTGGACGGGAA 
GGGTCGGGCATCCTCCTCTCGCCCCCAGGGAGGGACAGTGTTGTTAGTGAGTGTAATAGCTCTCAGCGTGTGCTTGCTATGGGGAGATTCCATT 
GACTTGAAAGTTGAAATGCGCTCTTACTGCTTTGACAGGTTCTGCCACTAGGGGCGCGTGTGGCCAAGCCTGGAGCCCGGGTTTGAAAGCACCA 
CCCTCCTGGGATAGGGTTAGTCAGCTTCTTCCGGCAAGCTGTGCCTGCCGGTGAATTAAAGGGGCAAGGGTGGGCACGGTGGCACATCCAGCTC 
C CGTGCTAACC AT C AGCTT AAAGTC ATT AG ATG AAAATG AG AACACAGC CAC ATG CCAC AATTGAGTGTCC CCTGCCCTAGAG C AAACTCCCTT 
CAGCCCTCACCCATAGGGCCTTTCCATGTGCTGGGCAGATGACTAAGGATGTTGGTCTAATAATTCCATCTTCCATTGATGAGTCTGCGGTTCC 
ATCTTATGGCTTGAGTGTTGGAACATCTCTCGTGGAGGAGAAATGCACGGGCGCTAGGCTATGTTCCTTCCTCACAGCTGCCTTCCAGGGTGTC 
GGGGTACCAGGCTCCTGGGACCCCAACACATCACTCAGGGGAGGTGAAATGCAGTCTAAAATAGGGGTCCCAACCCATGTTTCTCCAGGTGAGA 
AATGGCAGGGGCTAGGACAGTGGCTGTGGTTCTCAAACTCCTGGGCACCCAGATGCCGCCGAGAACGGCATTGAGAATGGGGTTCCCATACTTC 
TGTGTATCCCAAGGCCGCTGAGGACTGCAAGCAGTTGGGAGAACAAGGGCCGAGGGCCTGTGATGAGGGCGTGTGGGGGCTCCAACTTAACTCA 
GGTGAGTGCCAGGAGTGTGCAGGGGCCTTCTACCCGAGACTTAGGTGCAGCTCTGTATGATGAAGGCTTCCCCCCATAGTGGTCCTTGATGAAG 
GAGACAGCCCTTGCTTGTCCAAACTGTTTATTCATGGCACATGAAGACTCATGTGATTTACTCAGGGTGAACCAGAGATTAAATACCTTTTGCA 
GAAAGGGACGCTTAGGAAGAATGCTCATTGGCTAAACAC 

MOUSE SEQUENCE - mRNA ■ ■ 

CTTCACCCGGAGTAGGCTTCTTTGGCTTGCGAACCTTCAGCAGATGTCTGCCACTTCCAACATGAGAGTCTTCCTGCCTGTGCTGTTGGCAGCC 
CTTCTGGGCATGGAGCAAGTTCATTCCCTGATGTGCTTCTCATGTACCGATCAGAAGAACAATATAAACTGCCTGTGGCCAGTTTCATGCCAGG 
AGAAAGACCATTACTGTATCACGTTATCTGCCGCTGCGGGCTTTGGGAATGTCAACCTTGGCTACACCCTGAACAAGGGCTGCTCCCCGATCTG 
CCCCAGTGAAAATGTCAATCTCAATCTCGGTGTGGCGTCCGTGAACAGCTACTGCTGCCAAAGCTCCTTCTGCAACTTCAGCGCAGCTGGCCTC 
GGACTTCGTGCCAGTATCCCACTACTGGGCCTTGGACTCCTGCTTAGCTTGTTGGCTCTGCTGCAGCTGAGCCCCTGACCATCCCCCATGTGTT 
CTCCATATCCCCCCAGCTCAGGAAAAGCCCAGCTCCTTTTAGGTCCCAGGGGACCCTAGGAACCTTCAGCTCCTCCTGGGTGTGTCTAGTTCCC 
CCTCCACACTCTCTCAACGTCAGGGCTAAGTACCAAACTCACCCATACCTGCTCTGTTGAAGTGGTACTGGCTACCCTTGCTTCCAGAGCCAAT 
CCTATAACCTCCCTTGGGGAACCAGCGAAGGGGTGAAGATCTCCTTGGAGTCTCAAGAGTACCAGAGTCAGCGCCGAATCTTGTGGACACACTG 
ACAAGGATGTCTAATCCAAATAGATGTATATCTGTGTGCTCAGTGTATCCCTGTGTGAATGAAGCCACTTGGATTCTGGGGTGGGCAAAGAAGA 
CCTGAAAAGATTCTACAGCAGAAGGCCTGTGTCGCCACCAAAACCCCTCCCCCTGGTATCATTGTACCCACCTTGTACTCTGTTCAGGAGGCTG 
CCCATGGAGGACTGCCACCCCTCCAGATGAAGGCTCCCACTACCCGATGCAGTTGAGTCCCATCCTGCCCTCTCTGCCCACACTGGCTTCCTGC 
TGCTATTCTAGTGCCTCAAATAAACCGTTCACACCCTT 

MOUSE SEQUENCE - CODING 

ATGTCTGCCACTTCCAACATGAGAGTCTTCCTGCCTGTGCTGTTGGCAGCCCTTCTGGGCATGGAGCAAGTTCATTCCCTGATGTGCTTCTCAT 
GTACCGATCAGAAGAACAATATAAACTGCCTGTGGCCAGTTTCATGCCAGGAGAAAGACCATTACTGTATCACGTTATCTGCCGCTGCGGGCTT 
TGGGAATGTCAACCTTGGCTACACCCTGAACAAGGGCTGCTCCCCGATCTGCCCCAGTGAAAATGTCAATCTCAATCTCGGTGTGGCGTCCGTG 
AACAGCTACTGCTGCCAAAGCTCCTTCTGCAACTTCAGCGCAGCTGGCCTCGGACTTCGTGCCAGTATCCCACTACTGGGCCTTGGACTCCTGC 
TTAGCTTGTTGGCTCTGCTGCAGCTGAGCCCCTGA 

HUMAN SEQUENCE - GENOMIC 
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NNNNNNNNNNNNNNNNNNNTGGCAAAACCCCCATCTCTACAAAAATACAGAAATTAG 

ACTCAGGAGGCTGAGGCAGGAGAATCGCTTGAACCCGGGAGGCAGAGGTTGCGGTGAGTTGAGATTGCGCCACTGCACTCCAGCCTAGATAACA 
GAGTGGGGCTCCATCTCAAAAAAAACACACACACACACACACAAATCAACTGTTCCTCTGGCCCCCACTTTCACCTGCAACCTGGAGAGCAGTG 
GACACTGATCACAGCCTCACAAGAATATGACCCTCCCTTTTTTCCTTTCCTCCTTCCCCTGCGGCCACTTCTTTCTTTAACTATTGAAGCCCCA 
AAACCCTCTTTGGAAAAGGAGTGGGCTGCACACCCTACTGTGTTTTCTGCCTCTTTTTCCCGGGCATGGCTTCAACCTTGGCAAAGTGAACCTC 
TGAACTGGTTGAGACCTGTCTCAGTCACTCTGTGGGAGGGGCCTCCCCTGAGGTTGGGGAAGATGTCCCAAGAGGAGGGACAAGCAGCAACTCA 
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GGGAGGCCTGGAGCCAACTTCGGTTTCAGGGTTGAGCCAGGGTCAAGGTGGCAGTGGAAGTTACAGGAAGAGCCTAAGGCCCCAGTGGTGGGAG 

CAGATGCTGAAATCCCCGGGAGCACTTTGGACTGTGCCCTGGGAGAGGCGGGAACCAAGCCTGAGAGCAGAGTACTGGCAGCTGCACGTTAGAA 

TGTGAAGCCTGGACACAGGGAGGTCAGGCAGCGAGCTCACCTCACGGCAGCCCAGCCAGAGAGTCAGCCTGCTCTCCCCGCACTGAGCCAAGGC 

TGGGAGACAGCCTACCTCCCACCAGAGCCAGCAGGCAGGTCCCAGCCCAGCCTGCCCCGTCCCGCCCCAGCCTGCCCTGTCCTGCCATCTGCAC 

TCCCCGTCAGGCCTCCTGGCCAGCCCCACAGTCCCTGCCTTCCAAGAGACACAGGCAGCGGCAGCAGGGGCTGGATGGGGGAGGCCAAGAATCA 

GAGGCGCTCCCCCACAGGACCCCTGAATCGTGGCCAGAGAAAGGTCAGGGCAGGATGAGGCCTGTGGCCACGGGCAGATCTCAGGTGGCTGACC 

CGTCCTAGGAGCACACAGGGCAGCTGTGGCTCCTTCCCTCTTGAACCCAGAAAACAGGGCAGAGCTCATCGGTGGCCTCATCTGCCAGCCCCAG 

CAGTAAGGCCAGCGGCTCATTCTTCATGGGGCAGCAGCATCTGGCTTTCTGGCTCCAGACACCGCCTGGTGGGCCAGGCCTTCAACCAGGTCCC 

TCCTGACAGCAGGCACGCCTGAGTCCAGACCCGAGACAGAGCCGGGAGGCAGCCTGCAGCAAACGTGCCCCAAACTCCACAGGCGCCTAACCCA 

GTCCTGCCAAGGGAAAGTGCTCAAGGCTCTGCCCTCTCGCTGGAGGCCCACTGCTCACTCTCACCCGTGGGACTTCTCCGCACAGGCCCCAGCA 

GCCTCCTCCCGTCATCTGAGACGCTACCAGGACAAAAGTCTTCCACAACTAGGGCCAAAGGCCTCTTAGTCATGGAAGTCTCCCTGAACCTATT 

CTGGTTCGGAGGTTGCCTGGTTTAAAATTTTAAAAATTAAAAAAACAAAAGCCTCCGCATGACAGGAGGCCCGTCCCAGTCTTATGATCTCTCT 

GCTCTGGTGTGGGAGGAGGAGGGAGTGCCGTGTGAGGAGGAGGGAGTGCCGTGTGAGGAGGAGGAGGGAGTCCTGTGTGAGGAGGAGGGAGT?GC 

CGTGTGAGGAGGAGGGAGTCCCGTGTGAGGAGGAGGGAGTCCCGTGTGAGGAGGAGGGAGTGCTGTGTGAGGAGGAGGAGGGAGTCCTGTGTGA 

GGAGGAGGGAGTCCCATGTGAGGAGGAGGGAGTCCTGTGTGAGGAGGAAGGAGTCCCGTGTGAGGAGGAGGAGGGAGTCCTGTGTGAGGAGGAG 

GGAGTGCTGTGTGAGGAGGAGGGAGTCCTGTGTGAGGAGGAAGGAGTCCCATGTGAGGAGGAGGAGGGAGTCCTGTGTGAGGAGGAGGGAGTGC 

CGTGTGAGGAGGAGGAGGGAGTCCTGTGTGAGGGGGAGGGAGTCCTGTGTGAGGGGGGAGGGAGTGCTGTGTGAGGAGGAGGAGGGAGTGCTGT 

GTGAGAAGGAGTGCTGCTACGTAAGAAGGAGGTAGATGTGTGGGGGGAGAGTTGGCATTCGGCCCGGTCAGGACTCCATGGGCGTTGTTACAGT 

TGTGGGTAGAAATGGAATCTCTGTGACATCTCCTGCTCCCCTTTCGCCTGCCCCAAGGCAGGTCTCCAGTACTCCCTCTCCTTTCTGATCATGG 

GCCCAAAGAGGCTCATTCAGAGAGGATCAGTCCCATGCCCTGGGGGCAGGAATGCTGAGCACATAGAGGTTTACCTGGAGGGGCCACGTGGGCG 

GCATGGAAGCTCCCCACCCCTTCCGGGAGACGGCGCCCTGTGCCTGTCGCGTGTATCCATTTATAATTAACTGCAAATGTGTTTCCCTGAGTTC 

GCTGAGCCACTCTTGCAAATCAATTGAACGCAAAACCGGGAGGGGCTGCAGTATTGCTGGGAAAGAGGGTCCTGATCCAGACCCCAAGAGCAGG 

TTCTTGGATGTTGTGCAGGAAGTAATTTGGGGTGAGCCACAGAGCACAGTGAGAGAAGCAGGTTTATTTGAAATGGCTCCGTTCCAGAGTGGGG 

CGTGGTCAGAAAGCAGGAGGAGGAGGGCCTGTCCTCTGTTAGTGCCTCTGCTTACAAGAAACTGTAAGGAGCTACAATTACACCTGGAATGGGC 

AGATGCACCCACTAAGGATAGGGGCTGTGGGTGCCATCAGTGCCCGTTCATCGTCCAACCTCAGGGTGCTCATTGAAATTATCTCTGAGTAAAG 

TGGCCTGCACTCTTGGGTTATCTGGACAGTCTGCGGGCTTGCTGGGAGATGCCCCATATGGCCACAAATATTCTGTAATTATAATTGGTGTCCA 

GCTTGAGACATGGCTATTTTTAGACCATAAGCATTAACCTTATAGGTGCCTTGTGAGTGCCTCCTACTCAGTTCAAGATGGAGTCACTCTGGTG 

ATGTTTCATTAAACCAGAGGGCTGGTGAGCAAGCGTTCGTCTAACAGTGGGAACCTCAACGTCGGGCCAGTCGGTAAGAAGTTCCAGAGGCTGG 

CCCTGGCAGCTCATGTGTGTGCATATGTGTGTGTGTGTGTGTGTGTGTGTGTGTAGGTGTCTGGATCTGAGGCTATCTGCAGGTACCGGAATGG 

TGTTGGAGGACACTCGGCTGGTGTCCGCTGCAGAACTGATGGCTTGCTCGGTGGCGGGGAGAi^^ 

NNNNNNNNNNN^^ 

NNNNNNNNNNNNNNNN^ 

NNNNNNNNNNNNNNNN^ 

NNNNNNNNNNNNNNNN^ 
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NNNNNNNIWNNNNNN^ 
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GGGGCTGCCGGTGGGTTGGTCCCCAGAGAGCTGAGCTTCTCCTCCCATCCCCCGCAGGCCTCCCCGAATGTTTCCAAAGATCTGGGGCGGGACC 
GGGCGGAGACTGCCGCCAGGAGCCTCCCGGCCGCCCCAGGGCTGCGCAGCCACTGGAGCCCATCACCCAACTCCAGACGCTCCTGGCTCCTCTA 
CGTGGGCCGGGAGGGACAGCCTTGAGGACTAGGGGAGGGGGCACGGGACCTTGCAGAGCTCCTGGCCGGAAAGGGAGGATTGACCGCCCCCGGC 

GACCGCCGGGCCCCTCCCCGTTCCGGGACACAGGAGAGCTGCCGCCCCTTGCTGGCTGGGCAGCCCCTAGATACCTGGCTCCCAGGGGCCAGCT 
TCCCTGAGCCTGGGGATGAGCCATGAGCCTGCAGCCTGGCCCCAGGGCGGCCCCCCACGGCCTGCCGGCTGGCTCCCTCCGGCTCCATGGCCCA 
GCCGGCCTTCCTAATTGGCTTCGGCTCCCACGGGTGCCTTAGCTCAGCCTGGTGGCCCAGCGGGTTGGGTGCCACGCAGTGAGCAGGTGGCGGC 
ACCAGCTGGACCTGTTTGTGGCGCTGTATGCTAGGAGTTCCTCAGAGACAGCTCAGGGACCCCGCCCACCTACCAGAACCTCAGTTAGGGGGTG 
GGGGGAAAAGGAATTGGAGATCCTTCGTCCTCGGGCTACTCCCTGGAGGCGGGGATAGGCCCCAGCCGGACTTGGCACTGTTTTTGGCCACCTG 
GGGCTCCCACTCCCAACCCCAGGATGTCAGCCCAGGTCTCACTGTCCTGGGCTGCTGCTCTCCCGTTAGGGCCTCTGCGGGCCCCTCTCCAGAT 
CTGTTCTCTGAGGCATCCTCCTTACCCCCAGTGCCCAGCACTAGCTCCCCAGGCCCGGGATGTCCGTCCCACTCCTCTGCCCACGGCTGTCCCT 
GACAGAAGGCAGCAGGCTCCCCCTCCAACACCATGCACTCACAAAACAGAGAATCACGACCCCAGCTGGGTGTGTTCCAGATTCTTTCTCCAGC 
AGTGCAGAGGGTCCTGTGCAGAGGCCGAGGAGCAGTACAGCGACCCATCTGGCCCTTTCCTGCTGGTGGGACCAGTGGCACGCAGCCTTGTCTC 
TCGGAGCCCATTTCCCAGGCACAGAATGGGGAGTAGCAGATACTGAGTGGGGTGCTTTCCTCGGAACTGAGTAACATCAGGAATGGGGAGTGCT 
TTCCCCCTCAGCCATGCCCCACCTGGCCCCAGGTCTCCATGTGAGGGGAGCTGCCTGGGCTCAAAACACTGAGCCATCCCAAGGAAAATTCTAG 
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GCTGCAGTGCAGTGGCATGATCATAGTTCACTTCAGTCTTGAACTCCCTGGCTCAAGAGATCCTCCCACCTCAGCCTCCCAAGTAGCTGACCAC 
AGGCACGTACCACGCCCGGCTAATTTTTGTATTTTTTGTAGAAACAGGAGGTCTCACTGTGTTGCCCAGGGTGGTCTCAAACCCCTGGCCTCAT 
ATGATCCTCCTGCCTTGGCCTCACATAGCATGGAGATTACAGGCGTGAGCCCCTGTACCCAGCCCCAGACTAGCTAATATTATGACTGATCACC 
ATTCCCCATTCCCCATTCCCCCACCCCAGGACCACTGGCAGAGGCCACTCACTCTGCCTTCTTTTCTGTGGTTCTGAGAAGGCTGCTGAGTTTC 
CTCCTCTTGCCTGTGCAGCCCCCTCCTGCCAGGTTTCAGGAGGGAGATAGCCTAGAGCATGTCTGCACTGAGTGAGGAGTGGGTCAGGAGAGAA 
GCAGGGAAGTCCTTGTGTGCTGGCAGGTCCCTTCCCCTCTGCTGTCTGTGTCCTCATCTGCAAAGTGGGGGTGCATGGTCTTGGGGAGGAGTGA 
GGCACCACCCGGCCCCCTAACCAGTGTGTCTCTCCAGAGCAGGACAGGCTGCTTTGGTTTGTGACCTCCAGGCAGGACGGCCATCCTCTCCAGA 
ATGAAGATCTTCTTGCCAGTGCTGCTGGCTGCCCTTCTGGGTGTGGAGCGAGGTGAGGTGCCCTTGGGGACCCCAGACCTTTGTCCAGCTGTGC 
CCTGCTCCACTCCCTCTCCACCCCTCTCCCCTGAGCAGACGCTCCAGGGGTCCTTCCAGGCCGCTCCCAGCAGAGGGCTCACCCGGCCTGGCCA 
CACTGTCTCACTGTGTGTTTGAGTGTCGCTTGACCTGCTCGACGGCCAGGGTGGGGTGTCACTGTCTTTGCTCTGCCTTCAGCCCAGGGCCTGG 
TATACAGTAATTTCTCAGTAAATGTCCACTGGGGTCAGGCCTGGGAGGGACACTGGAGGCTTCCCTGAGACAGGTGTGTCCTCCTTCCGCAGCC 
AGCTGGCTGATGTGCTTCTCCTGCTTGAACCAGAAGAGCAATCTGTACTGCCTGAAGCCGACCATCTGCTCCGACCAGGACAACTACTGCGTGA 
CTGTGTCTGCTAGTGCCGGCATTGGTGAGTGCCAGGCCTCAGACCGTGCCTTCCTCCCCTGGCCATCTCCCTAGCCCGGGCCGGGGCTCAGCAG 
AGGCCATTGCTGTCTGTCTGCAGCCGTCTGTCTCTCCCCTGACAGCCTCATTTCCCATGCAGGGAATCTCGTGACATTTGGCCACAGCCTGAGC 
AAGACCTGTTCCCCGGCCTGCCCCATCCCAGAAGGCGTCAATGTTGGTGTGGCTTCCATGGGCATCAGCTGCTGCCAGAGCTTTCTGTGCAATT 
TCAGTGCGGCGGATGGCGGGCTGCGGGCAAGCGTCACCCTGCTGGGTGCCGGGCTGCTGCTGAGCCTGCTGCCGGCCCTGCTGCGGTTTGGCCC 
CTGACCGCCCAGACCCTGTCCCCCGATCCCCCAGCTCAGGAAGGAAAGCCCAGCCCTTTCTGGATCCCACAGTGTATGGGAGCCCCTGACTCCT 
CACGTGCCTGATCTGTGCCCTTGGTCCCAGGTCAGGCCCACCCCCTGCACCTCGACCTGCCCCAGCCCCTGCCTCTGCCCCAAGTGGGGCCAGC 
TGCCCTCACTTCTGGGGTGGATGATGTGACCTTCCTTGGGGGACTGCGGAAGGGACGAGGGTTCCCTGGAGTCTTACGGTCCAACATCAGGACC 
AAGTCCCATGGACATGCTGACAGGGTCCCCAGGGAGACCGTGTCAGTAGGGATGTGTGCCTGGCTGTGTACGTGGGTGTGCAGTGCACGTGAGA 
GCACGTGGCGGCTTCTGGGGGCCATGTTTGGGGAGGGAGGTGTGCCAGCAGCCTGGAGAGCCTCAGTCCCTGTAGCCCCCTGCCCTGGCACAGC 
TGCATGCACTTCAAGGGCAGCCTTTGGGGGTTGGGGTTTCTGCCACTTCCGGGTCTAGGCCCTGCCCCAAATCCAGCCAGTCCTGCCCCAGGCC 
ACCCCCACATTGGAGCCCTCCTGCTGCTTTGGTGCGTCAAATAAATACAGATGTCCCCCAGCTTCCTGCTCTGAGTGTGGCTGCCCCTTGCGGG 
GAGAGGCAGAGCACCCCAGGTTTGGAGGGTCCTGGGGTCTTCTGTGGTATGGCCCAGGGGGGTGGTGGGGGAGGAGGAGTCATCCCCCTGAGCC 
ACAGCCAGCTGCTTGCCTGACCTCAGAGGGAGCCCGTGCCCAGTGCTCTGCCCTTTCTTCTGCCCCAGGTTCAGCAGGTCAAGTGAGTTCCTCC 
TCCACACAGCGGAAGGAGGATGTTGGGGGGCATGGAGGAAAGAAAGCGGGTGCAAGAAGGAGCACGCTCAGGCTGGGGCAGCACCCAGGGGCGT 
AGGACTTGGGAATGGAGGGTGTCTGTCTGGACCCGCTGGTGCAGAGGGCACAAAAGCTGGGGTGGGGCAGGACAGACGGGCCGGAGTGTAGTGA 
GTGGCCTGTGGGAGGGGCAGGGGGCTCCCACGCAGAAGCTCTGGGCAGCAGCCCTGACCCATCCGTGCCTGGACTGCAGCGCTGCCCGCTTCCC 
CCTGGCAAACAGGTGGCAGCCTCCTGACAGAGGAAGCCGGCCCAGGCCGCCGTGTCTGCAGTTGGGTGCTGTGCGGTGCCCAGAGGGCTCTTTG 

CTTAGGGCCCGACCCTGAATTTTCCCGGCTGGCCAGAAACTGTGGTGTGTGTGTGTCAGGATCCCAGGGGCACCGTCCAGCAGGAGGGGCCGGT 
GGTCAACGTGGAGGCCCGAGATTCCCACCCCTGGCAGCTGATGTGAATAGCCGGGTCCTCCCAGGTCCCTGAGGTCAAGGCAGGTCAAAGACCT 
GTGTCCTCCTGCTGGGTCCCTGAGCTAGTGATTCCTGTCTGAAACACATGAATCATTACTGCCACCCATGAGGGGCCCATTGTAACCGAGCGAG 
AGGGCCTGGAAGAGGTCAGCGGGAGGAGGGGCCTGATCGGTGGATCAGCTATCCCTGTGCAAGGACCCGGAGCCCATCAGAGCAGCCTGCAGAG 
ACTGAGCTTGAGATTCCGTCGGGAGTTTGGATTCGCTGAGTGGGTCGCTCTAGCATTGAGAAATGCAAGCAGAGAACAGAGGGTGGAAACCAGA 
TGGTCCAGGAGCCTGGGCACTGTAGCCAGGAGGACAGAGATCCCGGTGTGCAGTGCGTTCACTGCATTGTTCACTCGGAATCGCAGGTGGCTTT 
GCTGGAGGGACAGACAGTTGATCATAGTGGAGCTGGTGAGAGGAAGCTGCACCCAAAAGCCATGGCCGGGAACCTGGATCTGACTGCAGGGAAA 
CAGAAGCGTGGTGGGCGCTGGGCGATGATGGAATTTCTAACAAATGCTTTGTTTCTGCTAAAGCTAACTTGCGCTTCCATCTCTGGCATCTCCT 
CCACTTCCCAGGTGAGCTGACTGGTTACTGAGCCTCACAACCACACTGAGACGGGGGCGCGGTCATCCCCTCGTTTCCCCAGGGGAGACAGGCT 
CAGAGTGGAAGCCGCTTGTCCTCCTAGGATCTGGGAGTCGGGGCCCAGCTCTCCCTCTGCTCTGGGTTTAGGGCTGAGGTCAGAGGCAGCCCTG 
ACCTCCTGCTGGTGGTGGGTAGGGTAGTCGCGCCGGGTTGCTGCTGCCCCGCCCTCGGGAGGCTGGAGGCCCCCCAAGGACAGGTGGTTTCCAG 
GAGCAGCGGGAGGGAGCCCGGGTTGTGTCCTGGGCCTGGAGCAGAGAGGGGAGGAGCCCAGCGCCTGAGTTTCAATTTCCTGAAGCCTGGGGGA 
GGGAGAGGAAGAGAGCCTCGTTTCGTTTCGGGGCTCTGGACCTGAGCCTCCCGCCCAGGGCCCACCGCACCCCGCTAGGACCTGGGATTTCCCA 
GTCTCCACACCGGCCCGGAACTGGGCCCCCTCCTGTCCGCAGCCCATCCAGCCCCACTTCCCCGGTTCCCCGCTTCCCAGCATCTGCCCGCGGA 
TGAGCCTCTGGAGGATGGGCGGCCCGTCCCGGCGCTGCCCCTCACCCACCCCCCACCGCTCAACCCCTGTGGGGACTTCCTGCAGTGAGGCCCA 
GGCAGGACGCTGCGCTGCCTCCCCCATCCACAGCCTCTGCCCCCTTGACACCCCCGCCCTCTGCGGTGCCTTGCAGGAGTCGCCAGCCTGTGGG 
CCCGGGACCATTTCACACGCTGTCCACAGTCGTGGAAACCCGGCAGCCACAGCAGGCCTGGGCCCACGGTGCCTCCACCCCTCCGTCAGCCCCC 
AGCAAGTCTTCCTGGGGGTCCCCAGCCCTGAGTGCGAGACCCTCCAGGCTGCTTCTGGACCTCGGGGCTGGGGCTGAGCCCGATCCTGGCTGGA 
AATGAGTGCAGGGCCGGGCTGCCTGGGGGAAGGCCCTCCAGTCTCTGAGCCCGACCCTGGGGAATTTGCTGGGACACCTTGAAGGCCGCAGGCC 
AGACCCCAGGGGTTAATAAGGGAACAAAGTCCTTGGGCGAACACCTGCATTTACTATCTGAGCCAGCAGGCAGCTAGGATGCTGGGTGAGGGGG 
TCTCTGGGCTGCTGGGCGGCCAGGCGGGGGCATCGGGGCAGGAGCTGAGGGCTGCAGTGGGCAACCACCCTGAGCTCGTGTTTACCCACCAGGG 
GCAGTGCCAGGGCGGGCTGGGCTCACAGCAGAGCCCAGAGGAAGGGGCTCAGGCTGAGCAGGAGCTCCCTGACAGCCTGGCACCAGAGGCCACG 
CCGCACTGTGGCCGCCTTGTTACGGAGGCTATTTTCACAGCAGGTCATGTCCAGCTTCTCAATCTTCGAGTCAATCAGTCTATCCTCAATTTCT 
GTGGGGTAAGACCCTCCAGGGACCACAGGATGGGTGAGGTTCATAATCTGGGCACAGAGTGGGGCCACAGCCCTTGCTAGTGTAGCTGAGCTTC 
TGCCCTGTGGGCAAGAGAGGAGGGTGTCTGGCACAGGAGGGCCCACCCGACCCCCTCGGACGCGCGCCAGGACCGCCGCCTTCAGGGAACCTTG 
AAGCCAGTGGGGACGCGGAGGCGAGCAGAAGAGAACGGGCGGCGGCCCCAGGCCCCACACCAAGTCTGCAGTCCATTAGATGGAGGTCCCTGAG 
CTCTGTCCCCAGATCTAAGCTTCCACCAGGCCAGGGGGCTCAAGGCAGAGCCGCTGGGATGCTGCCAGAGAGTGCCCTGCCCACCCCTCACCTG 
CCTACAGACGCTGGGTCCCACCCAGGACTCACCATCGATAGTGCCAGTGACCACAGAGGAGGGGCAGCTTTGAGCCTGCATGGGATAGGAGACG 
GGGTGACAGAGGCTGGGGTCCAGGACACCGTAGCACTGGAAGCACTCAAGGCCGTGGCCTGGGATGGGGCGGGGAGGGTGCAGGTCAGGGTCGC 
AGGCTGAAGGGTGGGTTCCAGTCCCTCTCAGCAGCACCGGCAGCAGGCCTGGGCAGCACACAGGTAGGCTCAGGTGCCCTTGGCTACTCAGAAT 
TGTGGGCAGGGTCCTGCTGGCATCTGGAGCCCCCAGCATCAAGAGGGTCTTACTCCCACCTTCAGGCCTCCTTCCCATCCCCCACCCTCAGCCA 
GCAGCAGCATGGGGCTAGTGACCTTCATGGTCTTGGGTATGGGTGCATTGAGGGCACATGTGGCACAGAGGCTCTGAGCCTGGGAAGAGCTAGG 
GGAGGCCTTGCACCCCCGAGCCTGGGAACCTCTGCCCCACTTCTGGTTTGTGATGAGGAACCCGGATTGTTTGTGTAAAGTGCACACAGCTGAT 
GGCCTCATCCCATCATCTCACAGAATGGGAATTGAGGGGTAGAAACCCTTCCTTCCTGACCTGGCTGCTCTGGAAGGCAGACATGACCTTGAGC 
AAGACCCCTGTCACCCCACCCCTTCTCTGCCTGGGGCCTCCCAGAGCTCAGGGTGTGAGCAGAACAGATCCGGAGGGAGGAGGGGGTGCGGTGA 
GGAGAGGAGGGGCTGCGGTGAGGAGAGGAGGGAGAGGTTGTCCCCTGGGGTGGGAGGACGCCTTAGGAGAAGTTCTGACTCAATAGAGAGGAGG 
GTCCTGGACTAGGGCCTTGAGTTTCAGTTTCAGTTTCCTGGTGCATCACAGTGTTGGTGTCTGAAGCAGGAGAGAAAAGCAGCCGTGAGAGCTC 
AGGTCACACCCAGGACCAGGCCCTTCCCGCTCAGGATGAGGGTCTCTGGCTGAGCCCACCACTGGCAGGCCCCCGTGCAGACAGAGCCTGGGAG 
GGGCCAGCAGGGCAACAAGCTCTGACACTGAGACCCCAAGCCAGGCACCCCTTGTTTTCTGTGCAGGGAGCAGAGGCCCCTGTAACGGGGTGGG 
ACGACATGGGGGCTCCCTTGGGGCAGGGGAGGAGGGNNNNNNN^^ 

NNNNNNNNNNNNNNNWNN^ 
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TTTGTTCTTCACGGAGAATCAGAAGACACAGGAAATGGGCCAGGGGTGACTGACTGCAGACTCCACCCCCCCTCCCCAACCAGGTGCTGGGCAG 

AAGGAAGAGAGGGCTGC CTGGG CTGTGGGGACAGAGCC CTTGATGAAG ACAGATAAAGGCAG CAG ACCTGCATAAGGATGGGTCGCCTCTCCGG 

TGGGTGGTCCCTTCCGAAAAGCAGAATCCACTCTGTGCCCTCAGGGGTCTCTGCTTGGAGAGTCCATGGCATCTGAGAGGATGGGCCAGGTGAG 

GTGGGGGTGGCTCCTGAGAGCAGGGAGGACAAGGGCGGAGCTGGAGGCGTCAGGCCCAGAAGACCCCCCCAGTGACTTGGGGCAGCTGTGGGCA 

AGGCTTGGACCCAAGAGGCCTGACCACCCCGCCTGGCAGCACACCAGAGCACAGGCCAGACCTGAAGGGGCAGCGGCAGGGGGGCCCATGGTCC 

ACGGGTCACTCTGCTGGCCCTGCGGCCACACTGCTCAGGTCCCAGGGCCTGATGATGGCTGAGCCAGACATGATAACACCAAGCAATGGAGAAG 

TTAGAATATTGCTAGGGATACTGACTTGTATTTTTGAATCTTAAAATATATGTTTTAATCTGACATCTATAAGCAGTGCATGTTACATGCCAGT 

CAGAGCATGAGCATCCCCAAGAGGTGTGCACTCTGTGTATCTATGGATAATGAAAGCACGGCTTTCACACAGCAAGTTATCCTCACTTCCTGTG 

ATCAACTCTGATATCTTCTACTTTATTTGAAAGAGTATTGATTGTGTCGCACTCGACTGATTTTACACCCTCTATGTACATGGTCCCCAGTTTA 

TGGGCAGGGCGGTTATTTTGTGTTTTATTTTGTTTTTGAGACGGAGTCTTGGTCTGTCGCGCAGTGTGGAGTGCAGTGGCGTGATCTCGGCTCA 

CTGCAACCTCCGCCTCCCGGGTTCCAGCGATTCTCCCGAGTAGCTGGGATTACAGGCGCCCGCCACCATGCCCGGCTAATTTTTTTATTTTTAG 

TAGAGATGGGGTTTCACCATGTTAGGCTGGTCTCGAACTCCTGAGTTCAAGTGATTTGCCTGCCTCAGCTTCCCAAAGTGCTGGGATTACAGGC 

ATGAGCCACCACACCTGGCCTGTTATGTTTTTTGAGATAGGGTCTCCCTCTGTCACCCAGGCTAGAGTGCAGTGGTACAATCACAGCACATTGC 

AGCCTCAACCTCCCTCCCAACCTCAACCTGCAGGGGAGGGGAGGGAGAGGAAGGGAGGCTCATCTCAGGGCTCTGAACCTGAGCCTCCCACCAG 

GGATTTCCCAGTCTCCACACTGGCCTGGAACTGGGCGCGCTCCTCTCTGCAGCCCCATCCAGCGCCCACTTCCCAGCATCTGCCCACGGATGAG 

CCTCCGGAGGATGGGCAGCAAGTCCTGGCACTGCCCCTCACCCGCGCCCCACCACTCAGCGCCTGTGGGGACGTCAGGAGGTAAGGCCCAGGCA 

GGACCCTGTGGGAGCTCCCCCATCCACAGCCTGTGCCCCCTTGACGCCCTTGTTACAGAGGCTGTTTTCACAGCAGGTCATGTCCAGCTTCTCA ' 

GTCTTCAATCAATCAGTCCATTCTCAGTTTCTATGGGGTAAGACCCTCCAGGGACCACAGGATGGGTGAGGTTCATAATCTGGACACACAGGGA 

GGGCCACAGCCCTTGCTAGTGTAGCTGAACTTCTGCCCTGTGGGTGAAAGAGGAGGGTGTCTGGCACAGGAAGCCCCACCCGACCCCCTTGGTC 

CCACCCCAGGACCGCCCCCTTCAGGGAACCTTGAAGCCAGTGGGGACACAGAGACAATCAGGAGACAAGCAGAAAAGAACAGGCCGCGCCGAGT 

CTGCAGTGCTTCCAGGCTCAAGCGATCCTCCTGCCTCATCTTCCAAGTAGCTGGGACCACAGGCACCTGCCACTACCCCCAGCTATTTAAAAAA 

AAAAAATTTATAGAGATGGGATCTCACTATGTTGCCCAGGCTGATCTTGAACTCTTGGGCTCAAGTGATCCCCTTGGCTCAGCCTCCCAAAATG 

CTGGAATTGTAAGCGTGGGCCTCTGCACCCGGCCTGGTCCGCAATTTAAAAACGCACAGCCACCATTGCCTCTCCAGAAAGCACCCAGATGCCT 

TTGGGAGAACCAGCCTCCTCCATGGAGGAAAGCTTGGGATCTGCCTTCCCACCTGGGGAGGAGAGGGATCTGTGGAAAATCCTTCTGACGGACT 

TCCCCTC AGTG C CTG ATCCAT ACTC AAT AGTAG AAAAAGTAAGAAATAT ACAAAGATAG C AG AT ACACGGAG AC AGTTCC CC AAAT AGCTGAGC 

G AATAGCGC AGAAGC AAT ATTG AAGACCTAATAGCTGAG AC ATTT CC AG AACTG ATAAAGTG C AT C C AGC CACAG ATC AAGCAGCCC AG AAAAT 

TCCAGGC AGCATCAAC AAATAAATAGCCCCAC ATGCACC CGTGAAAATG C AGAAGAC CAAACAAAAAAGTCCTGTCAAC AG C C AGAGAAAAAG A 

TCAGCCACCAGGGGTCGGTAGTGAGAAGGACAACTGTGGAAGCCAGGAGAGACGACAGCCCTGAGTTCCACAGGCAATGGAAGAAAGACTGTCA 

GACAGAAAGGTTGTCCCCAATATACTTGCACTAAAAGAAAATCTTTTTTTAATTAATTAATTAATTTATTTATTTTAGACAGGATCTCACTTTG 

GAGTGCAGTGGCGGGAACACAGCTTATTGTAGCCTTGACCCAGGCTCAAGCGATCCTCCCACCTCTGTCCCCGAAGTAGCTAGGATGACAGGTG 

TGCACCACCATGCCCAGCTAATTTTTGTATTTTCATAGAGGCGGGGTTTCTCCCTGTTGCCCCAGCTGGTCTTGAACTCCCTTGATCAAGGAAT 

GCTGGGACTACAGGTGTGAGCCACAGCACCGGCCAAGAAGGTCTTTTAAAAAGTCTTTTCGGGCACGGTGGCTCATGCCTGTAATTCCAGCACT 

TTGGGAGGCCAAGGCGGGTGGATCACAAGGTCAGGAGTTCAAGACCAGCCTTGCCAAGACGGTGAAACCCCGTCTCTACTAAAATTAGCTGAGT 

GTGGTGGTGGGCACCTGTAATCCCGGCTACTCGGGAGGCTGAGGTAGGGAATTGCTTGAACCCGGAGGCAGAAGTTGCAGTGAGCCAAGATCAC 

GC CACTG CACTC CAGCCTGG CG ACAGAGACAGACTCTGTCTCAAAC AAAAAAAAGAAAAAG AAAAG AAAAGTGATCTTTAGGCT AGACATGGTG 

CATGGTGGCTCTCACCTGTAATCCCAGCACTTTGGGAGGCCTAGGCAGAAGGATCGCTTGAGTCCAGGAGTTCCAGACCAGCCTGACCAACATG 

GAGAAACCTGTCTCTACTAAAAATACAAAAAAATTAGCCGGGCGTGGTGGCGCATGCGGGTAGCCCCAGCTACTCAGGACGCTGAGGCAGGAGA 

ATCGCTTGAACCCAGGAGGCAGAGGTTGTGGTGAGCTGAGATTGTGCCATTGCGCTCCAGCCTGGGCAACAAGAGCAAAACTCCATCTCAAAAA 

AAAAAAAAAAAGTGATCTTTAGGCCGGGCACAGTGGCTTGTGCCTGTAATCCCAGCACTTTGGGAGGCTGAGGTGGGTGAATCACTTAAGGTCA 

GGAGTTGAAGACCAGCCTGGCCAACATGGTGAAACCCCATCTTTACCAAAAATACAAAAATTAGCCGGGTGTGGTGGCACGCACCTGTGATCCC 

AGCTACTTGGGAGGCTGAAGCAGGAGAACCACTTGAACCCAGGAGGCGGAGGTTGCAGCGAGCCAAGATCTCGCCACTGCACGCCAGCCTGGGC 

AAC AG AGCGAG ACT ACATCTCAGAAAAAAAAACAGTGAT CTTTAGC CAGAAGGAAAATGGTCC C ATTC AGAATCAGAG ATACCT CAAGTGATGA 

AGCACAGATTCGTAGAAATGTGGTGAGTCTAAATGAACATCAATTCTATTAAAAAAGATAAAATAGTGGCCGGCGCGGTGGCTTACGCCTGTAA 

TCCCAGCACTTTGGGAGGCCGAGGGGGGCGGATCACCTGAGGTCAGGAGTTCAAGACCAGCCTGACCAACATGGTGAAACTCCATCTCTACTAA 

AAATACAAAAAAAATTAGCAAGGTGTGGTGGCACATGCCTGTAATCCCAGCTACTAGGGAGGCTGAGATGGGAGAATCACTTGAACCCAGAAGG 

CCTCTCACGCCATTGCATTCCAGCCTGGGCGACAGAGCAAGACTCCGTCTCAAAAAAAAAAAAAAAGTTCTGTCTTGTGGGAGATTTAAGTTTT 

TGTGGTGAAATTAAAATTCATACCATAAATACAAACCTGGAAAGGAGTGAATACAATGAGGCGAACCCACTGGGCGGTTACACAGTGGCCCACA 

GCTGTAGTCCCCACTACT C AG AAGG CTG AGGCAGGAGGACGGCTGGAGC CCAGGAGTTC AAG ACC C AC ATGGGCAAC ATAGTG AG ATGGAGCAG 

GGACCCCTCCTAGGTGCCTGCCAGGCTCTCCCAAGCTTGGAAATCAAGGAACACTCTTGAATCCCTTCAAGGGAAATTCCAGTCACCTTGCCAG 

CCTTGAAAGGTAAGTGAGCAGCCTGCCAGGAAGGCGACGGGAGCACGGGTCTCCCAAGCAGGCCACAGCCACAGGTGGTTTGCTTCCCTATAGA 

AACTAAAGCATAACATACATTCTCAAGTCTTTCAGAAACCCCCACCCGGTGGAAAATGCCGACTGCTATCACAGAGACCCAGATAAGGGGGAAC 

TGAGGACTGAACTCTGGCCGTGTTCTCTGTCATGAATTTCTTCTTGAGGGGCCTGGAGGGAGTCACAGCTGTGAGCCACTAATGTGTGCCCCCA 

TGCACACAGCACCCTTGGCATAACTAACTCCATCTTAGAGACTCCATTGTATATCTTACAGGGCACTTGGCCAACAAAGGTAAGATGTTTTGCT 

TAATAAACAAGTTAAAAATAAAG CCTGCAT CCAAAC AGATGAGGACGC AAG C AAGCG C ACTCTTCAGATGTCACTTCTCACGGG AGG CCTCTGT 

GATTGCAGAAGGAAAGGCCCCAGCAGAACTCACCATCTGCCGCCTGAGGCTCCACCACCTCGAAGACATCCTTGCAAGATCCACAGACTGGCCC 

AGACCAGGAGGTTTCTGTCTTCTTCTTGTGTCTTCTTCACTCTCCTGGACTGGTTCGTGAACCCTTTCTCCTATCTCTGTTTCCTCTGGATGTT 

HUMAN SEQUENCE - mRNA 

GCTCCGGCCAGCCGCGGTCCAGAGCGCGCGAGGTTCGGGGAGCTCCGCCAGGCTGCTGGTACCTGCGTCCGCCCGGCGAGCAGGACAGGCTGCT 
TTGGTTTGTGACCTCCAGGCAGGACGGCCATCCTCTCCAGAATGAAGATCTTCTTGCCAGTGCTGCTGGCTGCCCTTCTGGGTGTGGAGCGAGC 
CAGCTCGCTGATGTGCTTCTCCTGCTTGAACCAGAAGAGCAATCTGTACTGCCTGAAGCCGACCATCTGCTCCGACCAGGACAACTACTGCGTG 
ACTGTGTCTGCTAGTGCCGGCAT'TGGGAATCTCGTGACATTTGGCCACAGCCTGAGCAAGACCTGTTCCCCGGCCTGCCCCATCCCAGAAGGCG 
TCAATGTTGGTGTGGCTTCCATGGGCATCAGCTGCTGCCAGAGCTTTCTGTGCAATTTCAGTGCGGCCGATGGCGGGCTGCGGGCAAGCGTCAC 
CCTGCTGGGTGCCGGGCTGCTGCTGAGCCTGCTGCCGGCCCTGCTGCGGTTTGGCCCCTGACCGCCCAGACCCTGTCCCCCGATCCCCCAGCTC 
AGGAAGGAAAGCCCAGCCCTTTCTGGATCCCACAGTGTATGGGAGCCC CTG ACTC CTCACGTGCCTGATCTGTGCCCTTGGTCCCAGGTCAGGC 
CCACCCCCTGCACCTCCACCTGCCCCAGCCCCTGCCTCTGCCCAAGTGGGCCAGCTGCCCTCACTTCTGGGGTGGATGATGTGACCTTCCTTGG 
GGGACTGCGGAAGGGACGAGGGTTCCCTGGAGTCTTACGGTCCAACATCAGACCAAGTCCCATGGACATGCTGACAGGGTCCCCAGGGAGACCG 
TGTCAGTAGGGATGTGTGCCTGGCTGTGTACGTGGGTGTGCAGTGCACGTGAGAGCACGTGGCGGCTTCTGGGGGCCATGTTTGGGGAGGGAGG 
TGTGCCAGCAGCCTGGAGAGCCTCAGTCCCTGTAGCCCCCTGCCCTGGCACAGCTGCATGCACTTCAAGGGCAGCCTTTGGGGGTTGGGGTTTC 
TGCCACTTCCGGGTCTAGGCCCTGCCCIAAATCCAGCCAGTCCTGCCCCAGCCCACCCCCACATTGGAGCCCTCCTGCTGCTTTGGTGCCTCAAA 
TAAATACAGATGTCCCC 

HUMAN SEQUENCE - CODING 
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ATGAAGATCTTCTTGCCAGTGCTGCTGGCTGCCCTTCTGGGTGTGGAGCGAGCCAGCTCGCTGATGTGCTTCTCCTGCTTGAACCAGAAGAGCA 
ATCTGTACTGCCTGAAGCCGACCATCTGCTCCGACCAGGACAACTACTGCGTGACTGTGTCTGCTAGTGCCGGCATTGGGAATCTCGTGACATT 
TGGCCACAGCCTGAGCAAGACCTGTTCGCCGGCCTGCCCGATCCCAGAAGGCGTCAATGTTGGTGTGGCTTCCATGGGCATCAGCTGCTGCCAG 
AGCTTTCTGTGCAATTTCAGTGCGGCCGATGGCGGGCTGCGGGCAAGCGTCACCCTGCTGGGTGCCGGGCTGCTGCTGAGCCTGCTGCCGGCCC 
TGCTGCGGTTTGGCCCCTGA 
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TABLE 12 



MOUSE NOMENCLATURE 
ICSGNM Rasa2 
Celera mCG21S45 

HUMAN NOMENCLATURE 
HGNC RASA2 
CeXera hCG16062 

MOUSE SEQUENCE - GENOMIC 

TGGAGCTCTGATGCTGAGGGCCCGCATGAAGGCCAGCTAGGTATAAAAATGCATCTGAAGTCCCAGACGGTTGGAGGCAGAGACGGGGAAACCA 
CGAGACAAGCTTGCTACCTAGACTAGCCAAACTGGCAAGCTCCAGCTTCAAGATCTTGCCTCAGTAACTTAAGTGAAGGATAGAAGACAAGGAG 
ACCTGTAACCCCCTAACCTCCACACAAATGCA(ZACAGCTACAACAATACATGTTTGGGCCCGAAAAATGAGATGCAGGTACCTGTGGTTGTCAA 
GACTCAGTGACATTTTGTGCTGACTTGGAGTCAAGAGTTTCCCTCTGTTCTGGTGAACTGAGCACCTGGGTTCAGGCCATCTAACACCTACCTT 
TCTCAATGGGATGACGTCAGGCCTCACAAGATACCCCTGAAAGCGCAACCATTTGTCTGCCTTCCGCAGGAACAGTAAGTTATTCAGATTCCAG 
GCTCTAATGGTCCCTAGGAATGAGAAAGTTCCCTGAACCTAGTGCCTTCTGGAGGGAGTGTGAAATCTGTATGTATACAGGAGTGGCCTTTGGA 
TTTGATGTAGGATGTACTTTGCCACCCTGATTCAGCCTAATCAACTTCTTGTGTCTCAGCTTTCCTAGGTTTTTCTATTAGTAAAAAACCAGAG 
ATCATCTCTGAACTACCCACCATTGCACTTTGAGCGTCCTCAAAGACCCCCCTTTGGTGGTGCTGTGGTTTCTTCTGTTGTCTGGGGTGATAAA 
CAGCAAGGTGACCCTCCCCTCTCCACTAGCCTGCAACAGAACCACACTGTAGCTGCCTCCTCAATTCCCAGTGTGCATGGAGGACACCTGCTCA 
TGATTTGTAAGAGTCTGAGCCCTACTCTGGGGCTAGTGTTAGACATGTTGCTAGTCTCTTGTAAAAACATAAGAGATGTCTCTGGAGTGTGGAA 
GTCTGTAGGAATCCCAAGGTGAGAGGCTGAGGCTCTTGCTCTAGGTAACAGGAAAGGTAGACAAGAGAGCAGAAAAGACATGTTCCCCTAAGGA 
CTGAGCTGGTGGGCTAAGGAAGTACAGAAGCTGAAGGGTAAA.CTGAGGAATGTGGGCGATGCATGTTTGCAACAGGCAACCAGCATCACTGGTG 
CATGGGGGAGGGGGACTGCTAAGAGCACTGTTTGAGTCTGAGCAGCAGTGACATGCCATCTATGGGGCATTCTCTATCTTCCCCCTGGACCCTG 
ACTCCCCCAGAGAAGGTGGACACCTCAGTGAGAACAAAAAGAGGCCAGAAAAAGGGCAAGAAAGTCAGCAGTGTCCTGCTTCAACTCTGCTGTT 
AG CCT CCCAG ATGGTG ACAGGCCTG ATAC AAAGG AG AATAG AAG C CATAGCTTTGACTGTTCT CCT CAAAATG ATGCTTAAATTGTTG AAATG A 
TATTTCGGGGGCACCTAAAAGAGGCTGAAAGGGTGGTGGAAATGGTACCATGCACTTAGAGCTAGAAAAGAAGTAACATCGGGAGAAGAAGGCG 
AATAAAATTGTTTTGTTGCCTGTTTGGAGCCCTGCATACCCTTGGCTACTGCAGAGTTGGGGCTCTTCACTCAAGGGTCCGCCCCGCCCCGCCC 
CGCCCCGCCCTGCTAGCATGTCCTCTTTCCTGGAGGCCTGTTCAGTCTCCAGATTGGTGTATCTACTTCTCTACTCAAATACTTCTCTTTCTGC 
TGCTCTGGGGCTAAACCCCCATTCAGCCCTTTCACATCAAAAATGCCAAGGAAGTGGCTCAGAAATTGTGCATGCCATCCAACATGTCTGTTTG 
CCAGCACTGACCTCCCCCAGTCCTCACCACTGGAAAACTTCCCAGTGGGCAATGGGGCTTCTGAAGATGCTAACAAAGAGGACCGACTGGGACT 
GTGCTCTGCGGG CAGGGTGCATTGGCT CAAATCCTAGAGAGTCTGTGTGGGT CAGCTTTGCT C AGAGACAG CATG AGAAG AAC AGTAACAAATG 
CTGACGTTAGCTATGAAGTGTTGTCGCGTCTAGTGGAGCATGTAGCATCTACCTGCAGAGGCCGGCTCGAGGAGCTTTGTCAGTATTTTACGGC 
CAGCACACTGCCTGTGCTTTGTAGAGAGAGAAGAAACTCAGCAAAGAATTCCCCTTGTGCCTGAATCCTTGACTCTTAGCCCTCATTGCCCTTC 
CATTCCCAGCTTTGTTTCATGAGGGACTTTGGGTCGGCTCTTTAGCACCCTTCCCCCCAGTTACGTTTTATTTGCTTGCATGTGTGTGCCTGGA 
GGCCGAAGAGGCGTTGGATCCCCTAGAACTGGAGTTACAGACCATCATGAGTCGTCATGTGGGAGCTGGGAATTGAACCTCAGTCCTCTGGAAG 
AGCAGCCGGTGGCTCTTAACCACTGAGCCGTCTCTCCAGCGTCAGCCAGTTCTTCGTGAAGTTATACTCTCTCTTGGCTGAGACTTGAGAAGAT 
TTTGAAAGTATCATTTAACCAACTACCATTCTAATGTATTCTCGGGGCACTAAGGAGAGGAGGGGGCACCGGAACTTTCTCTGAGCAGAGCCAC 
GTGGGTCCACATTTCCTTGACTCCTGGAGGTGCCCATGCGGATCTGTACTAGCCAGGTTAGTGACAGGAACACTGGGAGGCCCTAGCAGTATCT 
TAAGAGTGCGGGACTCCATTAGACCATGTCCTGAAGGTCCCATGGCTGCTGGGTTGGCAGGGGCTGCCTGGCCTGAGGTACTCTAGCCTGGCAC 
TTAACTACTGAATAACTGATGGGTGGCTCTGGGATGCTGGATGAGTGGATAGGGCTGCCCAGACAAATGAAGAAATGTCCTGGCACAGAGTCCA 
TGAACCAAGTGCAGAGTTGCTCAACGGTTCCACCCTTTCGTGGCTGTTGTTTTATCAGTGAAAAGTGACAAGAAGAGTGGACTGGAGGAGGGGT 
GAACGCACCATC^TAATTCAAAAGGAAGGGAGCCTCGGGACACCTGAAGTCACTCTGGCCAAAGGGCATATGCTGCCTTATGCTCCCGCAGCCG 
GGCCTTTAACCGCTTCCTCCAGGAGCTAAACTTCTTTGAAAGTATTTTAAACAGATGAGCTGGAGCCTTCGGGATAAAAAAAAAAAAATGTCCA 
CATATTTTACCAGTTTTGTCATGGCCTTGTTTGGTTCTGAAGTAAAATCTTAAAAGCTCTCTGAGTCTTTCATCAACTTCCCCATGTCCAGCTT 
TGCTAAGAAGAAAACTGCTGCCTGGACTTAGAGGAAGAGCGAATAACTAATTCACCAACGTATTAAGATGGGATGAATGGGGGCACCAGATCAT 
CACTGATGAAAGCAACTTGCCTCCCAGCCAGTCTAGGGGAAATGATTCTTCCTCATTAGTGCACAGATATACGAACATGACCTACATTTAACTA 
CTAAAAAAGCACAAACACATCTCCTGACTTATCAAAGAAACACCAGTAACCTGGGGGGCCCAGGGCGTCAGCCAACCCATTTGAGCCCAGCAGC 
CAGGAGCCAGGAGCCAGTGGCTCTCTGTGAATTCCAGGCCAGCCAGGCCTACAGAATGAGACCCTGTCTCAGAAGTAAAATAAAACAGAGGCTG 
GAGAAATGGCTAAGCCATTAAGAGCGTTTGTTCTTGCAAAGGACCTGAGCTTGGTTCGCAGTACACTAATGGAGGCTAGCTAACAACTATCTAT 
AGATTTAGTTCCAGGGGACCCAATGCCCTCTTCTGACCTCTTCTGGGTGCCAGGTACTCGTGTGGTGCGCACATACACACATACATGCAAGCAA 
GCAAAACATCCACTAGAG&CATAAAAAATATTTAAATGAAAGTAAATATTAAAATATAATAAAAT 

ACAAGT C AGTTAGAGG CTAGTAATAGGATGTATTAGTATTCAGAAATAGGATGG AACTGACC AGCT CTAGAAAT AGTTTCT AGCATCAGGATGT 
ATTC ATTTC ATT AACAG AAACGG CAATTTTCAC AC AT CG C AC CTTG AATGAGCTGACTTGTGGTTTGAAACAAATGAATGGGCTT AAAACTAGC 
TAAGAAGTCAGAAAAGACAGGGCAGTGAATGACTGCTCATCAGAATAGAGAAGAGGTGGGGAGAGATAGGTTTTAAAGACATTCATTAATAATA 
TGGGGAAGGAAGTGAACTGCAAGATCGTGTCTGCTGCAATATTGTTCCCGTTACCAAACACAGTGAGGAGAGGAACTCTAGACGAATTTAAAAC 
CCAGCGC AC AAAGCCATAGACAAAATGAG ATGG AAAAGCAGTCTTG CAG CTTGG ATGC AG AC CTTAGTCTGTAAAACTCG ATT CCTG AATGCTT 
TATATTAAGGAACAAAGACTAGTGAAGATTTCTGCAGCACCAGTTGAAAAAAATGTCATTCCTAAAGTGCTCCTTC!AGAAATGAAGTAATTAGA 
AGTGACTTGGGATGAAAAGGAAGAGGAGCTGGAGGGCCTTAGTGGAACAATGTGATCATTTCAAACTCCACTACAGGAAGATGTCCTGGGAGGG 
AAAATTAATGTTACTTCAAATAAAATTGTTTTTATATGTTTTAGTAACAAACTAGTAACAGAGTTCATGAAAAACAAGGGAAGTTAGAAGAACC 
TACTGTAAGCAACAGTATTTTTTCAAAGAAAAAAACAAAACAAAACAAAAAAACAAAAGAAAAGCTAGCTTTGGAAGTCTACCTGGAGGATGTC 
ACAAAAGTTTTCAGGTCAGACGGCTTCCATTTGGACGACTATGATAACAAATTACAAGTGAGAAATTTCAGAAAAGGGAAGCGCCACGTCTGCA 
GAGCAGAGGAAGTTAAGACATCACTCATTCATGCGTGAGCACACTGAAATTGTTAAAGAATATGGAGTGCAGGAGATAAAACCCCTCGTCGACC 
ACCTCTCCCTCCATGGGAGGGGGTGGGGAGGAGAGCTATGCAAAGCTGCCTCTCTCCTTGTGCTAGGAGGGTTTCATATAATAGAAGTGATCAG 
TACTATACAATGACTCACGTGAGAGCCACTGCCCAGGAGAGAAAGGAGAGGAAAATGAGGCAACCCTCGGCCAGACTTTTTTCTCTTCTCTTCT 
CTTCTCTTCTCTTCTCTTCTCTTCTCTTCTCTTCTCTTCTCTTCTCATTTTCTTCTTCTTCCTTTGTTTCTTTGTTTCCTTCTCTCTTTCTTTC 
TTTCTTTCTTTCTTTCTTCCTTTCTTTCTTTCTTTCTTTCTTGGAGACAGGATAGCTGTGGCTGGAATGGAAGTTGATATATAGACCAGGCTGG 
CCTTGAACTCACAGATATTGGCTTGCAACTGCCTCCTAAATGCTGGAATTAAAAGCATGTGTCTCCATGCCTGGTTTAGGAAGCCATTCTTAAC 
AAGTTGTTGGGGAAAGTGGCTCAAAGTGACTGAGGTAGGAAAGGTTCGACACAGGCTGGGTCCAATCTAAGCCCCGAACACCTGGCGGAGGAAT 
GTGAACTTCATTCATTAGTCATCTGTAGCTGGCTTCCTGACCTGCACTGCTCGATTGCTTGGTGACTGATACAATGAATGAAGCCATTCATAAG 
GTTTTTATTGTTGTTGTTGTTGTTCTTGTTGTTGTTGGCTTGGTTTGTTTTCCACAAACCAAATAAGCTTCCTGGGTTTTGCTTTAGATTAAGA 
TTCATTGGTGCAGAACAGGAATGAACGAGGTGGGAGACTTATCACATGCGTTCATGTCAAGAGCTTGATGTGGCATTTACTGAACTAATCCTAC 
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TAGATACGTCACAGACATGTTCTCAACACTTACTTAATACTATTGATAATCCTTCAGAGAAGGAAGACCCAGTGTAACATTTCAGTTCTGCATC 
AGAGAAGCACATGCAGATGTTTAAAGCCATAGGTTAGCTCTGTTCTTAGATGCTAGTCAGAAGCCTCCTTTTGCAGTGGCCAGAGGTGGATGCA 
GAGATTCACAACGGGCCAGAGAGCTGAGAATGTGGGACTGAGAAATGCTCAGCCCTAGATGAGACATCCAACCACTTCTGAGGTCCAGAGGACT 
TCAAGGAGGGATGGGGCAGGAAGGAGGATGGGGAGGAGAGCTATGCAAAGCTGCCTTCTGGACTTGACACGGCCTTTGTGCTCATGAACTCCAA 
GCAGCTGTGCTTACCTACAGACGATTAACCGGGTCAACATTCCAGCCCCGCTGTGGGAGGGGCTCGTGAGCACCTTCCCCTCTCTGAGGAGCTG 
TGTAGGTAGTTAATGAATGGCTGCTGGGGTAAGGGGAATCATTTTCTTGAGGGGTGCAACCACTGTTCAGTTGCTCCAATAAATAAGCCTTGAT 
CC AC AGC CCTAATT AGAGTCTATGGCATGATTGGGCACTTGTGGAAAAAC AC ACACACAGAGTCACAGACAATT CT CTCTCTCTACACACAC AC 
ACACACACACACACACACACACACACACACACACACACACACACAAGGATGAGGACTTTTGGGGGGGGAAAGAAGGATCTCAGTAGGAGTGGGA 

ATGTTTAAAGACTAATTTATTAGGTATCTTATGTATGTGGGTACTTTGTCTGCATGTATATATCTAAACATCAGAGAGGGCATCAGATCCTATC 

ATAGATGGTT ATGAGCAACCATGTGGGTGCTGGAAGTTGAACTCGGGAAG AGCAG CC AGTTTAACCACAGAG CCAC CTCTC C AAC CCCAAGTGG 

GGGAAAAAGTCCTTTTACAAAGCTTGAATATCACTCCTAAACATCACAGCTGTAAAAGGATAGGATAAGGTTTCGTATAGGATCTACAAAGCCT 

TGTCTTTGAAAAAAATTGTATTGTGGACACTCTTCAGATGAAGTCTTGTTTTTATTTTTAAAGAATTGCCATGACAGAATGGAAAGGAGAAGAG 

AGAGAGAGAAAAAAAGAAGTTTCATCAGAGGGATGTGACAACCAGAGACACTGTGAAGAGAAGGTCTAGGGAAATCAGTCTCCAGATGAAGGAG 

AGTAG AGG AGGG AAAGG C C AAC CG AAACTAAGGATTATGAAAAGGT C AC AAGTAAAC C AG ATACTTGATATGAT AATTT AAAAATTGAATTAAA 

TAAAAGGAGTTTGATGGAGGTACCCTGTGAAAGTAGATAAAACTTGCGCAGAGAAGCTAAAGGTCATCAAATGCAAACCCTGTGCTGGGAGTGG 

ACCATTTCTGTTGTTGGTCCCACAGGCCCACCAGGCTTCCAAGCAATATAAGCAATCACCACTGTGGTTGGTAGCCCACCAGAACTAGACTTGT 

GAAGCCGAAGATACATGTGCTGAAGAGACCACAGGGCATACAGACATCAAGGTGAGGCAGAGAAGGCGCTTCCTCCCAGCTAGCTAACCCCTCA 

TCATGCCAGAAGGTGCTATTCAGGCTGCTGGTAGAGAACTGTCATCAGTAATCTTACTCAGCTGGGGTCCCTACTTCCTACATCACTGACCTGC 

CAGGCAAAGGGCACCTACTGACACACTAGTGGGAAGTCTGCTATGGGGGTGACCAACCACTTCCTGACTGCAACTCCTTCAGAGGAAATTCACA 

TCTGGTACTATAAACCTGTTAAAAAGCCTATGGCTGGGGAAGTCACAGCCCCAGTAGGGCAGGTACAGATGTTGTTCTGCTAAACAGATGTGAT 

GTGTGCACCAAGTTGCTTTCCAATAATTGTGCTTGTGCATAGGAATTCGTGAGGATGTCATGTTTGCTTCGAGAAGTCCACCCCCTCATGGGCA 

GTATTAAACGCAGAGATTCATAACTAGTCACTGAGAATAAAAAACTGGATGCTCAGCCTTAAATAAGACCTGTATATCACCCCCCCTCGGAGGA 

ACGTTGAGGAAAAGATGGGAGAAAGAGTGTAAGAGTCAGAGGATAGAGTGGAGTGTGGTGGAATTTTCTTGGCATGACATGACATGGCTGTCAC 

ATTTTTTGT ACAAAGATATTT CTATTTGTATGTGTATG AGTGTTTACTTGCATGTATGTATAC CATAATG AGTGCTTAGTGTC CCTGAAGGTCA 

GAAGGAGTAGGATCCCCTGGAACTAGAGTTACAGAGCATTGTGAGTTGCCACTTGGGTGCTGGGAACTCTTCTCTAAGTGCTCTAAACCCTTCA 

GCCATCTCTTCAGCCATTCTACCTGACAGCAGCTGTGGTTGTCTGTACTATACAAGATCCGTGCAATACTGGGAGCCAACATCCTGTGGTAGGG 

TGCAGGAGGATTTACAAGGATTTTTGACAGTTGATGGTTGCCGGAAGAGACATTTTCTTCAGTAGTACAGCCACTGTTAAGTTTCCTGTGCTCC 

TGTAATTAATCTCTCGTCTATGCTTCTGGAAACAACTCTCATAAACTCATTGAACTAAAAAAAAAAAAAAAAGTCTTGCTGGTGTGATGACTCA 

GTGATTAAAGGTT CTTAATACC AAACC AGATGG CCGGGTTAAT CCCTAGGAAACCC ACGGTGAAAGGAG AAC CACCT C CCAACAGCC AT CC ACT 

GACCTTCCAGGGGATTGGAGGGGAAGAAAGCCAGCTGGGAGGAGAGGAAGGGGGTGCAGGGGATGTGGACGGCGATGAAGAGGGTATTGAATAC 

TATGCATACATTAAACATGTGTATGAAAACGGTATCACACCATGACTGTGTATAAGTAAGACATACCAATAAAGCATTAAACGTTTTAAAATAG 

AAAAAGCCAGTCTCTGGCCTGTGGTGTGTGAGCTCTGATTTGGAAAGAAAGGGAAATACCATTTGGAGTTTCTGTTTGAAACAACAAAATGCCT 

GGAAGGAGAGGTAAGCTCACTTTCTCCAAGGCTGTATGGTACAGGACAAGGGGCACCCTCATGCATCACCAGCTGGACTGGAAGTATTGCTCGG 

TAGCCTAAGACATCCAGCAAGCTTAGGTCACTCCGTCTGCCTGACTGGCCTTGGCACAAGTGGCTTCTGGGCTTGCTTGTCGTCTGTTCACTCT 

TCCCAGGCAGGCTCTCCTTGACTCTGTTTCCACAACTTGCTTCTTCTCTCTGTGTGCCCTTCCAGGTTGAGGTGCTCATGGTCTTGGCGCCTTC 

TGCCCCGTCTTTTTGCCCTAGGGCCATTCCTATATGTCTGAAAACATTCCTTGACTGGCTGACTCTAGCACCTGGCAAAGAACAACCCTGCTCT 

ATTAAATCAGTTTCTTCCTTCTTAGGGCAGCGCAGTTAAACCTCAGGACCAGGAAATCATCCCTCTCCTCACATACCAGGGTGTTATCCACACA 

GTTTACTCACTGTAAATAGTTCCCTTAAGATAGTGGCAACAACTAGTTGAAGATTTACAAACTTCCCAGGGCCAATCTACTTTCTAAAAAGCCT 

GCTTCTGGGAGTGGGAAAGAGGTCACCGTTCCGATTCTGAAATGCAAAACTGGTGATAAACTCAAAATTTCTCTGGGTCTCAGACAGGACTGGA 

CGGAGTCTGTGGTCCTTTTCTTGACCCAACTTTTTGCAGAGCAATGTTCCCAGAGCAAAGGTTGAGTATGTGGTTTGTCCCCCACGTGCCGCAC 

TGCGGGAGCATCTAGACACCGCTGGAAGAGTCTCTAATACATCTCTTGACGTTTGCCAAAATGCCAAACTTTTTCCTGGAACCTGGAGTCATTC 

TGACTGGGGACTTTTCTTTTCCTTGAGCATCTGGGGACCTAGAGGTCCGTTCGTGGGGGACGTCCAATTCTCAGGGTTCTGGGGATCACAGCAG 

GGCCAGGGTTTTCCTCCTTGTGGGGGTTTCAGAGCGCCTCTCGCGACTTGCCCAGGGAGGCAAGGCGAGGCGGATGCAGGGCGGGCACGGCGCG 

AGGGGCGGGGCGAGTCAGCCCGAGGCCGAGGCGGGGCTACAGCGAGGCTCGATCCGGCCTAGGCCTCGCTCCGGCTCCGCCTTGCCCGGCTACG 

CAGGCGGTAGGGCTGGGGTAGGGGCCGGGCGGCACCATGGCGGCGGCAGCGCCTGCTGCGGCGGCTTCTCCCGAGGCGCCGGCCGTCTCGGGCA 

GCGCAGACCCGGAGACGGGAGACGAGGACAGTCGTGAGGTCCGAGTGCTGCAGAGCCTGCGCGGCAGGATCTGTAAGCGGGGCCGGGGCTGAGG 

GGACCCCCGGGGCGGCGCGGAGGGTGGGCGGCGGl^NNNNNlSnS^^ 

NNNNNNNNNNNNNNNNNNN^ 

NNNNNNlSntfNNlSnsrNNN^ 

NNNNNNNNNNNNNNNNNNNNNNN^ 

NNNNNNNHNNNN^ 

NNNNNNNNN^^ CGC C 

CCGGGAGCTCGGGCAGGACACTTGTGCCCGCCCCACCTTGCCGCGGCGGGGACTTGAATCGAGAGCCGGCGTGACTGACGGTGACTTGGGGCAG 
GATGTAGTGGCTTCCTGTGAGCAGGTCTCAAAACTCAGTCATCCAGTCCGCGCTCAACCCACTTGATTCTCTCCCGTGCATTTGTGAGAGCCGC 
ACCGATGAGTGTAGACTCTTACTCAGAGACGGGCCAGTTCGTTTGTCATTGCTATCCTTCCTCTTTAAAACGACCCTTTGATATTAGATCGACT 
TCCCCCAGCTTATTGAGATGGTCCCTTTTCACTGTATGACTGGCGAATCAGTAGAGTTTATTGTTACTTTAGTTGAAAACCTTTTTTAATTCAG. 
ATTATTTTATC C C CAGAATGAAATCGGT CTCCTAAATAATG C CTGGCTAT AAGAG ATATTTT ATATGTTGAAAATTCAATTGTGTTAG AATGGC 
TGATACTGCTCTTTCTTTGGCAGAGTATAAACTTTAATTCTTAAATCTCGATGCTTCTTTTGGATTCTCCCACTTGAGTTTTTGATGTTACTCC 
CCTTTCAAGGATTTGGAATTTTATTAAAACCCCAGGAGCAAGCATGTTAAATGTTACTTTTCAATTCCCTGACGTCATCCTGGGACTCCCAATT 
CAGACACTTTTAAGTATTAAAACTTGGGAAATTACACCAGAGCAGTGGGTGTTTTGTGCGTCTTAAGTTCCCAGTATTTTAAGTTACTTTCTTA 
GGGTGTAAACTTTTCACAAATTAGCTTTCTTACAGTTAATATTTGCATGTATGTAATGTTTGGGAAAAGCCAAATACACTAGAATTTTCTTCCC 
CTACTAATTAGGTTTTTCAAATTTTTACTACTTTATATTTTTCTGTGACTTGATGCTAGACACTGTTGAAGCCTTGCGAATCTATAAAAGCAGA 
TTGTGTTGTGGGAAGACAGTGTGCTCTGTTGGAGTTGAGATTTAGGGTTGGGCTGTTTTTAGGAGTAAGTTACCTTCTGCTTTGACCTGATGCA 
TAG C AAAGGTTCTGTG AACAGTGTGGTAAAAATATCACTC CAAGTG AAATT CGG GTCTGCAG ATTAAAAC ACACAC AC AC ACAC AC ACAC ACAA 
GCACACAAAACTTGGTTTCTGTGGCTTAGGCAATCTCACTCCCAGAAATTGACCATTAATTTCCTGGGAATATTTTTATTTTAACCCTAGTTAA 
ACTAAAC C ACTTGTTT CTAC C CTAG ACAGTTTATTTATTTTTTATTGCT CAT CTTATAGCTCAGGTCATGTTGTG ACTGTTTCAC AAGG ATAC A 
TACTGAAATCAAGAACACCCCTCCCATTTCTTGCCCTTCTTTTAGCTGGTATGATCAAGGTTGGTTGCCCTCCGGATCCTTGTAAGGAAATGCC 
CTTCTGTGTTTCCTGAAACTGACACGTGGGCTTTGTAAGGTGATGAGAAGTGGCGGAAACATTAGCAGGTGCTGAAGTCACAGAAATGGGATGA 
TGGCAGTTTGACAATGAAGAATCTAAGCAGTTTGCGAGTGTTGAAGTCACCAGTCCTTTCTACCACACTGAGAAACCTTGGGGAGAACCTGGTA 
GCTCCCTGTTAGCCTGGAGATGAGCTGTTAAGCTCAGAACTGCTCTTTGGGAGCCTCTCATCTGATCCACCTGAGAGGAAGCACTCCTGGGTAG 
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TGTAGTCCGAATCATCCTTAAGAAGAGCGAGGGTGGCCCGATGTTTATATTGTGGAAGTTCTAGAGGTTAGATAATGGTCCACACTTTCTTCAG 

TGTTTCATTTCTAACTTATTTGTGTCCCATAGATTTCACAAGGTATAAATAGTATCAAGTTGACAGATCAGAAAACCAGCGGGTGGGGGAGATG 

GGCTCAGTTGGTAAAGTGCCTGCTTAGCAAGCAGGATCACCAGAGCCCAAGTAGAAANNNl^^ 

NNNNNNNNWWNNNNl^^ 

TGGG C ATG C AC ATGC AC ACAC AGCTAGTGCACAC AGTC AGTAC ATTAACAAGTAC AC AC AC CAC ACAAACACACAC ACAC ACACACACACACAC 
ACACACACACACACAGAGACCATCATATAGCTGTTTTCACACAACCAGTTTAAAGAAATCTATTATCGCAGACAGTATTTTGTGTTATAGACTG 
ATTAGTGCCCAGTTTCTTAGGGCATTTTAGTGTCCTAGATATCCTGAGGGTTTTGAATGTTCAGCTTCCTTACCTGAATTCACGACACAAAGTT 
GTTAGATATCTTAGAATTTTCATCTGAACCTTTAGTAAACAAAATTAGGAGTATTTTTGGTCTGAACTACTTTGATATAAGTAGCATACCTAAA 
GGTAGTTTGTATGCACCCCCCCTCCATTATACCCTATATTCAGGTGAAAAAAAAGTTTTAGATTTATATGTGTGTGTGTGTGTTTATGTCTGTC 
TGTCTGTCTTCAGGCTTGATATGGCCTCGTTTTTGGTTACCCCCTTTTCTAATTAAGTCAACTGTAAACATTTTGAAAGGCTCTACACTACCTT 
ACACAGGGCTTTTCTCTCAGGGATACCAGGTTATAAAGGCACCAGCCTGCGAAGATTTGTGGGAAGTGTTTGATATATTGTTCAGTGAGATCTG 
TGAGACAGTGATGTGGCCCAAGAACTACTCACTTAGGATTTTGACATTTTCAGACCAAGAATGACTTCCGGCTGTTTGACAAAGGAGATAGATT 
AAGTACTTAAGCTTAGGAGGCCTGGTGTAGTCAGTACCTTCAGCCCCAGCCCCCTAAAAAAAAATCTGGGTCAGCCATGGGCCATCTCTTAGGA 
AGGAGTTAAGTAGGAGATAAGCCTTATCTGATGCTCTTGTCCAGCCTGCACTAACGTTTCCTGGTGTAGACAGCAAATTGGAAGCAGAAAGCCC 
GTGTTCTGCTTCATACTGTGTTAGGTAATATTCCTGTGACTTCAGGCAGCTGTTTACTCTTGAGCTTGTGGTTGTTTTTATCTTTCTCATCTTT 
AGAGTGGACTAGTGCTTTGTCACCAGACACTTGGCTCACGTTGTTTCCTCTGCCTGAGATTGTGTCCCCCCCTCCCCTTATTTATGTCAGAGAG 
CCACATATCCTTCCAATGCAATCCAAGTCTCCTCTGACCAGATTTGCCCTTGTTTCTAGCCATATGGCTTTGATGCCTAAAAAAAGAAAAACGT 
AATTCATGACCATTTTCTTCTTATAAAAATCATTTGTATATGTCCCCTGTTATGTTAATTTTAGAATTCATTCTTGTTTTTAATATTTGTTGCT 
GCTGGTGGTGTGTGTGTCTCAGTCTCACTAGATCAGGGCAGGCCTTTAGAAAATACCCTATCTCTCAGTGTTATAGATACTTTCAGAGCACTGT 
GTATCTGGATAAG AAAGAATTT CCAT ATCT CTGGACAGATTAG CAGGGTTAGCTTTAGT AAAGGAAAGCTTC CTG AGTCTCTCTGGAAGTTCTT 
TATTCTTTTTCTTGAAAAGTTGTAATGTCTGCTAATCTTAGGTTTGAACTGAGGCCAAACTTGCCTCCTTAGGAAAAGGATTACATTTTTTCTA 
AATGCTGGCTTATTAATTAGAATATTAATTGTTTCCTGACTGTGTCCATTAGTTTTGTTACTAATTGGTCCCCAGAGCTTGGAAAAGAAAATAT 
TAAACTCATACTTTACCTAGAATTGTTTTTATTTGACATGACAGGTTTAAATGTTTTGGTACTAAGATGTAAATCAAGATGTTTTATTGACTAC 
CCAAGGGTTGAGAGGAAGAGATTTAAAAGGGATTATTCATGCTAATAATTCATTATTATCAGATGTTTGAAATGAGATGATGAATACTTAGTAG 
AGGAATTTAAAAGGGTTTACTCATGCTAATAATTCATTATTGTCAGATGTTTGAAATGAGATGATGAGTTCTTTAGGACGGAAGAAGAATCCAT 
CTTTGAGATGGATAGAAACAGAGGAAAAAGGGACCTTTGTAAAAGTTCACAGAGCATTCAGCTAATCATTTGCTCTGTGCAGGACAGGAATAAA 
C CTC AGGG AGTT CATAGAGTTTTTGTAACTGAGAACTCTTTGAATAGC CCTGGACTG ACTGGGAAGTAATGTAG CTAGAATAAAACCACC ATTT 
TTATCCTTTAATTATAAACCCTAATCCTATTTCCTTGTTAACGTGCTTTGTGAAATTATTTGATAATATCAGATTCTGTGCTTTACCTACTGAT 
ATATTTATACCCTTTTATACCCTAGTAACAGTTTTGTTGTATAGTCATGTGTTATTGTTAAATTAGGAACATTTTGTGTATGTTAAATTTTTAT 
GACATCTAGTTTTGTGTAATGTTTGTTTTTTGATTTTTTTTGTTTTGTTTTTCGAGACAGGGTTTCTCTGTGTAGCCCTGGCTGTCCTGGAACT 
CACTCTGTAGACCAGGCTGGCCTCAAACTCAGAACTCGCCTGCCTCTGCCTCCCAAGTGCTGGGATTAAAGGCGTGCGCCACCACGCCCAGCTT 
TGTGTGATGTTTTAATCATCAAAAATCTCTAGCTAGATTGGCTTCATTCTCTTTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGCGC 
GCGCGCAGGTACATATGCATGTGTGTATATGTAGATGCCAGAGGATGATCTCAGACATTGTCCTCAGGAAACACTGTCCACCTCTCTTATGGCT 
TGGAGCCCTACTAATTAGTCTAGACTGGCTGGCCAGCAAACTCCATGGATCCCTCTGTCTCTACCATCTCTGTGCTGGGTTACATGCAGGACCC 
TTCACACCCAGCATTTTTGCCTAGTTTCCAGGGATTAAACTCAGGTCCTCAGGTTTGAGGCAACCAAACATGACTTACTGACTGATCTCTCCCC 
CTAGCCCCAAAATGGCCCATTATAAGGTTATATCAAATATGAGCCAGGTGGTGCTGACATAGGCCTTTAATCCCAGCACTTGGGAGGCAGAGAC 
AGGCAGATATCTGAGTTCAAGGCCAGCCTGGTCTACAAACCAAGTTCTAGTACAGCTAGGGTTACACAGAGAAACAGAGTCTCCATTGCCACCC 

AAGATTTATTTATTATTTATATGAGTACACTACAGCTGTCTTCAGTACATTTCAGAAAAGTGCATCGGATCCCATTACAGATGGTTGTGAGCCA 
CCATGTGGTTGCTGGGAATTGAACTCAGGAACTCTGGAAGAGCAGTCAGTGCTCTTAACCACTGAGCCATCTCTCCAGCCCAAGCCTTCTCTCC 
AGCCCGGGTATTTTCTTTATTTACATTTCAATTGTTACCCTGTTCCTCCCCCAAATGTTATCATCCCCCCTCCCTCTGCTTCTATGAGGGTGTT 
CCCCCACCCACCACTCCTGTCTCCCCACCCTCGAATTCCCCTGCACTGGGGCATCAAGCCTTCACAGGACCAAGGGCCTCTCCTCCCACTGAAG 
AC AGAGAAGG CCATC CT CTG CTACATATGTAACTG AAGCCATAGGTCCTC CATGTGTACTCCTTGGTTGGTAGTTTAGTCCCTGGGAGCTGGGG 
GGGGGGGGGATATTGTTCTTCCTATGGAGTTGCAAACCCCTTCAGTTCTCTCAGTCCTTTCTCTAACTCCTCCATTGGGGACCCCATGCTCAGT 
CCAATGGTTGGCTGTATTTGTCAGGCTCTGGCAGAGCCTCTCAGGAGCCTGCCATATCAGGCTCCTGTCAGCATGCCTCTTGGCTTCCACAATA, 
GTGTCTGGGTTTGGTGACTGTATATGGGATGGATCCCCAGGTGGGGCAGTCTCTGGATGGCCTTTCCTTCAGTCTCTGCTCCACACTTTGTCTC 
AGTATTTGCTCCCGTGAGTATTTTCTTCGCTTCTAAGAAAGATGAAGCACCCACACTTTGGTCTTCCTTCTTCTTGAGCTTCATGTGGTCTGTG 
AATTGTATCTTGGGTATTCTGAGCTTTTGGGCTAATATCCACTTATCAGTGAGTGCATAGCATGTGTGTTCTTTTGTGATTGGGTTAACTTACT 
TAGGATG AT ATTTTCTAGT CC CATCC ATTTG CCTACGAATTTC ATGAAGTC ATGGTTTTTAGCTGAGTAATACTCCATTGTGTAAATGTACCAC 
ATTTTCTGTATCCATTCCTCTGTTCTTTCCAGCTTCTGGCTATTATAAATAAGGCTGCTATGAACATAGAGGATCATGTGTCCTTGTTATACAC 
TGGAGCATCTTCTGGGTATATGCCCAGGAGTAGTAGAGCCGAGTCCTCAGGTAATACTATGTCCAATTTTGTGAGGAACCACCAGACTGATTTC 
CAG AGTGGTTGT ACC AG CTTAC AATC CC ACTAACAATGGAGAAGTGTTCCT C AC ATATGTACAGCTTTC GTCTTT CTCCAC AT C CACACCAGCA 
GCTGCTGTCACCTGAGTTTCTGATCTTAGCCATTCTAACTGGTGTAAGGTGAAATCTCAGGGTTGTTTTGATTTGCATTTCCCTGATGACTAAG 
GATGTTGAATATTTCTTTAGCTGCCATTTTAGCCATTCGATATTCTCAGTTGAGAATTCTTTATTTAGCTCTGTTCCCCATTTTCTAATAGGGT 
TATTTGGTTCTCTGGAGTCTCACTTCTTGAGTTCTTTGTATATATTGGATATTAGCCCTCCATGGGATGTAGGGTTGGTAAAGATCTTTTCCCA 
ATCTGTTGGTTGCCATTTAGTTCTGTTGACTGTATCCTTTGCCTTACAGAAGCTTCACAATTTTATGAGGTCCCATTTGTCGATTCTTGATCTT 
AGAGCATAAGCCATTGGTGTTCTGTTCAGGAAATTTTCCCCTGTGCCCATGTGAGATCTCAGAAGAAGATGGAAAGATCTTTCATGCTCATGGA 
TTGGC AGG ATT AATAT AGTATAAATGGCC ATCT.TG CTG AAAG C AAG CTACAGATT CAACGAAATC C CCATC AAAATTCCAACTCAATTCTTC AT 
AGAGTTGGAAAGAGCAATTTGCAAGTTCATTTGGATTAACAGGACAGTGAAAACTATTCTCAACAGTAAAAGAACTGGGGGAATAACCATCTCT 
GACTTCAAACTGTATTACAGAGCAATAGTGATAAAAACTGTATGGTACTGGTGTACAGAGACAAGCAGGAAGATCAAATGAATAAAATTGAAGA 
C CC AG AAATG AAC C C ACACAC CTATGGTTACTTGAT CTTTGACAAAGGAG CTAAAAC AAT CTAGTGC AAAAAAG AC AG CATTTTC AACAAATGG 
TGCTGTCTCAACTGGAGGTCATCATGCAAAAGAATGCAAATTGATCCATTCATATCTCCTTGTAC AAAG CTGAAGTCCAAGTGGATCAAGG ACC 
TCCACATAAAACCAGATACACTGAAACTAATAGAAGAGAAAGTGGGGAAGAGCCTCGAACACTTGAGTGTGGTTTCTTATAGTGCTATTAATGA 
TAGACTAACCGTGCATATTGAGGAGCCCCTACTTTACCTCAAAAATGAGGACTTGGGTGTGTCTTTCAGAAGATACCCCTCAAATTATTTAATA 
GTTGCTTTACGAAGTGCACCATTTGTCTTAAGATAATACATCAGAGCCCTTTGCTTTAGACTTGAGTTTGTTTAATATACTTGTTTTGTATTTA 
ATGCAGTACTTTTAAGAAATTCGCCTAAGATTTATTAAGGTTGTTTGAATCCTAAACATTTTCCAGTGGGCAGTAGTTAATTCAGTAGTTGTAT 
ATGATACATAGTTGAGTATCTGATAGGGTATATCAACCCCTGGTGCTGAGAAATAGGTCTAAGCTGTGAGTGGGATGAGAAAGTCTTTACTCAG 
CGTTTTACTCTGAAATTTATACTAAGCAGTAGCGTTCATTCATTCTCTGCTTAGAGAGTTAGAAAGCTTTAGAACTGGAAGGAAAAGAACACTG 
TTGTTCTGTTCATGTGTACGTGAAGACTAGAGGACCCAAGTGGCACACGTTAATCACTTGTTGGACACTAGTGCACTGTTTTTTCTAGAGTGCT 
GTTGATTTATTACTATGGATGTTGAAAATGCACTAGATTTAAGCTATGAAGACTGCTTTACCTCCCCGATGGTTTTTAGAGCGGTGCAGTTGAG 
GTTTGTACCCATGCTCATCTGCTCCTGCTAAGAACTTAGTGAGGTGATTAGGACCAGCAATGCCGTGAGCTCTGTGGAGATAATCTGGATGTTT 
ACTGTTTGTGTCAAATCCCACCTTAACTTTTTGCAGTCCATCAGTGTCTCTTGAATACTTAAAAACGTTTGATATCCAGACTCTAAATAAAATC 
ATCATTTTGAGGGTCTACCAGCTTAGTTTGTATCTTTTTAGAGGTAGTTTAAGCATAAACAAATAATTGCTTGTGTATTGTAGCTTTTCCACTT 



215 



WO 03/039484 



PCT/US02/36071 



SAGRES DISCOVERY 02-12 



CAGAGAAATAGAAGCAAAATATGCAGTGTTCTGCATCTTTTTAAATATAACTTAAAGATGTTTTTATATCCTCACTTAAAAATAA.TATAGTATG 
TATAATACCTCATCTCACATCATGTAGATGTATTGCATTTTAGGTAACCAGTCACCTGTTGATTGCAATTTAAGTTGTCTCTTGTCTTTGCAAT 
AACAAACATTGCCACCATAAATAGCCCTGTTTATCATGTATATGTGTAAGGTGTGTGTGTGAGTGTGGATGTGTGCTACTAGGGAGAAAATTCA 
GGGTCTTATTTGCACTCTACCATCAAGCCAAGCTGTAGGCCATGTGTGTGTGTGTCTGTGTGTGTGTCTGTGTGTGTGTGTGTGTCTGTATGTG 
TGTCTGTGTGTGTGTGTGTATGTTTTTGGAAGCAGAGTTTCTCTGTGTAGTTCTAACTGCCCTAAAACTCACTCTGTAGACCTGGCTGGCTGGC 
CTTGAACTCAGAGATGCACCTGTCTCTGCCTCCCACGGGCTGAGATTACCATTGCCTGGCTGCTACATGTTATTTTAAATGTGAGCTCTTGCTA 
TGCAGCCCATGTTGACGCTGAATTTGGGATAATATTCTTGACTCTTGCACTGGCTGAGTGTGCTGGGATTACAGCTGTGCACCACCATGTCTGG 
GCTTCATACAGATTTTTAAATTAAAGAGGTTAATAGAAAAATGAATGCAAAGACACTCCACAGAAGAAAATAAATTATCTAGTAAATATATGAA 
AATGCTGGTGAAATTG AC C AG AAATG AATCAGAG AAATAAAAGTATAAATACCTCAACACTTAAAAAAATGGAAAC CTTGT ATATTT C AGTATT 
GAATGAATGCTTAAGGAAACAGATACTGTTCGTACTTTCATTGTGATTTTACGTTTATAAAACCATGTTAGAGCATTTGGTAGTATCTAATAAA 
"AACCTAGATGTATTTTTCTTATGCTTTTACTTTTGCCATCTCATCCTGCAGACACAAAGATATTTTGTGTTGACCTTGTTTGTTTTTTAAAAAG 
GCACATTGAAGTTCTAGTAACAGGAAACTGGTTAAAGTGGTTTGTTCATAAATATATTCTATAGCAGTTAAACAGAATAAACTACATCTATATT 
ATGATGACCCCAAGGTGTATTATTGAGTGAAAAAAAGCAAATTGTTAGAGTAGTATGTATGTTTATTATCTGTCATCCATCTATCCGTCTGTCC 
ATCTATCCCTTTATTCTGTCTCTATGATGCCCAAGGATCAAGCCTGGGACATCAC AAATG CTAATTAAATTTTCTATCACTGAGCTACAAGCCA 
GCCCCTTAATGTATGCTTTTAAACTCTTGGAACAGTGGGTTTTTCCCCCCTATAAATTAGATAAATTTTATTTAAAAATGTCTAGAAAGATGTA 
TATTGATTTTTTCCCCAATGATGGGCAACAGGAATTAGTCTTCTGTAATGACTTGATTTTCAATAGGGAGTATAGTATGTATTTGAGATGTTAT 
TTCAATTTTCTATTTGTACAAATGAATTTGATAGTGTCAGATATTGTGAGACTCAATTTAACTTTTGATTGAATACTATATCCAAAATGAGACT 
TAGTAACATTTTAAGCATACATTGAAATGAATAATATCAAATTTTCTGTTTTCAATTTCTACTTACTAGTTTGTATATAAATGTATGTAATTGT 
GTGGGAAGGTGTGTGTGTGTGTATGTGTGTGCATGTATAGTGGACTACTTGTAGGAGTTGATTCTCTTCTTCCAGCTCCAGCAGGTCATCAGCA 
TTAACAGCAAGTGCCTGCACCTGCTGAGTTATCTCACCAGCCCTCCTTTTATGTCTTTTGGGCAATTTTAACGATGCCTATTTAATCATGAATG 
TGTGAGTGCAGGTGCCTATGGGAGCTAGGGGAGTTAGAGGTGGTTCGGACCACCCTGTATGGATGCCTGGAACTGAACTCAGGTCTTCTTCAAG 
< AGAAACATGTGTTAGCCCCATAATTTTATTTTGAGGTTAAAGAAAATGAAACTCAGAAAAATTCAATGGATTCCTATGTACTTTGCCTGTTTGA 
CCAGTTGCTTATGCTAAGAAGATTGACTTTTCGAAAAGTTAATACTTTTCAAAGGAGTGTTATATAAAGGTCCTGAATAATTTTGAACCTGTGT 
ATTTGGACAGTCTTATTTATATAAAAATTGCTCAGTATATAAGGGGAATGAAGCAGTGTTTACTGAATATTTGCTGCTTTCCCGATATTGGGCT 
AGGATACTTTGCTTCATTTCGTTACAGGATTGCTGTTCTTTAAGAAGGAGCAGCAGAGAGGCTCTTTAGCAACACCAGATTTCAGCAGGCTTGT 
TGACAAGGCTCATGTCCGTTCCCTACACCAGGTTTTCTGTCTTGTAGTGTACTGGCATGAATTCATTTTTGTTGTCAAGACATGGTGATTTCTC 
TAAATTAACAGTGGCCTAATGAATAGAGATTAAAGCTAGATTGTTGTCAAACACAGTAAAAATGAGTCCAGGGATTTGTAAAACTATTCTTTGG 

TTTTCCTAACCCTGCTTTTGTTGGTTTT^ 

CTTCCTTTCTTCCTTTCTTTCTCTACTTCCCTTGTTTTTTGACATGAAATCTCTCTCACTATGTAGTTCTGGCTGGCCTCAAACCCTCAGCCTA 
GTGAGAGTGCTAGAGCTCAGGTGTGTGCCACTGATCTCTCTGTTCTTTAATGCACTTTCTTGCTTTTGAGTGGTCCCCCTAATATGTACACACC 
TTTTATAAATGGG AGTTGGGTATGTGTATCTTCTTTGATAAGAGTTCC ATTAT C AAAGATAACACTCACATC CCATGT AAGGCCTGT CT ACATG 
CCCCGAGACTCTCCCAGCATCAGCTTTTAGCTTTTTGCTTGGCATTTCAGGCTCTTTAGGTTGCCTTATGAGCCTTGCTAAGTATCATGGAGCT 
GTAGGGACCAATGGCCTAGCTCAGCAGAGATTACACCATAATCTCTGATTGCTTTCTCACCATGCACAGGGGCCTTTAGGGACCTTTAGGGACC 
TGCTCGAAGCTGACACCAGAAGTGAGCAAGGCAGACCACAGGAAGATCTTCCTGCACTTGGTAACATACGTCTATAACCTATGGACATTTCCTG 
GCAATACCTTGTGAAACTAGCCTTTTCACGTACAGTAGTTTCCTAACTTCTTGTTCTAGACTAAGCTTCAGTCAGAGGTGAGTAGCATGATCAC 
AATATAGATAACTGGAACAGTTATTATGCATTATCTTTGATCTGAACGTGGTGGCTTGAATAAGGGAATTTTATATAGATGCTAACTTTTAAGA 
ACCTCTAGCCCAGCAAGAGTACTAGTTCTTGTTTTGATTTGCTAAGTACTTACTTTGTTTTAGATATTGTGCCAAGTGCTTTACCACAGTTAAT 
GTTCACAACAGTCCTAAGTATTACCTCCTTTACACAGGAAGTTGAAACTAAGGACATAACAGATTCTAAAGTACAAAGCTTATATTGAAACTCA 
GATGTGTGTCTTAAAATGCACTCATTTAACTTGCTGTATTGTCAGTACTACTTGTTTTAGAATTCCCTGGTGCAGAAGTTGAAATTAAAATTAG 
GAGAACATTTTGAAGACTTTACTATATATTATCATATCATACCTAGGGTTGTCTGATGTATAGTTAGGTAGCATTTTAATTTTATCTAAGCTTA 
TCAACCTGAGTCCGTATTTTCAAATATTTTAAAGTTTTTTAAAGATTTATTTTTTTATCGTCAGTGTATGAAAGCTTTGTCTGCATGTCCGTGT 
TTACATGTGT AC CTCATAG C CTC AAGGAACACC ATATCCC CTAGACTTGGAGTTAGGGGTTATTGTGAGCCATC ATCCGGCTGTTAGGAAC C AA 
ACTTAGTTCTCTGCAGTAGCAACAAGTACTTTAAACTGCTGAGCCATCTCTCTTGCTCCCACAGTATATTTTTAAGTATGTATGATCCTTCTTT 
GTTTTTTGTTGTTAGTGTGAATATATGGTGACGTTTACATACTGTCATAGCTCTCACTATGTAAAAGCTAAAAGCTTCTGTTTAGGTTGACATC 
TCTGAGGACATCATGTTTTGTGTCACTTGAGCCAGTTTATACCAGATTCTATGAATTCTCTCTCTGTAGTTTCTCTTCAGTTTTTTCTTTCATC 
TCTTTCCTTTTCATTACCTCAGTCTAAGTTAGAACTCTGTAGCCTTCCATTTTAGGTTCTCTGTTGGCCTCCATCCTGTATCCTCCTGTTCTCC 
CTTAATCCCCCTGCCTTAGTTTGTGATATTCACTGCTGCCTTGAAGATGCTTCTTGTTCCCACCTCCATTACCAAAGATGACATCACATCCCAT 

CAGTTGGATGATCTTTTTTTTTTTTTTTTTTCTTGTACAAAGAAAATTTATTTCTCTATGTTAACATTTTTCTTAAAATGCCTAGGCTTACTTT 

T AC C G G G G C AC AC AAAGT CTGCGTGTC C AATG GGCCTCTCTTTC C AGT G AT G G C CG C CT AGG C CAT CTT TTG AT AC AT ATG CAG CTAG AGT C AA 
GAGCTCAGGGGTACTGGTTAGTTCATAATGTTGTTCTACCTATAGGGTTGAAGATCCCTTTAGCTCCTTGGGTACTTTCTCTAGCTCCTCCATT 
GGGAGCCCTGTGATCCATCCATTAGCTGACTGTGAGCATCCACTTCTGTGTAATTTCTGTATTTTGAAAAAAAAATGCACCATTGAAAGATTTT 
AAGTAAAATAACATGACATTCTTTAAAAATCTGCTATGTGTAACATATTAACTTATTAAGTAAGTGGTAGCTTTTTATTATGGTTTGGCTTGAC 
TTTTTCCTGCTCCAAATAGTCTTTATTATTATTATTATTATTATTATTATTATTATTATTATTATTACTTTGTTCAGGACCCTGACCTATTATG 
ATTTCCTCTGAGGCTTGATCCCTTTAGGATCTATGTTTGGTCCTTTTCTTCTTTGTTTTAAAGGTATGCTTTGAAGTAGGGCTGGGTTTACCAA 
GTCTCTTTCAGACAAGGATAGTCTCAGAACTACTATTTTCGAAAATCTTTAAGAATAGAGTGGAAAGATAGATAATCATGCTATTGGCTTTTGA 
CTATGATTTATTCATTGATGCTCTTGCTGCTGCAGATTTACTTTATAAAAAGGAACAGAATTGCTTACCTAATAGGGTTGTTGTACAAATCAAA 
GGAGAC ATTTG AG AAAATCCTTAGTTGTGGGTCATC C AGATATTT AAGAGATAGTGT AT C C AGTACTATG CTCACCTAG CACATTCTTAAAC AA 
CAATAAAACCCACTGATAAGTATATATACAGAATCTTCCCTAAAACATCTACATAAACACGTGTACACACACAGGTGTACAAACCACACTTATC 
AAAGTAAGTGTGAGCAGCTTTGATGTAAGTATTCTAGTGCCAGGTACAATTTATATGGTAGACTAGGAAGATGGCTCAGTTGGTAAAATGTTTG 
CTGCAAAATC ATGAG AATCTTAGTTTGATTC CTGC AACT CAC ATAAAAAAAAAAAAAAC C CAAATATGATGAG ATGC ACTTGTAATTCTCTCTT 
GGGGGAGATGGGACAGGAGGACTCCTGGGACTTGTGGGTTAGTTAATCTAGGCAAACTTGTTAGCTCCAGGTTCAGTGGGAGGCTCTGTTCCCT 
AAAAATTTACATG ATAGG CT CT AAACAGAAGC ATGCCCGC ATGGAGTTACTGT AT AATCTACAC AGAGAGG AC AAG CAT CAAG ACAAATAACGT 
CGGGGCTGGAGTGGAGGCTAAGCAGTTTTATGAGCATATATACTCCTCTTAGAGGGGATGTGAGTTTAAAATTCTCTTAGAGAGGATGTGAGTT 
TTTAAATTAATTTAATATAAAAACTGATAATAGCTGAGAATGGTGATAACCCAGCACTTGGGAAGAAGAGGTAGGAGGGGGAAGAGTGCAGGGT 

AA^AGCTATATCTTATTGGTCAGCTAAAACTGCTGTCATATAATGTGAAGGTGTTTTGGCCAACTTACACTGCATCTATGAAAGAAGAAATATC 
TAATGAAGAGTTTATTTTGTTCATCTCTGAAAATTTGTGGTTTCATAAAAGGGACAATGGGTGCCCCGTGGATTTCTTCTTTTTTGTTTGTTTG 
TTTGTTTTGGTTTTGGGGTTTTTTGTTTGTTTGTTTGTTTGGTTTGGTTTTTCGAGACAGGGTTTCTCTGTATACCCCTGGCTGTCCTGGAACT 
CACTCTGTAGACCACCAGGCTGGCCTCGAACTCAGAGATCCACCTGCCTCTGCCTCCCAAGTGCTAGGATTAAAGGCGTGAGCCACTACGCCCG 
GCGGATTTCTTCTTAATACATACGAAACCTGTAACTGGTACTGCTTGCTACCAGAAACTACCAAAACTCAGTGTCCTTCTGTTTTCCAGTTTTC 
TAGTGAATGACTCTGATTAGTGGAACTTAAATTAGTAGAACTTAGAAACATAAACATAGCGGCAAGATAGGTTAGGAGAATTTCTAGCTTTAGA 
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GTCTCCATAATACCAGAAAGCACAO^GTAATGCTGTACCGCTAACTCACCATATCTTGTATGAGTATAAAGTTGATTCTTCTTAAGAATAGAA 
GTCAGTATGCAGACTGGAGTTGCCTTGAACTCAGAGATCCATTCAGAAAACTTCCTGAGTGCTAGGATTAAAGGTGTGTGCCACCATGCATGGA 
GAGTCTTTTTATTTTATAATGGCATGTTTTAAAAATACCTAACAGTGGCCTTCCTCTGATGAATTAAATAGTCTATTCCAAGTTTCCTCCCATT 
TAAATATGCTCTGTAGATAAAAGCCTAAATGAGGGGTAAAACAAAGACCGTTrAGCAGGAGCTGCCAAACAGAGGGTGGGTTAGTGCTAAGATA 
CTAGAGAGTGGCCACATACTCTGGTATTGACAGGCAGTAATTCGATTCGGAAGTGCTTAGTGTTACTAGTGTTCGTAAAGGTTCTAGGCAAAGG 
AAGGTCTGAAGCTAATTGTAGAAGGCTAGGGTATGAGTGAAAGAGGAGGGTTAGAGGATGGGTGATTTTGACTCAGTCATGTGAGTTATAGCCT 
AAACTTGCCTGGAAGTGGTAGGACCATCTGTGGGAAAATGCAGGCTTCAAATGTGCTTCACTTTGTACTTTATGTACTTGATGGTGGAGGGTGC 
GCTGGCAACACCTTCTTCTGCTTAGAGATGCAGAGAGGCGGCAGTGCTTTCGTTCGAACCATGGCCTAGGGTGCTTTATCAGTGAGCAGTAATC 
TCTACTGTAGTTTGGAATTACAGTTTAAAACTCCTCATAACTGATAAACATTACTGTGATTATTTTGGAGAACTGGGTTTGATGGGATGAATTT 
TCAAAACAGCTTATTTGAATGTCAACCAGTGGTAAATAGTGAAAAAAAAAAAAAAACATCAGGAAAACTACTTTTATAAAAAGTGGTGCTGGGT 
GCATTTCTTACACTATCTGAGACTTGGCCTTTGATTATTTTAAGTAAATATCTGGCAATTCAGTTTCATTAAATTCTACAGACAAAGTAACCCT 
TGTTTCTCTCTTGTGGGGTGGGACTGGTAGATTATTTACACATTATGCCCCATTATTTTCTAACCAGTGCTTAGCATGAATAAAACAGGGACAC 
GTCCTAGGGTAATGATTTAATTTTCTAAACTCTCTTTTACATATGGAGCGTATTTATTGTAGTCATATGTGTATGTATGTATATATATATATAT 
ATATATATATGTATGTATGTATGTATGTATGTAACTAGGTGGTGTATTATGGACTCTATAAACTTTGGTTTTAAAACAAATCCATTGTGTTATT 
C AG AGG CAAAGG AAATT CTG AAG AAGTTTG AC AGCAGTG AAAAT AGAATTGTTAAGC AAG GTCCT ATGTAGGG AGAG AGGAGGGAC AGGGGAG A 
GAACCTCAAACTCACAGGGATCCTCCTGCCTCTGACTCCAGTGGCTGGTATCACAGGCATGACCACCATTCCAGCCAGTTCATTTTGTTTTTGA 
AATGTGGTTTCTCTCTCCCTGTTTGTTTTGTTTTGTTGTTTTGTTTTCCCTTAAGATAGTTTCTCTGAATAGCTTTGGTTGTCTTGGAACTCAC 
TCTGTAGACCAGCCTGGCCTCAGTCTCACAGAGATCTACCTGTCTTTGTCTCCTGAGTGCTGGGATTAAAGGCATGTACCACTACTACCTGGCT 
GCAGGTTTTATCTTGTTGACGCCAGAGCTTCTGGGTGGGTCTCCTGTGTCACCTCCCATCGTCTTACTGTAGAAACACTGGAAACATTATGTGC 
ACTCCAGCTTCCAGCTAGTCAGGATTGCACACAAATGTTCCCACCCACTTAGGCTTCTTACTGGCCCCTTCCTCACTGTCTTAGATTTGTACAT 
TGGTATGGGATTTCAGTATACACATCAAGTAGACACTTGGGTGTCGTCCTTTTGGTACACAAATAGGTCATGAGACCTTCAAAGCTTGACTTGC 
TGGGTTCTTTATTCCTTCAACAAACATATCACCAGAGTTTTCCTGTTTTAGATCTTGGGCATTAGCAAGTTCTCAGACCTTGTACAGGAGCTGC 
AGAAACCCTTAACAGAAGTTCAGCCCATTACAAATTCTCTCAAGG 

C AGG ACTGAATGATAAG AATGTCC C AG CCGTGT AAAGAGT AGAG AGAT CCGGGAAG AAATAAACTTG ATAAT AAACTTG AC ATGGCTGATGAAT 
GGAGAAAAGTGAACCAAGGGAAGAACAAAAGAAGGAGTCAGAAGGGATACTTAGGGTCATGCAGAGTGTGATTTAGAGATTAGACTTTATTCTC 
AGACAAGTGGGATGAGCTGAGAAGTGACTGAGTTCAATCTTATGAGAAGATCATGCTTGGTCTGGATTATGGCTCAGCAATAGAGCATTCGTCT 
ACTCTGCATTCATGCAGACGGCTTGGGTCTGATCCCCAGCATGGGAAAGGAGAGAAAAGATCACATCTCCTGGTGAAGAACAGGTTGGTGAAGA 
GTAGCAGAAACAGAAGATACTGCCATGCTCCTCTGCAGTGATCCTGTTTGGGTGATTCTAGTGAAGGGGAGACGTAGCTGGGTTTTAGATGTTG 
TCTTTTTGAAGATCTTCTGGATGTGCTAATGAGCTGGATTGTGTGAGGGAGAGGCAGGAAGACGATAAGTGAGAAGGAAGTGGTGGTAGACCAA 
GGGAAGAGCTTATAGAAGAGGAAATAAGATTGGTTTTGGGGACTTGCTAAATATGAGATACCTGCCAGATATCTAGTGGTATGAATGAGGGAAG 
GTC AGGC CTGC AAAC ACAG AACTGGGAGCT CCTAG CATTAAC AGTGTGTACTGCAGTAGTTT ATAGAAAAAGG AAGGGATGGTCT AGAACAG AG 
CCCTGAGGCAGTTACAGCATTTCGATGAGGAGATGAGTGGAAGACATAGGAGAAAGGCCAGAAACCGTGTGCTGTGGAATCCAGGAACAGGGAG 
CTTGTTACATGTCCACTCTGTTAGATGCTGCAAAGGTGTGGATGTAGTAAGAATACATTGGACATGGGTGAGCCAACATCCTTTGACATTGGTG 
GCCTTGACTAAGCAGTTTCATTGTCACTTTGGAACCGGAAGCTGATTAGAGAGGATCACAGCGTGAATGGGAAGTGAGCAAGTGAGGGGCAGTA 
CTTAGAAGAAATTCTCCTTTGACAGAGGAGTCTGGAAGTGGAGGTGTGGCACGGGAGAGAAGCCGGACCGAGGATAACGGTCTGCTGCTTTTGT 
TTGTCTTAATTGTGGAGTGTTGTTTATATGCTGCTGAGAGCAAACGGTAGAAGGGAAATTAATGCTGACTCAGGAGAGATTCATTGCAGGAAAA 
TTCTTGAGATGGTTCTGGTGAGACAGGAGGGAGAGAAACTGCCCTTTCATAGAGGAAGGATGCAGTGATGTGTCTATACATAGCTCCTCTGGTC 
TTTTTACTTTTAAACACTTAGGTTTTTTCTTGTAATAAAAAATACTCATTTTTATAGACTTCTCAGGAAAGTTCACCACCTTTTAGCTCATCCC 
CCAGTCTTCACXAGTCTCCTTTAGACCCCCTGACCTCTCTGAGCACAAGTTGCTTTTTTTCCCTGTACTCCATATTATGCCTTCTTCCAGACTG 
AATTCATTTATAAGCTTTGGGTGATGTAAATAAAAAATTTAAC^TCAATTTAAACTTTTGTGTCAACAGATGAAGCAAAAAATTTATTGCCATA 

tcttggacccaacaaaatgcgcgattgtttctgcactataaatttggaccaggaagaagtttatcgcacccaggttgttGaaaagtctttaagg 

TTGGTAGAAAAATTAGAAATTATTCATTTGATGTATATTCATGGTTTTATGTATTTTCCAGATTTTTATCAACAAATTGAGTTTCTTGATATTG 

aagctaatattttttatttaaaggttttgtattctattatgaatttattttttagatttatagaatgtaagcatttaaagaggccttgaatgtc 
agtaagctgcactgacaacattgatctccttagcagtagttctgggaagtggtcatggggcatctacttcataatggttcagtcaccaagaagt 
tcacacctcctaagtaggctgcttggtctttgaactcttctgactcagaaagtgcttatgtttaattggttagtgattattaaagtgacatcca 

GTCACGTGCCCAGCGCTTGCTCAGTTCTGGGTTCTGTTCACTCATGTCTCTAAGAGTGACCCCAGTGAAGTGCTTGCTCTCTCATGTGGCCTTT 
CATTGCCTTAGGAAGTAGTTTTTCTTAGTTGTCCTAGCTCTGTCCCTTAGATTTCTGGGGAACAATTTTAGTCCATCTTTTATGTGACAGCATT 
AAATGTTTGAAAACAACTATTATAAGCGTTCAATGTGCTCTCTAGGCTAAATAGTGCCTATTTGTTTGAGCTTTCCTCAAAGCACATCATTTTT 
ACTTCTCCAGAGAACATATTAGCTC^AAGTTCACACAAGTTGAAGCTAGAGAGGTCGATGGCTTTCTTGGTAAAGTACTTGCTGCACAAATAGG 
AGGTCAAGTGTTACATCCCCAGTACCTATGTAAGAAAGCCAGGTACAGTGGCTCCCATATAGTTCCCAGTGCTGGGGACATGGAGGGAGGAGGG 
TCCCAGGAACCTGCTGGCCAGCCAGTGTAGACAAACCGTTTAACAAGAGTCCTGTCTCAAAGAATAAGGTAGAAAATGATTGAGAAAGGTGATG 
GATGTTAACCTCTGGGCTACACAAACACACCCTTTCTCCGCATCTGCATAGATACAAGTTACTTACTAATGGATTATCAGGGAATAAGCTCTTG 
GATTGTTTTTATCTGTGAAAGTGTAATTATTCTTTGAAAGTACTGCATACAGCAAATTCTTTGCCTCCTCTGCCTTGTAGCAGTGTTTGTGTTT 

gtaattttgatatagaactgtgctaaaaccaggtgtcatgatacaggctttaaatcccagcatttgtgaggcagagctggtcaggtctctgctg' 

AGGTTGAGGC CAGACTGGTTCACATAG CAAGTCCC AGG CCAGTCGGGCTAC ATAAGG AG AGT CTATCTTTAAAAAAAAAAAGAAC CG AAC CAAA 
CCAAACCAAACCACCACCAAACTGCTGAAAGAAAGTCTTCAGAGACAAAGCATGGAGGATTCTGGGACTTGTTGGGACAAGCATGGTGAATGAA 
ACAGTTGTCGAACTGTATTTTATCCCATTGGATTCTGGAGGATGCTATGGTACCTTGTTACCCTCTCCCACACACTTGCCTGTGTTTTCCTGTG 
ACATTTGCCTGTGTCTCTTTCCTGTTCTTTCTTTGTCTTTTCTCCTCTGCCCTTCCTTCCCTTTTCCTTTCCTCTTCTCTATGCGGGGTCTAGC 
CTTGTAGCCCAGGTTGGCATTGAACTCTTACTCCTACTTCAGCCTCACATATTGGTGGTGTAGGCAGGCCCCTCTGCATAGCTCTTTGTCATTG 
GGTTCTTACAATTTTGATCTCTTCATAAGAAAACTATATAGAACTAAAAGTAACCCTTGTAGTGGCTCCGTCAGTGGGTGAAGGAACCAGCTGT 
CAAGCTTGAAACTTGAGGTCAGTACCCAGAGCCCACATGGTGGAAAGAGAGGACCAACTCCCACAGGTTGCTCTCTGACTTCACATGAGCGCCC 
TCCTCAAAAAATGAGAATAGTACATAATTAAAAACAAAACAAACAACTAAAGGTGCCTTAGTAGCCCAAAAATATTGAGAGTAATGAATTTCAA 
AGATTTTGTCACAAGCCTTATGCCCATATTTAGAATCTTAATTATTTTTCACACTTGTGCATTCAGAGTCACAGATGGCCTTTTTCTTTGTTTA 
TGAATGATGAAATGTCACGGGAAGGCTGCATGATGTGTCATATAATGAAGGAAGGTAAAAGCACAGCTGGGATTTGAGACCTGAAAATATTTAA 
ATTTCAGTTTGTTACAATTTTATATCACAAGGTAATCAGTGATTACAAAATTCAATAGTAATTTTGTAAATTGAGTCCATAAATTGAGTACTTA 
TAGTTTGTAATATCTAGCCATATATGAGAAAATAACCCTTAACCTTTCTGAACGTTTGTATAGTGGAAAAATGATGAAACCAGTTTTCTTTATT 
TCTTTCCACCTTTAAAAAGAAAATCATTTGAAAGATAATTTCAAGCTAGCTGTGTCACTGCCTTAGATCGTAAGGGTATAGCTAGCTAAACTAG 
ATAATTCTTGCATTCTGAATGCCTCCAArCTTACTTTCTAGAATAGGGCAAAAATAATCCTTCTTCAACTTGATTT'TATTATAACGTTCTTAAT 
ACTTGTCTAAATTTTGATCAACCATTAAATTGGAAGTATCTACATTGTAGGTCTTTCTAACTTTTTCCACCTTTGGAATTTTTTCTTCAGTTTT 
TATAACTCTGAATTATAAAACAGGAAATACTTTAGAATTGTAAAAAGATTTAAGAGATTTTGCTTCTAAATATCTCTAAATCAGAGCAAGTGCT 
TAATAATT^GGATTTTAAATTTTAAGAAGATTC^GATATTTC^TAAAGGAAGATATACAAGTATCTCCAAGACACATGGAAAGAGATCCAGTT 
CCATGAGCCACCAGGAAAATACAGTTTAAAACCATTTTTGTCACTATTAGGACATAATCTGTAATGATAGAACTTTCCCCAGTTGACTGGCTGT 
CTGAAGGGTGATTGCAGAGGGTACAGGGAAATTTCTGGGGGATAGGTGATAGGTTTTATGTTTAATTCTTTCTCTGAAAATTCCATACGTAAAT 
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GTTTTGTTTGTAACTCGTACCCACTCCGTTACCCTCCCTCATCTGATTCCCATGCACAGTCTCTGAATTCCTTCTAGCAAGCTCTCCTGCTCTC 
ATGTGTTTGTGGGTATGTATGGGACCCACTGAGTTTAATTAGGGCTGCTTGCATACGGGTAGGTGGAGCATGATGCACTGGGGCATGGGCAACA 
AACAAATGGCTACACCACTGAGGAAAATGATTTCCCCTTTCCAGTAGCCACTAACTTCCCCAGCCATGATAGGTCAGTCAGTGAAGTGCTTGTC 
GTGAAAGC ATTG AG AACTT CAGTTTGG ACAGTTAGCACTC ATGTAGAGAG C CAGACATTAGTGGTGTAATC C CAGAGCTG AGGTGTGGAGCTAA 
GAAGATCCTTGGGACTTGCTGGCCAGTCCATATAGCCACGTACATCAGTGGTTCAGCTAGAAACCCTGTGGTTTGGTTTGGTTTGGTTTGGTTT 
TTTAAAATAAGGTAAAGATAGATGAAGGAAGATGCTTAATATCCACTTCTGATCTCTATACTGATGCACACATGGGAGTATGCACACCCACACA 
C AGGTC ACAC AGGTGCAC AC AC AGGTG C ACACAAGTCAAATC ACTG AGACTGAAAAATTAGCT C AGTCTTGTTAG ACAAG CATG AAG ACCTGAG 
TTTGGTTCCTCGGCACACATAAAACTGTATTGCAGTTGTTTGAAATGAGCTGGGCTTATATGAACAGGAAGGTCCCTGGAACTAGGTAGCCAGC 
AGTGTGGCCAGACAGGGACTTTCAGATTCAGGGAAAGACCCTGTATCAAAAAATTAGGTGATGACACTCAACTAGGTGATTGACCTCTGGCCTT 
TATACTCAAAACAGTCACACTTGTACACATATGTATACATATACAAAGAAATCATATCACTGGGCTAAGAATATAACTCAGTAAAAGAGCACTA 
GTGTTATAAAAGTTAAAATGTATACAGTATTTAGCTTAATCAGAATGGGGGGAGATGTAAAAGAATTTTAATCCAGCATCATGCCTGTTCTGGC 
AAGGGATCACATCCAAAGCCTTCTAGGACTCTGTGATCTGGCTGGAGTACAGGCTCACCCTTAGCACACAACTTTAATCCTAAACAACGAAGGT 
AAAGTTAATTTGTAGAAGGAAGCAGCCGTGAGGGGCAGACAAAATGACAAGTCAGAGAAAGATTTGACAGAATGAGTCAGTGATGGCATATGCT 
CAGCTCTCACAACATGAGAAAGAGAGGTGACTTAAGAGAGCAGCATAGAGGGGTGGGGAGAATTTTACCAAGGTAGGTTGCAGATAAAAGACAG 
AGAATAAGAAGGAGCCAGAAGATTAGAACAGATTGCCAGAGTTAGTTTGAGGCCAAGCAGAGCAATTCAGTCAGATGCTAAGAGGAGCCAGTGT 
GAATCAGTCAGCTTGGAGAGGAGTTTGGTTCAGAACAGCTGAGTTGAACCAGCCAGCCAGAGTTGAAAGAGCTGAACAGATGAGATTATTCAAT 
AGTAAGCCTCTGAAACAACAACTGTATCTGGCAAATAAAAGATACATTTACATACTTGCATAGCATACACAAGCTCCCTGGCTCAAACCTCTGG 
AACCCACCCCCACTGCTCAGCTATCTAAGGTGCTAACAGTATTCTATATTTTGATTGAGGTAGAAGCTACAGAGGTTTGTAATTTTATCAAAGA 
CCACCAGCCTCTATAGATCAGATTTGATATTATATAATTCAAAATTAACTCCGGAAAGATAATAAAAATGCTTAATGGTCTATTTCTAATATAA 
TTAAATATTTTATATAGCATTATTCATTTTAGATATTCAGTATTATACAGCTGTTGCCGGTTATATCTTTCTAAGATAATAATACGAATGGCTT 
TGTCTTGACTCTCATTCATGTCAGCTTTGGGTGAGCATGGCTAGGCAGGTACTAACTCTTCTGTTCACAGGACCTTCTGCAAAGCTGTATGTTT 
AGAATTCATTTGGCACCTAAAGTCTCCTCAGTTCACCTCGATTTGTATAGAATTTGTTTGAAATTCTCAAGAATTTTAGTTTATAATTTCATGG 
ATGTTTGTTGAAAGTAAAATTTGAATGTGATTTTATTATTGGTACCATTTTAATAGTGATAATAAATATATATTATTTAATATAATGAGATTTC 
TCTTTTCTCTCTAGTCCATATTTCAGTGAAGAATTTTATTTTGAGATTCCIAAGAACTTTCCAGTATTTGTCTTTTTATGTTTATGATAAAAATG 
TTTTACAAAGAGATCTTCGTATAGGTAGGTACTATTCATAATTATTTATAATTACAACATTAGTATTATGTTCATTCTTTCTGTAAGTCTTTGA 
TATCTGCTTATTAAAGTAAAACCCATCAGGCATAGACGTTCACACCAAGAGACTGGCAGAAGGTTGCTGTCTGTCCGTCCATCTCAGGCTCTCT 
ATTGTGAC ATAG AGTTGCTGTC CAT CTCAGG CTCT CTG AGTTAC AGAGT CAGACTT CCCATCTAGAGAAAAAGAAAACCAAACAAAT ATTTTTA 
TTAAAAAGCAAATACTAATTTTAAGAAAAACGATTTGTAGTTAAAAACAAACCTATAGGGCATAAGCAGATAATTTACTTCTGAAATGTTATAC 
CCGGGGTCTGGGTTGTCCTTTGGGAAGATGAAGATGT C AGGTG TATTTCCTGTGATCTGAAACATATAGTAGGAAAGACTCGTTCCTGTGCGGC 
TTTTAGGCCATGCTTGGTTAAATAGTCTTAAGTTGAGGCAAGGTGGAAGTTGAGTCACTGCTTGTAACTGCACCGATGTGATTTTTAGAATGTG 
GGCATGAATTGCTCAAAGGAATAAGCATCCACATAAATATTTTAAAACCCTCCCTTTTAAGGTTGAGGACTTGTCTTGTTTTCCCTTCATTTCT 
CAGCTTAAAATTCAATTTAAAAGCCCTGAAGTACATCTTTCTAGTGTCACTTTCTACAATTCTAACTGTCACACAAAGATTTTTTATCTTTGTA 
TTAGATTTCACTCAAAATATTTAAAAGAAAACAGATTCATAGGTTTAAAGATTTTTGTGTTTTGAATTTTGTGTGTTAATAGACTGATTGGATT 
TTCAGTCTCTTGAGGACTATTGCTGCAGTTGCCATTCTACTACAAATCTGGTTCCGTACTTTAATGTTTGTTCTTTAAATTATACATCTGAAAA 
GCCAGGCGTGGTGGCGCACGCCTTTAATCCCAGCCCTTGGGAGGCAGAGACAGGTGGATTTCTGAATTCGAGGCCAGCCTAGTCTACAGAGTGA 
GTTCCAGGACAGCTAGGGCTACACAGAGAAACCCTGTCTCAGGTATTGAGTTTTAAGTTATAAAGAGCTAAACATAAAACTGTAATATGTTTTT 
AAAAGTTTAAGTAACAACTTTATTAAGGTATAAGTTATATACCACAAAATTTTTTGTTTTAAAGTATATTATATTTAAAACTTATTTTTTAAAG 
ACTTAGAGAAGGGATCATTGTACATTTACATATTATACACATACACATGCACATATCAGAGCAAAACATACGAAAAATGATAAGATTTTTGGAA 
ATCCTGGGTAAAGAAAATAGTTTTATGTAGTGTTCTTGGCAGCTGTTTTTTAAATTTGAAATTCTTTCTCCCCCCTCCCCTTTTTTTGAGACAG 
GGTCTTTCTTTACAGCCCTGGCTGTCTTAGAATGCACCATGTAGACCAGGCTGGCCTAGTGCTGGGATTATCAAGATAAAATATTTGTAAAATT 
TGAAATCACACAGTATGACAATTGTATAATCACCACCTGCTTCCAGAAAGAAAAAAAATACACACACATACACGCACATATGTTGTTCTGTTTG 
TTTTTCTATCTTCCTTTTCACTTGATAATTTAAAGTTGATACAGCTTCACATAAAAATTTATCATTTCTGTTTTCAACTGTTGAACTAAAAGTA 
AGGTTATGTTGTAAGACATAACATACAGTTTGGGATACTTAAAAGGAAAGTATGTGTGGAGCAGAGAGTGGGGGAACAACCATGCAGAGACTGC 
CCCACCTGGGGACCCATCCCATAAACAACCACCAAACCCAGACACTATTGCAGATGCCAGCAAGAGCTTGCTGACAGGAGCCTGATATAGCTGC 
CTCCTGAGAGGCTCTGCCGGTGCCTGGCAAATACAGAGGTGGATGCTCACAGCCATCCATTGGACAGAGCACAGGGTCTCCAATGAAGGAGCTA 
GAGAAAGGACCCAAGGAGCTGAAGGGATTTGAAGCCCCATAGGAGGAACAACAATATGAACTAACCAGTACCCCCAGATCTCCCAGGGAATAAA 
CCACCAACCAAAGAAAACACATGGTAGGACTCATAGGTCCCGCTGCATATGTAGCAGAGGATGGCCTAGTTGGTCATCAGTGGAAGGAGAGGCC 
CTTGGTCCTGTGAAGGTTCGTTGCCCCAGTATAGGGGAATGCCAGGGCCAGGAAGCAGGAGTGGGGGGTTGGTGAGCTGGGGGAGGGGGGAAGG 
ATGGGGTTTTTTGGAGGGGAAACCAGGAAAGGGGATAACATTTGAAATGTAAATAAAGAAAATATGTAATAAA^ 

AGACATAACCTACCGTTGGGATACTTAAAAGGAAAGTATTTTTAAAACAAGGAAAGACGTGAATTACTCTTAAACTACCCTGTATCTCCTTTGT 
TGGAGCTTTTGTGCGGTCTTTGAATGGTTAGTCACATGCAAAACGATGCTTCCCAGGGCTTGCATTGAGGAAGGAAGTGCTTTGCCCCAGCACA 
CCAAGAGCTTCATCTGAACATTATTTGCTTCTTCTCTCCTTTCATCCTCCTTTGTTCACGGTATTTCCTCTTTCCCTGAGACACAAGCGCTTTA 
G G GAG C AG C T T TG AT G G CT AAAG C AG TAG AG CT AG CTT AGT AATG T T T G AT AAAAT GAT C TTTG AGGT ACTTT G C AC ATT TGTT AGT AAT AG GT 
AAGATACTGTTTGTCCTTTCACTTAATTGGAGCATATAACTTCTTATTAAATGCAGGTGTTACTGCTCAGAATTAACAGCACACACACTTCATC 
CACAGTGCTTCACAACCTGGAAAATTATATAGCATTGCCATTTAGATTCTGTTTTTATCCTGAATATTAATCTGAGGAAGTGCTAACACACCAT 
AGTTACATTAAGTCC AGCTGAGTCCTTCTACTGC C CTGATT (ZAGAATGAC CCACAAAAGGGCCTTCCAGTGGG CAAGCAGAAAC AGG ACATTTC 
TTCTTTAAGGTATAAGAAAAAACAAACTTTATAGAAACAAATTTTTTAAT 

TGAGTTTAGGTCTATCTTGGGCTAAATCGCAAGTACCAGGCTAGCCAGGGCTACATAGCAACATCCAGTTTCAAAAAAAGGAGTAACGGTGGAT 
TTTTATATCAGCACATACAAATTAAAATATTTTCTGTAAAATATATAACAATGCTTATGAACCATAAGGTTATATAAACTATGGTTTCTCATCA 
CTTTATTTATTTTCTGTAGGAAAAGTAGCCATCAAAAAAGAAGACTTGTGCAGTCATAGTGGTAAAGAAACTTGGTTTTCACTGCAGCCGATTG 
ACTCAAATTCAGAAGTTCAGGTAAGTTAAATAATCAGGAGATTATAACATGAAAAACCAGTGAAAACCAACTAATTATACTAGTTTATACTGAT 
AGAACTTGTAATACCTTATTTTACATTCTAATACCAAACATAGACCTTAAAGTAATAGAGAGCTGGAAGGAAATGGCTTTTCCATTTGGATTTT 
TTTTTATTTTATGG ATAT AT AAGT ACAGTGTAACTGT CTT CAG ACACACTTG AAGAGAGTGC C AAATC CC ATTAC AGATGGTTGTGAGCC AC C A 
TGTAGTTGCTGAGAATTGAACTCAGGACCTCTGGAAGAGCAGTCAGTGCTTTTAACTGCTGATCCATCTCTCCAGCCCTCGAGAACCAACTCTC 
ATCTCTAACTTCCATTCATGTGCACGGCACCTATATACATACATATATATACATGTATCCATACAGGAATTAACCAGAAAATAATAAATTCTCA 
TTTGAACGCATTTACTCCATTTGTAATAAACTAGATTTGTGGAGAAAAAAATGTTCCTTATTTAAACCATGCCTGAATCTGCAATGCATAGCCT 
TCATTCCTACCTCCCCTCCTGTTTACCTCCTTTTATTTGAAGGGGTATAATTATTCTTGTTAATCTATTCTTTTTCCCCTTGCCACATAAAAGG 
CCTTGTATAAATTCTATATGTGAACAGAAATGTATTGTTGAAGTTTCTAAAAAGCTTAAGTCTCTATGACTTAAAAATTAATTCTAAGGGAATC 

GGGCATAACTCCAGGCAGGATTCTTTGTCTCTTAAGCAGGCTATAATTTGCTGCTAAGACTCAGAAGTTTAAAACAAAGAGACAAAAAGCATAC 
CCACAGATACTTTGCAAATAAAATACGTCTCCATTTCTTCATAACCTTTTATGCAGTCTCTGTGATTAAATTCTAAAAAAAAAAAAAAAAAAAG 

ATTTGACCATATGTATCATTCAGCTCTCAGGAAGAGCATTGTTGGTGCCAAGGGAGAAGCCATGTGAGGAAGTAGAATGGGCTGATGGTGTTTT 
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CATATGTTCAGTTTAATGACCTTGAGCTTCATTTCTGTAAAAGGAGAATAAAATTCACCATGCTTGACTAATATGGATCGAGAATACTTTAAAA 
CTTGATTTAGGGCTGGGTTGTAGCTCAGTTGGTAGAGTGTTTGGCTCGCATGTACAAAGTCCTGAGTGCCATCCGCAGTACCACAGAAACTGAA 
TGTTGTCCACGCACATTTGTCACCTCAGCACCTAGGA 

CCTGTTTGCTTCTATACAGATGTAAATTTATTACCACTACTCAGTCTGGTGGTGCCCTAGTTAGGGTTTCTGTTGCTGCAGTGAAACACCATGG 
CCAAAAGCAAGTTAAGGAAGAAAGGGTTTAGTCGGCTTACGCGTCAGTTTCCAAAAAAGTCAGGACA.GGAACTCAAACAGGGCAGGAACCTGAA 
GACAGAAGCCGATTGCAGAGGCCATGGAGGAGTGCTGCTTACTGACAGCCTGCTTTCTCACAGAACCCAGGTTCACAGACCCAGGGATGGCACA 
CCCTACCCACAATGGGCTGGGCCTTCCCCCATCAATCACTAAGAATCTTACAGCCACAGCTGGATCTTATGGAGGCATTTTCTTTCTTTCTTTT 
TTTTAAGATTTATTTATTTTATGTATGTGAGTACACTGTAGCTGTACAGATGGTTGTGAGCCTTCATGTGGTTGTTGGGAATTGAATTTTAGGA 
T CTCTGCTCACT CAGTC C CTGCTCGCTCCGG CCC AAAGATTTATTTATTATACATAAGTAC ACTGTAG GTGT CTT CAGACAC ACCAG AAGAGGG 
CATCAGATCTCATTATAGATAGTTGTGAGCCACCATGTGGTTGCTGGGATTTGAACTCAGGACCTTCGGAAGAGCACTCAGTGCTCTTAACCAC 
TGAGCCATCTTGCCAGCCCCCATGGAGGCATTTTCTCAGTTGAAGTTTCCTCTTTTCAAATAGTTCTAGCTTGAAGATAGTTGACTTAAAACTA 
GCCAACACGGGTGGCTTTCTAATATAGCTTTACCAGATTATCCATTTTCAGTTTTTGACACATGACTTAATACATTTTCCATCTACGCCCACAT 
GGTGTCAGTCATTTGAGTATGCTGCTCATGTGTACTTGAGGTTGGCTTCGATCTCACAGTGCTCTCTTAATATTGGGATTCTAGGCGTACACCA 
CTGC ACC C AT CT AAT CTGTCAGTGATTTGAACAAGAGGAAAG AGAAGAAGAGGCTTGTAAG ATTTTG ATCTG AAATGGAATTACTTAGAAGATT 
CATTACAGTTTATTTATTTATTTATTTATTTAGTACGTTCTTAATGACCAGCATACATTTTTCTAGATTTAAGAATTTGATTCTGGGGGCTGGC 
GAGATGGCTCAGGTGGTAAGAGCACTGAGTGCTTTTCCGAAGGTCCTGAGTTCAAATCCCAGCAACCACATGGTGGCTCACAACCACCCGTGAT 
GAGATCTGACG CCCT CTT GTGGTATGT CTGAAG AT AGCTAC AGTGTATATATTAATAATAGTAAAT CTTTGGGCTGG AGTGAG CAGGG ACTGAG 
TGAGTAGGGTTCAACGAGGACCTGACCAGAGCGAGTAGAGGTCCTAAAATTCAATTCCCAACAATCACATGAAGGCTTACAACCATCTGTACAG 
TGACAGTATACTCACATACATAAAATAAATAAATCCTTTTAAAAAAAGATTTTGATTCTGAAAATATAGAGCTCTATGTGTTCTTTGTGTAAAT 
GTTGGAGGTGATACCAGAAACTAATACTAGAGCACAGGCTTTATCTGAGAGTGTATCTATAAAGCCATTATGTTTTATATATAGTATTGGCATT 
TACATTTTTAGTACTGTTTGCTTCCGTGCCCATTAGTCATTAGCCTTTCCAGAACTTTTATCTTAAATGGTAATTAGTAAGACTTACCCACTAC 
TTAAAATAGATTTTAAAAGAAAAATGCTGTAGGAGGTGGGAGGGAGGGATAATACTTTTCAGGGTAATATGCTATCATTGGGAATATTATTATT 
TAGCCACAAACAATCTGAAAATACCACACTAGCCTTGTGAGTATAAAAGATTTGAAAACAGCTTGAAACTAATATAGAGCCTACTCAGGTTTTG 
TTGTTTACCCTGTATAAGTTTTATAATATCTTTTAAAGACATGCAAAAAGAAAAATAGATGGCAGCATAGAAAGCAATGAGATTACATTTAGCC 
AGG ACTC AATCTAATG ATTACTTTTAGTAATTATAAAATATGTAC CAAGTATAG C CGTGAGT ACTTAATATAC ATTAT CTCATTTAAGGCC CAT 
AGTAG C ACTATGAGGTAGGT ATATTAACCT c attttgcag attatattaataggattaaag g acttagtc AT AG AAG ATGTGATC CCATTAGAG 
ATCTGCCTAACTCCTAGTCACAGCACTGTGCTGTCTTTCAGTGACGTGTACTCTTAGTTATAGAAAGAATTCAACAGATTAGAATTGCTCAGGG 
AGCATCAAAATATAAGAACAGAAGCCTACCCAAATTAGTGGGCAAAGGGGAATGCATTAGAAAGTGTGTAGGGAGCTGTTTGAAGTCAAATTAC 
AGGAACTTCCTCGGGAATGTGAGCTACATAGTTCCCAGACATTTGCACAGATACTTCGTGGTAATGGCAGTTAGGTTCTGACAGTAGCACACAA 
GATAGAAATTCACATAAGTTAAAAATGATCCTTGAAGTGACTAAGTCTTCATAACATGGTTGACTGCCACAGAGAACATTAGTTTTTATCTGGG 
GCTTTGATGAACAAACGCTGTGTAGTGTCATTCTTAGCAGTAGCCCCAACTCGGCAGCAATGTACTGTAAGGCAGGTGAGACCTGTGATCCACT 
GGTTGATTTTTTTCATGTTTGTGGCTTTTCATTTTTCATTTTGAAAAAGGAATAGTTATGTTTTCTTCTTTCACTCTCTTTTAAATAACTATAT 
ACTTGCAAAATAAAGAGTGTAGCCGTGAATTAGTTAAACCGCTTTGGCTCCTAGCAGGTTGCGCTCTCACTGTACCCGCCCAAGAGCTCAGATT 
CCCAAATAAAAGACAAACACACACATGCCAGTTAATTTTGATATGCTTTGACTAGCTGAATGGCTGGACACTTCTAAACCTCCCCATGGCTAGC 
AAACACTCCCCTCTGATATTTCTGAGTTAACATCTTTAAAAATCTGTATTTCATCTCTGCTACCCCAGACCCAAGTGGGGAAGTGGCCCCAGAT 
ACTTATTTGCCTGCAGGCCTATAAGTTTCATCTTTTTGCTTCCCCATCCTTGGGTCCCTTGTCCACACAAGTCTCGCCCCATCTCCCTGTCCAA 
CCATTGGCTGCACAGCAATTCTTCATTATCAGTCAAAGCCAGTAGGGGGCAGGAATCCTCAGGTATGAAGAAAGCATGACTTTTGGAAGCCAAA 
ATAAGACCAAACATTAGAACCAATTTCCAACAAAAGAGAAAAAAGATTCTGGGTGTGTGTGTGCAGGTGCCTGTGTATGTGTGAGCTTGTGTAT 
TTAGAGAAAGAATAACCTTGGGTGTCATTCTTAAAGATACTTCAACTCGGTTTTCAGACAGGGTCTCTCAGTGGGACCTAGAGATCACTATTGC 
TAGGCTCGCTGGTCAGCAAGTCCCAGTGATCTACCTGTCTCTGCCTCCCTAGGACTTCCAAGTACAACACTACAACCATCTTTGTTAAAAATTA 

TTTATGACTTCTTTTTTCATTAAATGTTGTTAGGGATGTGTGTGTGTATGTCGGTGTGTGTGTGGGTATGGGTGTGTGTGTGTGTGTGTGCTCG 
CGTGTGCGTGCGCGTGCGTGCGCATGTGTGCATATATTNNNNNNNNNNNNN^^ 

CCACCTATTTAATCTGTATAAGGCTGGGCTGACTGTTTGGTGTCAGATGCCCAATTGGTGTAGCCTTCTGGGTAAGGGCTTCCCCCGCCTGGGC 
TACCTCACCCCAGCCCACAAAGGCGTGTCTGTTGTCATCCTTGTTCCGCTTGTATTTAGGCAGTCATTTCTGTGAAACTTCATGGGTGTACCTT 
CTGACATTACTGGGAGACATAATTCCATAGCAAACTCTCTGATCCTCTGGCTCTCACAGTCTCTCCACCCCTCACTCCCCTTTCACAATGATCC 

CCTTTGTAAAGAGAAGTTCCCTTGATATGCAGGATGAGGATATAAGGGCAGATATTCAGAATGTATTAGATACCCATCTTTATTTATACACCTG 
TTTTCCTGGGTGGCTGGTGGGAGTTACTCATCTTCAGGCAGGCATGGCAGAGGCTTTAGCAATTGAGCTATCTCCTCACTTAATGATTCCTAAA 
GATGTCAACCATTCTTTTTATATGCCTAATGAGAGTACATATCTCTTCCTTTGTTTCTTTCTGTGAGTTTACTCTTAGTGCCTCTTGTAAAATG 
CTATATTCATCTTTAAGTCTCTTTGTCCATATACCTTCCTCATCCTCAAAGATCTGACTCAATTTACAGAGAGAAGTTAGCTAAATTTTTGTCA 
CTGTCCACTAAAGTCTAATGAGGTTGGAGACATTGCAGGGCAGTTCATTCTGGAGTCTGGGTTAGGCCCGTTTGTTTAGGGGATTGAGTGGATG 
AAATGATCAGCATCTTTATCTCGGAGAGGAAGCAGTTTAGTTATCTGCCATTACCAGTAATTAGTATTTGTAAGTCAAATCCGTACCGATTTGT 
TGGTGGAAGAT C ACTTATGG AATGAGG ACCTCGGTGTAAAGGACC ACGTGT CTGTGGAGAT C C AGG AAGTG AC ACGTGTAAATGTCGGTC ACT C 
CTTGAGTGAGGAGCTTCACTAGTAACTCCCATTTCATACCACGCACTTGATTGTTATCTTAGCCTTTTACTTTATCTCTTGCTTATTGGACTTA 
CTGATTATTTTCTTCTTAGAAGCTCATGGTAGCAGGATTTAATGAGTGCATTTTCTACCTTTTTGGACAGAATTTTAATTAAAAAAATACTTTA 
TGTGTATGTATGTTTTGCCTGCATGTATGTCTGCACCACATGTGTGCCTAGTGTCTGTGAAAGCCAGGTGTTGGACCCTTTTAAACTGGGGTTT 
CAGACAGTTATGAAATGCCTTGGGGGTGTTGGAACCAAGGTCCTCTGCAAAAGCAAGCAGTGCTCTTAAGTGCTGAGCCATGTCTTCAGCTCCT 
TGGCAGGATTTTTAGAATATTTATTGTCTGTGTCTGTGTCTGTGCCTGAGTGTATTAGGGGCAGCACGTGTGTGCAAAGCCCACAGAAGTCAAA 
AACTGGCATCCGATCCCCTGGGGGGCAGGAGTCGGATGTGGTTGAGAGTCCACGCTGGGTTCTGGGAGTCAAATCTGAGTCTTCTACAAGAGCA 
GTGCTTGCTGTCTGTCAACTGCTGAGCCATTTCTTCAGCCCCTTTTCTACCTTTTTAATAAAATACAAATCTTTTTCTTGACTCTGTTTTTTGC 
GATTTTCCCCTCTGACATGAACCCTTTTCTTTTGAAACCATTGTAGTGTGCCTTCAGAGTCGCTTCTTGGGACTTGATGCCCCTAAGCAAATGG 
GCACGTCACTTTTATCAGGGCTCCACTGGCTGCCTGCTGCTCTGGTTTTGAAGCGTTCTCTTCCTTAGGCTCCAGTCCTGGTTATGATCCTGGC 
TGTCAGTCTGTTCCAGTTGGTGTACATTTTCTTTATTCTCTTCCATACAAGTGATGATAATACAGCCATCCTCTTAGCTGTGAGATGCTGAAAC 
TCACACCTTATAAGCATTGTTCCATTCTTTATTTCCTAGGTACCTCGATAAAAAACATGCTTTGCATAAGACTGTTGATTATGGGTGGGGTCTC 
ACACAACATGTACAGGCAGCAAACCCACATGTTATGCCAGATGCAATGTTAGTTATGTCCTTTCGATGCAATTACTTAGTAAGTCTTATCCAAC 



AGACAGAGTTTCTCTGTGTAGTCCTGGCTGTCCTGGAACTCACTCTGTAGACCAGGCTGGCCTCGAACTCAGAAATCCGCCTGCCTCTCGAGTG 
CTGGAATTAAAGACGTGCACCACCACTGTTTTAAATAGCCAGTTAAGAAGAAATCAAGACATTAAACACATGTTCAGTTAAGGGATCATAATAT 
AAAAG C ATAATT C ATTATT ATTATTATAG ATTG ATTTTAAAACTTTGTG AATTTGTATATGGG AAGT AACAGAAATGAG CCATTCTATTTCTTT 
TTAGATTTTTTTATTTTTTTGAAAAAAGGTCTCACTATATAGTCTTGATTGGCCTGGAACTCACTGTGCAGACAAATTCAGATCTGCTTACTTC 
TACCTCCTCCTGAATGCTGGAACTAATGACATGTGTGGGCCACTGTGCCCCACTCTTTATCTCATTATTAAATTATTATTTAAGGAGAAAAAAA 
TCTTGCCATTAATATAAGAGATATTATAAAGTAAAGTTTTGTCTTTCATCTGACAAGCAGTTGTGTCTAAAATTATTTAGAGGCAATTTCTATA 
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ACTAAAGCTGTCTTAGCTGCTGTAGCGATGCATGATGCATGCCTGTAGCTCCAGCCACTCCAGAAACTGAACAGCTTAGGCAGTGTAGCCAGAC 
GTGAAGTCAAAACAACCAGTGAAACTCTGTCGGGAGCCATAACGTCGTGGTGGTGGTGGTGGTGGTGGTGGTGGTGGTGGTGTTAGTTGGTTTA 
TTTGTTCCTCGCCTCATAAGTTTTTTAAACCAATTGAAACATACAGAGTTCTTTTTTATTTGTCTCTAAGGTCTGTGTGTTTGTATGAGTATCT 
ACATGTGTGCATGTGCACCGTATGCCTATTTGGTACTCTTGGAATCCAGAAGAAGCATCGGGTGTCCGGGAGCTGGAGTTACAGACATTTATGA 
TTGGCTGTGTGGTGCTGGGGTCCTCTGTGGGAGCAGCCAGTGTTCTTAACCAGAGAGCAGTCTCATGCTGAAACAGTCTCAGTCATTTTTATGA 
GGAAATTCTCAATATTTAAAATGTTCTATGATTTAAAGACTATTTAGATGTGAGAGGATTTTATCTTTATGCATTATTTTTTGCCTGTTTTTAC 
AAACCTGTTTTCTGTGCATTTTTTGATACCAGGAGATAGCAGCTGCAGTAAGGTTCCTTTTTATCTTTTCAGCTGTGTCACTAGTGCTTTGGTA 
TGCTGTCTTCTTATTTATCCAACTGATATGTTTTTAGGAGATTTTGAATCTGTAACGTAATGTCTTTCACAGGTCTTAGAAAATTTAAAGCAAT 
TCTCTCTGGATTCTCCCGTCTCTGACTTTCTGTACTGGGATTCCAGGCTCCCTGTACTAGAAGCAGACTGTTGTGTATGTGTCTTATGTCTCCT 
AAGCGCTCCCCTCCTCTGTACTTCATCATGAACATTTTCTATTGATGAGCCTTTCACTCCTGTTTATTCTCCTTTAGCTGTGGCTGATCTGATG 
TTAGATATATCTCATTTCAGTTACTTTAGTACTTAGCTCTAAAGTTATCATTTAATTCATTTATAGTTTCCAGTTATTTGCTAGATTTTTCACT 
TTATTTTCTGTTAGAATAAAAACAAGGCAAAATAAACAAACAAACAAACAAACAAATGGGTGGTATATATTTTAAGTTTGAGGCTGGCCTGGAC 
TAAATAGCGAGACCCTATGTTAAAAGAAATTAAGATAACTATTTTAAACTCCCACTCCACTTACAGTCTTCTGTTCTTGTCTCTCTCTCTCTCA 
CACACACACACACACACACACACACACGTAACACTAAAAATTACTACATAGTATAGACCTTCAAGGTCAGTATCAAAACGCAGAGGTTGTAAAT 

AGTTGCATATTTATACCTAGATTTTTTTTCTGGACTATTTTTTTGGTTCCATATTTATACGTAGATTATTATTTCTGGAATATTTGTTTCTGTT 
TAGTTCCAACTCTACATGACTGCTCGTTTTCTCATTGACGCCTTTTGTTGTTTGCGTTAGAGCGTATCTCTCTCATTCAGACCTTTGCACTATG 
ACTCATAACTGTATATTGCTCATTGTGTAGTAGTCATCTAGCCTAAAGTTCACAGCTAATGGTCCTGAGATTCAGTATCATAAGAAAAGTCGGC 
ATAAAGTAATAAAGGTGATTCAGATTATATCTTTAAATGAATGTCTAGAAGGGCTCTGAAGAGAAGCTGTAACTAGAGTGCAAATATCCCTACC 
CCTGATACTATCACTCAGTACACCAGGCCCTAGACATCACACCCCAAGATCTCCACTTGGCACTGGGAATTTGTCTTGTCAGCTATGTGGAGGT 
AAGGCAGCACTAATTGTTAACCGGTTTAGGATTGCTCATCGCCAGTAAGCAGAAGAGATACCCAAGCTCTGGATTACATTGTCCCTAAGCTCTT 
TCTTG AGGAAGCTAATG C CTTG AGTT CCTTAAAACGTACTAAATTG CG CTTTCAATTC ATCT CTTACC AG CTGTGTGTAAGAG AG AACTCTATT 
TTATTCCAATTCTTCCATCAGTGCTTTGACCGTATAGTGTCACTCTTAGAGTCTCTCTGGCTAGGTCATGAGCTTCTGGTCAGTAGTGACGGTG 
TCTTAC AC AGCTGTTTGCT C CTGTGTATT CC C ATAGGACTTCCT AAAAC ATAGC AG ATTCT AAATG AATCTTCAGTAGTTGACAAGGTATATTT 
TAAAAAACTGATTCTTACTATTTTTAACTTAATTT C AT AG CTTTAG AAATTAATTTATTTT ATGTTTT C AAAAAAT ATAAGTGCCTT CTTTAAG 
G AAATACTGTGGT CATTG C AGTATATAAACATTT ATTAAG C AGGTATAAAGTTC CTAAATTTCTAC CTGTCATATTTCATATAAATATTAG AAT 
GTTTTCTCTC AGAACTTTGCTAT ATATG CGCATGCATG C AC ATACATTGGTG ATTATTAG CCATTTAACAAATAAAT CTATG C AG AG ATATGTA 
ATAGTGGTTAGTGAATAATTATGTGTGCCATTTGGATAGAAGTACATTGTAATATTTTGTTAGCAAAATAAAATAGACTGAGTTTGATATTTTC 
TTTTTGTCCTAGGGAAAGGTTCACCTTGAGTTAAGACTGAATGAGCTGATAACAGAGAATGGAACCGTGTGCCAGCAGCTTGTTGTACAGTAAG 
TATATCCTTTTTATTCATTTATTTGTTTTTGTCAAAACCACCTAGAAATAATTCTGTTTTATACTCTTAGACTAATTTCTTATTTTAAATATTT 
TAGAAACTTCAAAATAAAGCTCTCATGCATCATTTCTTTACCAAACTGAGAATCCAGCTTATTTTTTCATTTAATCCACTTAAGCTATGGCAAG 
TCATTAATTACTCAACAAAGTTTTAATGAATGTGGGTTGAGCAACAAATGTATGTAAGCATTAAGGCATGAAGGGTCATAGGAAGGAGCCTCTG 
GCTTCCTAGCTGCGGAGACTCAGAAAGTGTTTCCAGGGGATTCTTCTCCGAGCACTCAGTCACTACGCAGAGCTTCAGGGAGCCAGGGATCAGG 
GTGAGGAGGTCATACGACGTGATGCTCAAACTACGTGACCACCTAAGATTGCTAGCACCTTTCCCTCTAGGAAGCTCTCAGTAGTCAGTCCAAC 
TCTGTTGTGAGGTCATGTTCTAGCCTAGTCTTCTACTTCTTGCCTCTGTAAACGCTTGCTACCAAGCGTTTCTCATTCTGGAACTTTCTGTGTC 
TTTGCCTCAGTTGATATCTGAATGTCCCTGAGGTTATGAGGTTCATATCTACATACCTTAGGAAGGAGTTAGAGCAGTTGTTACTTTCCTATTG 

GTTCAACTTCTTTCTGCTTTTATTAGCTATCTCAACTAATAAATAATAAAGAGACTAAGCGATTTTTGCTGTGTGTGGATGACT-TACCAAAACA 
GTATGCTTAAGGCATTTTTTCCTAAAAGCTTTATAATCATGGTAACATTTAATAGATTAATAAAGTAATAAAAATTTTTTTATTTACTAACAGT 
TTTTGTCTTACTGATTTTCAAATTCCATTTGCCTATTGAAAATAGTCCAAAGCCAGGCATTGTGGTATGTGCCTTTAATCCCAGCACTCAGGAA 
GCAGAGGAGGTGGCTCTCTGTGACGTTGAGGCAACCAGGGCTACATAGAGAGTTCTAGGACAGCCAGGGCTACATAGAAAGTCCTAGGACAGCC 
AGCCAGGGCTACAGAGAGGGTTCTGGGACAGCCAGTGCTACAGAGAGAGTTCTAGGACAGCCAGGGCTACACAGAGACCCTGTCTTGACAACAA 
GAAAAAGACAGTAGAAATGAGTGTGCAGACTTCGCCCGCAGACTGAGAGCCTGTAGTGGAATTCTTTGGATAAGGCCCTCCTGCTCCTCCCTTC 
CCTGCTTGGGTTTAGTGACAGTAGTCAGTCATTTGAAGTACTAGTAGTTGGATTAGCTTATTTGCATACTTGTTTAGGTTTTTCTCTTGGGTGC 
TTGGCTTAGTTTTTATTTATGTATATTGTGTGCTTGTGTGCGTGTATGCCATACATGTATAAGTCCTTACAGAGGCCAGAGATGTTGGATCTCC 
TGAAGTTGGAGTCATAGGCTGTTGGGAGCTACCTGATTTGAGTACTTGGAACTTACCTGGGGTCCTCTGGAAGGGTATCCAGGGCCCTTACCTG 
CTGAGCATTTCTCCAGCTTCCTGTTGTTATATTTTAGGATGTAGAATATTAGCATGATTTCAAAGGAAAAATTGTATCAGAAGGCATTATTCAT 
CGGTGTGGTTCAGTTCCCTCTTCCTCACACTCAGCCCTAGGCAACCACAGTCTGATTTCTGTGTCTGTTTTTACTTTTTGGTTAGACTGGTTTG 
ATATATTTAGTCTTTTGTGTCTGGCTTCTTTTACTTAGTATTCTCCCTTTCATACTCATTTACATCGTTGCCTATAGTAGTAGAGAATCTTCTT 
TCCAGTGTTTCCAGTGTCTCCTGAGCTAGGCACACGGGTTCTACCACCCAGACAAACCCCAGCCCCTTATTTTTTCCCATGACTTGACAGATAA 
CTCAACAATGTACATGCTACTTAAATAAGCCCAATTCCATACTCTTGAGTTTCAGGGCTAGATTTCAGTTTTTCTATTTTAATGTTTTAACTTG 
AGGTTATGGATTTACAAAGTACAAACAGGTCTTTGTGCTCTTTACTTAGTTTCCCCCAGTATTTACATGTTACATGACTAAAGGAAATTTTTAT 
TCCTACACTTTGTTGTGTATATACCACTTGGTTACATGTATGAATGTATGCAACCACCACTACAATCAAGGTACAGTACATACTGTCTTCTGAA 
GGCTTTTATTCATACTACAGCTGATAGTCATGCTCCTCTCTGCCACTCTCCCGACTCTTTTCAAACCTCTTTTCTGTCTCCAAGTCTATAACAT 
TGTCATAACATGGTGTGAGAGCTGGAACTGTGACTCACTGCTGGAACACGGAACTCAGTGCTTCCTTACACGCTGTGAGGTCCTGCGTTCAGTC 
TTGAGTAAACAC AC AC AAAC AT AGGC ACAC AGAAGTAGGAG AAATAGAAC CTAATTGTGTATAG C CTTTG AGATTGGGTTTTGTG C AAATCC AT 
ATG AATTATGTGT ACTCTCTTGT AGATAG ACC CTAT C ATTGTAAAAAGT CGTTCTGTGGG AAGG CGTTG CT AGAG AGAT AG CT CC ATAGTTG AA 
GAGCACTTGCTGCATGTGCAGAGGACCTGGACTACTTCCCCAGCTCACAACCGTCTTTAATTCTAACTAGGGGAACCTAAGAACATGGTCTGCT 
CTCTGTAGGCACCAAGCAGGCATGTGGTAAACAGGCATACATGCAGACAAAACATTCTGGGGCTAGAGAGATGACTTTGTGGTTAAAAATATAT 
ACTTCTCTTATAGAGGTTCCAAGTTCAGGTCCCAGTGCCTGTAACCGAATGGCTGACAACTGCCTGAAATGCCGTAACTCCCATGCATTAAACA 
CTTATATACTCGTGGATAC ATG AC AT C CTTCC AGTATAC ATC AATAAATAATAG ATAAAAACTATTTGTAAAG AGC CATGTT CTGTTCTGTG AA 
TTTTTTCCATTTATTTTTAATGTAATTATTGATAGACTTAACTCTGTCTTGTTTCTGTATACTGTCTTCTATTTTCTGAACTTACCTGAACATA 
AGTTAAAATTATGTTTGGTTTTTCTTGGATATTTTCTTTACATTTCAACTGTTTTCCCCTTTCCAGGTCTCCCCTTCGGAAACCCCCTATGTCA 
TTTCCCCTCCACCTGCCTCTATGAGGGTGTTCCCCCACCCACCCACTCCCATTCTCCCACCCTGGCATTCCCCTACACTGGGGTATCGAGCACC 
CTCAGGACTGAGGGCCTCTTCTCCCACTGATGTCCAACAAGGCCATCCTCTGCCACCATGAGCCAGCACCATGGGTCGTTCCATGTGTATTCTT 
TGGTTGGTGGTCCAATTTCCGCGAGCTCGGGGAGTGGGGGGGTCTGGCCTGTTGACACTGTTGCTCCCTCTATGAGGCTGCAAACCCCCTCAGC 

GGCAAAGCCTCTCAGGAGGCAGCCATATCAGGCTTCCATCAGCAAGCACTTCCTGACATCCACAATAATGTCCAGGTTTGGTGGCAGTATATGG 
GATGGTTCCTGGGTGGGACAGTCTCTGGATGGCCTTTTCTTCAGTCCCTGCTCCACACTTTGTCTCCATATTTCCTGTTCTATTTATAGTGTCT 
TATTACATAGGTCCTTTAAAGTGGTTGTCTTGGGTATCAGACTATGTGTACATAACATATAACCTCCTGTTGTCAACAGTTCACCAGTTACAGA 
TATCTTGCCT C CTCTTTTAC CTTTTCCTTG CTCCC ATGTTT AAT ATATTTTTGTATTAAACATTGAGAATTGTGCTAGTGTTAGAATT CTTTG C 
AT CAGGC ATTT AACTTAAT C C AGAAAAAAGG AAAG C ATAGTATT ATTTACACATTTTT CT CTGT C C CTGTTC CTTTCTTTCTTC CTGAATTAAC 
ATTCCTTTTGTCATTCTGTTTAAATATCCTCCCCGCCCCAATTTCCCATACTTCTAGGGTAGATCTAGGGTGACAAATACTCCTCATTTTCCTT 
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CTCAGAATGTTTTGATTTTTCTCTATACACACACACAAGCTACAACCAGTTCCTCTCTCACCAGCTAAGCTTTGGGCGTGGGTGTGGGTGGTGA 
TAGCATTAGTTGTTTTTCATTTGGTTGGTTGGTTTTTGGTTTGTGTGGGTTTTTTTTGTTTGTTTGTTTTTTGTTCTTCTGCTTTTTGCTTTTT 
GGTTGAGGAGCAAGTGGACATTAGCTTATGAAGGTTTGTTCTGTTGGGTGCCCTGTTTCTTGCTCTCCTTTGGAGGCCGATTTCTGAAAGACAT 
TTGTTTAAAGATACAGGAGTTGGGGAGTAGTGTGTGCACAGGATTATTCACAAATGTGTACAGCATCAAAGCTGACCAATAGATACTTACATGA 
CAGAAAATTTACATATTCTCTCATACTTTAGTACCGACTGGCCGTGTGTGGCTGTTGAAGACATGAAATAAGGCATATGTGACTGATATTTTGT 
TAAATTTTAATGTAAT AG CCAAATATGGTTAGTGG CTGC AATATTAGTATAGCTCC AAT AG AAAG C AGAAAG CCTGG AAT C CTTGTTAGC AATG 
GCTGATCTAGGGCTGGCTTAAGGAAATATATGATGAAGGTAGAATACCTTATGAAATTAGAATGTAAGGAAATACTCCAAAAAATAATGGAGAG 
ATAAATGAATGAGAGACATTGAAATCAATCTGAATAAGTTTCAGAAGGCCAATTGTGGGACAGCTTCAGATTTGAGGACAGCCTCAAAATTAGT 
ATTAATAATGGACTAAAGCTTGAAGAATAAATATTCATGAATCAGTACTGATACAATACACACAATCGTGTAGATACATAGGAAGAAACAGTTA 
CTTTTCCTTACAGTATAATTCTAATTAATGAATTTAGGAAGGGTGATGGAGATTGAATCAGCACTGGCAAATACCACAGCTGGGTTCAAGCAGA 
GAGACAAGCACTCTATGCTCTCAGTTATATATGGATGCACAGAAAGCCTTTATCAAGGAAGCCGGTACAGAGTAGTTGTTCCCAGAGCCTCGGG 
AAGATGTAGGGGAAGGATTGGGAGAAGGAGGATTGTTTAATGGGTACAGAGCTATAGCGTAGGAGGAATAATTTCTAATAATTTATAGCACAGA 
ATAATTATGAGTGACAACTGGATATTTCAGCACAGCTAGTAGAATTTTGAACATTCCCCAAAGAAATTATGTTTAGATGTTAGATATGCTAATT 
TCTCTAATCTGATCATTACTGTGTGTGTGTGTGTGTGTATGTATACATATATGTGTGTGTGTGTGTGTGTGTATTGGTCTGTGACACTGTATTC 
ATAGGTATGTACAATTACATGTCAGAAATAAAAGCATATATGGGGGCTGGAGAGATGGCTCAATTGTTAAGGACATTGACTCTGCTCTTCCAGA 
AGACCTGGGTCCGAATCCTAGCACCTACATGGCAGTTCACAACTACCTGTGACTTCAAGATCTGATGTTCTCACATAGACATACATGTAGGCAA 
AACATTAATGCACATAAAACAAAAAGGTAAATAATTGAAAAATA 

TAAGATCACTTGATACTCTTTCAAAGGACCTAGGTTCTGTTCTAGCACCTAAATGGAAGGTGGCTCATAGCTTCATTTGCAAGGGGATCTGATA 
C CCTCTTCTG AT CTT CACTGGT ATCAGACATGTAGGTGGTGTACAT AC ATGTATGTAAAG ATT C ATAG AAATAAATAGCTAAAGTATAAT AAAT 
AGGATGAG AAGTATCTAAG AGT ACTAAGTATGTTAGC CTAAGTATG ATTGCATTTTTGT ATAGT CTCAAAG AATCTCC CTCTGAAGTTATTTC A 
TAGATAACTCTTCACAGTAGCATATCAGGTAGTCTTGGTACTATGTACAGAAAAGAACAGCGAGCTATCTAATTGAACAGTCCCCCTCCAATAA 
TAGACATGGCCCCCAGTGGAGGGATGGGGCCACCCATCTTCAAAATTTTTGACCCAGAATTGTTCCTGTCTAAAGGAAATTTAGGGACAAAAAT 
GGAACAGAAACTGAAGGAAAGGTCATCCATTGTCGATCCCAATTTGGGATCCTTCCCATGTGCACACACCAAACACTGACACTATTGCTGATGT 
TGTGCTTGTAGACAGGAGCCTAGCACAGCTGTCGTCTGAGAAGCTCTATCAGCAGCTGAGTGAGACAGATGCAGATACTTACAAGCCAACACTG 
GACTGTCGGAGACACCTTTGGAAGAGTTAGGGAAAGGATTGAAGGGGGCTAAGGGGATGGCAACCCCATAAGGAAGACCAACAGTGTCAACTAA 
CTGGGACCCCTGCAACTCCCAGAGATTAAGCCACAAACCAAAGAGTGTACATAGGCTGGTCCGTGCCCCCTCCCCCAATCCACACAGAGGACTA 
CCTTGTCTGGCTTCAGTGGGAAAGCGTACTCCTCTAGAGACTTGGTGGCCCTTTATCTATTTTTAAATATATAAAACTATATTTAAGCTGGGAC 
ATTCACCCCAAATAAAACCTCTTTGGGAGTAGAAACTAGACATGTGTCTGATTTATTTAAATGGTATTTATTTTGATAAAAATGGGGGGGCATC 
TGATTCCATTCTGGTCAAGAGCAAATGTCAGAGGAACTTAGATTAAGTAATGTGAAAGCAGTTATCACAAGGTCAGAGACTGGGAGGACATGGC 
AGCTGAATGCAGTGTAGAATCCCATACTGCATCCTGGAGTTCAGCAAAATTTGAGTGGCATCTGTAGATTAATTAGCGTTAGTAGCATTAAATG 
TCAGTTTCTTGATTTCAGTAGCTTCACCTTGGTTACACAGAATGTTAACATTCAATGTTAGGGTTTATAGAAACTCTGTATGTTGTTCTTACAA 
CTGTTTCAAAGTCTGCAATTATAACTAAGTGTGTTTGTTTTGAGTCCTGGTCTCCTATAGCCACTGTACTGTCACATAGCACTGCCACTGTCAC 
ACACCTGAACTTTTACACATTCAGTTTCAGGTTTGTTCAACTCCTTTCCAGAGTCTTAGCAGATATTTGAGTCTACCTGTGTTTCTTTAATCAG 
AGCTTACATTTTTTCCATTTCTAGACCTTTGTTTTATTATGGAAAAATGTTTATTTTGAAATTTTTTAAATTTAGAAATAGAAAACCTCATAGG 
AAGGAGGAAAGAAACAAAAACCACAAAGCATCCAGGCAGTGTTTTACTTCATGAACATGTCACCCCCTCTGGCTCACTCGTCCCATGGTGAGAA 
AGGAAGGACTCAGCCACCCACAGCAATGTTATTAATCGGGATATGGATCAGTTTCACGAAGAAGCCAGTGAACCCCATGATAGCAAATCCCATC 
GCTGTGGCCATGGCAGTCTTCTGGAAAATTCTTTTCTATCAAGTTTGGTACATCTTTTAGTCAGCCGCATTGAGTCTTTTACAAACTCCTGACT 
GGGCTCTACAGACTGCATTATCTGATCCATGTGTGTGGGATGACGGTTTGAGAGGGTAGAGGCACGTAGCCTAGGAGAGAATTGAGCCCTAGAC 
CTTTATTTCTTAAGGCTTTCTGTGTCTATGGTGTGTGAGGTAAAAATTTTCAGTGTTCTTGTCTACAATTACTTTTTGTCGTTTCTGCTTCTCT 

TGAATTGGTTTTTAGGTATCAGTTAACTTACTTGGAAACAATTCATTCTGTTTATAATTTGGTTTTAAGCTTTGTCAGACAGATGAGAACAGCA 
T ATT ATCATAGAGCTTGC AAG AGGCC CACCC AGCCAC AGAAGAGAACTGGTAGTTTAAGAATAATGC CATTAGTGGG AAAAT ATGAAC CC CAAA 
GTATTTCTTTGGGCTGTACTTTTTTTGGTTAGTTTCAGAAATTTGTGAATTTTATTTTTGATGCTCAGTTTAGCAGAAATGAGTCTTGTTTTCA 
ATTTTCTCTTTACTTGGCAATACATCATTTGCAGTTCACCCATGAGTGAGTCTTGGAGAGAAATAGAGGATGTTTCTCAGTAGGGGTTTGTGAA 
ACAAAAACAAAACACTTGGCATTTATGAGCCTCTGTGAGGGAGCAGGAAATGAGACTCAGACTTTAAACCAACTAACTTAGTAATAATTACTGA 
GGAATAAACCAACTAACTTAGTAATAATTACTGAGGAACTGTGAGAATCGCATCATTAGAGCGTGTTCTTTGCTTGCTATAAATACAACCATAG 
TCCGTACAGTAGATTGGATGGCCTTGGGTTTGTAGTGCAGTTCATTTTGTACAGAGTGATATAGGAGCTGCTGTTGAGACTCAGCATGAGAGTC 
TGGAGAACTATGTGAGGCTTGCCCTATATTTATGAATCAGATTTTAAGTAAAACCACAACCATTTCCTTGTGTGTCATTCATGCTTTAGCAGAG 
GATATGGTGCCACAGAGCTGGCCTGGTTTGTAGTTTCTCATGTAAGGCTACACCACTTTCTTTTCCGTTTTAGAAGCCACAGCAGTTTTGATGT 
ATTATCAAACCACAAAATGTACCTTGAGCATTTCCCAGGAAGAACTGTGCTATGCTGGTCTGAGTACCGATTGTCCTTGCTGGGTGGTTCTTTT 
TGGGAAGTACTCATGTAAATAAGTAATTTGGAGTAGTTGATACATTGGAAGTACAAAAATGGAAACAGTGTTACGGTCTTTGAATATATAGATT 
TCTATTGAAAGATAGTGTTTTAGGTTTGGTAGTGCAGGTCAGTTGCAGGGCACTTGCCCTGTGTATATGACTGAAGCCAGGGACTGTTCCCAGT 
CCACAAGAAGGAAACGAGAGGGAGAGAGAGAGGGGGTAGATACTATGTTATGATGTTAGTGCTAACATATTAAGATCTGTTTTGTTCTACCTTA 
GCATCAAGGCCTGCCATGGGTTGCCTCTCATAAACGGACAAAGCTGTGATCCTTATGCAACAGTGTCCCTCGTGGGCCCCTCTAGGTAATGCTT 
ACTGAATTGTTACTGCATTTTCAAGTTTAAAGTTGGATTTAAGAATTGGAAATGTACAGTTCTTAGATGAAGTGCTGAGTAACTGACATAAAAT 
AATGCTTTAAAAGAATTTTTTGTAAGTTCTAGAGCAGAGTTGGTAAACAACTGAGTTCTGTTATCACAGAAAGATACTGGGTGTTATTTCAAAT 
CTGCTATGTGCTTATTAGGCTGTGGTGAAAGCTTCAATCTTATGCCATTGTAAAATGTACTTTAAAGTATATTCCTGGGCCAGGTATGGGGGAT 
GCATGCCTTTAATTGAAGTATTTGGGAAGCAGAGGCAGGTGGATCTCTGTGAATCAAGGCCACCTTAGACTGTATAGCAAACTACAGGCCATCC 
AGGATCTAAAACAAAACAAAAAACCAAAAAAAAAAAACAAATCATATACACCTGGCTGCCTTTACTCATTAACATTCTTACTTTCAAATATCCT 

caattttctgtaagtaaaaaaatcacattttagtgattgtcaactcaaaatagcaaaacagtttccataccagtatctgggaagccgcttagga 
ctgagaactgccttttctgttcatgtgtcggtgctttgtgaagagagctccaaactctagaagaactactgaggtcccaggccatggtgaagtg 
cagcatgatgttgagtaattggtctataatttatgaaaaaccagtaagactTtgtggtatctatattagataacttc'attgtagtttctttaca 
agactgactagtctggagtttgtgtgcaacttaaaggtctttgaatcaagaaacaaaagcacaaaatttgttatcagcatgactcccctttatc 
acctaaagctgtagtctttgttttttcggtcatcaagtcttaaaaaaagtgtgtgtgtgtgtgtatcaaagcacctgataccatggagcttaaa 

TACTGATATGCTATTATTACAGATTGGTTTTAAATTTAAAAGCAAAAATGTATATGGCATTAAATGCTGCCAAAAGACTTTTCACATCAATGTT 

aaaaatgttcatcctcactggatattggaagcataatgataacccctgtacctgggcagcagacgtagaggctcacacattgtggccagcctgc 

ACTACTCACAACCATGTCTC^CAGAGAAATGAGAAGGGAAACCAGCCAGCCTAGAAGAGCTGCTTGTTTGGAGTAAACCTCTTTTGTAGTTCTG 

tcattgaaccagactattgttactaagcagttactctaccagagagagattctcaactcaggaagttgttcttggtttctgtttaatgatttct 

ATCTCATGACAAATTCTTTAGTGGAGCTTTTAAAGTAACATTTCACAAGAACTATTTTTTTAAGATTTATTTATGTTTATTTTATAAACATTGG 

tgttcttcctgtgtgtgtgtgtgtgtgtgtgtgtgtgtgtgtgtgtgagagagagagagagagagagaaagagagagagagagagagagagaga 

GAGTGCATGCCAGATCTCCTGGATGGTGGGAATTGAACCAAGATCCTTTAGAAGAGCAGCCAGTGCTCTTAAGCACTGAGCCATCTCTCCAACC 

cgaaactttttttttaatcacagttgattttggtattatactaccgttgcacagacattcccattggttgagtctagtcaaagacacaagactc 

CCAGTACATTTCTTTATAACTGGCTCTGAAATTGTCCATTCACTGAGAATTAGCAGGCTTTGTTTTTTTTTAAGTTTCTGTCCTGGCTGCGGCC 



221 



WO 03/039484 



PCT/US02/36071 



SAGRES DISCOVERY 02-12 



CTCAGAAGTACACTGGGTTCAGAGTTACCTTTCATGCTTCTCAGGTGTTCCAGCATCAGTAAAGGCTTGGAGGCTTGGGCCTTTCTTCTCACCA 
CTCCTTCTGGTAGTGTAATCGGATCAGCTTCTCCTAGCCGTGGAGACAGTAACCCAATCTTGCCATGTATAGATATGTAAAACTTGCATCCTGT 
GTGTGGATATTCATCAGATTCAAGTTTGTGAGGTTTATATCCTTGGCTTTTTTCCTTTGCATAATATGTAAGTTACTGTCTTCTCTCAGTTGTC 
CTAAAATGTAGGCAGAGGTTAGGCATCCTAGCTGGGAATAGCTTGTTTTATAATTGTGTACTATTAAGTTCTACAAGGTATAACTCTACTACAT 
TGGAACAGGAATGACCAAAAGAAGACAAAAGTAAAGAAGAAAACAAGCAATCCACAGTTCAATGAAGTCTTCTATTTTGAGGTAATTTCTTGTT 
TTATATAAATGTTAATGTTTGATATGTAATTCTAGTTGATTTAATTTCGTAAACCATAGCCATCAAAATTGTTTTATTAATTAATGCAGCTAAT 
AATCTCTACCGAGAGATGAGTAGAGCCATAATGTCACACATGCAGCTCTGGTTGGTTTGGAAGTGGGGAGGGCTAGAGCGCGTACCACATAGTC 
ACATTGTCACAGCTCCCTTGAGAGCCTCCCCACACTTTCCAGTCTACCTGACACATAGTGACTTCTGAGCAGACTGTTGGAAATGCTATAGAAA 
TTTAAATATTACCATTCAGAAGATCTGAAACCTTTTCCCAGCTGATATTAATGATCAATTAAATGTAAAGCCTGCCTTCCATATCCTGTAAAAG 
GGTAATTTTATAAGGAAGAACGGTAGCAAATCTGCCAAATATGAGACTACTTTGAGAGTTTGAAACAGTTTAGGATTATGCCTTTTTACCATTA 
AGTTCTCTAAATCTAATTTACTCTGTAGATGTAGCTTGTTCATGCGGATCTCCAGCTGCCTTGAGTGAATCCTAACCACTGGACCACCAAGCTT 
GGATCTTCAGGTGCTTTGAAATTGCCCCAAATAAAGTGCTTTGGCATTCTTTAAAGTATTTAGTCTTTTTTCATATTAATTGAAGACTATAGAA 
AAACTAAAAATCAAAATATCTAAAAGGTTGTAATAACAGAACAAGTTGCAATTGATATTAAGATGTGAGAACAGGTTGTAAAAGTGGGTAATTA 
CATCTTGAAGTTTTTATTTTGTTTTTTTCCTCTGTTTTGGAGAGGGCACCAAAGTACCCCAACTCATGCCTGATTGTTGTTCTTTAATAACAAG 
GAGCATGAGCTGAAGAAAATGCCAAAGGTGACATAGGAAACTGGGGGTGGGGTGGGGGACAAGAAAAACCTACTGAGTCAAGAGGCTTCCTTTC 
CTGGCTGAGGACTTGGTGCTGCTTTCTACATTTATTAACAGCTCTTATGTCTAACCATGAGAATGAGAAGAAGATGACAGTTCTAACAGCTCCT 
GCCCAAAGTCACTCACTGCATATAGTTCAGACCTCAGGTGGCCTGGAATTCGCTCCTTAGGAAGAACCTGTAGCCAGAGGGTAACTTTCTGAAA 
GTTGAGGTCAGAAATGCTTGCCTTACCAATTTACCTCTCAGGCCTTAAACTGTTTATTGATCTAGTCCTTTGTTAGATTGGTTGTACAGACAGG 
CATGCT CAGTAC AACC AGAG C AAGAC ATAAGAAAGCAG AC AC AGGTG CATAT AC ACAGCTAT AATGTGG AG C AAG AC AT AAGAAAG C AC ACAC A 
GGTGCATATACACAGCTATAATGTGGAGCAAGACATAAGAAAGCACACACAGGTGCATATACACAGCTATAATGTGGAGCAAGACATAAGAAAG 
CACACACAGGTGCATATACACAGCTATAATGTGGAGCACCCTCTCTCGAGCTCAGGGTTAAAACAGTCCAAAGCTAGATTTTTGCGAGAACAGA 
AATAATATTACAGAGACAGAACACTTTGGGCACAGAGACAGAAAAACTGAAAGTTATACCCAGAGAACATCAAGTAAAGATTTAACTAAGTTTA 
GTAAAGTAACCAAAAAAGATGGGATAAACTGGTAAGTGTCCGGCGGTGCTTTAGCTTTAGCCATTAAACTAGAAAGAAATAACCAGGATCTGTT 
AGCAGAGCCCAGAGACCTTCAAAGAGCTGAGAGCGGGGCAGAAGTCGAGATAACTGATCGTGGGAGAAAAGGGAGAAAGAAATCAAAAGCATCC 
ATGGATCTGTGTAAAATTCCTCCACCAGGCGTCAGATGTGGTACATGCCTGTCATCCCAGTCCTTGAGAGGTGTAGGCAGGAAGAGCAGTTTCA 
AGGCCAGTCTCAGACCACCTTATCTCAGAAAGCAAATCAGATTTGCTAACAGGACAGTTCATGACTGAAGCATGGTAGGTGATAACTATGGATC 
ACAATACAGGATTTGGTACAGAGCCAGGAGAGCCAACAGTGAAGAGATGCAGCAGAGGAGAAACCCAGTCAGCTCTGGTGCTTACTAACCACTC 
CGCTTCAGACGTGCTGATGAAGTTTGTACTGTCGCTTCCTCATTTTTAAAGTGAGGGGAATAAATCTAGCTCTGCCTGCCTCAAAGCAACAGTC 
T AATG AGT CC AG AG ATGTGAT AG C ACTGAGTAAGCC AGACAACATGGTGTGG CGTTAAGTT AC ATTTAGAAC AAAATAAAAC AAC CTTGGAG AA 
CCACCTGTGCAATTCCAAGGAGGAGTAGAGAGCAAGAGGTAGCAGGCTAGCCCACAGGTAAACCGAATGCAAAGAACTTGTCTGGGACTAGGGC 
GGGGGAGGGGGAGGGAGGAAAGGAGAGAAGAAAGAAGAGAGAGAGAGGCCAAGGACACTGACAATCTTAGACTAGAAAGAAGTGATCAGACAGC 
TGGACTTAGAGTAGACCAAACGCTTATAACACATGCTTGTTAGTTAATACTGTGGTGAAAGGAGCAGGCTTGGGGAGGTAATCTTAGAACCATC 
ACCTCTTCAGAAGTCCTGAGGGTGGGGGAAGTGGATGCTCAGCTTGGTGGCAGTTGAGGAAGTTCCTGCCCAGTGGCCTTGATATTTTCAGTAA 
AAACTGTGAGAAGGAAATATGAGTAGGTGTGACCCGTGCAGACAGAGCGTTGTAACCAGGGAACCAGATGTGGCTCTAAGTAGAACTGACGGTG 
TGGAGGCGAGGAGGCCTCTGATTTTTATGCCGGACTTTCTTACCTTCTGGTGCATATTTGGTACATTTCCCATGCTTTGGAAATTGCATTCACA 
CTTGACTCTTTATATTTGTAATTGAATATTTTGGGAATGGTCATTTTTGAGCTCATGAAGGAAAGATACTTTAAACAGTCTCTACTGAAATGCT 
TCGTTTGTAGGTAACCAGATCCAGCAGTTACAGCAGGAAGTCCCAGTTCCAGGTGGAGGAGGAGGACATTGAGAAGCTGGAGATCAGGTCAGTG 
CCGTCCTGTGGCGCTGGAGAACGGCTTTTCTCCATGCAAACCTCCATAGAGCCCTTCATAGCAAGCTGATCGATGAACTTAGATGAACAGGCAT 
CTAACTTAATCCACTTAGCCTTTCaAAATCGGATTCTTCTCAGAAATATCAAGTAGTTCTCTTGTGTGAGCAAAGACAGCCTAATTTCACCTAG 
TCTGTTTTCATTTTCCCTGATTTAATTGCTCCTTCACTACCTGGATTATAGTATAATGAATGGAAGACTGATTATATTTAATCCAATTTAGAAA 
TAATTGTTTTATTCTTCTTAACATATCTGCTGACTATCAGACATTTCAGTGAGGTAAGGCGATACCCGCACAGGTGCATGTGTTTGGAGTTTGT 
GGTATTTCCTAGGCCTTCAATATCTATGCTGTTTTGGAAAGGAAACTTTTGCAAATGCATGTGTAGGTGTGGTGTTAACAGTGTGTTTTCTAAA 
AGGCATATTAATCATGTGTTCACATTGTTAGGCAATATTTTTCTAAATCACCGATCTTTATGTATTAATTAATAACATATTGATTTATCATCAA 

AACCCTAGACTTTCAAACTTAGTTTCTCCTTTTATACTGTTTAGAATTTGGCCAGGAAGCTGGCCTAGGTGGGAAAGGCACTTGCTGCCAAACA 
AGTCTTCCTGAGTTGTATTCCTTGGACCCTCACAACGGAAGGAAAGTGCCAACTCCTGTTAATTGTCTCTGACCTCCACTGTGCACAGTGGCAT 
G CAT C CCTCCC C CAAAACTAGTTAATAAGGATGT AAATTACAATTTAAATCGTG ATTTTTTTTT CAT AAAAATTG CTGT AGTAATTTG CTTTCA 
ATGT CTAG AT AATG CATTATATGACAATGCTAATCTAAC ATCTCTTTT AAAAGC ATGTAAAAATATAGTACAAAT CAAAAT CACTTGAAACTAC 
TCAGTGTGGTTTGCCAAAACTAATGCTAGGTTTTCAATTTTCAGGATTGACTTGTGGAATAATGAAAACCTAGTCCAAGATGTTTTCCTGGGAG 
AG ATTAAGGTTCCTGTCAATGTGTT AAG AAGTG ATTC CTTTC ATC AAGC CTGGT AAGAAG AC AG ATACT CTAATG AAC CAAATTTAATTCTCTT 
TAATAAAGAATATAAATATATGCTTGCTGGAAATAAGTAAAAAGTTACTGATATTAATTTGGTTATGAATTTGTTATTAGAGGAAAGATAAGTA 
CTTTAATAGTTGTATCACTTGATCTGTGATACTGAGATAAAGAATTTAGTTGTCTAGGAATATTTTTCTGTTTAAGAATAAAATCTTGGGGCTG 
TAGAAATAGCTGAACTCTCTTCTCAGTTTGGACGGGGTTTCAGATCCTAGCACCTACCTCAGATCTCTCAAACAAAGGGCTTTAACTTTAGGTC 
TAAGGAATCCACTGGTCTCTTTGGTCTTGATGGGCACCTGTACATGGACACACACAAACACACACACACTAAAAATAAAGTCTTAAATCTAAGA 
AATGAGAAACATTAAGACATCGAATGAACCGCTCGTTGATGCTTGATCACATGTCATCATCTGCAGTTTGGATGCTTTTCGGTCAAAGAATTGT 
GGGTAGAAAGCAGAGGGCTTATTGAGAAGACACAGCAGTCTTCTGTGTGAGGCAGTGTATGATTTTCAGTTATCACACATTTACAAATGCAGAT 
AACCTCGATGTGTTTTCTGAGTGTGGGGTATTGACTATAATGTCATTTGGCCTTTTCATGGCTCTAATAGTGATACTGAATTAATAACATTAAT 
GTTAATAACCTTAATGTTTTGACATTAAATTCATACTTATTTCAATGTGAAACTTTTTCTCTATAGCCCTTAAAAACTAGTGTTTTCTGTCTCT 
TCGTGTGTCTGAGCCCATGTTTCTTCCTAGATTGATTGGTATGTAGGATCATGCTTTCTCAGTTGTTGGTGCTTGTTGATGCTGCTATGTGAGC 
ATGTAGGTATGCTTACACTCATGCGCACATAGAGAACAGACTTGACACTGGATATGTTCACCAGTCACTCTCAGTTTCTGAAGAGAGGACTTCA 
GAACCAGGAGCTCACTGATTAGCTAGGCTGGGTGGGCAGTGAGCTCCAGGGACTGCCTGTCTTTTCCTGCCCCGTGCAAGGATTGCAGATGTGC 
ACACCACTAAACCCAGCTTTTACATGGGTGCTGGGAACCTAAACTCGGATTCTCATGCTCTGCAGAGCAAGCACTTTATCAGCTGAGCCATTTC 
TCTGACCTCTGTCTCTTCCCTTTAAAGGTCACTTTTTAAAATGAAATGTAATATTTGTGCCTGCTTATTAAGTGTAATAGTCACTTGTATATAC 
TGTGTAATGATCAAATCAGGATAGTCAGCATTTCCATCTCTCAAATACCATTTCCATGTTGGATGCTGGAGAATTAGACTGTGCTGAACCGTGA 
CATCAGTTGTTACGGACCATAGTGAACCTGTTGGATTATAAACAGAGCTGCTACTCCCACGCTGCATTGAGAGCCCGTTCTAATAATAATACCT 
TTCTCTGATGATCTCCCCTCCTGCCTCTAGCAACTTACAGTCTTTGTTTTTATGTGGATCAACTTTAGTTTTCACAAAGGAATAAGAACTTGTG 
GCCTTTGTCTTTCTGTGCCTTACTTCACATGATAAAATGACCTCCAGTTCCAGATGGGTTACCATAAGTGATAGGATTTCACTCTTTAATAGCA 
AACCGTCTGTTGATGAGTAAATGAATTTAAATAACGTGGTCTGTACACACTGGGATGTTAACATAAGAACCGCTCTTTAGAACTCAGCTGCCTA 
GAAGAGGAGTTGGTGTTGACTGTTTAGGGGTTGGGTTTTTGTTTTTGTTTTTGTTTTTATTGTTTTAGTTTCTGAGACAGAATCTCACTATTTA 
ACCTTGACTGGCCTAGATCTTACTATGAGGACCAGACTGTCCTTGAACTCAGAGATCCACCTGTCTTTGCCTTCTAAGTGCTGAGATCTAAGCT 
GTGCACACTCCAGCTGACCTAGGACTTAGACGTTTCTCTTTGGTCTCACTTGCCTTTAAAGGAGCCTGCCACCAGACAGTCCTCATTGGGATTC 
TGCTATTCCATAGCCTTCCTTAGAGAGACTGTATTTTAGACTAATTTTCAAATTTTATTTTTTAACTCTTCCAATGCAAATCTAAATGTATTAG 
TCTCTCTAAAAACATTTTGTGTGTTTTAATTTCTAAATGCATCCAGAGAAGGAGAAAAATGACTTTAATTGTTGAGAAAAATGTATTACCGTTT 
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GCCTCCCCTGCCCCCATGTCATATTTCCTCCCTTCTCCATGAAAATTCCTGAACTCAGTTTTTAAGTCTTGAAAATAACATTCCATACCTTTAG 
TACAGAAGAAAAAATGAGTTGTTGTGTCTCCCAGGGGCCTCCACAATGAGCCTCAGACCTGCCCCCACAGTGTGACACAGTCTTTCCATATACT 
TTCAAATTTGACAGAACTTTCTACCTTGGCCAACTTGGAATATTAACAGACAATAAGTAACTTTATTTCAATTTCTTCTATCAATAGTATAAAT 
ACTTCATGTGCTCTTGAGTGCTGGTGTCTTTGAGGTCAGAGTCGTTGAATCCTCTGGAGCTGGAGTCACAGGTGATTTGTGGCTGCCTGATTTT 
GGTTGCTAAGAATTGAACTCGTTCTTTGTTTATGATCTCAACCATTGAGCTAGTTCTCTAGGCTCCAATAAAAATATTTTAATTTAAAGTAGTC 
TGTCAGAAGCATAAATGCTAAAATTTATGTAGCATAAAAGAGAAGAATCTGCTAATGTATATGAATTAATGTACATTGTATGGAAGTATAAAAA 
TGTTAATG C CATTTTAATTGAAGATCTTG ATCTC CTTTATC ACTTATAGAG CTGTAG C AT CCTCTAGTGGTATT AAAGATAACTGC ACAAAACC 
TCATTCCATTCAGGCATAGTTATTTCTAACGTTGATATTGCAAAGGGTCATAATAACTTATTAGTAGGCAGTACTCTTGCTTTAAGTTTTTCTA 
TTTTCTTTTTTCCAGTAATTTCCATTAGTATTTGCCTATTATATTGTATGTCTAAAAACTGGTTTTTGATGGTTTAGTTTTTTTAAGATTTCTA 
TTTTATGTATATGAGTGTTTTGCTCTATGTATGTCTGTGTACTGCATGTATGCCTGGTGCTTGTGGGGGTCATCAGATGGTGTCAGATGCCCTG 
C CACAGGAATTAGAGATAGTTGTGAGC CAACATGTGGGTCCT CTAC AGAAGCGGCAAGTGGTCTC C ACTG CTGC ATCATG T CTC CAGCTCTACT 
TCCTATTTAATTTTATTTGCAGATTATAATACAATGACTCATGCCACTTTCCCTTGCTTTCTAAGACGTCTTTTGTTGCCCTTATGTACATATT 
ACTTTTATGTGTGTCCCTTGCGCGCGCAGCCTGTGAATGCCTGCAGGAATTGTTCTCTGTTTCCACCACTTGCCTTCTGGGTATTGAAGTAAAG 
GCATCTCTGTTTACCTTGAGTCGGTTCTTGGTGGTGGGGGAAGCTGGGAGAATGAAACGGACTACAGTCTCGTGCTAGCCAGCCGCACTCAGAG 
CATCACACATTTCATACTCGGAGTGATTTACCTCCTTAACCTTGATTGTTTTTTAATTGGTGATAATTAGATTGGACGTTAGCATTGTCTTTTT 
TGTGTTGATATTAGCTAATTTTCATTTTGCCATGTGTAGATAATAGAACATAATTTGATTGTTTTTTTAAATAAGTTTTTTTTAATAGAAATTA 
CACCATTCCTAGGTAAAAAGATGTAAAAGAGAATGCTGCCTCCTTGCCCAGTGCCACTTGCCTAGGTCCTATTTCTGAGCCAGCCTCTGTTCTC 
TAGATTCTGGGAATATTTTCTATATTCATAGGCAAATGCATGTATATATTTTCATTCGTTGTTTTGTTGTATTGAACCTGGGTTTCTGTGTGGC 
CTGGG AGT C ATAATCTCC CAAGTGC AC ACACGAG CAC ATGC C C AC CTGTACTATGCCTGTATGTTTACTCAACAGTGTAGTAG AACACTAT AGA 
TAGGCGTTGACTCTTGATGGTGGTTTACAACTTATACTCTAGAATCAGACAGCCTTAATTCAGGTCCCATCCTCGCCAGTAACCACTTGCTCTG 
TGCTTCTTATTTCGTGGGCACAGTGAGGGCTGAATGTGCTGAGAACACAGTCCGCCCATGAGCTGCAGTCTGGCCCTGGCCCGTGGTTTCTTCT 
TCAGTAGCTCAGCTGTCTACTTATCCCGCTTGCTCGTTAACTCACTACCATCACGTGTAGTACCATCAGCTGTACTTTTACTTTAGGTACTTGC 
TACAGCCAAGAGACAATGGAAACAAATCATCTAAAACCGATGACCTGGGATCTCTTCTGTTAACTCTCTGCTATACAGAAGACTGCGTGCTTCC 

ATTTGTTCTGGATTTGTATATAGGTACAAAGCTTCAAGGGATAAACCCAGAAAAACGGTCAGCTTCATCCGTCCACATGTCGGAGGAGCCCTTG 
TGGTCAGCTCTGGGAACTACTTTAAAAATCTTATATGATCCCCAAGTGGGGCAGTCTCTGGATGGTCGTTCCTTCAGTCTCTGCTCTGAACTTG 
GT C AGACTGC C C CACTTGGGGATCC ATGCCATAAAC AAAC C C AGG CACT ATGG CAGATGC CAAAAAGAGCTTGCTGAC AGG AGCCTGATATAG C 
TCTCTCCTGAGAGGCTCTGCCAGTGCCTGGCAAATACAGAAGTGGATAGTCACAGTCATCCATTGGATGGAGCACAGGATCCACAATGAAGGAG 
CTAGAGAAAGTACCCAAGGAGCTAAAGGGGTTTTCAGCCCCATAGGAAGAGCAACAATATGAACTAACCAGTACCCCCAGAGCTCCCTGGGACT 
AAGCCACCAATCAAAGAAAACACATGGTGGGACTCATGTCTCTAGCTGCATATGTAGCAGAGGATGGCCTAGTCAGTCATCAATGGGAGGAGAG 
GCCCTAGGTCCTGTGAAGATTATATGCCCCAGTATAGGGGAATGCCAGAGCCAGAAATGGGAGTGGGTGGGTTGGTGAGCAGGGGGAGGGGGGA 
GGGAATAGGGAATTTTTGGAAAGGAAACTAGCAAATTTCATTTGAAATTAAAATATCTAATAAAAAAAAAGAAATTAAAAAAATCTTACATGAA 
AAGGCTAAACTAATTCTGCAAATGATAAAAGATTTCATAGTGTCAGCTCTTACAGAGTGCTGTGTATTTGATTTCTCTGAACCTGAATACTGAT 
GTGCTTC^AATCTTATCTCTGATTATAATTTAGAAAACTAAATACTATCTTACCTCTGATCAGTTATAATTAATGAGTGTGTTTAAATTTCATC 
CACAGGTTAGTGATTACGCATGCAACCATGGTTCCTTGATTCTGTCCTTGTTTTTACCTTCTTTATCCTAGCCAGTATCCGCCTCAGCTGCTTA 
TATTTTGGGTGAAATATGTCAAGATCAAAAGGATGCTGTTTTGCCCCTTGTACGACTGTTGCTGCATCACAATAAACTTGTCCCTTTTATCACT 
GCGGTGGCCGAGCTGGACTTGAAGGATACTCCGTAAGAACTGTATTTCATTAAATGTTTAAACTTCAATTTGCCAGATTGTTTTTATAGTCTCA 
GTTCTTTTGTATTGACCAAGTTTACTATACACTAGGTTAAAAAGAATCGCTTAGTCAGTAACAAAAGACAGTTCTTAGAGTTACCAAACAGAAT 
CCGGCTGACCGTAAGAACCAGTTATGCAGACATGTGTATAAGTCAGTGGTGCCATTTCCTTTGTTACTATTACTGATCTTTGCTCCTGGATGCA 
GTGATTCACATGTCACAGCAACAGCTCTCTATCACGGTTGTTACACTGTAGGCACACGTAGAGCGTTGTGAAGAGCGGTCAGTGCCTTTCCATT 
TC C ATCG C AGTGAG ACAAC ACC ATC ATCTTATGCAC AC AG AC CC ACACT AC AC CATC ATCTTATG CAC ACAGACCCACACTACAC CAT C ATCTT 
ATGCACACAGACCCACACTACACCATCATCTTATGCACACAGACCCACACTACACCATCATCTTATGCACACAGACCCACACTACACCATCATC 
TTATGCACACAGACCACACTACACCATCATCTTATGCACACAGACCCACACTACACCATCATCTTATGCACACAGACCCACACTACACCATCAT 

AGAAATTCTAATGGCAGCAAACATTGCTGTTAATAGTAGTAAAGGTTACTAAAATTGTGTATATGTTCAAAGTCAAATTATTACTGTTTGAAAC 
TTTTCTTCTTTTTGCTGTCAATGGTTTTTGTCTCTTTCTATTTCAGAGATGCCAACGCAATATTTAGAGGAAACTCCCTGGCTACCCAGTGTCT 
GACTGAGATGATGAAGATAGTGGGAGGGCACTACCTGAAAGTCACGCTGAAGCCCGTTCTAGATGAGGTACAGAGTAGACCTCACAGGCAGAGC 
CTGTGACCAGCTAGAGCAGCCTTCTCAACTTGTATGTCCTGAAAAGCCCTTTCACAGATCATCTGAGGCGTCTGCGTGTCAGATGTTTACGTCA 
TGATTCGTAACCAC AGCTAAATAC AGTTATG AAGTAACAG AAAGAGT AAC CTTACG C AGGGGTCAC CCC AACATG CGGAGCTGTAGGAGAGGGC 
CCCAGCAGTAGGAAGGCTGAGAGCCACTGCAGTAGAGCTTCTCTTTTAAGAAGTAATGTGTTGATTAAAAGGGTCTGTCCATTCATGGGCTACT 
GGAGGAATAGGTGTAGACACTTTGTAAGTAAATTTCTTTGCCCTCTGTGGATTCATTCTTACTCACAAGACACACTGATCTACATTATTGTTTG 

TAGATTTATTTTTTATAATATCAGAAGAAGAAGAATTATATTCATGTTGTTAAATCACCTAGGAAAGAAGAGTAACTGAGAAATACTTGTATAT 
TCCAGATATGTGAATCCTCGAAATCCTGTGAAATAGATCCTGTTAAGTTGAAAGAGGGAGATAATGTAGAGAATAATAAGGTATGATTATACAG 
TGTCATTTATATCTACATTAATTTTTATCTTCATGTGATACCTGTCTCCCATAAATGGTTTATTTTATTTTCTATGTATGAGTGTTTTGTCTGC 
ATGTATGTCAGTGTGCCATATGTGTGCCTGGTACCTGTGGAAGTCAGAAGAGGGCATTGAATCATCTGGGAATAGAGTTGAGGTGGTTATAAAC 
CATTATGTGGGTGCTAAAATCAAACCCAGGTCCTCTGCAAGCACATAAGTGCTGTTAACCACTTAGCCACCTCTCTACCCTCCAACATATACTC 
TTAAACTGTGCTTCTTGTGAAAATTACTCATATATTCATTCATTTGTCTAGAAAGTCTGAATTTAACTTAATAAATTAACCTTAATGTTGATCG 
G C CTTTAAC CTGAGTTGGG ACTAGAAGCAGG AG ACTCGAGAGTC ATCTTCT AATAAGT CT CATACCCATTATTTGTTCTC ATGAAG ATATTG AA 
G CTGTGTGAC AAT CAG AAT CTTAGTGTTTACTTTGTTAAAACCTGCAGG AGAATCTGTACTACTATGTGGACAAAGTATT C AATACAATCGT AG 
GATCAAGTGTGAGCTGCCCCACTGTGATGTGTGATATTTTTTATTCTCTGAGGCAAATGGCTGCTAAGAAATTTCCTAGTAAGTGCCTTGGTAT 



CAAAATGGTGCTAG CTTCTTTGTGAGATTTAATGATTTATTTTTT CTAGAATCT C AAAACATGC AATT C ACTTTATTTCAATATAATGGCAACT 
ATATAAAGAGCTAATCAAAATCATTAGTTTTAAGAAGGGACAGTTTGCATCTGTACAGTTTTCTATAATATGTAAGGAAATCTTTATGTGTCGT 
ATAGTTAACAGATTGTAGAATAAACCCGTGTGTACCAGCTATTTTTTCCAGTTGCAGATTTTCAAACAGTAGTAATTGGTAGTTTTATACAATT 
GACTAGATTTGACAGCTTGAAGATACTAAGATGTCTGTGGTGAGATGTCTTTTCAGAAATAGTCTTTGGCTTTACAAATACTTGTCCCACAATC 
CATAGGATGATCTTGCTTCAGGTTTTGCAAAAATATCTATATTAAGATTTTGCTTGGAAAGGCTTTATAAAGTTATGAGATCTACTTCTTATTG 
TTAGCACTTGGAAATACTCAAAATTTTAGTTCATTTCTGTTACATAAATGAATTTGCCAAAACTCATTGCAGATCTGCCCATAACACAGACAAG 
GCAACTATTTACAATAATAATCAGGTTTATCTATCTGCATAAGACTGTAAATTAACTTTCTTAGCCATCCAACGAGATTTTGTTATTTCATTAT 
GCTTCCATTCGTCAGACCCTTTATTTAATTCACTCATACTAACTGCTACATGAATTCGGGTTTTGGTCTCTTGGCTAATTACAATAAAGAGATA 
AAACATTTAGCTTTAAATAAATATATCTAGTCTTCATAATCAATAAAGGAGGCAGAGACTTGATTTTGCATACATAAAGATGAAATAGCAATTA 
GATTCTGTTTTCAAATAGTGAGCTAGATCATAACCACTTTGCCTGCTTGCTAGTCTGTCTTATCCTTTACTCTTAACATGTTTGAAACCATTAC 
CCATTGATTAGCCAATGAAACTGAGGTCTCAGTTGTTGTTACTACCTGGAGCTCTGCTACCCTGCTAGCAGGGCAGGCAGTCATAATGATGGAC 
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AGCTTGACAGTTCCCTACTGGGTGATTTGTAAGACTAAACCCCACGTCAAATCCGGAGATTCTTTCCCTCACTGCCCTTTCTCTGGCGTCTGAT 
TGTTGGGTTAGTTGTTGACTCCAGTCTGAAACAAGTCCTGACAATGAGTGATCATTGCTACAAGTAGCTTTCAATTCACCTGCAGTTTATGTGA 
AATATTGGTAGCTTTAAAAGTACTGTCTCTACCTAATTGCTTTTAGTCTTTAAATTGTTGGCTTTTCTTTTTGTGACAAGTACATGAGAGAAAC 
AACATAAAAGGTAATTGTGGGTTCATAGTTTCAGAAGCCTCAGTCCAAC2ACCCACAGGCTCCGTTACTTTAGTCAGGCCTGAGACAAGGCAAAG 
CACTGTTACGGCATCTTGTAGCAGAGACCGCTTGTCTCCTGGCAGTGAGGAGGCAGAGAGAGGGAGGGATGAGCCAGGGCCAGAATACACCCTT 
CAAAGACATATCCAAAGTCCTCTGCTTCCGCTAATAAGCCTCCAGCTTCCACAGCCCCACCACCTCGTACAACAGTCTATTGCAGTTGGAATCC 
GTCAGTGTGGTGAACGTTGATTAGATCGTGATCTAGTCATCTCTGGAAACATTCTTACAGAAATACTCCAGATGGTGGTCTACTGGTCTTGTAG 
GCATTTTTCATCTAATGAACTGAATAATCAAGACTAACCATAATATAGCCTTAGACACCATGAAGATTTTTAGGGTGAATTTAAAACAAAAATA 

TCTTTTATATCAAGAAGCTATTTTTCAAATTAAAAGTATTTCTTTAAAAACAGCAACTTTGCTTTCCGTTTGTTATTTTAAGTTACAGCATTTT 
TTTCTCTTAGTTTAGCCACAGTCAGCATCATTTCACAGCTCAGTTTTTACAAGTTATTTTCCTTTCCTACATAGTTTACATGATTTTTTTTTTT 
GCTTTGTGCTCTTTGGTTTATAAGTAGTGTGTTTGCATGACGTTTCCCATTTTATCCCTGCAGATCACCCTCATGTTCAGTACTCTGCAGTGAG 
CAGCTTTGTCTTCCTTCGTTTCTTTGCTGTAGCGATACTCTCACCTCATGCTTTTCATTTGCGACCTCATTATCCAGTAAGTGTTTGCTCCTCT 

AATGCTGCTAAGTTGATGTCTGCTGATGAGCAGAGGGGAGCACTCCTCAGGGCCTTTCTCCGGCTGCTGCACACGGGCTGCGGTCCTTAGTTAC 
AGGGAGCTGGGGATGCTGGGGTGGTAGGTGGAGTTGGGGCTGGTTGTTAGCCGACCCTCTCCTGGTTTATTACAGCAGCTTATTTTTTATTTCT 
ATATTCTGAGGCAGACTCTTGTTCCATAGCCCAGATGGACCCTGACTCACAGTCTTCCTGGCTCAGCCTCTAGAGTCCAGGAG'TACAGGCATTC 
CCACCGCTCCTGGTTTACGGTGGTTTAATCATGGCAGTATTTTAAGATCTCAGAAATGTGAAGGAAAATGAAGAAGTTTATTTGAAAAGTATTC 
AGGAACCTGACTTACTTGGTATCTTTGTGCTTTTGCTTTCTGTTCACCTAAGTTATATCAAAAGATGAGACTAAAATGAAGTTCTGTTCAGTTA 
CCT AAATCT ACATCTGCGTTGAATATATACCTGTTCATATTTTAAGGTTTC CTTTTT CTTTT AAC CTATTT CTAGTCCTTCATATAG C ATATTT 
TTAGTCACTGTTTGGTCTTTCTCTGTTGTAAATATTTTATATATACTGTTGATGCTTTAGCTGCTGCTGTGTACAGTAGAATAGGAAACATTTA 
GTGATGACCTTGTTCTAAGCTTTCCTTGAATCACTTTCTATGTCTAACTCGCTTAGGTCTTCCTAGTCACTGTAGGAGTAAATTACTTTATTAG 
CCCCATATACAGGTAAGGAAATCACCATGCAATAAGTTCTGTAGGCTCATATAACTAAGACATCACATTTGGATCCTACACAATTTGTACTAGA 

GCTGTCTTCAGACACACCAGAAGAGGGCATCAGATACCATTACAGATGGTTGTGAGCCATCATGTAGTTGCTGGGAATTGAACTCAGGACCTCT 
GGAAGAGTAGTCAGTGCTCTTAACCGCTGAGCCATCTCTCCAGCCCTGGTGTTGAAAATCTTACAGCAACCACTGTCACAGTGCTCAGTGCTGG 
AGACATATGCAGCCTTAATTGACATTCCCTACTTCAATGTACCCATGGTCCATCTAGTAGTGCAGTGTAGGGAAAACTTAGGGGCAAAACTGGC 
TTCTGAATGTTCACTTCCCCTCCGAATAGCCTCACAGTGTTAGCTGAGAGCCATGCTGCAGTGGCAGAAGATGGATGTTCTGTGTAGCCTGTAT 
CCTTTTGTTCATGGAGAACCCTTCTGTGGCTGTGTTAACTAAAGCTGGAATGACCTGGGGCAGTGAGAGCTTGCCAGGCACATTCTATACAGAA 
GTAGAACTCCCACCTCTCCACTTGTGGCTCTGCTTGTATTCAGACTTGGAATTCCTAGATGGAATTTGAAGAAAATCCGTCTAACACAAACACT 
TTTAGGTCACTTTTCACGCAACTTTATTATTTAAAGTTTTCTTTTTGTTGTTATTTGCCCCCATCCCCAATACCTCAGCATCTCCATCCAGTCT 
TTAGCCATAATTCTTCATTTTAAAGAAAATTTGAAGTAGTGGGAATAGAGACAATATGACATTTGACATTGGTGCTGTAGGGATGAGCATAGCT 
GCCTTCTATTAAGGTAGAACTATTGCATCAGTTTAAAGCCAGCACATGATTAGCCAAGTAAAAAGTAATAGTAAGCACTGCTGTACAGGCCGAG 
AATAC AG AG CAAT CCCAGACTCTG ATGGCTT CATC AGGAACTGGAAGTTACAAAGT AATAC AGGTGCAG AATTGATCAAATGCTACTG AATTTT 
ATGTTTAGAAATCCTTTTAATTCTAAGAAACTAATTATAGAAGATGTTTTAGAGTAGACAAGAAAGAATAAAGAACAGGTAGCTAAATAATCAT 
AGCAAGGGCAGGAGATCTGAGCGGTGCTTGCTGACAGTCAAGGGATGTGTGCACACACATGTATAAAAACTGTTTTGAAAACATTAGTTTAGTA 
AAAATGAAGGCATGGGCTGGAGAGTTGGCTCCGCGGTTAAGAGCATTAACTGTACTTCCAGAGGTCCTGAGTTCAATTCCCAGCAACCACATGG 
TGG CT C AC AACCATCTGTAATG AG ATCAG ATGC CCTCTACTGGTGTGTCTG AG AAC AG CAAC AGTGCTC ACATACAC AAAATAAATAAATCTT A 
AGAAAG AAAGAAAAGAAG AAGAAAGGGTG AGCTGGATTGATGG CTCAGC AGTT AAG AAGG C AT ACTGCTCTTTCTAAGCC CCTAACTTCAGTTC 
CCAGCACCACGTCAGGCAGCTCACGGCCCTCAGTAACACCTATTCTAGAGGGTCTGACCCCTCTTCTGAGCTCTGGGGACGTGCACCCTGTGTG 
CACATACCTACACACAGATACACATATGCAGATAAAAAATAAGGTTTTAAAATAATGTAAATAATGAGATGGACTAAGGGCTGGGACTAGAGCT 
CAATGTTCAGTCATTTGCCAAGCATTTGTGAGGCCCTACATTCAATTCCTAGGGCTGTAAGAAAGGAAAAAAAACGGAAACCTTCACTTGAACC 
TCCTTGGTGATTGTTGTGTGTTTTTTTTTTAAATACAGATTATGTAAACATTGATTTTGTAAACCAATGTTGAAATTTCAAAAGGAAAATCATT 
AGATGATTCTTATTAAATCCCTCATTCTTCCTTGATTATCCCTTTGAAGGCCCTCCTGCTGAAGACCTCTTTTACCCATTGGTTTACTTTCTGT 
CTGTTGTATATACCTGTAATACCCTGTGCACTCTCTCTCCCTCTCATGGCATTTTCTATTCTGGCTAGTAACATCTGTGTATAACAGATCTCTG 
CATACAGACTGCCAGGATCTCCAGAACAAGGGAGGACCTTTTCCTAATATGTGTATCCAAAGCATGTGGTAGTGTCTAAGACAGTCACATGATC 
AGTTTAATTAATAAAAATGATAGTTGAGAGAAGGAACTCATCAAGTGAGTCTTTTCTTAATGGAGAAACAGATTCATGGTTTAAATACAGGGGA 
AGAGGCAGGCACTCGAAAAGAGGGCTTGCTGCCTCCAGGTCAGAATCCTAGAGGATTCTAAGCAAAGGTGTAAGATTAGAACCGAGCAGCTGCT 
CTTTTGAAAGATAACAGCAAACTTGGGACATTAGTTTTTTTGTAGACCAAAGACAGTCAAATGGCACCAATGAAAAACAAGAGAATGTGTGCTG 
AGTTACTTTGAATTAAAAAGTTTAACATTTTGGTTGACTTTAATAATTGTTACATAGTGTTTGCTGAGTTGTGTACTGGAAGCCAGGTGAGGAA 
GGTCCTGGGTATACAGTGATGGGAAATTTTTATTACAGTTTGCATGTATACAGTAACGAGTCAAAGCAGCCGAGTGACGTGGTACTACAGTAGC 
CACGGTTATGTGGGTCAAAGCAGCCGAGTGACATGGTACTACAGTAGCCACAGTTATATGGGTCTAAGCCAGCCTTGGTGACCTGACACTGAAT 
AAAATGAGCTCTGTTCCCTCTTGCTAGTTCAAAAAAAGAATAACCTAAAACACTGAATTTAAAAACCACGTTTAAGCCCGGCAGTGGTGACACA 
CACCTTTAATTTCGGCACTGAGGAGGCACAGGTAGGCAGATCTGTGTTCAGGGCCAGAATGGTCTACAGAAAGAGTTCCAGGACAGCCAGGGCT 
AC ACTGAG AAACCTTGTTTC AAAAAAT CAAGAAAAC AAAC AAAT CAACAAGTTTAAATGGAG AAGT CTTGTGAAATTCAATTC AAACTTAATGT 
TCCCGGAACTTCTAAAGAATGTTAACTCTCTTCCCAGGTAGAGCTGTAGTGGGGTTCTCTTACAGGTAGAACAGAGTCCCAGGTGCTCCATCTG 
AAGTCATTTTTAGATAACCATAATTTATAACTTTTACCAGATATATCATAATGGTCATATACCAGATATTCCTTCTCCGGATTTCCTCATTTCT 
TGGTCATTTCTTCCCCACTACATTCATTGCCTGCTTTTAATATGAGATATTGAAAGATAAAACAGTATTAACTATAATAATTGTATTTTCCTTG 
ATATGT CTTTTGAT AATATTGTTT ACTGTGGTAAG ATAGTTGGTTATGTAG ACATGTAGGTCAGTAAGACT C ATG AGCG AACTGTGTTCTGTC C 
ATTTATTATATGTACTTTAATGTAAATTACACTACTATCAGGTAGACAGAC CTGAAAGATAACGTGG CTAACAGAC CCAAACAGTTACCTTCC A 
GTACGTTCTTATGTGAGTGGGTGACTCCATTTCCTGGTCTGAATTTGTATTCTCCCTCTGCTCCCATGATGGGAACAGTTGATTGCAGAAGTCT 
TACGTGTTCTTTGAATATGCTTAGAAGTAGACTGGGCACAGAAAGTTGGAAACACCTCTAAGTTAGAAAAAAAAAATAGGTATCTCTGATATTC 
CAAAAATAAATAGATTTGGAGTGTGATCCAGTCTTTCGACTACACAAAGCCCTTAGATACAGTTGATTACATTATGTTTTTCTTTTTTTCTAAG 
TCGTTAGTATTGTCTTTAAAGATTGATTTATTTATGTTATGTGTATGAGTACCACATTATGTTTTTCAAAGGGAACAAGTCATTAAGTGTTTAA 
TCTCTGACTTTTTTTTAATGGTACTGAGAATGGAATTGAAAGGTCACGCATGCTAGGCAAGCATTCCACCACTGAGCTGTTCTACCGGCCCTCT 
TTACTCTTTATACTGAGGCAAAGCAGTCTCATTCGGTTGCCTGGACTGGATTTTCTCTGTAGCTTTAACAGACCTGAGTTTGCAGTCCTTCTGT 
CTGAGCCTCCCAAGGAATTGAGATCGTAGACCTACACCACCAACTTCTTTCATTGTCTCCCAACCCAAGTTCTATAAGTTGTCTTAGGCTTGGC 
TGC ATCTTAACTATCTTTGTTTG AATGAAC ATTTTTAG C CATTATTTTAG AGC C ATATAGC C C ATT CACTCT ATTCTGCTTTTTATATAAACTC 
AACTTCTTGAAAACTTAAGAATTTTGATCATTCTTACCTTTTCTAGGATACACAGACAGTTAGGACATTGACTCTCATCTCAAAAACCATTCAG 
ATTATTGGAAACTGGGGATGTCAGTCCAGAAAAAAGGTGAGTTTATAACTGTTTCCTCTTTGCATACTTAACAAATTTTATTATATACTAAGAT 
TCCTTCTTCACTTACTTCCTTACATGTTAAAAATAAAACTGAAGAGAATACATATTCACATGCAATAATGGTCTTTTAGTGGGTGTTCTACTGT 
AGTCACCTTTTGAAGGAGACGGTGATACTTAACCTGATATACCCGTGGTAGGGAAAAAACTAGGAAGAAGACACAGGCACAGCTGAGTTATGTG 
GTGGTCTGTGCCATAGTCACCTAACAGCACTGGAAGAAGCCTTCAGCTCCAGGATGGATGATTCATGGAGACATGGACAGCTTTATCCTTAGCT 
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TCAAAATACAGGCCCGTCATTGTCTTGTGTTCTACCTCAGAGCTTCATAAACTTGTCACTCATGAAGGCGTTTACTTAAGJU^ACTTATGCAACG 
TTACGTATAAAAATCAAACATTTAGTGATAATAACTTACTTTAGCATTTTGAAGTCCTCAGCTCCCAGTGCTGAGGAGTTTTTTCTTCCATTTG 
CTTTTGCAACTGCTTTCTTGGGGCTTTTCCCTAGTTTAAGACCTAGAAGGAAAAGGTCAAACAGTGACTGCCAGTTCAAAGCTATATGCAGGCT 
CTGAGGGATATTCACTGCTCCTCGGTTCCTCTCTCACCAAGAATGTTCATCAAAGAAGGGAGAAGAGCCAGGCTCAGATCAATAAAGTAACTGC 
AGGTCACTGACTCTACAAAAAAAAAAAAAAGGCTTTGCTGGCACCCTGCATCTGGCCCAGCATGAGGTATCTTTGGCTATCAGCAGCTGGAATC 
AACAGAATGTGAATGGAGCCTGATCATGTTCAGGGAGAGGCTGAGCATGATATCCCATGTGCTGTGTGGGGAAGGCTAAAGACCATGAGTGTGT 
GGTAGCCATGATCCTGGAACATTCTGGGTTCGCTGACTTGGAGGAATGCTCTCTAGGAGAGCTCTGAACAAGATGGTGAATGTGGCTGTGAGTT 
CCCAGCCCGCCTGCTGTCCCACATGGAGAAGAGTTGAAGAAGCTCTCTATAGTTGCTTCTGAGCCACGATCTGGCCTACTACACAGATGAGGCA 
GCACTCTTGGCCCTCTGGCTGCAGACCTGGCTCCTTAAGGCACCCAAGTGAATTGCCATGAGTAATTATGACTGATTAGCCAAGAGGAGAGACA 
CCACCTTACTTGCTACCTGACATGAATGAAATCTGCGGATCCCAGAGGATTGGGGAACCAGAAGAGATTGTGCCGCGCTTTCCCGGAGTTGGCT 
CTTATCAGTGGGGAGAACCGCATAGTGGCCAGCTACTTCCCTACTCTGAAGAAAGTAGACTTGAGCTCATCTGGGGAAACAAAGCAGTTGGTAT 
GGAAGCTGGAAGCCTTAAGAGGAAGTACTTTGCCTTGCCCTGGAAACCTGCCTAGGACACGGGTGGTATGAAGAGCCAACAAACACACAAAGAA 
AAG CTAGGATTGGGTG AC CTAC ACTTGCTCTGATCT ACT AACTAAC CTGTATT AGGTAC CTTTATTATGTATAACAAGAGG AGTTAGCTGATCT 
TAATGGGAAGTCTCTGTAGGACACAGTCTCAGGCAGTACTTCCTGAAGGAGGAAGTTGTATTTGCTAGTTTCTGGTCCCAGTAAATGGAAGGTT 
TTGCCATTTACAGGGGTCTGAGGCAACTACAGTCCTTGACAGGGCTATGTTCTTGCCATCAGTCCACATTCACCCTGTGCTTCATCTGATCCCC 
ACACTAGAGTGTTGTAAGTTCCAGGTTCTATAGGGAAAATTTATGAAGTTGTTCACAATTTTTCATTTGTGATAAATACATTTGAACACTCCTA 
AGCTGGGCCCATTCCTGTGTGGCTGGTGGGAGCAGCCCCTGTGAGCTGGAGGCCTCACCCTTATCACTGTCTCTCACGTCTCAGGATCTTTCTT 
TCCCTCCCTGCCTTGTTCCTTTCCCTTGAGACTAGAAATCAAAGGGCTGGGCTGTATGTACCTCAGTGGGAGAGCCCTTATCTTTTATAAATCA 
GACCATAGGTTCAGTCCCCACTACTACCATTTTTAAAACAAAAAAGAAACCAGACATTGGGCTGCATAGCTTCCATCCAGATCTGCATCCCTCC 
CTGTGTTTACTCTGAGCCTCTGGAGAGCCATGAGCTTGCAGGAGGCCCTTGTTTTGGATTCACAGTTGCACTTGTCAGGAGACCCCCAGGTAGA 
TTTTTATTTCTTACTTGGTCCTTTAGACCTTGGAGTAATGATGGCTCTATACCTTATTGTATGCTAGTTAAACCTATCCATGCATTTGTAAGTA 
CTTTTCAAATTCTCTGTTACATTTTTCATTTTGTCATATAATAATAATACAAATTTATATATGCAATGTTTTAATACATATTTACATTGTATAT 
TGGTCAGATATTTTAAACCACTCTTTGTATATATAATTTTACCACTTATTAAAGACAAAATACAAATTTGCATACTAACGAGAAGGATATACTT 
GTTTATGTTTACATAAATAAATACTAGTTGAATATTTAGAGTTGAGTATATAGAGCATCTTCAGTGTTTTTCAGAGTTGATTGTATTTTGATTT 
TGTAAT CATTC AGTTTACATAAACATATAGTACAAAATGGC AG AAGTATATTTAAGGC CATTTTTTAAATTGTTGG AAATTTTGT C CT AATCTC 
AAGCTAGAATTTACTTAGTGTTTCTTTGGTTTTTGGTTGGTTGGTTTGGGATTTATTTGTTTGTTTAGTGAAACTTAAGTCAGCAACATAAGCA 
ATTAAAGTCAAACATTCTAATAAAATCCAAAACTACTAATTGATACATGCTGACTAATGATGTGGGAGAATATTATAGGTTTTTGTTTCTGTAA 
TTAAGCCATTATGTTTTTGTTAGAGCAAAAGCCTTCATGTCTAGTAAAAATAGCTCAGTTCCTAGTATACGGTGGCCCAGTGCTTTGCGCTGAG 
GCCTTCAGGGCAGCAGTGACTGGGGATGTGTGATGTATTGGCATGCAGAGTGCAAAGCATGCGTGCGGTACCATGCAGCAGAAACACCTCAGAG 
TTGGACATGTTTGATTTTGAACTAGTTCTTGTTGTTTGTGTCTTTAGAAACCTTTATTGTTGATAAGTTTCTCATGACCACATGTGAGACACGA 
CTAATAATTTAAGAACTGTGCGTATTTAACATACACAAATCCTGTATTTGTTTTCTCATAGTCACGGTTCAAAAAGTCAGTCATGTGTGAATTT 
CTCAAAATGTTTCAAGAAGAAAGATATTTTACAGATGTGAAAAAGGTATGGTTCTTTCTTGTCATCTAGTTTAAAGAAATCAACATCTCATATT 
CTTCCAAAGAGTCCATTTCCAGCTTTAAAAAAATAAAATCATGTTGAAACTGTCAACCATGAAGTCTTTTTTGGGTTGGAGAGATGGCTTAGAG 
GTTTAAAGCACTGACTGCTCTTCCAGAGGTCCTGAGTTCAATTCCCAGCAACCACATGGTGACTCACAACCATCTGTAATGGGATCCGATGCCC 
TCTTTTGGCACCTAGGGCATGTATGCTGGCAGAACACTGTGTACATAATAAGTAAAGAAATCTTTTTTTTTTTTTAAAGGTCTTTTTCTTCCAA 
TTCTATCAAATAAAGCTGTGAGATTAAGCAAGTCTTAACAATAACTACTGTAAGCCTTAACTCTATAAATACAGATTTCTATGCAACACTATTG 
ACATTTGGGGCTAGGTAGTTATTGATTTTGCATCGTAGGATATATGGCAACATCCATCAATTAAATGTCAATGGCATATACCCAGTTTTGAAGG 
CCAGAAATGCTTTTAGCTATTACTAAATAGATGTCCCCTGGAGGATGGAACTGGCTTTGTTAAGAACCTTTGTTCTAGGACTAAAGCCTAGTAG 
AGCTTGTTATGTAGTAGAGTGGGTACTCACTTGCCATAGCAAAGCAAAATGGGTCACCAGGATGGCTCAGCAGGTAAAGGGACTTCTTAGAGGA 
CCTTATTGCTGGGGTCACAGTGATTGGAAGGAGGGTACCAGCTCCCATAGTTGTCCTCCAACCTCCATGTGTGTGCTGAGACACACACATTCAC 
ATAAAGTCAGAAAAAAATGTAAAACAGTGTTTTCAATATAATGAGTATGCATGGTAGTAACTGGAAAAAAATAAGTAAAAATAAAAATATATAA 
ATGCCTACAGCATAAAATGTCGATATAAGACCTACAATATGTAAAAAGGAGTGTGACTAGAAACTGAGAAGTCTTTTTAAGTCTTTAATTTTTT 
GGTCCTTAACTTGTTATTCATTCACATAAAATACATTATTATAACCCTGAAAAACTTGGAACAAAAAATTATCTTAGGATATAGCTAAACTAAA. 
CTTGAAGAAAGTAATGTTTCGTTATCACAATCCTAACTTAGTGAACCAAGTTAGCAAGGCTAGTCTTAAAGCCTGTTGAGTTTCTATAGATGAT 
TTAG CTGTTG ATGGC CAAGAAC ATTTTT ACTGAAGTACCTGTTTAGACTG AAGACATACTTTCTCGAAGACT CTATGAGTGAAAATGCTCCCAT 
CAGATAGGGCTTGGTTTTGTTTTATTTTTACAGAGTCTCAGTATATAGCCTTGGCTATCCTAGTTCTTAGTATGTAGACCCGGCTGGCCTCAAA 
CTCACAGGTAGCCACCTGCCTCTACCTCCTAAGTGCTGAAACTAATGGTGTACACCACTATGCTGAACCTAAATTTTTTTCTCCTTTAGTTGAA 
AGCTTTTGAGAAAATTTAATAATATGCTTTTAATTTGTAAAATAAAATTACAAGTTTTGTATANNNNN^ 

ATCGCCAGGCAGTGGTGGCACACGCCTTTAGTCCCAGCACTTGGGAGGCAGAGGCAGGCAGATTTCTGAGTTCGAGGCCAGCCTGGTCTACAGA 
GTGAGTTCCAGGACAGTCAGGGCTACACAGAGGAAACCCTGTCTCCGGGGGAAAAAAAATCTTGATTATCTTTGTGTGTGTCCATGTGTCTTTC 
TGTCTGTCTATAGATCGG AC CTAGG ATTTTACATATCCT AGACTGTTCTGT CTCC AGC CT CTATAATTAAGG AATTACGAGTGT CCATGTAACT 
CATCC C ATACTGGCATTTATACTAGTGACTTTT AAGTGACT CGT AACTAAAT C ATACG CTGTTGCCCAC ACAGTAAAAGGAAAGGTAACCAGC A 
GAGTTCTGGATACAAGGTGGTTATGCAGTTTGGTGACAGAAGCACAGCACTGTGAGGGAGTGAAGATGTTTACAGCTCTAAGTAGAGTGAATCT 
AAACCAGCTCCTTACCTACAGTTACTTACGTCTGAGTGGTTTCACATCACACATTGGCTTTTATCTGATACTTCTTCATATAATGCTAAGAAGT 
GAG ATATT CAAGTAG C CATTAAACTCCACTGGTGG ATGGC C C ATCT ATTAGAACTACAGATG AG AC AGCATACTTTGTTACTGTTGT CCCTGG A 
TACTTGAACCTGCACCACCAAGACAAAAAGGATTCTGTTCTTGGTTGTTCACTTACCAAGATTCCCTTCCAGCAAACTGGAAGGAAGCCTCTTG 
AGTGAGTGCTCTGGTGGGCGAATCACAGCACCCATAGCCCCAGCTTGCTGCGCCTTCAGTCCTGTAGAGGAAGCACTCGTCCCTTGATGTCCTT 
CTTATAAAACTATGTGCTTTTGTCGTGTGTATCCTAAATCCTAAACAAAATAAAGTTAAAAACAAAAGCGAAGACAGCAATACAGGCCAGACAA 
CTGGGAGCATAATATCTCTTGGATAAGCAGATAGATAGGATTCCTCTCTAAGAGGGGGAGGTGCTTTGTGAAGTGCTGTTTCCTCTTTCCACGT 
GCTGGGAAGCCCGTG ACT AGTCCAGCTTACATACTCATG AAG CTAAATGCTGTTCACTGAGTGGCCTCCTGTTTCTAGCAATGGATG CTAC AAA 
TTTTCTTGAGCCACATCCTTATATTCTGCATAGAAAATTTGTAAATATTTATATTTGATTTTAGGTTAGCTCATTTGTCAAGGTCACCAGTTAT 
ATATAATAGAAATCAGCAAGCTATTTTCTATGAATAACCAATGAATGGGAGGGCTTATTGGTTACATAAGACCAATAAATCCTTGTACTTGTAT 
TAAATATCCCCCTTTGGTTCCATCCAGTAGTCACACACAGTATTTATTTGTCACGATGGAAAACACACTGTAAAATAGTACATGAGAGCCCTGT 
GCCAGTGTTTGCTGCAAATCAAAGATGAGAGTTTTAAAAGGGAAGAAAAATAAATGCTTTGAGCCAGGTGGTGGCAGCACATGCCTTTAATCCC 
AGCACTTGGGATGCAGAGGAGGGTAGATCTCTGTGAGTTTGAGGCCAGTCTGGACCACAGAATGAGTTCTAGGCCAGCCAGGGTACCAAAAATA 
TGGATAAGGGC CAG ATGTGGTGGTATATG C C AGT C ATCTTAGCACTGAGG AGG CTGAGAC AGG AAGATTACAGTGTGTTTG AGTTC AG CCT C AG 
AAATAGTGAGACCCTGTCTCAAAACGAATTACAGTTAAGGATTATAGATTGAGTTATTTCTCTAGGTAAGTACATTCAGAATTTGAGTAAGTTA 
AGAAACAATTTTTGCCTTTAATCCCAGCACTTAGGAGGCAGAGGCAGGCAGATTTCTGAGTTCGAGGCCAGCCTGGTCTACAGAGTGAGTTCCA 
GGACAGCCAGGGTTATACAGAGAAACCCTGTCTCAAAAAACCAGAGAGAGAGAGAGAGAGAGAGAAACAATTTTTTAGAACGCCTTTCTTTTGT 
AAATTGGGAACTTTGTATAAC CAAATGTATTTT ATTTC AT AGATTACTATAAG ATG AGC CT CTTTG AT CCAAGG ATG ATCTAAGATCTG AACTA 
TTGCAATATTTAAAACTTCTTGAGTGGACATGATGTCACAGTGGAAAATTAAACACTTCATCTCAAGTGATAGGTCACAAACTGCAGGTGTAGT 
AAAACAAAAACTATATGAAATTACCCTTAGGCTATGTATATGAATTTTGTTTAGATATGAGTCCAGTCCCCAAGATACCTTACTATATATGCAA 
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ATGTTTCAGAATCCTAAATCTAAAGCACTTTGGTTCTAAGCAAGAGATTTCCAACCTGCATATATATATATACTTTAGTAATAAGAAATTCCCT 
AATATAATCAGTGACATGCAAGATAAAAGTTTGTTTGTTTTTTAAGACAGAGTTTCTTGGTATAGCCTTGGCTATCCAGAAACTCATTGTAGAC 
CAGGCTGCCTCAAACTCAGAGATCTACCTACCTTTGCCTCTGGAGTGCTGGAATTAAAGGTGTGTGCTGCCACCACCACCTGACAGATAAAATA 
ATTTTTTATAATATACCTTATTTACTCACACACTGTAATACTTCCCCATGTCCCCATTTAGTTCTTGGATGAAATTTCATCTACGGAAACTAAA 
GAGTCCAGTGGTACGAGTGAGCCTGTGCACCTGAAAGAAGGGTAATTAACTAAATGAGACATGAAAGTTATAACTCACTGTAGACAGTAAGTAC 
AAAGAACATGGCTTTGAGAAGGAGGACACCTGAGTTTTCATTCTGTTCCAGAGCTTCGTAAGCGGCTTCAGCCAGGTAAATCACCCTCACGGCC 
CTGTCTGCTCCGTCTTAGGACAGCACACGCTGACTACACAGTCCCAGGCTGTTCTGTAGTTAGGAAATGGCTCTGTTTCCTTACCGAGGAGTGG 
TTGTTACTAGGAATAATGAGATGGAAATAACTTTCCTGGCCCTTTTTATTCTGTATAGCACAATTCTAAAACGACATTACTTAGAAGAGGAGAG 
GTGCCTCACTCATGGTTAAGAGAGGTAGTGGCTCCTGTAGAGGACCTGGGTTCAATTCCCAGCAGCCATAGAGCAGCTCACAACTGTTTGTAAC 
TCCAGTTCCAAGGGATCTGATGCCCTCTTCAGATTTCCACAGGCAATGTACACTGTGCATAGATGTCATGCAGGCTACGGCATTCCTAAAAGGA 
GAACTAAGAC AG C CCTGCATTGAT AG AAGG ACGTCCTGAGT C AT CC CCAGACGTC ACTGCTGTGCACTAGTAGCCGTGC ATGGC C GCGATGGCA 
CCTAACAGTCAGGGTCAGCTTGGTTTCAGGGCAGTGGTTTGCACCTCTGAGGGTTAAATGTTTGCTTCTGTCTGTTATGTTGGCAGTGAGATGT 
ATAAGAGAGCTCAAGGAAGAACCCGTATTGGAAAGAAGAACTTCAAGAAACGATGGTTCTGGTTGACGAGCAGAGAGCTCACCTACCACAGACA 
GCAAGGTAGAGTTGTGCTTGGGCTTCGTTGTGGCTTTACTCTGCTGGTTCATGGTGCCGCGGTGATCGCTGCACAGTAAATGGTTCAGAGTGTC 
TGTCCCACAGTGACACACAAAACTGAACTGAAGTGTTTCTTTTATCACATTATGTAGTATATAATAAAACTATAACGTAAAAGCCTGGTGTAAA 
GCAGTTTGAGAATAAAACAACTGGACTTGGTAAGTAAGACAGTATAACAATACAAAGCAGAAAGGCACAGACTTAACAGGTTAACTAACAACCA 
C AAGC ACTC AGCTAATCTGTTAACT CATGGTG CT C AGTAGGTTTTG AAGTCC C ATG AAATCTGATGG GTAAAT ACC AACTAGGAGAGCTT CTCC 
TATGAATACGGAAATGATGACATAAAGGCCTGATACAAGGTACTTTGAGAGAATATAGAGTGCTTCATTGGGAATTCCTGAATAGTAGAATAAT 
TGAGAAGAG AGATATTTTAAAG AGATG AGGTCTTGACCC AGAACT CTGGGCTT AAGCAGTCTCTTG CATC AG C CTCC CAAATAGC AGGG ACTAC 
TGGCATGTGTGCACATGTGCACACACACATATGAGCAGTTTAACCTGAAGGAATGAATAGACATGTATATTCCAAGTATATTAATAAGAAGTTT 
TTTACAGTGTGTTGCATTTTAGGCATCTGCATAGTTTGTTACAGTATATAATATGTATACAGTATATAAATATGTAACTAAGGATCAGTAGGCT 
TACCTTTGTTTTTAAAGCTGTCTTTGAATATTTCAGAATTCTAGTTTATATTAAATTTTATATAAATATTCTTACCTATGGATACCATAGTTGT 
GTGATAATGGTTATTTTAATAGCACAAGCACAATTTAAACCAGGCATGGGGGTACATACCTCTAATCCAGGCTCTAAACAGTGGGTGGAGTTAT 
AGG ACAGAGACAGAC AG ATCTCCATGAGGTCG AAGCCAAC CTGGTCTACATTGTGAGT C CTT AAACAGC CC AGAT AACAGAGAGAGACTG CTGC 
TTAAAAAAACAATCAAACAAAAAACCCTAATAATTATAACAACAATAGTGCAATTAAATAAAATTTAAGATAAATTAGTCATCTTCTGTGAATA 

ATTTCTTGAGTTCGAGGCTAGCCTGGTCTACAAAGTGAGTTTCAGGACAGGGCTACACAAAGAAACCCTGTCTTGAAAAGCCAAAAAAAAAAAA 
AAAAAAAACACCAAAACAAAACACTATCTAATCTAACCCAGCATTCCAAAGCCTGCTAGTTAGAAAGTTGTTGAAGTGAGATGATAGTCATGGT 
GAATTTCCTGAGAATCTTACTATGTACATATACACATGGAGTTTGCATAGGAATTTCATGGACCTCAGAAGCCTCAAGTGTACCTACAGTTGTC 
ACATTTAGCCTTTTGTTCTAGCCAGTGATGCTAAAAAAGGATGGACTTTCACAGAATTAAGCTAGTAGAACTGTAAGAATGGATGTATTAGATC 
TGTGTTGGTTTTATGTTGGAGGAAATACACAGGATGGTGAGATTATTTGCCAAAGCTTACAGTTCTAAGCATGAATAATTGTTGTTTTAACTAT 

GTGGTCATGGGTGATATTACTGCATTTTTAGAGTGCCAAAGGGTAGGTGCAGCTGTTTTTTCCAGCTGACAGCCTTTGTTCCCAGTTAAACACC 
TCAGAAGCTGCGCTTTTGTGTCCGTGTGTTTGCTTTGTACAGTTTATCTCTCACCTCTTTTAGTCAGGCTGTTATCTTAAGTTTCCTTTGCTGT 
CAGTGACGTGTCTCACTCCCATCCCTGTAGCCAGCCTTCATCCCTTATGGCTAATATACTAGGGATTAAGGTGCAGATACTATAATTGCTAAAC 
TACACCTAAGATCTAAGGCTTCGAAAGCAGATGTAAGGGCTTTCCCTCATAAATAAAGTGTCCGAGCTTTGTATTTGCTGCTTGCTCAGCTTAC 
TTCTATCTTCTGGCTGTTTTCTTGATAGCCTAAACTAGTCATTATTTTTTGTTGCTACAGCTACTATATTAAATTTTGCTATACAATAAATTTT 
GAGGTGCCGGGCGTGGTGGCGCACGCCTTTAATCCCAGTGCTTGGGAGGCAGAGGCAGGCGGATTTCTGAGTTCGAGGCCAGCCTGGTCTACAA 
AGTGAGTTCCAGGACAGCCAGGGCTACACAGAGAAACCCTGTCTCAAAAAAAAAAAAATTTTTTTTTACATTTGGTTTGGATTTTCTATATTGA 
TACAGATTAAGGCTATATTTCGTTACAACATACTATGAATATATGTTTCAACTCTTGTTTAAGGTGTTGTATCTATGCAATGCTTCAAAATGCA 
ATATTAAGTT C CATATAATGATCCTTAATTTTCCTC AGAACTTTAAAGTTATAATACT CTG ACCTATGG C C ATAGTAT C ATAGTT CCATTCTTA 
GCTTACCTCAGAAAATAAGTAGACCCCTAACCTAGTTAGTAGTTAGATGGAAAACTACTTGGGAATAACAGGTGCTGTAGGTGTGTGTGTGCGC 
ATATTTTATTTTTATATATATTGCTCCATTGTTAATAGCTTCCATTGTTGCTAGTGAAAATTTTTATATCTGATTATTAAATTTCTGATGTGTC 
TCTCTGGAAACTCTTGTAACATTTCTTTAGTAAGTTTTGCTATTTTGTGACCCATAATTTAGAAATTTTTCCTTTTTCTTTTTCTTCTATTCCT 
GCCTAACACTTGGTATATCTTTCCATTTAGAGACTCCTTATCTTTTTCTTAAGGGCATTTAGTCACTTGCCAACACTTTTAAGTCCTATGAGTC 
TAAGCTTGTATTATTGTTTCTATGTCATTCTGTGTTGTAGTTTTGGAAACTTCTTGGAGAGATCTTTTGTTTCTAACTCACATTGTAATGTTAT 
C ATGGTTGAC AG AAGT AG CCTTCATAGTGTAAGAACAGAT AGGTAGCCC CTAGAGCATCTAACATTTGTAGTATTAG AATTGGTTC C AAATG AA 
TAAGTACAACTTTAGAGTATGGACATGTTGTAAATATCTAACAGATTTAAAGAAAGAATATTTTTAAATTATCTGGCCTCCACTGTCCTGTATA 
GCTTGGTACCCAACGCTGTCTCTCTGTCTCCTTTGTCCCCCAGATCATACCTCTGATTCATTCCCTCAGATGTTCTCTGTATGTGTAGCTCTGC 

AACATACTCACAATGATCATGTTATCTCATTGCACTGCCCTGCCACCCAGCTACAGCCTTGCTTCACTAGCCTGTGTAGTTTGGCCTGATGGAG 
CTCATCTGTTAGTTAACCATCCTGCTATGTCTGAGGCTCCAGCTCCAGCCTGCTGTGCCTGCAGCTCTCCTAACTTCTCCCCAGCTGTGGCTTC 
CATCAGCATTTCCTTCCGACCCTACCTTCTGTCCTCGCCAATGTTATCTTGTCTGCTTTTCTTTTGTTCCTGTAGATGACTGGTATTTGTTGAA 
TGTTATTTCCACAGGGAAGTTCTCTAACTGCCCAATCTAGAGTAACTTTCCATTACATTTTGTCACATCACTTCAGTTTATCTTCGTCACAGTG 
TCCATCTCTAGTTAATATTGCTCTACCAGTCTTTTCAGAACTCAATACAGATTTCACTAGGAACCTATTCCCTGTTTATTGTTCTGTCTTAAAT 
TATTACAATAGTACCTGGCATATAGTAGACATTCAAGATGTATCTTTTTAAAAGTACATGCCATGTCTGTTTGAATCACCTTAAATTTTAGGCT 
TTGTACCAGGAAAGTGTCTGAACAACTATTTTGTATTAATGTCTTTATTTACAGCAAAAACAAAATCACAATTAACCAGATACTGTTCTTTGTC 
AAAAAAAAAAAAAAGGTCACAGCATTAATCCTTTGAATAGTGTAAAATAGAATGTTTTTAGCTTCTTATATTTCAACCCACACGTCCTTAAAGA 
AAGGCTTGAGGAAGAAGTAGAAACAAAGCTTTGTTGGTGTAAAAATGCCATCACAAAATGACAGAAGTCAAAACTGCATTTGTCATTAGCTTCT 
T CTAT AACTGGATG AGGG ACAG ATAC C C AGG CTGTACTGACATGCATCATCTTAGAGG AGGCCCTTTAACAAACTC AAATTC CCTTACCTACGT 
TTCAGATTGTAAAGGGTTAGGGATTCCATCTGCTCCATAAACTCTCACATTGTCTCTAGCACCTCCTAAGCAAACTTTGTAGTGTCTAGCTAGT 
GACTGGCTAACCGGTGACAGCTGTAAATAGTTTAAACCATGCTTTGGAGCTAGCAAGATGAGTCAGAGGGTACAGGATTGACTGTCACCAAGAT 
TGATAAGCAGTCCACTGTCTGGGACCCATATGGTAGAAGAAGAGAACTGATTTCTGCCAGTTGTCCTATAGCTCTGTACATGTGCTGGGGTACA 
CGTGCAGGTACATACATGTGTGCGTTCGCACACACGACACACACACACACATGCACACATATACACACATACACTCAAACACATACACACACAC 
TAAAATAAAATGTAATTTTAAAAAAATTTAAACAAGGCTCATGGTGCTCATGGTGGCZACACGCTTTTAATCCCAGCACTTACAAGGCAGAGGCA 
GGTGGATCTCTAAATATGAGGCCAGATTGGTATACAGGATGGGTTCCAGGACAGCCAAAAGAGACTTTGTCTGGAAGGAAGGAAGGAGAGAGAG 
AGGGGAGAGGGAGAAAAGAGAGAAACTTAAGAATTCAGTGCTTTTAACCACTTGGTTTTGCTCAGTTTCCAGCACCAACATGGCGGCTAGCAGT 
CATCTGTAACATCAGTCTCAAGATATGGAAAGCCCTCTTCTGACTTTGGGGGGCGGGGGAGAGGGAATTGTTTGTTTTATTTTTTTGAGGGCAC 
TGGGCACACATGTGGTACACGTATATACATGCTGGAAAACACATCCACATGCATTAGGAATAGAGATGTAGATCAGAGCTAGAGCACTTGCCTA 
ACATGCATCATGCTTTGGGTTTGGTTCCTTGCACATATACACACACTAAACGATGATGTTGTTGCTGTTGCTGTTGTTGTTGTTTTGAGGGCTA 
GTCCTTTAATTAAATGTTAGGTTGACAAACAGAAAGGATTCTACTTGAATAGTCATATTCACTGTGGTCATAGCTCCTGAGCCTGGGCeTCAAA 
GTGGGTCTCTGTCACTAGACACATTAGTTCTTTCAGCTGCCACATAATTAGTGTTGCAAATTTGTAATAGCATAGAAAATAATTGTCCATATAA 
AGATCAAACTTAGATGCTTTTCCTTGAAAATATTTTCATTTATGTGTTAAAAGGCAGGGACATTCCTTTACATTAAACATCAAAATTCTCTTTC 
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CGGGCTGGAGAGATGGCTCAGCGGGTAAGAGCACTGGCTGCTCTTCCAGAGGTCCTGAGTTCAAATGCCAGCAACCACATGGTGGCTCACAACC 
ATCTGTAATGAGATCCGATGCCCTCTTCTGGGGTGTCTGAAGACAACTACAGTGTACTTATAATTAATTAATTAATTAATCTTTTTTAAAAAAA 
TTCTCGTTCCATATTATACATAAACCATCCAGAAGTCTATTGTGGATGCATATGCTTCTATCAGCTAGTGGAATTAGCCTTGCAGAATTAACAT 
CTCATCTTTATGGTTATTACAGTAATTCTTTTAATTTTGTCGTCTTTTATTATTTAGGCAAAGATGCAATTTACACTATTCCAGTAAAAAATAT 
TCTTGCTGTGGAAAAATTGGAAGAAGGCTCTTTCAACAAGAAAAATGTAAGTTGCATAAATATTGAAGCATTTTAAGTCATCAGGTGTACGTAA 
TTTTGGTATCTACCATTCAGGTCTCTCAATAATGTCCCAAGTTAGGCCACTCAGCTGGTGCAGGACCCTCCAGTCCCCAGGATGACATCTCTGT 
TCCTTAGCATCTGCTCACTAACTTGTGGTTCGCCCAGGTTCTCCTGCATCTGAAATTACCTTTTTGTTCTTATGCAGACAGTGGCCTCCTCTGC 
ACTTGTATGGCATCTGCAGTCTGTATTGTTCTGGTTAGCCCCATTGGCTAAGATGATCTTTGGTACTGACCTGCTTACTGCAGCAATTCATTCC 
GACACATTAGCAGACATTTCTTAGCCAAGCAATGCAGGTCTCCTAAGTGCTTTTTCTTTTTGTATAGTATATGTTGTTTTTAAGGTTTCTCTAA 
CTTTTTATTTTAATTTGCAATAAAGATGTTCCAAGTGATACATACAGAGAAAACGCTGTACATCCAAGCAAACAACTGTGTGGAAGCCAATGAG 
TGGATAGATGTCCTGTGCAGGGTGAGCAGATGCAACCACAACAGGCTCAGCTCTTTCCACCCCTCAGCGTATCTCAACGGAAACTGGCTCTGCT 
GCCAGGAGACGAGTGAAAGCACACCAGGCTGCAAGCCGTGCACCGCGTGAGTAACTCATGACTGCATGCGGGCGTGGGTGTGAGAGGATGACAG 
ACGCTATGTAGAAGTAGCTGGACAGAGGCCGCACGGTGCTGAAGACATTTCTATAAACCGTGTCTAGAAAGGCTTGGGTTGTTGCCCAGTGGTA 
GAGTGTCTCTCTCACCTGACACACACAGGGGGTTTGGTTTAATTCTAGTACCACAAAAATTAAAATACAGAGAGTAAGTAAATTTCTATAGACA 
CAACTGTAAGTTAGTGGTGCCCAGGGGCTAGATTGATGCATTGTTCGGTGAACAACTATAGGTTATATATATGTTTATTGGGACTGGGGAGCAG 
TTAGTGCTTGTTGTTCTTGTAGAAAGAAGACTCAAGTTTAGTTCCAAAACCCATGTGACACCAGCTCCAGAGCACAGATCAGATACCGTCTTCT 
AGCCT CTGC AG AGGC ATGT ATAGG C ACGC ACG C ATGCG C AC ACACAC ACAC AGAT AT ACATAT ATAC ATT AAAAATATTTTTTATG ATTTTACT 
TCAAAATCTTTTTCAAGACTTGAGTCCTTAACAACCAGACCTTGTGATCGTGTTG 

MOUSE SEQUENCE - raRNA 

ATGGCGGCGGCAGCGCCTGCTGCGGCGGCGGCTTCTCCCGAGGCGCCGGCCGTCTCGGGCAGCGCAGACCCGGAGACGGGAGACGAGGACAGTC 
GTGAGGTCCGAGTGCTGCAGAGCCTGCGCGGCAGGATCTATGAAGCAAAAAATTTATTGCCATATCTTGGACCCAACAAAATGCGCGATTGTTT 
CTGCACTATAAATTTGGACCAGGAAGAAGTTTATCGCACCCAGGTTGTTGAAAAGTCTTTAAGTCCATATTTCAGTGAAGAATTTTATTTTGAG 
ATTC C AAG AACTTTC C AGTATTTGT CTTTTT ATGTTTATG ATAAAAATGTTTTAC AAAG AG AT CTT CGTATAGG AAAAGTAGCCATC AAAAAAG 
AAGACTTGTGCAGTCATAGTGGTAAAGAAACTTGGTTTTCACTGCAGCCGATTGACTCAAATTCAGAAGTTCAGGGAAAGGTTCACCTTGAGTT 
AAGACTGAATGAGCTGATAACAGAGAATGGAACCGTGTGCCAGCAGCTTGTTGTACACATCAAGGCCTGCCATGGGTTGCCTCTCATAAACGGA 
CAAAGCTGTGATCCTTATGCAACAGTGTCCCTCGTGGGCCCCTCTAGGAATGACCAAAAGAAGACAAAAGTAAAGAAGAAAACAAGCAATCCAC 
AGTTCAATGAAGTCTTCTATTTTGAGGTAACCAGATCCAGCAGTTACAGCAGGAAGTCCCAGTTCCAGGTGGAGGAGGAGGACATTGAGAAGCT 
GGAGATCAGGATTGACTTGTGGAATAATGAAAACCTAGTCCAAGATGTTTTCCTGGGAGAGATTAAGGTTCCTGTCAATGTGTTAAGAAGTGAT 
TCCTTTCATCAAGCCTGGTACTTGCTACAGCCAAGAGACAATGGAAACAAATCATCTAAAACCGATGACCTGGGATCTCTTCTGTTAACTCTCT 
GCTATACAGAAGACTGCGTGCTTCCATCAGAGTACTATGGACCGCTGAAAACTTTGCTGCTAAAGTCACCAGATGTTCAGCCAGTATCCGCCTC 
AGCTGCTTATATTTTGGGTGAAATATGTCAAGATCAAAAGGATGCTGTTTTGCCCCTTGTACGACTGTTGCTGCATCACAATAAACTTGTCCCT 
TTTATCACTGCGGTGGCCGAGCTGGACTTGAAGGATACTCCAGATGCCAACGCAATATTTAGAGGAAACTCCCTGGCTACCCAGTGTCTGACTG 
AGATGATGAAGATAGTGGGAGGGCACTACCTGAAAGTCACGCTGAAGCCCGTTCTAGATGAGATATGTGAATCCTCGAAATCCTGTGAAATAGA 
TCCTGTTAAGTTGAAAGAGGGAGATAATGTAGAGAATAATAAGGAGAATCTGTACTACTATGTGGACAAAGTATTCAATACAATCGTAGGATCA 
AGTGTGAGCTGCCCCACTGTGATGTGTGATATTTTTTATTCTCTGAGGCAAATGGCTGCTAAGAAATTTCCTAATCACCCTCATGTTCAGTACT 

GACAGTTAGGACATTGACTCTCATCTCAAAAACCATTCAGATTATTGGAAACTGGGGATGTCAGTCCAGAAAAAAGTCACGGTTCAAAAAGT 

GTCATGTGTGAATTTCTCAAAATGTTTCAAGAAGAAAGATATTTTACAGATGTGAAAAAGTTCTTGGATGAAATTTCATCTACGGAAACTAAAG 

AGTCC AGTGGTACG AGTG AG C GTGTGCACCTG AAAGAAGGTG AG ATGTATAAG AGAG CTCAAGG AAG AACCCGTATTGG AAAG AAGAACTTCAA 

GAAACGATGGTTCTGCTTGACGAGCAGAGAGCTCACCTACCACAGACAGCAAGGCAAAGATGCAATTTACACTATTCCAGTAAAAAATATTCTT 

G CTGTGG AAAAATTGGAAG AAGGCT CTTTCAAC AAGAAAAATATGTTCCAAGTGATAC ATACAG AGAAAACG CTGT AC ATC C AAGC AAAC AACT 

GTGTGGAAGCCAATGAGTGGATAGATGTCCTGTGCAGGGTGAGCAGATGCAACCACAACAGGCTCAGCTCTTTCCACCCCTCAGCGTATCTCAA 

CGGAAACTGGCTCTGCTGCCAGGAGACGAGTGAAAGCACACCAGGCTGCAAGCCGTGCACCGCAGGCATCCCTGCAGACATCCAGATAGATATC 

GATGAAGACAGAGAAACAGAAAGAATTTATTCTATTTTTACCCTCAGTTTACTTAAGCTGCAGAAAATGGAAGAGACCTGTGGGTCTATAGCTG 

TGTATCAGGGGCCACAGAAAGAACCTGGTTATTCTAAGTTCACCATTGAGGATTCTGTTGCAACCTTTAAGACAATTCAGCAAATCAAAAGCAC 

CATAG AG AAG CTCG ATGAACCT C ATG AG AAATACAG AAAGAAAAG AT CGAGT AGTG C AAAATACGGAAG C AAGG AAAATCC AATTGTGGG AAAA 

ATATCATAG 

MOUSE SEQUENCE - CODING 

ATGGCGGCGGCAGCGCCTGCTGCGGCGGCGGCTTCTCCCGAGGCGCCGGCCGTCTCGGGCAGCGCAGACCCGGAGACGGGAGACGAGGACAGTC 
GTGAGGTCCGAGTGCTGCAGAGCCTGCGCGGCAGGATCTATGAAGCAAAAAATTTATTGCCATATCTTGGACCCAACAAAATGCGCGATTGTTT 
CTGCACTATAAATTTGGACCAGGAAGAAGTTTATCGCACCCAGGTTGTTGAAAAGTCTTTAAGTCCATATTTCAGTGAAGAATTTTATTTTGAG 
ATTCCAAGAACTTTCCAGTATTTGTCTTTTTATGTTTATGATAAAAATGTTTTACAAAGAGATCTTCGTATAGGAAAAGTAGCCATCAAAAAAG 
AAGACTTGTGCAGTCATAGTGGTAAAGAAACTTGGTTTTCACTGCAGCCGATTGACTCAAATTCAGAAGTTCAGGGAAAGGTTCACCTTGAGTT 
AAGACTGAATGAGCTGATAACAGAGAATGGAACCGTGTGCCAGCAGCTTGTTGTACACATCAAGGCCTGCCATGGGTTGCCTCTCATAAACGGA 
CAAAGCTGTGATCCTTATGCAACAGTGTCCCTCGTGGGCCCCTCTAGGAATGACCAAAAGAAGACAAAAGTAAAGAAGAAAACAAGCAATCCAC 
AGTT C AATG AAGT CTT CT ATTT TGAGGTAACCAG ATC C AG CAGTTAC AGC AGGAAGTCCC AGTTC CAGGTGGAGGAGG AGGAC ATTGAG AAGCT 
GGAGATCAGGATTGACTTGTGGAATAATGAAAACCTAGTCCAAGATGTTTTCCTGGGAGAGATTAAGGTTCCTGTCAATGTGTTAAGAAGTGAT 
TCCTTTCATCAAGCCTGGTACTTGCTACAGCCAAGAGACAATGGAAACAAATCATCTAAAACCGATGACCTGGGATCTCTTCTGTTAACTCTCT 
GCTATACAGAAGACTGCGTGCTTCCATCAGAGTACTATGGACCGCTGAAAACTTTGCTGCTAAAGTCACCAGATGTTCAGCCAGTATCCGCCTC 
AGCTGCTTATATTTTGGGTGAAATATGTCAAGATCAAAAGGATGCTGTTTTGCCCCTTGTACGACTGTTGCTGCATCACAATAAACTTGTCCCT 
TTTATCACTGCGGTGGCCGAGCTGGACTTGAAGGATACTCCAGATGCCAACGCAATATTTAGAGGAAACTCCCTGGCTACCCAGTGTCTGACTG 
AGATGATGAAGATAGTGGGAGGGCACTACCTGAAAGTCACGCTGAAGCCCGTTCTAGATGAGATATGTGAATCCTCGAAATCCTGTGAAATAGA 
TCCTGTTAAGTTGAAAGAGGGAGATAATGTAGAGAATAATAAGGAGAATCTGTACTACTATGTGGACAAAGTATTCAATACAATCGTAGGATCA 
AGTGTGAGCTGCCCCACTGTGATGTGTGATATTTTTTATTCTCTGAGGCAAATGGCTGCTAAGAAATTTCCTAATCACCCTCATGTTCAGTACT 
CTGCAGTGAGCAGCTTTGTCTTCCTTCGTTTCTTTGCTGTAGCGATACTCTCACCTCATGCTTTTCATTTGCGACCTCATTATCCAGATACACA 
GACAGTTAGGACATTGACTCTCATCTCAAAAACCATTCAGATTATTGGAAACTGGGGATGTCAGTCCAGAAAAAAGTCACGGTTCAAAAAGTCA 
GTCATGTGTGAATTTCTCAAAATGTTTCAAGAAGAAAGATATTTTACAGATGTGAAAAAGTTCTTGGATGAAATTTCATCTACGGAAACTAAAG 
AGTCCAGTGGTACGAGTGAGCCTGTGCACCTGAAAGAAGGTGAGATGTATAAGAGAGCTCAAGGAAGAACCCGTATTGGAAAGAAGAACTTCAA 
GAAACGATGGTTCTGCTTGACGAGCAGAGAGCTCACCTACCACAGACAGCAAGGCAAAGATGCAATTTACACTATTCCAGTAAAAAATATTCTT 
GCTGTGGAAAAATTGGAAGAAGGCTCTTTCAACAAGAAAAATATGTTCCAAGTGATACATACAGAGAAAACGCTGTACATCCAAGCAAACAACT 
GTGTGGAAGCCAATGAGTGGATAGATGTCCTGTGCAGGGTGAGCAGATGCAACCACAACAGGCTCAGCTCTTTCCACCCCTCAGCGTATCTCAA 
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CGG AAACTGGCT CTGCTGCC AGGAGACG AGTGAAAGCACAC CAGG CTGCAAGCCGTG C ACCGC AGG CAT CCCTG C AGACAT CC AGATAG ATATC 
GATGAAGACAGAGAAACAGAAAGAATTTATTCTATTTTTACCCTCAGTTTACTTAAGCTGCAGAAAATGGAAGAGACCTGTGGGTCTATAGCTG 
TGTATCAGGGGC CACAGAAAGAACCTGGTTATT CT AAGTT C ACC ATTGAGGATTCTGTTGCAACCTTTAAGACAATTC AGC AAAT C AAAAGC AC 
CATAGAGAAGCTCGATGAACCTCATGAGAAATACAGAAAGAAAAGATCGAGTAGTGCAAAATACGGAAGCAAGGAAAATCCAATTGTGGGAAAA 
ATATCATAG 

HUMAN SEQUENCE - GENOMIC 

CTTCCTTTTCCTGATCCTGCCCAAAGTGAGGAGGTTTGTTAAGCAGATAGGGGAAAGGCTGAGGGCTTCGGAGTACTGCATCTTTAGGACCCTG 
GGAGGAGTTCACCTTATCGGTTGCCTGACACCACCCCAGAAGTGGCTATATCAAAGTTTAACTCAATAGCACAGCATAGCTTGCAGGGAAAGGG 
GTGAAATATAATTTC CTGAG CTTCC CC CAAG AC C AGTACGG ACTAGACTGGACC AAGGAGTTT C CAC ATACTC CAG AG AAG AGGCGTGG AAAGC 
AGCTGAGGTGGTAGCCACCAGGCTTCCAGGCACTGGCCATCACAAGGGAAAGGTGAATCAGCAGCGAGGCTGGGGAGAGATATTCTAGTGAAGA 
GCGAGATGGAGGATGTAGGGTCTGAGAGGCAGCCAGAGTGGAGTCTGAGTCATCAGGGAAAACAAGCAGGCGCTGCCAAGCCAGGAGGAACCAA 
AT CACAGGTACTATAG ATACAG C CTCAAT AGCAGGCCCTC ACAC AACTC CCAGG ATTG AG C C CGTCTCAC C CTCAAAAGAAGTATCC AGAAAGT 
ATCCAGACCACCCACCCACAACAGAAATCTGCAAAGATGCAAAAGATACTGCATTGATACAAGGACCCCACCTCTTCTCTGTCTCTATGGGGTC 
ATTTAGCCACAACTCCATCAAAAACTCAGACACCRlTCTCAAAAAAATATAAAAAAAGAACGCAGATATCTAAGAGGCTGAGCATTATTTACCTA 

aatggatggaccatttatataatgtctatttaggtcgctgacacctgtaattccagtactttgggaggtcaaggcagaaggattgcttaagccc 
aggaatttgagacctgcttgggcaac^aagcaagacccccatctcaacaaaaaataaaaataaaaataaatggcttatacctatagtcccagct 

ACTCAGGAGGCCAAGATGGGAGGATCCCTTGAGCCCAGGAATTCGAGGTTGCAGTGAGCTATGATCATCCACTGCACTCCAGCCTGGGTGACAG 

agtgagaccgtgtctcaaaacaaacaaacaaacaaactggtgcatcagaatattttcccctctattcagttattggagactcataaggaagaga 
agaacaattttagagaaatgaagatgctacatcttctttgcacatctgtgggtaggatgaaaaaaatctgcaacccttcacacatactagtgtt 
gccagtttttcttgtcctcctccccactgctaaatttggtgctgcttgggctgctcagttcctcccatccacccacacccaactgtagagaaga 
gcgtggagggtccagaccggatctttgggacttttgatgcaaaatttaaaaaaataagagaggaatagaaatgacataagccacatgggtacat 
tctagggagaaaagaatcaaagccaagcttttcttgcaagaagcaactgagagtgggggccattgatgtgctcaggggcatcaagtgggagcag 
gaggacagtcagagatagaaagagagaacgggtgggtgggagagtgtgctactctggggaaagagggtgagggatcttggttttgttggatatt 
ggagaagataagatgaaaaacattttgataagaactgctccagcctggtgctgtgacacacacctatgatgccagctacctgggaggctgaagc 
aagagaatcccataaacgggagttcgagactcacctaggcaacatagcgaaaccccatctgaaaaagaagaagaaagaagaagaagaagaagaa 
gaagaagaagaagaagaagaagaagaagaggaagaagaagaggaagaagaagaggaagaagaagaggaagaagaagaagaaggagaagaagaag 
aagaagaagaagaagaagaagaagaagaaggggaggaggaggaggaagaggaagaggaagaagaagaagaagaagatgaggaggaggaggagga 
ggaagaggaagaggaagaagaagaagaagaactgctctagattatatacttgtatctcattttttaacagtagaattactatcaggactttgct 
tctttgaactctacccactcaggcactgaacaacgcagacctcagctttgacaggtttacaaacacaatgaccctgttaatacaaaagatgtat 
taacatacagcagagattctcaacggggcggtgatttatctcccagaggatatttggcagtatctgtagacatttttgatagtcacaactggaa 
tatgctggtggcatctagtggatagagtctagggtgctgctaaatgccctataatgcacaggacattccccaacgagaaagaattacccatcct 
agccaaaatgtcagtagtgccacagttgggaaaccctgaaatagagaaatggaggaagggcagttgtttccttacagcttccctttccaatgac 
aaaataaaagacagctttgtttcattcgaaacacgttctcaagtgtgtgatattcattcttaatcagcactacatacatataataatctcagcc 
aaaccatataaatcagttccctaaaaccctttaaggtaaaagaattcccattgaagaattccagatcctgtggaaaaaacggagttgaataaag 
aaggctccagaaaattttggaaaatctttataaatatttgtattttcaatatgaaatatgaaaatataataaaactagcacagcaaataaaata 
gctatgacatgtaagacatgcttattatgggtaatcaggttactctctatgctttgctcattctgagagaatcctcagaatctagcttatattc 
catcacgccccttgagaaagtttagctgaggtgttagtacgtttgttttgcctcattgcagataagacattcactaagaaggattatttggagt 
taagggtgctggggacagtggtatatttggccttccatacagatgctctataaatgcctctggatttttatttcaatctccttggcccctctct 
ccaacagcccttcccagttctatctctgcacagacagcccaagaattcagtcctaaggacccaccttacatggcttaaaacaacaatacacaaa 
ctagatgttttacattctggtggccatgtcgagtaattatttgataggccacgagctttcatttgtggctgtatatccaagtcagttttccaaa 
attcagttatatgattataaaataagtaccaatgtctttagaactagacaaaatacaatttattaaaatattttatctttatatatgtgataag 
gattgaggggttcactccctcattccatccccaatcttgccctcttttagatgaaaggcaggaggcagttgcctaggagagggcaaccaatagc 
cctggcctaggcaggtcaatgctggcctctctccttcccttggaccctcaactgtgagggctaggataccaggccgggctgttcctaaagactc 
tgagcccaagcagtgcagctgggcctagaaatggggaggtaacccttcttgccaactttgctgaaaatgtggaagccccgcgggttctgaagga 
taacgctctcggcttgggccttgatagtctcatagcaggcatcataaagtggtgagggtccctttttgtgacagtggcagggggagccagagca 
ggagaggaagaatataacaaatccagctvaccccatcatgttccccacaccctactctgccaatgtaacccactgggcactcctgaaaatcaata 
attgggaagaggtttaattatttgggcaggtagaaagtggagacacaatagagaactgcggattatttatgttaacaggatttcatttgtagcc 
acagactgacatgctgcctagatatttggtcataataacaagtatgaaaacaccttgcaactttgaaatcagttttcccagcttctacaaccac 
ccacaaaaaattgtatctagcctacgtttagaacacagattatgatcgatgagcttctgctctccttggctgtctctgacaaaaatgagctgct 
tgtgacagacgcagccccagcccagtgtgaggattggaaacctcagaccctgactctttccctttctccttccttatctgactcctgagctatt 
attgccttttctctgcacctaagctttctgcaaagcccagacccagccagctggttctgtggtctgctctgatttcccttgtggattttaaatt 
cagaattctaggctcatttgttagcagcttctctgaacacattatctcatttatttgctcattcattcattcgttcatttatcaaacatttaat 
aagtgccttctgtgttcttctatattttctatgcgctagggaggcaaagac^aaacattgtccagtctttgagatggtttcagacaggtaaaca 
aacaggaatagtaaatgtgttatgagcactacaatgattatgtgtattcttatatacatggtacataatggcctaaaggaaaaagaggccagtt 
ctgtgagacaaagtcaggaggtgaagattgggcattaaatgtattgaaatattttcatttgaacttaggcactattattggaagataagtatgt 
tgatatggtgaacagagttggctgcctactccatgtcttactgctcccctttctgtgtcacaagaaaacactggtttggttcaggcttcaggtc 
tcaagtagcaatgtactttgggaaggagggttcatccccagacccaggggtatcaatgttgcttagactaagaaaattatatattccttgtgat 
tgtaaatgagccttaagaagatacctcatggtggtgatttacaggaaagctacctggaaaagcgttcctccctaatattaggttggtgcaaaag 
taactatgatcttgccactgaaagtaatgaaaaagacattttagaaaaaaaaaaatacaccttcctgccattggatgttgagatatttggaggt 
acaggagccatattgtgaccatgaggcaaaagccaaaagaattgcaaagaagctaacccaataaagtcctgtttatgaatgaatacagagtaga 
aaatgaaacaagtgaatggctgcacaacatttccagttttctttttacacttattgttttgtatgtttttatttgtttggttggttttgagttt 
tgggggtttttgttgtttttgttttttgatttgtttttttaatagatttggggtctcactatgttgcccaggctcgtcttgaactcctgggctc 
aagtgatccacccaactcggcctctgaaagttctgggattataggcatgagtcaccatgcccagcctacacccattgttttgttttatcactaa 
aatgacaagaatgcactgcagatggaatggatatggcaaaatagttcaaaaggagggggattgagaaataactgaagtcacactgacctaaggg 
catcagctgtattgtgctcagatattcaggcctttaaagttctcttgcaagaggtgacagaatttgaaaaaaaaaaaattctatttttagagac 
agggtctctctctgtcacccaggctggagtgcactgggatgatcatagctcactgcagcctcaaattcctgagctcaaacaatcctcccacctc 
agcctcctgattagctaggagtacaggcaggcacgtgccaccatgcccagctaatttatttatttatatttgtagagacagagtctcacggtgt 
tgcccaggctgctcctgaactcctagcctcaggtgatcctcctgtcaaagttggtattacaaccgactgttggattacaggcatgagccatcac 
'atctggccttgaaaatatttgtaccgaaggagttggaggttttaaggtaaaaatttgtccacatttttgtccacacagccttgtcaatggcctt 
atttggtcttcaaatgaaatgttgaaagtatgttttctgaacatttaaggtctctcctcacctcctaccactccaattttattttttaaaatgc 

catcaatgatcaaaggaacttgctttcccaccagtccggcagaaacagttctgtctcatgagtgtccagccctatgaaaatgatctacatttaa 
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ATATTAAAAAGAAAGCACATTTCTCTTCCTCCTACTCGCCAGAAAAAATGTAATAAATAACTCAAGGCCAGGAGACAACCCCTTACAATGCCAT 
GTTATAGGTTGGTGGGTGCTGATTCAAAAATATGCCGTAACAGACAAGTTATGGAATTAGTTTCTAGCTGCAGGTTATAGTCTTCTTATTAAGA 
GACAATGTAGTTTTCCTACATCATCTGCCATAAAGCAAGCCAATGTATGGGTTGAAATGACTGAATGAGTTTAAAACTGGTGAAGAAATAGGAA 
AAGACATAGTAGTGAATGGTTGCTCATCAGAACGAAGAGTGGTAGGGATAGAAGGGATGGGCTTTAAACACATTCATTAATAATTTGAGGAAGG 
AAGTGAAGTTCAAGTTTGTGATGATGCAATATTGTTCCAGTTACTAAACATCATGAAGAAAAGAGAGGAACTCTAGATGAATTTAAAACATAAT 
GCAAGGGCAATAAGGGGAATGAGATGTAACAGCCTTCTCGTAATTATACTGTATGTCTTGTTAGTCTTTAGAAAACTTTATTTTCGGCCGGGCG 
CGGTGGCTCACGCCTGTAATCCCAGCACTTTAGGAGGCTGAGGCTGGTGGATCACGAGGTCAGGAGATCAAGACCACAGTGAAACCACGTCTCT 
ACTAAAAACACAAAAAAAATTAGCCGGGCGCAGTGGCGGGCGCCTGTAGTCCCAGCTACTAGGAAGGCTGAGGCAGGAGGATGGCATGAACCCG 
GGAGGCGGAGCTTGCAGTGAGCCGAGATCGCGCCACTGCATTGCAGCCTGGGCAACAGAGCAAGACTCCATCTTAAAAAAAAAAAAAAAAAAAG 
AAAGAAAGAAAGAAAACTTTATTTTCCAAATATTTTATATTAAGGAAACATTGACATTACCCAAGATCTGTTCAAAGTAGGCAAGTATCAGTAA 
AAACAGAATAATTAGAAGTGAGTTCGGATGAAAAAGCAATGGAGTTTGGGGATTTTAGTGAAACGGTATAAGTCCGAAATGTGCAAAAGGAAGA 
CTGTCTGGAAGAACAAAAAAGTGGAGTGTCCGTTTATGTAAAATTGTTTTCATACCTTTAGTGACCATTTAGTAACAGAGTTATGCACTTGGGG 
TTAAGCTAGTGAAAAGGAAGGGAAGTTAGAAGATTTTGACACTAATGGACAAAGATATTGATACTTTGTCCATTGGATACGTTTGTCCATTGGA 
TACATTTGT C C ATTTGTACATTGATACTTTAT C C ATGGATAC ATTTGTCCAAAGGTTC AAATAATTTCT CTGTTTATTGG AG AAAGAAATAGAT 
GGATGAGGCATCGGTTGGCCAAGCAGGAGGAAGGCCAGAATCAGGCTGGTGAGAAAAGGGGCTCAGTGTGGCTGGAGATCAGAGGAGTCAGGTA 
CGCTGGATCCAGTTCCAACTCTTGGCTGAAGAATTTGAACTTTAGTCATTTCTAGCATTGTTCATTACCTGTAGTGTGCTCTTGCTAGGTGGCT 
GAAGGGATAAATGAAGCCACTGATGTCCTCTTGAGCAGGCAACTGATAAGCTCCATTTTTTTTGTTAGGAAAGTTAATTTAAGTGGTATGTAGG 
AGGAATG AGAGGGATGGGGG ACTT ATTAC C AGAGTTCCAGTC AAAAGCATGAGGTCAGTT ACTG AGGTAAT CCTACTACGTGCTCAG CATTCC A 
CTAGAC1ACTTAACACCCTGCTCCCAATACTTATTTAATCTTAATAACAACCCTTCAAAGAAGAAAGTTTAGCATTTCCACTTTACTGTTAAAGA 
AACAGGTTCAACCGGGCGCAGTGGCTTACACCCAGCACTTTGGGAGGCTGACACGGATGGATCACTTGAGCGCAGAAGTTCAAGACCAGCCTGG 
GCAACATGGCAAAACCCCATCTCTACCAAAAATACAAAAATTAACTGGACATGGTGGCGCGCACCTGTAGTCCCAGCTACTTAGGAGGCTGACA 
TGGGAGGATAGCTTGAGCCCAGGAAGTTGAAGCTGCAGTGAGCTGAGATCGTGCCACTGCACTCCAGCCTAGGCAACAGAGCAAGACTGTCAAA 
AAAAAAAAAAAAAAAAAAAAGAAAGAAAGAAAGAGAAGAAACAGAAACAGGTTTAGGAAGGTTGAGTAACTTGCCCAAATGTAAAAGGGGTAGA 
AACAGGCTCTATGTGTGATTGTAAAAAGGGATGGCTTTAAAAATAAGGGGGAAAAAACCCTGTAACACGTTGATACTCTTTAAATGAGAATAAT 
TTTAACAAGGGCAATGACAGAGAATGGAAAGGAAGGAAGAGATTTCAGCAGAGTCAGAAGGATGTGGCAACTGAAAACAGCATTGGGACAAGGG 
ATAAGAAAAAGTCAAAGTTTCTGGCCTGAGTAACAGTATAAGATGTGAAGTCAGATTTGGAAAGGGAGACAGGAAATTAAGTTTTGGACTTATG 
TTTGAAATGACAGCAAAAGATTCATATAAGAGGAAGTGGTTCACTTTATCCAACAAGTGTAAAGATCACATGGGGAAATAGAAGTCACCTGCAA 
CACAGGCAGAACTGGAAGCTTCGCTGGCCAGGTCCATGTTAAACTCTGACCATTCTCTGGGGCTGTCCAGCCTTTGCACAGGCGGCGCGTTTGT 
CTTCAGTTTTCAGGTTTCCCCGTCCTATTTCTTATCTCCCAGTGGCTCTGGCCTTTTCTGTGTCTCCCTCCAGAATGAGCTGGAGCTCTCTTGA 
TCTTGACCTTTGTGTAGTCTCTGAGGTCTGAGGCCATCACTATGTCTGACCCTCAAAAAATATTTGTTGACTGACTGGCTTATTCCTGTTGTTG 
CCCTGGAAAAGAATTACCCTGCCCGATTAAGTCACAGTTTCTTCCTTCTTAGGGCAGCGTAGTTAACAACCTCAACACCAGGAAATTGTCTTCC 
TCATCACATACCAGGGTATTATTCATGCAGTTTACTCACTGTAAAGAGTTCCCTTGAAATAAAGCTAACAATTAGTCAAAGATTTACACATTTC 

AAAAGTGATGGTAAATGGTTCAGAATTTCTCTATGAGAGGGTCTCAGGCACTGCACTCACGCTGGAGTTGGGGGTGGCTGGTCCTTTTCTTGAA 
CCAGGTTTTGCAGAGAATTGGTCCTAGTAAAGAGTATTTGTGTGGGAGGAGTTTGGCTTGCTGGCGGGGAGTATTTGGATAATACTGGAAGAGC 
CTCAAATGCATGTCTTGCCTCCTTTTGAATAAGATACTTTTGAGGTCCACCCACCTGCCAAATTCCATTCTATTTTCTTCCCACAGGGAGTTTG 
CCTGATTGGGAAGGGCCTGTATTTCCCGCGAGCGTTAGGAGATGTGCAGGTCTATTCATTGGGGGAGCCCAATTCCCGGGAGGATTTAGGGATG 
ACGGGAGGGCCGGGGCGTTCTCCTGGTGGGGATTTTAAGGCCGGTCAGAGCCACGACTGGGAGCTACCCTTAGCCAGCGCCCCAAGCCGGGAGT 
ACGGTTCTCTGCAGGGTAGCCCGGCTCGGGGGTGGCGAAGGCGGTGAATGGAGACCCGGGGGGGGCGGGGGCGGGGCCGCGGCGGGCGGGGCGG 
GGCGGGGCGAGTCGGGCCGAGGCCCGGGGGCGGGGCCAGGCGCGCGGCTGGCCTGGGCCTAGGCCGCTGCTGGGCTCCGCCTCGCCCGGCTACG 
CAGGCGGCAGGGCTGCGGCACGGGCCGGGCGGCACCATGGCGGCGGCGGCGCCTGCTGCTGCGGCGGCTTCTTCCGAGGCGCCAGCGGCGAGTG 
CGACTGCAGAGCCCGAGGCCGGGGACCAGGACAGTCGCGAGGTTCGAGTGTTGCAGAGCCTGCGGGGCAAGATCTGTAAGCGGGGGCTGGGCTG 
AGGGGACGCCCTGGCGGCGCTGGGCGCGAGGCTGAGGGGGCGGCGGGTTCGCGGCGGTGGCGGCGCCGAGCTGCGCTGGGATCGCGGGCCCGGG 
AGGGGGCGTGGGCCGGGCGCGGTTGAGGCTGGAAGGGGGTGTGTTGGGGGGCGGCGTCGCCTCGACGGGGCGGCGTGGGCCGGGGCTGCTGCTC 
TCCGGAGGGAGTGGGAGCTGGAGATGGGCCTGGGGTGGGAGAGCCCGGGCTGCGCCGGCGTGAGGGGCTCGGTCGTGGGGAGCGGCCTGGACGC 
GGGGACGCTGGAGTCCGGGGCGCGGCCGGGGGCGCGGTCCGGGGGCGTGAGGAGCTTCCGGCCGCCCTCAGACTCAGGCCTTCGCGCGGCTGCG 
GGCGCTGGGGAGTGGCCCCGCGGTGGGAGCCGAGCAGTAATTATACGGAGGCGCGGCCCGAGGAGGTGGCGGGCTGGGAAGTGGGGCTGGCGCG 
AGGGGAGGGGGCTGTTCGTTTCCTGGGCTCGGCGAGCCTGGGAGAGGTTGAAAAAGGCGCCCTGAGCTGCAGGAAACGGGCCGCCCTGGGGCCC 
GAGTGGCTACCGCGCGGTCTGTTCGCGGGTGAGCGGCCCGGGAGGAGCTCGGCGGGACAGCTGTACTTGCCCCACCTCGCTGCGGCCGGGACTT- 
GAATCGAGGGACGGCGTGACAGGCGGGACTAAAGGCAGGATGTAGTGGCTTCCTGTGAGCAGGTCTGAAAACACAATCAGCCAGCCCGCACTCA 
GCCCGCTTAATTCCCTTGCTTCTCATGCGTGTAATTGCTACTTTAGTGAGGGAGCCTACCAGTTGAGTAAATACGAAATTTTGCTCAGAGTTGT 
CCGAGCATTACTGTGGAGAGATTATTTGAGTTCTGTCATTTGAACATTTTAGTTTTAAAAACGACCTTTTGGTGTCAGGTTGCCATTTTTTTTT 
TCACAGTGGTTTATTTAGATGAAGTGCTTTTTGTTTTCTGTTTGTAAGAGAGATCAATAACATTTATTTTTGCATTTGTCGAAAATTAGCATTA 
TTTTCTTCATGCAGTATTCTCAGATTGGAAACATGCTTCATGTTTCTTATAAATAACCCTCAATTATGAGGGCGTACTTTTCACTTTGAAGAAA 
ATTGACTTGCATTAAAGTGGCTAACAATTCTTTCCTGGGCAGGATGTAAAATTTTCCTCTCCTCTAATACCAGTACTGTTGAGGTCACATTCTC 
CCACTTTTCCTCTTTTCAGGTGGTTCACGTATTTGGGATTTTATGAAACCTCAGAAGCAGACATGTTAACTTTTCTTATCTTTTTATTCCCTGA 
GGTAGT CCTGGGGCT CTTAAG AGATTAC AGTTCTTAAAAG CTGGAAAGTGACACC AG AG AGGTAGATCTTAGTTCCCAAAATTAAAGTTACTTT 

ACTTTTGCATATATCTAATTTAACATTTGGGAAAACTGTAAATGGGCCAAAGTTTCTCCCTTTATATGATTTTCCAGATTTTTACCACTTTCTT 
AGTGCCACTTGATGCTAGGCATTGTCTATTGGAGACTCACTGGTAGGTAACTGCAGGTTTTACCATGGAACTACATATACACATGTCTTGGAAT 
TGAGGGTTAGGGTTTCCAGAAGGACTTAGTTGTCCTGTGCTTTTGTCTGCCCCATGCCAAAGACCACTAAGAACAGTTTTGTAAGTGAAACTTG 

AATGATATTACTGCTTTAACCACAGTTGAAGTATTCTATCTGTTATCCTAGTCAGTTTCTTGCTTTTTAAATTGCTTATGTTATAGCTCAGGTT 
ATGGAGTGTCTGCTTTCTAGAAAAAAAAAATGTATTTGTATACTTATATACAGAAGCTCTCTTCCCATTTCTTTGTCCTCCTTTTAAATGATGT 
AATCCACAGTTGGTTGACATTCAGAACCTTGTGAAGAGATGCTGTTTTCTGTTTCCCTGAAACTAAGATGTGGGTTTTGTAGGGTGGGGACTGA 
GGGGTTGGAAGAGTCATTAGCAGGTGTCAAGGTCACAGAAATGAGATGGTGGTGGTTGTGACAAGATATTAAGCAGCTTGGGGAGGGTGTAACC 
GTGTCAGCTTTTCTCTTCAGCACAGTAGGAAACCTTGGAAGAAAGCCTGATAGTGCCCACTAGGAGATGTGCTGGCAGATTTTATACTACTGAT 
TGAGAGCCTCTTTTCTGGAGAGTTAGAGATCTGTAGGGGCTGAAAATTAGCCTGAAGAAATTTTCTTATTTCTGGAGTTGCATAGGACTTTTAA 
ACTGCACATCACCCCAGTGAAAAGTGAGGATGGATTGGTTTATGTATCTTGAATGTTCAAGAGATAATAGTCCATAACCTTCTTTAGGGATTTC 
ATTCCTGTAATTATTTCCCCTTATACTTCAGAAGGTGAAATATCTGTCAGTTGGACAGATATTTGTCTCTTGGACAAGAGGAAACTTAACAAAA 
AGTGGTAACC AAAAAGGTGG AGGT CACAAAATAAC AACATG AG AC CTCAATAT ATATAAAGG ATG AAGC CC C AATAC C CCTTTTTTG CTTGAGT 
GTACTTTTTTTTTTTTTTTTGCCGGGGGGCTGGGGAGGAGGGAAGAAGGGACATGCAAATATGTTTCAGGTGTTTTATATGCGGTCAAACGAAC 
CCAGGGAATTCGAGATCCATCTATAAGACAAAATATTGTCAGCAACCCTGGATTTGCTGCAGTTTGCGCTAGGAAACCATGACAGTTCTGAATT 
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GTCTG CTTCCTTAAACTTTTT CAAGAGGTGAGTTTGGTTGTTTGATATC CTAAGGTTGTCATATGAAC CCTTGATAAAGGAAATT AGGGGTGTA 
CTCGACTCCATTCTTCGGTCTGCACTCCTGTGTAGCGAGTAGCAAGTATGCTAGAACACCTGAAACACATTTGCATGCTCCCTCCTCCCCTCAA 
AAAAAAAAAAAAAAAAAAAACCGTATTCAAACAGAAAAGAGGGATTGGGGCTTCCT 

AGCTCCTTTTTGATTAGCACTTGTTAAGTTTCCTCTTATCCAATTACATTAGATTGTAAAAATGTTGCGGAGAGCACCCATGCCACCATATGTG 
TGGGCTTATCTACTCAAGGAATACCAGATCAATAAGAGAGCCAAATGGGAAAATTTTGTGTGAATTTTCAGATGTGTGGTACAGTGCGAGATCT 
GTGGGACTATGTGTTGCAAAACTC ACTTAGTTT CTCTGGTGT CTTCAG ACCAAGAATAG CCTAGGGTTATTTGACAGAGTAGGGAAGATCTATA 
GGGTATGGTTAAGTGCTTGAGCTTAGAGGCTGGGTGAAAAAGTTAGTTACCTGGGTTTGAATCTTCACCTAATTTCCAACTTTTGTTAATGTCT 
TTGGGCCTTCATATTCTCATATATAAAATGGGGATAGTAAAAATACCTATCTCACGGGTTGTTATGAGGTTTAAATAAGCCTCCCTCCCTACTC 
TGCCCCTCCTCATCTGTGCCTGCTCTTTCTCACTCCCCAGGATCTGGGTCATACACCGACCATCTCTTAGGAAGGAGTAAAGTAGGAGATAAAA 
ACTAATCTTCATCTGATGTTCTTGTCCAACGTATACTGGAGTTTCCAGGTGTACAAAGCTGATTAAAATCTGAAGACCTATATTCTTCTTTAAA 
CGTTGTTAATTAATCTTCATATGGCGTTAGCCAGCTCACTTATCTTGAAGCTTACCTTCCGCATCTTTTAAATGGGAATGATGCTTTTCCACTA 
TCCATTGTATACAGGTTGTTCCCTCTGCTTGGGATTGTCTTTCTTCTTTACTCCACCCCATCTTTATGTCAGGAAGCTCCTACTCATCCCTCAA 
AAGCCTGCTCTATGTGATCTCCTTGCCAAAACCTTCTGAGACACTTCCAGTGCCATCTCTGGCCAGCATCTCTGGTGCTGGGGAACACAATTCC 
TTGCTCATTTCCTTATTATAGCACATTTCATAGAAATCATTTGTTGACTTCTCCTGTTAGATTGTGAGCTCTTTCAAGATAGAATTGATTCTTG 
TTCATTTTTAAAAAATCATCCCAGTGTCAGCACAATGCCTAGAACAGAATAGGCCTTTAGAATATGCCCTACCTCACAATGTTATCCTGTGGAT 
AATTACTAGAT ATGAAAGG ATTTT ATAAATTAT ATAC CTAAAAAAACTAG AAGGTGTT AGTATT AAG AGAAAACTGTATG AGT CTG C ATC AGGA 
AGTTCATCCCTTTCAAAATCACAGTGCCCACTAAGCTTAGGTTTGAATTGATGCCAAAGTTGCCTTGTTAGGAAAAAGATTAAATTTTTCTTAA 
TGCTCTGATTACTTATTATTAGGGCATTTGAATATTGTTACTAATTGGTCCTGGAGCTTGGAAAAGAAAATCTCATATTCATACTTTACACATT 
AAGTGTTTTAATTTGACATGACAGGTTTGAATAAAACCGTCTATTTAATTCTGTGAAGTATAAATGAAAACATTTTATTGACTATCCAGTAAAG 
TTGAGTGGAAGAGATTAAAAAGGGTGTATTCATGCTAAGAGTTCATTTTTATCAGATATTTGAAATGAGATGATGAGTTATTTAGGATGGAGGA 
AGAATCCATCTTTCAGATGGATAGAAACTGGGGAGAAAAGGGTTCTTTGTAAAAGTTCACAGAGCAGTCTGCTAATCATTTGCTCTGTGGAAGA 
CGGGAGGTAAAC CTCAGTG AGTT CAT AG AGTTGTTTTTTTAAAACTT AG AACTCTTTG AATAG AT CCTTAAGTGACTAATATAGC C AGAATAAA 
ACCATCATTTTATCCTTTAATCATAGCTGCTAATCCTATTTCCTTGTTAATGTGCTTTATGAAATTATTTGACAATAATATCAGATTACATGTT 
TTTGCTACTAATAAAGTTCTATTCTCTTTTGAGAACTGCAAACAAAATGTTGTATAGTCATATATTCATGTAAGTTAAGCTTTTTATGTGTATT 
AAGACATTTTTATGGCATCTCTTTAGGTTTGTATGTAATTTTAGTTATCAAAAACCCCTATCTAAAGTGATAAACATTAAAAGTTTGTATCAGT 
ACACATACAGAGAACCATAAATGACAAATTTGTTTTCCTGTCATTAATGACAATGACTTTGGGCAAATTCTTTAACCTTGCTGAGCCCGTATTT 
CCTTACTTGTAAAATTAGAGGTTTGGATATGGTCTTTAACATCCCTTGTACCATTTTGATTATTGCTTTTTAAGTTGAACCATTTGCTTTAAGG 
CAGTACATCAGATGCTTTATTTTAGTGTTTAAATGTATTTAGTACACTTGTTTTGCATGATTCACTGTTTTAAAAATATTTAAGATTTATTAGA 
TAAGAGCGTTTGAATTCTAAATTTTTTTTCTGTGACTGTTAATTAATTCAGCAGCACGTAATACATATCGAAGGGTCTGTTAAGAGACGCTAAC 
CCA.CTGGACTGAAATGGGCCTAAGCTGTGAATCGGATGAAAGATCCTATTTTATCCTAAAGTCTATACTAAGCAATAGCTGTTTTTAGACATCT' 
GTATTCTTAGACAATTATAGAAATTTAAAGCTGGAAGGTAGAGAACATGAAGGTAGAGAAAATAAAGGTTCTTACCCTTCATTTTACAAATGAA 
GAATCTAACAGAGACAGCAAGTGTCACACAGTTGATGGCCTGTTCGGCACTAGTCCACTATTATCAAAGTTCTTTCTAGAATGCTATATGAGAT 
TAACTTATTACTATGAATGTTGCAAATGTACTACATTTAATACACAGAGATTATACTACTTATCTGTTTATATATTGAGAGGTGGTAAGATTTT 
CACTGTGCCGTCTACACACTCTTAACTGTTCCTTCTTAAGAACTTTGTGAAGTGGTTAGGATTAGTGATGAAACTATGGTTATGACCTAGGTGG 
AGATTGAACCTGGATGTTTAGTTACTTGTG CC ATGGT CTACCTC AG CTATTTT C AGTTCTGACTGTCTGT CACCATCAC CTGTGAACT AAAAAA 
ATT ATGATGCC CAGACTGTACCCC AGAC CTACT AAGT C AG AATTTCTGGTTT C AAAAGTTCCATAGGGGGTGATGTTGGG CAGCT AGGATAGTG 
AATTTCTGCTTTTGTC ACAAATAGATTAGC CAC ATAC CCTACCT AAATGATGG CAAC CTGCTGTGCTAT CATTTAAAAGGTATCAGT AG AAAGG 
TTGGTATAGTTACAGTGAGATTTTAGTTTGTTTGCATATATATTTGATGTATTAATTCTATTTGATTAGATAATATGAACACTTGGTACAAAAT 
TCAAGAGGTACAAAACAGTATATACATTGAAAAGTATTCCTTCCTTTCATTATCTTCTAGCCATTCCCTCCCAAGAAGCAAGCATTACCAATTT 
GTTATATC CTTTTTGTTGTGTGTTCTTC C AGAAATTAAGCATTTACAAAC ATAAATTTATGTG C ACTAATATATTCCTT C CACCAACATACAAA 
TTATAGCAAAATATATACATTTTTCTGTATCTTGCTTTTTTACACTTAACAACATAGCTTGAAGATTTTTTCACATTCACATAAAGAGAGATCT 
GCCTTATTTTTTAAACAACTGCATAATATTTCATCATTTGGCTGTACCACAGTTTATTTAGCCAGTCCCCTATTAGTTGACACTTAGGTTGTAA 
ACAGTCATTGCTATTACAGACATTACTACAATGAATAACCTTGTAAGCATGTCATTTTTAATATGAGTGTCTTTTTGTAGGATACATTTCTAGA 
TAGATGTTAAATTGATGAATTGAAGGATATGTGCATTTTTATTTTGGAAAGACAATGCTAAACTATAGCAATTTAAGCTCT(^CC^GC^ATGTA 
TGACTGCCTATTTCTTTATACCCACGTAGGGTGTATTTTAAAACTTCTTAATCTTTACTGGTCTATGAAATAAAAAGGAACATTTAATTTGTAG 
TTTTAATTTGCACTTTTAAATGAGAGTGAGGATTGCTCTGTCACCAGGGCACGATCTTGGCTCACTGCAACCTCCGCCTCCCGGGTTCAAGCGA 
TTCTCCTGGCTCAGCCTCCCGAGTAGCTGGGATTACAGGCATGTGCCACCACGCCCAGCTAATTTTTGTATTTTTGGTAGAGACGGGGTTTCAC 
CATGTTGGCCAGGATGGTCTCGATCTCCTGATCTCGTGATCTGCCTGCTTCAGCCTCCCAAAGTGCTGGGATTACAGCCGTGAACCACTGCGCC 
TGGCCCTAATTTTTAAATTTTAAATTTTTCTAAGGCTTGAAATTAAGTTATAGGATCTCTTCATATTTTTAAGAGCCATTTTTTTTGATGTGCT 

CTATTATTTTAAAACCTGTGCAAAGATTTAAAAAATCTGTATACTTTGGCTGATGCCTGAATTTATTCTTAAGTTGATTGTGAGATCCAGTGAG 
GGCAGTCAGTTGTAAGTTTCATCTACTTATATAACGTCTGATGGTTGAGAAATTGAGAAAGAACTGCTTGAGGAAAGGTAAGTGAAGACTTATA 
AACAAAAGTTAAAAGACAATAGATTGGGAGAAAATATTTGCAGTGTATCCTTCAGACAAAGGAAATGTGTATAACACTGAATTCTTTGCCAGGC 
ACTGTTTTAAAGCACTTTATGCGTATTAACTAATTTAATCCTTACAGTAACTCTAAAAATACCATTATTATCCCCATTTTACACATTATGAGGA 
AACAGATACACAATAGCTAAGCTAAGTAAATTGACCAAGGTTAGATGGCTGGTGAATGGTGGAGCTATCAATCAGACTGGGCAGATTGGCTCTA 
GAGTGCATGCTGTTAAGTCTTAACCTACTGTGCTATTATGCCTCTCTATTTATTATGTCCAGATTATATAAATAATTCATACAGACTTAAAAAC 
AAGAGGCCATTAGAAAAATAAAGGATACGAATAGGCATCTCACAGGAAAGGAAATACAAATGTCCAGTAAACATGAAAATATTGGTAAAGTAAA 
AATTAATCAGGGAAATAAAATTTTAAAACATCAATTTAGAAAAAAAG 

T C CTCATTGTTGTTGTGAGTTTAAATTG ATAAAG CAATGTTGGAG AG CATTTTGGCT ATAT CTGTTAAGAATTTAAATGT CTATAC ACCATGCA 
TTTTTACTTCTAC CTATTTGCCCTGCATCAACAGTTGTACATTTAG AGAAGAGG C ATATAC AAAGATATT CAATGTTGCCTTGTTGGT AAAACA 
GAATAATTGGAGACGACTTAAATGTACATCGGTAGGAAAATGGATAATATGTTCATACACGTATTCTATAGCAACTAAAAAGAATGAGGTATAT 
CTATGTTATGAAAGGAAAGAACTCCAGGATGTCTTGTTGGGTAAAAACAGCAAGTTGTAGAATAATATGTGTAGTATCCTGTGTATTGTTTTAA 
ATCTCAAAACATTTTACTTTTCTGCATGTAGATGGATAAATACATAAAAAGAGGTCTGAACAGTTGTACAGATAACAGTGATTGCCTCAATGGT 
GGATAAAGGGAGTTAGCCGGTGCTGGGAAAACTGGCTAGGCATGTGTAGAAAGCTGAAACTGGAACCCTTCCTTACACCTTGTACAAAAATTAA 
TTCAAGATGGATTAAAGACTTAAATGTTAGACCTAAAACCGTAAAAACCCTAGAAGAAAACCTAGGCAATACCATTCAGGACATAGGCATGGGC 
AAGGACTTCATGTCTAAAAC ACC AAAAGC AATGG C AACAAAAG C CAAAATTGAC AAATGGGATCTCATTAAACT AAAG AGCTT CTG CACAGCAA 
AAAAAACTACCATCAGAGTGAACAGGCAACCTACAGAATGGGAGAAAAATTTTGCAATCTACTCATCTGACAAAGGGTTAATATCCAGAATCTA 
CAAAGAACTCAAACAAATTTACAAGAAAAAAACAACCCCATGAAAAAGTGGGTGAAGGATATGAACAGACACTTCTCAAAAGAAGACATTTATG 
CAGC CAACAG ACATATGAAATAATGGTTAT CATC ACTGGCC ATCAGAG AAATGNNNNOTSFNN]>^^ 

NNNNNNNNNOT^ 
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NNNNISIKNNNN^ 
NNNNNNHNNNNNNNNN^ 

TATTATATTATCAAAAGTAACTATTTATATAAATGAACTTGATACAGTATTAATCTTAAGCTGTGCCAGTCTCTGTTGCTCTACTTTGGAAGAC 
T ATCCTAT CTG CAAAAC AAGAGTAATC AAATGTTAGGTTTTGTAACATTTTGAGTGCTATAGAAGAAATAAAGTCAACTTTT CTGTTAAGTTTT 
TTTGGTAACTTTTGATATAATTTCAAACTTACAAATTGTAAGAATAGGCTGAGGAGGGTGGATGGCTTGAGCTCAGGAGTTTGAGACCAGCCTG 
GGCCAC^TGGCAAAACTCCGTTTCTACAAACGAAAAAAAAAAAAAAATGCCAGGCATAGTGGTGTGTGTCTTCAGCGCTAGCTATTAATACTTG 
GAATGCTGAGGCCAGAGAATCAGTTGAGCCCAGGAGGTTGAGGCTGCGGTGAGCTGAGGTCGCACCACTGCACTCCAGCCTGGGTGACAAAGTG 
AGACCCTGTCTCAAAAAAAAAAAAAAAGTAGAAATAATACAGCAAATTCTTATATACTTTGCCTGTTTGACTAATTGTTTATGTTAGAAAAACT 
TTTTAAAATTTTAATACATTGTTTCAGAGAAATGTGGTAAAAAGGGTCTGAAAATTTTGGATCCTTTAAAATATGACATTTGTGTGAGTGGTAC 
AGAATTTTAGTTTTGAATTTTACAGTTTTATATAAAATATTGTTGGTAGATGGGGTGAACTAATGTTTATTGAGTATTTCCTGGTTTCCAGATG 
TTGTGTTAGGATACTTTGCAAAATATTTCATGTAATCCAATTTCATGAAGAAGATTGTTATTCCTATTTTAGAGAAGAAGCAACAGACAGAGGT 
TATTTGCTCAGGATTGTAAGGGAGCAGAGCCAAGTTTTCAGAAAGTCTTTATGTTACCAAAGCCCACATCCCTTTCTCTACAAAGCTGCCTGTG 
AGATGATATATTGGAAGGAATTGATGAATACATTTATGTTGTCAAGAAGTTGATAATTACTCCTAAATTGGCTATGGTCTAATGTAGTGGATAT 
TCAATAAAATTATGATGTTTGAATGCCATAAGAATTTATCTT CTGGG CTGTTTTGGGGGTTC ATGAATGTAATTATTTTAG CTGC CTAACTGCT 
TATGTGGGTTTGTATGTACTTTTGAGTGGTTCTTGGATATGTGTACACACATACATACACACACACAGATATACACATACACACCTTTATATGC 
TCATGGGTGTAACTTCTTTATGTGTCTAGGTGTCTTTTTTTTGTGGAGGGGGGGCGAAGATCAATATGAATCCTATTTTGGCCCCCTGGATGCT 
GTCACCAGAAATAACAGCCATATCCCATATATAGCCTGTCCATGTAGCCCTGAGTTCTGCCAGCACCTGGCTTTTTGCGTTCCTTTTGTTTGTC 
ATACCAGGCTCTCTTGGTCACCTTGGTAGCCTTGCTAAGCTTCTTGTAGCTATAGGTACCATTGGCTTAGGCCAGAAGAGATTCCTGCCATATG 
TACTTCAGAGTTTGGTTTGCCACTTGAGGAAGGGGTCTGTAGGGAGCTTGTAGATCAGCACACATTCAAAACTGAAACCGGAAGTGGGCAAGGC' 
AAACCACAGGAAGATCCTGCCCGCAACTTGGTGACGTATCTATATAACCCATAGACACTTCCTGGCAATACCTTGTGAAACTTGCCTTTTCGTG 
TATAGTAGTTTCCTAACTTCTTGTTCTAGATTAAGCTTCAGTGAAAAGTGATTAATATGATAGCAGTGTAGATAAGTGTATGATAGTTATTGTG 
CACATGACTTCCATGCAGCAACTAGCCCCGATTATGTTCTGTAGACTTTATCACTGAGGAGTTGCAGTGGTATTTATGCGTTTACTTTGACTTT 
GTCTTGTCACTAGCCATTGTCTTACTTATGTGTAATTGTACTTATATATAGTTCAGGTTTTATACCCACAAAAACCGTTGTGATATAATACCAC 
T AT ACAGGATTG CCTTATTTATGTGGAATTGTACTT ATATATAGTT CAGGTTTTATAG CC ACAC ACACAC AC ACG AAAAAAC AGTTCTTTGCTT 
CACTGAGTCTCGGGTAGCCACCCAAACTGTGTCATATTCCTAGAGTCCTGTGCCCACTCAAGTGTTTGCTCACTGGTACTACGTCATTTTATCA 
TAGTGCCTTGTTCTTAGGCAGAAGCAGATTTCTGGTAGGAGTTATTTAATGTGTTGATTTTTTTTTTGAGACGGAGTCTCCCTCTGTCACCAGG 
CTGGAGTGCAGTGGTGCGATCTCAGCTCACTGCAACCTCCACCTGCCAGGTTCGACAATTCTCCTGCCTCAGCCTCCCGATTAGCTGGGACTGC 




TATAGACTCTTGGATTATTTTACAGATACAAGTCATTTGGCAGGAGTGAGGAAAATTGCTTGACAACTGAGTTATCTCACCATGTTAATTTATG 
CATTGGAAAACTCTGCTTAGTGGTAGATATTCCAGCAGTCACCATATGCCTATTGGTACTATTTCTCATTCTCTGTCTGATTAATGTCACAAAT 
GTGTAACTTTCCAGTGGTGTTTTCAAGATGACAGTTAAGGAGCCACTAAGGAAGGAAATAACAGCTACATAACTTTTTTCTTTTCAGTAGTTCT 



GTCATGTGTGATAAAGACAGTTCTTCTCTTCCTTTCTGCATTCAGAACTGTTAAAGATAAATCAATGGGAGTGTTTTTTTCTTGTGTAAGATTT 
ATTATATACAAAATATTTTTTAAGTGTGTGAAAACTGATTAAATGATAAAGGCTAAGGTAGCATGTTTAAAGCATGGTTTTGTGCTACTTTTCT 
ACTAATGACTTAACCTCTCTGAGCCTCAGCTTCCTTGTCTACAAATTAGGAATAGTAGTTTTACTAATCATATAGCATAGTTGTGAAAAGGTTA 
AATGACTCGGTATACTGGCTGGCATTTTGTGCTCAGTTAAGTGTTGGTTCTAACATGAGCAGTAGTGATACTCATAAAGTATCTTTTCATAGTT 
TTCTTAATGGATAACTTATTTGATAGAAATGTACTGGAGTATTCATACTTACATGTATATCCAGTTCTTGTAGTGTTCATCAGGTTAAACTGGC 
AATAAGTGTTAATATCTGAAAGCATTAGAAATCAGTGTTACTCTGTGCTTTTTAAATTTCAAGTGTTGTCTCTCAGATTTTATTTTTTTATTTT 

TAATGCAGTAAAGCCCAGCAGAGATTATTATGATTTAGTAAGATACACCTGTCTGCAGTTTCCACTCAAAATCATTTTGCCAGATTTTGATTAT 
TAAAGAGAAACCAGAAATAGAAATTTATTTATTGTTAGCTCTCAGTTTCTAGATGGTCACAAATTATTTTTTAAATTTGGTGCAGGCCAAACAA 
ATCTCTGGCTAGCCAACCTCAGATTTGTATCCTCATTTTAGAGATGTGGAGCTTGAGGTATAAAGGTTGGACGTGTTTCCATGTATTTCCTATA 
ATAGAAATCCATTGATTCTGTAACAAAGGACTCATTTTAAACAATGACCTCCTCTGTTATACCCAGTTGTTATATTACAGGTTATTTTTGGTCA 
GGAGCTAATGGCTTGGATGAAGGGAATTGTATATAGATGCTAATTTTTAAGAATGTCTAGCCAAGAAAGGGCACTAATAGTTACTATCCATTGA 
ATATTTACTCTGTCTTAGGCATTGTGCCAAGCGCTTTACCTTAGTTAATGCTCACAACAATCTTGAAGCATTATAGTTACCTCTTTTTACATAA 
G AGGTTGAGAGTAAGGAC ATACAGATAGTTAAATGC AAAGTTC ATGTTGAAACG C AGATGTCTGCCrCTGTAATG C ATTCATTTAACTTG CTAT 
ACTATACTAGTACTGTATATGTTTTTATAATTATGCATACCTTTTATC^TATTGCAAAAATTGAAATTAAACTTTAGAAGAAAATTTCAAAGAC 
CTTATGATATATTACCATTATATAGGGTTGTCTTATTTATATGGAATTAGATTGGCAGAACAGCATTTTAATTTTACTCTAAACTAGTCAATAC 
CAGAGACTATATCATATTTTTAAATGTGCATTAGATTCATTCTTTCTCACTCTTTTTTTTTTGTTGTTGTTGTGAATGTAAATGACAAAATGTG 
CATATTTTATAT CTTTTC ATCTC CTGAAGTTCTACTGTTCTGTTTAGGTTGATATTTCT ATT ACTGGTTGAG CATT CC AAATTTC AAAGT CC AA 
AATT CCAAATGCTC CAGG ATG C AAAACTGAG CAC C AAC ATGATTCTC AAAGGAAATACTC ATTGGAGC ATTTCAG ATTTTCAG ATTTGGGATGC 
ACAACTGGTAAGTATATATAATGCAACATTTCAAAATGTAAAAACATTTGAAATCTGAAATACTTCTGGTCCTAAGCATTTCAGATAAGGGATA 
TTCGATCTGTATTAGAACATTATGTCCTGAGTCATTCAAGCCAGTTAATGCCAAATTCTGTGGATTCTGTCTCCATAGTAGCTCTTCTATTTTT 
TCTTTCCTCCTATCTCCCTTTGTTACCTTAATQTAGGCTCTTCAGACTATCAGAGTACTTTTCCTGAAGTATGAACCACACAGAAACTTTTAGC 
GACCCTTGTTGCCTACTGAATAAAGTTAAACCTTAGCTTGGCATTTTAGGTTCTCTGTTTGATACTAGCTGTCCTTTATAATCTTTTCCCTCTC 
ATTCCCCCTTCATCTCTCTTTATGCTTTAGTCAGTTTATACTATTCACTGCCTCCTCGATGGTGCTCTTCTTGTTGCCACCCTCCAGAACTTGT 
TCATGTTATGCCTTCCTCCTGGAACGTTATCCTCCGATCCCCAATTTCTGTATTTTGAAAATATATATCATTCAGAAGAGTTATTGTGAAGATT 
AAGTAAAATAATATATATGAAGTCAATGAAAAATCTGTGTAATAC^TGTATTAATTTATTCAGTAAGTGGTAGCTATTATTATGATTTGGCTTT 
CTGTCACCCCAAATAATCCTTAACTTTGGATCATCTTGTCCAGGACCCTGGCTCTTTGCAGTTTTTCTAGGGGATTAATCCCACTGGGACCCAT 
GTTGGCGCCTACCCTTGTACTTCAGGTAACCTTTGAAGCAGACCTGGACCTACTACATCTCTTTCAGATGGGAATAGTTTCTCAGCACAGCTGT 
ATTCAGAAAGACCTTAAGAGTTGAATAGAAAGACTCTAGGCTTTGGAGTTTGATTTATGCCAGATAACCTTACCAGCTATGTAACTGAATTTTT 
TTTTCTTAATTT ATGAAAGGGAAT AGTAATG CTTAT CTC AC AGGGTTGTCGTAC CG ATCAAATGAAAC ATTTGAGAAAATATTTAAC ACTGTCT 
TGGAGCATCTAACTACTTAATAAATCTTTATCTTCTTTTCTGTCTTATCCCTGTAGTGTCCTCCCCTAGGACATGAAGAAACATACATGCAAAC 
CTTC AGGTATAAATGCATG CAC ATAATCCT CAAAC ATC CAC ATAGG C AC ATAGGTACATACTC AC ATATGTAC ATACTC ACATAC ATG AACAGA 
AGC ATATAC ATCAGAATCT CTAC CTTTGATAGTAGC CTGATATTGGAATTTTTGTCCT AG ATAAAATTTAT ATGGT AGGATTTG AATTTACTGT 
CTGATGACTGTTACATGGAATCATTGATCTTGTACATAGAGAGTTGGCTGTTTTTCCATTTCTGTTAATCTTAACAGTTTTGATTTGATGGTGT 
TTATCTTTCGCGCTTTAAACTATTTACTTTTTAACAATATCTAAAAGCTGCTGTTTTCTATAGTTACATGTCTCTCCTCTTTTTTCAGGTATTT 
ATGCAGAAGTTACTTTCTCAATGAAGCCTTCCTTGAGCTACCTCATTTCTTGTGGTGCCCATACTTATTAGTATTAGGCCATACATTTTTACTT 
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TTAGTAGGTACTCAGTAAATATTTGAATGTGTGAACTTCAGCACTGGTTTATTTTCAAAACGTCTCTGTATTAATACAATAAAGATTCTTTAAG 
TGCTTTTGGTAACTGTATACAGGAGACTTTTTAAAAAATCTTTGGAGTAGTTGACATAAATCAACTTAAATGAAATGGAAAAAAGAAGTTTACA 
TACAATTTTATGGTTTGTGATGTGGTATTGGAACCTCTTTTTTGCCCATGCCAAAGTTATATACACACGCATTGATACTTATTCAGCAGCTGTT 
TCATTATATATTTTATGCTAAGGATGGTGCTAAGAATTGGTCCCCTTCCTCAAGAAGTTTATAGTTCAGTGAAGAGACAACCAAACTGCTTTTG 
CTTGGTTGTGTCTCATCTTTACCACCTCAAAACATTAGAGAGCCCTGAGGCTCAGTCTTCAAATTTCTTTTCTATATTTGCTCCCATTGTGATT 
TTGTATTGTCTCTTGGTTTTGTAAATTTTATGTACTTACTGATGATTCTCAAATTTTTTCTCTATGTAGGACCCTTTGTCCTTGGACAGATTGT 
CTGCACTTGGATGTATAAGGCATGTCAGATTTAATATTCAATACAGTCTCTTGAATTTGGTCCCCAACAAGAGGCTGTGTCTCTAGAAATAGCA 
TCTCTATTCATCCAGCTGCTCAGACTAAGACTCTTAGAAGTCATTCTTGACTACTCTATTTCTCACACCCTGCAGTAAATCCTGTTGGCTCCAT 
GTTCAAAATACATGCCCAAATGACCCATTCTCTCCAGACCCGTGTCTGCTCTGCCCCTCCCCTGACCTGCAAGTTTTCGCTCATTGAGATTACT 
ACAGTAGCCTCCTATCTAGTCACCTGCTTCTACCTTTCCCCTCTGCACTGATTTTAAAACAAAAAATCTTGCCATTTTTATGCTGAAAATCCTT 
CAAAACCTTACCATCTGACACACAAAAAAAGCCTAAGACTTTCCCGTGCCTGTAAGACCTTATTTAACCTGTCTCCTCCCATACCCTTACTCCA 
TCTCTTACTATCTCCTCCCTCTCCCCACTTTGCTTATTGCTTTGTAGCCATACTGCCCTCCTTGCCACTCCTCCAGTGTGCCAAACTATCCTGT 
CTCAGGGCCTTTGCACATTTTATTCTTTCTGCCTGTCCGTCTCCTTCCCCAGATATGTGTATGGCTTATACCCTCAATGACTTCCTTCAGGTAT 
CTGCTTAAATATTTTAATTGAAAGGCCTTCCCTGCTTCCCTATATAAAATAACATTGACCTCCTCCCTGTCTCTACCCTCTGGGCCTGCCATTC 
CCTAACTCTCTTAACCTGCTTTGTTTTCTTGAATAGCAATAAATATTTATTTCTTCCATGACAATAAATACTATATGCTTATTTAAGAGTTTGT 
GGTATTTGTCGTCCCTGTATATATTGTACAAGAGTTTGGTATGGGCAGAGACCTGTTTTTATTCACTGTTATATCCCCAGCACTTAGAACAGTG 
CCTCGTGTGTTTAGGCACTTAGTAAATATTTGTTGAGTGAAATGCAACAAGTACAAAACAATATGATCACTGTAGTAGAGATGCAAGGTACAGT 
AGAAACACATGGGAAAGAGTGACATGACTACATAGGAATTGAGGAAGACTTTGCAAAGATGCCCTTAAGCAGAGCTCTTTGGAGAGAAAAACAG 
GTAGGGCATTTCATACAAAGAAAATAGCATTGCAGATACACAGAGGAATGAGAGAACAGTGTGTTCAAGGAACTAAAATATAGTACTGCTACAG 
CATAATTTGTGGGGGTAAAGATGAACTAGATGAGGTTGAACATGTAGTAGATAGCACCTGATCATGGAGGGATGGAGGGTTTTTGTGCCAGACT 
AAGGAATTTTAGATTTTGTCCTGTCAAGTGGGCAGTGGTAGATAGTGTGAGCCATTGAAGACTTCTAAGCAAGGGATGTTTTATTTATATTTAT 
TTATACGTGTCTCTGTGTTTGTGTGTGTGTGTGTGTGTACGTATTAAAAAGGTAACTAGCAACATTGTGAAGGTTGAGTATCAAAGCTAAACAC 
AGCATTTTATTTAAGATATGTATGATTTAGGAAGATATGATGTAGAAAAACAATTACTATCACATGTGGGCGAGAGGATATTTCATTTTATATT 
TGGACAAAATCATGGATGTATAGTGGGAAGATGTTCTTGGCATACTTGCAGTACATTTGTGAAAGAGAAGAAATGCACAATGGAGGATTATTCT 
GTTTGTGTTTGAAAATCCACCCTTTAAGAAAGAAGACTTTAAAAAATTAGTTAACAGTTATGTTGTAAGTCGTAATGTACACTAGAAAAGTGCT 
TAAGGAGTACCAGTTATGAATCAACAAGAAAAGATGTTACAGAATAAAATAAATTGTGCTTGAATGTCAACCTCCTTTCTTCGTAGAGGAACAG 
TTGGTTGTCATTGATATACCTGCTGATCTTGATTTATTGTTGAAGGAAATAGTGACAGTTGTACACACAATCAAATCTATACTGTTTGCTGTGG 
GAACAATGTATCTGCCTTTGTAGGACAAATGTCTGCTTTTGCATATTGCAGGACTCCGCATGCACAGAATTTTTGAAATGAGGGATGAACTATA 
AAAACATTTCTTCCTTTCATTCAAATGCAAGTAAAAACCATTTTTATTATTTCAGCTGGCTTGCTTGTGTCATATCTTAGCAATATATTGAATT 
TCTTGAATACTTTATTCTTATTAATTTAGGGTCAAACTATGATTTGTGAATTTAAGGATAAAATAGAGGCACCCAAAATGGTGCACACGATTTG 
AATGTTAAGAATTTGGATTTGGCACTCCCAGCCAGGCATGGTAGCTCACGCCTATAATCCCAGCACTTTGGGAGGCCAAGGCAGGCAGATCTCT 
TGAACCCAGGAGTTCAAGACCAGCCTGGGCAACATGGCAAAACCCTGCCTCTCCATAAAATACAAAGCAAATTAGTCAGGCATGGTGGTATGTG 
TCTGTAGTCCCAGCTACTCGGGAGGCTGAGGTGACAGAATCACGTGAGTCCAGGAAGGCGAGGCTGCAGTGAGCCATGATTGTGCCACTGCACT 
CCAGCGTGGGCGACAGAGCGAGACCCTGTCTCAAAAAAAAAAAAAAAAAGAAAAAGAAAAAAGAATTTGGCATTCCAAATTCATGAAAATATGA 
AT ACTGT ATTATTGAAT ATATTTTTAAAATTTT AT C C AAATG CTACAG AAGATG AAG AAATATTTTGTGAAGGTAG AT AC AACT ATATATGG AG 
TTAAGATCCATTTCCCAAGTTAAAGGATTCCCTTTTTAAGTGTGCTGCTATTCAACTCACTATCTGATGGAACAATGAAAATAATTTTCAGTGA 
AAAATTGCTTGGTAATTTCTGTGTCCATGTTTGATCCAGATAGCCACGTGTAGCCGGTGGATTTACCCAACCATGATGACCAGTAACTCAAAGT 
GGGATTTTCTAATTTGTTGGAAACAAAGGTTAGAAAAGAATTGAGATTAGGTGACAGCATCAACTCTAGTTAGTTTAAGCAGAAAGAGCTTTAA 
TAAAAAAATTTTAAGTGGCTTACAAAATTGTTGACAAGGCTGAAGAAACAGACTCTAGATCTAGAAAAAGCCATGTTGCATCTAGGCCACCAAG 
AGAGTTATTGCCTCTTTTAGGATCAGAAAGACTTTTGCAGAATTGTGAAACTGTAACTTTTAGATGCCTGTCTTAGAACCTTACCACCTCTGCC 
ATGATCAGGAGTCTACTACTGTTAGGAAATAGCCATTAGCAAGCAGCCACCTTCCTCAGTAAGCCGTTGTTGTTGCTGGCCCTAGAGCCAAGCC 
CTGCCTACCACAACCTGTACTGCAGAATGGATGCCTTGTGCCTTTCTTAATATTCATGAAATCTGTGACTGAATACTAGGACTTCAACAAATAC 
TGCTGTGAACATGAACATCTCCATGACAATGTTTGCTAGTAAAACAACCCAAACTCAACCTCCCTTCTCTTCTGTCCTTGAAATTTCTAGTGAG 
TGCATCTGGTTGGTGGAACTTAAATCACATTTACAACTGTAGCCACAAGAGAGGCTGGGAAATGTATTTTTTAACTTTCTCTTCTCTGCAGCAC 
AGGAAGACATACACTGAAGGAGGTTGAAATGGATGTGAACAGTAATCTACCATATTTACTGCAGGTTTAGAACCTGGTTCTCCTTAAGGCTGGC 
TGTCATTAAACGGGCTATAGATAAGTTGAGAAAGTTTATAAATAATACCGTCAAACAATGTTGAGAAACTCATTTGTTTCTTTGTATATTTTTA 
TTGTTTTATAATGACTACATTAAAAAAAAAACTAGAATTTGTCCTTCACCTCTATGATGAATTAAGTGGTCTGTGGATACCGAAAGTTTCCTCA 
CGTTTAAGATGTGGTTAGTGGATAAAAAGACCAAAAGAGGGAGTATAAGAAAAACCCTCATACAAGGTTACCTGAGCTGAGGAAAGGTTAGTGT 

TCTTTCTTTACTATTGAGACAGGGTCTTGCTCTTTTGTCCCAGGCTGGAGTGCAGTGGCAGGTCACTGCAACTCCCATCCCCTGGGCTCAAGCC 
ATCCTCACACCTCAGCCTCCCAAGTAGCTGGGACCACAGGCATGCACCACCACGCCTGGCTAATTTTTTGTATTTTTAGTAGAGATGAGATCTC 
ACCATGTTGCCAAGGCTGGTTTCAAAATCCTGTTCTCAAGCAGTTTGCCCACCTTGGCCTCCCAAAGTGTTGGGATTACAGGCATGACCACTGC 
GCCCAGCCTGTTAGTGTTCTTCAAGGTTCTAAACAAGAAGTAGAGAAGTAGGATAAGAGGGCAAGTTGCAGGTTTAGGCTGTGAGTTGAAGGGA 

CAGAATTGGCTAGAGTTCATGAGGCCCTGAACAAATATCACACACAAGCAAGTACAGTCTTCCAAAGTTCTTCACTTTTGTCTTTTTGTGTAGC 
TTGATGTAAAGTGTGGCTCTTAACATATTCT CTTTATGCTTAGAG ATATAATAGG C ACAATATTACTTTTATTATAT CTGTAACCATTACTTC C 
TTTTTGATTATGTTGTTTATAAAGTGCCAATTAATCACTACTATAGTTTGGAGTTACAGTATCTGACTTAACATATTTGTACAATTGATTGTTG 
AGCCGGGCATTGATTAGATGAATTAACTTTCAACAAAGTTTATTTGAACTTCAGTCATTGGTGGATATTTAAGAAGTACAGATTATGATAACTG 
CTTTTAT AGG AAAGG ATG CTTGGTAC ATTTTTTC ATATGACATAGAT CTTACATTTTTATTT ATTCTGGATAAAT ATCTG ATAATGT CAGGTTC 
ATTGGATTCTTCAAAATAACCTCATTGTCTCTCTCTTAAGAGGGAGAGGGAAGTAGAATATGTGTAAATTTATATAATGTTGTTTTCTCAAAAC 
TGCACCTATGTGAATGAAACAGAAACATGTTCAGGGACAGTTAGTGTTTCAAATTCTCCCAATTAGATATGGAGCATATTTATTATGGAGCATA 
TTTATTAAGTAGAAAATTATTATGGTCTAATTCCAAATTTTTTATATTTTAGGTCCTATATTGCGACCTAGTTGGACTTTCGTTTAAAAAAAAG 
TCTAAATTATGCAGAAGGGAGACGTCAAAGAAAAAGGAGAGACTGAAGAACAAGAAGGCTGAAAGTAATGAAAATAGAATTGCTAGACAGTGTC 
CTGGAGGGACAAGAGGGAATGGGGTAGAGAGAGCACAGGTAAATGGATGAGCTTTGGATGAGAAGAGGAATAACTAGTCTTTGGAGGAAGAGGA 
AAATGGATGAATACCGGTT C AG ATATAG ATTATTTGT CTTAGTGACCTGGTTTATTTGTAAGGACT AAC C C ATTTTAGGC AGTTAATT AAATT A 
ATCATTTAAAAGGTGAGATTCCTCAATTCTGACTTGAGATGGACCTAAATTTGTTTATTCTGTTTAAGTAGTAACTTTATTTTTTTAGTGACAG 
ATTTAAGAAGTATCTTACTGGTACTATTCCATTGGTTTTCTTATTTTAATTTTATAAATAATGTGTTTACTGAGTTTTTTTATAGGTGCTTCTT 
AGGTTTCTAATAGACTTCTCTAAAATATATTGGTTTAAATGGCCTTTAAAGTTGATAAGCAGAAAGATACTTGAGTTTATCTAGTCCAAACCTT 
CATCAGGAAAGCTGTGATTGAGTGATTTGTCTGAAGTCATACAGCCACTTAGTAGCAGAGTAAGAGAGGAATATTGGTTTTATGGTTCTTGGGG 
TAATGCTGTTTCCCTTATGCCAACTGATTGCATAAGGGAACTAGTGTACTGATTTCAGCGCCCATACTTGTGTATGTCCTTTGAGCTAGAGTAT 
CAAAGGACTTCAAAACTTCAAAACTAGACTTTTTAGGTTATTTAATATTCCTTCAACAAATGTTTGTCAGCTGTCTACCGTATGACAGTCACTG 
TTTAAGATCTTGAAGATCAACAAGTTCTTGGGCCTCAAGAATGAGGGAACCAAAAAATAAACACTGAATTAAAAATGAACAGAAATTTAGATAA 
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TC AT C AGTGCTAT CAAAGAAACAAAATGG AG AAAT AGAATATGGTAG C AG AACTATGTG CTTTAGATAGAATAGTC AAGGAAG ATTTCTCTGAG 
TTAGTGATATTTGAGCTGAGACTGAATGATAAGGCACTCGCCATTGAAGATATCTAGGAGTGTAGCATTCCAGACAAAAGCCCTAAACTTGAAC 
ATGGTGTGGCACAGTTGATGAATGAAAAAAACTAAACACTGACCGGGGTTGGGGGAATGGAAGGAGAAGAGATCAGAGAGACGATTAAGTAGGG 
CTTTGTAGACTGTGGTATAGAAAGATAATTTTATTCTAAGTGAAATGGTGTGGTATTGGAGGAGGAGAGTGAGTGAGTAACCTAAAGAATATGT 
TTCAAATATCACACTGCTTGATGGAGAATGGATTGTAGGAGGGCCAAAAGTGGAAGCAGGGGCAGCAGTTAGGCAACTCTCATGTTTGTTGGAA 
TAAAAGATTGTGGTGGCTTGGACTCGGTGATTCTGGTCAAGGCAAAGAGAACTGGTTGGATTTGGGATTTATTTTGGAGGTCTGCTGGATTTGC 
TAAGAGACTGGGTATGGGAGTTTGGGGAAATAGAGGATGGTGAGAGTAAGAGAGAAAAATGGTAGACTGGGGAAAGGGCACATCTTGGGGAAAG 



AGAGGTTAGACCTGGTGTTGCAGATCTGGGAGGCGTTCGCATTAACACCATATACTGCAGAGTTGGCAAAGAGAAGGAAGAGAAGGTGGTTTGG 
AATTGAGGCATTGCATGTTTAGAGGTAGCCAGGGGGAGAAGTCAGCAGAGAGCCAGTGACGTAGGAGAAAAGTCAGAAATACTGTGTTGTGGAA 
GCCAAGAGAAGAGAGCATTTTAAAGAGGGATATTTATGTTCACTTGGGTTAAATCATGCTGCCAGGCCGGGTATGATGAAAACAGAGAAGTGAC 
CGTTGATTTGGCAATGTGGAAGGCATTAGTGTGCTCAGCTAGAGCAGTTTTAGTGGCATGGTGGGGTCAGAAGCTGATTGGAGAGGGTTGAAGA 

TTCCCATCATCGTTTATATGCTGATGGGAATGATCGCTAGAGAGGAAAATTAATGGTGATTTGGGAAAGAAAGATTAATTGTGGAGTAAAGTCC 
TTGAGGTAGCACTGGTGGAATGGGATAGAGAGCACAAGTAGAGGGATTACCCTTTCATAGGAGTGGGGATGCAATTACGTAATATAAAAAAGGG 
ACCTCAAGCCACTTTACACACAGCCCCTCCCTTCAGTCTTAACAATCTCCTTTAGACCAGCTTGATCTTTCTGTAATCACTAGTGTTTTTTTTT 
TTTTCTGTGCCACATTAATATGTTCTTTCAGATTGAAGTCATCCTATATAAGGCTTAGTATGAAGCAGTTGATGATATTTAATAACAATTTTAA 
ATTTTATGC C AACAGGTG AAGC AAAAAATTTATTG CCAT AT CTTGGACC CC ACAAAATGAG AG ATTGTTT CTGTACCATAAATTTGG AC CAGGA 
AGAAGTTTATCGTACCCAAGTTGTGGAAAAATCTTTAAGGTTGGTAGAAAAAATTGGTAAATTATAATTTTTACTATATAGATTGGTAAATATT 
ATGCATTTTCCAGATTATAATAATCAAGAAGACAAGACAGAAACAGTGCTTGCTTTCATGTGGCTTTTCATTGCCTCAAAATGTATCTTCCTCT 
TAATTGTTCCTAATTTTATCTTTGTTTTCTGGAGAAAAGTTTTTTCACATGACAGGCTAAATATTGCCTATTCGTTTGAACTTTCCTCAAAGTA 
CATCTTTATTTTATTTATCTAAAGAATAAGTTACTTAAAGTTCATAGAAGTTGCTTAACTTAGTAGTGCATTATCAGGGAATGAATTCTCAGAT 
AGATGTCTCATCTTTGAAAGTGTAATTGCCCTTTGAGAGTATCATATTAAATTCTAATTCATAAAACTGGAATATACCACCTCTGCACCGTAGC 
AATGTGAACATAATTCTAGTGCAGAGTTGTGCTGAGAATCTTGTTCAGAGACAAAAGTCAAAATAAGGAGGCCGGGCGTGGTGGCTCACGCTTG 
TAATCCCAGCACTTTGGGAGGCAGACGCGGGCAGATCACTTGAGGTCAGAATTTCGAGACCAGCTTGGGCAACATGGTGAAACCCCGTCTCTAC 
GAAAAATACAAAAATTAGTTGGGCGTGGTGCTGGGTGTCTGTAATCTCAGCTACTTGGGAGGCTGAGGCAGGAGAATCGCTTGAACCCAGGGGT 
CGGAGGTTGCAGTGAGCCAAGATTATGCCATTGGACTCTAGCCTGGGCAACAAGAGTGAAACTCCATCTCAGAAAAAAAAAAAACAACAAAAAA 
ACAAAAAACAGGGTGTGGGGTATTATTGGAATGAGCATGTGGTGGATGAAATATTGAATGCCATGCCTTATCTGAATCATATTTTAGGTCAGTT 

ATTTTTTATAATTTTAAATATCTATTGAATTCTTCTTAGAAAAGGTATTGTATAAAACTGAAAATACTTGAGTAGCCCAAAAACATTTCAAGGA 
GTAAACTTGAAATCTTTAGTCTTAATTCTCATATTGTTCTTATTTGGGTTTAGAATGTACTTTAAACATAATATTTGAATGTGGATGTGATATA 

TATTTGACTAATAGTTCTTTTTGCATTGATTTCTATGTTGAAATTAATTAGAAGGCTCTAGTTACTTTGTGAGACCAACTTTTAAAAGTTTAGT 
TTGGTTACATTTGAAGGGAAAAATATAGTGACAAAAGTTCACCAGGCATTTTAACAACTAAAAAGCTGAACCAACTGTTTTCTAGACAAGATCA 
GATATGAGTTCTGTAGGAGTATTTTACTTTATATTTCAGCTTCTCATTTAGTTATGACATCATAAAGATACTGCATTTCATAGCGATATTTCTA 
GAGAATCTTTTTGTTCTTTAAACTTTCTCAGGAAAGAGGTACACTTGACAAAAGAAACTATCATTTCAGAGATTCGCGTCTTCATAGAAGAATC 
AT AG AAGGATAAATAT ATCAAAATGG C ATT CTTAAAATG AACTTATAAAAAT AAGCTTTGC AACATG AGG ATGGG C AAAGATTTCTTGCTTTG A 
ATG CAAG AAGC ACC ACTAATTATAAAAGATGAAAATTGGT AAATTAG ATTTTATC AAACTT AGAGG CTCCTTTT CTTT AAAAG AC ACTGTC AAG 
AAAATTAAATGGCAAGCCACACCTGGGAGAAAGTATTCTGACAAAAGACTTGTATCCAGAATTTATTTAAAAACAAAAACCCTGATAACTCAAA 
AGAAGACCGATGGCCATTTAAAATATGGGGAGAATACTTAAACAGATACTTCAGAAAAGATATGGCCAAGAGCACATGAAAAGGTATTGGACAT 
TGTTAGTCATCAGGAAATCAATTTAAAACCATTTTTGTCACTATAGATTCTAGAACATAATCTGCAGTGATAGAAATCATATCACTGGTTGCCT 
GTAAGAATATGGTGGGAGTGATTGCAGAGTCACAAGGGAACTTTCTGGGGAGATAAAAATGTTTTGTATCTTGATTATAAGGTAGAGATTACAT 
AGGTGT ATAC ATTTATC ATGTTACATT C ACT AGAATAGCTAAAGTT AAAGGCTGT C AGTACC AAGATGTGGAAC AACTGGAGC ATTG CTGTTAG 
GGGTGTAAAACAGTACAACCACTTTGAAAACAGTTTGACAGTTTCTTGTAAATTACACATTCACCTGCCTTTTAACTCAGCAGTTGCATTCTCA 
GTAATC AAAAG C ATGTGTCTAG AAAAAGCTTT ATATAAG AATGTTC ATAGC AG CTTT ACTTTTGATAGCCCAAACTGG AAACAACT CAAAT AAC 
ATCACTAGGCGAATGGATTTGGAATGCAATGGAATACTATGCAGCAATTAAAACAGTTGAACTACTATGTACACAACAACATCGAAAAAATCTC 
ATAGACATTAAGCTGAATGAACAAAGCTGGACATGAGTACATACTATATGATTCTATTTATGTGAGATTTTAGGATAGATGTATAGTGATAGAA 
AACACATCACAGGTTGGGGCAGGTATGATGGGGTAACTGAAGGAGAGGCATAAGAGAACTTTCTGGGGAGATAGCAGTGTCCTTTATTTTGATT 
GGGGTGGAAGCTACACAGTTGTATAAATTTATCAGAAGTCATCAACCTCTATACTTTAAATTGGATTTTTATTGTTTGTAACTTATAGCTCAAT 
AAAACTGATTTAAAAATACCTTGTTTTAATTTTTTAAAAATATTTTTTAAAGTTGATTTTAAAATTGCATATTTTAATTTTTTAAAAATAGCTT 
AATTTAAAAAAAAATTTTGAAGTAGCCTTTCACATAACATTGGCTGTTTTAGGTATTATGTATTGTAAATAATACAGCTTTACACATTTCTAAG 
ACAAGGATGGTATGAATGACACTATCCTCACCTCTCAAATGGTCCACCTTAGGTGAGCATGACCCCAGGCAGTTACTGTATCTTCTATCCACAG 
GACTGCTGAAAAGCTATTTGTTCAGAACTCATACTGGCAACTTAGATCCCTTCAGTGTTCAGCTTGGTTTGTATAGAACTTAGTTGAAATTTAG 
CATTGAGAATTATTTTGGGGCTTTTCAAATTCTTTTCAATGGCATTTTAGTCCATAATTTCATTAACTTTATTGAAAGTGATATTATTTGGCCA 
GGAACATTAGCTCACTCCTGTAATCCCAGTACTTTGGGAGGCTGAGGCGGGTGGATCGCAAGGTCAAGAGATTGAGACCATCCTGGCCAACATG 
GTGAAACCCCATCTCTACTAAAAATACAAAAATTAGCTGGGCGTGGTGGCATGTGCCTGTAGTCCCAGCTACTCGGGAGGCTGAGGCAGGAGAA 
TCGCTTGAACCTGGGAGCTGGAGGTTGTGGTGAGCTGAGATCACGCCACTGGACTCCAGCCTGGCAACAGAGCAAGACTCTGTCTCAAAAAAAA 
AAAAAAAAAAGTGATATTAT CATTCTC AGCAAACTAT CG CAAAGAC AAAAAAACCAAACACC ACATGTT CTCACT C ATAGGTGGGAACTG AAC A 
ATGAG AAC ACTTGG ACAC AGG AAGGGG AGCAT CAC ACACTGGGGC CTGTTGTGGGGTGGGGGG AGGGGGG AGGGAT AG C ATT AGGAGATAT AC C 
TAATGTAAATGATGAGTTAATGGGCGCAGCACACCAACATGGCACATGTATACATATGTAACAAAGCTGCACGTTGTGCACATGTACCCTAGAA 
CTTAAAGTATAATAAAATATATATATATTAAAAAAAGAAAGTGATATTATTTGAGTATTTATACAATTATTATTGAAAGTGATATTAATTATTA 
TTTATTTTATATTATTTGAAGTAATGAGCTTTCCTTTTCTTTCTAGCCCATTTTTCAGTGAAGAATTTTACTTTGAGATTCCAAGAACTTTCCA 
GTATTTGTCTTTCTATGTTTATGATAAGAATGTTTTACAAAGAGATCTCCGTATAGGTATGTACTATTCATAATTATCTTTAATCACAATGTTA 
ATGTTTATATTCATTCGTTCTCTTAGTATAGTTTTGAAAATTGCAGAATAATATATGCTCAACATCTCTGATCTTTTTCTGTAGACTACATGTT 
CATTTGTGAAATTTCATTTTTAATTTGTATGTTCAGCTTATATGACACTTTCTCAGGGAGGCCTTTGCAGCTCCCCTAGTCACTATGTCATATG 
TTTTTATAATTCCTGATGGTTCCCTTTCCATGGTACTCATTATGCTTATTCATTAGTTGGCTGTTTCATATCTAGGTTCTCTAGTTAAATGTGA 

TCACTGCAACCTCTACTTCCCAGGTTAAGCGATTTCTCCTGTCTCAGCCTCCTGAGTAGCTGGGATTACAGGCGTGTGCCACCACGCCTAGCCA 
ATTTTTGTATTTTTAGTAGAAACAGGGTTTCACCATGTTGGCCAGGCTGATCTTAAACTCCTGCAGGAAATCCACCTGCCTCGGCCTCCCAGAG 
TGTTAGGATTACAGGCATGAGCCACCACGCCTGGCCGGGCAGGGACTCTTTCTTACGGAGCACCTTACACTTAGTAAGTGTTGGGTAAGTATTT 
GTTTAGTGGTTCAAATAATGTTTTTATAGAAAGATTGCAGTTTTGATCCTTCCAAAGAACATCTGTTGTTGAGGTTTTTCTAATAGAAGTAATA 
ATTCACTTTAATCTATTTATACATTTTCTTCCTGTCTGTATTAGTGACTGTATTAGTCCATTCTCACACTGCCATAAAGACATACCTGAGACTG 
GGTAATTTATAAAGAATATAGGTTTATTGGCTCACAGTTTTTCAGGCTGTACAGGCTTCTGCTTCTGGAAGGCCTCAGGAAACCTACATGAGTG 
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AAAGGCAAAGGGGAAGCAAGCACATCTTCACATGGCTGGCAGGAGAGAGGAGAGTTGGGATGTGCTACACACTTTTACAATAACCAGATCTGAT 
G AGAACT CACTGTCATGAGAG CAGCAAGGGGATGTCTGCCC CCATG ATTCAGT CACCTTATGCCAGGCCCCTCCTC CAACAGTGGGATTACAGT 
TTGCCATGACATTTTCGTGGGGACACAGAGTCAAACCATATCGGTGACCAATAAATATATTTCTCTTTTTTTTTGAGACGGAGTGTCACTCTGT 
CGCCCAGGCTGGAGTTCAGTGGCGCGATCTCAGCTCACTGCAAGCTCCGCCTCCTGGGTTCACGCCATTCTCCTGCCACAGCCTCCCGAATAGC 

GTCCTGACCTCGTGATCTGCCCACCTCGGCCTCCCAAAGTGCTGGGATTACAGGCGTCAGCCACTGCTCCCGGCCAATAAATATATTTCTTAAA 
TAATTGTCAGACTAGAGTGTGATCTGTGGGCATGAACTAGAACAGAGCTAACTGGCCACATATGTGTCACATTCCTGATCTTTGCACCACTATC 
TTTGTATTTTAATCATAGGCAGAGGTCTAATTTACATTTATTCTCTTTCTTTTTAGTATCCTAAATTTCATCTCCCTTTCCTTTTTTATTTGAA 
ATATGGTCAAGTCTCCTACAGCTTAAAAAATTAAGCATTATTTGGCCAGGTGCAGTGGCTCATGCCTGI'AATCGTAGCACTTTGGGAGGCCGAG 
GTGGGCAGNNNETCnSfNN]^^ 

CTGATGTTTCTCTGTGTTTGATATTGAACTCCTTAACAAATGGTCTGTGTCAGTCCTCTGCTTGCTACTTATTTCTTTTAAAATCTCTATAATC 
TGGCTTCTATGTTTTTTTGATAAACCTTTCTTGAAATTTGCCAACATCATTTTAATCAAATAACCTTTAAAACAATATGTTTTTCTTAATTATA 
AAACTGTTATATGTTCTTAGTATTTGGTAGTGATTCTCTACAGAAATAACTACAGTTAATAATTTGGTGTATTTCTTCCATTCTTTATTTCATA 
CATTTGTATTACTAC ATTTTATTCAG ATTTTTTCCTTTTCAATTAATACC AT AGTGATC CTTT C CC CATATC ATTAATATTTGTTAAAACTATT 
TGTTACATAATATCCTTTATAGAAAAGTGTTTTATTTTAACCACATCCTTGTTGGTGAACATTTACATTTCCAAATTTTGGGCATCCTCAGTGG 
TGTTGCTATGAACAAATGTCCTTTGGCATAAATTTTTGCATGTCTCTTTTTCCCCAGGATAAATTCCTAGAAGTGAAAATACTGAGTCAAGGGG 
TATGAACATTTTTATGATTTCCTCTGTAAATTTCTGTATTGCCGCTCTGCCCCACAGAGTATCATACTAATATGGACGACATAAATGTTGTACT 
AATTTACATTTCCTCAAAGATGTCATGGGCATAACCATTTTACCACCCCCTGGCCATTCTTGCATATTATCATTGAAAAAAATTTGCCAATATG 
ATAGGTGAAAAATAACACATTATTATTTTAATGTGTGTTTTCTGATTTTGAAGGAATTTGAGGAATTTTTCATATGTTTATTGGTATTTACATT 
TTTCTTCTGTGAATTGATTGGTCATTCCTTTGCCTATTTTTCTTTTGGTTGGAGTTCTAACATTTATCCTTAAGCCTTCTTATTTTTAGATATG 
TTAACTTTTGTCAGCTATATACATACCAAATACTCTGTCTCACAAAAGGCATTTTCTTAGTTTTTATTGTTATCTGCCTCTGTGTCACATTTCA 
CTCTCTTGATTGCTTATTCGGTTTGCTGAAAGTGAAAGAAAAGACATTTTCATGGTGGTGTATTTTTTTAGATGTGTTTCTCCCTCTGATGCCT 
TCTTATATGCAGACTCTTCTGTTTGTAGCAAACCGTTGATTATAGATCACCCTTGAAGCTGTATCCTCAATTCAGTTTAACATTTACCAAACAC 
TTCTCCGTGGCACACAAAGGTTGGGACTTTTAAGATGAGTAAGACTCGTTGCTCATCAGAGAGGC^GACTTCTAGTCTAATACTAATATATTAA 
TACTAATATATTAGGGTCTGTGCTGGAGATATGAACAGAATACTTAGAATAGTAGGGAGAACAGCTCATTTTATTTGGTAGGGGAATAACAGAG 
ACTACATAGGTAGGAAAAAGAAGAACAATTTCTTTTCTTTTTCTTTTTCTCTTTTTTTTTTTTTTTTTTTTGAGATGGAGTCTTGCTCTGTTGC 
CCAGGCTGGAGTGCAGTGACATGATCTCCGTTCACTGCAACCTGCACCTCCTGGGTTCAAGCGATTCTCCTGCCTTAGCGTCCAAGTAGCTGGG 
ATTACAGGCATGCAACACCACACCCAGCTAATTTTTGTATTTTTAGTAGAGACAGGGTTTCACCATGTCAGCCAGGCTGGTCTCGAACTCCTGA 
CCTCGTGATCTGCCTGCCTTGGCGTCCCAAAGTGCTGGGATTACAGGTATGAGCCACCACGCCCCACCAGGAAGAACAGTTTCAAGGTGACAGG 
GATTGGCAGAAGCAGAGGGGGAAGAATGAATCATGTTTGTGGTGTACCTGCTGGAGGAGGGTGATAGAAGCTGAGGATATAAATTGGGACCAAA 
CTGATGAACCCTAGAAACCATTCTTAATTCCAAAAGCTAAGGAACTTGGACTTTATTCTGTAGACAGTGGTTTTGAACCTTTTGAGAATGTATG 
TAACTATATATAACTGGAGTGTGTGTGTGTGTGTGTGTTATAATATACATGCATTTGTACTGCTAGAAACAGAAGAATCTGCATATTGTATTAT 
ATGATATACAGTTATATATAGTTACATACACATATATATATATGCACACACATATATACACATACAGTTATATACACAGATATATATACACACA 
CAGTTATATACACACGCAGATATTATATATTCTAATTTAAATATGTAATCTATATACATCGAGTTTGTAGTACTGTTGTAGGCGATAAGAAGTT 
GTTGATTTGGAATAGGGAGCGGTTAGAGGCAGGAAGACCAACAGGTATGCTGTTTTGAAATGAAATGAGTTAGGGCAGTTGCAGTGGAAATACA 
GATGAGGGAATGTACTTCAGGGGTTTCAAATAGGGCATAGGGACCAAGATGAACAGGAGATGTGAAAAGGAGAAGAGTTTAAAATGGTCTTGTT 
TGTATGGCTGTCATTAAATTAGATAAAGAACACAGCAAGAACATTCAGTTTTGAGTGAGAAGGGGAGAGGATGACTTTGGTTTCAAACAAGTTA 
AACTTAGTATTACCGGGGTACATCTTAGTGGACATGTTGGTTGACAGTTGGAAATATAGATCTGAAGCTTAGAGAAAAGAGCTAGAGATGTAGA 
TTTGAGAGTTATTAGCATTAAGTGATAGGTGAAGCCTGTGTTGGAATGAACGAAATTACCTGGGAGTGGATAAGGAGGGTTTCAGGGAAGAAGA 
GACTTGAAGATAGATAAGGGATATCAGGAAGTAGAAAGAAAGATGGGAGAGATTAATGTCAGAGAAGATAAGGAAACCTTTTAATGTCAGCAAC 
TAGAGAAAGGTGGAGTCAGATAAGGATTGATAGAGGCTATTGGTAGTTATTAATAACCTTTGAGAGAATGTATAACTTCGGCCATCATACGTTA 
AGAAAAATGTTTAGTAATTTTCGTCTCTTTACATGTTATAATCTTAAGGTAATATTTCTTGAAAAGGCCTTTAAGGCCTTTTAAATAGCAGCAT 
AAAGTTGAGGTTTATGATTTCCAGAAGTTGCCTTTGTTTTTTGTTTATTTTGAAAGTAAAAATCAACTTTAGGTAAAATAATTTCTAGTAAAAA 
TCAGTTGTTTAGGGAGTGGTGTCAGAAAGCTGTAACTGTTGGTGTGATAACTTTTTCTTAAATGTTTATTCTTTCTAAGGGATAAAATTTATAC 
ATTTAACAGAAAATTCTTTTTCCTTTTGCATATAGAGTTATTATTAAACACACTACATACCCTTTAAGGTTGGAAGTGGTTGATGGTTTTACTT 
ATACATTTTTAACATTTTTCTAGTTCAGTATCATTTTCTTTTGTCATTAACACACAGGTTTTTTTTTTTTTTAATTTTGAGCTATTGGAAGTTG 
AGTTTTCTTAATTATAATTTGGAGCCACTCAATTGTAGATTAAACACTGACACAGCATTTTCTGGAAATGAAATTTGAGCTAGAATTTAGAGAA 
TCATCTTTTAAACTTAAGATCTTAGATTCAGTACAAGTTGAGCATAGATAGATTTTAGGGGTTTTTTATTTTTAATTACATGAGTAATGTATGG 

GTTTTTCAGTCTTTCTGATAGAATCAGGATCCAGATTCTAACTGTCTTCTAAATCTGGATCAGTCAGTAGAGATGGACCACTGTGGTGGAGGGC 
CCGGGGCTGCTGAGAGAAAGGCAGGATACATCTGTAGAACTGACCATGGCAGGTTCATGTTCCAGGGCTCCCATCTGGGTACCTGAGCATTTTC 
CATATAGATCAGAGGTGTTGGGGCCCACATCGGCTCCTGAAAGTCTCCGGGAATGCCATAGGCGTGGGGCTGGTGCTCGGGAGGTGCAAGGTCA 
GCCAC ATC AGC AC AGGGAGGACCTGAGAAG ACGCTG ATCTTC CATCTGTAT C CCAGAATC CTGTGCAGGGCCTCT CCATAAGGACATTGCAAGG 
GGTGGCACCTTGGCCTCTGGTTGGCCTCATGAATAGTGAAGTATAAGTCCTGCAAGCTTATCAGCATCTGGAGACATTCCTGCCAGCTCTTCTT 
TATACCTCTGTGCTTGAGATGCGGGGCAAGTGCTTTTGATACTGTGTGATACTTCTTCACCCCGTACACTTCACGCTCAAGAAATTCCCATTCT 
TGCAGGAAACTCTGGACTTCCTGGCTACTCCATGGTTTAATTAACTGGACTGAGGGCTTTTCTGGTCCCTGGACTGCTTTTTTTCTGCTTCATT 
TTCAGGATGTTTCTGGTAGTTTCAGTCTGAAGTATCACTTTCTCCATTTTTATTCCTGAGTTTTCTTCTGGGATGATTCTCACTGAGTCTGCAG 
GGCCTGTTCCTGGGTTGGCGGAACACTGGCACTTACTCTGCTCTAATGGAACCTAGGAGAGTCAGAAGGAGCCTGAGTGTGGAAATGTGTTTGC 
TTCTCTCTGCTTCTTATGTATGGATATTTTTATTTTTGTAAAAAAATTTTAAATTATGGCATAGATAATCCCATTTTTTTTTTTTTTGAGACGA 
AGAGTTGCCCTGTTGTCCAGGCTGGAGTGCGTTGGCATGATCTCGGCTCACTGCAACCTCCGCCTCCTGGTTTTAAGCAATTCTGCCTCAGCCT 
CCTGAGTAGCTGGGATTACAAATACCCACCCCCACAGCTGGCTAATTTTTATATTTTTAGTAGAGACGAGGTTTCGCCATTTGGCCAGGCTGGT 
CTCAAAGTCTTATCCACCTGCCTTAGCCTCCCAAAGTGCTGGAATTGCAGGCGTGAGCCACCGTGCCCAGGCTAAATTACTTTTGACCACTGCC 
TC CTCG C AGTCCTCTTCC C AGAGGTAATAATTGTTATT AATTCGGGGCATAATTGTTT ATATTAGGCATCTTTATATG CTAGGAACTGTT AGT A 
CAAAATGAGAGAAAAAGAAAAACTTTAAGCATATATTTTTATTTCCAATGAGGATTCTAATAATATTGAAATTAAAACATAAA'TGTTTTACCTC 
CTATTATGTATTTTTTAGTTATTTTGTTATTCAAGAGCTCAAACAAGTAAACTATGACTATTTTTCTAGAGCTCAAACAAGTAAAGTGACTATC 
TTAGTAGACTCTGGCAGTTCTCCCCGACCCCTCACTCCACCTTGGTTCAGAACCATATAGAAATGAAAGGATTTTACTAGAATGTCAGAGACCT 
GAATACCAGTCATGACTATGTCACTATCTATCTATGTGATCTTCATTGAGTCATTTTCTTAGGCCTGGTTCATCCATAAAATAAGATTGGGTTT 
AAAATTGCTAAGGTCTTTTCCAACACTTTGAATTGTAATTTCTGCTGACATTTAGCTTTTAAGCAAAATTTACTGTGTATAAATTGCTTATGGC 
TACACXTTGGTGTCTGTTTGCACAGGGACTATATCAGTTATCTACTGCTATGTAAGTACTCCAATACTTACTGGCTTAATACAGCAACCGTACA 
TTTACTCATGATCCTATTGTTTGTCAGTTTGAGCTGAAGCTAGCTGAGTGGCTCGGCTGGTCTCGCCTGGGGCTGATGTGCAGTTATCTGGGAG 
ATTGGGGCTGGCTGGTCTGATTCATATGTCTGATGGTTGGTGCTGACTATTAGCTGGACCTTCCTCACCACATGGTCTCCTGATTGGTTCTAAG 
AAGGCAAGCCCTAATGCAAAGGTGTGTCACATTTGCTGATGTCCCATTGGTAAAAGCAAGTCACATAATCCAAGAGTCAGTGCTATAGGAGACC 
ACACAATGGTGTAGATAACCAGGAGTTATGGAGGCCATTAATATACCAGTTTACCACAAAGACCAAAATATGTCTATCGAAACCTCGTACAGTA 
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AGGCTTCGAAGTGCTGCCATTGTCTCTAAATTGCTGCTGTTGACTGTTTGCCAGGATTTGTTCAGTCCTCTGGTCCTGTTTCATTTTTCTATAG 

TCATCTTACTGCAACCTCTGCCTCCTGGGTTCAAGCAATTCTCTTGTCTCAGCCTCCCGAGTAGCTGGGACTACAGGCGCACACTGCCACGCTC 
GGCTAATTTTTTGTATTTTAGTAGAGATGGGGTTTCACCGTGTTGCCCAGGCTAGTCTCAAACTCCTGAGCTCAGGCAATCCACCCACCTCAGC 
CTCCCAAAGTGCTAGGATTACACGCGTGAGCCACCATGCCCGGCCTGTCACTGTTTTTATCTCCTCTTTTAGCCATTTCTGCTAGTGCTCAAGT 
AGGAACAGGACTATCAGGATTTTCCTAATTGGTGAATTGTATCAGGCTGAAATTTCTAAGAATATATTGTATCTAAAAATGGGTCCCAAGGGTA 
ACACAGTATTTACTGATGGCAAGAAAATGCTGCTGAAAAATGGTATTAGAAAGCTAAAAATGCTTTTTTTTTATTTAAAGATCAACAAAGGTGG 

TTTTAAGCTCTTTCTGTCTGTGAGTTTGTCAGGACAGTGAGGAAATGAAGTACTAACTTTAAATGATTTGTTGGGACGTTTGTTTCTTGTTGAC 

AC CTGGAAGTACAGG CATGC ACC ACTG C AC CCAGATGTGTTTG ATTTTTTTTG AAGTTGGT AACTTC AT AGCT AGTGAAATAATGAATTAATTT 
TGTTTAAAATAGTAATCAACAACTGGCCACAGTGGCTCATGTCTATAACCCCAGCACTTTGGGAGGCCAAGGCAGTTGGACTGCTTAAGCTCAA 
AAGTTCAAGACCAGCCTCGGCAACATGGTGAAAACCCATCTCTACAAAAACTATAAAAAGTAGCCAACTGGGACCAACTGTAAAAATTACTTCT 
GGCTACTTGGGAGGCTGAAATGGGAGGATCACCTGAGCCCAGGAGATCGAGGCTGCAGTGAGCTGTAATCATGCCACTACACTCCATCCTGGGC 
AGCAGAGCAAGACTCTGTCTCAAAAAAAAAATTAAAAAAAATACATAAATAAAAGAAAATAGTAAACA.CTAAACTAAAACAATCTTTGGGACTA 
TTAGAGGCACAAAAAGGGTTTTTAAGATCATTAAGTTAAAAGTCATTCTAATGCAGAGGAGGCACATCAGATGTAGAGTTTGAGTAATTCACCC 
AAGATTACACAGCTAATAAGTAACAGAATTGACACTAGGTTATGGAATTAGTGTTTGTGTTGGAAGGAGCACAAACAGGCATGCCTTGGTTTCA 
AAATCTGGCTGCAGC ACCTGTTAGCGGCAAGTTTAAAAATATTGTT CAGCTTTCCTC ATCTGTAAGATGGTGATTATAC C CTCTACCTCCAAGA 
TTGTTAGGAAAATTAAACAAGAAAATATATAAGAATGTCT CCT ACCTGGTAGAGACT C AGTAAATG CTGGCTTTT CTTT CAGTTCAGTG CTCTT 
TCCACTGTGTCGGGCTGCCTACCTTTTACTGTTAATGCCTGCCAGTTTAGTGATTAAACAACAAATCAGAATCGTGAGGCTTTTTTTTTTATTC 
TATTTGTGTTTCAGAAACTTGTTCCTTCTTTCCCCATCCTCTCTTCTCCCTCTCCCGTACTTCCTTCTCATTTATCCTTCCACCTTTTTTCCTC 
CTTCATTCTTTGTCTGTCTTCTCCTCTCCCTCTTCCCTGTTTTATTCCCTTGGGCTGATGATGTATATTTCTTTTTATATGTTATATTGCCTAA 
TAAAGTGCTGGACATGTTGTAGGTATCCTGCTACCTATTAACTTCAAATATTTTTCTTAATTTTCCTGTGCCATTCTTATATATCATTTTCTCT 
AACTTTGTGGAATCATGTACTCTTTCTTCTCTGTTTCTTCAGGCCAACTGGCCTCATGCAACTAGATCTTTACATATCAGAAACTGACATCTTA 
AAAAGG AGCTTAAGAATAAGAG CTGG C AATAAAATTAC AGATTATTCT C AGCT C ACAAATGACTTGTTTATGC AG CTAGTCAG AGAAGGGTTTC 
CCTCTCATAGGACAAGAAACATTCAACTCTTCAGTGACAGTGAATGTCATGATACTCATGATGCAGAATAGGAGGAAGAGGCTGCTTGCTTTAG 
AATATATTACCTGTGTGACTAAGAGAGGATTCTCTTTTGGGAAGGCACCTGTGACAGATGAGATGTATTTCCAGTGATCTGAGAGTAGTGAGTC 
ATAAATAGGACAGGTAAATTTCTACTCTAGTTTTTAGCAGCATTGTTAGTTAAATAGAGTTTGGTTAGGGAAGCCTGGAAATCAAATCAGCATT 
TACAAC ACAATGC CATTGTG ATTGTTG AATGAGGGAATGAATTTGTCAAAC GAATAAACT CCTAAATAAACTTTGTAGGCAACCCTCTTTTAGA 
ATTTGGGACTTGTTTTAGTGGTGTTTGTATGTATTATATGTATGTACATATGTACATCTATATACATATTCATAAATTGTGTACAAAACTAAAA 
ATTATGGAAATTGTAAAGTAGAAATTTCACCAGAAGTCTACTGATTCGTTTCTGGATGGTAAGTAAACTCTCTTAAAATTTTGTGCCAGATATT 
ATCTGTCCTTTTTCTGGGGAGAGGACATAAAAGATACACAGTTACAAAGATTCTTAAAGGGAGGGTAATGGTTCTCAAAAGGTAAGAGCTTCAG 
CTATAGGATGTATAGATATATTTCTGTATGTACATATATATTTTTTGAGTATCAAACTGTTATGCATTGCCTTAACATTTTATTTATGTCTGGT 
GTGGAATCTGTGGTAATTAGGACTACTTGATAGAATTATGGTAATCATTTGTGGTGTGCAATATTGAATACTTTGTCATAATTTTATATCTTAA 
GCCATTCCTGGTAATATATGGATTTGCCAGGAATTTGATACAATTCATAGATAAAACATATCCAGAGATTTGGATGATTTGTCTCTTAACCTAA 
ATTCTTCCTGCAGTTTAAGGAACATTTGAGTATTCCAGTTAGTACCTGAATTTTATATTTGGCTTTTAATCTGTGTATTTAATACTATAAGAAT 
TTCTGTTTTCCCATCATTTTTATCTTAAATTTAACCAAAAAAGAACTAAAATACATTATTTCCCTAGTGTCATTTTCCATGTGATTTGAATGAA 
CTATAAATGCTGTATATTCACATAAAGATTTTGATCTTCAATTACATTTTATCCAAAGTATTCAAAAGAAAGTTGGGAAGATACGTATTTGTTA 
TC AGG AC CAATTT ATTTTAAAATTTTATATGTTTTAACTTCATGTATTCATAGACATATAAAGATGAACTTTCAATAGG C CTCCTTCG ATTGTA 
TTTTTTTAATAC^GTTACCACTCGTATTTTTTTAATACAGTTACAAACTCTTTAATAAAATACAGCTGTGTACTTTACTATTTTCTTTAAAATT 
AGATGTATCGATTGTCTTTACAGTTTGAATTCCAAGACATGAATGAGAAGCTTATCAAAAACTGTAATGTGGTTACATTCTAAAAATAACAGTT 
TTATTGAGATGTAATTCACATACCATTAATTCACCCTTTTAAGGTATACATTATATTTGCTTTTCAGTGGTTCAGAAAAAGAATCATTATATAC 
GTTAGAGGGAGAGAAACATTATAAAAGTTAACAGTAGGGGAATGTGAGTAGAAAATATGGAAATTTTTAGTGTACGGTTCTTGTAACTTTTCTC 
TGTTTGAAATTATTTCAAAATACATCTTTTTTTCTTTTTTCCAGCACTAATGGCTTGGGTGAATTAAAATATTTTTTAAATTAAAAAAAGTGTA 
TGGTGTGGTGGGGGCCTTAATATATTCACAGAGTTGTGTAACTGTCACCACTAATTCCAGAGTGAAATTTTAAGCATAGTTTGTGTTTGTTTTC 
CTGTTCCTTCCTTTTCACTTGATATACAAAAGTTGACGTATCTTGACAGAAAAATTTCTTTACAATTTTCTTAAAGTTTTCAAATGTTGAACTA 
AAAGACCAAGGTATATCATAAGTACAAGGAAATAAAGTAGAATTAGGGCGTATAAAATGAAAATTCTTACTTGACAAAAGAAAGTGAACTGCTT 
TTAACTTTATATATCCTTTGTTGAAACTTTTGTGTAGAATCCTGGAATAAATCATTAGTCTTATGCAAAACTGTGTCTACTTCTTAAAACTTGA 
ATTGAGGAAGG AAATGCTTTGTACCAAGATGG CAAATATTTT ATTATAAGAACATTTCTGTTT CTTC CTCTC ATACTACTATGTT C ATTGTACT 
GTATCTTCCTCTGAGAGGGTTTAAACTCTTTAGAGAACTGCCTTAATTTTTGTATGTATTGGAGCAACATAATCAGTGTTTGCAATGTTTTGAT 
AAAAGTAAATTCTTAATAATAAAATTGTTATAATCTCCCATAATTTTCAAGTCAGTTTTCACTGTTGTTAATGATGTATGATATTGTTTTTCCT 
TTTCTCTTAATTGGAATTTATAAACTCTTACTAAATGCAGATACATCTGCTCAAAACTTGTCATTTGTTCTTAGGGTCAAAAAATTGGGAAGAT 
TAGTTTGCACTACCATTGTACCTTGCTTTTTATAATGAGTGTACTCTGGGTAAAAACATGAATCTGAATAAGTACTAAAAAAATGCAGTTGCCT 
GTAAT ACAACTG AGGTTTTAT CT AATC CCCTGATT C AAAATG ACC C AGAC AAATGTCTGCC AAGGGGC AAGG AGAAATGAG ACACTTTTTC ATT 
CTTTAGAATGTAGAAAAAATGCTTTATAAAAATGGATTTTTATGTCAATAGGTACAAATCATTTTAAAATATTTTCTATAAAGTATTATATAAA 
ACAGTGCTAATGAGTCTTAGGATTATACGAAGCATGTTTTCTTATATTGTTTTACTTATTTTCTGTAGGAAAAGTAGCCATCAAAAAAGAAGAC 
TTGTGTAATCAC!AGTGGCAAAGAAACTTGGTTTTCATTACAGCCTGTTGACTCCAATTCAGAGGTTCAGGTAAATATTAAGGCTTATGTAATAC 
AAGAGATTGTCACAGGAAATGAGTAAAAAATGAACTAATTAAACTGGTTCATGTAAATAGAGCATATTATACCTTATTTTAAATTCTAGCATCA 
AATATTATAGACTTTTGGGTAATATAGGACAGGAAGGTAATGGCTTTGTCATATTGTTTCAAGAATAATGCTCATGTATATGCATATGTGTAGA 
TTTGTGGAGATTAGGGCATTTCTTTCTTACCTTCTGTTTGAGTCACAATAGCAAATTATTATTTGTCTTTGAGGGGAAAAGTTTTAAGGGAAAA 
TATGTGTTTTATTAACTCTGACTTTGGGGGAGAATCCCTGGAAGTCTGATTTTGTCTGTCTTGATTCTCTGTTTACTCTCTAGTAAACTGGACT 
TGGGGAAATGTTATTCATTTAAACCCTGCCTGAGCCCACTGTGCACAGCCTTCACTCCCACACCCACCCTTTCCTGTTGTTCACCTCGCTTTTT 
ATTTGAAAGAGTATCATTACTCTTTAATCTTTTTCTTTTTTCCAAAATAAGAGACCTTTTTCAGATTCTGAGTAAAGATGTGTGTTTAGCCATG 
TAGCTGAAGTTTCTATTTGTTTTTAGAAAATCTGAGTTGCTCTTAGAAATTATTTTTCTAACTAAAGGGAATCTTTTTGCTGTAGCCTTATTTA 
TTTATAAAATATGGTAAGGATTGTGAAACCATTTCCCGAGGGCATAATTGCAAGCAGGATTCTTCCTCTCTAAAAGAAGTTTTAATTTGCCACT 
GTG ACTCAG AAGTTTAAGACAAG AAAAAAGTG CTACAC C CAC ACC ACAG ATAATTTGCAAATAAGTGCCTGTGTCT CC ATTT CCT C ATAAT CTC 
TCAAGCATTCTCTTTGATTAATTATTAAATTCTCAAAAAATTAAGTACTTATGCACTAACCCCCCTTCTTAACTGCAAAATTTAACATACTTTT 
CCTGTTTAACCTACTTTGCCATGTTTTAATATTCTTGTCTTTCCTTATGACCATAGCTATTATTCAGATCCCAGTTGTACAGTATTGTAAATGA 
TCCATGTGAGAAGCAATGTGAAGAAGTGGAAAGTGTTTAAATTAAAAGGCAGAAAACTTAGGTCCTAGTTTTTATATGTAGTTACTTAAATGAC 
ATTGAATTTCATTTCTATAAAGTGGGAATAAAAGTTGCTGTGTTCGATTCATATGGTTGTGAGAATTAAGTGAAATATCTGTAAGAATAGTTTA 
AAAGCTGTTAATGCTATACAGATGTAAAATATTGTCTGTTTACCACCAGTCAGTCTGGTGGCTATTTCCCTAATATTCCTTTACCAAAAGGCAG 
ATATGAAAGTTTTAAAGTACCAGTTTTTCTTTTAATAGTTTTAAGAAAAGGCATGATAGGAAAAGGCTTTGAAAATTTAAACTGAAATTTTATG 
AACCATTACATTTTATAAAACTCATAAATTTTGTGAATTTTATGTAAATTTGCTAAACAATTTAAGAGTTCCAGCTCTCAAAAGGTAAAAATCT 
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ATATAGAATATAGAATTCTTGTAGATGGTACTAAAGATTAATACAGAGACACAAGACTTTATTTGATGGTGTGTGTGTGTATATATATGTGTGT 
GTATATATATATGCATATGTGTATATATGCATATGTGTGTATATATATGCATATATATGTATATATATACACACACATTACATACACATGGGTA 
TGCATATTTATAGATATACATATATATGCATATATGCATGTATATATACACATTTGAGAGATATATATCTCATCTATGAAACATGAAAATTGGG 
GAAGCAACAGTTACCCAGATATAATATAGTCATTTAAAAATTTTGTACAAGTTATTTTCATGACTGTGAGTTATTAAACTTTACAACTCTTTTG 
TCTTAAATGATAGTTACTTAATAAGATTTGCTCACTATTTAAAACAGATTTTAGAAGGAAAAGTACTTTGTGGGGTGGAAGAGACATATAACAC 
TTTTGGGTTAATATGGTACCATTGAAAATGTTGTTGTCCCACTGCTGATAAGGGAATACTAAATTATGAGTCTAGAAAAGATAGAAAATCATCC 
CATGGTTCATACAAATCCTACTTTGTTAATAAATTTGTTCACTTCCATAAACTTTATAAAATTTTACAAAAATACCATGAAACATAAGAGCAAT 
TAATAGGGAAATAGGTGAAAGCTATGAAACAGATTGCGTTCAACAGGAACTCAGTCTGATAATTACTATTAGTAATTATACCAGTGTATCCTAA 
GC AC AGTACTAAGTACTTAATGTCATTTAACTTTCAAAGTAG CATTATGAGGTAAATAG CATCACCTGCATTTTACAAATAAGG C AAATGAAAT 
TC AG AGGTTAAATGT CTTCTC CAGAGTCAC AGAACTACTAAGTAGTGGAGCGTTG ATTC CAAAAGAGATCTGTCTGATTCTAAAACTCCTAAC C 
ACAGTGCCTTTACTACCTTTCACCATTCTGTACTATTAGTCATTAAAAAAAATAGATTAGGAGTATCACTTAAGTAACATCTGAGTGTAAGGAA 
GAGAAGCCTGCTCAGATTTGCTCAAAGAAAATGGGAGAGGCCATTGGAAAGCTCCTAAAGAGTTTCTTGGAATGTCATCATAGGAACTTTACAT 
TGCCAGTGTGAGCTAGAAAGTTGTCAGGCATTTGCAGAGGAGATGCATCTTAAGTGGAGGCTAGATTCTTAGAACAACAGACATTAAAATTTGC 
CTAAGTTCATCTGTAAAATGAGTATACAAAATGAAAAGTTAAAAATTTTTGCGTAAGTTACAATTATTTTTGAAAAGAGTTTAGTTTCTTATAA 

TATACTGTAT CTTTAAACTGT AGACCTC C C C C CTG C C CTGACT C AGTACAGCAAT AGATACTGC AAGTGG CAC ATGG AAACTG AGACCCACT AA 
•TCATTTCTTATATTCCTATGTTCACTGTGCTTATTGAGCATAAGTTCTCACTGTTTAAATATTGTTTTTTTTCTTTCCCTTTCATGAAGTGAAT 
AATGTTTTCTCTCAGTCTTTCCCTCTCATTTTAATAACTATTTGCTTTGCAAAATATAAAGGAAAGAAAAAAACACCATTTTGAGATGCCATTG 
TATTCTTTTTGTATGTATGATGAGACATGTCTCTTCCTCTGCTTCTCTGTAAATCTACTCCAGTCTCTTTTTGAGACCTAAAAGACGGCACAGC 
AATTTTTGAGTCCATGTGACCATACAGCTTCCTCACCTCCAACATCTGACTCAGTTTTCTGCCACAATCTAGAGAGAAAGTTTGGCTAAACTTG 
GGTCAGATGTCTACTTCAATGTAATTTGATATGGTTGGAGGAAAATTCACTGTAAGGCAGTCCACTTTAGGGCTTTGAGTAGGCATGTTCCCTA 
AGGAAGGGGTTTGAGTAGAGGAAATGAATGGCATTGGTACCTCAGAGGGAGAGATGCTTGTTTCCTAGTTCTACCACTAATTAGCATTTGTGCC 
CCIAAATAATCGCAAGCCTGTTACCTGAGGATCTTCATCTATGAAATGATAATGTCAGCGCAAAGGGTTCCCTTAGTTGTGAAGTTCTAGGGAAA 
TAACATGCAGAAATGTAATTTAGCTTT CCAGTGG AAGG ATC C C AGTAGTATTAAG ATGGGCTTTATG CC AAAAC AGTTGAAAAATTGTTT AG AA 
CT ATAAC CTCTTAC CTTG AATTGTCT C CC AGAG ATAATTTTTTATTATTG CTGATACTGTTATACTTGTCAATAATGTTAAT AGTTCTTTTC AG 
TTTCATCTTCAGTAGTTCAAAATATTGTTAGTAACATTTCATGAGTGTATTTTTCTACTTTTTTTTTGTATTTAGATTTTGGCTTGATTCTACC 
TTTTGTAATTTTTCCTTCTGGGCTGAACCATTTTTTTCCTCAACCTATTCTAATCTGCTTTCAGACTCTGCAGTGGGTCAGAGAGAGAGCAGAA 
ATGGTTCTTTTTACCAATGACATTGTGTCAATAAGTCTAGTGGACATTTTTCAGTCGTCATCTTACTTGATGTTTGAGCAGCTTTTGATACTGG 
TGACCACTCCCTCCATTTTGAAGCATTCTTTTCCTTAGTTTCTGATCCTGTTTATGGTCGTAGTTATCATCTATTTCATTTGGTATTGTTTCTC 
AATATTCTTTGCCACATATGTGAAGTTAATATGGGTTGTGCTGGTGCCTTCTATAAATCCTCTTTTGGCTTCAGTGAACTACAGCCGTGCTATT 
AGTT ATTAGGTCCTGTAACT CAC CAGG AACATTAGGTATTTATC CTTTCTTTATTTCTTAGG C ACAGTGATAAAAAGC ATACTTTACATATGGT 
TGATTAACCAGGCCGGGTATGGTGGGCCACTGTAGTCCCAGCACTTTGAAAGGTTGAGGCAGACAGATTGCTTGAGCCCAGAAGTTTGAGACCA 
GCTTGGGCAACATAGCAAGACCCCATCTTTATAGGGGGGGGAAAAAGAGTGATTAAACCAAATCTCCCATATGGAGAATTTGCTGCTCTCATTA 
ATTAAGGAGTTTGTCTCACACAACTTGTCCAAGGAGTAAATCCAGATGTGCTATCAACCATGTCCTATATGATGCAATTACTTAGTTAATAGGT 

GTTTAAAAAGACATTTAAAAAGAAATGCAATGATTATAGCTAATAATAAATACATGAGGATTTTTAAAACATGCCCTATTCAAGACATAACAAA 
TGTAAAAACATAATTCATTATTGCAGGTTGATTTTTTTTAACTTCATTTTAAATTTTTATGTGAATTAATAATGAGCCATTCTAGATCATATTA 
AATACTTCTTTAAGGAGAAAACAACACCTTCATAAAGAACTGCCATTAATATAAGAGATATTAAATAAAATTTGTATTTTGCTTTTTCATCTGA 
TGGGCGATTGTGTCCAAAATCATTTATAGAGGTAATTTCTACGTATTAAAACATCCATCAGAAACTCCGAAGTTGGGATATTTTTCACCTCATG 
TACAGGCATACCTTCTTTCATTGTACTTCACTGTGTCGTGCTTCACAGATACTGCATTTTTTACAAATTGCAGGTTTGTGACAACCCTGTGTCA 
AGCAAATCTATCTGCCTCATTTTTCCGACATCATATGCTCACCTCATTTCTCTATGACAGCCTTTTTTAGCAATAACATATTTTTAAATTAAAA 
TATGTATATTGTTATTTAAGACATATTGCACACTTAATAGACTGCAATATAGTATAAATGTAACTTATATACACTAGAAAACCAAAAAATTTTT 
GTGACTTTCTGTTTAGATATTTGCTTTATTGAAGTGGTCTGGACCCTTAGACAGTATTTCCAAGGTATGCCTGTAAAAACATTTTTTACCAGTT 
GAAACATACTGAGTTATTTTATATGGAAATGGTTGTTAAAATTTAGTGTTTTGTGATAAAAACAAAATAAAGTTTAGACTTGAGAGGATTTTAA 
GTGCATGTATTATGTTTTGCTCAAATACCTCTATATTAGTCCATTTTTGTGTTGCTATAAAGGAACATCTAAGGCTGAGTAATTTATAAAGGAA 
AGAGGTTTATTTTGGCTTACAGTTCTTCTGCAGGCTGTACAGGAAGTATGGTGCTGGCATCTGCTTCTGGTGAGTGCTTCAGGAAGCTTACAAT 
CATGGTGGAAGGTAAACGGGGAGCAGGCATATTACATGATGAGAGAGGGAGCAAGAGACAGAAGGCAGAAGTCCCAGACTCTTAAACAACTAGA 
TCTCACATGAACTAACTAAGCAAGACGCACTTATCACCAAGGGGGTGGCACTCAGCCATTCATGAGGGATCTACCCCCATGATCTGACACCTCC 
CACTAGGCCCCACCTCCAACACTGGGGATCACATTTCATCATGAGATTTGGAGGGACAAACATTCAAGCCATATCAACCTCTGTTCATCTTATT 
TTCCCAAACTGTATGCAGAAATTTACACAGTATCTTCTATATGGTACCAAGAATGTATGTAATACACAATTGAAATAATCACAGATATTTTTGT 
GTG AAATTTTTGTAAAATT AATTGAAATAAAGTTAG CGT ATAAAATACTAAATCTTCAAATAGTAC CTGTATTAG CCCATTTT CACGCTG CTGA 
TAAAGACATATCCAAGACTGGAAAGAAAAAGAGGTTTAATTGGACTTATAGTTCCACATGACTGGGGAGGCGTCAGAATCATGGCAGGAGGTGA 
AAGGCACTTCTTACATGGCAGTGGCAAAAGAAAATGAGAGAGAAGCAAAAGCGGAAACCCCTGATAAACCCATCAGATCTTGTGAGACTTATTC 
ACTATTACGAGAATAGCACAGGAAAGACTGGCCCCCATGATTCAATGACCTCCCCCCGGGTTCCTCCCACAACACATGGGAATTCTGGGAGATA 
CAATTCAAGTTGACATTTGGTGGGGACACAGCCAAACCATATCAGTACGAGAGTAGTGTAAGTTCCTCAGAATGCCCCTTAATATAAGATAATG 
TGATATTATAACTGCATGTATCAGCCTAACATAGTCAGTGCTATGGAAGTCATATAGAGCAATACCTTCCAAGAATTTGGTTTATTTTTTATTA 
AAGACGTATAATACAGTGCAAGGTATCTGATCTTCCAACATTTTCTGACATACATGAAAAGTATACTGTCATTGAGCTTCCTTTAGGAGATTGA 

GGAGTTCTGCTGGAGTGCAATGGTGTGATCTCAGTTCACCACAACCTCTGCCTCCTGGGTTCAAGTGATTCTCCTGCCTCAGCCTCCCGAATAG 
CTGGGATTACAGGCATGCGCTGCCACACCCGGCTAATTTTGTATTTTTAGTAGAGACGGGGTTTCTCCGTGTTGGTCAGGCTGGTCTCAAACTG 
CTGACCTCAGGTGATCTGCCTGCCTTGGCCTCCCAAAGTGCTGGGATTACAGGCATGAGCCACTGCGCCCAGCCTCCTTGTTGGATTCTTAATG 
TTACTTCTTCGTAGGTTCTTTATTTTTCTTATTTGTCCCTAGGAGTTCTTGAATCTGTGGCTTGTCTTCTATCAGTTTTGGAAAATTCCAGGCA 

TCATATGTCTCCTATGCTTTTTCCCTCTCTGTGCTTCATTGTGGATATTTTCTACTGACCTGTCTCGCATTTCACCAGTCCTCTTTTCAGCTGT 
GGCTACTCTGCTACTAAATACATTTTCATTTTGGTTTATTGCTTAGTTGTAACTTTTTTATTTCATTCATTTTATAGTTTCCAGGTATCTGCTG 
GATTTTTCATTTTGTTTTATGTCTTTTAAAAAATAGCTATTTTAGGCTGGATGCAGTGGCTCACACCTGTAATCCCAGCACTTTGGGAGGGCAA 
GGCGGGAAAATTACTTGAGGTCAGAAGTTCAAGACCAGCCTGGCCAACATGGTGAAACCGTGTCTCTACTAAAAATACAAAAATTAGCCGGGCG 
TGGTGGCACATGCCTGTAGTCCCAGCTACTCGGGAGGCTGAGGCAGGAGAATCGCTTGAACCCGGGAGGCAGAGGTTGCAGTGAGCTGAGATCA 
CGCCACTGCACTCTGGCCTGCGTGACAGAGCTAGACTCTGTCTCAAAGAAAAAAAAAGCAATTTTAAATTCTGTCAATTCCAATATCTGCGTGT 
CTTGTAAGTCCACTGCTTTCCTCATTTTTTCTCTTGGTTTTTGATCTTCTGGCATATTCTGTAATTTTTAATGGAATGCTGGAGAATAAAATAT 
AAAATATATTGGAGATAATTTGAGGGCCTGAATGGTATATTTCCTCTAGAGAAGAAGTATGATTCCCTGCCAGCAACTGCTGTTTCTATCTTGT 
TGGCCAGAACTACATCATATGGCTATCCCTGATCTCAAGGGAGGCTACAGAATGTCAGTTTGCTGGGCTCATAACTGCCCCATCAAAAAACAAA 
ACACACACACACACACACACACACACACACAAACTTGTTTTGCTGCAATTCAAATCTATTAAATGATTACAGATATAAGTAAAACTGAACTTTT 
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GTGTGAAAAGAGACTAAAAAGTATTCTAAAATGTTCAGTGATTTGAGTTTCTAAAACTGAAAAGCAGTTTTAAATAATTTAAAACTTTATTTTT 
CTTTACTAAGAACAACACAGTAGTAGTAAAAACTTTGAAAATTAAATTGGTAGTATATACTTTTAAAATCTGAAAATTAAATTGGTAGTATGAA 
CTTTTAAAATCTAGAGCAAAAAAGCAAAGAAAATCTTCTGAAATTTCACCAACCAAAGGTGTCTTCTATCAACATTTTGGTAGATGATCTTGTA 
ATTTTATACATATATGTTTTTTATTTTTATAAGTTAACATTATAGTATGTACCCTATTTTGTGATTTATTTCTTTTGCTAAGGATAGTATGTAT 
TT C CTTGTTAAAGTAT ATAATGAGTTAGTGTTTTACAGTTT AGAAATTATAATTTCCTTAATTTAACT C ATAATGCCTTTTAATTTAGTGTTCC 
AGCGTAACAGTATGTGTTTTGTGTCTGCCTGTTCTGTCCTCACACTTTTCTTGACCTGGTTAATATATAATTGTGTTATTGTTGATTAATACCT 

aaggaatgttttatttaccagtcagtgggagtaatgaacatattaggtaggctctgactcaataataatgatttctggcagaatctcattaaat 

atccttttgacttgctataatactatgattttagttgtaaacaaaatgattatctttttctactctattgtcatagtttttatttcttagaact 

ggaatagatcccagacatttcctgagagacagttgtgttagcatacgatttctgtaataaaatgtatatatgttaaaattgtaaaactgcaaa 

ttttgtgccgttggcttggctcccttgctagcgaagtaatacatacatgctgtcacaacagaaaatatgatttcaaaattctagttgagtaata 

ttacaaattacagatcatggaccttcaagatcacccttgaatagtagagattgtaaatactaaatgcaggaataatgaaagacctagtttacaa 

attatatatgattttatgaatatttgtgcctagatttttagtggaagatttgcttaatttagttccagctccacgtaactggtattaatttttc 

taccacagatgtgtttgctcctttagaccttagctttctcaggcagacttctgttttaagatccatcagtattttttgctcatctcttactatt 

catctaaccctgagctttgtacctggtggacctcagattcattcttgtataagtccccttaaaatagtgagggtgtttcaggttaggtttctgt 

gaaagaatttttgaaaagggttgttctaaagaggaacagtgactagataatgaactttcctacctctaatgaaatcactcacgtcatcagtccc 

tagacatcactcccctgaaatctccacatggcaatgtgagaatttgtcttgtcagctggaggGaggtaatccagtactgtttcttaaccagttt 

agaattgttagcgcagaattgctcatcaccagcggcaggttagaaatatcaagctctagattatattgttcctaagcctttatttcttgagaag 

ttgattgtttgaattcttttgaacttacactacttaatttttaaaaattcgtctattaatatctctttaagaaagtactcctttattttcagtg 

tcccatctttccatcaagactcttggccatatgttatcttttgtttattgtcttcccaagtagattgtacgctgcttgtaagcagtgagttaca 

tctttaacatctatggattcctacccactcccacagtgccttctgaaacatagtagacattccataaatctttattgtttgatcaaagtaagta 

gtgacaaattgagttttattggctgtaacttagtttttagttgttttagaattgtatgatttctctgtcttttaatgagactgcttctgtcctt 

aatgctggtttatcttctggaaaaagcatcctacattttataatttggttttatctcaaaatttccttaaatttaggtattgtctttgctttta 

gtctgtgataattagatatataaatatttattgaattggacataaaattcttaaatttgaataccatgtttgacataagtatttgtttcatatc 

tttcagaactttgatctctggttttggttattattcatttaacaagtacttagtgtaggcaaagccatgtgctagtggtcagtggataaatact 

gtggtgatttgaaaaggcacatacctttaatattttgtcagtaaaatagactactcagtttgtaatctttttgtcattatagggtaaagttcac 

cttgaattaaaactgaatgaactgataacggagaatggaactgtatgccagcagcttgttgtacagtaagcattttttttaaccaaaatcaact 

agaaataattctccattttgtattctttggattttaagccaactccttgttttaacttcagaaacttttttcaaaaatgaaattctgctatgtc 

attccttttgtgaagttgattttcaatttaattttctcatagtctactcaggttatggtgagtcattaatttattcaactaatatttattgaat 

atgggttaaatgatatatatgggcattaaggataagggtgtctaactctctggcagtggagaattggaaaggcttcccaaagaaggtcctctag 

aaattgtcataccacagagcagagctttagagactttggagctagaactaatgcccactcagagatgaccagtattgattcccacctactttga 

attcctttttacctcttccaccctcaagtcattttttaccacccagactctaatctcctggctgttctggaaatctgttgtagcccaatcccct 

actcttttcctcccctccaaacccttactctgtgatatcaatagactgcgagataaccttcacttcttctgggtgttttcctctatttttgcat 

tagttgacatctgaatatcccacaaagtacagcagtttcacagccttctcagttagaggctttgtttttctatcatgtccacatattgtaaggt 

cagggagtagagtagatattactctcctattgctgctccagactgtaacttattctcatcaattgtgaagcccagctcctttgaggtattctat 

c tgt at at aaat atg tctgtttgc tactatatataatatttatttc attaattxtttctg acctctttg aaag aagattgcatatgtatgactc 

ttaatatatcagtatgtatttcctaagaataaggaatattatcttaaataactccagtacagttaccaaattcaggaagtttaacattgttaca 

ATACTTTTTAAAAATCTATAGTTATTTTCTAATATTTTAATCTGCAGTTATTATATTCCACTTTTGTTAACTGTCCCAATGATGTCTATTAAGG 
CGTTTTTTTCCTTCTAAGAAAGGATCTGCTCCAAGATTATGTTTTATGTTTAGTTGACATGTCTCTTTAATCTCCTTTAACATGGAATAGTTTT 

GTTCAAGATCTGTTTGCAGCTTTTTCTCCACAGACTGACTCTGTAGACCAACTGAGAGCATATGGTGAAAGTATCTGGATTAGGTCTTCCACTC 
CTCCCTCCCCTGCTTCAGTTTAATTATAATAGTCATTTGAAATATAGTTAGTTTGGTTGGTTTGGTTTGTTTGCATTCAATTTAAGGGTTTTTT 
TGTGCCCGTT G C CCCC AATTTAAGTTTTTT C CC CCATC CTTCTAGGCTTAATTTTATTTTTGAATAGAATATTTGCATG ATTTCAAAAATCAAA 
ACTATAAGAAAAGGCGTTACTCAGAGATGTGTGTAGTTCAGTTCCCTCTCCCCACACCCAGCTCCAAGCAACCATGATCTGATTTCTGTCCCTA 
CAGTTTTTGCCTTTTCCAAAGTGTTATTTGAACAAAAGTATATGATATGTCTTTTTTGTGTCTGCTGTCTTTCACTTAGCATAATGCTTTTGAG 
ATTCATCCACACTGTACGTATATCATTTCCTTTTTGGTGTGTTATTTGTTTCTTGCCATAATTTGGTAGATACTGTTATCCTCATTTTGCAGAT 
GACAAAACTGATGCCCATATTGGTTAAATAAGCCTAATTTCACACAGGAAGTGTTGGAGGCTGGCAGTTTGATTTTTTTCCCCCAACTTTAAAA 
TTTTGAAATAATTACAGATTTACAGAAAGTTGTAAGGATAGTACAGAGAGGTCCTGTGTACCCTTCATTCTTTTTCCCTCAGTGGGTACATCTT 
GCATGACTATAGCACAATACCAAAACCAGGAAATTTACATTGGCATAATGTATGTATATAGTTATAGATCATTTTATCATGTGTGTTGATTTGT 
GTAAGTAC CAC C AC C AAGATACGAAACTCTTCTGT CACC ATAAAG AT ATCT CTCATCC C ATAGCTTTATAGTCATAACCACTCCTCTCTTCTAA 
CCCTTGGCAACCTCTAATCTGTCTTTATATCTATAATTTTGTCATTTCAAGAATGTTATGTGAATGGAATCTTATAATATGTGACCTTTTGAGA 




TGTTTGTCTCCTATTTTATAGTTTTCTGTTTTCTTTTTCCTGTGGGTTACTTGAACACTTTTTAGAATTCCATTTTGATTTATTTATATTGTGT 
, TTTTAAAAAATCTATGGTCTGTTTGTATAGATTTTTTTTTAGTGGTTGCTCTAGGTATTACATTATACATGCATAACTAATCATAATGTACTGA 
TGTCAACATTTTACCAATTAGAATAAAATGTATGTACTTTACCTTTCTTTAAATCCCTTTACCCTCCCCCATTTGTAATATACTTTGTCTTAAA 
TATTTTGTCTACATATATTGAGAACCACATCAAACAATGTTATAATTTTTGCTTCAGCGATCTAACACAGTTGAAAAGAGTTAGAGGAAAAGGA 
AAGTGTAAGTCTGTTGTCTCTACCCACATTTTTGCCCTTTCCATGTTATTTTTTTCCTTTCTGATGTTTCACGATTCGTTCTGTGATTAAGTGT 
ATAGAGTTTCCTCTTAACATTCTTTTAGAGTAAGTCTCTTGGTGATACATTCTCTTGGTTTTCCTTGATCTCAGAAGGTCTTGATTTCCTCTTC 
ATTTGTAAAAGATAATTATACTAGATATAGAATTCTGAGTGGACAGTTCTTTTCTTTCCACATTTGAAAATGTACCACTTCCTTGTGTCCTCGA 
TGGTTTCTGATGTGAAGTTCATTGTCATTCAAATTGTTTTTCCCTATAGGTAACACACCGTTTTTCTCTGGCTTCTTTTAAGGTTGTTCTTTGC 

GCATTGGTGTGATCTCAGCTCACTGCAACCTCTGCCTCCCGGATTCAAGCGATTTTCATGCCTCAGCCTCCTAAGTAGCTGGAATTACAGGCAT 
GCACCACCATGCCCAGCTAATTTTTACATTTTTAGTAGAAACAGGGTTTCGCCATATTGGCCAGGCTGCTCTCGAACTCCTGGCCTGAAGTGAT 
CCTTGTGCCTTGGeCTGCCAAAGTCCTGGGGTTATAGGTGTAAGCCACCACGCCCAGCCTGCCTTTAGATTTCTATATGTTTTAGCTTGATTGT 
GATGTATCCTGGAATAGATTTATTTAATTTATCCTGTTTGGGGTTCGCTCAGCTTCTTGACTATGTATATTTATGTCTTTTGGCAGATTTGGGG 
AATTTTCAACCATTATTTCTTCTATTAATTCTTTATCACCTCTGCTATCTTTCTCTTCTTCTTTCAGAACGCCAGTGGCACAAATGTTAGGTCT 
TTTTTTTACAGTCCCAGAGGTCCCCCTGAGGCTTTGTCCTTTGCTTTTCCCCCCAGTCTATTTTCCCTCTGTTGTTCAAATTGGGTGATTTCTA 
TTGTTATGTCTTCAAGTTCACTGATTCTTTCCTCTGTCTTCTTCATTCTTCTGTTTAGCTTATCTGTTGAGTTTTTTATTTTGGTTATTTATAT 
TTTTAAGTTCTAAAATTTATATTTGATTCTTCTTTATAACTTTTTTCCTTTGGTGAGAGTTTCTTTTGCAGAGACTTTCTTGTTTTTTTGTTTC 
AAACATATTCATAATTGTTCATTGCATTATTCACAATAGCAAAGACATGGAATCAACTTAAATGGCCATCAATCGCAGACTGGATAAAGAAAAT 
GCAGTACATACATGCCATGGAATACTAGCCGTAAAAAAGAAAGAGATCATATCCTTTGCAGGAACATAGGCGGAGCTGAAGGGCATTATCCTTA 
GCAGACTAACGCAGAAACAGAAAATGAAACCAAATACTGCACGTGCTCACTTATAGTGGGAGCTAAATGATGAGAATGCATGGACACATAGAGA 
AGAACAACAGACGTTAGGGCCTACCAGAGGGTGGAGAGTAGGAGGAGGGAGAGGATCAGGAACAATAACTAATGGGTGCTAGCCTTAATACCTA 



237 



WO 03/039484 



PCT/US02/36071 



SAGRES DISCOVERY 02-12 



AGTGACAAAATAATCTGTACAACAAACCCTTGTGACACAAGTTTGCCTATATAACAGACCTGCACATGTACCCCTGAAGTTAAGTTAAAAAAAA 
ATTGCTCATTGAATTATTTTTATGATGGCTGCTTTCAGATCCATGTCACATAATCATAACAATCATGTCATCTTGGTGTTAGTGTCTTGTGTTA 
GTCCATTCTCACATTGCTATAAAGAAATACCTGAGACTGGGTAATTTATAAAGAAGTTTAATTCACTCATGGTTCTGCAGGCTGTACAGGAAGC 
ATGGCAGCATCTGCTTCTGGGGAGGCCTCAGGAAGCTTCCAATCATAACAAACACCAAGCGGGAGCAGGTGTCCTACATGGCAGGAGCAGGAAC 
AGGAGAGAGAGTGGGGAGGTACTACATACTTTTTTTTTTTTTTTTTTTTTTGAGATGGAGTCTCACTCTGTCGACCAGGCTGGGGTGCAGTGAC 
ATGACCTCCACCTCCTGGGTTCAAGTGATTCTCCTGCCTCAGCCTCCGAGTAGCTGGGATTACAGGTGTGCACCACCAGACCTGGCTAATTTTT 
GTATTTTTAGTAGAGTTGGGGTTTCATCATGTTGGTCAGGCTGGTCTCGAACTCTTGACCTCGTGATGTGCCCACCTCAGCCTCCCAAAGTGCT 
GGGATTACAGGCATGAGCCACCAAGCCTGGCCCTCTTTTAGTTATTTTTAAATGTATAATAAATTATTGTTGTCTGTAGTCACCTTCTTATGCT 
GTTAAATACGAGATCTTATCCATTATATCTAACTATATTTTTGTACCCTCACTTCCCGTCCCAGCCCCTGGAAAACTTTGTTCTACTCTCTGTT 
ATCATGAGTTCAATTGTTTGAGTTTTTAGCTCCCACAAGTGAGACCATACGAGGTTTGTCTTTCTGTGCCTGGTTTATTTCACTTAACGTAATG 
ATCTCCAGTTCCATCCCTGTTATTTTGAATGACAGGACCTGATTCTTTTTTGTGACTGAAAAGTACTCCATTATGTATATATACCACATTTTCT 
TTATCAGTTCGCCTGTTGATGGACACTTAGATTGCTTCCAATTCTTGACTATTGTGAATAGTGCCACAGTAACCATGAGAGCGCAGATACCTCT 
TCAATATACTGATTCCCTTTCTTTAGTGGGATTGCTGGATCATGTGGTAGCTCTATTTTTAGTTTTTTGAGGAACCTCCAAACTGTTCTCCATA 
GTGGTTTTATTAATTTACATTGCCACCAGCAGTGTACAAGGGTTCCCTTTTCTCCATATCCTCACCAATATTTGTTACGCATGTCTTTTGGATA 
AAAGCCATTTTAACTGGAGAAAAATTATAATTTCATTGTAGTTTTGATTTACACTTCTCTGATGATCAGTGATGTTGAGCACCTTTTCATAAAT 
TTGTTTGCCATTTGTATGTCTTCTTTTGAGAAATATTTATTCAGATCTTTTGCTCATTTTTAAATCAGATTATTATATTGTTTTCCCGTAGAGT 
TGTTTGACCTCCTTACATATTCTGGTTATTAATCCGTTCTCAGATGGTTAGTTAGCAAATATTCTCCCATTCTGTGGGTTGTCTCTTCACTTTG 
TTGATCCTTCCTTTGTTGTGTAGAAGCTTTTTAACTTGGTGTGATCCCATTTGTCTATTTTCGCTTTGGTTGCCTGTGCTTGTGTGCTTGTGGC 
AACCATTATGCAAGAAATCTTTGTCTAGTCCAATGTCCTGGAGAGTTTCCCAATGTTTTCTTGTAGTAATTTCATAGTCTGTGGTCTAGATTTA 
AGCCTTTAATCCATTTTTATTTGATTTTTTTAATATGGTGAGAGATACGGGTTTAGTTTCATTCTTCTGCATATGGATATCTATTTTTCCCAGC 

GTTCTCTGTAATGATCTGTTGGTCTATGTGTCTGTTTTTATGCCAGTACAATGCTGTTTTGATTATTATAGCTCTGTAGTATAATTTGAAATGA 
GATAATTGTGATTCTTCCAGTTTTGTTCTTTTTGCTCAGGATAGCTTTGGTTATTCTGGGTCTTTTGTGGTTTCATATAAATTTTGGGATTTTT 
TTTTTCTATTTCTGTGAAGAATGACATTGGTATTTCAGTAGGGATTGCATTGAATCTGTAGATTGCTTTAGGTAGTATGGACATTTTAACAACA 
TTGATTCTTCCAGTCCATGAACTTGGAATATCTTTCCATTTTTGAGTGTCCTGTTCAATTTCCTGCATCAGTGTTTTACAGTTTTCATTATAGA 

TTCACTGTTGGCATACAGAAACCCCACTGATTTTTGTTGTGTTAATTTTGAATCCTGCCACTTTACTAAATTTGTTTATCAGTTCTAATAGTTT 
TTTGGTGGAGTCTTTAGGTTTTTTCCAAATAAGATCATATCATCTGTGAACAAGGATGATTTTACTTCTTTCTTTCCAGTTTGGATGCCTTTAT 
TTCTATCTCTTGTCTGATTGCTCTAGCTAGGACTTGAATAACAGTGGTGAAAGTGGGCATCCTTGTCATGTTCCAGATCTTAGAGAAAAGACTT 
TCAGTTGTTCCCCATTCAGTATGATACTAGCTATGGATATGTACTATATGGCTTTTATTGTGTTGAGGTTTGATCCTTCTGTACCTATTTTTTG 
AGGGTTTTATTATTATGAAGGACTGTTGAATTTTGTCAAATACTTTTTGGCATCAGTTGAAATGATCATATGGTTCTTGCCCTTCATTCTGTTG 
ATATGATGTGTCACACTGATTAATTTGCACATATTGAACCATCCTTGCATCCCTGAGACAAATCCCACTTGGTCATGATGAATGATCTTTTTAA 
CGTGTTGTCGAATTGGGTTTGCTCATATTTTGTTGAAGATTTTTGCATCAAGGTTCATCAGGGATATTGGCCTATAGTTTTCTTTTTTTGATGT 
ATCTCTCTCTGGTTTGGTATCAGGGTAACACTGGCCTCATAGGATGAATTTGGAAGTGTTCCCCTCTCTATTTTTTGGACTAGCTGAGTAGGAT 
TGGTATTAGTTCTTCTTGAAATATTTGGTAGAATTCAGCAGTGAAGCCATCAGGTCGCAGGCTTTTCTTTGCTGCAAGACTTTTTACTGTGGCT 
TCAATTTCATTACTTGTTATTGGTCTCTTCAGGTTTTGGATTTTTTCATGGTTCAATCTTGGTAGGTTGTATATGTCCAGGAATTTATCCATTT 
CTTGTAGGTTTTTCCATTTATTCTTTTTTTCAAAGTTTCTTAAGCTTTTGCTCTCCATACTCACTGTCTTGTAGCAGCAGAGTTCCAGTGGTAG 
CTTTATGGAATTTATTGTTGATTTCTCATCCTTATAGATATTCTGAAATTCATGACATTCTCTGTTTTTTAGTATTGCTAAAGGCATGGTTTCA 
CATATGGCTTTCTTTGTGCTTCTTGCTGGACTTTGGTTTTGGGGGAGTAATGTATGGGAAGATTCATATCCTAGTAGTTACTATTATCCTCCAG 
ACCTAGAAAGTCCCCACTACAACATTTTTTGAACTTTAGTGAGACCTCCCTGCCATCCATTGATCTTCACTGTGTTCCTGTTTTCACTTCTTTC 
TACATGTTTTTCCGTGACCTATTGCTGTAGTCATTTTCTCGCAGGTTCCGTAAACTCCCCTATTGTTCTCATCATTCTTATTTATCTGGAAAAA 
GTCTAATTGAAAATGAGCTCTTCCTCTGTGTTCAATCTGCACATGAATATAGCTGGAGAAAATCATGTAGGCTGATTTCACTTTAAATTTATCA 
TCACAGGCCTCACATGGGCACTTATATCTGCCCTGGAATTTAACTGTGCTTCTCTAATACAGCTATAAGATTCTCTACCAGCACAGCCTGGAAA 
TTGCTTACATCTTGCTGAATGCAAATCTATAAACCTAATTTGCATCCATAATTTTGTCCTTAGAGCAGAGGAGGTACTCCTTTTCTTGACATTG 
AATTCTTCCATCTGAGCTCTGGATTCCATTTATTTCCTCTACTTAATGAGTTTTGCTCCTTCAGTTATGCCTTCTTTTTCTTGTTTTGTCAGCT 
TTACCTTCTCTCCTACATGGTTCTCACCACAAATAAACATGGTCTAGTATCTCTGTCCTAAAAGGCATGCCTCCCCAGACCTCATCTCTGCCCA 
CCCATACCCCAGTCCTTTTTATCATTCCCATTCCTCTGCTCTCCTTTGAAGGCAGACTTCTCTAGGGAAAAATAGTGGTAGGAGTGTGTATGAG 
TGTGTGTGTGCGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTTTGCAATTCTCCAGTCAGCACTCTCCAGTAGATTTTTCTGTGATGTGGAAAAT 
GCTTTGTATCTTCACTGTCCAAAACAGTAGCCACTAGCCATGTGTGGATATTGAAAACTTGAAATACAGCTAATGTGACCAAAGAGCTGAAGTT 
TAATTTTATTTAATTTTAATTAAATGTAAAAAACCACACATGGCTAATGACTACAGCATTAGTGCAGCTTCAGTAAAAGAACCTGGACTCCTTT 
TTAGCAGTAGCTTATTTCAGGACTTGGGCAGGGAAAATATGAGATGAGTGTGGAGCATCTTGGGGTCTCAAAAAGTAAGAAAGTGCTAAAAAAT 
AATGGGGATATGTAAAAAGGACATTGAAGCCAATGTAAAGGGACTTCAAATTACCAAATCTGGAACAATTTGAGCTTCAGAATAAATAATAATA 
GTGGATTAAAACTTATAGAATAAAATAAATATAAGCAAATACTGGTACAAATAAACAATTAAAAACTCAAATACTTGGTAGGGAGAAAGGACTG 
ATTTTTCCTATAGTAGAATTCTAGTTAATGAATGTAGGAGGAATGATGGAAATGAAAATCAACATTGGCAAACATCACAATAATAAGTGGGTGA 
GGGGACAATTCAAAAAATCATCTATGGATGCTAAGTGAGCATAAGTGTGGTGACAAGATGTCTGATAGATGCCACCTTAATTGAGTGATCAAAG 
TTAACATCAC CAATAATG AGAC ATCCAGT ACTTCC C AATAGG ATGCATTGAG AAGG AC ACCAAG ATAC ATAAC CTC AAG CTAATCATG AGTAAA 
CATC AGACAAACTC AG ATTAAGG AATAC ACTACAAAATAACTGG C CAATACTGG CAAGATC ACGGGG CAAAGAAGG AAAACTAATG AACTGTCT 
CAGGATGGAGAGGAATAAGAAGACATGACAACTAAATGCACTATGGGATCCTGTATTGTGTCCTAGATCAAAAAAGGACATTGGTGAAATTTGA 
GTAAGGGCTACAGATTTCAGTAATTCTGCTGTGGTTCTACAAAACGTTAACATTTGTTGATGAGTATACAGAAACTATTATTTTAACAGCTTTT 
TTGAATATCTGAAATTATTTCAAAATAAGGTTTTTAAAATTGCCTGTACCTTGTGCATTCAACCCAGGTCTGTTTTCTGAGTTTCAGATTAATA 
TGTCTACTTTGATGAATCACATTGCAAACTTAACACATTTAAAACTGAAGTACAGGGAGGCTGAGGCAGGAGAATGGCGTAAAACCGGGAGGCG 
GAGCTTGCGGGGAGCCGAGATTGCGCCACTGCACTCCAGCCTGGGCGACAGAGTGAGACTCTGTCTCAAAAACTGAAGTACTGATTCTCATGTC 
TATCCAACTCCTCCCCCAAAGTCTTAGCAAATGTTTAATTCCGCTCAGTATGTTTTTCATCTCTAGATTTTTCCATTTTTATTGTCTTCTGTGT 
CTGGATGGATCATATGGAATATAATTATAACTTTTAAATGTCTTTGTCTGCTAGTTCTGTCTTCTTTGTCATTTCTGATTCTGTTTCTATTGAT 
TTTTCTTTTCATTATGGATCATAATTTCTTAGTTCCTTGCATTCCTGGTTATTTTCTGTTGCATGCCAGACATTGTGAAGTTGCTGGATATTTT 
AATATTTCTATGAATGTACTTGAGCTTTGTTCGGCACTTGGTTAAGTTACTTAGAAACAGTTTGATCCTTTTGTGGTTTACTTTTAACTTTTGT 
'TAAACAGACAAGCACAGTCTTTACTGGAGGGCTTATGTTTTCCTACTATTAAGGCAGTACCCATGAATTACCAGGTTTTCTACTGTGGCTGATG 
GTACCTCTTGCTAGCCATGTGTGGGTTTTAGGAACTATTGCCTCTATTCTTTTCAAATGGTTCTTTCCCCAGCCTCAGATGATTTCCTCATATA 
TACACGTATCAATACTCAGCTGAATACTCAGTGGGGATTCTTGTAGCTCCCTGGAGGTTTTTCTTTCTCTGTGCAACTTTCTTCCCTTTAGTAC 
TCTGCCCTGGGGTCCCTAGTCACTTTGACCTCCTCCTGCTGACAGCTTTGCCTCTTCTTCTCAGAGAAACCATTTAGCTGTAAGCTGGGGGAGT 
TGGAGGGCTCACCTGTCCTTCACTGCTGATTTTGTTCAATTCGTTTTGGGTGGAGAGTAAATCTAGTTCCTGTTACTCCATCTTACCTGGATGT 
AGAAGTTAAAATTTTCTTTTAGTTTAAAAAAAAATCCAAAGAAAAGAATCAGATCAGTCTTATTCTGAACTGTTTATAATATTTTCTTACCTTT 
GTAAATTTTAGATACTATATTGTAAATGCTTTATATGTCACATATAAATAAAATATCAAATTCCTTATTGAGGTTATTTTCAACATTTGTTTTC 
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TGCCCATCCATGATTTATGATATGAAATTGCTTACTTACAGATTGGAAGAACAGTGCTATGCTAGGTAATTAGAAAAATAATATTTCCAAATAT 
ATGTAATGAATAACCTATATTTAATAATATTACTTAAGTTTTGCAGAAAACTCAATTTTTAACTGTTTTATATTTAAAAATTAAGAGTACTGAT 
GATTTCTGTAGGGTGCACTTCTGGTTTATGGGCATCCGTGTTTTGGTTTGTGGGTATTCTTATCGTTTCATAAGTTTTTTATAAGTCAGTACTG 
CATTTTCCTCTGCTTTTTTTTATACCTCATAAAATAGAAAATTGGATTTCTGTCATTAAGGTTTCTCATAATTGGTGTTTATGTGAGATAAATG 
TGGTATTACAAGGACAGTAATATTGTATTTGGGGGCACAGTGGGAATGTAGAAGGGCACTGGACTTCAGTAACAAAATTAAAAAGTAGAAGTTG 
AGTCTTGGCCAGCTTCTTACAAGTTACGCTACCTCTTTGAGCCTTACCTTGTAACTTCCTCACATAACCTGTGAGCCTTACTTCTTTTAAATGG 
CATAATTCTGTTCTCAAAGGCAGTTGTGAGAATTAGGTGCATTTTGTGAAAGTGCATAGTAAACTGCAAATGCCGTGTCAGATATCATTTTGAG 
GTTTAGCCTGAGAAGGGTAAGTTTTAAGCAGTATGTACAGTGGGAAAATCTGACTGTACCTCAACCCAACATTAAAACCCAGAATTATCTTGGC 
TTGTGTTTTCTTTGGCTAGTTTCAAAATTTCTTTCTTTATTTTTTTATGCTCAGCTATAATAGAAATGAGTCGTATTATCATTTCTGTCTTTAC 
TCTGCAGTATACCAATAGCACTTCACTCACATCTGTGACCTGTGGGTTGTGGAGAGAAATAAGGATGTACTCAACAGCTTGCATCTTTCAACAA 
AGAATACTTTTCAGCAACACTCATGAGTTTCTCTTAGGCATTAGAAAATGCAGACCCTTAGACATTAAACTAAACTCATAAACTCAGTAATATT 
TAGTGAGAAAATTGGAGGAACAAATCACTAAAGTTAGATTCTGTGTTCTCTGTAAATGCCAACAACTGTGAGCCATGGAGTAGATTAGATGACC 
TTGGTTTTTATGGTCTAAAACATTTTCTACAGAATGGTGCTTAGTGAGGAGCTGTTTACTGAGAATTGGAATAAAAGGCTGCAGAATTGTGTGA 
AGCTTGCCCTATATTTATGAATCAGATTTTTAAGTGGAAGCTGCAGTTGTTTCCTTGTTTGTCATTCATGCTTTAGCAGAGGATATGATGCCAT 
AGAGCTGGCTTGGTTTGTAGCTTCTCATTTAGGGTTTGCACCACTTTCTTTTCCTTTTTAGAGGCCACAGCAGTTTTGATGTATTATCAAACCG 
CAAAATGTACCTTGTTGGGTATTTAGCAGAAGGAAATGTGTTGACTATTACACATCCCTTATCTACAGTGCTTGAGACTGTTTTGAATTTCTTA 
TTCTTATTTTTTTTTTTGAGTATTTGCATT AT AT AT ACTTG CCCATTAAG CAT CC CAAATCCAAAAAGC C CAAATTTGAAATG CTG CAGTG AG C 
ATTTCCTTGGAGCATCATGTCAGTGCTCAGAAAGTTTTGAATTTTGGAGGACTTTGGATTTTTGAATTTGGAATGCTCAGTCTGTGTTTGATAG 
TTTCATTAGTGATTGTGGCATTCCTGTTTAGTCTCATTTTGAAAATACAGCATAAATTTAAAAATGCATACATACATATGTCCATACATATTAC 
TACCTATTCCATATAGGTAGTATATAGCCATACAACTGCAGACACATGGAAAACAATTCTTAACCTTTTGAATGTATTAGTTTGTGTTTAAAGA 
TAATGTTTTATCTTGTTTAACTGGAATCTAATATGTTAAATCTCTTTTATTCTACCTTAGCATCAAGGCATGCCATGGGTTGCCTCTCATAAAT 
GGCCAAAGCTGTGACCCTTATGCAACAGTTTCTCTAGTGGGCCCTTCTAGGTAATATTTATTGAATTATTATTAGGTTTTAAAGTTTTGATGTT 
TGATTTAAAAATTTAAAAAGTAAGATTCTACGAGCAAATGATAAATAGCTATTTATAACACACAGTAATAAATGCTTTGAAAGAAAAATCTTTA 
GTGAGTTCTATTATACACTTGTCAATAACAAAGCCCTCTTTTTACAGACAGAAATTGGTACCCCATTTTAAATCTGCCATGCTCTTAGGCTTTA 
AGGAACAACTTCAGTTTTATACTAGTACAATGTAGTACTTTAAAACATAAACTTGACTTTTCATGCATCAGCATTCCTACTTTTCAAATATCCT 
GAATTTTATGCATGTAAAATCCTGTTTTAATGAATGCCAGTTCAGAATAACAAGACAATTTATATATTTTTATCTGGAAGGCAGCTCAGGACTG 
AAAATTGCCTTTTCTACTCATGAAATCTGTCCTCTACAGAGAGAATTCCAACTGTAGAAAAACTGCTGAAGTACTAGAGCATGGCAAAGTGTAC 
CATATCATTGATTTAAATGATTTATAATAATTTGTGAAAAAACCTATAGCACTTTGTAATACGGTGTGTTATATGACTTCATTATGATTTCTTT 
AAGGAACTGACACATCTGAAATATGTCTACAACTTGAAGGTTTAGAATCAGGAAGCAAGAAACACAGTATTCCCTCTACACACACATACATGCA 
TACATACACACCCCTTTTCCCCATCCCCAGAATCTCTAGTTATTCTTACTTTGTAGAAAATCACTACTAAGTCACTTTGAAAAATGTATTTATG 
TATGTATGTAAAGTACCTAGTACCATGCCGGTATTTATTAGGTGCTCAAACAATAGTATGCTATTAGCAGATACTCAGTCGTATGACATTAAAT 

GGTAACATACAGTTAGAGACAATTTGGCATATGAATTTGTGTTTTAAAAAGTCTGGCCAGGCGCAGGTGGCTCACGCCTGTAATCCCAGCACTT 
TGGGAGGCCGAGGCGGGTGGATTACCTGAGGTCAGGAGTTCGAGATCAGCCTGACCAACAAGGAGAAACCCCGTCTCTACTAAAAATACAGAAT 
TAGCTGGGTGTGGTGGCTCATGCCTGTAATCCCAGCTACTCGGGAGGCTGAGGCAGGAGAATCGCTTGAACCCTGAGGCGAAGGTTATGGTGAA 
CCGAGATTGTGCCATTGCACTCCATCCAGCCTGGGCAACGAGCAAAACTCCATCTCAAAAAACTAAAAAATAAAAAGTCACTGTTGGTTTTGCT 
ATTGTACTGTAGTTGTGTAAGATGTTAACACTGGGAGAGGCTGGGTAAAAACACAAGATTTCCTTATGCGTTTTTTGTGACCTCCTCTGAATCT 
ATAATTAAATTAAAAGATTTTTTTAAGAAGTCTCTATTATACCTGAAGCCCAAGAAGTAAGCTGAGTTAAGAATGTTTTTCAAGTTCCTTGGGT 
ATTTTTCAACATAGATGAAGGTGCTCTAAATCTTATTGTCTTCCTTCTATTTATTCTGAGTTGCTTATAGAATAGAATGTGTTTTTAAAACCCC 
TGAAAAAGGTTGGCAATCTAGTGTGTCCGTAGAGAGAATAATACAATCTTGGCACATAGGGGATGCCTAAAGCTTATATATTCTTTGATTTGAG 
TTTATAAGGACAGTTACTTTTTTCCAAGCAATATTTAAAACTGAATCTTCCCTGAGTCACCTTAACTTTTAAATGGAGGTCAGGCTCCCTGGTT 
GGAAATAGCATGTTTTATAATTGTGTACTGTTAAGTTCTACAAGGTAAAACTCTACCACATTGGAACAGGAATGACCAAAAGAAGACAAAAGTA 
AAGAAGAAAACAAGCAATCCGCAGTTTAATGAAATCTTTTATTTTGAGGTAATTTTTTGTTTTACGTAAATGTTAACATTAAATATGTAATATT 

CATGGTGTGATGCAATGGATGCCCAATATATAAAATGAATAAAGGCAGAGCTCTAATTTGGGAGCAGGAAGGGCCAGGGCCATACCCACTCCCC 
AGTCATCCTCACTATTCATGCCCTTCCTTTGCACCCTCCCTTACCCTACCCAGCTCCCTACCTAACACATAGTGGCCACAGGATTCTTCTGCAG 
GGTACCCTTTGACAGTCACTAGTGAAGTAAGTGTAATTATCACTCAAGAAATCTGAGTTCCAGTCAAGTTGACTGAAAGAGTCACTAAATGTGA 
CTCAAGTTTCTTATCCTGTGAAAGAATAATCGGAAGGGAAACTAGCAGCACTACCTGACTCAGAGTTTTTGTAAGACCCAAAGCATGTGAGAAT 

GACAGCTTCAGCTGCCTTGAAGTTGTCCCAAATACAGTTTGGACAAAAGCTTTGGAGTGCTTTTCTTTGGAGCATTTGTTAAAGAAATCCTTTT 
TCATATTATTTGC AAACTACAGAAAAAAAAAAT CAAACTCTC AAAAAGATTGTATT CTAATAAAGC ATGTTG C AGTTC ATATC AACGTGTAGGG 
AAGGTTTGAAAAAAGGAGTTACATTTTGTGCCTTTTCTTCTGTGTGTATTTTTCTTGGTATTTCACAGTGGAGAGAATAACGGTACCTCTAGTC 
ATGCCTGATTGCTGTACTTTAATAAAGGAACACAGGCCGAAGAAAATGCCAAAAGTGAAGCAGGAAGAATTGTGGAGGGGGAAGCAAGGGAGAA 
AAAAAAAACAAAAGAAAAAGTACCAATGTGAGACTTTTCCATTTCCTGGCTAAGGACTTGGTGCAGTTGTTCTACGTTTATTAATGGCGGTTGC 
ATCTAACCTGGAGAAAACAAAGAAGGCAGCAATGTAAAGGGCCGCTGACTAAAGGCACTCACACTCCCCATTAGCCCACATACCTTAAACCTCA 
GCTGGATGGAATCTACTCTGCTTCATGGATCCTTACAGTCAGCAGATGACCTTTTAAAAGTAGAAGGCCTGACCTGCCTGCTGTAGCAGGAGTA 
CTTGTTAGGCCTTGCAACATTCATTCAGAGGGCCTTTAGTTGGTTATAAAGATAGATACATTTCCATCTCTGTCCTTTAACTGAAGCAAGGAAC 
ACAAAGCAGACATATGTATGCATATACACAACAGTAAAATGCAGTAGATATTGGGGAGGTCAGATGAACTCTGCTCCATTAAAGGCTTGAAGAA 
ATATTGGATTTTCTAAGATTGAGGAAAGAGAGTATTAGAGATGACGAACATTTTGAGCAGAGGCACAGAGACAGAAAAGCAGAAAGTTATGTCC 
AAAGTACAGTGAGTACTGATTTTACTGGGCTTGTGTAAGGAAATAATGGAAACTAAGATTAGAAAGGTAGAGTAAGACCAGCTGATGAAAGGCC 
TTGAGTGCCTAGTTATGGTGCTTAAGTAAATGATTTTGAGCCTATAAGTTATGAGTAAAACAGTGTTTGGGAAGGAATTAACTATGATCTGAGG 
TCCAGGTGGCTTAGGGAGAAAGAACAAAGCTGGGGAGACTGTTGTACTTTAGGTGTAAGAAAAATGGGGAGGGGATGGGGTATCTTTCAAGAGA 
GTGCTATGGAAATAGAGAGGAAGAGGCAGATAAAAGAGAGAATGCAAAGGGCAAGGTAACAAATTGGTTATAGAAAAAAAGAGAAAGGAAGTAG 
TTGAATGCTGCCCCCAAGGTTCCAAATCTGGAAAAATAGAAGAGTAGGGAAGAAGGAAAATAAAAGTGGCTTAGTTTGGAGCATAATTAGCTTG 
AGGGCTGACATTTTAAATCCTCCAGTAGGGAGTTTATGACTGAAACTTAATATGAGTGATAGTTATTGACCAACACTCAAGGTTTGTTTATATA 
AAC AG C C AAG AAAGC CAAG AG AATAG AGGT ATAC AATAC AGG AGAAAAGTG AAG AAACT AATTTCTG CG ACTCAAGTATTTAACTTTC AGC ATG 
TCATTTAATTTCTGTACTTCAGCTTCCTCATTTTTAAGTGAGGGTAATAAATCTAGCCCTGTCCGCCTCTGAGCAGCGTTCTGATGAACAAAGG 
AGATAATGCATGTGAAAGCACTTTGTAGATTGTACAGCACTGTGCAGCTCCAAGTTGTTTTTAGTGCAAAATAAAACATAAAATTTTGAAGAAT 
AATTTAT CTATAG ATTCTGAAAAAG AAAC AAAGACAGCAGC ATAAGGTTGC C AAGGTAGTGC C C AGGT AAATTCTATAG AGTGTTT CTGGG AAA 
GGAGATACAGTTGTATGATCACTAAATTAAATAGGAGATCAAGGGAGGTAAGAACTGAGAATTTATCGTCAGATGTGGTGATGAAGAGAGATTT 
TAGGAGAGTGATCTGTGAGGAAGCCAAGATTATAAGGAGTTACTATAGTGAGTGGGTGGTGAGGAAGTACAAGCTGTAAGGATGGATTGCAGTT 
TTCAGATTTGTCTAAGAAAGGAAAGAGATAGGAAGACCATAATTTAAGGGGAGAATTTTTCTTAGACTTGAGTGAGATGAACAAGCTGGTATTA 
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TCCTCTGCTTTTATCCACAATTGAATATTTTGCAGATGATCATTTTTAAGCTGTAGGAAAAATGTATTTTTTTAAAAAAAATTTTTACTAAAAT 
ATTTTGTTT ACAGGTAAC C AG ATCCAGTAGTTAC ACCAGAAAGTC CC AGTTCC AGGTAG AAG AGGAGGAC ATTGAAAAG GTAGAAATC AGGTAT 
GTG CCTTGGGGTTTTAC AG AATTGCTTTTTTGTATACCAAAAG AAAATCCTAG ATT CAACCAAAAAAAGT AAAC CAACTTT AATAGAATT CTCT 
ATAGCAAGTTGGTTGATGAAACTTAGAGGAATATGCAACTAATTTAAATCCAGATTATCTTTCCAAAGTCTGATTTGTTTGCAGAAATAGTCAA 
AGTGTATTAATTTTATAAACAAAGATGATCTAATTTTCATCTGTTTTATTGTATTGATTTTTAATTTTTCCCAAATTGTTCCTTACATTTCTGG 
ATTATAGTGTAATGGATGGAAAGGAAGTTATATCTCAGCCAATTTAGAAATTTTTTTTTATTCTTCTTAACATATCTGCTGTCTAACAGAAATT 
TCAGTGAGGTAAGAAGATAATTCAACAGGTGCATGTGTTTGAAGTTTGTGCTGTTTCCTGGGTCTTAAATATCTATGCCCTTTGCGAAGGAAAA 
ATCTTATAAATGCATGTGTAGGTGTGATGTTAACAGTGTGTTCATCTAGATGGTATATTAATCATGTGTTTGGAGTGATCAGGTAATGTATTTT 
TCTAATTTTTCTATATATATATTAATTGGTGGTAATCTAGAGAGAAACTGTAGTCTTATTGTAGTTTCTTTCTGTAGTCCTTATTGCTATAGGT 
TAAAATAAAGCCTCGACTTTCAAACTAAGACAGTTTAAGTGCCTTCTTTCAGACTATTTAAAATTACTTTCTGTGCTTTTTAAATAAAAGCTGC 
TGTAGTATTTTGGTTCTCTAGTGTGGATAGTGAGGTATGTATATGGTGTTGCTAACATCTTTTAAGCATGTAAAATTAATGCTGTAATACAGAT 
CAAAGTAATTTGAAGCTGTTTTGTGGTGTGAACTCTCTTAAACATTGTTTGCAAAACATAAAGCCAGTTTTCAATTTTCAGGATCGACTTGTGG 
AAGAATGGAAACCTAGTCCAAGATGTTTTCCTAGGTGAGATTAAGGTTCCTGTGAACGTATTAAGAACTGATTGCTCTCATCAAGCCTGGTAAG 
GGC CCAGC ATTTTAGTGAACT CC ATAGTTT AATT CTCTTT AGTACAGTATATATATGC AAATAAATG CTTACTCTGAACAT ATTTTAAATTTGC 
CATGTAATAAGCTAAACGTCATTAATATTGATATGTTCATTAATTCATTGTTGCAGAAGTAAATTGTAAGTTTTATGACTTGACCTGTGGTACT 
GAGATAAAAGAACTGAATCATCTAGGAATATTTTTCTGTTCAGAAGTGAAGACGACTCTTAAGGAGAAAAATGGGAAACATTTAAAACATTACA 
TAAGAGTTGTTCATGTAAGAAAACGCTTGGTCACAAATCAGTGTCTGCATTTCAGAAGTTTTATTAGTGGTCATAGGAACTGTGGGTATTTGAA 
AGCAAAGGATTTTATTTAGGGGACTCAGTTGTTTATGGGAACTAACCACTGTTCTTCCTTCACCACACCCCATTGAAATGTACTGTAGATGGCC 
CTAATGTTACTTTTTGAATGTCTAAGGTCTTATGTTGTTGAGCTGGCACTTTTTAGGGCTCTTGGTTTTCAATAATGACTATAATATTATTTTA 
GTTTTCAGTGACTCTAATAATAACATTACACTGATGTTAAATTCAAATTAATGTTCAGACATTACATTGAGCTAGTTTCCTTAGCAGAATCAAT 
GTGAAACTATTGTTTTTTTTGTGTCTATAGCACTTAAAAGCGTGTGTATCCTTTCAGTATGTTGCCCAGCATCTCTCTTGCTAGATTTTGGTTT 
CAACTGGGTATAAATGAACATGCCTTTCTCATTTGCCTTTTAAGGAGCACTTTTTGGATCTCAGTTTCTGCTGCCTCAAAGAGGAGTGTTTAGG 
TGTTTCTTATGGATATCAGTTTCATCTGTTCCTAAAAGAGCCTGCCTCTTCTGATTGGCCATCAGACATCTTCATTTTAGAGTCTTGTCCTAGA 
GCAGTTATCACTTGTAGACTGATATGGAGACTCTCAAAATTTTTACTTTATTTTTGCCTCTCTATAGTCCAAGGCAGATCTAAGATTTATTGGT 
CTTTATGTTGGCATTTTGTGTATTATAGTTTGTAAAATGCATCCACAGAGGGGGAAAAAAATCAAATGTAGTCACTATGAAAAATTGATGAAGA 
TTTGGGACCTGTCATCCTCCCACTACACCATGTCTTCCACCTTCCATCAAATAGCATACATTTTAAAATGAAAATTTCTGAGCTCAGTTTGTCA 
AGTTTTTAAAATTATGTGCCAGACCACTCAGTACAGAAGAGAAAAACACGTTGTAGTGCCTCCGGGTCCCTCAAAATGAACTTGAAATGTGCCA 
CATAATCTGTTTTTTAAGTAAGACTGTCTCCAGAGATGCCTTCCAAATTTGGCAAAACTTTGTGCAGCTTCCTTGGCAGTATGTAAGAACATTA 
ACAAACTAATTTTATTTTTATAGATGTTTTTGGCCCATGATATTTTAAAGTAACCTGCCAGAAATATAAGTGCTGAAATTTATATAGCATGAAA 
TAGGAACATCTGGTAATTCATATATAATTCCACAGTTGTAAGGAAACATAAAAATGTGAATGCCATTTCTTTTAAGTTGGAAATAAAACTCTTA 
ACCTCCTCCATCAATTGTAGAGCCATAGCATCCCCTTGTGGGGTTGTTAGTAACTGCATGAAAACTCAAGAAAAGATTTATTTACCCTCAGGAT 
TTCAGGCAAATTCTTTCTAATGTTGATGTTAAGAGAGTAATCATCAGTAATTTAATTCTGTTGTTTGAAAAGTCTCAAAATAGATTAATTTTTA 
AATTTGAAAGTAAGATTCAAATAATAGATAAAATGAATTAGTGGGTTTTTCTTTTCAACAGAAGCACTTTATACATGATTTTAGACTAGATGAA 

CAAAGCCTCACTCTGTTGTCGAAGCTGGAGTGCAGTGGCATGATCTCGGCTCACTGCAACCTCCACCTCCCGGGTTCAAGTGATTCTCCTGCCT 

CAGCCTCCCAAGTAGCTGGGACTTCAGGCACACACCACCATGCCGAGCTAATTTTTGTATTTTTAGTAGAGACGGGGTTTTAACTATGTTGGCC 

AGGCTGGTCTTGAACTCCTGACCTTCGTGATCCGCCCACTTCGGCCTCCCAAAGTGCTGGGATTGTGAGCCATTGCGCCCAGCCTTTGGTCTCA 

CATTTTTAACGTATCTGTTTAATATTTGAATTTAGAAAATATAACAAGTCTCCTGTNNNNNNl^^ 

NNNNNNNNNNNNNl^^ 

NNNNNNNNNNNNNNNNNN^ 

NNNNNNNNNNNNNNNN^ 

NNNNNNNNNNNNNNNNNN^ 

CAGGCATCCGCCACCACACCCAGCTAATTTTTGTATTTTTAGTAGAGATGGGGTTTCACCATGTTCACCAGGCTGGTCTTGATCTCCTGACCTC 
TTGATCCCCCCGCCTCGGCCTCCCAAAGTGCTGGGATTACAGGCGTGAGCCACCGCACCTGGCCCACGTTCAGTTATTAATAGAACTGCTTCTT 
TATTCTCTCATTTACATAGCATTATGTACAAATAATTGCACTTTGGGTTTGTCTACCTCAATTTTAATTACACAGACGCTATGGTTAGAATTGT 
TTAAATGCTGATTTTTTTCTGTTAAGGGACTGTCAAAACTGCTTACTCTTGAGAGCATAAGGATTGCTTTTATGCCTGTGAATGAAAAGTACAT 
GTTTAGAGCAACTGAATGCTACTTTCAGTTAAAAATTTCTCTTTATTCCCTGTTTCTTTTTCTTTCAAACGGAAATATTTCATTCAAAAACTGA 
CATATATATAT ATGAGTTTTTTGTTTTGTTTT CACTTAG AAATGCCAG AT AGTC CTGAACTATTTAAC AAATCTTGAG C CTTTTCTCTTTAGCT 
CTAATTC ATACAG AATTATTTAATTC AC AAGGATCCTT CAGG C AGTTTATTAAATTG AGCTTTTGTAATAATATTTTAAAATAAT CACATTTAT 
ATAGTTATACAAATGACTATTGATAGTTATTCATATATTTAAGTGGTAATAGTTATACATCACATATATAAATGTTATATGTGTAACATTTACA 
TAGTGATTACTGTGTGCCAGGAACTATTCTAAGTACTTTACTTATAATAACTTTTTTAGGGCTGTTGTAGGGTTTTAATGTGTTAAGACACTAT 
TAATACTCCTTATTTGACAAATGAGGAAAAAGCACAGAGAAATTTAGCAACTTGTCTAAGGTCACACAGCTGGGATTTGAACCAAACTGTTTGA 
CCCCAAAGTTTGTGCTTTTAACCAGTGTACTGTAAGTTTGAACTCTGGCATATTTCTGAATATATTTAAAACTCAAAAACATTCTTTTAAGCCA 
TTAG C AAAG ATTTG AGTGTC C CTTG CTTATAAAATATTATATAAAAG AG AATCAGAG AGTT CCCTACTC ATTTAAAAAATG ATCTTTTC AAGGG 
ATGGGTAAAACAACAACATGTTGTGAAGTCTTTTTTTTTTTTTTTCAAGTAGACATAGATGAGATATTTTGTCTATGGGGATTTCTTATCCTGC 
AAAG AAAAT CCAAGG AAAC AAGTTTAGAAAGTATGGCAGGAGTGAAC C CTT CTGG AGTTCTTAAG C ATC CAAAAAC AATGTATGCATAAAAATG 
AGTAATTGGTATAG CACTACCCTAATT CCT CT ACAT AGAACAATG CTATGTT AAG ACTGTAGGC CTGGTAATTTTCAGTTATATGAGAGT AAAG 
AGGG ATGTC ATAC C C CTCC CTC AGTTATTTGG AGCT AAAGGAAAT AAAGTTGCGCT CTGAGCAAAATTT CTGTAGTAAAAACCAAAAC AGAGTT 
TGTTTTGACTGTAG AGTTC AGAG ACACTGTTTAAG ATGGATAGGG ATGGTC C C AG AG AGG CAGAAC C AGTTGTAACTG AGTAAGCAGTAATACA 
AGTAATGTTAATCTACTGTGCATGGAAAACATTAGTTCAATAGGAGGAAAAGATTCATCTAGAGTAATAAAAAAGGATTCCAAAGAGGTAGGCA 
TGGTACTGCCTATTCAAGCACAATTGAGGGGGTAGGGGATTCTGGTCCAGAAGAATTACTGTTTCCTTGGCAAGACTGTTGTCTTAGCTGAGAG 
ATTCTTAAGGCTGCATAAAACTCCTTGTCATGCCTCTGTACTCACCACAACGCCTTTTGATAATTTGCCTTTCCAAATAGCCTACCAACAGGTA 
AAAAAATACAGTGAAAGATATAGATGAAAACCCTATGGTAAATGGTGATAATTGTTGTAACCAAGTGACAAGCACATGGGGGTGGTGGTAAGAA 
AGGGTGTTCATTATTACTATTATCACTCTTCTCCCTACTTTTGTAAGTGAGCATTTCTATAATAAAATGCATTGGTCACTTAACAATCCAGGTA 
CTTATGCCACTTGACTATATTTCTTTTTCATAAATTTAATAATTGACCTGCTTTTAAGTATATCAGGCTCTGCACTCAGTCATTGCAATTCAGG 

TCCACCTCCTGGGTTCAAGCGATTCTCCTGCCTCAGCCTCCCAAGTAGCTGGGACTACAGGCCTGTGCCACCATGCCTGGCTAATTTTTGTATT 
TTGGTAGAGATGGGGTTTCACCATGTTGGCCAGCCTGGTCTCGAACTCCTGACCTCAGGTGATCCACCCGCCTTGGCCTCjCCAAAGTGCTGGGA 
TTACAGGCGGGAGCCACCACACTTGACCTTCAGGTTCACTTTAGATGTGCTGATAAAACGAGATGTCTGAATTTGCAAGGTTGCCGAACATGCC 
CTGGATTGTGAAAAATTGACCAAAGTATCAATTGTCAGGATGCTTGGTCATCAACCAGCTAAACTTCCTGATGTGGTTTGGCTGTGTCCCTACC 
CAAATCTCACCTTGAATTGTAATCATCCCCACATGTCAAGGGCAGGGCCAGGTGAAGATAATTGAATCATCGGGTGGTTTCAAATCCCCATACT 
GTGCTTGTGGTAGTGAATAAGTCTCATGAGATCTGATGGTTTTATAAATGGGAGTTCTCCTGCACAAGCTCTCTTGCCTGCCGCATGTAAGACG 
TCCCTTTACTCTTCTTTGTCTTCTGCCATGATTGCGAGGTCTCCCCAGCCGTGTGGAACTATGAGTCAATTAAACCTCTTTCCTTTATAAATTA 
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CCCAGCTTTGGGTATGTCTGTATTAGCAGCATAAGGACAGACTAAATACACTTCCCTTAGAGGTACTTCTGAGTCACCTTTGCTAACAGGCTTG 
TTTCTAATTATTTCATTGACCATATCTTTACATCACTATTTCTTAAATCAGACAGTAGATGTTGTGAAGGTTGATCTTCCTCTTTTGTGGGATA 
GTGATGTAATTTCTTGTTGTATTAACCATCCCTTCATCCTTTAAATTTGCCTTGGTTAATTCGCTAGTTGTCTTTTCTGTCTTTATCTTATCTT 
TCTCAAAGCTAATAAATGTT CTATTAAAGCCTTC CT CCTTCT ATTTTTAAATG AATTAATATATT AG AGGAGGTC AT AG CTGATAAATATATAA 
ATTAAGTATTAAAACTACTATTTCTTTTATAAAAAGCATCTCAGCATTCCAGCTAAGTGAAGGAGGAGTGATAGAGTTATAAAATTATCATTTT 
GATGATTAATGGCTCTAAGCCGTGATCATCAGTGGCTGCTGATATTGCAAAAGGAGAAACAACCAGACATTTATGCCTCTTGGTAGAACTACAC 
AGCATTATCAATGAAGC ATTCT TG C CAG AAC ATCAAATCTG AATCT AACCAAGCCT CTAG ATCT AACTACC AATAT AGAGG AAATAC AGAGAGG 
ATGAAGGAATATGGTAAATGACATTGTGGAGGTAGAGATAAGAGTTAACACAATTCCAAAGGTGGAAAACTCTATAGGACCAACAGTGAGGAAT 
CTATAAAAGAGACTTAAGAATGCTATTACCAATTCTAATCTATGGACCTTATTTGGATTCGAACAAACTGTAGAAAAACATTTATGATAAGTTT 
GGGGAAATTTGAATACTAAGTGAATAGTGATGACTTTTTAAAATTATATATGAAATTATACCTGGAAATTGCTTTAAAATAATAATGCAGGAAC 
AGGATGGGAGAGTGAGTGAAGGTATGGCTGAAACAAGATCAGTCTTTTATTAAAAAAAAATCAGTGTATGTATTTTTAAATTTTGTTTGGCATT 

CCAAAGCATTGATTCACTCACTCTCTAGTCAATATGCATGGGAATGTCTACTACTAAGCCCATGTGCCCTATTCTGACCTATCTACTAAAAATA 
AAATCGTGGGTTCAAACAGCAATGCTTAAAAAAACTCAAACTGCTTAAAAATATTGCACCTGTGAATCTGTTTTAGTATTTTTAGGGAATTACT 
TTACTACTGGGCTTTGTAATTTTAAACTTTAGAAAGGCCTTAGCACAGGATTTATAAAACTTGAAAACTATGAGTATAAATAAATAATTCCAGG 
CCAGGCATGGTGGCTTACACCTGTAATCCCAGCACTTTGGGAGGCTGAGGCGGGTAGATCACCTGAGGTCAGGAGTTCAAGAGCAGCCTGGCCA 
ACATAGTGAAACCCTGTCTCTACTAAAAATACAAAAATTAGCCCGGTGTGGTGGCCCGCGCCTGTAGTCCCAGCTACTCGGGAGGCTGAGGCGG 
GAGAATCGCTTGAACCCGGGAGGCAGAGGTTCAGTGAGCCGAGAGCATGCCATTGCACTCCAGCCTGGGTGACAGAGTGAGACTCTGTCTCAAA 
TAATAATAATAATAATAATTCCAAACATTCTACATTCTTAGATAAAATATGTAATTTATTTCTCAAACAGTATAGGGGAAATATTGACAACATT 
TAAAATGCATTTTAATGTATTTTAAAACTTTTTAAATGTATTTTTAAAACATTAAAATGCATTCTTAATGTATTTTACATGTATTGACAAAATA 
TAAGAAAATGCAATTCGTGTCATAATTGTGACATGATACCAAAGGAGAAAATCCCTCCCTTTACTGTAGCAAGTGTATACCATAGAGGCAGTGA 
GTAAGAGAGGAACAGAATAGAGCAGTAACAAGATGAAAATGGAAAGACAAACTCTTCCTCAGTATAAGTAACCAGTGCTATAAATTTGCCGTGC 
CTAGTACAAATGTTGAACAATTGTATAAACAGAGGTTGAGGATTTTCTGCAAATAATAAAAGAAATATCAGTGCAGATTATTCTGGGAGAAGAA 
TGG C AAAGAAAATCCAC AAAAGCATTTTAG C AGG ACTTGGGTAAC AGAGGACTG AG AG AG AGAATTT C CC AGACCC AAAAAGC AAAT AAATAAT 
TTTCCCCAGTCTCTTAGTAAGGAGGGTTGAAATTAAATTCAAAATTTTAATGTTTGCTGTTTATTGCTTTCTGAACACAATTATTTTTAAGTTA 
CTTATGGC CTATTAAGCTGTAT AG C ATTTTCACTTC AC AAG ACAGTACAATTATTTTT C ATTATATTC ATAAATAC CT CT CTTAAAGAACT CGA 
GTCCATTCATTGCATGAATATTATGTACCCGTTAAAAAGAACAAACTGGATCTATGAAAAGTAGTTTCAAAGAGTTAACTAGGAAGTGCTTTCA 
GGTAAAAAAAACAAGATACAGGAGAGTAGAATATGATAACATTTTTGTAAACTGACTAATAGGCTCAGAACTCATTTATAAATGTGTATATATG 
CACACATTTTAAAAAATCTATATAAAATTATATAAGCATGAAGAAAATAGAGAAGGGTCCATAGTAGGTAGTTAACAGGTTCCTAAGAGAAGCG 
GAGGTGCAGAATGGTAGTGTTTTGAAGATAGGAAAAAAGATAAGAGAAAAACAAAGTTAAAAGAGAAAATAAAGAAAACGTTCCTTAAAAAAAC 
AAAAGCATTGATTTGATGACATTGTTTATATATGTATGCATCGTTATCTATTTGTCTATGTGTAGTAAGGATTTTTTAATATTAAATAAAGAAG 
ATTCTGGTTCAAAGAGTGATGAAAATAGTAAGTGGCACTCCACACAGATTCTTTCTTGGTTCTTGAAGTTTGAGCTTCACTACAAAAAGAATCT 
CCATTCAGTTGCTTTTATCTACCCTACAGCGTTTGTTAATAGCAAATCCAAATTTGTAAATTTAATTTGGAGTTATTTCTGAAAATAAATTTTG 
TGGGCAATATGATGATAAGCCACAGGAAAAAAAATATGCAGATAAATATTTATAAATAAATTCCTTTAATATATTCTAATTGTGATAGTTTCTG 
CAGCATAATTTAAAATTATGCTATTTTCAGTGTCCAAATAAGGATGTTATCAGTGTTAGTATTGATCATCTGGCTGCACATAGTAACTTAAAAT 
AATTTTGTTTTAGAATATACTAATAAAAGACATATATAATACAGTTTTTCTGCAGTTTGGTTTCTGGTTATAGTTAAGTAAAGCAAAGATTCAC 
TATTTTATATACAGCACAAGAAAACGCCTTTTTAAAATAATGAATTATTGAAGAATAAGAATACAGTTAAGTTTTTTTCCTGGATGTTTTTAGA 
TATTTTGCTCTAATGGAATAAAGGGGATGAAGTATTTGTAATGGGCATATTATTTTAGATAAATAAATTTTTAAGAGTTTGAACAATTTTTTAA 
CTCCTGGAACTCTTGTGATATGTTGAATGAGTAGCAAACTTTTTTTTTTCCAGTGGTAGAAAGATATATTTTGGCTAAAGCCCAGCAATTCTGA 
AGTTTTAATGACCAAATTAGTTGAGTTCAATTGTTTTTGCCAACTTAGGCTACTTTAAGAGTAAAAATTGCCTTTCTCTAATCCTGATATAGTC 
TAGAAAAAAATAGGTATTTACACTAACAACAAATCATAAATTTCAAATTTAGGCAAGCATATTGCTGAGTATCCCCCCAAAAAGGAAATATGAA 
TACTTGATTGTCAATGGTACTTTACAATTTTTATCAGCCTTCATCCAATTTTGTTTTGTTTTGTTTTTTAATTTTAGATTCAGGGGTATAGGTA 
CAGGTTTGTTACATGGGTATATTGTGTAATGCTGAGGTTTAGGCTTATTATCCGTTCAGCCAAGTAGCGAACAAAGTACCGGATGGTTTTTTCA 
ATCCCTACCCCCCTATCTCCCTCCCCACTTTTGGAACCCCCAGTGTCTATTGTTACCATCTTTGTGTTTGTGCATACCCAGTGTTCAGCTCCCA 
CTTACAAGTGAGAACATAGGGTATTTGGTTTTCTGTTTCTGCATTAATTCGCATAGGGTAGTGGCGTCCAGCAGCATCCATGTTAGTGCAAAGG 
AGATAATTTTTTTCTTTCTGTGAGTGCGAACAAGATTAGTCTTCAGTTGATAATTGTTTAAGCTAGATAATGGGTACATGAGCGTTCAATATTC 

TTAAGTTCAAATTTTTGGAAAAAGAATTTACTTTAAAACAAGGTTACTTACGCATTCTGATATGTCTTATCTACTTTTTTTTTTTTTTGAGACG 
AAGTCTTGCTCTGTCATCCAGGCAAGCCCAGACTGGAGTACAGTGGCGGGATCTCAGCTCACTGCAACTCCGCCTCCTGAGTTCAAGTGATTCT 
CCTGCCTCAGCCTCCCAAGCAGCTGGATTACAGGCACCTGCCACCATGCCGGACTGATTTTTGTATTTTTAGTAAAGACAGGGTTTCACCATGG 
TGGCCAGGCTGGTCTCGAACTCCTGACCTCAAGTGATCTGCCTGCGTCAGCGTCCCAAAGTGCTGAGATTACAGTCATGAGCCACTGCACCCGG 
ACTGTCTTAATTTTCAGCTAAATGCCTCTTTGTTAAATTTAGTTGGTAAAAATTTATTTTTGATAATACATTGGATTTTAAATGTTTACCTTTT 
ATTATCATTTTTTCTAAACCTGCAAGCTAATCAAACTCTTGTTCAACTCCTTTGAGATCTTAATTTCTGTAATATCTATGCTTTTTGTTTCCTG 
GATAAAAATGTGTTTATAGCTTTGTAATCCAATGTATAACCAATATTAGTTTTCTGAAGATGAGTATCCTGCTACTTATGAAGCTTCCTAACTG 
TAAATACTAAGTTGACTTTTTTGGTTTAGTTTTTTTATAACTTAACTCTTAACTTGCCTCATTGGCTTGAATGCATTTCCATCACATGGAATCA 
CTTATATTTTTACTTTAGGTACTTGCTACAGCCAAGAGACAATGGAAACAAGTCATCCAAAACTGATGACCTGGGGTCTCTTCGATTAAATATA 
TGTTATACAGAAGACTACGTGCTTCCTTCAGAGTACTATGGTCCTTTGAAAACTTTGCTGCTAAAATCACCAGATGTTCAAGTATGTTAAGAAT 
CTTAAGGATATGATTTAACACGAAACGGCTAAAATAATTCTATAAATGATAAGGAAAAGATTTCAAGAGTATCAAGTCTTATTAAAACAGTAAA 
AATTATATACATACATATATATACACACACACATTTCTATTTATCTGAACCAGAGTACTATGATTCCTACATGTGCTCCCACAATCATCTCTGA 
T AAAAAATTTCGAAAATT AAATGT CCTGTATAACAGCTTTAGTGAC ATTATTT CAGTTACTTTT AC AGG CTAGTG ATTG AACAGTTAATC ATGT 
TTCCTTGATGTTTGTGCTTGTTTTCTACCTTTCTGTATTTAGCCAATATCTGCCTCAGCTGCTTACATTTTGAGTGAAATATGTCGAGATAAAA 
ATGATGCTGTTTTGCCCCTTGTACGACTGCTGCTGCACCATGATAAACTTGTTCCTTTTGCCACTGCTGTGGCTGAATTAGACTTGAAGGATAC 
ACAGTAAGAGTTATATTTTATTAAATGTTAATTACATGTTGTTGAAATTGGACCTTAGTTTGACAGATTGATTTTGTAGTCTGAATTTTTTTGT 
ATTG ATC AGC CTTACTGTATAGTAGG CTG AAAAG AAGTACTT AACAAAT AACAAAAGG C AGTTAAG CTATGAAAC AGTATTC ACCT AC CTTAAG 
GACAACAATTAATGAAGGATGTTTTTCTTTAACTCAGGAAATTTCATTTGTTACTAATCTGCTTCTTAGTGTAATGGTTCACGTGTCACAAGTT 
AAAACACCAGAGCAGAAGTGTTTTTTTCTTTATTCATTATGTATCACCCTTATATGCATATGTATGACATTCTAAAAAGCAGTCAAGTGACTTC 
TCATTCACGTCATAGTCTAACACTGTTGTTTTTTTACACACAGAGACATACATATACTCCACATTTTTGGTTCATAAACATGATTTGCCTTTTT 
AAAAAAACATATATATATATATATATATATATATATATATACACACACACACACACATATGTATTGAGTTTTTTGTTTGTTTGTTTTTAAGACA 
GAGTCTCGCTTTTTCACCCAGGTTGGAGTGCAGTGGCATGATCTTGGCTCACTGCAGCTTCTGCCTCCTAGGTTCAAGCGATTCTCATGCCTCA 
GCCTCCTGAGTAGCTGGGATTACAGGCACTCGCCACCACGCCCAGCTAATTTTTGTATTTTTGGTAGAGATGGGGTTTCACCATGTTGGCCAGG 
CTAGTCTCACACTCCTGACTTCAAGCGATCCACCTGCTTCGGACCCCCAAAGTGATGGGATAACAGGCATGAGCCATCACACCTGGCCATTATT 
TTAATATATTTTTGGTAAGTTTGAAAAACCTAATGGCAGCAAGCTTTTAAATAAATGGTAAAAATTACTAAAATTGTAGGTCACTTATGCCTTC 
TAGTATGTCTTAATCTATTTCAGCTAAATGCTTCTTTCTTAAATTGGTCAAGTATGTTATATTATTGGTTTCAAAACCTTTGTTTACTACATTT 
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GGTTTCATCTATTTCTATTTCAGAGATGCAAACACAATTTTTAGAGGAAATTCCCTGGCTACCCGATGTCTGGATGAGATGATGAAAATAGTGG 
GAGGGCACTACCTGAAAGTAACATTAAAACCTATTCTTGATGAGGTACAGAATATATCTCCAACAATGATAGTTTGTGGCCTTATGATAGTTGT 
TCTTTTATCAAGTGATCTATTGATGGGAAGGATTTATTCATTCATGTGTTACTGAAAAAATAGACTGAACACTTTAGAAGCAAATTATTTACTT 
GTCTGTCAATGGATTTTTACTCAAAAGGTACAGTATAGTATAATCTACATTATTTCTTTGTTATGGGATTTCTATTTTAGCTAGAGTTTCAAAT 
ATATGACAAATAGTTTTTGATATCATGTTTTAAGAAAATTGTATATGTTATCCCTGCATAGGACATTTTACGCTTTGCTACAGTTTAAATTTCT 
ATAATTAACTTTTATTATCAGAAAAATAAGTTATTTTCATTTTGTCAGACTACTTAGAAAAAAATCATTAACTGAAAAATTTATTTTTCAGATA 
TGTGACTCCTCAAAATCCTGTGAAATCGATCCTATTAAATTGAAAGAGGGAGATAATGTAGAAAATAATAAGGTAAGTCCTTGTTATATTATTT 
ATAATTGCATTAAAATTGGTCTTAATGGTGTACCTTTCTCCCACTTACATTATGATAAAGCCATATAGAGGGAAGCAGTGCTGTTTATTCTTCA 
CATAAGCCTTTATTATTAGCAGCACTTCCAGCTCCTAGGATTAGTTTTTAGAATGTTATTTCCTCAGTGGTTTCACTTTATTTTTGTTCTTGAT 
TGTCTCTTTTTGGCTCTAGTAACAATAGTGAACTTAAGCTATAGCTAGTTGCAGCCCCCGTTCTAGCCATTCCTTTGGGCTCAAACTGATCAGG 
CTAAGTGACACAGTGACTTTATCAGTCAGTAGTTTCAGTGGCCTCTGAAAAAACAATGATTGTGTTAGGGTCACAAATTTTTATTGCAGTGGAT 
AATAGTGTCACAATGTCCTTGTGCTTGTGTATCCGAGTTATTTTGTGATTTCCTTTTGGATCATTTTATTCCCTCTTGCTTCTTGTGAGGTTTA 
TTCATAGATTCACCTCTTACGCCTAGCAAATCTAAATTTAATTTATTAAATTAAGTCA 

HUMAN SEQUENCE - mRNA 

GCGAGGTTCGAGTGTTGGAGAGCCTGCGGGGCAAGATCTGTGAAGCAAAAAATTTATTGCCATATCTTGGACCCCACAAAATGAGAGATTGTTT 

CTGTACCATAAATTTGGACCAGGAAGAAGTTTATCGTACCCAAGTTGTGGAAAAATCTTTAAGCCCATTTTTCAGTGAAGAATTTTACTTTGAG 

ATTCCAAG AACTTTCC AGTATTTGT GTTT CTATGTTTATGATAAG AATGTTTTAC AAAG AGATCT C CGT AT AGG AAAAGTAGC CAT C AAAAAAG 

AAGACTTGTGTAATCACAGTGGCAAAGAAACTTGGTTTTCATTACAGCCTGTTGACTCCAATTCAGAGGTTCAGGGTAAAGTTCACCTTGAATT 

AAAACTGAATGAACTGATAACGGAGAATGGAACTGTATGCCAGCAGCTTGTTGTACACATCAAGGCATGCCATGGGTTGCCTCTCATAAATGGC 

CAAAGCTGTGACCCTTATGCAACAGTTTCTCTAGTGGGCCCTTCTAGGAATGACCAAAAGAAGACAAAAGTAAAGAAGAAAACAAGCAATCCGC 

AGTTTAATG AAATCTTTTATTTTG AAGTAACCAGAT CC AGTAGTTACAC C AG AAAGT CC C AGTTCC AGGTAG AAG AGGAGG ACATTGAAAAGCT 

AGAAATCAGGATCGACTTGTGGAACAATGGAAACCTAGTCCAAGATGTTTTCCTAGGTGAGATTAAGGTTCCTGTGAACGTATTAAGAACTGAT 

TCCTCTCATCAAGCCTGGTACTTGCTACAGCCAAGAGACAATGGAAACAAGTCATCCAAAACTGATGACCTGGGGTCTCTTCGATTAAATATAT 

GTTATACAGAAGACTACGTGCTTCCTTCAGAGTACTATGGTCCTTTGAAAACTTTGCTGCTAAAATCACCAGATGTTCAACCAATATCTGCCTC 

AGCTGCTTACATTTTGAGTGAAATATGTCGAGATAAAAATGATGCTGTTTTGCCCCTTGTACGACTGCTGCTGCACCATGATAAACTTGTTCCT 

TTTGCCACTGCTGTGGCTGAATTAGACTTGAAGGATACACAAGATGCAAACACAATTTTTAGAGGAAATTGCCTGGCTACCCGATGTCTGGATG 

AGATG ATGAAAAT AGTGGG AGGG C ACT AC CTGAAAGTAAC ATTAAAACCT ATTCTTG ATG AG ATATGTGACT C CT CAAAATC CTGTGAAATCG A 

TCCTATTAAATTGAAAGAGGGAGATAATGTAGAAAATAATAAGGAGAATCTGCGCTACTATGTAGACAAGTTATTCAATACAATTGTAAAATCA 

AGTATGAGCTGCCCCACTGTAATGTGTGATATCTTTTATTCTCTAAGGCAGATGGCTACTCAGAGATTTCCTAATGACCCTCATGTTCAGTATT 

CTGCAGTGAGCAGCTTTGTATTTCTTCGTTTCTTTGCTGTAGCCGTAGTATCACCTCATACTTTTCATTTGCGACCTCATCATCCAGATGCACA 

GACAATTAGAACATTAACTCTCATCTCAAAAACTATACAAACTTTGGGAAGCTGGGGGAGTCTGTCCAAAAGCAAGTCAAGTTTCAAAGAGACA 

TTCATGTGTGAATTTTTCAAAATGTTTCAAGAAGAAGGATATATTATAGCAGTTAAAAAGTTCTTGGATGAAATTTCATCTACTGAAACTAAAG 

AGTCCAGTGGTACGAGTGAGCCTGTGCACCTGAAAGAAGGTGAGATGTATAAAAGAGCTCAAGGAAGAACTCGGATTGGAAAAAAGAATTTTAA 

GAAACGATGGTTCTGCTTAACAAGCAGAGAGCTCACCTACCACAAACAGCCAGGCAAAGATGCAATCTACACAATCCCAGTAAAAAACATTC 

GCTGTGG AAAAACTGG AAGAGAGCT CTTTCAACAAG AAAAATATGTT CCAAGTAATACATACGGAG AAACCACTCTATGTC C AGG C AAAT AACT 

GTGTAGAAGCTAATGAATGGATAGACGTACTCTGCAGGGTGAGCCGATGCAATCAAAACAGGCTCAGTTTTTATCATCCCTCTGTGTATCTAAA 

CGGAAATTGGCTCTGCTGTCAGGAGACTGGTGAAAACACTCTCGGCTGCAAGCCATGTACTGCAGGTGTCCCTGCAGACATCCAAATAGATATT 

GATGAAGACAGAGAAACAGAAAGAATTTATTCCCTTTTTACCCTCAGTTTACTTAAGCTGCAGAAGATGGAAGAGGCTTGTGGAACTATTGCAG 

TCTATCAAGGACCACAGAAAGAGCCTGATGATTATTCTAACTTTGTAATCGAGGATTCTGTAACAACCTTTAAGACAATTCAGCAAATAAAAAG 

CATAATTGAGAAGCTGGATGAACCTCATGAAAAATATAGGAAGAAAAGATCCAGTAGTGCAAAATATGGGAGCAAGGAAAATCCAATTGTTGGG 

AAAGCATCTTAGAGTTTAACAGATTGGTTCAGAAGAACTGGAAAATATTATTTT 

HUMAN SEQUENCE - CODING 

ATGGCGGCGGCGGCGCCTGCTGCTGCGGCGGCTTCTTCCGAGGCGCCAGCGGCGAGTGCGACTGCAGAGCCCGAGGCCGGGGACCAGGACAGTC 
GCGAGGTTCGAGTGTTGCAGAGCCTGCGGGGCAAGATCTGTGAAGCAAAAAATTTATTGCCATATCTTGGACCCCACAAAATGAGAGATTGTTT 
CTGTACCATAAATTTGGACCAGGAAGAAGTTTATCGTACCCAAGTTGTGGAAAAATCTTTAAGCCCATTTTTCAGTGAAGAATTTTACTTTGAG 
ATTCCAAGAACTTTCCAGTATTTGTCTTTCTATGTTTATGATAAGAATGTTTTACAAAGAGATCTCCGTATAGGAAAAGTAGCCATCAAAAAAG 
AAGACTTGTGTAATCACAGTGGCAAAGAAACTTGGTTTTCATTACAGCCTGTTGACTCCAATTCAGAGGTTCAGGGTAAAGTTCACCTTGAATT 
AAAACTGAATGAACTGATAACGGAGAATGGAACTGTATGCCAGCAGCTTGTTGTACACATCAAGGCATGCCATGGGTTGCCTCTCATAAATGGC 
CAAAGCTGTGACCCTTATGGAACAGTTTCTCTAGTGGGCCCTTCTAGGAATGACCAAAAGAAGACAAAAGTAAAGAAGAAAACAAGCAATCCGC 
AGTTTAATGAAATCTTTTATTTTGAAGTAACCAGATCCAGTAGTTACACCAGAAAGTCCCAGTTCCAGGTAGAAGAGGAGGACATTGAAAAGCT 
AGAAATCAGGATCGACTTGTGGAACAATGGAAACCTAGTCCAAGATGTTTTCCTAGGTGAGATTAAGGTTCCTGTGAACGTATTAAGAACTGAT 
TCCTCTCATCAAGCCTGGTACTTGCTACAGCCAAGAGACAATGGAAACAAGTCATCCAAAACTGATGACCTGGGGTCTCTTCGATTAAATATAT 
GTTATACAGAAGACTACGTGCTTCCTTCAGAGTACTATGGTCCTTTGAAAACTTTGCTGCTAAAATCACCAGATGTTCAACCAATATCTGCCTC 

TTTGCCACTGCTGTGGCTGAATTAGACTTGAAGGATACACAAGATGCAAACACAATTTTTAGAGGAAATTCCCTGGCTACCCGATGTCTGGATG 
AGATGATGAAAATAGTGGGAGGGCACTACCTGAAAGTAACATTAAAACCTATTCTTGATGAGATATGTGACTCCTCAAAATCCTGTGAAATCGA 
TCCTATTAAATTGAAAGAGGGAGATAATGTAGAAAATAATAAGGAGAATCTGCGCTACTATGTAGACAAGTTATTCAATACAATTGTAAAATCA 
AGTATGAGCTGCCCCACTGTAATGTGTGATATCTTTTATTCTCTAAGGCAGATGGCTACTCAGAGATTTCCTAATGACCCTCATGTTCAGTATT 
CTGCAGTGAGCAGCTTTGTATTTCTTCGTTTCTTTGCTGTAGCCGTAGTATCACCTCATACTTTTCATTTGCGACCTCATCATCCAGATGCACA 
GACAATTAGAACATTAACTCTCATCTCAAAAACTATACAAACTTTGGGAAGCTGGGGGAGTCTGTCCAAAAGCAAGTCAAGTTTCAAAGAGACA 
TTCATGTGTGAATTTTTCAAAATGTTTCAAGAAGAAGGATATATTATAGCAGTTAAAAAGTTCTTGGATGAAATTTCATCTACTGAAACTAAAG 
AGTC CAGTGGTACG AGTGAG C CTGTG CACCTG AAAGAAGGTG AG ATGT ATAAAAG AGCTCAAGG AAGAACT CGG ATTGGAAAAAAGAATTTTAA 
GAAACGATGGTTCTGCTTAACAAGCAGAGAGCTCACCTACCACAAACAGCCAGGCAAAGATGCAATCTACACAATCCCAGTAAAAAACATTCTT 
GCTGTGGAAAAACTGGAAGAGAGCTCTTTCAACAAGAAAAATATGTTCCAAGTAATACATACGGAGAAACCACTCTATGTCCAGGCAAATAACT 
GTGTAGAAGCTAATGAATGGATAGACGTACTCTGCAGGGTGAGCCGATGCAATCAAAACAGGCTCAGTTTTTATCATCCCTCTGTGTATCTAAA 
CGGAAATTGGCTCTGCTGTCAGGAGACTGGTGAAAACACTCTCGGCTGCAAGCCATGTACTGCAGGTGTCCCTGCAGACATCCAAATAGATATT 
GATGAAGACAGAGAAACAGAAAGAATTTATTCCCTTTTTACCCTCAGTTTACTTAAGCTGCAGAAGATGGAAGAGGCTTGTGGAACTATTGCAG 
TCTATCAAGGACCACAGAAAGAGCCTGATGATTATTCTAACTTTGTAATCGAGGATTCTGTAACAACCTTTAAGACAATTCAGCAAATAAAAAG 
CATAATTGAG AAGCTGGATG AAC CT C ATG AAAAATATAGG AAGAAAAG ATC C AGTAGTGC AAAATATGGG AGCAAGG AAAATCC AATTGTTGGG 
AAAG C ATCTT AG 
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TABLE 13 



MOUSE NOMENCLATURE 
ICSGNM Gatal 
Celera mCG39S4 

HUMAN NOMENCLATURE 
HGNC GATA1 
Celera hCT10890 

t 

MOUSE SEQUENCE - GENOMIC 

TGCCTATAGTTTC AGAGG CTG AGTC CATTAT C ATTGTGG AAG C ATAGCAG AAGG CAG ACAGG AGTTGGGG C ACTATCTGAG ACCTTGATATCCT 
GATCCATAAGGCAAAAAGAGACACATGAGCTTTTGAAGCTTCAAAGCCCAGCCCAGCCCCAGTTGACACAGGTCCTCCAACAAGGCTACTCCTC 

TTTTAGTTTTCAAGACAGGGTTTCTCTGTATAGCCCTGGCTGTCCTAGAACTCAAACTGTAGGTAGACCAGGCTGGCCTGAATTCAGGAATCAG 

CCTGCCTCTGCCTCCTGAGTACTGGGATTAAAGGTGTGCACCACCACTGCCTGGCTGGGCCATTGTTATTCAAACCACCGTGTGTGTGTGTGTG 

TGTGTGTGTGTGTGTGTGTGNNNNNNNNNNNNNNNNNNNNN^ 

NNNNNNNNNNNNNNNNNNN^ 

NNNNNNNNNNNtJNNNNNNNNNN^ 

NNNNNNNNNNNNNNNNNN^ 

NNNNNNNNNNNNNNNNNNNNNNNNN^ 

NNNNNNNNNNNNNNNNNN^ 

NNNNNNNNNNNNNNNNNNNN^ 

NNNNNNNNNNNNNNNNNNN^ 

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN^ 

NNNNNNNNNNNNNNNNNNNNN^ 

NNNNNNNNNNNNNNNNNNOT 

NNNNNNNNNNNNNNNNNNNN^ 

NNNNNNNNNNNNNNNNNNNNNNNNN^ 

NNNNNNNNNNNNNNNNN^ 

NNNNNNNNNNNNNNNNNNNNNNNNN^ 

NNNNNNNNNNNNNNNNNNNNNN^ 

NNNNNNNNNNNNNNNNNNNNNNNNNNNN^ 

NNNNNNNNNNNNNNNNNNNNNNNNNN^ 

NNNNNNNNNNNNNNNNNNNN^ 

NNNNNNNNNNNNNNNNNN^ 

NNNNNNNNNNNNNNNNNNNNNNNNNNNNN^ 

NNNNNNNNfcTNNNNNNNNNN^ 

NNNNNNNNNNNNNNNNNNNN^ 

NNNNNNNNNNNNNNttfNNNNNNN^ 

NNNNNNNNNNNNNNNNNKfNNNNN^ 

NNNNNNNNNNNNNNNNNNNNNNNNNNNN^ 

NNNNNNNNNNNNNNNNNNNN^ 

NNNNNNNNNNNNNNNNNNNNNNN^ 

NNNNNNNNNNItfNNNNNNNN^ 

NNNNNNNNNNNNNN^ 

NNNNNNNNNNNNNNNNNN^ 

NNNNNNNNMNNNNNNNNNNNN^ 

NNNNNNNNNNNNNNNNNNNNNNNNN^ 

NNNNNNNNNNNNNNNNNN^ 

NNNNNNNNNNNNNNNNNNNNNNNN^ 

NNNNNNNNNNNNNNNNNNNNN^ 

NNNNNNNNNNNNNNNNNNNN^ 

NNNNNNNNNNNNNtHSINNNNNNN^ 

NNNNNNNNNNNNNNNNNNNN^ 

IsfNNNNNNNNNNNNNNNNNN^ 

NNNNNNNNNNNNNNNNN^ 

NNNNNNNNNNNNNNNNNNNNNNN^ 

NNNNNNNNNNNNNNNNN^ 

NNNNNNNNNNNNNNNNNNN^ 

NNNNNNNNNNNNNNNNNNNNNNNNNNN^ 

NNNNNNNNNNNNNNNNNNN^ 

NNNNNNNNNNNNNNNNNNNNNNNNNNN^ 

NNNNNNNNNNNNNNNNNNNNl^^ 

NNNNNNNNNNNNNNNNNNNNNN^ 

NNNNNNNNNNNNNNNNNNNNNN^ 

NNNNNNNNNNNNNNNNNNNNNNNN^ 

NNNNNNNNNNNNNNNNNNNNN^ 

NNNNCTGGGTGCAGTGCTGGATATCTACAGGCCCAGTCTCAGTACTGAGGCTGAAGCAGGAAAGGCTGCACAGTTGAGGTCAGCCTGGTATACA 
GCCGAAACCCTCGTCTCAAAAAACTAACATGATTTTGTGTTTTGTCAAGATAATTGCTTGTTTCAGGTTGCTCTGCCTGATTAGTTTTCTTGTG 
TTTGTGGTGGGTTTTGGTATTTGTTTGTTTATTTGTTTTTGAGACCAGGTTTCTCTGTGTAGCCCCAACAATCTTGGAACTCTATAGATGGGCC 
TTGGCCTTGAACTCACAGGGACCTGCCACCTCCGCCTCTGCCTGGAATGAAAAGGTGGGAATTAAAAGCGTGCAGCCTCACCTCCTGACACTGT 
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TGTTTTGAGAGCTTCCCACTTTAGCCTGGCCTTGAACTCAAAGTAATCTTCTTGTCTCAGCCTCCCAAATACCAGGATAACAGGCATGAGCCAG 
GGTGCCTGATTTCCGATGCTTTCCTTGTGCATACTCATGTGTATTCAGATGCCCGTGAACGTGTCAGTGTGTTCACATGGAAGGCCAAAACTGA 
TGTTGAATGTCTTCGCCAATCATTTTCCACTTTACTGAGGCAGGTTCTCAGGGAACCTGGAGCCTGTCGATTTGGACTAGTCTCACCTGCCACC 
CTGTTCCAGGGATTCTGTCCCCATCCTTCTACTTGCTGGCATGATAGGTAGACAATATGTCTGTACCACTATGCTCTTGATGACTAGGGAGTGG 
AGTCTTATGAAAGTCAAGGTTATGGGGTGTGGTGGTACACCCTGTTAAGTCCCACATCAGGCAGCTCACAATGCCTCTGCAGCCTGCGTTCAAG 
GGGATCTAGTTCTCACTTCTGGCCTACACACACAGACACACAGACACACGGACACACAGGCACACAGACACACTGACACACTGACACACAGGCA 
CACAAAGAAAAAAGTTATCTTTTAAAAACCAAAGTCAGTTGAGTGCAGTGGCATGTGCCTTTAGTCCCAGTGCTTGGGAGGCAGAGGCAGGAGA 
ATCTCTGTGACTTCAAGGCTAGTCTGGTCTACTTAGTAAGCTCCAGGACAGCCATGGCTACACAGAGAGCTGCTGTCTCCAAAATGTTAATTAA 
TTAAAAAAATAAAACTAAAGTAAAACATTTATTCAAGTACATAATTATTGTAAAGTTCTGAGACTAATTCCTTTACAACTATGGTTAAGTAAAC 
AACTACTGACTTAGGTGTTCTGGGATATTTGAAATTCTACATATCTGTTGCTACACATATATACACGCACATACACATCTTGAGGCTAAATTAG 
GATATGTGTCTAAGTTTTTCCAAGTGTTAGGCAAAAGTTTGTGTGTTAAAAGTGTGTAGGTTTAATACATTAAGGCAGTCAATAATATTCTCTA 
AACATGATGCATTGTGTGAAAACCTTAAACACATCATTACTAAACCATGTGACATTTCTGCTGTATATTTAGTAAAATTCAGGATTATCGGCTT 
GTTTTATTTTTAATTATGTGTCCATAGTTAATTATTTGAGTATATATATATATATATATATATATATATATATATATATATATATATATATATC 
TGTGTAGGAGCATTGTAGACATGAGTACAGGCCCTTGGAAGCCAGATCCCTCAGCTAAACCATCTCTCCAGCTCCTTGTTTTGTTTTATGAGAC 
AGGGTTGTGTTACATAGTACTGGCTGATCCAGAAGTTGCTATGTAGATCAAGCTTGAGTAAAACTCACCACATAGTCAAAACTGGCCTTGAACT 
CCTGGTTCTCCTGCCTCTACCTCCAATATACCATCATGCCCCAGTCAGGTGCCATTTGTATACTTCTCACACTTAAAATCTGGCCTGCAGCAAG 
ATGTGGCAGCTTATATCCATGAGTCAAGCACACGCAGCCCCAAGTCTGACACGAGAGGATCACCAGAAGTTGGAGGCCAGCTTAGGCTGGCCTG 
TAGTGTATGGTTCTGTCTCAAAAGAGAAAAAAAAGGAGAAAAGGAGTAAAGAAAGTGTAAAAAGCTTTGGGCTAGGGGTACAGCTCAGTTGATA 
GATCACTTGCCTAGCATGTGCAAGGCCATAGGTCTATTATTAAATCTGGGGGAATCACATCATGTACCCCAACTCAGGTGTGGCCATCTGTTGT 
CAATAAGCTATTTAAAAGAGGCAAATTAAAAGTGAAAAGCAGAGCCGGGCGTGGTGGGGCACGCCTTTAATCCCAGCACTCTGGAGGCAGAGGC 
AGGCGG ATTTCTG AGTTTGAGGCCAG CCTGGTCTGC AAAGTG AGTTC CAGGACAGCC AGGGCTATAC AGAGAAAC CCTGT CT CGAAAAAACAAA 
ACAAAACAAAAC AAAACAAAACCCAAAAAGTGAAAAGC AAAAAAAAGTGATTTAGTC AATCAGGC CAC ATTGGGAAG AGGGAT AAAGAC CTC AA 
T ACAAGTGCTT CCTTCGAATAGCTTCAATT CTACC AGACC AGTCCCAATTCTAC GAG ACC AGTCCCAATTCTGAGCTGG CACATGGTGTCTATG 
TCTG AAACAAAAGG AT AAATACAGTGACCGTAGGG ATGG GAG CT ACAATATAGTGTGGGGTACCACAC CT AAGAATCATTTTCCATGGCTCTTA 
GTTACTGTTGGAAGGGGTGGGACAAGCAACTCCATTTCACTGGCTTGAGACAGGCTCCCATCAGGAGGTCTACACTGGCCTCAAATTTGGGATC 
TGCTTGTGTCAGCTTCCCAGGCAAGTGCTACCATGCCTACTGTGACTTTATTTTCAGTCTGACCATCTCTCTACCCCCCATCTCTGAACAAATA 
TTTTCTGAAGACATTGCTAATTGACCATCTGGTGGTTTGCTTTCCAAAGTCCCATGATGCCAGGCAAAGACTCCTTCTGGTTGGTCTGCTTTGA 
ACCGCTTTGGGAGCGTAAATGAGAGATGTCAGGAGCTAGAACTAGTCAGCCTTTCAGGCCTGATTTAAACAACTGGGATATAGAGGGATTGGCT 
CCGAGGTCAGGTACACCTGAGGTCCATTCACTTGTCCTGTGGCTAATGTCCTGGTGTCTCAAAAATGCTGTTCGGGTTCATTTGTCAAAAGCCT 
GACTTCTGTAGAACGTTAACAGACAGTTCACTTATAAGGCTCTGCAAAACAGAGTTAGTGGGCTGGAGAGATGGCTCAGTGGTTAAGAGCACTG 
ACTGCTCTTCTGAAGGTCCCGAGTTCAAATCCCAGCAACCACATGGTGGCTCACAACCATCTGTAACAAGATCTGATGCCCTCTTCTGGAGTGT 
CTG AAG ACACCTAGAGTGTACTTAC ATATAATAAATTAATAAAT CTTAAAAAAAAAAAACAG AGTTAG C AGGTATTTCGCAAC CAGTAACTATA 
ACACAGTACACAAACACTAGTTGGGGCTGGNNNNNNNl^^ 

ACCCTTGTCCCCACCCACCTGTTACTCTTCTCAGAGGAAGCCAGTAGCTTTGGGGTGATTTCAAAAGTTGGGCGGGGATGGCAGAGATAAGCAG 
TGTGGGGGCAGGAGTACTGACCCCCCCCCCATAGAACAGGGAGGAACTAACGGGGCCCACAGTCTGCAGACACAAGTGAAGTGGGGGAGGGGAT 
AAAGCCGGAAACCACGGGGTTTCTGAGAAAGTCAGATGGCAAGATACAACAGATAGGGATGAAGTTGGGGAGCACAGAAGGGTGAACCCCAAAC 
TCCT ATGGG AGCTGTC AAGGGGTCC AAGGG ATCTTGGTC CTG C ATTCTGC CTCTG CAGAAGG AAAGAAAGGAAGGGGAAGAGAGAATAAAAAG A 
GGAAATGGAGG AGG C CTTGAAGAATGGGAG AAAGAGAAGCAAAGGCTTGC CGG AGG AGG AGAAAGAGG AAGGTTAG AAGGAAAGTAAAGGAGG A 
AGGAAAGAGGAGACACAGAAAGAGGAAGAGAAATATGGTACATGAAAAGGAGGGACAGGAGGAAAGAGGTGCGAGGGAAGGGACCAACAGAGAA 
AGGAAGGGAATACAAGACAGTGGAAAGAGGAAAAGGGGAAGAAAAGAGGGAAGAAGGAAGACCTGGAGAGACCTGGAGATGAGGAAGATGGGAG 
GAGGGATAGGAGAGGAAGAAGAGGGACTCAGAGGCAGCAAACTGATGGAGTAGTAGAGGTATGACAGACAAGAGGCAACAGGAGGATGGGGAGA 
GATCAGAGGAAGATGGGAGAAAGGGACAAAGGATGATGGAAGAAGACAAGAGACATGACAGCCTAGGGAGGGATGGAAGGGAAGGGGAGAAAAA 
TAATCTGAGAGCCCAAAAGGAGACACACAGAGTCTCAGTGACIAGATTCGGAGAAAGAGAAAAAA^ 

ACGCCTTTAATCCCAGCACTTGGGAGGTGGAGGCAGGCAGATTTCTGAGTTTGAGGCCAGCCTGGTCTACAGAGTGAGTTCCAGGACAGCCAGG 

G CTACACAG AGAAACC CTGT CTCG AAAAAAAAG AAAG AAAGAAAAAAG AAAAG AAAAGAAAAG AAAAGAAAAGAAAAG AAAGG AGGG AAG AG AA 

TGTTTCTGTGTCTCACAACCCTTTCTGTCCTCACAGGTTCAACCCCAGTGTTCCCATGGATTTTCCTGGTCTAGGGGCCCTGGGGACCTCAGAA 

CCCTTGCCCCAGTTTGTGGATTCTGCCCTGGTGTCCTCACCATCAGATTCCACAGGTTTCTTTTCCTCTGGGCCAGAGGGTTTGGATGCAGCAT 

CTTCTTCCACTTCCCCAAATGCAGCCACGGCCGCAGCATCAGCACTGGCCTACTACAGAGAAGCTGAGGCCTACAGACACTCCCCAGGTAACTG 

TTGGGTGGCTGCCTTGGCACTGGCTGGAAGCTGTCAGGGTTGCCATAGAGATGGTTAGCTAGTTCACAGTTCTGTGAGGTCATCTTGGAAAGAG 

TTAGAAGCTCTGTGGATAGGTGTACCGCCCCATTTGTACCAATCCTCGTCTCTGTCTGCCATACTGTAGTGAGCACACGGAGAAGCCAGGCTGG 

AAGTGTGTACGAAGCTGTCTTATTTGTCACTTGACCTGCAGCCTCTTGGTCTCAATATCAAAAAGGGATGGAGGGGATCGTCCTTGCTATAGTG 

ACCAGAGGG AC ATAGAACT C CGAAGT C AC CC AAGCAGCAAGAGACT ATTGTAGG AAG AC C AGAAAACTAGCCACCATGTTGGGAC AGACG AACA 

CCATTTCACTGTAAAAGTAGGACTACCTAAGGTTTGCTGTTCTTTCCTTTTCCTCTCTACCCCTTCAACAGTCTTTCAGGTGTATCCACTGCTC 

AACAGTATGGAGGGAATTCCTGGGGGCTCACCTTATGCTAGCTGGGCCTATGGCAAGACGGCACTCTACCCTGCCTCAACTGTGTGCCCCAGCC 

ATGAGGATG C CC CTTCCCAGG C CCTGGAAG AC CAGG AAGGG AAG AGCAACAAC ACGTT CTTGG AC AC CTTG AAGACGGAG CGGCTGAGTCCAG A 

CCTCCTGACGCTGGGGACTGCACTGCCTGCATCGCTCCCTGTCACCGGCAGTGCTTACGGGGGAGCTGACTTTCCCAGTCCTTTCTTCTCTCCC 

ACTGGGAGCCCTCTCAGCTCAGCAGCCTATTCTTCCCCCAAGTTTCATGGAAGCCTGCCATTGGCCCCTTGTGGTGAGGCTTTCAAAAAGGGAC 

CAGGAGGTTGAGTTGGGCTAGGTGGCTCAAGACATAGCTAAGCTGACCGAGCCTTGCTTCCTTTTCTCTCCATCTACCAGAGGCCAGAGAGTGT 

GTGAACTGTGGAGCAACGGCTACTC C ACTGTGG CGGAGGGNN^mNNNNNN]^^ 

NNNNNNNNNNNNNNNNNNNNCAGTGGTGGTGCATGCCTTTAATCCCAGCAC 

CCTGGTCTACAGAGTGAGCTCCAGGAACAGCCGAGGCTACACAGAGAAACCCTGTCTCGAAAAACCAAAAAAATTTAAAAAAGACTTATTTAAG 
AACGCCACCTGGGCTGGTGAGATGGCTCAGTGGGTAAGAGCACCCGACTGCTCTTCCGAAGGTCCGGAGTTCAAATCCCAGCAACCACATGGTG 
GCTCACAACCATCCGTAACAAGATCTGACTCCCTCTTCTGGTGTGTCTGAAGACAGCTACAGTGTACTTACATATAATAAATAAATAAATCTTA 
AAAAAAAAAAAAAAAAGAACG CC AC CCAACT CATACTGGTC CCGGCACTATTATACTTGCC CTCTT CCTTATC CTTTC CCC ATAGGG ACCATCC 
ATCCCTTTCCCATGCAGGAACCCCGCTACCTACCTAGAACTCCCATCCAAGGCCAGGAATTTTTACAGCTTCCCCAAGGGATTCTTGTGTTTGT 
TTTGTTTTGTTGTCTGATTTATTGATTGATAGATTTGGTTTGTTTTTTGTTTGAAATGGGGCTTTGCTATATAGCCCTGGGTGGCCTGGAGCTA 

ATATGTGGTCAAAGTCTAAAACTAGAGATAGAAGAAGTCTTGCATAGCTATAGAAAAGAAACTCCTTGCTGGGCAGTGGTAGTGCATGCCTTTA 
ATCCCAGAACTGGAGACAGAGGCAGGTGGATCTCTTGTGAGCTCAAGGCCAGCCTGGTCTACAGAGAAAATTCCAGGAAAGCCAGGCTACACAG 
TG AAAGC CTGTCTTGAC AGAT AAATACACAGATACATAGATACATAG ATG AATAAACTTCTT ATC CC AG ATAGG AAGC CTTT C CTTAATAGG AC 
TCTCATCCCTTAAGCTCTTTTCTCAGGCCCTGTAAGGCCCTGTCCCCGAATCCTACCTCTCCCCTACCCCCAGCACTAATCTCCTGTCCTTTTA 
TTCCTCAGATTGTCAGCAAACGGGCAGGCACCCAATGCACTAACTGTCAAACGACCACTACAACACTCTGGCGGAGGAATGCCAGCGGAGATCC 
GGTATGCAATGCCTGCGGCCTCTATTTCAAGCTCCATCAGGTATGCTATCCTCCATGTTGCTTCCTGTCCTCCAAGCACACTCCCGGCTCCTCA 
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TCCAGCCCTCATCTACCTTGAGCTGTCTTCCTCTGCCTTTGCTTCCTCCCTCTTTGCTCCTCTTTCTCTTCTCAGAAGTTGTGTACTTGCGCCT 
CCTTGCCCAATTTCCACGGCTTCCACCTCAAGCCTCCTTCCATCTGTCCTCTCTTTCCTCCTTGCCACCTCCCGTGATTTGAGTCTTGGCTACC 
TCTTACCAGTGTAGGAGGATATTCTGAGCTGAGATCAGGGCCACACACAAGCACAGGTCTCACCTCCCTAGCACACCCTGGGTATATTACTCTA 
GCCATTGAACTAATTCCCCATTCTTAACAAAGTGGTGTTAAGAGACTGTCCCTAGCCCAGCTACATCAGCACAAAGGGCTGGAGCTGGTAACCC 
CTGTGGTGGTCTCCGTTTCTACAGGTGAACCGGCCACTGACCATGAGGAAAGATGGAATCCAGACGAGGAACCGCAAGGCATCTGGCAAAGGGA 
AAAAGAAGCGGGGGTCGAATCTGGCTGGAGCGGGAGCGGCTGAAGGACCAGCTGGTGGCTTCATGGTGGTAGCTGGTAGCAGCAGTAGTGGGAA 
TTGTGGGGGAGGTGGCCTCAGGCTTGGCACTGGGC^CTGCAGGTACTGCCCACCTCTATCAAGGCCT^ 

NNNNNimNNNNNNNN^ 
NNNNNNNNNNNNNNNNNNNNN^ 

GCAGGTATAATATGTCACAACTGAAACTCATGATGCACCAACGGAACTGTGTATCTGAAGCCTTGTGGAGGGCATCCAGGTGGCCCCATATGTC 
ATCGTAAGATGCTGGATGACTGATTACTTGTGGATGAGGTGGCGGGAGATGGCAGGGTGTCATCAAGTTGCAGGTAAAACAGCATGTGGAGCTG 
TGCGTGCAATAAGAGGTGAGGAGACATGGAAGGCTGTAAAGGTGTGCTTGTGCATGACTGGGCTATCGTTGACACAGTGTGACGACACATAAAC 
TGGACATTTTTGAAACACTGAGCAAGAACTGAAGTGTAGGATTGTCCTGAAATCAAGGCCATTGAGGGCTACAAAGCAAATGATATACATATAG 
TGGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGGATCTCAAAAATAAAAATTAATCACAATAGTTTATATTCCTTTCAGAGA 
CTGTCCAGAATGGCCATGGCCCTATAAAAGTCCCCAAAGCAGCTCAGCCCTCAGCTCCCACACCTTGCAGACACCCCTTACCTGAATAGCAAGT 
CTACTCAGAATTGCTCTTACACAGGTTCGTGGCCTTACCTTGAAAAAAGAACCCAGGTTCACACCCTCATAGAAACAGCTGCCCTGACTGGTGC 
CGGAAGCACAGGCTAGCCCTGAGATCCTATGGAACAAGACCTCTTGCTCACTCTTGTAAACTCCCTCTCCTTCCGTCCTTCTCTCTTCCTCTCT 
CTCCCCCTCCCTCCCTTTCTTCCTCTCCCTCTGTCCCTCCCTCTCCCAGCCTTTCCTTATCTCCCTGCTCTCACTCTCTCCTTTGCTCTCATGC 
AGCTCAGGTCTCATACCTGCCGTGCAGTTCAAGCTTCCCTCTAGTTGATTTGTTTTTCTCGATTTTTCTGAGTGGGGGTCTCACTCTGTATGTG 
ACCCAGGCTGGCTTATCTGCTCAGTAAGTATCCCAAATTCTGGCCTTGGACTCATGGCAATCCTCCTGCCTCAGCTAGGATTTCAGGCAAGAGC 
CACTGCACCTGGAAGGGAGCCCTTTCTCCAATAATTCACAGGCAGCCCATCCTGACCTGGATAGGAGCCGCAGTCCCTACCAGCCCATTCAGCA 
ATNNNNNNN ^^ 

NNNNJTNNNNNNIsfW 
NWNNNNNNNNNNNNNNNNI^^ 

NNNNNNNNNNNNNNNNK^^ 

NNNNNNNNNNN^ 

NNNITONNNNNNNNNNNNNI^^ 

NNNNNNNNNNWWNNN^ 

NNNNNNNNNKM 

NNNNNNNNNNNNm^ 

NNNNNNNNNNNNNNNNNNNNNN^ 

NNNNNNNNNNNN^ 

^nsTNNNNNmNNNNNNNN^ 

NNNNNNWWNNNNNNNNNNNIS^ 

NNNNNXTNWNWWNIONNNN^ 
NNNNNNNNNNNNNNNNN^ 
NNNNNNNNNNNNNNNNN^ 
NNNNWNNNNNNNN^^ 

NNNNNNNTtfNNNNNlTCTN^ C C CTGTCT C AAAAACAAACAAAACAAAAAAC CCAAAC C AAAAAC AAAC AAAC AAACAAACAAAG C ACAGCTG AGG 
TACATCAGTTAGTAAAGTGCTTGCCTTACAAAGACCAGGACCTCAATTTGACTCCCAGAACTTTGGTAAAACAGGTCATCTTGCGGGAGCATAC 
TTATAATGCCAGTACTGATGGAAACTGGCAAACCCCTGGGATTTGCTGGCAAACCCACTTAGCCTATTTGAGGAATCCCCAGCCAGTGAGAGAA 
ACTATCATGAAAATGTGCTGTGGGGCTGGTGAGATGGTTCAGCGGATAGGAGCACTTGACTGCTCTTCCGAAGGTCCTGAGTTCAAATCCCAGC 
AACCACATGGTGGCTCACAACCACCCATAATGAGATCTGATGCCCTCTTCTGGCACATCTGAAGACAGCTGCAATGTACTTATGCATAATAGTA 
AATAAATCTTAGAAAAAAAAAAGAAAATGTGCTGTGTCTGAGAAACAA 

TACACACAGTAACACACATACACAAACCCACTCACATGCATGTCAGGAAAAAGACGACACATAAGCCACACTCTGAATTCCATAAACGCCTGTC 
TGGACC C CG CATTAGAC CCTTCAGCTTGAATATACAAGATTTCACAGATCTGTCTAGTCCAGGAACTTGGGTCCAATGCTGTACAGAAACACCT 
AGATTTTTAAAAAATTATTGTTTGATGAATCTTTGGGATGTTTTTATACTAGCCTGTCCCTGTGGGTTGTAAGGATGCCTGCGTTGTGAACTAT 
TTTATGTTGGGCACAAATGTTTTTAAGTGCAGAAGAAGTTAAAGCAAGAGCATTGTTTGTCTTGTGGCACCACCGATGGTCCACAGAGGCAAAT 
GTCAGTGTGCAATCGGATGTTTTCAGAAGCACCCCCTGTGTGAGTGGAGGCATAAACAACTGGGAACAGATATAAACAGAAGCATGCACAAAGG 
TCATTCTCCCAAAAGAGGAGGCACAAGGAATATCCATCTGGCAAAGGGCATTGGTCCATAACCCTCTGGGCTAAAGTTGTCATATGTGATACCT 
GACTTATTATATAAGTTTCTGGCTTGACCAACTACTGAAAGCCACTCTTCTGGCTTTAATATAATCTTATATCTTAGTCTGTATAGAAAAACAG 
CGCCTTCACATCCTTCCCTCTTCCTCAATCATGTCTCATAACGTTTGTTTGTTTGTTTGTTAGTTTGTTTTGTTTTTCTCTAGACAAGGTTTTT 
CTCTGTAACAGCCCTGGCTGTCCTGGAACTCACTCTGTAGACCAGGATGGCCTTGAACTCAGAAATCTGCCTGCCTCTGCCTCCCAAGTACTGG 
GATTAAAGGCATGCGCCCCCCCCCCACCCCCCAGAATGTCTCTAATTTACCAGCTAATATAATCATTGTCCTGAGACCAGACAGGAAACACATA 
GAGAAATTCTTACCTTTGCAGTAAAAGAATTCCTGTGCCAGGCTTGGGGGTGTAGCTCAGTGGCAAAGCACTTGCCTAGTGTGTATGAGTGCCT 
GGGTCCCATCCCCATGCCTGCATAAAAGAAAACATGTCAGTCACTGTGATTTGAAATCAATACAACTATTTTTCCAGACTTATTTTGAATTATA 
TGCAGAAGTGCCGTCCACCGCTTCTAGGGCCGTGCCACAAGAGCTTCTCACGGGAGCCTCCACTTTCTGCTTCCCTAGCCACCAACTTCGTAAC 
AAGAACTCCAAGTACCCGGAGGAAAGTAGTCAGAAAATGAATTACCTGGGTCCCTGAATTACCAACAGTCAGTATTCTGATTGGGGCTTATATG 
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AGAAAGAAGAAATATTTACTTGTGCTGGCTGGGTTTTCCCCATGATTTATTTATTTTTACTCACATTACGTCCCCATCTGCAGCACACCCTCTT 
GTTCTTGGTGGTCATCCCATGGTACTGGCATCTCCAAAACTGCTGGGGTCTTGCACTACAATTGGGCTGCACTTTCAGCAATAGGTTCTGTTCA 
CGGTGCCAAGCCTCAACTTCTCTCCATGACCCCATCAATCTTGGGGCTTCATTTGCTATGGAGGCTGCACTTTCAGCAATGGCCTCTCCTGGCT 
CTCACAGTGCTAGGCGTCAGCTGCTCTGCATGAACTCTCTACGCCTTCAAACCAGTACCACCTGGGTGACTCTTACACTGCCAAGTTCAGCTGA 
TAGCGCAAGGTACAAACTTGGCTGCCTCTGGAACATAGCTTTTAGATTTCACCTTGACAGTGCTGGTCGTCTCCTCTACCTCCTCCTCCTCCTC 

AAACTCAAGAGATCCACCTGCTTCTGCCTCCCTATTGCTGGGATCAAAGGCATGGACCACTTCCACCTGGCATTAAGATTTTTTATTTTTGTGG 
ATCTGTGTAAGTACACTATAGCTGTTTTCAGACACAGCAGAAGAGGGCATACGATCTCTATAGATGGTTGTGAGCTACCATGTGGTTGCTGGGA 
TTTGAACTCAGGACCTCTGGAAGAGCAGTCAGTGCTCTTAAGTGCTGAGCCATCTCTCCAGGCCTCTGGTCTCTTCTAAATCACCATTAATTTC 
TCATCTACAGATGAGCAGAACTGAATATCCCAGCAAGACAAAGGATTCAGTTAAGCAGTTGTGCTAGCTTGTTAAATCTTCAGCCCCTACTGAC 
CAGAACCATGGAATATTAATTCAAAACAACAAATGGCCCCAGTAGTGTCTTTAAACTTCTCCCTGTCACTTCACAAGCCAGGTCTCTATCCTCG 
GCATTGCTCTCAAAAGTCTCATCTTCCAACCTTTTACAGAACAGCTCATCAAGCAATGAACACCCTCCCCAAAACAACATGGCCAGGGTTGTCA 
CAGCAATGCCCCGCTCCTAACACCAACTTGTCTGAGTTAAGGTTACTATCTCTGGGATGGAACACCATGACCAAAAGCAACGTGCAGAGGAAAG 
GGCTCATTTCACTCACAGTTCCACGTGATAATAGGTAATCATCAAAAGCAGTGAGGACAGGAACTCCTAGGGCAGGAACCTGGAGGCAGGAGCA 
GATACAGAGACCATGGAGGGTGCTAATTACTGGATTGTTCCTCATGGCTTGCTCAGCTGCTTTCTGAAAGAATCCAGGAGCACCAGCCCAGGAG 
TGGCGCCACCCACAATGAGCTGGGCCCTCCTCCTGAATCACTAATTAAGAAAACGCCTCAGGAGAGGCCTGCAAACCCCAGGCCAGAACAATAG 
ACC ATCGC C CTT CCCACTATC AGAGAGG CTCTATTTAGC ACCTGATGGGAG CAGATACGGAGACCTGCAGCGAAAAATTAGG CACCTCTGG AAA 
CCCCAGGGAAGAGGGGGAGGACAAGTTGTAGAGGTCAGAGGGATCAAGGATTCCAGCAGGACACTGGCCACGGAATCAGTGAAGCAGGGCTCAT 
AGGGGCTCAAAGACACCGAACCAACAACCAGGAGCCTGCATGGAGTTTGCTAGACTCTCTGCATATGCTACGGTTGTATAGCTTGGTGTTCTTT 
CTCGACTCCTAACAATGGGAGCAGGGGCTGTCTGTGACTTTTTTGCCTGCTTCAGGGACCCTTTTCCTCCTACCGACTGGCCTGGTCCAGCCTT 
GATGTGAGGGTCTGTGGCTAGTCTTACCGCATCTTGTTATTGCGGTGTTTAGCAGGTATCCGTGGAAGGGCTGTTGTCTTCTGAAGGGAAAATG 
CAGGAGAAGTGGATCTGGGAGAGAGGGGATTGGGAAGGGGTGGAGGGAGGGCAAACTGCTTTTGAGATGTAATGTAGGAGAGAAGAAGAAAAAA 
G ATTG ATAC AAAT AACTGTCCTCT AAGTAC C C AAG AATAG AAACGTAACC ATTTAG AG AGGGGC AAAG AAAGC CTTAC AGG CCTGC CT AC AGCC 
TGATCTTACGG AGG CATTTTCTTTG CTTTTTGTAATTTTG CTAGTTATGATAG ATAATGTAAATATTTTTAGAGAG AGAGGGTTGTCAAGGGGG 
TCATAACCCGCAGGTTGAGAAGTACTGTTTTAAGTTGCTGAAGTAGAGAGATAGATGCCTTCAGTGCTTGAGTCCCAGCACCCACATCTAAAGG 
CTCACAAACACTTCTCACTCCACCTCCTGGAGGATCCAGTGTCCTTTCTTGCCTCCTTAGGCATACACACAGGCAAAATCCATGAAGTATGCTG 
GGCATGGTGGCACATGCCTTTAATCCAGCACTTGGGAGGCGGAGGCAGAGGGAGAGGCAGAGGCAGAGGCAGAGGCAGAGACACATGCATCTCC 
GTAAGTTGGAGGCCAGTCTGGTCTACATAGTTAGTTCCAGTACAGGTGGGACTGCATGGAGAGACCCTGTCTCAACAAATAAGTAAACAAGTAG 
CAGAGGAAGATGGCGGCCGCGTTAGCTGTTCGTGGAGCGGGATCTGCAGTGGTCTTTGGGCCTGAGGCTCTCACCCCAGACTGGGAAAACTGAG 
AAGTCTCCACAGGGAGCATGATCATGGCTTTGTAATTTAATGGAGGCGTGGTTCTAGGAGCAGACTCCAGAATAACACTGGGTTTTACATCGCC 
AATCGAGTGACTGACAAGCTGACCCCTATTTATGATTACATCTGCTGCTGCTCAGGCTCAGCAGCTGATACCGGAGCAGTAGCAGATGCTGTCA 
GTTACCAGCTTGGTTTCCACAGTATTGAACTGAACAATTCTCCACTAGTACACATGGCTGCCAGGCTCTTTAAGGAGATGTGTTACCGGTGCAG 
AGAAGATCTGATGGCAGGAATCATCATTGTAGGCTGGGACCCTCAAGAAGGAGGGCAGGTGTCCTCTGTACCCATGAAGGGTATGATGGTAAGA 
CAATCTTTTGCCACCGGAGCCTCCGGAAGCTCATACATCTATGACTATGTTGGTGCTATCCATCCTGAAGGCACGACCAAGGACGAATGTCTGC 
AGTTCACTGCCAATGCTCTCTCTTTGGCTAGAAAACACGAAGGCTCCAGTGGAGGAGTTATCCGCTTGGCAACCATTCAAGGATCAGGGGTAGA 
GCGGCAGGTGCTTTGAGGAGACCAGATCCCCAAGTTTACCACTGCCACTTTGTCACCTCCCTGAAGCCTAGATGCAAAAGCTAATAAACAGTGT 
TAAAGAAAAAAATAAGTAAACAAATATAATTTTTAAAACAAATGGTTGGCTGGGTGGTGGTGGCGCATGCCTTTAACCCCAGCACTTGGGAGGG 
AGAGGCAGGCAGATTTCTGAGTTCGAGGCCAGCCTGGTCTACAAAGTGAGTTCCAGGACAGCCAGGGATATACAGAAAAACCGTGTCTCAAAAA 
CAAACAAACAAACAACAAAAAATACCAAACAAACAAACAAAAAACCCCAAATGGTTGTTAAGCTGGGCAGTGCTGGCACATTCCTTTAATCCCA 
GCACTTGAAAGGCAAAGGCAGGTGAATTTTTGAGTTCGAGGCCAGCCTGGTTTATAAAGTGAGTTCCAGGACAGCCAGGGATATACAAAGAAAC 
CCTGTTTCAAAAAAAAAAAAAAAAA 

MOUSE SEQUENCE - mRNA 

ACTCGTCATACCACTAAGGTGGCTGAATCCTCTGCATCAACAAGCCCAGGTTCAACCCCAGTGTTCCCATGGATTTTCCTGGTCTAGGGGCCCT 
GGGGACCTCAGAACCCTTGCCCCAGTTTGTGGATTCTGCCCTGGTGTCCTCACCATCAGATTCCACAGGTTTCTTTTCCTCTGGGCCAGAGGGT 
TTGGATGCAGCATCTTCTTCCACTTCCCCAAATGCAGCCACGGCCGCAGCATCAGCACTGGCCTACTACAGAGAAGCTGAGGCCTACAGACACT 
CCCCAGTCTTTCAGGTGTATCCACTGCTCAACAGTATGGAGGGAATTCCTGGGGGCTCACCTTATGCTAGCTGGGCCTATGGCAAGACGGCACT 
CTACCCTGCCTCAACTGTGTGCCCCAGCCATGAGGATGCCCCTTCCCAGGCCCTGGAAGACCAGGAAGGGAAGAGCAACAACACGTTCTTGGAC 
ACCTTGAAGACGGAGCGGCTGAGTCCAGACCTCCTGACGCTGGGGACTGCACTGCCTGCATCGCTCC'CTGTCACCGGCAGTGCTTACGGGGGAG 

CCCTTGTGAGGCCAGAGAGTGTGTGAACTGTGGAGCAACGGCTACTCCACTGTGGCGGAGGGACAGGACAGGTCACTACCTGTGCAATGCCTGT 
GGCTTGTATCACAAGATGAATGGTCAGAACCGGCCTCTCATCCGGCCCAAGAAGCGAATGATTGTCAGCAAACGGGCAGGCACCCAATGCACTA 
ACTGTCAAACGACCACTACAACACTCTGGCGGAGGAATGCCAGCGGAGATCCGGTATGCAATGCCTGCGGCCTCTATTTCAAGGTCCATCAGGT 
GAACCGCCCACTGACCATGAGGAAAGATGGAATCCAGACGAGGAACCGCAAGGCATCTGGCAAAGGGAAAAAGAAGCGGGGGTCGAATCTGGCT 
GGAGCGGGAGCGGCTGAAGGACCAGCTGGTGGCTTCATGGTGGTAGCTGGTAGCAGCAGTAGTGGGAATTGTGGGGAGGTGGCCTCAGGCTTGG 
CACTGGGCACTGCAGGTACTGCCCACCTCTATCAGGGCCTAGGACCTGTGGTACTGTCAGGGCCTGTCAGCCATCTTATGCCTTTTCCTGGACC 
TCTGCTGGGATCGCCTACAACCTCCTTCCCCACCGGTCCTGCACCTACCACCAGCAGCACCAGCGTGATCGCCCCACTCAGTTCTTGAAGGTAC 
ACAGAATAGCCTTGACCTTGTGGCAGAGGAGACCCCCCCTTTTTTTGGAGACAGGATCTTCTGTAGCTATGTAGCTATGAACTATGTAGATAAG 
GGTGACCCCACATTTCCCATTCTCCTGCCTCTACCTCCCGAGTACTGAGATTCAGGCATGTATTGCTATGCCTGACATTTTCCTTCCTTTCAGT 
TTTGTTTTGTGGGGTTTGTTGTTGTTGTTTTGAGACAGGGTTTCACTATGCAGCCTAGGCTGGCTTTGAATTCCTTATGTAGTCCAGACTAAGC 
TCCAGCTTGAGATCCTTGTGCCTGAGTTCCTGAGTGCTGGGATTACAGGCATGTGCTACCGTGCCCGTTTCTCCCTCCTCTTAGAGCCACTGGC 
CTTTACAGCCCAACCATCTCCTTGCCCTGCACCCTTAAAGATTTTGTAAAATAAAACCACCTGGAGACATGCGCTGGTATTTGGTTAAATAAAT 
GTCAGTGTCAAGTGGAGCATG 

MOUSE SEQUENCE - CODING 

ATGGATTTTCCTGGTCTAGGGGCCCTGGGGACCTCAGAACCCTTGCCCCAGTTTGTGGATTCTGCCCTGGTGTCCTCACCATCAGATTCCACAG 
GTTTCTTTTCCTCTGGGCCAGAGGGTTTGGATGCAGCATCTTCTTCCACTTCCCCAAATGCAGCCACGGCCGCAGCATCAGCACTGGCCTACTA 
CAGAGAAGCTGAGGCCTACAGACACTCCCCAGTCTTTCAGGTGTATCCACTGCTCAACAGTATGGAGGGAATTCCTGGGGGCTCACCTTATGCT 
AGCTGGGCCTATGGCAAGACGGCACTCTACCCTGCCTCAACTGTGTGCCCCAGCCATGAGGATGCCCCTTCCCAGGCCCTGGAAGACCAGGAAG 
GGAAGAGCAACAACACGTTCTTGGACACCTTGAAGACGGAGCGGCTGAGTCCAGACCTCCTGACGCTGGGGACTGCACTGCCTGCATCGCTCCC 
TGTCACCGGCAGTGCTTACGGGGGAGCTGACTTTCCCAGTCCTTTCTTCTCTCCCACTGGGAGCCCTCTCAGCTCAGCAGCCTATTCTTCCCCC, 
AAGTTTCATGGAAGCCTGCCATTGGCCCCTTGTGAGGCCAGAGAGTGTGTGAACTGTGGAGCAACGGCTACTCCACTGTGGCGGAGGGACAGGA 
CAGGTCACTACCTGTGCAATGCCTGTGGCTTGTATCACAAGATGAATGGTCAGAACCGGCCTCTCATCCGGCCCAAGAAGCGAATGATTGTCAG 
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CAAACGGGCAGGCACCCAATGCACTAACTGTCAAACGACCACTACAACACTCTGGCGGAGGAATGCCAGCGGAGATGCGGTATGCAATGCCTGG 
GG C CT CT ATTTCAAGCT CCAT CAGGTG AAC CG C C CACTGAC CATGAGGAAAGATGGAATCCAGACGAGGAAC CG CAAGGCATCTGG C AAAGGGA 
AAAAGAAGCGGGGGTCGAATCTGGCTGGAGCGGGAGCGGCTGAAGGACCAGCTGGTGGCTTCATGGTGGTAGCTGGTAGCAGCAGTAGTGGGAA 
TTGTGGGGAGGTGGCCTCAGGCTTGGCACTGGGCACTGCAGGTACTGCCCACCTCTATCAGGGCCTAGGACCTGTGGTACTGTCAGGGCCTGTC 
AGCCATCTTATGCCTTTTCCTGGACCTCTGCTGGGATCGCCTACAACCTCCTTCCCCACCGGTCCTGCACCTACCACCAGCAGCACCAGCGTGA 
TCGCCCCACTCAGTTCTTGA 

HUMAN SEQUENCE - GENOMIC 

AGCAGCTTTCCATCTCTGCTGTGACTGCAGGCCGTATTTGTCACATTCTTCTCTGCTTATTTTATGTTTTACAGCAAGATTCTCTGCAGTCATT 
GCCATGGGGAGCTGGACATGCTGATCTGTTAATCCTATCCATAAAGAATCTTCCAGCTTGATATCTGATCCAAGCTTGGTTCCAAAACACACAT 
TTCTGACACAGTAGGGAGCTTGGCTCATGCTTTTGGTTCCTCCGCATAAAACAACTTCAGCTTCTTTAACACAAATTTCCTAACACCTATTCAC 
AGTGGACTGAAAACCAGAACCACA.GAGCCTATTAATCGTGAGAGCTGGGGTCTCCTTTGGGATTCCCACACGCAAACCAACATGCCTTGCCAAA 
AAAATATGGAACGCTTCACGAATTTGCATGTCATCCTTGCGCAGGGGCCATGCTAATCTTCTCTGTATCGTTCCAATTTTAGTATATGTGCTGC 
CGAAGCAAGCATGGAGATGATTTTTTTAAAATGGTTAGATTCTGGAGATATTTTGAAGATAGGGACTGGATGAGTTCAACAAAAAAGAGGATGT 
CAGCTAGAGAAGAGGCCTGAGGACATTTTGGGTTCTAAAACAAGAGAAGGGACAGACAGATGAGTCAGGCAAGTGGGAAGGGAAGTGTGTGGAT 
TCCTGAGTGAAGGAGTGATGGATGGAGGAGCATGCGTGAGAGTCTCCTGAAGTAAAGGAGCCCCTGGTCTTCTGGACTCTGGTCGCTAAATAGT 
CTTCAGACGGTAGTTCAGCCAGACCCTGTGACTGAACCGCCAAGGAGCCCCAAGAGTGCTGCGAAGAGAGGGAGTGTGAGGATATGAGTTTTAG 
CAAGTAAAAGGCTTTCCTAAAACCTGTAGCATTTTCTGGCAGTGGAAAAAAAGAGGAAAGGGGTTTTCTGCCTCATTCTAAAAGACAATTTGCC 
ATGGACCCAGACATTATATGCCTGAAGATGGATGATTTATGGATGAAAGGAAAGAGAAAATGAAGGAATAGAAGAAGGAAGGAAGGAACAGATG 
GGTGGATGGGTGAGTGGGTAGGTAGATGAATGAATGGGTAGATGCTCTGATATTTCCTCCCTCCTCCCCCGAGAAACTCCTTCACAGGTGTGCA 
CAGAGAGAGGAATATGAGTTTATGAATTGCAGATTTGCTATAATAGGGAAAGAAACTAGAAACAATGCAAATGTTCATCAACAGATTAGTGGTT 
AAACAAAATGTGGTATATCCATTCCATGGAATATTACTTTCAATAAAAGGGAACGAACTTATGAGGCCAGCATTACTCTGATGAGAAAACTAGA 
CAAAGATATCACAAGAAAAACTACAGACCAATATCTAAGTATAGATGCAAAAATCCTCAAAAAAATACAAGTAAGTAGAATCCAGCAACATATA 
AAAGGATTATACACCACGGCCAAGTGGGATTTATCCCAAGAATGCAAGGTTTGGTCAACTAATGAAAATCAATCAATATAATGCATCATATTAA 
CATAATAAAGAACAAACACCACATGATCTTTTCAGGAGATGC^GAAAAAACATTTGACAAAATTCAACATTCCTTCATGATAAAAACACTCAAC 
AAACTAGGAATAGAAGAGAACTTCCTCAACCTGATAAAGGACATCCACAAAAAACCCACAGCTAAGATCATACTTAATGGTGAAAGTTGGAAAG 
GAACAACACAAGGATGCCCCTTCTTACCATGTCTTTTCAACACTGTATTGGATGCTCTACCTGGGGCATTAGGCAACAAAAAGAAATAAAACGT 
ATCCATATTGGAAAGGAAGAAGTAAAACTATCCCTATATGCAGATGACATGATCTTATACATAGAAAATGTTAAGGAATCCACCACGAAACCAT 
TAG AG CC C CATTAGTGC ATAACC ATT AG AGC AAGGTTGC AGG AT ATAAGATTTTGTATCATATATGCTAGC AATTAAC AAT CC AAAAGTGAAAT 
TAAGAAAACTATTCCATTTACAATAGCTTCAAAATGAATAAAATACTTAGTAATAAAATGAATGAAAGAAGGGTAAGACTTATACACTGAAAAC 
CATAAAATATTATTGAAAGAACTTAAAGAAGACCTAAATAAATGGAAAGACATCACATGTTCATGGATTGGAAGACTTTATAGTGTTAAGATGG 
CAATACTCCCCAAATTGATCTACAGACTTGATGCAATCCCTATCAGAATCCCAGCTTGCTTCTTTGCAGAACTGACAAGCTGATTCACATGGGA 
GTGCTAGGGGCCCAAAATACAACAATCTTGAAAAAGAAAAACAAAGTTAGAGGACTCACACCTTCCAGTTTAAAAACTTACTATACAGCTACAG 
T AATC AAGACC ATGTG CTACTGGC ATAAAAACATAC ATATAAATTAACGAAATAG AATTG AAAGTC CAGAAATAAATTCATAC ATTATAGG CAA 
CTGATTTTTTTGAGACAGGGACTTGCTCTGTTGCCCAGTCACAAACATAGCTCACTGCAGCCTCAAACTCCTGGGCTAAGCGATACTCCCACAT 
CAGCCTCCCAAGTAGCTGGGACTACAGGCATGCACCACTGTGCTCAGCTAATTTTTAAAAAACTTTTTGTAGAGACAGGGTCTCAATGTGTTGG 
ACAGGCTGAACTCCTGGGTTCAAGTGATCCTCCCACGTTGGCCTCCCAAAATGCTGGGATTACAGGTGTGAGCCACTGTGTCCAGCTAGCAATT 
GATTTTTGACAAGTGTACCAAGACCATTCAATGGGGAAAGAATGCTCCTTTCAACAAATGGTGCTGAGACAGCTGAGTATCCACATGCAAAAGA 
ATAAAGTGGGACCCCTTCCTCATACCATATACAAAAAACAACTCAAAACAGATCAAAGACCTAAATGTAAGAGCTAAAACGATAAAACTTTTAG 
AACGGGGGTCCCCAACCTCCAGGCCACAAACCCATCTGTGGTCTCTTAGAAACTGGGCCACACAGCAGGAGGTGAGCTGCGGCTTGCTGCCATT 
C ATGAAG CTG AGC CCG CCTCNNNNNNNNNNNNNNNNNNNN^ 

NNNNNNNNNNNNNNNNNNNN^ 

NNNNNNNNNNNNNNNNNNNNNNNNNN^ 

NNNNNNNNNWNNNNNNN^ 

NNNNNNNNNNNNNNNNNNNNNNNN^ 

NNNNNNNNNNNNNNNNNNNNNNNNNN^ 

NNNNNNNNNNNNNNNNNNNNNNN^ 

NNNNNNNNNNIJN^ 

CAATACATAAAGAACTCTTACTACTCAACAATAAAAGGACAAATAACCCAATTCAAAATGGGCAAAGGATTTAAATAAACACTTCTCCAAAGAA 

GATAAATGGGCTGGGCACGGTGGCTCATGCCTGTAATCCCAGCATTTTGGGAGACTGAGGCGGATGGATCACTTGTGGTCAGGAGTTCGAGACT 

GGCCTGGCCAACATAGTGAAACCCCATCTCTCCTAATAATACAAAAATTAGCCAGGCATGGTGGCGGGTGCCTGTAATCCCAGCTACTCAGGAG 

ACTGAGGCAGGATAATCACTTGAACCCAGCAGGTGGAGGCTGCAGTGAGCCAAGATCGTGCCACTGCACTCCAGCCTGGGTGACAGAGCAAGAC 

TACATCTCAAAAAAAAAAAAAAAAAAAAAAAGAAGATAGATGACCAACAAGTTTATGAAAATATGCTCAACATCAGTGGTCACAGGGAAATGCA 

AATCAAAACCATAACAAGATACCACTTCACACCCACACCCAGTAGGATGGCTAGAATCAAAAAGAGGGACAATAAAAAGTGTTGGAGGCCAGGC 

ATGGTAGCCTGTAATTCCAGCACTTTGCAAGGCCAAGGCAGGCAGATTGCTTGAGCCCAGTAGTTTGAGACTAGCGTAGGCAACGTGGCGAAAA 

TCCCATCTCTACGAAAAATTAACAAAAATTTAGCTGGGTGTGATGGCATGCACCTGTAGTCCTGGCTACTCAGGAGGTTGAGGTGGGAGGATCA 

CTTGAACCCAGGAGGTTGAGGCTGCAGTGAGCAGAGATCATGTCACTGTACTCCAGCCTGGGGAACAGAGTGAGACCCTGCCAAACAAAAGAAA 

AAAGAAAAAAAAGAAAAAAGAAAGAAAGAAAGAAAGAGAGAGAGAGAGAGAGAGAAAGAAAGAAAGAAAGAAAGAAAGAAAGAAAGAAA 

AAAGAAAGAAGAAAGAAAAGAAAAGAAAAGAAAAGAAAGAAAGAAAGAAAGAAAGAAAG 

AATCCCCATATGGCAGCTGTGGAGAACACTTGCAGTTCCTCAGAAAGTTAAACATAGAATTACCATATCACCCCGCAATTCCATTCCTAGTTAT 
ATACCC AAG AAAACG AAAAAC ATATGT CCAC ATAAAAACTTT C AC ATG AATGTTCATAGC AGCATT ATTTGTG AT AG CCAAGAGTCCATCAATG 
GGTGAATGGATAAGCATAATGTGGCATTTCTTTTTCCTTTTATCTTTTGAGACAGGGTCTCACTCTGTTGCCCAGGCTGGAGTGCAGTGGTGCA 
ATCATGGCTCACTGCAGCCTCAACTTGCTGATCCTCCCACCTGAGCCCCCCAAGTAGCTGGGACCACAGGCATGCACCACCACACCCGGCTAAT 
TTTTCTTTTTTGTAGACACGTGTTCTTGCTACGCTGCCCAGGCTGGTCTCGAACTCCTGGGCTCAAGCAATCCACCCACCTCAACCTCCCAAAG 
TGCTGAGATTACAGGTGTGAGCCACCGCATCCTAGCTATAATGTAGTAGGTATTTTCATACAAAGGAATATTATTCAGTCATGAAAATGAATGA 
AGTACTGATAC ATGCTAC AATATG AATGAAC CTT AAAAAACTTATGTGAAGTAAAAGAAGGCAGTTAC AAAAGGC CAC ATATTATATG ACTG CA 
TTTATATGAAATGTCCAAAACAGACAAATTCATAGAGACAAAGAGATTTGTGATGGCCCGGGGATGGGAGGAGAGGGAAATGGAATGGGAGGGT 
GTATGTTAATAGATATAGGGTTCCTTTTGGGGGTGATGAAAATGTTCTGGAATTAGGTAGTGGATAGTTACACAACCTCGTGATATACTAATCG 
CTTTGCTATACATTTTAAGAGTGAATTTTATGGTTAAGAGCAAATTTTATGGTATGTGAATTATGTCTCAATAAACAGAAAAAGAAAAAAAAGA 
ATGAACTATTGATACACACGACAATGTGGAAGAATGTCACAGACATTATGCTGAGCAAAAGCAGCACATACTGTATGATGTGCTTCCATTTCCA 
TGAAGTG C AAAAAC AGG C CAAAAAAAC CC C AGGTATC ATATGGTGTTTATGGGTAC CAAC ATATGGAGTG ATGG AGTAAAAATACTCATGAGGA 
AG ATAAACAC CAAGCTCAAGGC AG TAGAAGGAGAGAGGGAAATGGAATCAGTACAAG AGC ATCTGT AAT AT CG CATATC CTTT AAAAAC AATCT 
GAAGTCAATAAGGCAAAATATTAATGTTTGACAAAAGTAGATGCTTGTTACAGCACCCTTTATACTTTCCATTTTTTAAAACAGTCAACCAACA 
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GTTTGTTTCTGAGGGCAAACGCTTGACTCCTTAACCAGGCTTTGGTTGACATTTGCCTTGGTGCTTTTGACACCACAGTCTGTCAGGCTCTGTC 
CCCACCCTGATGGGCTCCACAGTACAGAAGAGGCACAAACAGTACAAATGCCATGGGGCCTGGACCAAGCAGGGGCTCTAGAACCCCAGAAGAT 
GCCAGGAGGGAGTGAGCCAGTCAGGGAAGGGTTCCGAGAAGAGAGGACATTGAAGAAGAGTCTCAAACTTAGGCCTGACGGAGAAGACGCGCGG 
CCAGGACACCCCACCCCCGCCCTCGTCTCCCCCAAAGCCTGATGTGGCCCCACTGATTCCCTTATCTGCCCACTCCCAGCTGCCTCCTTGCTGG 
CTGAACTGTCGCCGCAGACTTCTGAGCCTGCGCCCCCTCCACGGGGATGGGGGAGGGAATGGGGTGAGGCCTGGCCTCACAGCCTCGGGGTTTC 
CAGCTCTTGCTGGAGGCAGGGCTCTGGGGCGCCCTACTCCTCACCCTTGGCTTCTCTTCCTGAGCGCTCTGTGCTCTCCAGAAATGAAGAAATG 
GGGTGAGTCCAGCGGCCAAACCCTTGTCTTAGCTCTTAGACATGCCTCGAGGCTGCCATTCCCTGTGAGGACAGATTTCCCTATGTTGCGACCG 
CTGCTTCTAATAATAATAATGATGATGATAATTCCCATTTACAGAGCACAGCATTTATGGTGTGCCAGCAGGCCCTGTGCTGAGTGGTTCCTAC 
CCACGTGGGGGGCTAGGACTTTACCCGTTTTCCAGATGAAGAAACTGAGGCTCAGAGGGCGTCTGGGCCAGGAATCACACAGCAAATCACACAG 
CAAATCAGAGTTGAGACAAGAACGCAGGGCCCTGGAGGAACATCTTCATTTCCACACACCTATGTAGAACCAGTCTGGAGGTGAGGGCAATTAT 
ACACACTTGCACCACAAGGAGCTGGTGAGAATGCGATAGAATTATGGGTGGAGAGCGCTTAGCACAGTGCCTGGGGTCACTCAGCAAATAATGC 
CGCTG CTGTTATTATTAGTCT ATT AATGCTATT ATTAATATC AG AATTAAACAAGC CTCGGCAACATAGCGAGACTTC AT CTCTATTGAAAAAA 
AATTTTTTGCTGGGTGTGGTGGCATGCACCTGAAGTCCCAGCTGCTCAGGAGGTTGAGGTGGGAGGATCACTTGAGCCCAGGAGGTGGAGGCTG 
CAGTGAG CC AAGATTGTCACTGCACTC CAG CCTG AGTG ACAT AGTGAG ACACTGT CCCC AAAAAATATTTAGTACGTATCATTATC ACTATTGT 
TGTTAGAATTAGAATAGTTTTAGAATTAGTGTTAGTATTAATAATAGTATTAGTGTTAGATTAAAATTAGTATTAGCATTAGATGAGTATTAGT 
ATGAAAATTAGTATGTCCTCATAGAAGTAGAGAGTAGAATAGTGGTTACCAGCAGATGGGAGGGTAGGAGGCAGGGAGGGATGGGGAGAGGCTG 
TCAATGGGTACAAAGCTACAGTTAGATAGGAGGCATAAGTTCTGGTGTTCTAATGCATAGTACAATGACTAGAGTCAACAATAAATGTATATTT 
CAAAATAGCTGAAAGAGGCGTTCTCGAATGTTCTCATCACAAAGAAAAGATAAATGTTTAAGGTGATGAATATGCTAATTACCTTGATTTGATC 
ACTACACAATGTATACATGTAACAAAACATCATGTTTTACCCCATATATATGTACAACTATTATGTGTCAATCATAAATTTAAAGAAATAAAAT 
TAGTTTTAGTGTCAGTATCAATATTACAATATTGGTATTACTCTTAGTGTCAGCATATTATTAGCATTAGTACTATAAGTAGTAGTAGGGTTAG 
AAAGGGCTATGTACTCTCCCTTGTATGCAGTAGGTACTCAATAAATAAATAGGGGTACTTAATATTTATTGAGATTTCAGATTCAAGTAAGTTA 
AGATCATGTAACATGGGTTAAAACTCATTTAGTCTCCCCAGTCACTGCATGGAGTGGCTTATTGGGGTATATTATTACCCCATTTTTACAGATG 
AGGAGCTAAATTCCAGAGGGGATGGTAACTCTCCCAAGGTCACCTGATCCATTAGTGGTTAGGGGAGTCTATGAACGAGGATGAGCTGGCTCTA 
GAGACCATCTCCTGAAACCACTGCCACTTAAGTCAGAGGTGTCTTTGTATTCGTTCTCCTTATTACTGATGAGGGTTCAGCATGGGGCGTGGCA 
CACCAGCAGGAGCTCAATAAATAGGAATTCATGGGCTTGCTCTCTTTCCTCCTCAAATCTCCCATTGCATATGAGGACACTGAGGCTCAGAGGA 
GTGAGATAAGAATGGTAAGATCCCTCCAGGGTGGGCCAGTGGGCAAGCTGACCCCACTGACCTGGGGCTCCACCCTTGGCCTCTGCCCTTTGTA 
GGTCTCAGTCTCCCCATCTGTAGACTAGGTGGGCAGGACAGCTCCTTGTCCCACGTGTGCATGTGTGTCAGATGCTTTCATATAGAAAAAGTGC 
TCAGGTTAGGTACAAGTCTATGTGAGGTCTATGAGACACTGTGGTTGTTGTGATTAATATTTGGAGGAGGTGGGGCAGGGCAAGAGTGTGGGGA 
CTGGGGTGCGGAGGCCTAGCCACATTCTGGTTGTCGCCTGCTGAGGGCTGAGGGCAGAGCCACAGGCTACATCAATCCACATCCTGCCATCCTA 
GCTGCATGGGCACCACATGCCCAGGGTGTGATCCAGTCTGCCTGGACCTTCTTCTGAGTCTGTCTCTGAATATCCCTCTGTCTCTGTCTCCCTT 
CTCAGTTCTCCACTTCTGTCTTTGGCCTCTTTCCCTTTCAGGTTTTATCTGTCACTTCTGTCCATCTCTGTCTCTCATTCTCTCTTTGCCTCTC 

TCTGTCTCCTTCTCTATTCATCTCTGTCACTCTCTTTCTCCCCATTTCCATCTCTCTCCGCCTATCTCTGTTTTTGTTTGTCTCTCTGCCTGTG 
TCTCTCCCACTCCACCCGTTTCCTTTCCTACCCTATCCCACTCCTCGAGGAATCATCCCTGGCTCCCACCTCAGTTTCCCGCCTCCAAGGCAGC 
ATGGCGGGCAAGAAGTTGAGGCCACTGTCCCTGGGTGTTCCTACCCCCACACCCTCACCCCAAGACAGCCTGTTACTGCGGCGCCAAGAGCCAC 
GGTCGCCTACATCTGATAAGACTTATCTGCTGCCCCAGGGCAGGCCGGAGCTGGCGTAAGCGCCAGTGGGGCGCTAAGTGAGTGTGCCCCTGCC 
TCCCGCCAGCACTGGCCTGGCCTGCAGGCTTAGCGTGGGTCATCAAGGTATCCCACAGGGTCTAGTTCAAATCCAGCAGAACCTCTCTGAGCCT 
CACTCTTCTCACCTGCAAAATGGGTACAGCCACATCCCTTCTCTCCCTGCAGCCAGGAAGACGCACATACACAGGAGTCTAGCCCACACCGGCC 
CCGCACAAATTAAGGGCTTTACTCTCTGAAAAGCCCAGTGAAGTCATGAAACCATATCTGCTATTTTCATTTATCTTGGTTTCAGCCTATTTTG 
CTTGTCTGGACACTACAGTCCACGGGAGCCTAGGTCGAGCGAGGTCCAAGAATCCCCAGGGTGGGCAGGGAGGGTGGAAGAGGGGGTCCAGTGC 
CCAAGAGGTGCCCCACAAGCATGGGACGCGCCCCCTCCCCTGGACTGCCCCACCCACTGGGGCACCAGCCACTCCCTGGGGAGGAGGGAGGAGG 
GAGAAGGGAGGGAGGGAGGGAGGGAGGAAGGGAGCCTCAAAGGCCAAGGCCAGCCAGGACACCCCCTGGGATCACACTGAGCTTGCCACATCCC 
CAAGGCGGCCGAACCCTCCGCAACCACCAGCCCAGGTCAGTCTCAGCCCCCAGAGAGCCCCCACCAAGGCAACCCTGGGCCTGCTGCCCCTACC 
CTTATGCTTGCTCCAGGCTCCCCAACCCACAGCTGGTCCCCAAAGTGTCAGCCAGCCCTGAATCCCTTTACAGCTCCTCCAACCCACCTGTCTT 
TCCAACTCCCATTTCTACCCCAAATCTACCCCCTAAACCCCACCTCTTTCTGCCCTCTCATCCACTCCGTCCAAGATATCTATATCCTCTGGAT 
CCCTTCACTTTGCTCGCTATACCCCTAGGTCTGTGTCCCCTAAACACTAACTCTGTCTCCCAAAACATGACTTTATCTCCCCAAATCCTTTCCC 
TGTCCCATATCTGATTTCCACTCACCCAAAGTTGTCTCTGTCTCCCTGACTTCTCCTCCAAACCTCACTTTTCTGCTCGCAAACCCCTTATCTG 
CTCTACAACGCCTTGTCTTTGCCCCACTCTCTCTGAGGCCCCAAACCTGTCTCTGATCTGCCAAACGCTAGCTCCATCGTCTTACCACCATCTC 
TGCCTTTCAAACCCACTGTTTGTTCCCAATGACTTCTCTCTGATCTCCGCAAACCATTTATCTCTCCCAACTCCCTGCCTGCTCAGTAAAATAT 
CTTTGTCACTTCAAACACCAAGTCAACTCCCCAAAATCTGTTCTGCCGCATGAACCCTCATGTCTGCCTTCCCCAAACCGTATCTCAGCCCTAA 
AACACATGTCATTGTCTCCCTGAATCTCTCCAGCTCCAAGCCTTTCTCTACTCCAATTCTATCTTGGCTTCTCAAACTCCCCTTTACTAGCCAC 
ATTCTGTCTGCCCAAACAGATCTTTGACTCCTAAACTCCATCTCTCCTCCAGAAAAACCCTTGAACTCCCCAGACTTTTCTATGACCCTCAGAA 
TCTGACTCCCACACTACTTGTCAACTTTATTTCTGACTCTCAAACTTCGCCCCGATCCCCCAACCTCGTCTGTTTTCACAACCTATTCCTGAGC 
CCAAAATGTGTGTCTGAACTTCCAAGCTCGTCTCTGCTCCACAACCCCGCCCATATCTGCCTCCCCACAAACTCCATGGCTACACCCCAAACCT 
CTCTGACTTAACCCCATATCTGACCTTCAAATTCCACCTCTATCTCCCGCTAAGCCCCATATCTGCCCCCTAGACCTTATATCTGCTCCCTTCA 
GCCCGGTGAGACCCTGCCTTGAGGGCTGGGATTGGAACGTTACCTGGGGTGAGGGGCTGGGGCCGAGGGAGAGTGGAGGGTGCCAGCTGCTGCG 
TGCTGCCGCCGTTGGGGCAACACTTACTCTAGTGGGGCAGCTGATAAGGAGCTTTCATATCCCCCAGCCTCGAGATAAACTTTATCTCTGTCCG 
GAGAGTGATAACTGGGGGTGAGGAGGCTGGGCCCCTGCCATGGGAGGGGTGGGCAGCCCTGGACTCACCAACGTGTGAGGTGCAGGGGTTGGGG 
GCAGTGGGGCTGGAGGGAGATCATGGTGGGTAAGGTGGAGTTGAGGGGATGAGGGAATAGTGGTGAAAGAGTGAGCAGAAGAGACACAATGAGA 
CAGGGAAGAGAGGGAGAAACAGGGAGAGATGGGAAGAGAGAGACAGAGACACAGAGACAAAGAGCAAGAGACAAAAGAGACATGAAGAGAAAGG 
AAAAACAGAGAGAGAGAAACTCAACGAGTAAGAGACAGAGACAGACAGATGGCCGGAGAAAAAGAAGGAAAGACCCGGGAGCAGAAAAGGAGAT 
AGAAATGCAGAGATACAGGCAGGTAGCACTGTGAAGAGGCAGAGACTAACACAGAATTAGAGACAGAGAGGAAAGAGATGGAGACCAAGATGGG 
GAAGCAAAACAGTCTCTTCAGAGAGCAACAGCAGGCACCCTGGGGCTGAGAAGGTGTTGGCGGTGGGCACACTTGTGGCGCATCTCTTTCCTAG 
CATAACTGCCAAGCCTGGGCCTGCCCCTTAGCCTGTCTATACCATGGGTCATGTAAGCAGGAGTGAGGGGCAGTTTGAAGACAGCCTTCTAGTC 
TAGCCCTGTCACTCCACCCTACAGACACAGAAACAGAGCAGGCCAGCACAATAGGGCCAGGGCCAGCATTCCAGGCTCCTTATCCTGAGCTGCA 
TGTGGCTGGGTACGGT C AGGGGTATGGG ACTAGTAAG AGG CACGTGG AC ATAAGGTCAGAGGG CC C AAAGAGAGGGAAAC AGAGGGAACAGAC A 
AACAAGCAGGAAGAGTGGGAGAGATGCAGAGATGTTCAGAGAGATAGGAGAGGAGAGGGAGAAAGCAAGAGTAACAGAAAGAGAGAGCCAGAGA 
GAGAAACATGGGAAGACAGAAAAGAAGACAGAAAATCATCAAACATTACAAAAGCACAGAAAGAGGTCGGGCGCAGTGGCTCACGCCTATAACC 
TCAGCACTGTGGGAGGCCGAGGTGGGCCGATCACTTGAGGTCAGGAGTTCAAGACCAGCCTGGCCAACATGGCAAAACCTCGTCTTTACTAAAA 
ATACAAAAATTAGCTGGGTGTGGTGGCATGTGCCTGTAATCCCAGCTACTAGGGAGGCTGAGGCACGAGAATCACTTGAACCTGGGAGGCTGGG 
GTTGC^GTGAGCTGAGATCGCACCACTGCACACCAGCCTGGGTGACAGAGTGAGACTCCGTCTCAAAAAAAAAAAAAAAAGAAAAAGAAAAAGC 
ACAGAAGGAGAAGACAAGCTATATCATAGAAACACAGAAAGCTGGGGAAGCTACAGAGTCAGACTTGAGAGGGAACAGAGAGTCAGGGGAAAGA 
GC C CCAGGGG AT AG AG AAGTGG AGAGCTAGATGACAG ACACACACAAGG CAAAACAGG C AAAGGGCCAT CCCAC AGGT CT CAGCT C AGCCCCAG 
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CCCATCACCACCCCCAATACAGCAGATGGGGAAACTGAGGCCTGGGAACTGAAAGAGCCTGAAAGCAGAACTCTGGTGGGCCTCTCCAGGGGAG 
AGGGTACCGGTAGAGGTACCTCCCACCTGCCACCCTCTTCAGAGGAAGTCAGTGGCCTTGGGGTGATTTCAAAAGTTGGGCGGGGAAGGCAGAG 
ATAAGCAGTGGGGGGTACTGACCCCCCCCCAACCAAGAAGTAGGGAGGAACTAAGGGGGCCTTCTGTCTGTAGACGCAACAGAGGTGGAGGGAG 
GAGGGAGTCAAGCCCGGAAACCATGGGGTTTCTGAGAAAGTTAGAGGGCAAGATACAACAGATAGGGATGAAGTTGGGGAGCAGAGGATGGTGA 
ACCCCAAAGTCCTGGGTGAAGTGACCAAGAGGCAAGGGACTCTGGTCCTGCATGCCATCCCACCCTCACCCAGACTCTTCTAGAGGGGGAGGGA 
AGAAAGGACGGGGGGACGGGGAGAATAAGAGGAAGTGGAGGAGGGGAGGAGAGGAGATGGGGAAAGGGAGAAAAGGATGAACAGAAAAGGGAGG 
AGAAGGATGAAGAAATTGGAGGGGAGGAGAAAATGAGTAGTAGGAGAAAGGAGTGGAGAGTAGATGTAGACAGGGGAAGAGAGGCCGGAAGTGG 
TGGCTCACACCTGTAATCCCAGTACTTTGGGAGGCTGAGGTGGGAGGATCACTTGAGGCCAGGAGTTCAAGACCAGCCTGGGCAACAGAGTCAT 
ACCCCATTTCTACAAAAAAAAAACAAAAACTAGCCAGGCCTGGTGGCACACACCTGTAGTCCCAGCTACTCAGGAGGCTGAGGCAGGAGGATCA 
CTGCCGGGAGGCAGTGGTTGCAGTGAGCCGAGATCGTGCCACTGCACTGCAGCCTGGCAACAGAGGAGACCCTGCCTCAAAAAAAAGTGTGTGT 
GGATGGGGGAGAGGGAGATAAGGTGTGTGAGAAAGGTAGAAAAGGAGAATGAAGACAAAAAGAGAAGGAGGACAAGGAAGAGGGGAAACAGGAA 
AGGAGAAGGAGGAGGTCAAGGAGGAAAAGAAGAAGGTGGAGGAGAAAAAGGAAGCAGGAGAGAATGAGAAAAGAGTGGAAAGAGAAGGAAATGG 
GGAAGAGGGGGGCAAAGAAGAGATGGGAAGAAGAGAGACGGGAGAAAGACAGGAGGAAAAGGGAAGGGGGGAAGAAGAGAGAGAATGGAAGGAA 
GAAGGGAGAGGTAGAAGCAGATGAGAGTGGAGGAAGAGCGAGAGGAGGGAGGAGAGGAAAGACAAACGGCAAGAGGGGGAGAACGAGGAGGAAG 
ATGAAAGGAGGGGCACACAGGAGTGGAACGGGGAGATGCAGGAGGGAAAAGAGAGGAGAGGGAGGAAGAGAAGGAGGGGAAGGAGAGGGGAGAC 
TAAGGTGAGGAGGAGGGGGGAATGGGGAGGTGGGAAGGAGAAATATGGAGACTGAGGTGATGGAGTGGGAGGAGGGGGAAAGGAGGGAAGAGGA 
GCAGGTGAAAGGAGGTGGGGGGGAAGGATTTCTGTGTCTGAGGACCCCTTCTGTCCTCGCAGGTTAATCCCCAGAGGCTCCATGGAGTTCCCTG 
GCCTGGGGTCCCTGGGGACCTCAGAGCCCCTCCCCCAGTTTGTGGATCCTGCTCTGGTGTCCTCCACACCAGAATCAGGGGTTTTCTTCCCCTC 
TGGGCCTGAGGGCTTGGATGCAGCAGCTTCCTCCACTGCCGCGAGCACAGCCACCGCTGCAGCTGCGGCACTGGCCTACTACAGGGACGCTGAG 
GCCTACAGACACTCCCCAGGTAACTGCATTGAGTGGCTGTCTTGGCATTGGCTGAGTGCTGTTGGGGTTGCCATGGAGATCCTTGGCTAGGTCA 
GAATACCACTGTGAGGATATCTCAGAAATGGCTGGAAGCTTCTCAAATGGATGTGCCGACCACTTTCCCTAGTTAAGTGCAGACCTGGGAATTC 
CAATGCTCCTCAACCTGCCATATTGGGGCGGCCACACTGAGAGGCAATACTGGAAGTATGTGGTGGTTGCCCTAGTTGTCGAGTGATCCGTGGA 
GCTCCAAATCCCAACAGTCATCCTCAAAAACCCACTTGGAAATGGTCAGAGGTTATTGCAGAGGCCACACTGACCAGTGGGGGTCAGGATCCAG 
GAAGCATCCAATGGCCAGCAGCTGTTCTGGTAGCCTGTGGAAAAGCTGGGAACTTGGCCACCATGTTGGGGGTGCTGGGAACCACTGCACCCTG 
ACGTGCGCTGACGCTAGACTGATTTTGCCTCTTCTTTCCTCCATCCCTACCTGCCCCCAACAGTCTTTCAGGTGTACGCATTGCTCAACTGTAT 
GGAGGGGATCCCAGGGGGCTCACCATATGCCGGCTGGGCCTACGGCAAGACGGGGCTCTACGCTGCCTCAACTGTGTGTCCCACCCGCGAGGAC 
TCTCCTCCCCAGGCCGTGGAAGATCTGGATGGAAAAGGCAGCACCAGCTTCCTGGAGACTTTGAAGACAGAGCGGCTGAGCCCAGACCTCCTGA 
CCCTGGGACCTGCACTGCCTTCATCACTCCCTGTCCCCAATAGTGCTTATGGGGGCCCTGACTTTTCCAGTACGTTCTTTTCTCCCACCGGGAG 
CCCCCTCAATTCAGCAGCCTATTCCTCTCCCAAGCTTCGTGGAAGTCTCCCCCTGCCTGCCTGTGGTGAGAAATTCAAAAAAGGACAGGGAAGT 
TGAGGTGGGAGGGGTGGCCCAAAGTAAAGCTGAGCTGAGCCTAGCTCCCTCTTCTCCTCTCCACCCCACCAGAGGCCAGGGAGTGTGTGAACTG 
CGGAGCAACAGCCACTCCACTGTGGCGGAGGGACAGGACAGGCCACTACCTATGCAACGCCTGCGGCCTCTATCACAAGATGAATGGGCAGAAC 
AGGCCCCTCATCCGGCCCAAGAAGCGCCTGGTAAGACCACAGAGCTGCTTCACCTTATACACAGGAACCCCTGTCCTCACCCTGTACAAGAAGC 
CACATCTTCCCATTATATAGGAACGCTGTTCTCATGATTACAGGAAGGTAGTGCAGGCCACCCTGTATGGGAACCCCTGTCCCAATATCACATG 
GAAACCCTTGCCTTCATCCTACACAGGAAAATCTCGTCATCCCATATGGAAATCCTTGCGCTCACCCTGCATGAGAACTCCTGCCCTTTCCTTG 
T ACAGG AACCCAGAT CTATAGAAGCTCCTAT C CTCAACCT ACC CTTAT AAGCTTC AAAC AGAAAC CTTTGT CCT CAC CCTGC AC AC C AGTGTTT 
TCGTCCTTGGCTTCACACTGGAATCACCCCAGGTCCCTTCTCCCAGATGTGCTGATGGAATTGGACTGGGATGCTGCTTGGGCATCAGGATATT 
TTAGCTCC C CAAGTGATTCCG ATACGCAG C C AAAGCTGAG AACC ACC AATGTAGTC CCC C ATAGAATACAGAAC AAAAG AAACTTAT ACC AG AT 
AGGAACCCCTGTACTGGCCCCATACAGAATCCTCAGGCATCACCCTGTAAACAAAGCCCTGCCTTCAACCTGACCCTCACTTCTTGGGTCCTCC 
TGACATCCCCTGTGAGCCCCTTACCCCCACTTCCACATCCCCAGGGCACTGATCTCACATCCTGTCGTCCCCTAGATTGTCAGTAAACGGGCAG 
GTACTCAGTGCACCAACTGCCAGACGACCACCACGACACTGTGGCGGAGAAATGCCAGTGGGGATCCCGTGTGCAATGCCTGCGGCCTCTACTA 
CAAGCTACACCAGGTGACGCCCTGCCCCTTGGAGCCACCCCTCTGCTTTCCCTGTCTTCATGCCACACTGCCCCCCACTCTGTTCCTGTTCTAC 
CTCTCTCTTCCCCCACAACCCTCTTTCCTCTTTCCCCTTTCCCTCCTTCCTCCCCCTTCCCCCATCTCTTCTACTTTCCCCCTTCCTCCATCTC 
TTCTACTTTCCCCCTTCTCTGTTATTACCCTCCCTCCTTCCTTCTCCATTCCCTCCTCCTCCGCCCTCCTCCTTCCTCTCCTCTCCCCCACCTC 
CAGGCATCAGCTAATGTCCAACCCCCTGCCCTAGACCTTGGGCAGCTCCTATCAGCCTTGGAGGCTTTCCTAAGCTCAGGGCCTCACAGCCTCA 
GGATTCCTTGGACAATCTCAGCACCCAAAAATTATCTTACCCTGAAAGAAGTGGGGTAGAGAGGGTGTCCCTGGTTGACACAGAGAGGCAAAGG 
TCTGGAGTTGGGGACACCCGCAGCCTCCTTTTTGGCAGGTGAACCGGCCACTGACCATGCGGAAGGATGGTATTCAGACTCGAAACCGCAAGGC 
ATCTGGAAAAGGGAAAAAGAAACGGGGCTCCAGTCTGGGAGGCACAGGAGCAGCCGAAGGACCAGCTGGTGGCTTTATGGTGGTGGCTGGGGGC 
AGCGGTAGCGGGAATTGTGGGGAGGTGGCTTCAGGCCTGACACTGGGCCCCCCAGGTACTGCCCATCTCTACCAAGGCCTGGGCCCTGTGGTGC 
TGTCAGGGCCTGTTAGCCACCTCATGCCTTTCCCTGGACCCCTACTGGGCTCACCCACGGGCTCCTTCCCCACAGGCCCCATGCCCCCCACCAC 
CAGCACTACTGTGGTGGCTCCGCTCAGCTCATGAGGGCACAGAGCATGGCCTCCAGAGGAGGGGTGGTGTCCTTCTCCTCTTGTAGCCAGAATT 
CTGGACAACCCAAGTCTCTGGGCCCCAGGCACCCCCTGGCTTGAACCTTCAAAGCTTTTGTAAAATAAAACCACCAAAGTCCTGAAATTGTGGG 
TGTGTCTATGTGTGGCTGAACAGCAGAGCTGAGTGGAGTGTGTAACAATGCCTGTGGCTCTCTGATGACAGTGCATGGCTGCAATGTGTGACCA 
TGTGAGGCTGGCTGAGGCGGCACATGTGACACTTTGTGACCAAGGGTTATGTTGTGTGATTGGAACAATCTATGTGAAACTTCTTGTGAAGTGT 
CCAGGTGGTTCCATATGTCATGGTAAGAGGCCACGCAGGGCTTGCTGACGGTGGGGGTGGTGCCGGGTGACTATAAGCACACTGGAAGTGTGTG 
TGCTGGAGCAGGTGATAAGGAGGTGTGCGGGGCTGTGGTCTTGTGGCTGGGCATGACGCTGGGGGACCTTTGAGACGGCATGACGCTGGGGGAC 
CTTTTAGACAGCATGACAGCATACGTGGTGGGCACAGAATCTGGTAAAGATTCTTGGAATGTTGAACAAGAAGTGTGTGTCAGGATGTGTTTGT 
GGGTCTGGCGATGGCAATATTTCAGTGCAAGTCCCTGTGCATGGGCATGGGTGTGCGTGTGTGTGCATTACGTGTGGCATGTGCCATGTCACAG 
TGTCTCTGAGTGGCTG ACAAC ATGAG CAG CTCTGTGTACATTTGTTTGTGG AGGTCTC AACAGCAGAGTTTCAGAGGGTATAAGTTAGGG ACT C 
TCTTCCAAGGGACAAAAGACACATTCAGGAAAGGAACACGGAGAAGGGTGGAGCTGGAATGGTAGCTGGCAAGGTCAGAGGCCAGTGCTGGGGC 
GCAGGGTTGTCCGTGGGTCTTCCTGTCGGACTGGTCTTATCTTGCTCAGCCCAGCTCAGCCTGCAGCCCTGTGGGAAATGGTAGAGAATGAGAG 
GGGGAGATTAGGGGGACAAAGCAGCCCCTGGAGGTGGTTTCAACCTCAGTAGGTGGGGCGCTCCACACAGTGCCAACCCCTTCCCCAACATTCC 
CACTCACCTGGGTGAACTGCTCCCCCCACAGCGGAGTCTGTTCCTCAATTTCACAAACACACAGGAGCATAATCTGAGTCATGCCTTAAGCATC 
CTAAGGCAGACTGCTTAAGTGGCTCAATGGAGGCCACACAGCCAGTGGCAAGGGGCCCAGCGGGGCAGTCTGGCCTGGTGTCCATGTGCTCAGC 
CACACCCCACAGCCAGCAGCACCCTTTCCTAAGGGCTCACTGTGGGTCAGGCGGCAGGCTGGGAGGCTCCAGTTGCTTTAGTTCATTAGTGCCT 
GAAATAAATATTCTGAGG AAAAT ATAC CCATACTC ATTTC ACT AATGGAAGAGTGAGGCC C AGAACTG ATGAGTAACTTACC CTG AC CACCAAG 
TTTAAGGAGTGGATTTTGGATGGGGTGACACACCCAGCCCAGCAAATAAGTGCTGCTCACACTTAACCGCTCTTTATGGCTTCTTCCCTAGAGC 

cccggatatgggggttgcagggacccacaggtcctgaccatattataggtaagcagctgtcctccacagaacaccagcccatcagctagcgggc 
attccagctccactaagtagcctgctgcagaatcacaggagtctattatgctcactgtgggcattgtccacaacagccctgatcccataaaaga 
cacgtgtctggcctcccctcagaagcccagccctcacaccctgcaggaggccccatcctctaaaaacccccttcagaacctgtgctggacacat 
gcctggccccaccttgttcaggagccccgggcctcacccccataagtatagctcccccagcctggtacagaagactagctctgaagctctaggg 
gagcccttcatctaattatcgacaggaaacccatcctgatcctgtacaggaatgccagcgcttaccctgaataggaggaacctctgcctaaccc 
cagctagggacatctggactaagctgtaaggaagcccctgcacaccctggacaggaacccttgtcctgaccatccacacaagcCtcagtctccc 
tatacgaatcctgtcttgacctcagacaggaacacctttgtactcacactgctgcagtcctgtcctccaggtagcattttaaaaacacctcact 
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CACAATAATCTGAGTAGTAAACCATGGACCCAGCTCTGTCTTTACAGAAATCCCTGTCCTCAACCTCTTCAAGGACCCTGACTGTGTGTGGAAC 
CT CTTGCCTT CATTGTTG ACAATGAT C CCTG ATGTTGCC CTG CACAAC AATC CATGACCTCAC ACC CT AT C CC ATAG AGTCC ACAGGAACC CAT 
GATCCAACTCTCAACATGAACCTCAGTCTTTAACTTGTATAGAAAACCACTTCCTGACCTTATGGCAGGAATGCCTGTCTTGACCATTTACTTT 
AAGCCCTGACCT(ZAGCCTATACAGGCACCTATGGCCTCACCTGATACAGGACCCCCCCTTCTCACTATATAGGTCGCATTTATTGATGCTGCAC 
GAGGCTCCTGGGCCTTACCTTGTATTAGCTCCACTACCCTGACCCTCTACAGCAGGGGTTCCCAACCCCCAGGACACGGACTGGTACTGGTCCA 
TGGCCTATTAGGAATTGGTCCACACAGCAGGAGGTGGGCAGCAGGCAAGCAAGCATTACCACCTAAGCTCCGCCTCCTGTCAGATCAGCAGTGG 
CATTAGATTCTCATAGGAGCACGAACCTTATTGTGAACTGTGCATGCAAGGAATCTAGGTTGCGTGCTCCTTATGAGAATCTAACTACTGCCTG 
ATGAGCTGAGGTGGAACAGTTTCATCCCCAAACCATCCCCCACCATCCGTGGAAAGACTGTCTTCCACGAAACCGGTCCCTGGTGCCA?^AAAGG 
TTGGGGACCGCTGCTCTACAGGAAGCCTGACCCTAAAACTGTTCCAGGACTTCTGACTGGTCTCTGCAGAAAGCCTTTGTCCTGAACCTCAACA 
GAAATCCTTTACTTTTACAGTAATTTATTTACAGGAATCTCTGTAATTTACAGGAATCTCTGATCTTTATAGGAACTCCTAGCTTTACTCTCTG 
GAAATACACTGCTTACCCTGAACAGGAAGCTTAATGTGATTCTCTATAACAGCCTTTTCCCTGGCCTTGTCCCAGAAGCCCCACCTGCACCCTG 
TACAGGAACCACTGCCCTGACCCAACAAAGAAACACCGACCTGAATCTCTGAAGGGGCAGTGTCCTAACTACACAGAGGATCTTTGTCCTGAAC 
CCGCACAGGAACCTCTATTACCCCCAGCAGGAACCTGTGCCCTGAGCTAGCACAGAAAATCCTGCCCTTACACTCAACAGGAACCTTTGATTTG 
C CT CTTTAGAGTAATCC AAAGAATGAACCAGTATAAAAAAC CT CT ACIACTGTACAAG AACCTCTGTTCTGTACTTGTTAAACAAC CC AT AATC A 
G AATCACCATGAATACCTGC CTGGAG ACTGTAC AGGAACCC CTGACCTAACC CCCAATGGAATCAC CTGATCTGTCTGTCTCTAGTAAC AC AGC 
TCTGATCCTGGACAGAAATACCTGGCCTGAGTACGCTGTGATCCTCTGGCCTGGCCGTCTACAGAAAACCACTCTCCTGGCCTCAAAAGGAACA 
CCTAACCTTAATCTGTATGGGAAAAAATGCCTTCACAGTTTTCCCTCTCACTTTACAATGTCTCCAACCTTTGTATTTCCCTGCAAACCTGCCT 
TACCAGGTAACAGAATCATTCTCCTGACCCCAGACAGGAAACACTAACCTGACCCAGAGATGCTCCTACCCCTACACAGTAAGAGTCCCTGTCT 
CAATGCTTTAAAGAGAAATTTCTATAGCAGTGCTGTCCAATAGAAATATGTGAGTCACACGGGTAATTTTATATTTTCAATGTAGCCACATTAA 
AAAG AG AAAAAAAAG ATAAAATTATTTT CAATAAC AT C AATATACTTAACTTTACC CAATATATT CAAATATT ATTTTAAC ATGTAATCAATAT 
AAAAATTACTGAGCTATTTTAAACTTTTTATACTGAGTTTTGTGATCTGGTGTACATTTCACATTTATAGCACATCATCTCAAGTTAGACTGGC 
CACATTTCAAGAGCAGTAGCCACACGTGGCTGGTAGCTACCATATAGGACAGCATAGGTCTGTGGAGTCTACGGAACCCTATAGCAGACACTGC 
TATAAGCTCATTGAGACCTGTTCCTGTTCTTCCTGAGCTCACTCTACCTATTCCAGCCTCCTCTGCAGATAGATGTGGGCACATGACAGAGTTC 
TGACCAATGGAGTATGGGCAAAAGTGACATATACCAGTTCCAGGCCTGACCCATAAAAATCTCTCATGCAATCCTCCATTTCCTCTCTTTCCCT 
GT CTACCAACTG AAAACCAACTAACTC CAAGGACCTAG AGG AGG AC AGAGTCACAAAATAG AGTTTGCCTGGGT CC ATG AATGAAC AGTAGTAA 
ATATTCAGATTGGCTTTTGAATG AG C AAGAAATAAAC ATTTATTCGTTAAG C CCCTGAAATTCTGGGTTACAG C AGCTAGG ATAATTTAGCCTA 

ATCTTGGTTCACTGCAACCTCCGCCTCCCAGATTCTCCTGCCTCAGCCTCCTGAGTAGCTGGGATTACAGGTGTATTAGCCCGGCTAATTTTTG 
TAGTTTTGGTAAAGATGGGATTTCACCATGTTGGCCAAGCTGGTCTCAAATTCCTGACCTCAAATTATCTGCCCACCTAGGCCTCCCAAAGTGC 

GTGGCACAATCTCGGCTCACTGCAACCTCTGCCTCCCCTCCCAGGCTCAAGCGATCCTCACACCTCAGCCTCCCGAGTAGCTGGGACTACAGAT 
GCACACCACCACACCCAGCTAATTTTTGTGTTTTTTATTGAGATGGGGTTTTGTAATGTTGCCCAGCTGGTCTCAAACTCCTGAGCTCAAGCAA 
TCTGCCCTCCTCTGCCTCCCAAAGTGCTGGGATTACAAGTGTGAGCCATTCTGCCTGGCCAATAATAATCTCTTGACCGAAATCTAGACACCTG 
ATCTCACTGTCTATATGAACACAAGCTCTGAACCTATACAGAAACACCTGTGACCCAGTACTGGCCCACCTGATCTCTTTGTAGGAAGCTGTCA 
TAACATAGGTCTAAGAAGCCCCATCCTGGCCACGAATGGTGGCTCACACCTGTAATCCCAGCACTTTGGGAAGCTGAAGCAGGCAGATTGCTTG 
AGTCCAGGAGTTTGAGACCAGCTTGGGCAACATGGCGAGACCCCATCTCTATAAAGAAAAAAAAATTAGGCAGGCATGGTGGCATGCACTTGTA 
GTCCCAGCTACTTGGGAGGCTGAGGTAGGAAGACAGCTTGAGCCCAAGAGGTTGAAGCAGCAGTGAGCCGTGTTCACACCACTGCACTCCAGCC 
TAGGCAACAGAGTGAGACCCTGTCCCCTGTATGZUU^AAACAAAAACAAAAAAACAAAAA 

GAACCCATAGTCTGGAGCTCTCTAGAAACCCCTGCTTGATTCAGTAAAGGTACAATATAGAAACCATAGGAATCCCTGTCCTCATTCTGTCCAG 
GAACATTTGGAATGACCCACCAGAGGTACACTAGAAGTGACCTGACCCTGCCCATGAATCCCTGTCCTCACAGACCTCACACAAAAGGAATACC 
TCTCCTTAGGAAAAAAGG CC CCTACC CT CAATCCTG CAAAAGAATACC AGCCAG ATAGAGACCAAGG CCTGAC ACT ACAGC AC AG ATCGGCAAA 
CTATGGCATTCAAGCCAAAGCCAGACTGTGGGCTGTTTTACATTTTTAAAGGGTTGTTTTTTAAAAAGAGAAAAAAAGAAAAATGCCACTGAGA 
CCGTATGTGGCCTGCAAAGCCTAAGATGTTTACTCTCTGTCCCTTTATAAAGTTTGCTGACCCCTGCTCTTCAGAAACCTCTCTTCTGATCCAA 
CAGAAAAATGGGCCTTGACCCTTTGCAAGACTCCCTACTCTATCAGGCTGCAGGTATCAGAACTCTAGAATTTTTTTGTAGTGTGTTATCATTG 
TATGTGTTTTCTTTGGTGAGTGTAGGGGTTTAAAGGTCTTAGGTCTGCAACTCTTTTGCGCTGAGACAAAAGATAGGTTCACGTAGGAGGGGTG 
AGAGGGAAGAGGCGGCAGGACATCTTCAAGAGGATCAGAGGGCAAAGCTACTGGGCGGTGAGACCGTCAATCTGTCAGTCTGATGCAGAACCCC 
CGGACTGCTTATCTCTCCGGTCCCAGCTTATAGCCCGGTAGGAAATGGTGGAGAATGAGACAGGGAGATTAGGAGGACAAACCGGCCTCCTGCA 
GAGCTGACATTTAGACATGGAGTGGGAGTTGCGGGGGAGAGGGGGTGCCTAGGGACAGCTCCCCAGACGCACACACACTTTCTATTACTGCTTG 
GGAGCAGTGGTTACCCGTTGGAGGGGGCAGATAGGGAGAGCTGCTGCCCATGAGAACTCCCATCCTCAAGGCCATTCTGGCCCTGGGCACTATT 
ATTATCACAACTTTCCAGATGAGGAAACGGAGCACAGAACTGTTCAGCAACTTGCCCAAAGTCACATGGTTAAGTCCCGTAACCTCAGTTTCCT 
TATCTGC AAAGC AGC CTTAATAATGGGAACT AC CT CATAGAATTGTGGTTTACAACG ATGCCTGTCACATAATACTTGCTATCATT ACC ATTCC 
CTGCCCCCACTAAGACTCCTTCCACTCAGAATATTGCGGCAGAATATTAATAGCTAATATTCGGCCAGTGTTTCCTGTGTACCACCATAGTGAA 
TATTAACTCGGAAAATCCTCACATTTAGCATCGTCACCACGCCTATTTTGGCCGCCACCACCAACGTCCAGTGGCAACCTCGCTCTCGGCCCAG 
CCACAACCAGCCCGCCCGCGCTACGTCATCACGGCGCGTCGCGCGGGAAGTCGCGGGGAAAAGGTAAGATGCCCCTTCCTAATTCCCTCGCTTC 
CTTGCTTGCTCTCCAGACACCGCCGACCCGAAGGGCTCCTAAGTGACTGGACAGGGACGGAGGGGCGGCGGCTATGGCATCCGGGACGACAGCG 
ACGATAGCCGAGGCAAGAAAAAGCTTGCACCGCAGCCCTGTCGGGAACCGCCGGCGCCTGCCTTTTACGTAGGCGCAGCACAGCTGGCGTAGCA 
CGCCGACGCACCGCCCCGTCGCCTGTGAGCTCGCGGTGTGGCTCAGCCCAGCTGGCGTAGCACGCCGACGCACCGCCCCGCCGCTTGTGAGCTC 
GCGAGAGGTGTGGCTCGCGCGAGGGGCGCGGCCTTGAGGCACGGTCCCCTCTGGAGGCGGGATCTGGGCGGGCAGTCGAGAGACGAGGCCCAAT 
GGAAAAGAAAAGCCTGAGCGCTCGCGTCCCCACAGGTCGCCAGAAACTTGGTGGAGCGAGCCAAGGGCGGAGTTTGAGAAAGGGGCTGCGTCCA 
ATGAGTGGAGCGGTGAGTACAGCGCGTCGACGGCGGAGGCGGGAAGGGGGCGGAGGCCGACCGAAGGCGGCTAGGGACTGGCTGAAGAGGGTTA 
GCGAAACGTTAGCGGTCGGGTCTGGGCAGGGGGTGGAGCTGGTTGAAGGAACGGGGCAGTCCCCTGAGGAGCGGGGCTGGTTGAAACGCTAGGG 
GCGGGATCTGGCGGAGTGGAAGGTACCGGTCCGGCCCGATAAGGGGTGGAGTTAAGTGAATCGTTAAGGGTGGAGTCGAAACCGGGGTCGGGGC 
CGGGGCCGGCTGAGTGAAAGGGTGGGTGATTATCCCGGGAGATAGGCCGAAAGGGCAGGTTCGTGAAGGAATGGGGTCTGGGCTGGGCTTAGAG 
GGTCTGGGAATGGGGCTTAGGAGAGTAGAAGGGGCGGTGATTGGTTGGAAAGGGCAGGCCCTAAGACGGACTGTGTGAGCCCGGGGGCTCATTG 
CTCCGTGAAAGGGCAAGACCAGGGAAAGAGAATCGTGTAAAAGGGGTGGAGTCTAGCGGGCCGGGCGGGGCCGGGTAGAATGGCCACCTGAGTG 
GAGGGAGAAGGCCTGAGAGAGGCGGAGTTTGGAAGGCTGTGGAGAATCAGATCGCGTAAGGAATGGAATCTAATAGAGGGGGCGGAGCCTGGAA 
AAGGGCAGAGAGGTGGGGTCCTCAGGGCACACTAGCCCCCTCACATACCCACGCTCCTCCCCCCACCCCCAGAACCGCGGCAGGGGCCAAGCCT 
CCTCAACTATGACCTCAACCGGCCAGGATTCCACCACAACCAGGCAGCGAAGAAGTAGGCAGAACCCCCAGTCGCCCCCTCAGGACTCCAGTGT 
CACTTCGGTGAGGCCCTAGACCCGCCCTGATGAGGGGGAGAGGGAGCAAGTTGGTCATGCCCTGGACTCTGACCCTTCTCTCTGATTCACAGAA 
GCGAAATATTAAAAAGGGAGCCGTTCCCCGCTCTATCCCCAATCTAGCGGAGGTAAAGAAGAAAGGCAAAATGAAGAAGCTCGGCCAAGCAATG 
GAAGAAGACCTAATCGTGGGACTGCAAGGGATGGTGAGCAGGGCCTGGCTGCAGTTTAGCCTCGTATGACAATCAAAACCCAAAGGTTCCCCAC 

GCTGGCACTGGCTTGGTGTTGGATGAGCAGTTAAATGAATTCCATTGCCTCTGGGATGACAGGTGAGGCTGGGTCCTCCAGGCTGTCTCCAAAC 
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CACAAAAATACACACACTTAGAGCCCATTAGCAAGAATAAATCTTTTCTTACCCCAGCCTGGATACTGGAAGCAGATGATTTGGGGAGGTAGGG 

AGACAGGGGTCCTTCTCTAGGAGCGGATTGATGAGTAGGAGGGCAGATCATTAAACAGCCAACAGCAGTATGAGGTGTTTAATGAAGACAGACT 
TAAGACCAGGGGATTCAAGGGTGTATAATAGAGGATCCTAAACTAGTATCCGGGCTTCCCAGAAGCCTTTATAGAGGAAGAGACGTTTGTACTG 
AAACAGAAGGATGAAACCTCCCGTTTGCTTTACTTTTCAAAAAGAATCAGCAAATCCTTTTGGCTATATGTTCAAAATATATTCACCATCTGAC 
CTCTCCTCACCACCTCCACTGCCACCATCATCATCACTCACCTAGACTTGCAGAGGCCTCCTCCCTGGTCCCCTACTTCCAACCTCACCTCTAT 
TATCTGTTCATGCAGCAACCTAAAAAAATATGTATGAGTTGATGTCTTTGTTAAAATACTTTAAGGAGGCCAGGCATGGTGGCTCACGCCTATA 
ATCCCAGCACTTTGGGGGGGCCAAGGCAGGTGGATCACTTGAGGTCAGGAGTTCGAGACCGGTCTGAGCAACGCGATGAAACACTGTCTCTACT 
AAAAATACAAAAATTAGTTGGGGGTGGTGGCACACACCTGTAATCCTAGCTAGTTGGGAGGCTGAGGCAGGAGAATCGCTTGATCTGGGAGGCG 
GAGGTTGCAGTGAGCCGAGATTGTGCCATTGCACCCCAGCCTGGGCAACAAGAGCAAAACTCTGTCTCAAAAAGTAAAAATAAAAAAAAAAAAA 
GTACTTTAAGGGCAAACTGTTGCCCTCAAGGTAAAGTCCAAATTTTTCATCCTGGCCTCAAAGGTTCCACATGATGTGGCTCCACATCACTTTG 
TGACCTCATCAGGCAATCCTTCTCGC 

HUMAN SEQUENCE - TORNA 

GCAAAGGCCAAGGCCAGCCAGGACACCCCCTGGGATCACACTGAGCTTGCCACATCCCCAAGGCGGCCGAACCCTCCGCAACCACCAGCCCAGG 
TTAATCCCCAGAGGCTCCATGGAGTTCCCTGGCCTGGGGTCCCTGGGGACCTCAGAGCCCCTCCCCCAGTTTGTGGATCCTGCTCTGGTGTCCT 
CCACACCAGAATCAGGGGTTTTCTTCCCCTCTGGGCCTGAGGGCTTGGATGCAGCAGCTTCCTCCACTGCCCCGAGCACAGCCACCGCTGCAGC 
TGCGGCACTGGCCTACTACAGGGACGCTGAGGCCTACAGACACTCCCCAGTCTTTCAGGTGTACCCATTGCTCAACTGTATGGAGGGGATCCCA 
GGGGGCTCACCATATGCCGGCTGGGCCTACGGCAAGACGGGGCTCTACCCTGCCTCAACTGTGTGTCCCACCCGCGAGGACTCTCCTCCCCAGG 
CCGTGGAAGATCTGGATGGAAAAGGCAGCACCAGCTTCCTGGAGACTTTGAAGACAGAGCGGCTGAGCCCAGACCTCCTGACCCTGGGACCTGC 
ACTGCCTTCATCACTCCCTGTCGCCAATAGTGCTTATGGGGGCCCTGACTTTTCCAGTACCTTCTTTTCTCCCACGGGGAGCCCCCTCAATTCA 
GCAGCCTATTCCTCTCCCAAGCTTCGTGGAACTCTCCCCCTGCCTCCCTGTGAGGCCAGGGAGTGTGTGAACTGCGGAGCAACAGCCACTCCAC 
TGTGGCGGAGGGACAGGACAGGCCACTACCTATGCAACGCCTGCGGCCTCTATCACAAGATGAATGGGCAGAACAGGCCCCTCATCCGGCCCAA 
GAAGCGCCTGATTGTCAGTAAACGGGCAGGTACTCAGTGCACCAACTGCCAGACGACCACCACGACACTGTGGCGGAGAAATGCCAGTGGGGAT 
CCCGTGTGCAATGCCTGCGGCCTCTACTACAAGCTACACCAGGTGAACCGGCCACTGACCATGCGGAAGGATGGTATTCAGACTCGAAACCGCA 
AGGCATCTGGAAAAGGGAAAAAGAAACGGGGCTCCAGTCTGGGAGGCACAGGAGCAGCCGAAGGACCAGCTGGTGGCTTTATGGTGGTGGCTGG 
GGGCAGCGGTAGCGGGAATTGTGGGGAGGTGGCTTCAGGCCTGACACTGGGCCCCCCAGGTACTGCCCATCTCTACCAAGGCCTGGGCCCTGTG 
GTGCTGTCAGGGCCTGTTAGCCACCTCATGCCTTTCCCTGGACCCCTACTGGGCTCACCCACGGGCTCCTTCCCCACAGGCCCCATGCCCCCCA 
CCACCAGCACTACTGTGGTGGCTCCGCTCAGCTCATGAGGGCACAGAGCATGGCCTCCAGAGGAGGGGTGGTGTCCTTCTCCTCTTGTAGCCAG 
AATTCTGGACAACCCAAGTCTCTGGGCCCCAGGCACCCCCTGGCTTGAACCTTCAAAGCTTTTGTAAAATAAAACCACCAAAGTCCTG 

HUMAN SEQUENCE - CODING 

ATGGAGTTCCCTGGCCTGGGGTCCCTGGGGACCTCAGAGCCCCTCCCCCAGTTTGTGGATCCTGCTCTGGTGTCCTCCACACCAGAATCAGGGG 
TTTTCTTCCCCTCTGGGCCTGAGGGCTTGGATGCAGCAGCTTCCTCCACTGCCCCGAGCACAGCCACCGCTGCAGCTGCGGCACTGGCCTACTA 
CAGGGACGCTGAGGCCTACAGACACTCCCCAGTCTT1!CAGGTGTACCCATTGCTCAACTGTATGGAGGGGATCCCAGGGGGCTCACCATATGCC 
GGCTGGGCCTACGGCAAGACGGGGCTCTACCCTGCCTCAACTGTGTGTCCCACCCGCGAGGACTCTCCTCCCCAGGCCGTGGAAGATCTGGATG 
GAAAAGGCAGCACCAGCTTCCTGGAGACTTTGAAGACAGAGCGGCTGAGCCCAGACCTCCTGACCCTGGGACCTGCACTGCCTTCATCACTCCC 
TGTCCCCAATAGTGCTTATGGGGGCCCTGACTTTTCCAGTACCTTCTTTTCTCCCACCGGGAGCCCCCTCAATTCAGCAGCCTATTCCTCTCCC 
AAGCTTCGTGGAACTCTCCCCCTGCCTCCCTGTGAGGCCAGGGAGTGTGTGAACTGCGGAGCAACAGCCACTCCACTGTGGCGGAGGGACAGGA 
CAGGCCACTACCTATGCAACGCCTGCGGCCTCTATCACAAGATGAATGGGCAGAACAGGCCCCTCATCCGGCCCAAGAAGCGCCTGATTGTCAG 
TAAACGGGCAGGTACTCAGTGCACCAACTGCCAGACGACCACCACGACACTGTGGCGGAGAAATGCCAGTGGGGATCCCGTGTGCAATGCCTGC 
GGCCTCTACTACAAGCTACACCAGGTGAACCGGCCACTGACCATGCGGAAGGATGGTATTCAGACTCGAAACCGCAAGGCATCTGGAAAAGGGA 
AAAAGAAACGGGGCTCCAGTCTGGGAGGCACAGGAGCAGCCGAAGGACCAGCTGGTGGCTTTATGGTGGTGGCTGGGGGCAGCGGTAGCGGGAA 
TTGTGGGGAGGTGGCTTCAGGCCTGACACTGGGCCCCCCAGGTACTGCCCATCTCTACCAAGGCCTGGGCCCTGTGGTGCTGTCAGGGCCTGTT 
AGCCACCTCATGCCTTTCCCTGGACCCCTACTGGGCTCACCCACGGGCTCCTTCCCCACAGGCCCCATGCCCCCCACCACCAGCACTACTGTGG 

TGGCTCCGCTCAGCTCATGA 
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TABLE 14 



MOUSE NOMENCLATURE 
ICSGNM FkbpS 
Celera mCG18519 

HUMAN NOMENCLATURE 
HGNC PKBPS 
Celera hCG17S59 

MOUSE SEQUENCE - GENOMIC 

ATAGTG AAACTGTCTCAAAAACAAAACCAGGGCTGG AGAG AT AGCTC AGTGGTTAAGAGTATTGACTG CTCTTC C AGAGGT C CTGAGTTCAATT 

CCCAGCAACCACATGGTGACTCACAACCATCTGTAATGGGATCTGATGCCCTCTTCTGATGTGTCTGACAGCGACAGTGTACTCACATACATGA 

AATAAATAAATAAATCCAATTTAAAACAAAACAAAACAAACCCAAACAACAATATGGCCTAAAGTTATAGATTCATTCCTTTGTCTCTGCCCTT 

ACCAAGTGTATGTTTTATGAAGACACATTTTCTAGAACAATGCCTGAAGCAGCACACTTGTTTACTGGATTCCCTTCCAGGGACTCAAACTAGG 

GCCTCATAAATAAATAAATAAATAAATAAATAAATAAATGGAGTTTTATAATTTTATGTGAGTGGATATTTTTCCTGCATGTAAACCAGGGCAT 

CCCTGAGACCCCAGATGGCCAGGAAAGGTGGAAGGATCCCCTAGACCTGCAGTTCCAGATGGGTGCTTGGGATTGGATCCGGGTCCTCTGGAAG 

AGCAG CC AGTG CTGCTAACCATGCAGTC AT CT CTG CAG CCCTG AAGGAAGCTTG AGTT AGGAAGG AG AG CACTG AGAG TACC CATC AGNNNNNN 

NNNNNNNNNNNNNNNNNNNJSJNNN^ 

NNNNNNNNNNNNNNNNNNNNNNNNNN^ 

AGGTGGAGGGAGACCAGACTCCTGGCAACTGTCCTGATCACCACATCTGTGCTATAGCAGGATCCCCTCCTTCCCCATTAATAAACCAACTGTG 
ATTTGGGTTTAGGTTGGGTTTGTTTTTGAGACAGGGTTTCTCTGTGTAGCTGCCAGTCTTGTTATCCAGTGGTTCTCACCTGTTTACCAGTGTA 
GTGGGGCTCTGCCTGCTGAGGATCTTTGCAGACATTTTAGAATACATATAAGCAAATACATACACATTTCTTCCAAAAACAGAATCATGTCACA 
AATTGATCTACATGTGCCATTATCTTTTCTAAGAGGATTTGTTGGTGCCTGGTGTCTGGCACACATCCCTTTAAAGCAGGCAGATCTCTGGTGA 
ATTTGAGGCCGGCCTATTCTACATAGTGAGTTCCAGGACATCCAGGGCTATGTACAGAGAAACCCTGTGTATTAGTGTATGGGGTGGGGACGGT 
TTGGCAGCTTTCTAGTTTTTGTTTGTTTGGCTTGTCAGTATTACAAGGTTGTTTATCTGCAATGGGTAAAGTTTCACTTGTTCCAGGCAGATGG 
GGTTTGTAGCTGTCTTAATCCTAAGGGGGAGATGGTAATGAAAACAGACATTTGACATTTAGGTGTCAGCCTGTGCAGTTGTAATCAGGTATAA 
ACTGTGTCAACTGCAGTCATAATGACACATTCTGATGCATGCCTTCTCATCCGTAACTCTTCAGTGTCTAGGGGGCCAAGTCATCACTCATGCC 
ATAGGGACACGCTGGATAACGGCATTCTTCGTAATGCACTTTAATGAAAGCAACAGTGTTCTTTTTGAATAAACATTTACAGATTTCTTCCCTA 
GTTAGGTAACTTAAGTGTTTTTTACTGTTAGAGGTAAAATAATCTTCAATTGGACATAGATTTAGCTCATCTTTTTCACAACTGTGACATTCAT 

GTAAGTACACTGTAGCTGTCTTCAGACACTCCAGAAGAGGGAGTCAGATCTCGTGATCGGATGGTTGTGAACCACCTTGTGGTTGCTGGGACCT 
GAACTCCTGACCTTCGGAAGAGCAGTCGGGTGCTCTTACCCACTGAGCCATCTCACCAGCCCGAGGAATTGTTTTTATTTGTGACTGGAGAGAT 
TGCTCAG TAATTGAG AG CACTG ACTGCTCTTTCAAAGGATCCAGGTTCAGTTCCTAGTGCCCACAACTATCTGTAACTCCAGTCTTAGAGGAAC 
TCTCTGG CCTTTGT AGGCACC AGGTATGCATCTCGTATG CATATATACATC AGGCAAACACCTATGCATATAAAATAAAAT C ATTTTTTAAAAT 
AAGAGCATATTTTTAAAAGAAACATTTTTATTTAGCCACACTGTTAATTTAGCTCTACCTTATGCAGCCTGTGGATATTTGATTCACAGGGAGA 
CCTGTACGCCTCCGTTTCTGATCGCGACTTTTCATTCCTTCTGGTGGTTTCCCTTATGAAGTGAAGCATGACTGGTTCTTTGTACACTTAAACC 
TTTCCTTCCCTCTGCTAAAGCATTTCATGTTTCCCTCTAAACCCAGCTGCAAACGTCAGACTTTCCACCTGTCACCTTGGCATCTCTATCGACC 
CCTCTCCTGCTTCACTTTGAAACTCAGGACGCACTGTTATTCTCTCTCTCCCAATCTTTACTGTTGCCCAGTGCCTCTGAAAGGCACTAGTGAA 
CACGCAGACTCAGCACTTCATGTCCGTCGTTTCAAAACAACCTTTAGCCAAATACTCATTCTTCAGAAATGTCCTCTCTTACTCTAAGCAGCAT 
CTGCAGAAGAGTTTGAAGTTATAGTCACAAAATTACAGACAAAGTACTCAGGGAAGTGAGCAATCACATAATAAAAGATGGTGAAAAACACTAC 
TAATGTCTAAAAGGTCTCTGTGACACACTAAAATTTGTCCATAGCTGCTGACCAAATAATGACCTAGAAATTCCATCATCAAAAATCTCTCCCA 
ACGTAGAGTG AAAGGACAGTGATGGAAAGGAGAGAAGCGGTGGCT C CAG CCACATCTG CTGCT-TGGG AGACCGTGC AGTGTG CTCTG ACTCCTG 
GTGCCTGGATGCTGACTCATCCTGGCCCTCTGGTTGGAGTCAGGCACCTACAGCATTTTAAAAGCTCTGTGGGTGATCCTAATGCTGGCAGTGT 
TAAAAAATGACTAAGAAACCTGAACGGTAAGACAGGTCTGACATCTCTCCAACCAGACTTCAGGGCAGAGGGCCAGATTACTGCAGTGTCTGTG 
CGGGGAGACCTGTAAGGATGGGAGACCCATCGGGGCTGAGGGAAGACGATAACACCTGGGTACCTCTCTGCTTACTGTAATTCTGAGAAGCAAA 
AATACTTTTGT ACTTTC CATAGGG AAAATACAGGAGCC AC ACTAGGAG C AAGAG AAG C CTGACTGGTCTATGGGAC CCAACAT AGGT CCTG CTC 
TTGGCCCCTGAGTTCTCTAGTGAACCCCAAGTCTAGCGCTGCACTTGTAATGCCCTACTCCATGGTCAGGGCACCAGGGAAGTGGTTTGCTTCT 

AGGGTATTACAGACTTACTGGACCTGAGCTTGTCATGTCCCTTCAGTGCAGAAAACAGCTTGTGTAGTATGACCTTGAGAAGCAAAAGCTTCAA 
CCTGCTTGAAGCCCAGGAGGGTAAAATAGTAAGAGGTAAAATACTTTATTCAGATTTTTCTTTATTGCATAATGTTACCATTAGGTAGTATAAT 
ATTTTCTAGGGTTTTTGTTGTTGTTGTTGTTTTGTTTTGCTAGCAATACAACCCTGTGCCTCCTGCTTACTTAATCATTCAGACCAAAATGATG 
ACACACACCTTTAATCCTACTGCTCAGGAATCAAGCAGGAGGATCTCTGTGAGTTCTAGGACAGCCTAGGCTACATAGAGAGACCCTATCTCAA 
AAGAAATAATTCACCTGGCTAAACCGCCCCAGCAAAGCAAAGCTGCACTGTGAGAATGTGTTGGGGGTTCTAGGCIAAGGAGCGTCTACTTTATC 
TCTTCCCAGGAGAACAGTCCCGTGTTGCTCAACTCTGCTGTGGTGGACATGGAGCTGTGAGGGAAGGGGAGGCTGCTTCCCTTGCCAGCCAGCT 
CAGCAGGT C AAC CCT C ACAACAACGG AGTG ACAG AC AG AG CCACATTACCTTACATC CAAGG CGAGTGAATG AAG AATG AGT CCTCCAAAGCAT 
TGTGTATATTGAAGACTAGACTGAGTAGTTTCAGGCTGTGAGGTAGCAGAGCCTCTTTCTTAAACTGTCTCCTTACTGGACCTCTCAGAGCCCT 
TGGCTGAGAGGCTGATGGAATCACTCCCAGAAATCCAGCTGAGGATCGAGGAAGGACACTGCAACTGAGGAAGGGAGGAAGACCTCAGAGGGAC 
TTGGGACTCAGGACTCGGAAAGGTGACTCCAGCTGGCTGGCTGCCCTTGGCTGGCTGGCCGCTCCGATACATCTGTCTGATCAAGCTGTTTCTG 
TTGATTTTTC ACTT CTTATAAAAGTATAC ATG C ATACGTGTATG ATAAAATATACTG CTTTAGACATTTAAATGTTCCTAAGTGG C ATTAAGTA 
CACTCCCTCCCAATATTGTGAAACCATCACCGGTCATTCTTTTCATCACCCCAAACAGAAACTCTGTACCTTACAACACCCCCTAGTAACCTTT 
AACCTACTTTGATTCTGAGTTTGACTCTGTATGTGTTGTATACATGTGTATGTGTTGGCATGTGTCTGCACTTGTGTACAGGTCTGGGGTCAGC 
ATCCAGTGTTGTAAAATGTCTTCGTATTTTATTTATGATTGGTGTGTATGCATGTATATGCCACAGCATTTGTGTAGAGGCCAGAGGATACTTT 
TAGGATATGGTTCTTTCCTTCCATGTGGAATCCAGGGATCAAACTCCAGATTTCAGGCATGTGTAGCAAGCGCTTTTACTTTCTAAGCCATCTC 

TACTGGGCTACAAACTCGGGTCCTCACATGTTCAGCTTGTGCTCTGACACTGAGCAATTACCGTCGAATCCCCAACACGTACACTCTTATTTTC 
CCATGATATCCATTCTGATGGGTAGGAACCGGAATCTCTTACAGTGCTTCTTTCCCTTTAACTGGTCACTGTTGATGTGAAACATCTTGTCATT 
TTCTGCATGAATGTGTATGTGTATATATATATATTTTGAGAGATTGTGTGTGTGTGTGTCTGTCCAGTCCCACCACCTCAGTATAGAAGAAAGA 
CATTTCTTTGGGAAAAGTAGCTGAATAATTGTAGTGTGTAATTTCACGGAGCTGTGTAGTTGTTTCCTCTACCTGTGTAGTTAGCTCTTTTTTT 
TTTTTTCTTTTTTAAAGTGTATTTCTTGTCTGCCAATAAATAACTATTACTATCTCTAGCTCTAGGTTGGAATGTCTGAGAGAGGTCAGAGGTT 
GAATTTTAAGTGAGGATTTTCCAGTCCATTCTTATAACAAAATGTCAAAATTGAGGTCCACTTAGCATGCCCTGTGTTCTGAGGTTGAGGTATG 
CTTCTGTGCTGTGTCTTTTCTCTTGTGTGGAGCTGAAAGCTATAGACAACAAGGCCAGGAGTTGGCGGGGCTTAGAAACACTCGCTGTGGTTCC 
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TCAGTGCTTCTAACAAAGAAGCTAGGGATGTCCGATGGGACACCGTGGAGGAAGAGAAGCACCGGTCACATGCACAGACTCTGCAAAGCTGAGG 
GTAGCTTCCCACGTGAGAGACCGTAGTTACCTGAAGTTGTCAGTACCTGTTGATGAGACACTGTCTTCTCATGTCTCTGTTGTGTCTCGGGTCA 
TTGCCGACTGGTACTTTGGAGGGTGAGTGCCTATCTGCCATGTCCATAACAGGAGCACTGGGTGTTGCCCTTCTGGAGCACTGGGGTGCAGTTT 
CCCTCCCTTAGCTGGTGCAGTACAGTACGCTTTATCATGGATTAGTAATAGCGTTAGGTAAAGGTGACCAGAGGAAACAAGACTCTGTTAGAAA 



TTTACTTATAAAAATTTATACTTCTAGTGACCTACATGAATTTAAGGGGAAATGTTTAGAAAATAAAAGGATTTGGGAAGGGAGTTGCTTTGGT 
TTTTGTTTGTTTGTTTGTTTGTTTGTATTTTCTTTGTTTGGCAGCTTAGTTTTTGTTTTTTCAAAACAGTTTCTCTGTGTCTAGCCATGGCTGT 
CTTAGAACTTGCTCTGTAGACCAGATTGCACTAGAACTCAGAGAAATCTGCCTGCCTCTGCCAACTGAGTGCTGGGATTAAAGTTGTACAGGAT 
CACCGACCAACTTAGTTTATTTGTTTATTCCTTAAGATTTAAATGGCTTTGAACCTGGAAAAAAAAAAGGTTGTTTTCTGGTTTTCCAGATTCC 
TGGTGCTTCTCTTCCTGTGGACTTGGCGGTTCTGTTCCAAGTCAGTCTCAGATTTGCACGCTCGCATCCTTAAGTTGATGAAGTTCCTTGGTCA 
AGTTG AC AGTTAG CAG AAG CGAC AAATGGGTTG AAGGG AGTTAAG ACTTACATG AATAG CAAGCCAAGTTGTT CTTTTCTTC AT CTTTATTTTT 
AATTTATTTATCTTTTGAGAATTTAATATATGAATACTGATTTTACATCATTTCTCCTTTAATTCCTCCCATATCCCCTTCTCAAATTTGTGCC 
TTCTTATTTGTTGATTATTGTTACATGTGTGTGCATTCATACACTTGGGCGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTATGTTTAC 
CTATGAATACAGCCTGTTGAAGTCTTACAGTTTTGCTTGTATGGGTTTAGAGAGGGTCTTGTGTAGCTAAGGTTAATGCTCACCCCTGATCCTC 
CTGCCTCCACCTCCTGAGTGCTCGTATTGCAGGCAGCATATGCTGCTGTCACCAGCATGGGCCTGGCTGAAAAAAAACTGTTTTTTTCTCTTTT 
TTAAAAATTAATTTTGTGTTGTCTGCATGGATGTCTTCGAATCATCTGCATACAGAGGGCAGAAGAAGGTATCAGATCTTCTAGAACTGTGTAA 
CGGACAGTCGTGAGCCTCCATGTGGGTGCTGGGTATCAAACATCAGTTCTCTGCATGCTCTTAACCATGGAGTCATCTCTCCAGCTTTCCCATT 
AAGTATTTTTGGAAGAAATAGCACATAGATAAAGTCCGCCTCCCCTTACATCGCCATGAGGCAGTTTGTCTAATTGCTGCTGTCACAGGTTTGG 
TTATGGCGCACAGTGCCTGTTACAAGGATAGTTCTTAGATCAGCCCCTTCCACCTTGGAGTTTTTGAGACAGGGTATTCCTGTGACTAGGCTGG 
CCTCAAACTAAGAAATCCGCCTGCCTCTGCCTCCCAAGTGCTGGGATTTAAGGCATGCGCCAACACACCCAGCCCTAGATCCAGCTTCTTAAAT 
GTTCCTACTCCTGT CTCCTTTTTG C CC AAG ATATTC CTAAG CAATCC CAG AC ATGTGGGC ATATAAAATAGAC ATACAAGGAGAACATTTATTG 
ATAATAAGTCATAGTTTATTTTAAAACAATCTTTGCTGTGCAGATATTTTTACTATTTATTCGAGATAAGCAAATATGCACACCAAAAGATGGA 
TATGCTTGTTTGTCTAGTACAGTTGAGTCCAAAGATAGACTGTGTTTTGATATTACCTGCCGAGAGGTGGCAGTAGGAAATATTAGGTCCTTGT 
TGTATGTCCCTAAACCATGGTGTTTCTATAAGAGCAGAAACCGTTGTGCGTGCGTGCAGCAGAAACACTGCGTAGCTCACAATAGCCTTTGGTG 
TGAGCTGAGGGGCTGTGAGCAGCACCGTTTAGCATTGCATGATGCAGTGGCATGCATGGTGAATTGCACGTGTGCGCTCAGCCGAGTCCCACAC 
TGTGGCATGGCCAGCACTGCCAGCACACCGTGGATTCCTTGTGAATTTATTCTTGTTTGGGTTTGGGGCCAGTGTGTATTCAGAAAGCATTGCT 
' GCTGCTCAGCTGGTCTCCCCGGGTGTGGGCTCACCACTTCCTCTTTAGTTATGGTGCACATCACCTGCTAAAGGTTTATATTGCTTTGTTGGAA 
AGGCCCTCTCACCTTTTCTGGTGGGTAACCTGTGGGTGAGGCTGGTGAATATTTCTCAAGAACTTTTCACCTAGTGCCTTTAATGTGCTCAGTG 
CTTCTGTCCTGTTGTGTTGCTAGAGGCCCACGTGTCTCTGAAAACCTACCGAACCTTTCCCAAGGATAAGTCGATGAGCAGCTCCCTCCAGATA 
GTTAAAGACCATTCCCTGCTGTTTAGGCGCTTCCTATAAGCTCACGCACCAGATATGTGTCACCAAGTCCTAGAAGCTGGGGGTCGGCCCCCCG 
GTCTAGTTTCCCTGATTATCTAGTCCAGCATTGTGCTGAGCTAGGTACTTAACTTTGGTTGTTTGTTTGAGAACAGCTTGTTCTAGGCTTTCCC 
CTACCCTGAGCCAAACATGTGGACCTTTTATTCTGGTATAAACTGTGCTAGGAAATCCACACAGGGGCTGGGCCCTGGGATTGTGCTGCTCTCT 
TCGAAAATCTTTCAGCACAACAAACAGCTCAACCTGAAGAAAACTTAGCTTGTTTGGAAATGAGTTAAAACACTCATATTTTAGTTGCCCAATT 
CTCAGTTCTATTAGTAAAGCGGGTTCTTTACAATACTGGGAGCTGTTTTGTGTTTGGTTTGACTGTAAGCAGAGGGCCCACCAGGTGACTTGAC 
TGAGCCTGGAGTCTGTCCTTACCCTAGTGTGGAATAGCTTTAGAAGTGGCCCACAGTGAGCCGGTTTTGGTAATGTCCTTAACTTTCAGTACTC 
GGAACGCTGAGGAGAGAGAAATGTCCAGTTTGAAGCCAGCCTGGGCTACATAAGAACCTGATTCAGAAAATAATTGGCATTGTTATTAATTCTT 



CTTTGCAGGAGAAAAGGTAACAGCCCTCAGGAGGCAGACAGGTGGATCTCTGTTAGTTCAAGGCCAGGCCAGTCGATACATTTGAGTTCAGGAC 
AGTGGGTCTCTGTGAAGCAGAGTTTGTATTCTGAGTACACTGCTCTGAGTAACAGTTTAGAGTGCCTGAAGTAGGAGCGAAAGGCAGCCCTCCA 

CAGCTGAGAAGAGCTAAGGAAGGGTAAAATGGCAAAACGACTTGCATGGGCATTGTGGATCTGGCTCATGAGAGAAAGAAGAGAGAGTAATCAA 
ATGGGTGTGGCTGGTTATGGAAAGGGAGCTGGTTGGTTTGACCAGTGTGTGTGAAGGAGAGTGGCAGAACACCAGAGGCCTCTGTTCTCTCTCA 
ACAATATGGCTGTAGGAGAAGACTTGTTTTATGGTTCTGAGAGGGCAGCTTCTCCCTGTGTTGTCCTGTTAAGGAATATAATTACCGGCAGGCC 
TGACTTATACTGCTCTCATCTAGGACCGTGGCTAGACGGGAAATTGAAGAAGTGGGTGATGTTTTATTTCCTTGTCTGATGGCATCAATGCATG 
CCCACAGCAAATGCTTTTGTTATTGTTTCTGTGTTTTAACTCTATTAGTCTTATGTAAGCTTAGTTCTCAGGGACTTTTCAGGTGTGTTAAGAA 
GTGATACTTTGATTGAAGGAAATGCATTTCTCTTGGCAGGTCTTCTACTTACAAAGGACAATGACTACTGATGAGGGCACCAGTAACAATGGAG 
AG AAC CCAGC AG CC ACCATGACTGAG C AGGGTGAAG AT AT CACTACGAAG AAAG ACAGAGG AGTATTAAAGGT AAGGC C ACAG AAGTGTGAAGC 
' AGGGAGGTCTCTGTGTGGGAGCTTGTGGGTGCTTTATGCAGCCTGTCTTGTGGACGGGATAGGGTTAAGTAGCAAACACTACAGCTCACTTCCC 
ATCTAGCTTCATAGCTGGGCGTAATCTCAGATTATAAATGGTGCAGCTTCCGCTGGGCTGGGTAAATTAACTCACATCTTAGGCCCTGCAGAAC 
AAGTTCCAGTTATGCGTTCCCTCAAAAGAACCCCTCCTTGTTTCAGAGGGTACATGTAGATTGCAGTTTAATATGCCATCTTAGTGTGCTAAAG 
CTATGCAGTGACTGCAAAAGAGTCTGTAGAGAAAAAGGAGAGGACTTAGTTTTTATATACAAGTACTGTTTCTATGTGTCATGATGTAAGGACA 
CAGAATATATATTTGGATCATCTTCCCTATTAAAGTGTGTGTGTGTGATGCATTTGTGTACACATATGATGTATACTTGCTCCTCTGTCAGGAT 
ATCTTCCTCAGTCACTTTTCTACCTTATTTCTCTGTGAGACAGAGTCTGTCACCAAACCTAGAAGGAAGCCTGTTTGAGTAAGACTGGGTAGCC 
AGCAAGCCTCTGGGATCCGTTTGTCTCTGTCCTCCAGCACTGGGGTTGGAGACACACTCTTTCATGATTATGGTTTTACATGGGTCTAAGGAAT 
CTAAGCTCGGATCCTCCTTGGACCAGCTCCATAGACATTTTTTTAATTTGCGTCTTAGCAACAGTGTTATGAGATAGTACCTTTTGATCATGGT 
GGGACTGGGTATGGTTCCTAGGGTCTCACTAAGTTGCCAGGCTGGCCTTGAATTACAGTGTAACCCAGGCAGGTCTTGAACCTGCCATCCTCCT 
CCCTTAGTCTCCTGAGTAGTTGGGATTACAGGATTGTGTCCCCAGGATGGGCCAGGTTCTCGTCTGTGGTTCTGTTCTGAATCTCCATGCATTC 
CTCTTACCTTGCTCTGTGCTGTCAGTCCATTGAGATCTCTTTTTCCTGCAGCTTCTTAGCCTGGTAGCTGTAATTCCTCACCCAGAGCTCCTGG 
AAGCTTCTCAAGACAGTGGAGATTCTTCAGGCTGTCCGCAGCGTCTCCTACCTCATCTTTTTCAGTGTGCTGTGTTCAGAGAACTGGTCTCCCA 
GGTCCTCAGACCCTGTGTATTCTGTAACCAAGTACTGAGTGATTCATGAGGGAGAAGTTTATTGTGGCTCACAGTGCTGTAGTCTGAGAAGTCC 
AGGAACAGAGCATTCCTGCATCACCTTGCTTCTAGTAAGGACTCATTATAGAGTGAAAGCAGAAGGCAGGCAGGCAGGCAGGCAGGAAGATCTG 
AGAGGCACAAGGACACGTGGACAGCTTTGTACAACTTGTGCGGTGAGCCTAGTCCCTCCACAGGGAGCTCACAGAGGCAAGACCTTGATTCCAC 
CTAACTTCCCTCCTAAAGGCCTCGTATCCCAGCACTGTCCTGGTAGCAGTTGATCCAGTGTAAGCTTTTGAGCGGACAGGTCATATTCAACCCT 
CACTCAGACCACAGTATCCCTCCATCGCTGCCGAGCCTGCTCAGAGCTCTTGGATAGGCAGTATGCTATAGTCTCCTTTGTCCTAGGGAGTAAG 
TCTAAGAACAACAACAGTTAGGTTTATTATAACTGTGTGGTTTGAAGCTCTTTAGGTTATGACACCTGTTACTGTCTAGAACCTTCAAGTCACC 
TCAGGGCCTTTGGTAAAGAGTCAGTATGTTTCACAGCTGTGGCCCGGAGATTTGTCAGCCTCCCTGGGTTAAGGCTTCTACTTATAAAATGTGT 
AATAATAATAATAATAATAAAAGTTGGTTTTACATTTTTCATATAAATTAAAACTAGATTTTTATCTTTTAGGCAAGTTAAGATTTAAGCACAA 
GTTTCATCTTGCTGGGAAGATAGACACACACATAAGAGGGCACTATCACGTGTTAGCTGCTGTCTTCTGCACCACTGAAATGGTCCCATTGGCA 



AGAATAAAAGAAGTAGTCTGGATTTTACAGTGGATAAATGTTTTTCATTTTGAAGTTCTTTTCTTCTTTTTTTTCCCTTTTCCTTTTTCTTTAC 
TAGAAAACAAGCTACTTGGTATCGTCTAAGTCTATATTTTACAGATTATTCAAATAATGGATGTTTAAACTGTTACATCAGAGCATACAGCAGA 
GCGTTTGGACCCTATCTTTAGCAAAGGAGGGAAGTAAATATGCCCCCTTGACTCTTTGCTGTTTAGGAAGTCCAGCAGTCCTTTGGCTAGTTCA 
GTTTGTGTACCTTTGCCTGCTCATGAGTCTGTGTTTTGAGAGATTTTAGCATCTTGGCTTTCAACCAACCAAGTGAGGTTTACTGGCTAATTCT 
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GTTTTGCCTTGGTGGAGATAGGGTTTCACAGGATAATCTAGCTGGCCTGGAACTTACTGTGTAGACCAGGCTGTCTCCGCAGTGATCCTTTTGC 
CTTGCTCTGGCTTTCTATTTTGAGAGACTAAATATTGTGGTGAGCTGTAATAATAGTCATAACACAAAGGGTTAGTGAAAGGCAGTTTTCTAAG 
AGCAGGACAAAGAAAGCrGTGAGGAATGGCGGTGAATCTGCCCATCTGTCTGGGTGCTGGGGAGTAGTCCTTGTGGCCTTTGTATCCTTTTACA 
AGTACAAAGCTCTACACTTTTTTTCTTATGTTTGTCTTTCAGATTGTCAAAAGAGTGGGGACTAGTGACGAGGCCCCAATGTTTGGTGACAAAG 
TTTATGTCCACTACAAAGGGATGTTGTCAGATGGAAAGAAGTTTGATTCCAGTCATGACAGAAAGAAGCCATTTGCCTTTAGCCTTGGCCAAGG 

TTTATAAATACCTAATAAAAATGAAAAAAAAAAAGAAAGTTCTAGAGATAGATGTGCAAAGAGAAGCCAGGCAACTGTTGGTCGCGACTGTGGA 
AATAAGAGCTAGGTTGTAGCTGACAGTAACCCATTATGAATATACTTCATATAACTGGGCATAAGACTGGATAAGATGGGAAATTTCATGTTAC 
ATATATCTTATTATTACCTTAAAAAATGGGCAGATGTAAACCTAATTCTGTCCACATATACTTGGAAAAAAAAAGATATTGTAAATAAGAGTAA 
AAAAAAAAAAGAGTTATTTATTTATTATATGTAAGTACACTGTAGTTGTCTTCAGACACCCCAGAAGAGGGTCTCAGATCTCATTATAGGTGGT 
TGTGAGCCACCATGTGGTTGCTGGGATTTGAACTCGGGACCTGCGGAAGAGCAGTCAATGCTCTTAACCACTGAGCCATGTCACCAGCCCCATG 
ATTCTGTTTTTATATTTCACAATAAACATGGCAAACATGGTCCATGGATCCCTAGGTGTCTCTGTGGTCCTTTTGGGACCATAGTGTAACTTCT 
TTCTGTAGCAGTGTGAAGGTGATGCCGCTTTCACTTGCTCACGCTCACACTGGCAACCTAAAATCTGCAGAGGCACAAACTGCAGGGACCCTCG 
TGGGCATCAGTGACAGTCATGTCTGGAGCCCATTGTGTTGTCACTGCCTCTCCTGTTGGCTGTCATC'fCAGTGCTTCCAAAGTCGCCCTCAGGA 
AGCCTGCTACACTTTCAGTTGGGAACTGAGCTAGCTCAGTGTTGCCGTGAACACCATTCTTCCTTGCAAAGGCAGACGATGACTGTTCAGACTT 
GAGAGGTATTTCCTGAAGGAGAATGAGATAAACCTGTCACTTCAAGGAAAACACCCGACAGATGTTGTTGCCGTTGCAGCTTCAGGTGGAAAAC 
CAGTTTTAAAATATTTGTGGCTGTCCCATGCTTAACAGCTTCCTGAGCCGTAAGACTTCTGTGTGAGAGCGGTGGGTACTAATGAGTGTGACTT 
GACTTCTGGACAGTGAGGTTCGTCACTGTTAGAGTGTCTGCCTAACTCAGTTAGCCAGTATTTTCCCAGGGACCAGTGCAATACATACACCGTC 
AAGTGTGGACAAGCAGTCCATTCAGGCTAGACCAGTGCTGTAGGGGCTGTAGTGTGAGAAGCCCTTTGATGCAGATGACCTGCTGAACGTCTTT 
TGATAGTCATCTAGGAATTCTGTGACGCTGCCCTCCTGCCTTTTGCGAGGTCCTTGTGAGTTTGTTCTTTTCTACATCTTCAGTCAGAAGCAAG 
CAAATGACTTCCTCTTGGCTTATATCAAGTCAAACATTTCACTTTTGTAAAATTAAAAATGACAGCTGAGGACTGACTGGGGTGGTGTTCTGTA 
GTGAGAGTGCTTCCCTGGCATCCACAGAGTGAGTTTGATCCTCAGGTGCAGTTTCCGACTGTAATGCCAGCACTTGGCAGATTGGAAGCAGTGG 
GGTCAG AAG CACAGAGGTGTT CAGTTGACCACAG AACAG AGAAAC ATAAGC CAGCAT AATGG C AC AC AC CTAT CTTCT CAG CAGTTGGGAGGTG 
TCCTAGTTAGAGTTTCTATTGCTGTGATGAAACACCATGACCCAAGGCAAGTTGGGGAAGAAAAGGTTTATTTGGCTTACACTTCCACAGCACT 
GTTCATCATTGAAAGAAGTCAGGACAGGAACTCCAACAGGGCAGGAAGCTGCAGGCAGAAGCTGATGCAGAGGTCAGGGAGGAGTGCTGCTTAC 
TGGTTTGCTCATCATGGCTTGCTCAGCCAGCTTTCTTATAGAACCCAGGATCACTAGCCCAGGGATGGCAGCATCCACAATGATTCTCCCCAAT 
TAACCACTAATTAAGAAAATGCCTACAGCTAGATT'TACCGATGCATTTTCCTGTTGAGTGCTCTCCTCAAGTTGATATAAACTAACTACCACAG 
GAGGCAAAGGAGAGGGCCAAGTTCAAAGCTGTGTTGTATTTCACAGCAAGACCCTGTCTCAGGAAAAGAGAAAAAAAATTAGCTAGGCCATTTA 
GATTTTATATTAAATATTATAACAGTTGCTGCTTCATCAAAATAAAAAAAAAAAAAAGGAAGAAGTATAAATACTGTCTCGTGAGCTCTCTAGT 
CCCTTATAGTATATGTCTCCCAAAGGAGTATATAGAAATATTCCAAAGAGACGTTCCAGGCTAATTTTGGGATTCTAGTATGACTTCAGTGTTT 
TGTTTTGTTTTAAGATATAGTCTTCCCTGCCTATCTTGGAACTCACGATGTAGAGTAGGCTGGCCTCGAACTCAAAAGAGGTCTACCTACATCT 
GCTGAGTGCTGGGGCTAAAGATATGCAATACCACACCTGGGCTGATTTTAGTATTTTAAATAGGACTATTATGAGCCTGACTATAAAAACTTTA 
TTGAAAAAACACATATACAATAGAGCACTGCCCCTGCTCCTGCTGTATGCCCACTGCCTTCCTGTACTGACTGAGCTCATCCCCTACACTGTAA 
ATGACTGTTCTTACTACCAACCGCTGTGCAATGTTGGGTGAAGATAGCACACACCACTATGTACATCAGCCCAGCATAGTGCACACCTGGGTGT 
TATTGTTATTACAGCAAAAGATTACTGGTGGCTTTAAAGTTTTTACTGCAGTCACAGTAAAAAACGATTGTAACTTCTTGTGTCGTAACTCTCC 
TTACTGAGCAGTCATATAAACCTTTTGAAACAATGCTTAGCCAGTCTTTTTTTTTTTGTCTGAGGAAGTTGGGAAAGAGAAACAGAATCAGTCT 
AAGACCTGGTTGTTAGCGCAGAGGACTGTGTCCCAGGATAGAAACAGGATAGTTCCCCTCCTGTGCTTACGTTACTTTTGTTTGTGGTGCCATT 

ATGTCTCTTATCTCCCTTGCTGAAAATTACTGAGTATACACTTTTAAATATATGCTTACATTTAAACTCTGAGTATGTTTAGAGTCTGACAGCT 
TGAAAGTGTTTTGTTTGTACCTGAGGAGGCAGAGGTACAGAGGGTCACAGTGTCTGCTCACTTGTGCACAGTGAGTCAGCCAGGACTCACACCC 
CAGGTTGTGTTCGTGAAGTTTCTTCATTCCCAAGGTGTGAAACAGTCCAGTCCAGGTCTAAGAACAGCCGCAGCCTGCTCACACCAGCTGCTTT 

AAGAAGTGTCATACTTTCTCATAATACTAAGCCTAAAAGACATTTTACATCACAGTTAATACACTTATTAAAAGTACTGAAAGTTGGTGATGGT 
GGCACACGCCTTTAATCCTCCACATAATCCACCATGAGGCCATATCACATTTTGTTTCAGTCAGGTGCTGAAGGACACTTGAGTTGCTTCACGT 
CTGGATCACGGTGGCTCACACTTGCTGTGAGCGTGTGTATAAACATGAGACCCTCTACACAGTTCTTTTTGATCACCATCCAGAAGTGGACTGC 
TGGATCATAGCTGAGTCTTGTGTTTAAATTCCTTTTTCTCTAACTTTTATTTATTTATTTATTTATTTATTTATTCTTATTTTATGTGCATCAG 
TGTTTTGCCTGCTTGGTGGTAGCTGGGGATTAAAACTGGGGTCCTGAGGGAAGCAGCCTGTGCTCTTAACTGTTGAGCCGTCTCTCCAGCTCTA 
ATATTTCTTTTGTGTTTCTTTTGAGACAGGGTTTCTCTGTGTAGCCCTGGCTGTCCTGGAACTCACTCTGTAGACCAGGCTGGCCTTGAACTCA 
CAGATCCTCCTGCTTCTGCCTCCCGAGTATTGGGATTAAAGGCATGCTCCATCACATGGACCATATTACTCAGTCTTAAAGGAGAGGAAAAGTC 
TGGCACATGCTATATCAGTGATGAGCCCCAATCCTGAACCCCAAAGACATCCTACTAAATGAAATAATCCAACCCAAAAATGAAAGCTGTGTGC 
CTCCACTTGTATTACATGTCTGTAGAAAAAAGTCTTTGCTGGTGGCTGAGAGGAGGAGGAGGAAATAAGGTGTGTGATCAGGTATAAAGTTTCA 
GACGAGTAAAACCAGAACGTTCTGGAGATAGGTCGCACAGCGTATACATGTAGTCACATCAAGTGCACACTGAAAAATGCTTAAGATGATAAAC 
TTTGTTTAACCCCAGCGAAACATGTTTGAAGTCAGAGGAGTTACACAGTAAAAAAAACACTAGTCAGTTATTAATAAAGTAGTTTTTATTATCA 

AAAATATAGT C CATTGTTTTTATCCTGGGCTAGTGTACATTTTACTTAC ATATTTATTTGTGTGTGTTGTGC AGATGTGTGT CATGTTTGTACG 
CATGTGTGTGGAGTTCAGCCATGGGAGCTGTCCATGCTGCTTTTGAGGAAGGAGTTCTCTTTGGACCTAGGACTTCCCCATTCGGCGCCACTGG 
CTGTCCCGAGCCTTGGGGTCCTCCTCTCTCTGCTTCCCAGTGCTGGCCTTAGCAGCACTGCTGCTGGGCCTGGCTTTAAGTGGAGCTGGGACTC 
TAACTCAGGGCCTTACACTTGACCGCTGAGCTGTTTGCCAACATTGCCTTTAAACTCAGATTGCCTGTGTCTTTGTAAGTACAAGAGGTATGAA 
TATGTATTCTTTGATACTTTGTTACAAAAAGAATAGAACTAAAATGGAAACATTGTGTTTGAGGTAGTAAAATTGAGGTCCAGACCCAGATCAA 
ATGTAGGACTCAATTTTTAAAAAATTTATTTTTGGAATATTCTGTCTGCAAGATAAAGATCCTGAAGATGAAGGCTCTTTGCAACATTGATGCT 
TGTGGCCCACTGGTTCTCCTTCTGGGGACTAGACCTACAGGAGTCCTGCCATAGTGTTTAACCAGCTCCAGACTAGCTTTTGCTCTAGTTTTGT 
TTGCAGATAGCCTGAGTGATACAACTAGTTCCCATGAGCTGAGCGATATTTCACACACTGTGCCCATGAGTGCCCTTGGCATTGGCCCTCTCCA 
GCCACAGACCGCCAGGAGCACACTACAGTTGAACAATCTAGGTTCAGCCCCTTCCAGAAAGGATGCATACAGTGGGCAGTACAGGGTTGGAGAA 
TGCATGTCAGAAAGGATGTTGGGGTGCATGTCAGAAAGGATGGTGGGTACGTGTCAGGATGTTGGGGTGCATGTCAGAAAGGATGGTAGGTACG 
TGTCAGGATGTTGGGGTGCGTGTCAGAAAGGATGGTGGGTACGTGTCAGGATGTTGGGGTGCATGTCAGAAAGGATAGTGGGTACATGTCAGGA 
TGGTGGGGTGTGTGGCAGAAAGAATGTTGGTAGTGTTGTGGGCTCTCGTGTGGTCTGGGAGAGTTCTGAAGAAGCAGAAGTTTGCTCTGGAGTA 
GAAAGGATATTGAGTAATCCTGTGCTGGAGAATGAAGACTTGTGCCTAGAGCAGAGTGAGACGATATTAATCTATGGTGAGGTGCAACAGTTGC 
CCAGAGCAGCCAGGAGAGGGGGCTCTTTGATATTTTGTAGGGTGTACAGTGACCTTATCTTTTATCCAAGCTTAGATGAAAATTTGAAGTGTTC 
TTGTTTTGTCTGAGTTTCTGATGGTTATGCAGTGACCTTGTCTGCTGTTGGTGTTTTATAAGCTTGACTGTGTGCAGTCAGAGACTGATGTGGC 
CTTGCTCGGAGCCCAGGCTCGCCCCAGACAACGGAGCCTGCAGCGAGTGTCAGCACCTGGCCATGGCCAAGGACTATGCTTTATTTCTCTTAGG 
AAGAGTCTTTAACCTAACTACCCATGTATACTTTTTCCAAGTATTTTGTTTCAGTAGACTTAGAAAACATCAAGATTAATGGTAAAAAGGAGGA 
GGAGCTGTCTGAGAGACTTGTAGGATACTCATACAGACTTGTTACGAGCAGTGCTGAAAGCATTCTTGAAATGCCATTGACTTAGAGGTGGATA 
AACAGTTAAAGTAAGTCGCCTTCAGAGCCCGTCACCAGGAGAGCCTGCATATTGATCACCTGCATTGTTCGGATCACGTTAAAGGAGTTTTTCT 
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GTAACCAGGATTGGCCATACTCACTGACAGAGCCTTGGCCACTAAC^TACTATGAATTAATAAGCTGGCCATATTTTAAATTTTAAAATGAAGT 
ATATGTTGTTTTGCATGATTCCTCGCTTTTAGTTTAAATTAATGTATCAGCCAGACCTGGTCCTATCAGTTACAGGCTTTCACTATACAAAGAA 
CGTTAGACACACGATTGTTTTCTGGACTTTGATGGTAGCACAGGAAAG CAG CGAC CTGG ACTAGAGCTGGAATACTGTGGTTAATAAAGGGCAC 
GTGTTCAGACAAAGTCAAGAAAGGGGCTTTTATAATGTAAACTATGTTGAGAAGCTACGGAGCCAAATAATGAATCATCTCAGTTCTAAGAATA 
GGCGTGTAAAGGTTTAAAATATAACAAACAAAAATTATGTGTATAATTTAAAGGAAATTAACCAGGAAATTGACAATTTCCTTGGTTGCAAGGA 
TTCAGAAGTTTTCAAATGGTGTTCTGTATGTTTCAATGTTTTCTTGGTGTTGCTTTTCAGAAATTTGATCGGGGAACTGGTAAGGTGGTCCCCA 
CCTATAATTCCAGCACTAGAGGGGGAGACAGGGGAGAGCAAAGGAGAAGGAGGTCCAGGGTTAGCCTTGGTGACAGAGGAGTTGGAGGTCAGCC 
TTGGAGCACATAAGATTGTCTCAATAATGACAGCAGTAACAATGCCAGGCCCTTCTGTAGCAGCACTTGTGCACTGCAGGCTCCTGGAAGGGAC 
AAGAGAAGGGTGTACTTTTATATTACAGTATCATTTCCTACCAGTTCTTGTGACTTTCACATGCACACATACAATAAGTAAAGTAGTCCATTTT 
AAAAGAAGAGTCAGATAGATGGGG CTGGTAAGGTGG CTGGGTGAC CTCAGCCATGACCC CTGGAGC C ATGTGAAG ATGGAAGG AGAAACCAACT 
CTAC CAAGTTGTCTTCTGGTGACCT CCACATGTGCACCAGGGC AC AGGCACACGTCATACACAGGTC ATACATTAAT CAC ACAGGAGTG AGACA 
G AGGAGCGCTGG CT CATTTTTTTTT AAAAGATTTATTTATTATTATAAATAAGTCTGTCC CCAG ATGTACTAGAAGAGGGCATCAGATCTC ATT 
ACGGGTGGTTGTGAGCCACCATGTGGTTGCTGGGATTTGAACTCATGACCTTTAGAAGAACAGTCAGTGCTCTTACCCACTGAGCCATCTCACA 
GCC C CGGCT CATTTCTTAAGATGAGGTAG AAGATTACGAGTTG AGACTAGCTGG ACTGTGTAATAAGACCTTATCTCAAAAGGC C AAAAG AG AG 
GGAGTTATATGTGGTGGTGAATGTGAGGGCAGCAGCTTTTCTTTATTTTACTAAATAATTTATTCTTTACTAAATACCAGACTCTTTGTGTGTA 
TATACTGTGCCATGCATTTGGGGTGGGGGCTGTTATTATGTTGTCTGGGTCAGGAAACAGATTAAACTTGCACAGGTTTGCAAAGCAAACCTAA 
GGTTGGAAT CTGGTACTTTGAAC CC CTACAGTG C ATAAT CCT C CCTTTAGTAATC AAG AAAG AAAGTGAAGCTATTAAATAAAAAGG AGTTCAG 
AATTGAATGATAATACGCTGCCATATATTGAGGTGTTGGTTTGTATTGTTTTGTTTAGGTTTTTCAAGACAGGGTCTCACTATGTAGTCCTGGC 
TGTCTTGGCACTCTGTATGGACCAGGCTGGCCTTGATCTACCCACCTCTGCCTCCCAAGTGCTGGGATCAGTCCCCTAGAACTGAAGTTACAGA 
CAGCTGTGAACTGCCAGGTGGTTGCTGGGAACTGAACCTGGGTCCTTGGGAAGAGTGGCCAGTGCTCTCCACCGCTGAGCCATGTCTCCAGCCC 
CTAAATGAGACATAGTTCATGCTGCACATGATAAGAGTATTACTCAAGCATGGTGCACACACCTGTCTGTCATCCAGGAGTCCTAGACCCAGAC 
ACCATCTGCCAGAATTCAGAGTTCTAGGCCACCTTGTGCTGCATTATGAGGCTGTCTTAAACTTTCAGAACAAAGACTTGTAAATATTGACACT 
GAACAGGTTGCCTGCTACAGGTCCATAAGAGAGCAGTAAAGCTGAGTTTCTCAAGTTGGCAAGAAAGGAAACTTCCCAAATGTTACAGTTCTTA 
TGATTTGGCAGATCTGGGGTTTGTTTGAAGATTTTCTTTGACAGATTTGGTTTTTGTTTTTGTTTTCTTGTTTTCTCTTAGGCCAGGTTATCAA 
AGCCTGGGACATTGGGGTGTCTACTATGAAGAAAGGCGAGATCTGCCATTTATTATGTAAACCAGAATATGCTTATGGCTCGGCTGGCCACCTC 
CAAAAAATTCCATCAAATGCAACTCTCTTTTTTGAGGCAAGTATGTGTAGTGCTGTGCATGTGCGGCCATGACACGGAGCTGCGCTGGGCGCTG 
GCAGCCTGCTCCAGCTTATTTATTTTGGAGCTTGGCTTCTTGAATTGTTTCCCACACATCCAGGGGGTGTGCCAGTGCTTTCTTAGAAATGTGT 
CTGGCACAAAGTGGGC ATAT CCAAAC AAACAAAAGTC ACAGATGTGGAAGTAAAAGTT CTGGT CAGTAG AGG AAGTAAGTC ATATGCATCCTG A 
CAGGCTGGAAATGGTGGTGGGGAGTGTAAAGTTGTGAAGGTTTCCGACTGTCTCCTCATATCCATCAGGAGCTGTGAGTCGTGGTCCATTGTTT 
ACTGCGCTGAATTAATTACACATAATTGGCCAAACTGGATCTTTATCTAACACGGTGAAAGCACTTCTCAAGTCAGTTGAAGGCCAGTTTCTTA 
AATCTTAAGGTGGCAAGGTCACAAGTCTGGGGTGGGAAGCGGTTGTCCTCAGAGTCAGCCAAGACTGTTTTGCGCCAGCACCTTGTCCTCCTGG 
CCTTTTGCCCACAAGGCAGTTGTCCTACTATTTCCTGTCTGTCTTTGCACGGCAGTCCCACAGGATGCAGTCCTAGACGGTGTCATTACACGGA 
GTTCCTTCCAAGAACTGCAGAGTACATCGCTCTCATGTCCCACGTTACTCTTATCTAAGCTGTATAGATAAAGATGTAGCTTAAAGTTTTATAA 
AAATAACTGTTAAACTGGCTTTCATCTTTGCATTCTAGATTGAGCTCCTTGATTTCAAAGGTGAGGATTTATTTGAAGATTCAGGCGTTATCCG 
TAGAATCAAACGGAAAGGCGAGGGATACTCAAACCCAAACGAAGGAGCAACGGTAAAAGGTGAGTAGTGAGTACTGCCGGGAGCCAGCCTTCCC 
TGAGGAAGGAGACATGCTTCTAAGAGAAAAAGTCATTAAACTGTCTATAAGAAGAAGAAAATCTATCTAAAACAACTAGAATGATTTTCTTGAT 
TTTAGCATGTATATAATATTTAGACCAATATTTTATTACACAAGTCTAGTTTGGGTTTAGTTATTTTCTTCTTGCAGTGTTATAGGTAACATGT 
CATTCAGGATTGGTTCTAAACAAAGAAGCTCTCAACCAGGAACAGGAAATTGGGATCTAAGGCTGGCTCTGCACCTCTGGGCCTCTCCTGCGCC 
CTCACTTCTTCCAAGACTGAGGCTGTGCTGGGCTTCTTGGTCTCAAAGGCTCTGCGAGCCCCAAAAACCCACATTGGGAGTCGTGCTTATGAAA 
GTCGAAAAGGCTAG AGACAGCTGTGACAC AG CCACTTAAAAG CTTACTCATAAC ATGTTTTCATCGTTTATTATG AAAAATT CAAATCTATAC A 
CCAGGGTTTTTCCTGTGCTGTGGGAACTCCTCCAGAGTCAGTGATTCATAACAACTTGTTTTGTTTTGATTTAGTTTTTGAGACAGGGCATTTG 
TTGAGACCAGGAAGTTAATAGGGCCATCCCCTGTCCCACTCTCGTTACCATACTAACTTCTTTTCTAGTCTGGATACAAATTCAAAACCTGGAG 




CTCCCGAGTGCTGGGATTAAAGGCGTGTGCCACCATCGCCCAGCAACTTTGACATTTTTGAAGACAACTTTCCATTTGCTAGAGAATCCCATAG 
TTGTTGTCTTATGCCCACAGGGACTAGATTGAGCTATTAGAAAATGCCCTGTGCGTGGCGCTATGCCCTCTTTAGCTCATCATTATCATCATCA 
CCACCATCATCACCATCCCTGTCAAGAGGCATGTGGTGACTTGGCACTGGTGACTGAGGGCTAGGGTAGAGCCTCCCATGCTTCTCTTTTGTCA 
AGTTATTCTTTGTTGTGAGTGCTGAGTGCTTCAGAAACGGAATGCTGGGAAGCCCCCAGCCTCTCCACAGCGTCCACAATGCACTGCGTCCACA 
ATGCACTAGTGAGGTCTCTGGACAGCAGTTATCACTGTGCTGTGTGATTGGTGGTAACTTTCTCATTTTACATTCATTAGTTGGAATTCTACTG 
CAAGGAAGATCTGTCTCTCTTCCCTGTGTTGATTCAGCCTTTTACTTTGTCACCAAGCACCTAGGGGTATTGTCCCCCTCCCATAGGATGCTTT 
CCCTTGCTGCTCAGATTGCCCCAGTGTTGACTGGTGGGAACACCTTCCTTCCTGGGGTTCACCACATTGCTGCCTGTGCTTTGTTGTTGTTGTT 
GAGAACATCCTTAACTGTTTTTGCTTTGTCTTCCTCACTTTATGGTGCTGTGAGATGTTCTGAGATCATGCAGTTTCCAACGAGCTCTGTTCCC 
TTCC ACTGGAAAATAGCATCTAGAAAC AGTGCCGCATGCTCATGTGTGTGTGTGTGGCGGG ACTT CATGTTC CTAG AG C AT CTTAG CAG ACAGC 
T CGGTAGGAC ACTT C C AAAGT AT AGACAAGC CTCTGC AT CTGC ATGGATCTCTGTGT CAG AC AC ATTTGTATTTAAAGATTT ATTTATTATTAT 
ATGTGAGTACACTGTAGCTGTCTTCAGACACTTTTTTCTTCTCTCTTTGGCCCGAAGATTGATTGATTGATTGATTGATTGATTGATTGATTAT 
GTAAGTACACTGTAGCTGTCAGACACACTAGAAGAGGGCGTCAGATCTCATTACAGGTGGTTGTAAGCCACCATGTGGTTGCTGGGATTTGAAC 
TCAG AAC CTTCAG AAGAG CATT CAGTGCTCTTAACCGCTG AGC CATCTCT CCAGCCCCACATTTGTATTT AAAACATGAGTACTAGGC ATAGC A 
GGTAAGAGCACTGCTTGCTTTCTCAGAGAACATAGGTTCAGTTCTCAGTGTGTACATGGCAGCCCACAATTGTCTATAATTCCACTCCCAGGGA 
ATCTCAAGCCTTGTTCTAGCCCCTGAGGGCAACAGGCACACATGTGGTCCACAAACATACACGCAAGCAAATGACCCATGCACGTAACAACTTC 
TTAAAAGCTGTGAGTACACACGGTGCCGTACAGCACCACACGTTTGTTCTCCTCCCCTCATCCAGAACTTCTCTTTCCCATACAGCCACAGTGT 
GTTTACGTCTGCAGTCCTAGACTGCATCAGGCCACACATTCTGGTAAACACCTAAGAGTGTCTGGGTACAGTGGATGGTAAGACATGGGGTACA 
TAGGGACTTTGGAGGTCTTAGTCTCAACTATTGAATCTTGCAATTACTGCCTAATTTACATCTTCAGACAACTTTAACACCCTTGAGCATCAAG 
TTTTCTTGTGTGTAAATGGGGCTGATTTTTCCTGTTTGAGTTGTGATAGTTGTGGCACAGGCAGGGGAACCTCTTATACAATGGGCTTTCCCTT 
CTAACCCTCTCTGCTGTGTTTACATAACTTGTTTTGCTTCCTTTACCTGGATCTATGGAAGGAGTTCTTGACTCTTCATTTCCTACACCTAATC 
CTTGGTTAATTTGTCTCTAGTGACAGTCTTCATTTTGATTTTATATCATCTTAATAGTGGTAGGCTTTGTTCTGAGTGAGTGGGCTACATGGAA 
GGCCTGCTACATCATGGTCTTCTGTGCTGCTTTTATATTTGTGAAAATCATTTTTTTCTCAAAACAGTGTGCTATTTACTCTTATCAGAATTCT 
CACTCTTACAAATCAGCCATGGGTTCTCCCGTGCTTTTTCTTGCCAGATAAAATGACTGTCTTGTCGTTTGTATTTCAGTGTTGTCCTTTTTCC 
ATCAGATAGAGAACCAGTGTGTGCTGAGGGTTAGGGGGATTGACTATGATGACTGACACCTTAGTCGTCACACTTGAGCTTAGGTGCTAGCCCT 
GGCTGCATTGCAGTGCGAAAGTTTTGCTGTCATGGGCAGTCGTATTACACTGAAGTAGGGCTCTGAGTAGCCCCCATCCGTCTGGTACAAACTT 
GCATTTTGGGTTTCAGCTTGTTAGTGTTGGTGATGGGAACTGACTGTGGGAGCGCAGGCTTGTGGGCTCCTTTACCCCAGGCTTTCTGCTCCAT 
TTGACTGTAGCTGCAGTGTGTGGTGCAGCTCCAACTGTAATCTCCAGGTTCCTATTCTGGGAATTTTTCTTCCCTCTCACCTCCTAACCCGATA 
CAGTGGTATAGGTGGAGAAGGGAGAGATTTACTCTGTAAAAAGAGAAGGTCGTGGTGGTCCACACCTTAGAACCTAGCACTCTGGAGGCAGTGG 
TAGG AGG AC CTCTGTGAGTT C AAGG CCAG CCTGGTCTACTATCG AGTT C CAGGGTAG CTCGAGCTACATAGTG AGACCCTGTCTCAAAAAATAA 
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AAAGAAGAGAGAG AC AG AGAGAGATGGATTAGAATTGTGAACTTATGAAATAT ATAAAGT AG AC CGG CTCGGACTGACGGAAACTGGATT CTAT 
AAATCCAACCCAAAGCAGGTGTTGAGAAGACCTCTGTAGAGGTACATACCGTTCTTCCCAACCAGGTCTGGCAGAACTCCAAGCTCACAGTCAG 
CTGGTGCAAGGGAGCCACAGCAGGCTCTGGGGCAATCATCAGACCTGCTATAAAGCAATATGGGGCAGCCAGCCGCACCAGGAAGCCTCTGCTG 
CAAGAAATCTCAGTCTTGGCTAGTGGGGACGATCTCAGTGCCCAAGCCTCCAACCCATTAAATATATCTCAGGGGAGAAACTGGCAGAGGCAAA 
TAGTTTTTAAACTCCCCAGTGACTCTAGTGTGCAGCCAAGGTCTGAAAATGGACTGCCTGAGGGTCTATCTCACTGTGATCTCTGCTCAAAAGC 
TAAAGCCTAGTTCTAGAGTGCAGCAGGGAGCCTCAGAGGCTGCAGGGGTCAGAGGTAGACTGCAGAGCAGAGGAGTGTGCAGTGTCTTGGAAAT 
TCTTAATTATGTACTGGGCGTGGCAGAACCCCACAATAGTAATGTTGTGAAGGGTTCTTTCTCTAAAAGGAATCTTTTCCATACATCAACAGTA 
AGGCAGGGC ATC CC C AAC CTTTT ATATATAG CTGCCTAAT AATAC ATAAGGAATCTG CAC CTATAT CCTTC ACAATCACC CTGT TGGG AATGGA 
CTGTCATGTGGCCTGCTTAGATATCAGTGACAGGTAGCTGCAGTCATTTGAACATCTTTAGGTGTATGTGTGCAGATGGTGAGCATTGGTCAGC 
AAGTATGAGACGGTGTAAGGGAGATGAACAGAAAACTCAGAAGTCGTTTAAGAGACAATTCAGAACTAACAAAACCAAAAACCCATCCACACTT 
CTGAAAATGGGGAGGATAAGGAAGTCTGGAAATTGATGTTCAGTAACATTGACCTCCAGAGTTAGAGGAGAGGCGTGCGCGGGCAGGTCCTCTA 
GTCCAGACTGGTGATCTGAGCAGTGGGCAAGGGAGCAAGGCAAGAAGTGGGGGTGGGGAAGAGTAAGGAAGGAGGAAAATAAGGGTTCATCTCA 
TCAGTCACAGACAGAAAGTGTGTTAAGACTTAGAAAGGGCAGGTGACAGTGACAAGCAGGAAGAAGTAGCTTTTCATTCAGTTATACTCTTGAT 
GAAATTGCTAAATTCTT ACAAGATATAGTAG AATTTG CTAGAAAAATATC CGGG C C AG CAAAAGAAC ACTTG AGGGCTGGAGCC CAATGCCTGA 
CACCATGTTGGGTGACACACAATACAACTCCAGTTGCAGGACATCTGATGCCCTCTTAGGCCCCTAAGGCATCTGTACATGTGTGCATATACAC 
ATACACTGACTGCACACACCATCTTTGTTTAAAGCTGACTTAGGGTGGTGTGGTAGAACAGGGGAGAGAGGCCCTTAGAGTTCATTGGCCATCC 
AGTCTAGTCAAATCAATAAATTTTAGGTCCTGTGACAGACCCTGTTTTTAAAATACTAAGGTAGAGCCTAGCATAGTGGCATCCGTCTTTAATG 
CCAGCACTTGGGAGGCAGAGGCAGGTGGAGCTCTGTGAGTTTGAGGCCAGCCTGAGCTACACAGAGAAACCCTGTCTCAAACAAAAGGTGGAGA 
ACCACTGAGGAAAATACCCAGCATCAACCACTGGCCTTCACATGACATGCATGCATGGATGAATGACAGCTGCCAAAGGCACCAGGACTCAGAA 
TGTCGACATGGTCAGGCTATTTATTCCTTGTACTTGAAGTAAGAAAAACATATCTAAAATTAAAAGTAGAGTAGAGGCTTCATGTATGTTCATG 
CTAATGTCTGAGTGAGCTGTGTGTTGTTCACATGCCTTTCAAACATTGAGTGATGGCTAGCAAATGACCACAGGAAGAAAGCACAGGGTTTTCT 
TTGCTTTTTATCTTAGGTTTTGTTTTGTTTTAAGACAAGGTTCCTCTGTATAGCCCTGGCCATCCTGGAACTCACTCTGTAAACCAGCTGTCCT 
CAAACTCACAGAGATGCCTCCGCCTCTGCCTCCACCTCCACCTCCTGAACACTGGGATTAAAGGTGTGTGACACCACTGCCCAGCAAAATCACA 
GGTTTTTAAAACTATTT C ATTGTGT CT CAGAAAATAGC AGT AT ATTCTTTTC AGGTGTTTTAG AGGTAGATAGCTCCTTTTT CTAGAAAGT ATC 
TCCAGGTCTTCAAGTGGAGTGAATCATAATAGAAAAAAAAAAAAAAAGAAAGCAAAACAAAACAAACAAAAATCCAAGCCACTAATGAAGTGTT 
CATTTTAGGATTTCGTACAGGATAAAAGCTCTGGGGCAGTGCTGCATTGACAGCCTCCTGGAGCTTGTTAAAATCAGAGTACTGGACAGACAAA 
ACAAAAGCCAGTGTGGTGGTAGTGCACACATTTCGGCCCAGCGCTCGGAAGCAGAGGCTGCTGGATCACAAATTTGAGGCTAACCTGGTTTACA 
GAGGGCGTTCCAGGACAGCAAGGACTATACAGAGAAACCCTGTCTCAAAAAACCAAAAATAAGTAAATAAATAAGGATGTTGACTGATAGATTC 
AGAAAGGAAAAATCCTATAAATTGGTGTAAATTGCCACTGTTTTCTCTGCTTTCAGATTAGTCATTAAGTAAATACTTATATAGGGGTCCTGAG 
CTGTGTGCTAAGTGTTGTGGCATACAAAGGCAGTGTGGAGCTCTGGGCTGGCCTGCTGGGACTCTTCCTTGTACTTGACAACTGTGTGGGACAA 
AAGTGCATTCTTACAGGGATCCTAAAGTGTTCATTGGAGGGCACCTCCCTACTAATGTGAGGAATAACCCTGTATGTTGTTCCCTGAGTTCATC 
TCCACACCCACACGTAATGCACTGCTTGCCTATGAACAGATGAATGAATGAAATGCCAGCTCTGTTCAAATGCTTTAATGTAGCGCCTGTCTTC 
TTTTTTCTCTTTTACAATTAAAAAAAAAAATCAGTTGTATGCTTATGCATGCTTTACCTGCGTGTATGTCTGTGTACCATATGTATGACTGGTG 



CCTGAGGAGGGCAGAAGAGGGCATCCTATCCTCTGGAACTGGAGTGATAGGTAGTTGTGAGCCACTTGTGGCTGCTAGGAACTGAACCCAGGCC 
CTCTCTACAAGAGCAACAAGTGCTAACAGCCAAGCCATCTGTCCAGCCCCTTTGTTTTCTTCAGAGACAAGGTCTCCTGTCACTAAGGCTGGCC 
TTGAAATACTGGTCCTCTTGCCTCTCTCTGCCTCTTGAGTTGAGTGATAATCCCCCAAAGTGCCCGTGCCACTATGCCCACTCTAAACTCTTAG 




CTAGCTGCTCTCAAACAGGCTGGGATCCTCTTGCCTCTGCTTGCCAGACGCCACTACACTTAGCTTTGGAATGCTTCGCTTCTGCTAGCAGTTT 
CAGGCTAGCCAGGATCATCTCACCAACGGAGGAGAGACCACAGACAGAGTTGTTAGGCGGCAGAATGACACTGGCTAATGTTGAGGTGTGCTCA 
AGTCCTCTGCTGTTGTAAAAGGAAGAGCAGTTAAGATCATAAAAGCCATTCCAGTAGTCAGGACCCGCGCCTGCCCTGGGCTAGGGTCTGGCTC 
GCAGTGCACCCTTCCCCTGAGTTAGAGCAGGAAGGGAGGCTGTGTGGGGGGAGTCTGAGCACCATGCCTGACAGGAATGATGTCCTTGTGGTCA 
GTGGTTAATGTACCTCGCTGCTTTACAAGAGTCCCGGCTTGCCTTCTTGGGGCATAATAACATCCACTCTCCTGGGAACCCTTGCCCAGTGTCA 
TTGACTGGTCCCACCCTGGGTTCTGCTAGCCAGATGACCAGTCTTTCCTAGTAGTGATGCCATTACAACACTGCCGTTCAGAGCCCATCACCCA 
GTCTTTGGGGACGAGTGCAGAGCTATCAGACACCAGCTACTATAATTAGAAAAGGGAAAGCAGGCGCTCACCGAGCTCACATCTTAGGCTGGGG 

TTTTTGTTACTGCTGTATGCTCCCCACCCCCATTTTAATCGGAGAACAAATTGCTGTCAGCACATCGAGTTCATGTGCCAGCCACATTCAGAAC 
AGGGTGTTCTGTGCTCTTCAAAACAAAATTGCTCTAGGGCAGTAAGAGAACAATAAGTCAGAGCTCAGTTTAAGTGATGTCTGCAGTGACCAGA 
CTCACTTGATGTGCTTACACTCTGGATTGCACAGCTGAACTTGGCTAGTTTGGTTTGCTTTGACTTTGTGGGGTTTGTTGGAGTACCCCCCTTA 
C AGGTT AC ATAGACTTTTAAGT CAAGAG AAAATATTGC CAGTTTTAAACTTGTTTGTTT CTCTTT AC CAAAAAAAAAAAAAAAAAAAAT CCCTA 
AGAAAAGCCTCCTGTGTGCACTTGTGTTCACTTGGAGACCATTGTAGATCATTTGCTTCCTGTAAATCATGCTGGATGAGATTAGCAGCAGACC 
TCCTGAGCCCTAGAGGCTGAGCTCCCGAGTGAGTCATGGTGGCTTGTATTAAATATTTATGAAATGAGTATTTGTGCTATGGAATACAAAGTCA 
AAAGCACCCACAGGTCTTCCAGAGTCAGAGCAGGGGAAGTGGGATTACTAGGAACCGGGCGCCTCTGCATGGATCCGCTCAGAGCAAGTCCTTA 
CTGTGCAGAGGCCTGCCAGGGCCCTGGTGCTGCGAGCTCTCGTCAGCAACCTTGCAGGACTTGTCACACCAGTGTTCAGAAGCCAAACAATCCA 
GCCTGTGGTGACCTTTCTCCATGTACATGGAGACAATCATGGGCTGTGTTTACCAGCTCTGACCCTTCATTTTTCCTGACTTAACATTCCATCA 
TGTCCTGAAGTGATTGGTGCATGCATGTATGTGTGAGGAATCGGGAATGTCACCTAAGATCTCTAATTTGTATTATTATGTATGTAAGTGTGCA 
CGTAGAGTGAGAAGAAATGATTCCCCTCTTCTACCACTGACGCCCAGGTAATAAGATTGGGACATCAGGTGCAGGCAACCTTGGGCTAGCTGCT 
GATTTTCCAGACACAATTGGACAACTTAAAAAATCCACGTAACTCCATGTTCTAGGGCTCTGATGCCCTCTTCTGACCTCTGTGGGCACCTGTA 
CATGCATAGCATATAGTCAAACACACACGTATGTAAATTAATAAAACCTTTTTTTTTCCTTTTTAGATTTTTATGTGTATATCTTTTTTTGTCT 
GAATGTAT CC ATGC AGTGCC CATGGAAG CCAGAAG AGGGCATT AGACC CCAGGAGCTGG AGG CACAGACAGTTATTACAGTTACTGGCTTCC AT 
ACAGATGCTAGGAATGGAACCCCAGCTCTGTGGCACAAGCAGCAGGTTCTCTTCCCCACTGTCTCCAGCCCCAGCAATTGCCTTCCTGCTCTGC 
CTTTGTCACATCCTGACTTTCTGGTTACTTTTTGCTTTCTTCTGACATTCATTCATCTTTCCTGCACACAGCGATGCTTAGCACACGGAAAGAG 
AATGTCTGAAATTTTTTACAGACTCTGGGAATCTCACTTAGGTCTTTGGTTTTGTTTTGTTTTTTTAAGATTTATTTATTATATGCAGCTGTTT 
TCAGACACACCAGAAGAGGGTATGGGATCCCATTACAGATGGTTGTGAACCACCCTGTGGTTGCTGGGAATTGAACTCAGGACCTCTGGAAGAG 
CAGTCAGTCAGTCTGCTGAGCCCTCTCTCCAGCCCCCTGTTGTGGATAGCCCTGGGGCTAATTATATTTGTTAATTCTGTTCTCCTGTGAGTAG 
TTTAGAACAAGGAATGAGTCAGCACTCAGGTGATTTCCTGTAAACCTGCTTCCCACCTTAATTTGTAAAATAAAGGAGAGCTGATGATTGGGCA 
GATAAAGGGAAGGTGGAGAGGAAGGTGAGAAGAGAAGAAGGAGAAAATGGGAGAGAGAGAGGATGCAGAGGAGGAGAAAGAAGAAAAGCGGAGT 
AGAAGCACATGGTCTGGAGAAACCGCAAGTTCTTTTTTTTTTTCCACTTTTTATTAGGTATTTAGCTCATTTACGTTTCCAATGCTATACCAAA 
AGTCCCCCATACGCACCCACCCGAAACCGCAAGTTCTAAGGGATCTCTTAGATGGAGAAGATGGCAGTGTAGCGGTAGATCTGCCCAAACTAGG 
CACACATCATGTATTCATATTAATTGAGTTGTGTTTTCATTGCCGGAGCATATTTGGGTTAGAGAAATTTACCGCAACAGCCCCCCTCCCCACA 
C ACTTAAGATTTTTAATT AC ACTTTT AT AT ATTATGTAGATAAG CTTGT ACAT AG AGGTAAG ACATT C C ACTCTGC AAATC AGG AAACTGATTG 
GGGATCCTTTGCAGAAGTCTGGATTTCCTGTTTTGAAAACACATTCAGATTTGATCAACCAAAAGCCACAACAAATGTAGTTATAATTTCCTCC 
GTGCTGAAGGCACTCCATTGTAGGGAGGAAGGTGATGGTGTGACAGTAGACCTCAGTTCTCTTCCCTCGAAAGTCTGTTCAGTTGGCAGTGCCC 
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AGACTGATAAATCTCAGTACCAAAGAGCTGCTTCCGTGGCTCGGCAGGAGTTCCTGCACTCACGGACAGCACCATCCATTAGTCTAAATTCAGT 

TATCTGGACAAATTTAAAAACAGTAGTTACATGAACTTATAGTTTTGTTTGATTGGTTCTTCCATGTATATTTATTTATTGTGGTTGTTGGGAC 

GGAGCTCAGGCTCTGTACCTGTTAGGCAGGTCCCTAGCACCAAGCTACACTTCTTTCCCTGCCTCTCCCTTTACCTCTCATCCTTAGGTAGGCT 

ATGGCTGTCTGAAGACCTGGGCCTACAGGCCCAAGTCAGGCTCAGCTTAGACACCTAACCTAAGAACCAGGAGACACCACCTCTTCTCCACAGA 

GAACCCCATAAGCCTCAGGGTGTGCCCAAGCCTCTGATGCTCACACTTTACAATATGGTTAATTCTTTGTTTAAACTAGAAGATGCTGTTGACT 

GCATCTGCTGCCACCCAGCTGGGTGCCTCTGTGCTGTATGCAGCCTGCCTTGGTTTTGTTTTTTGTTTTTCCTGTTGTATGTGCACTAAAAGTG 

GGGGGGGGGGGGCTGTAAGTTAGCTGTTTTATCTAGAACATTCCAAAAGTTAATATAATATATAGAAGTCATCATATAAATGAGTATGGCTATA 

AAACAAGAGACAGTAGGCGACATCTGAGAGCTAGGCTGCTGTAGCCTTTGTCTTGTAGGAACTGACTTAGGATTTGACTTGACAGCAGTAAGAG 

CAGCCAAGAq?GGTGTCTTTCCTAGCTTTAGTGCGACTCTGAGGTCCTGATGTATAGCTTACGGCTGTTTATCTTCCAAATTTTCTCTCATTTCT 

C AGGCCT AGACTAATGGTGAT CCG CT C AG ATG ATTAATTAATTAATGTGGAATTAG CTTTGAAGCTAGTTT CCAGGACGAAAC AGT C ATAG ACT 

TTGAGGGCTTTTAACAGACTGTTGAGATCAGATAGTAAAAGTAGAGTAAGTTGTAATTGGATTGCTTGGAAGATGATAGTATGGAACTAATGTT 

TAAGAGAGGGTGGTTTCTCAAGACTAAGGCAAATTACTGGCCCAAAATAAGTTAAGCGGCCTTGTCAAGAAATATTTTAGGAAATTACTATATT 

TGAGGTAGAAACTACTCTTCTTGTCAAAGAGAGATCATGGTGCCTATCGAACTATCTCACAAGCCGTCCATTTTTCTTACTGAGTAAAAGGCCT 

AATTGAAAAGGCACATAGCATGAGTATTACAAGTAGTTGAGCTGGGGGGTCACTTAGTGCTTGAGTGATGGCCTTATTGCACAAGTCCCTGGAG 

TCTCCATGACC ACACAAGAGAACTGG ATAC ATGC CTATAGT ACTAATG CG CTTGGAATAC AG GGGC AAGAGC AAGAAGAGTTTC AG G CCAGCCT 

GAGCACGTG ACCTTC AT CTAACATGTATGC!AGTATTGG AGAG CTAGCATGGAGACCTT C AT CTAACGTGT AC AGTATTGGAG AGCTAGCATGG A 

GTCCTAGGCTTTATTTCTTGCTTATATACTTTTTCCCAAGCATCTCAAACCAAAATACTGTCACAGATGGTTAAGCCATTGTATGTATTCAATA 

CTAGATATATGG C ATTCTC CTAATGGTGTGTTTAAATGAGCTAGTGTAT CTTGACT CTGTGTC ACAGATAAGAAAATAAGTATAC ATTTAACTT 

AAAATGGAAAAACTTTTGTTCTTAAACTTTCAGACTAGGTGGGCAAAGCTTCCAGAAGACACTGTGTGTCTTATGAACTGCAGGGGAAGTAGTG 

TTACTGCACTGTGGGCCAGTCACTTGGCAGGCAGTGCTGAGGGGTGGCTTGTGACTGTCCTGTGTCCTCACCCTCAGTCCACCTGGAAGGCTGC 

TGTGGTGGAAGGACATTTGATTGCCGAGATGTGGTGTTCGTTGTTGGGGAAGGAGAAGACCACGAACATTCCGATTGGGATCGACAAAGCCCTG 

GTGAAGATGCAGAGAGAAGAACAGTGTATTCTATATCTTGGACCACGGTAAGACGTGAGCGCCCGTTTCAGTGCAGTGCAGCCCGGCCGCCTGA 

AGACCAAGGACTGCTTGCTCACTCTCATTCTCACTCTCTCAGTGCCTTGTTGGCGCAGGGAAGCCATTGCATTGAGTTGTGTGATGGTTAGTCT 

GAAACTTGGGG CCTCAC ACCACCATAGAAGTTTGCGAGTG AGTTGGCT C AG CTGGAGTATAT CTAAGAATAGGACT AT C AGTGTAGCCTTGATT 

TTGATTTGTTTAGCTGCCAGGATGCCACATCAGCAAAGATTGACTTGATCCTGTGGCTCTCCTGCTCTGCTTTTCTCTGAATTCAGCGAGGGCT 

TTGGGAACTGCAGTAGTGCATGATTTACTACACTTGAATCCATGCCACGTTCTTCTATGGAGTCCCTGAAGGAAGAAAGAGCCAGCTTGTTCTT 

CCTGGACCTAAAGGCAGCGGAGATGACTCATTTTTGCCTAACTTTTTCCCGTCATAAGGATAGCCATTAGCACTGCCAAGCTTAGAACCATCCG 

GCATGACAGTCTCCTGTGAAAACATGCTTCCTATTATTTTTAGATCTAAAATTATACCATAAATTCATCTCTTCTATCTTGAGAAATGGGCCCC 

TGAGGATGCAGGAGTGCTGCCTGTGTGCAATGGCATCTGCTTGTTGCCACTGCTAAGACTGAGACTCTGTGGGCTGCCCTCACCAAAGGGAACA 

CAGTGCTTTTGTCCTGTCTCTTGCCTTGGAGGGGTTTTGCTATAATTCACTCTCCAATAAAGCTATTTCATTTTTATTGAAAGAGCTTTCCCCC 

CTTACAGAGTAGGTTCTTCATAACCTACAGTCACTAATCTGTTTTTTGTTTGTTTATGAGATGTATTCTTTTATGTTGTAGCCCTGACTGCCCT 

AAAACTCAGTATGTAGACCAAGCTGGCCTTGAACTCACAGAGATCCACCTCCTTCTGGCTCCCAAGTGCTGGGATTAAAGTTCTCTGATTATGT 

TTAATCTACCATTCCAAAATTATAGTAGCTCTACACTCAGGTATCTCACGTATGGTCTTACAGTTCAGTTCTTTAAAGATGGCTCTGTAAAGTC 

TGAGCATTCAGAAACACATAGCCCAGATCTAAGTTTTAACCTTGCGGTAGATGCTTTGGAGAGCAGACTTACCAAACTTAACAGCAGAGTGAAT-' 

CAAACTGCCTCTGTTTATTAGTGCAGCTAGTTCTCTGCAGGTGTACAGTTCCTGGCTGAACGACTCTCTGCAGCCTACCAGTGGTGGCACCTGG 

GCAAGTCACCTAACTCCCCAAGCCTTGCAAGGTTGCAGAGGCCCACATGGAGTAATGAGGCAGATCACTTAGCACACCGCCCCACCCTGCCCAT 

TAGCTGTTACTGTCTCAGCGATGGCTTTCATTCATTTTCCCCTTAGACCACGAGAAAATAGAAATCTCTGCAACAAATGGTATTTTTCAAATCT 

TTTCAGGCATAAAAAGAACGTCAAGTTCTCCTACGTTGTATATAAAGGGGTTCCTCCCCTCATTGGGGGTGGGGGGTGTGAGTGCATATGTTAG 

TACATCTCCAGGGCGTTTGCTGGTACATGGAGTTCTGCCAATACATTCTATGTAATGCTCTCCATACTGTCTCCATGTGTGTGTGTCACACTGC 

CCATGTAGGTAGAGCATCCCTAAGCAGATTGGCTTGTCCTAGTCAGAGTCCACCGAGTCTGGGTTGCTTATAAAATGCAGATGGAATTCGTACT 

CAGTGTCTTCTGCATTTCCCTTCTACCCTACCCCAACCTCACCCCCACCTTGACATCTGTAGGCTCCTTGGCAGGACGTTTTCATAAGAAACTA 

ATAAAGCATTCAAGTTTCTCTCTCTCTGGAACACTATCTTTTCTTGGTAGTGTTCTTTAGAATATTGTGGCAAGGGTGTACCCTATTTGAGACA 

TTGCACCCTCAGATTTTTTTTCTCAATTTTTAAAAATTTGCTGTTCTCCTCAAATAGATAATTAAATATTGTGACTGATTTCTATGTAGGCTAA 

GTATAGATGACTACTTTTTCCTTCCTTTTTCTTTATACCTGTTTTGTAACAGTCCCAGACAAACCATAGGCTGTTGAGAGTGGTCAGTGTGTGT 

C AG C C TT AGTT AT CT T AGG AC AGG AAG G T C TG AATG TGGTTCTGCGT CT AT AT CAC C T CT CAG AAAG C AC AT GTCTCTGGCCTCCGCTCTCT C A 

CCTGTAAGAAGTAGCTGGCGAGGGCATTCACAATGCTGTGTTCTGCAGGGTTGGCTGTCCCTCCACGCCCTTAGTGTATCTTCCCTCCAAGGCA 

GCTGCCGTCCAGAGGCCTTGACTCTGGACTTCCATTTCTGATGGTTGTGAGCCACCATGTAGTTGCTGGAAATTGAACTCAGGACCTCTGAAAG 

AGGTCAGTGCTCTTAACAACTGGCCCATCTCTCCAGCCTGTAAGTTTCTTTTAGACAGGTTTTCATGTCCTCAGTACTATGGATGTTTGTGGTG 

GATCCCAGTTGTGGCAGAAGAGGGTTGTCCTTGTCCCATAAGGTGTGCAGTAATATGTCTGACACCTACCTGCCATCCAATAGCAACTCTAGGC 

ATTGCTTAATGTTCCTCTGACAAAGAAGGGTTAAACATCAATCCAGGTAAGTGACATGGTTCCAAAGTGATGCCAGGTCATCTGTCATATTCTT 

TCCTCCCTGGTAAAGACTGCCAATCATAGCATGCTCTCAGCAACAGACTTGAGAAGTACCCATCTGTATGCCTTCTTTGCAGCGAAGAGAGGGA 

CAGACCTTACCACAGGCAACACACACACATTCATACTCCAGGGAAAAAACCCTGGCTACGTTTCCAACATTGCCACTGGCCATTGCTCCCTTTT 

CGAGTGATGCCCTCTGCACGGTGTTAAGGCTGCCACCCAGTTCTTCCCCAGCTCTGTGTGCCTCTGCTCCAGCTGTGCCTTTTCTTTTCTTTTT 

TTTTTTTTTTTTTTTTTTTTTCGAGACCGGGTTTCTCTGTATAGCCCTGGCTGTCCTGGAACTCACAACTCACTTTGTAGACCAGGCTGGCCTT 

GAACTCACAGAGATCCATCCATCTGCCTCTGTCCCCCAAGTGCTGGGATCGAAGATGTGTGCCACCACCTTGTATTTGTGCCTTTTAAAGTCTT 

TAATGCCACGAGACTTTAGGATCATGAGAGCTGTTGTCTCTGCTAATGTGTTGCCCCCTGCAGTTTTTCTGATTGGAGGTAGTACTCTTGGAAG 

TTGACCCTTCCTTAAAGTGAAAAGCTTGTTTTGAGTACACATGGACATGTGGGAAAGAGTTCCTGTGGGGGAGGGAGTGGTGAGGGAGCTGGGG 

TAAAATGAGAAATTCTATATACAAGTACGAAACTGTAACAGAACAGTAAAAACAATTGTAATAAAATAGCAAAAATGTTAAAAGTATTCAAACA 

GAATTATAGTG ATTT.TTACTACTATAAT AATTATAGTAATAGACTCTTCTGTCCTTT CTGCTC ATAAAG CTTAAAGGAAAAAAGT CCTTGTAAC 

CAAACAGAAAAGAATAAAGTCTAAAACCAGGCATCGATATTGAACAGCATGCTAAGCACACTGTCCTAGGGAGTACAGGAACTGTGCGCCTGCG 

CTAAGAGAGCATGCGCTAAGAGAACACGATGCAGCAGGTCTCAGGAAACCACAGCAGGGATTCCACACAGAAAACCAAAGAAGTATACCAGTCC 

TCCTGAGTCTTGTTTTTTCCTCTCCGTTTCAGCTATGGTTTTGGAGAAGCCGGGAAGCCTAAGTTTGGCATTGACCCCAATGCTGAGCTTATGT 

ACGAGGTCACCCTTAAGAGCTTCGAGAAGGTGAGCAAACCCAACTTCGCTAAAGCTGTGGTGTGGGGTCTTCTCATCCTGTGCCTGTAACTGTG 

CGGTAGATGACTTGGCTAAATAGTGTTTGTTTCTGTGTTTGCTTTTCTTCATCCATGACTCTTGTCCCCCACACTTCTGCTCCGAGCGTGGGAA 

GCTGACACAACACAGTTGATACAGGAGAGGAGCTGGTGTTCTTATTTTTTACTGTGTGTTAGCCTCTTTTTTTCTTTTAACTTTTGGGTAGAAT 

CCAAGACTTGTTCCTGTATTTGTTCCTAGGCTTGTTCTTTTTGTACTTTTTTTTCCTGAGTTGAGGACAAAAAAGTTCACGTACTGCCAAGCAG 

CTCCTTAGGGGAGTTGGGGTGCAGCCTTTCAGTGCTGAAGGAATTGCACACTCCACAGGAGTTACAAAGAGGCCTCCGCTGGGGCTCCAGGTTA 

CAATCCCAGTGTCTCAGCCTCGGGACCAGCAGCTGCAACCAAGGAGAAGAAACAAACGTACCCAGGCTGTTTCTCATACGTGTCCAAGAACAGG 

AGAGGGAACTTGCCGTGGCCTTCAGGCTGGTGTACCTCCTCGGACAGCCTCCAACTCTGGGCTGTCTTTGCAGGCTCCCACCTGTACTGCACGG 

TGTCCCCATAAGCTGAGTAAGCTGTCATCCTCAGCTGTGGCTCCCCTCAGAGACCGCCTTTCTTATTACGATTTTATTCCTCTGAAATGACCCC 

ATGCTCTGTCCACGCTGGACTATCGGGGCCTCGAGTTTCCCTGCCCTTTCCATAGTGGAACCTCTACCCTTCTCCGTGCTTTGTGACAACATGG 

CATGCCTGCCATCTAATCCTGTCACTCGGGAGGATCAGAAGTCAGTCTCAGCTACGTAGTAAATGGAGGCTTGCCTGAGATACATGCAGTGCTG 

TCTGGAAAAAAGAAAAGAAAAAGTTCCCCAGGTCCACACCTGCAAACTGATCCTGTTAGAGGCCATACTGCATCTGGTTCTGTGAATTCGGAGA 
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CAGCTGCCTGAACTGGGATTTTAGAAGTGCTCCATGCACGTGCAGCTTGGCCTGGACCATAAGTAGCAATCTCACTTCCAAGCTGGAAAGCAAG 
CCTGACAGAAACAGCCTGCTAACGTGACAGCAGCCCATAGTGAGGGAGCTTTGGGGCTCCAGGTTACGATCCCAGTGTCTCTAAGGAGGGAGGC 
TTGCTTTGTCACCCTCAAAATGCAGTCTGTGAGAGTGCTCCGTGCTTGTGTTCCTTGGACAACACAGGTCAGACCACAGCTTGCTATGGCATGT 
GCTCTTAGTGGAACACCGGTGCATTGGCCTGCTGGTATCCCAGCAGCGGCCCACAGTTGCTGGGGTCTCATAGAGATCGCTGCTGTCCCCCAGG 
CATGAACTGCTGCGTTTCCTCCTCTCCTCAGCTAACTGACGCCACAAATCTCTACACAGGCCAAAGAATGTTGGGAGATGGACACCAAAGAAAA 
GCTGACGCAGGCTGCCATCGTGAAAGAGAAGGGAACTGTGTACTTCAAGGTGTGTGAGTCTCTAAGTCCTTTCCATGTGGGGATACCTACCCAG 
TATCCATCAGCACCGTGTGCTGAGACGCACCCTCAGTTCTCACAGGCCTGCTGTGCTGTGTAGGAGGATTAGTGAGCAGAGTGAGTTCGTGTGC 
AGGAGGTAATGCAGAGGCCTCTTCTGTGTGCTGTGAGCAGGTGGAGCTTCCTCAGGAGCAGGCGAGGTGGACCAGACCTGGCTCGCTCGAGTGT 
GTGTGTCCCAGGTCAGAGTTCACAGGGGCGGCTCCAGCCCGCTCCCCCCTGACAGGTGAGACAGGAAAGGCCTTGCAGATGCCCCAGTTCACTT 
TGGATGATCTCTCTCAGGTTGCCGTGCTGTGGCTGCTTTTATGTAACTACAATGAAGGCAAGTCTCCTCCTGATTGTTTTAATTATAATTTTCA 
ATTGAAATTTTTTTTAGGCTGGAGAGATGGCTCAGCAGTTAAGAGCATTGGCTGCTTTTCCAAAGGTTCTGAGTTAAATTCCCAGCACCTACAT 
GGTGGCTCACAGCCATCTGTACAGGGATCCGATGCTCTCTTCTGACATGCACGTGCGCATGTGCAGAGTACTCATAAATAAAATAAGTAAATAA 
AAAATAAAAACAAATCTTAAAAATGTTTTAAAACATTTTCGCTCTTTAAATTAAAAC^ 

TAATATTTAAGGTTTTATCAAGAAATATATCATTACTTATCAGTACCACTATTAACTGAGCAACAAGATAAAGATGCCATTAATGATACTGGCT 
GAGGGGCTGGCGAGATGGTTCATCGGGTAAGAGCACTGACTGCTCTTCCAGAGGTCCTGAGTTCAAATCCCAGCAACTACATGGTGGTTCACAA 
C C ACCCATAATG AGATCTG ATGCC CT CTT CTGGTGCGTCTG AAGTC AGCTACAGTGT ACTT AC ATATAATAATAAATAAATCTAAAAAAAAAAA 
AAAATGATACTGGCTGGGTACCAAAAAGGCCCTGCAGACCGGCATGGATGACCAGGCTCGGCCCTCCCAAGAACCTGATGAGGAGAAAACACTG 
AGCCTTGTGGCCACAGTGATAAGATGTCACTTACAGCTGCCCCAGGGAATTACTGCCTCTCCAGAGCCCTGTCTCCTCAGGACCCAGGAACCAG 
TGCTTTATCCCCCAGGGCTGACACCCACACTCATTAAGTGAAATTTCGGAGTGCTGTGCCCATTGCTTGCCAGCCCACTTCCAAATTCCTGCTG 
TCTCCACATCAAGTGAAGGGCTTCTCGATGAGTGTTCAGAGCGGGCAGTCTTCTGCTGGGCCAAGTGATGCTGTGCAAGTGGCTGACTCCTGTC 
TCTGCCTTGTAGTGTGGAGACCCAAGCCAGAAGCCAGCTTTGTTGGCACACCTTTAAGCACAGGGCTCTGGAGGCAAGTGTATGTATGTGAGTT 
TGAGGCTAGCCTGGCCTACAGAGCAAATTCCAAACAACTAGGGCAACACAGTGAAGCCCTGCCTCAAAAAAAAAAAAAAAAGGAGTTGGAGGGA 
ACCCAAGTTTTCTTTGCTTTTTCTTTGTTTTACCAGCAGTCTTTAAACACAATTATTGGGGTTTTTGTTTGTTGTTTGGGTTTTTTTTTTTTTT 
TAAGATTTTATTTATATGTAAGTACACTGTAGCTATCTTCAGACACTCCAGAAGAGGGAGTCAGATCTCATTACGGATGGTTGTGAGCCACCAT 
GTGGTTGCTGGGATTTGAACTTCAGACCTTTTGAACTCTGGACCTTCGGAAGAGCAGTCGGGTGCTCTAATCCACTGAGCCATCTCACCAGCCC 

TGCTGTCACATCTACTACTGACTTACATTAGGGGGTTGGAACAAGAACACCATGTGGGACAACTGCAGAACTATGGGGCCATAGTCACCTCAAA 
AGAAACACTGGCAGAGACAGTGTGTATTTGTAACAAAGTTATAAACTAACGTATGACTCATGGGCAGCCAAGCAGATGGCGATAGGAGCCCTGA 
GCAGGGATCTGGAAATGGAGCTGTCCCTTCCATGTCATTGAGGCCAATCACCTGTGTTGCAGGGAGCCTTTCAGGGGTGATAAGTATATTTCAA 
CATGTTTCAAATCTTCCTAAAATGACCAATCTGGATAAAATCTGGATCACTAGTCACACATACGGAACACATTATTTTTAACATGTAATCTGAT 
AGACAGGATCTTTCAAAACATCAGTCTGTTGGGGGGAAAAAAATTAATGAAAGGTTCAAAATCACTGACCTAAGACTTACCCCAGAATGTCTCT 
GAACATTTTGTCTCACCAAGCACTTCCTGGAGGCTCCTTCCTCATTCTAGGTGAGGAGCAAGGGCACCGCCCACCGCCGCCCCACCCCCCCACC 
CCCCCAGTCAGGCTGTCTGCTTCAGAGGCTGGAGGACTGCCTTCTGTCTGCTTGTCCCTTCTCCCTTCAAAGTTTAAGGAGCCTTTCTTTTGGC 
TGTGCTGCTCTGGCCAGCGTCATCTTCCCAGAGTATCTGACGTGATGTGTGCCATGTGCAGAGTGTGGGTGACTGTAGGGATGGGCTGGACTAC 
AGTTCTATGTCCCTTAATATCTGCATGATCTATTCACCTGCCAGGCCAGTTTCAGCTGTGGGCAGAGAGGGACTGAATGTGGTATTTAGACTGA 
TGTTGAAACTTCCTTTCAACCTCTGAACACTCATGCAGAGACACAGAAAGCACTGTCCTCATCCGGTTCTGAAAGTTACTGTCAGGCACTGTAG 
CACTGTCACTGCACAAAGGAAGGCTAAGGACGCTCTGCTGTGTGCGGGCATCTTGCGCCCCCTAGTGCTCCTTGGGAAGGAAGTGTGGCCGCGG 
CTGGCTGATTGTGCTTGAGAGCTGGAGTGTTGTAGGAAGAGCTCTACATCGTCATGGCTCCCTCTCCCGAGTGCAGTCAGGTCTGCCATCCCTT 
GTACAGTCGTACAGGAAGGGTCCTCTGTATTCAAGCTTGTAATTACTGTGCAGAAAAGAACTGTCACCTATATTCCAGGTTTACTCGTGTTGTT 
ACAAGCTGCCATTCCGTGGTGCAGCTGTACCTACAGTAGTCAGCACGCTGTCTCCACCCCACAGTTTGTTGTTTAGGGCATGTGCTATGTACAA 
CATTCAGTGTTTACAACTCTCAGAACTCAGTAGTAAGCAGGACCATATCTAGAGTCTGGTTACTCTGAAACAGCGCCTCACAGGGGTCACATAT 
CAGATATCAGGTGTCTACGTTCTGATTCATAACAGTAGCAAAATTACAGTTATGAAGTAGCAACAGAAAACGTTTCATGGTTGGGAGTTTTATG 
GTTATGAGAAAGGGGGTCATAGCGTTAGGAAGGCTGAGAAGCACTGCCTGGGAGCTGAGGCAGGAAGACTGAGTTTGGCACTAGACTTGTCAAT 
TTAGCAAGGCCTTTTCTGTGTGAAATAAAAACATCAGCCTAGAAATAGAGCAGGGATGGTGCTTGCTTAGTATGCATGAGGCCTTGGTACGGCG 
GAGGAGGCTGCTAGACCAGACAAGAGCAGGACAGTCTCTCACACGGTAAGCTTGCTCTTTAGGGTTATGTACACTGTGTGCTATCAATGGCCGT 
GGTCAGCACAGGGCATTCTGGCCCACCCACTCTTAACAATCACATGGTGCCGGGGTAGAGCCCCGGCACTGCAGCTCTGCCGTGCTGCCTCTGC 
TTTCACTGCTACTGAGAGCCGAGCGTTTGCACAATCTGCTTTAGACAGGCCTGCTGTGTGGGGACTGCCAGTTACCATATTGCAGTATTTACTA 
TCAGTGCTGAATGCCAAGAGAAAAGAGGAAAGTCACCTCCTCTTCCATAAGCCAAATGGCTCACCATCCTTTTGAAAGACTGAGGAATGTTGGT 
TGCAAACAGTGTAACCTCCTGCTGCCAGGCTGAAAGAACACTGAAGCAGCCATGCGGTGGCATTACCCTGGTGCAGGCCACCTCACAGGCCAGC 
AGAGCTTCCGCAGAACTAGGGAGGGACAGGAGATAGAGTGGGGCTGACATGCAGAACTATTCCGTGTGAGCACTCGGCTAGGGCAGGCCACGCT 
CACACTTCACTGCATCCTTTCCAGATGGATACAAGTTGTTGGGGGCTTTTTTCTCCTAGGGAGGCAAGTACACGCAGGCCGTGATTCAGTACAG 
GAAGATAGTGTCCTGGCTGGAGATGGAATACGGCCTGTCAGAGAAGGAGTCCAAAGCCTCAGAGTCGTTCCTCCTCGCAGCCTTCCTGAACCTG 
GCCATGTGCTACCTGAAGCTCCGAGAGTACAACAAAGCCGTGGAGTGCTGCGACAAGGTGGGTGAGCCGTACTTCACTCTCCGTTTATCTGTGT 
GGCACCTCTGCCCCCTTCAGGCTGTTCCTCTATGGTCAGCATGAGCTGGGACGCCATAAAGGATGGGGCTTTTTGTGCACTACTTTTATCCTGC 
ATTTTACATAAAGCCATTAACAGAATTGATAAGAGTCTTCATCTGTGGTCTTCCTTACCCTGGTCCTTTGTGGGAGAGGAGACAAAGAGCCTTG 
AGGTTCCCTCTTTATTGTTTTGTTTGCAAGGCTGGGGATTGAACCCAGGGCACTGTGCATGCTAGGCAAACACTTTACCACTGAGCCATACAGC 
CTACCCCCAGTGACACACTTCCTCCAACAAGCCACACTTCCTAATTTCTAATCCTTCTAATCCTTTGAAACAATTCCATTCCCTGGTGATGATG 
TATTCAAATATATAAGCCTGGGGGGGGGGGGGGGAGACATTCTTATTCAGAGCATTTACCACCATGGTTAATGCCTATGGTCTCAGCATTTGAG 
AGGCAAAACAGAAGAATTGAGAGTTCAAGGCTGGCCTGGGCTACATGAGTTCTTGTCTCAAAAAATAACTATTATCAAGATAGCTCAGCTGGTA 
AAGGCACTTGCTGTCAAGCCTGATGACAGGAGTTTGATTCCTAGGACCTTGTGGGAAAGAAAGAACAACTTTGTCATATGTCCTCTGGCCTCTT 
C CTC ATT C ATAGT ATT ACATGTGC ATACAC AAAGGTAATAATAATAT ATTATTTTAG AG ATTTATTG ATGTGTATGAGG ACTCTGT AC CTG CC C 
ACCAGAAGAGGGCATCAGTCCTCATTACAGATGGTTATGAGCCATCATGTGTTTGCTGGGACTTGAACTCAGAATCCCTGGAAGAGCAGTCAGT 
GTTCTTAACTGCTGAGCCATCTTTCTAGCACAATAATACATTTTTTAAAAACAACAAAAAATAGATATAAAGTGGCAAAAAAGACATTTTATAT 
AAGAGTTTAGTTGGCTTGTTTTGCCTTGAGAGAGGAATATTATTGTTAATTATACTTTTTAAAGTTTGTGCTGTTTTTTTTTTAAATATATAGC 
TGTTACAAAGTTCAGAATTTAAGCACACAAGAAAGCCCAGCTATCAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAGCCAGG 

AACTCACTTTGTAAACCAGGCTGTCCTCAAACTCAAAAATCTGCCTGCCTTTGCCTCCGAGGGCTGGGATTAAAGGGGGGCCCCACACAAAAAA 
ACCCTGACTCGAAAAAACAAAAACAAAGAAAAAGAAAAAAAGCCCAGCTATAAAATTCCCATCAACTTTCTCTCCCAAAGCCACTCATTTAAAG 
ATTTACTTTATCTTTAAAATATTTGTACATGTACAGATAATATTTGTGTTATCTGTATGTGGCGCGCGCACGCGTGTGTGTGTGTGTGTGTGTG 
TGTGTGTGTGTGTGTGTATGCGCAGGTGCTCCCTGGGTCCAGCAGAGGGAGTCTGATCGTTAGAGCTTGAGTCCCAGGCAGCTGTGATAGGGTT 
GCTGGGCTGCTGGGAACTGAACTCGAGGCTTCTGCAAGAGCCATGCTCTTAGCCCGGGAATGGCTTCTCCAATCCTTTAGACATTTACTATGGT 
AGGAGAGGTTGTCTGCATGTGCGTGTGCACATGGTACACACATGGGCGGCCTGGGGGTAGTTCTCCTTCCCCCATGCTGAAGGACCAAGCTCAC 
TGAAGCTCATCAGCAGGTGCCCTTCCCACTGAGTGTCTCTCTCCCCTCCCAGAGCATCTTTCTCTATAGAGTCCTAGTTTTTCCAAATGAAGAA 
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TAACTGCTTTATTTTTTTCAGTCAAACTCTCATATCCCAGTTTGACTTiUlGACTTGCTTTGTAGCTGAACTTCTGGTCCTCCTGCCTCCACCTC 

ACTCACTTTGTAGATAGGGCTGGCCTCAAACTCAGAAATTCACCTGCCTCCACCTCCCGAGTGCTGGGATTAAAGGCGTGTGCCACCACCGCCC 

GGCT-GTTTTGTTTTTAAGATAGGGATAAAATTCAGTATTTTGTATATACTAGGCAAGCTAAGATAAACCCCAGACTTTGCATATGTATTCTTAA 

AATATGTAGATTTAGGACTGGAAAGGTGGTCAGAGGCTGTAAGAGTACTCACTGTGCAAGCATATAGGGCCCGAGT^ 

NNNNNNNNNN^ 

NTATATATATATATATATATATATATATATATATATACACTAAATAGAGAAAGATTTGGACATAGTTATTATGTGAAAGCAGCAGTCTTTCCAC 
GTCAGATGAGTGCATTCTACACTTGTCCCTCACTGAGCTTGGTGTGAAAAGACTCACCTCTTTAGATCCATTCTGTGAACCATGGGGTTTCACT 
TAACTGATCCTCACAGGAAGATTTTCAGGGGTTGTTTTTATTATAAGGGTCATAATAATAACCATAATAATAATAAAGGCAGTGGTGGTGCAAG 
CCTTTAATCCCAGCAGTTGGGAGGCAGAGGCAGGCGGATTTGTGAGTTCGAGGGCAGCGTGGTGTACAGAGTGAGGTCCAGTGAAAGCTCTCAG 
CACCATCAGGGGCTCAAGCTTCACCCCCGAGCTGGAGACATTTTATACTAAAATACTGACAAGTGGGTGGACCGTGGTTGATTGTTGCGTGACT 
CTTGTGCATAGTTCTGCTCACCTCCGTGTGATTGCGCTGCCTCAGCACTGAGGTGACAGGAGCGGCAGTTGTCCGTTCCAACCTGTGACCTGCC 
CACCTGTCCTTCTGTTCTTAGGCCCTTGGACTGGACAGTGCCAATGAGAAAGGCTTGTACAGAAGGGGCGAGGCCCAGCTGCTCATGAATGACT 
TTGAGTCGGCCAAGGGCGACTTCGAGAAGGTGTTGGCAGTCAATCCTCAGAACAGGGCCGCTCGCCTGCAGATCTCCATGTGCCAGAGGAAGGC 
GAAGGAGCACAACG AGCGGGACCGCAGGGTGTACGCCAAC ATGTTC AAGAAGTT CGCAG AG CGGGACG CAAAGGTAGTGTG CCCACAGCCC CAG 
GCTTGTAAGGACGCTAGCCTAGGGACAAGGTTGGGCAGCCTGGCTGGAAGAAATAAGACTTAGGAAGGGACTCCATGTGGGCAGAGACACAGGT 
GGGAGGCCCTGGCGTGTCCCTGAGAGCTGAGGGCTGACTCCTGAGGTGGAGCAGTGCTCTTCTTGTTCTCTGTTTTGTTCTTAAAATGGTTTCT 
CTTTGTGGACCCAGCTAGCTCATCTCAGAGATCCTCCTGCCTCTGGCGATGAGCGTTAGGATTATAGGCATCTGCCACCAAACCAAGTTCTCTT 
GTTATTTTTAAAAAATAAATAAGGAGTTACAGAGACAAAGTGTGGAGCAGAGACTGAAAGAATGACCATCCAGAGACTGCCCCACCTGGGGATC 
CATCCCATAAACCACCACCAAACCCACTATGGCAGATTCCAACAAGAGCTTGCTGACAGGAGCCTGATATAGCTGTCTCCTGAGAGGCTCTGCC 
AGTACCTGACTAATACAGAAGTGGATGCTCACAGCCATCCATTAGACGGAGCACAGGGCCCCCAATGAAGGAGCTAGAGAAAGTACCCAAGGAG 
CTGAAGGGGTTTACAGCCCCCTGGGAGGAACAACAATATGAACTAACCAGTACGCCCAGAGCTCCCTGGGACTAAACCACCAATCAAAGAAAAC 
ACACGGAGGGACTCATGGCTGTAGCTGCATATGTAGCAGAGGATGGCCTAGTCAGTGATCAATGGGAGGAGAGACGCTTGGTCCTGTGAAGGCT 
CTATGCCCCAGTATCGGGGACTGCCAGGGCCAGGAATAGGAGTTAGGTGGGTTGGGGAGCAGGGGGAGGGGAGAGGGATAAGGGAATTTTCAGA 
GGGGAAACTAGGAAAGGAGATAAAATTTGAAATGTAAATAAAGAAAATATGTAATAATGAATTAGTTAAAAATAAATAAATGCAGCCAGGCAGT 
GGTGGCG GACAGCTTTGAT CCC AGTGC CTGAGAAACAGAGGCC AAGGTAGGC AGTTGTCTGAACAGGAGGCCACAT ACAC AGAGAAACC CTGTC 

GTGGTGGCCTTTACTGTATTCTCTGCTGTCATCGGGAGCCTCGCTGGCAGTGGGTGTGTCTGAACACAGGTCAACTTCCTGCCCCATGGCCACC 
CTGTGGTCCCAGGTCTGTCCTCCATCTTCAGCTATGAGTAGCATAAGGACTTGAGCTACTCAGCAGCTGCCTGAGGTAGGCAGCTCCTCATTGC 
TTGCCACCCCTACTTACCCAGTGTGCACCCCAGATCCAAGCGTACACACTTGCTGCAGACCTGATGGACCATCTCGGGAAGGCAGTGGTTGAGT 
GAGCTCCTCTTCTCCTTTCACCTCAGGAGGAAGCCAGCAAAGCTGGGAGCAAGAAGGCTGTAGAAGGAGCCGCTGGCAAACAACACGAGAGTCA 
GGCCATGGAAGAAGGAAAGGCCAAAGGCCATGTATGACGCTGCGCCACGGAGGGAAGAGAGTCCTAATGAACTCGGCCCTCCTCGCTGGGCTCG 
CCTCCAACTCAGGACTGAACAGTGTTTAGTGTAAGGTTTGTTACAGTCTCTGTGATTCTGGAAGCAAATGGCATACCAGTAGCTTCCCAAATGA 
CCACCTGCTGCTGCGGGGGGGTGGGGGTGGGGGACATGCCAGGAAACAGCAGAGAAGGCCGGTGGTGTGAAGAGACCAGGCCAGCAGCTCAGTC 
CAGCCCATTTCAGTTTGTCACCTTTCAGTGTCCAGCACAGCATCCCTGTGAACCTAGGGCCCAGCTGCTGTGGGTTCTACATCGGCACTAGGGT 
CACACTGCAGAAACCGTTGATAAAACAAACTCAGTGATCTCTGGTTTCCTATTGGTGGGCATGGCAGGGGCGGGTGATGAGATTTGCTTAGCAC 
TGACTGACTGGCCTGGTAAGAACACAAGCCCACAGCCAGGGGCTCCCTGGTCCACAGCTGGGTCTCAGGCCCCTTACCTGCCTTCCAAGTCCTT 
TCGCAGACTGTTGAGTGTGGCTTTCTGTCCTAGGCAGCATGTCCCACAGACTCTGTTGTTCCTCCAACGCCCGTCATTAGTGACAGCTTTCTCT 
CTGAGTTTCTGTGGTGTGGAGAGTGGGTAGAAGTAGGTTTATCTTTCCCGCTGTCTGCCCCACTCAAGGACGATGTTAGCGCTCAGCCATCCCT 
GCCCAGCACAGCTGCTCAGCCTCATGGTCCCACGCGCACCCTTGCTGTGCAGAACCTAAGGCTTGCTCCCGTCCCAGACTCGAGTGGACGGACA 
TCCATGTCCACCCAGGATTGACGAAGGAAGGAACTTCACACTCCTCTATCATGCAAAAATAGTTTTCAATTTTTACTTTTTAGCTTGGGTTTTG 
AAAGGCMACTCTAGGAGGCTTAAAACGGGCAGTTACTCTTAAGGCGAGGTAGATACCTCATCCTGCACCGCAGCCTCTGTATTCTGGTGGGAG 
GTGTAAGGGTTGCGGGCTTCCGGTGTCCCATGCATCAAGCCAAAGTCTCCAAAACTTGGGCATTGAATTAGGGCAAATCTTAAATAGTTTTGGG 
GTTGGATTTTAGTCCTACAGGTGATGATTGAACGTGGCTGGCTTCTCCACAGCCTAAGGAACCCCCATGGGGACACACCCACCACCCAATGACC 
CATGCACCTCTGCCTGGACAGGTCACTTCCAGCCCTAAGGACCACTGTGCTCAAGATGTGTGGCTGTAGTAAGACAGTCTCATGTCAGGCATTA 
AGTCAAGGCCTTCCTTCACACCTGCGGGACAGCGCTTCTGAGGCTGCAGTTCTGCTGTGCTCGAAGCAGGAGGGATGGGTTGTGAAGGAGTCTG 

GAGCCGACTGTGTGTGTAATGCTCTAGTGTTTGTAGTTCTCTTGACTAGCCTTGCAGCGCCAGGGAGGCCGGGCTGGAATTTGAGCCTAACATG 
TTAGGTTTTTACGGGAAAGGTCTTTTTCCAGCTGTCTCCCAAGTGCGTATTGTGGGCCAAGGAGACTGGTATGGGAAGGGGGGATGGTCAAGGT 
TCCAAG G CAG AAATGGAAGGTGCCC AG C ACCC CTGG ATTTT ACATGTTCTTGTATTC AGTAATCTCAGACG ATTTAC ACGG AAATCAG AAGATG 
TCTTCAAATACCCTTAGACTGGATAGAGTGATGGGGAAGCAGATGATGCATTGAAATTTTGGTTTTTAAAAAATCACTTAGATGCTGGGAGTAA 
TGGTGACACACACCCTTGGTGCCGTGACCTGGGAGGCCCTGTCTCAAAACAAAACAAAAAATCATTTAGATGCATTTTGTGTTCCTTAAATAAA 
TTTTTTAAAAAGTGGTTTTTCATTGTTCATGGCTTTTTGTTTTTGTTGTTTGTTTGATTTTTGAAGTTTACTTTTATCTTTGTCTGCTAGAGTT 
TTGTGTCCAGCTGCCCTTGGGGAGCAGAAAGGGACTTTGAATCTCCTTGAAATGAAGATACAGTTGTTAGCCAGATGTGGGTGTTGAGAACTGA 
ACCCAAGTCCTCTGAAAAGCAGGAAGTGCTCTTAACTGCTGGGCTGCCCCTCTCCCACCCCTCCATTGTTTGGGTTTGACTTAAACACTTGATT 
TTTTTTATGATTTTTTTAAACAGATTTATTTATTGTATGTATGTGAATACGCTGTTGTTGTCTTCAGGCACAGCAGAAGAAGGCATTGGATCCC 
ATTACAGATGGTTGTGAGCCACCATGTGGGTGCTGGGAATTGAACTCAGGCCCTCTGGAAGATCAGTCAGTGCTCTTATCCACTGAGCCATCTC 
TCCAGCCCCTTTTTATGATTTTATTTTATGTGTATGCACACTTTTTTGTGATGCTTTATTGAGTTCCTATGGAACCCTTCTAACCCGCTACCTC 
AGGTAGGGGAGAAAGAAGGTTAGAGGGGGGAAGGGGGCATAGATCTTTTCAGACTGCTTCTTGCTGATTAGGGGCATGGAGTTGCTTGGGTCAA 
CTTCAAACTTCATTGTCAGAATATGCAATGTACTCGTCTCTTTGCTCACAGCCTTGTGACAAGCCACAGCAGCAACAGACACAGTAGCCTCCTC 
TGCAGAGCGCACTCCCACCTGATAGCGCCTCTCAGAGCTCGGCATTTATACCCTATGAGAAGTTCCCAGAATCCCAGAGTTCACAGAAACTGTC 
TGCAGCTGGCAAAACCACGCCTCTGCCAGAGCACGAGGCAAATGATAGTCAGCTGCTGTGAAGCAGTCACCTATCTCACAACATAGTCACATGA 
CATACCTGGGTTTTTTAGGAAACCGAAATTCTCACATGTTTACCTGCATGCATATACATACATCATGTGCATGTAGTGCCCAGGGAAGGTAGAA 
GAAGGCATCAGAGTCCATGGAACTGGAGTTACAAGATGGTTGTAAGCTGCCGTATGGTTCTTGGAACTGAAGCCACATCCTATGCAAGAGCAGC 
CAGTGTTTTTAAGCACTGAGCCATCTCTCCAGCCCCTGATTAAATAGTATAAAAAGGAAAAAAAGGTCTACAGCCATCATGCCCTAAACCCACT 
GAAT CTCC AGTG AT CTC AG AAG CTAAACAG ACTGG CCTTAGT CT ATTGCTGTG ATAACACAC C ATGACCAAGGTAATAATATAAGG AAAAGATT 
ATTTGGAGCTTGCTGTTTCAAAGTTAAGAGAACCCATGTAGGGGGCTGGAGAGATGGCTCAGAGGTGGAGAGCACTGACTGCTCTTTCAGAGGT 
CCTGAGTTCAATTC CCAG C AGC C AC ATGGTG ACT C ACAAC CAT CTGTAATGGAAT CTAATGC C CTCTTCTGG CATGAAGG C ATATATGTAGG C A 
GGCAGACTATTGTGTACATAATTAATAAATAATCTCTCTTTTCTTAAAGAGTACATGGTGACAGGCAAAGTGGAAGAAATGTCAGAGAGAGCTA 
TCTGGGAATAACATGAGTTTGTCAAACCTTGAAGCCTATTCCTAGGAACACCTCTAACAAGCCACACCTCCTAATCTTTCCCAAGAAGTTCCAC 
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CAACTAGAGACCAAGTATTGAAGCCCATAAGCCTTTGGGGACCATTATCATTTAAACCACCTCAGATGCAGAAAAGCTGTTGGGTTGAAGAACT 
CTAGTAGAATTCAATTGAAGAATGTGGTTGAGGGGCTGGAGAGATGGCTCAGCAAAGGTTAAGAGCACTAGCTGCTCTTCCAGAGGTCCTGAGT 
TCAATTCCCGGAAAACACACGGTGGCTCACGACCATTTGTAATGGGATCTGATGCCCTCTTCTGCTGTCTCTGAAGAGAGCTACAATGTACTCA 
TATACAATAAATAAATAAACAAAC AAAC AGAC AAACAG ACCAGTTCTCCAACTGAAC C AAAGTGCATC CATTTTG CTGGG CTGT CTGG CCAATA 
AGGTTCAGGGACCTACCTATCTACATAGCCCCAGTTCCCCAGTTCCAGATGTGGTGCCCTCTGTACCCAGCTGTGTGTGCCACTATGCCGTGGA 
TGCTGGGGATCCAAACTCGGGTCCGTAGTGTAAAGTAGGAGCTTTCCCAGCTGAGCCATCTCCCCTGTTCCTTAAAGCCTTTTTGACAGACAGT 
CTCCACATTTGTCTGAGTTTCCACTCTCCAGACTTTGCCTCCTGTTTGCCAAACCACCTGGTTCTCTTGGGAGACATATTGAAGGGCTTACAAT 
TTGCATAATGAG ATGAAAC CTATCTACC CTCAACAAGC ATAC C AGTTAAG CATTG CTGAGCC ACACTGCC C CAAC C AGTGGAGACACATGCTCA 
TGGTTGTTGGGAACTGCTGGAAATAGAAGGGTACTGAACCACAAATGCCCCATCTCCTTGTGTGCACAAAGAGCAAACATTTGGCTTCATAAAT 
TGATTTTGGTTTAGTTTGGTTTTGCGTTTGCACTTGAAATTAAGAACTAATCCCTCTTTTTGGCACGTGTGTGTGTGTGTGTGTGTGCCTGGTA 
CGGAGGTGCATTTGCACAGGTGTGCTTGGGAGTAGAGATCAGAAGTTCACATCAGGGCTGGAAAGATGGCTCAGCGGTTAAGGGCACTAGCTGT 
TTGCTCTTCCAGAGGTCCTGAGTTCAATTCCCAGCAACCACATGGTGGCTCACAACCATCTGTAACGGGATCCGATGCCTTCTTCTGGTGTGTC 
TGAAGAGAGCAACAGTGTACTTACAAACATTAAACAAGTAAATTGTTAAAAGAAGAAAGG 

TTCTTTGTTCCCAGCTTATACATGGAGACAGAGCCTCTCCCCCTGAATCCAGAACTTGTCAAGTGAGCTCAAACTAGCCATCTTGCTCGGAGGT 
CCCCTGTCCCCACCTCACAAGCACTGGGGTCACAAGGTGGGCACCCTTGCACTTTCTTCAGTATTTTCGTTTTTAGTTCCAATTGGACATGAGT 
AGCCTCTCTGTTTTCTTCAATGCAAATAGTGCTGGCTGGTGTAAAAGGCACTTCCTGTGCCCTTGGAGGCACAGCTTTCTTCCCTGAAATCCCA 
GACGCTGCCAGAGACAGACAGACAGAGAGAACGCTCGCACACATGATCACACATGCACACGAGTGAGTGCAGGTGTCCCCAGGGGCCAACAGAG 
AGCATGCGATTCCCCGGGGTTACAGGCAGTTGTGAGCTGCGATGTGTGCTTGCTTGGGAAATGAATGTGGATCCTTTGAAAGAGTAATACCAGC 
TCTCCATTGCTGAACCATTTTCCTGTGGGGCCGTGGTCCGCGAGAGGAAGTCTGGTAAGGTCGAGCTGGGCTTGAAGCTCCAGGGACCCAGAAG 
GGACAGTAGGAGCTTCACCTGCTCCCAACATCAGGCCCCTGTCACTGTCACAGCCACCCATAGAGAGAATTGTGGCCATCAGTCACATAGGCGC 
AGCACCCCCCAAACCCCTCCACATGTAGATGAGGCATCCCTAACATCTCAGACCAAGCCAATAGGAAGCACCTGCTGTCAGACCCCACCCCCAC 
CCCAAAACGGTGCATAATATCCTATCCAGAGGAATAAAGGTGTGTGTGAGAGTTACTCCATCATCTGGGAGCATCTGTCTTAGAAGAGCTGCTG 
TTACACTGCCTGGGAAGAACAGCAGCAGCCAAGGCAGCAGCAGCAGCAGCAGCAGCGCATCGGTGGTGGCTGCGGGCCAGAGGTCTCTGCAGAT 
AGACTTAGGTACGCAGACCAGCAGTTCCCTAGCCCCAAGATCTTGTCTCTTTTTAATACAGACTTATCGGCCCTAACTTCCCTTCTGGCTTGCC 
ACAGCACATATGCATTGGTATGGCGATTTTTGTTTTGCCTGCACGTGTTGATGTATTTAAAAAAAGATAGAGAGAGAGGGGAATATGGTCTATG 
GAGATGTGATGAGGTATAGGGGAGGGGGGTGCCTCCTCCAGCCCATGTCAAGGCATCCCTTCCAACTGAGTGACCAGCCACATGATGGTATAGT 
ATAGAATAGAGTTTATTCAGGGCATGGGGAGGGGAGTTAAAAGGGTAGTAGAGGCAGAGAAAGGCAGAGAGAGGGAGAAGAGTAATAGGGAGAA 
GTAGAATAGAGGCCGGCCATGAACACATGGACAAATGGGGAAGGGACTAGGGAAGGGAGGGGAGGAGGGAAACGCCTACGAGGGCAAGAGAGAA 
ACAAGAGAACAAGGAGGGGGCAAGCAGCTCCTTTTATAGTGAGCCAGCCCTACCTGGCTATTGCCAGGTAACTGTGGGGTGGAGTTTAGACAGA 
ATGCTAACACGTACGCCTGTGCACCACGTCTGTGGACCACATGTGTACCCAGTGCCTGTGGAGGGCAGAAGGGAGTCAGATGCCCCAGAGCTGG 
AGTCACAGGCAGTTGTGAAATGCCACATGGGTGCCAGGAATTGAACCCGCGTCCTTTGCGAGAGCAGCTGGTGCTTGTAAGCAATGAGCGGGGT 

CTTCCTTCCCACATATTTGTATCCTTTTCCAAGTGCCTGCCTCCCTTCTGTTATTAATCTGATTTCATTCCACTGTGGTGAGAGTGCACACCAT 
GTACATTCTTTGTTTGACTTACGTTATTTTAAATATATTGAGACTTTTTGCGGCCACATATGGTCACCCCCACCCTCCCCCCGGAGAATCCGTC 
CTGCTTTTAAGAAGATCTCATACATGTTTTTGCTTGGCATTTTAAAAAGCTTTTAGTTTCACATTTTATATTGCTTGGGGATATACATGTGTGG 
GTGTGCCTGTCAGCAGACATGTGTAGGTCAGAGGACAACTTGGGGAATCCACCCCCTGGCCCAGGGTGGCATTAATCGCGTGTGAGGTCGGCTG 
GGTTTCCAGTGCATGTGGCTGGGGCTTGTCTGGTTCCTTTGTGGACGTATGGTATTTGCAGCCTCTGTCCTGACTGATGAACTAGCTTGCATTT 
GCCTTTGCATTGTCCAGCTTGGCTTCCTATATTTTGGGGCTTGGTGTGCACACGTGTTTCTAATAATATCTTTCTCATGGGTTAACCCATTTCT 
TTTTCTTTTCTTTTTTTTTTAAAGATGTATTTATTATTATACATAAGTACACTGTAGCTGTCTTCAGACACACCAGAAGAGGGTGTCAGATCTT 
GTTATGGATGGTTGTGAGCCACCCTGTGGTTGCTGGGATTTGAACTCAGGACCTTCGTAAGAGCGATCAGTGCTCTTACCCGCTGAGCCTTTTC 
ATGGTGAGATCTTGGGTTCATCCTTCAAGAGTGCTTGCTGCTCTTCCAGCAGACCCATGTTCAGGTCCCAGCATGCCACATCCACACCTTACGC 
TGCCATCTGAACTGCTCCCCCGACTCCAGTTTGCACGTGTTCTGTCTCACTGCTCTGCCCTGTTTGTCATTCTTGGCCACCGGCTTAGTTTGTG 
TTACATAAATATTTTCCAGTGTGTCATTCCAATTTCCTTATCTTTTAACATCTTAAATTTTTTTTAAAGATTTATTTATCTTATATATGTAAGT 
ACACTGTAGCTGTCTTCAGACACACCAGAAGAGAGCATCAGATCCCATTACAGATGGCTGTGAGCCACCATGTGATTGCTGGGAATTGAACTCA 
GGGCCTCTGAAAAAGCGGCCAGTGCTCCTAACTGCTGAGCCATCTCTCCAACCCTTAACATCATAATTTAATAGGATATAATTTGAGCCCATAC 
CGATGTAATTTCAATAGCCAAGCATGGGGGGCAATGATGGTGCACGCTCTTAATCCCACTGCAGAGTCAGAAGTAGGCAGATCTCTGAATTCCA 
GGCCAGGTCTGTGTAGTGAGTTCCAGGACAGTTGGGGCTACACAGAGAAACCCTGTCTGGAAGAAAACAAACCAAACAAACAATCACACACACA 
CACACACACACAAATTGTTAGCCAAACATAGTAGCAAGTTCCAGTCCTTCAGATAAGAAAGCAGGAGGGTTAGAATTTCAAGACCAACCTGGGC 
TGCATGAAACCCTATCTTAGAAAAAAATAAATCTATTTCTCTATCACTCCTTTCTCCCTATCGCCCCCTCTGACACCGTGAGCCGGCCAGAGCA 
TAGTTTTTCCTTTGTTTGTTTGGGTACATATGCTGCTAGCTCCTAGCTAATGAGCCATCTCTCTATTCCTCTCTCTGTCTGTACACCTGGATTT 
GAATTTCTGTCTTTGGTGTTCCTGCCCCCCTTCTACCCTTCCCCCCAGCTATGGGGTTTGGGTTGGGGGGGTGTTTTTTATTTTATTTTTTAAG 
GTTTATTTAATATG AATACACTGTAGCTGT CTTCAG ACAC AC CAG AAG AGGGCGTCAGATGT C ATTAC AGGTGGTTGTGAGTCAC C AAATGCTT 
GCTGGGAATTGAACTCAGTACCTCTGGAAGAGCAGTTAGTGCTCTTAACCTCTGAACCATCTCTCCAGGCCCCTTGTGTTTTTTTGTTTTTAAC 
TGAATTTCAACAGTGATCAAATCATTTGCTCCTTTTTATGGAGTTTAGATCCTTGCAAAAGATCTGGGGGCAGGAGGGTTTTATTACCATAAGG 
CCTTGCTGGGGGACACCAGGAAAGAGCTTTGTTTTCTCTCGGAGCAGCTGCTCACTCTGACTCCCCTGCCCATGTACATGGGTTGCTTACAGCA 
GCTCTCCTCTGCTCCAGGATTCCGTGCTCCGGAAACCGCAGGGAGGGCCCAGGCAGCCATAGACATGGGGTCAGCTTCACCAAGTTAATGCAGG 
AACCCAAGAGTCTCAGAAGCGCGGCTGTGCCTCCCCCCCCCCCCCCCGCCTCGCTCCCCTCCACCCCCCAGGGTGATTTCAGCTGCCAGCAGTG 
AGCCTCTGGGCAGCTGGTGAGGCTTCACCAAGTCAATGGAGCCTCAGCCACTGTCCACCTGGACGGGAAGAGGGTCCCCACCTCTCTCTGCCCT 
TCAGCGAGATCAGTTCCACCACTCTGCCCTCTGCCGCAGCGGCAGGCGCGCGCCCACCAGTAGCCACCACGTGAGGCCCGGGCTCTAAAGTATC 
TTTCTGGACTTGCAGCTCAGTCCTCCCTGCCCTCCCCTGCGTGCCTGGCAGCTTCCTGTAATTCCAGGTAAGCACCCTCCAGGAAGCCGCGGTG 
TGCAAGCCTGCTGCGTGATCTGGTGACTGGCTAGGACGTGGGTGGAAGTCTGGAAGGAACCTGGGCCCTTTGGTTCAGCACAGCAAGGTGCCAC 
TGAGCAGCGTGCTAGGGGTGGGGACATCAGAGAAGATGCAGAGTCACCTCTGCCACCCTCTTCAATTCGGACACCATTGCAGCCATGTGCAGGA 
GGGGGACAGGGCAGAGATGCACCAGAACCTGGCTTTAGGAAAGAAAACAAAACAAACAAACAAAAC^ 

TAATCCCAGCACTTGGGTAGGCAGAGACAGGCGGATTTCTGAGTTCGAGGCCAGCCTGGTCTATAGAGTGAGTTCCAGGACAGCCAAGACTATA 
CAGAGAAACCCTGTCTCGAAAAACCAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAATCAAGCTGTATAGTGCTGGTGAGAT 
GTTAAGAGCACCGACTGCTCTTCCAGAGGTCCTGAGTTCAAATCCCAGCACCCACATGGTGCCTCACAGCCATCTATAATGGGGTCTGACTCCC 
TCTTCTGGTGTGTCTGAAGTCAGCTACAGAGTACTCACATAAATAAATAAACAAACAAACAGACAAGTAAATAAATATCAGCCTCCAGGGATGC 
CAGCTCTGGAGGAAAACCTGACACAGGGCAGAGGCTGCAGCTCAGTTCTCAGTGTGCGACCAGGAAGCACAAAGCCCTGACTTCCACCCCTATC 
CTCAGGAGGTGGAGGCAGGAGGATCAGTGGCCATCTTCAACTACATTGCTTCTTAGAGCCTGCTCGCCTTGAGACCCCATCTCAAAAATAAATC 
ACTATAAAAAGAAAAGCC AG AGGCTGGTG AG ATGG C TCAGTGGGTAAG AGC ACCG ACTG CT CTTCTAAAGGTTCAAAT CC CAG C AACCAC ATGG 
TGG CTC ACAAC C ATCTGTAACAAGTATCTG ACTCC C TCTTCTGG AGTGTCTG AAG AC AG CTACAGTGTACTTAC ATAT AATAAATAAATAAATC 
TTTAAAAAAAAAAAAAG AAAG AAAG AAAAG AAAAGC C AGCCGGGTGTGGTGGC ACATGC CTTTAATC CC AGAGGC AAGCGGATTT CTGAGTTC A 
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AGACCAGAATGGTCTACAGAGTGAGTTCCAGGGAAGAAGAAGAAGAAGAAGAAGAAGAAGAAGAAGAAGAGGAGGAGGAGGAGGAGGAGGAGGIsr 

NNNNNNNNNNNltfNNNNNN^ 

NNNNNNNNNNNNNNNN^ 

NNNN2^M^3NNNAGGTGAATAGGGCGGGCAGAACCTGGAGCCGTCTGGGCTGAAGATTGAGCGGGATTTTGGTGGATGGGTTTTGTGGTCTGAAGG 
GACCCTGCTGGCCGGTCCTGGCCTGCCCTAAAGGTGAGGGGAAGAGAAAGGAAGAGTTGGGGAACAGTTGGGGTGGGGGGGATAGTAGGTAGAG 
AAGCTAACTGAGCCCTGGAGGATTTGCTGTTGATCCTGGCACCTTCCCTTTCCCCCAGGCTGAGCTCTGCCCTGCAGCCTCTTGCCCCAGTGAC 
CTGGTTCTAGAACTAACCTGGCAGGTGGTCCATCCTGTAGTGAGGGAGGCCCAGCTTGGAGGCCATGCCTG 

MOUSE SEQUENCE - ItlRNA 

GTCCGGCGCGCGGCTGAGCGACCGAGCGTGCGGACGGAGCGGCGGCCTGCTGGGCGGGCTGAGCGGCGCGCGCGGCGGCGGAGAGACGCGGAGC 
GAGGGACGCGGCGGCGGCGGACGCGGCGACAGGTCTTCTACTTACAAAGGACAATGACTACTGATGAGGGCACCAGTAACAATGGAGAGAACCC 
AGCAGCCACCATGACTGAGCAGGGTGAAGATATCACTACGAAGAAAGACAGAGGAGTATTAAAGATTGTCAAAAGAGTGGGGACTAGTGACGAG 
GCCCCAATGTTTGGTGACAAAGTTTATGTCCACTACAAAGGGATGTTGTCAGATGGAAAGAAGTTTGATTCCAGTCATGACAGAAAGAAGCCAT 
TTGCCTTTAGCCTTGGCCAAGGCCAGGTTATCAAAGCCTGGGACATTGGGGTGTCTACTATGAAGAAAGGCGAGATCTGCCATTTATTATGTAA 
ACCAGAATATGCTTATGGCTCGGCTGGCCACCTCCAAAAAATTCCATCAAATGCAACTCTCTTTTTTGAGATTGAGCTCCTTGATTTCAAAGGT 
GAGGATTTATTTGAAGATTCAGGCGTTATCCGTAGAATCAAACGGAAAGGCGAGGGATACTCAAACCCAAACGAAGGAGCAACGGTAAAAGTCC 
ACCTGGAAGGCTGCTGTGGTGGAAGGACATTTGATTGCCGAGATGTGGTGTTCGTTGTTGGGGAAGGAGAAGACCACGACATTCCGATTGGGAT 
CGACAAAGCCCTGGTGAAGATGCAGAGAGAAGAACAGTGTATTCTATATCTTGGACCACGCTATGGTTTTGGAGAAGCCGGGAAGCCTAAGTTT 
GGCATTGAC CC C AATG CTG AGCTTATGTACGAGGT CAC CCTTAAG AGCTT CGAG AAGGCCAAAGAATCTTGGGAGATGG AC ACC AAAGAAAAG C 
TGACGCAGGCTGCCATCGTGAAAGAGAAGGGAACTGTGTACTTCAAGGGAGGCAAGTACACGCAGGCCGTGATTCAGTACAGGAAGATAGTGTC 
CTGGCTGGAGATGGAATACGGCCTGTCAGAGAAGGAGTCCAAAGCCTCAGAGTCGTTCCTCCTCGCAGCCTTCCTGAACCTGGCCATGTGCTAC 
CTGAAGCTCCGAGAGTACAACAAAGCCGTGGAGTGCTGCGACAAGGCCCTTGGACTGGACAGTGCCAATGAGAAAGGCTTGTACAGAAGGGGCG 
AGGCCCAGCTGCTCATGAATGACTTTGAGTCGGCCAAGGGCGACTTCGAGAAGGTGTTGGCAGTCAATCCTCAGAACAGGGCCGCTCGCCTGCA 
GATCTC C ATGTG CCAGAGG AAGGCGAAGGAG CAC AACG AG CGGG ACCGCAGGGTGTACG CCAAC ATGTTCAAGAAGTTCGCAGAG CGGGACGC A 
AAGGAGGAAGCCAGCAAAGCTGGGAGCAAGAAGGCTGTAGAAGGAGCCGCTGGCAAACAACACGAGAGTCAGGCCATGGAAGAAGGAAAGGCCA 
AAGGCCATGTATGACGCTGCGCCACGGAGGGAAGAGAGTCCTAATGAACTCGGCCCTCCTCGCTGGGCTCGCCTCCAACTCAGGACTGAACAGT 
GTTTAGTGTAAGGTTTGTTACAGTCTCTGTGATTCTGGAAGCAAATGGCATACCAGTAGCTTCCCAAATGACCACCTGCTGCTGCGGGGGGGTG 
GGGGTGGGGGACATGCCAGGAAACAGCAGAGAAGGCCGCTGGTGTGAAGAGACCAGGCCAGCAGCTCAGTCCAGCCCATTTCAGTTTGTCACCT 
TTCAGTGTCCAGCACAGCATCCCTGTGAACCTAGGGCCCAGCTGCTGTGGGTTCTACATCGGCACTAGGGTCACACTGCAGAAACCGTTGATAA 
AACAAACTCAGTGATCTCTGCTTTCCTATTGGTGGGCATGGCAGGGGCGGGTGATGAGATTTGCTTAGCACTGACTGACTGGCCTGCTAAGAAC 
ACAAGCCCACAGCCAGGGGCTCCCTGGTCCACAGCTGGGTCTCAGGCCCCTTACCTGCCTTCCAAGTCCTTTCGCAGACTCTTGAGTGTGGCTT 
TCTGTCCTAGCCAGCATGTCCCACAGACTCTGTTGTTCCTCCAACGCCCGTCATTAGTGACAGCTTTCTCTCTGAGTTTCTGTGGTGTGGAGAG 
TGGGTAGAAGTAGGTTTATCTTTCCCGCTGTCTGCCCCACTCAAGGACGATGTTAGCGCTCAGCCATCCCTGCCCAGCACAGCTGCTCAGCCTC 
ATGCTCCCACCCGCACCCTTGCTGTGCAGAACCTAAGGCTTGCTCCCGTCCCAGACTCGAGTGGACGGACATCCATGTCCACCCAGGATTGACG 
AAGGAAGGAACTTCACACTCCTCTATCATGCAAAAATAGTTTTCAATTTTTACTTTTTAGCTTGGGTTTTGAAAGGCAAACTCTAGGAGGCTTA 
AAACGGGCAGTTACTCTTAAGGCGAGGTAGATACCTCATCCTGCACCGCAGCCTCTGTATTCTGGTGGGAGCTGTAAGGGTTGCGGGCTTCCGG 
TGTCCATGCATCAAGCCAAAGTCTCCAAAACTTGGGCATTGAATTAGGGCAAATCTTAAATAGTTTTGGGGTTGGATTTTAGTCCTACAGGTGA 
TGATTGAACGT 

MOUSE SEQUENCE - CODING 

ATGACTACTGATGAGGGCACCAGTAACAATGGAGAGAACCCAGCAGCCACCATGACTGAGCAGGGTGAAGATATCACTACGAAGAAAGACAGAG 
GAGTATTAAAGATTGTCAAAAGAGTGGGGACTAGTGACGAGGCCCCAATGTTTGGTGACAAAGTTTATGTCCACTACAAAGGGATGTTGTCAGA 
TGGAAAGAAGTTTGATTCCAGTCATGACAGAAAGAAGCCATTTGCCTTTAGCCTTGGCCAAGGCCAGGTTATCAAAGCCTGGGACATTGGGGTG 
TCTACTATGAAGAAAGGCGAGATCTGCCATTTATTATGTAAACCAGAATATGCTTATGGCTCGGCTGGCCACCTCCAAAAAATTCCATCAAATG 

GGGATACTCAAACCCAAACGAAGGAGCAACGGTAAAAGTCCACCTGGAAGGCTGCTGTGGTGGAAGGACATTTGATTGCCGAGATGTGGTGTTC 
GTTGTTGGGGAAGGAGAAGACCACGACATTCCGATTGGGATCGACAAAGCCCTGGTGAAGATGCAGAGAGAAGAACAGTGTATTCTATATCTTG 
GACCACGCTATGGTTTTGGAGAAGCCGGGAAGCCTAAGTTTGGCATTGACCCCAATGCTGAGCTTATGTACGAGGTCACCCTTAAGAGCTTCGA 
GAAGGCCAAAGAATCTTGGGAGATGGACACCAAAGAAAAGCTGACGCAGGCTGCCATCGTGAAAGAGAAGGGAACTGTGTACTTCAAGGGAGGC 
AAGTACACGCAGGCCGTGATTCAGTACAGGAAGATAGTGTCCTGGCTGGAGATGGAATACGGCCTGTCAGAGAAGGAGTCCAAAGCCTCAGAGT 
CGTTCCTCCTCGCAGCCTTCCTGAACCTGGCCATGTGCTACCTGAAGCTCCGAGAGTACAACAAAGCCGTGGAGTGCTGCGACAAGGCCCTTGG 
ACTGGACAGTGCCAATGAGAAAGGCTTGTACAGAAGGGGCGAGGCCCAGCTGCTCATGAATGACTTTGAGTCGGCCAAGGGCGACTTCGAGAAG 
GTGTTGGCAGTCAATCCTCAGAACAGGGCCGCTCGCCTGCAGATCTCCATGTGCCAGAGGAAGGCGAAGGAGCACAACGAGCGGGACCGCAGGG 
TGTACGCCAACATGTTCAAGAAGTTCGCAGAGCGGGACGCAAAGGAGGAAGCCAGCAAAGCTGGGAGCAAGAAGGCTGTAGAAGGAGCCGCTGG 
CAAACAACACGAGAGTCAGGCCATGGAAGAAGGAAAGGCCAAAGGCCATGTATGA 

HUMAN SEQUENCE - GENOMIC 

CAAAAACCAGCAAGTTTTTATTAGGGATTTTCAAAAGGGGAGGGAGTGTGTGAATAGTTGTGGGTGACAGACATCAAGTACTTAACAGGGTAAT 
AGAATATCACAAAGCAAGTGGAGGCAGGGCGAGATCACAGGACCACAGGACAGAGGCGAAATTAAAATTGCTAATAAAGTTTCGGGCACCATTG 
TCATTGATAACATCTTATCAGGAGACAGGGTTTTGAGATCAACTAGTCTGACCAAAGTTTATTAGGCGGGAATTTCCTCTTCCTAATAAGCCTG 
GGAGCGCTATGGGAGACTGGAGTTTATTTCACCTCTGCAATCTCGACCATAAGAGACAGGTATGCCCCGGGGGGGCCAGTTCAGAGACCTACCC 
CTAGGTGCGCATTCTCTTTTCTCAGGGACTTTCCATGCTGAGAAAAGGAATTCAGTAATATTTCTCCCATTTGCTTTTGAAAGAAGAGAAATAT 
GGCTCTGTTCTGCCCGGCTCACCGGCGGTCAGAGTTTAAGGTTATCTCTCTTATTCCCTGAACAATTGCTGTTATCCTGTTCTTTTrTCAGGGT 
GCCCACATTTCATATTGCTCAAACACACATGCTGTACAATTTGTGTACTTAACGCAATTATTACAGGGTCCTGAGACGATATACATCCTTCTCG 
GCTGACAGGATTAAGAGATTAAAGTAAAGACAGGCATAGGAAATCACAAGGGTATTGATTGGGGAAGTGATAAGTGTCCATGAAATCTTTACAA 
TTTATGTTTAG AG AGTG C AGTAAAG AC AGGC ATAAGAAATTAC AAAAATATTAATTTG GGGAACT AATAAATGTC CATAAAAT CTTCATAATCC 
ACGTTCTTCTGTCATGGCTTCAGCCGGTTCCTCCGTTTGGGGTCCCTGACTTCCTGCAACACCTTCTTATATGTATCAAAACTCATACTGAACA 
ATGAGTTCTGGGTTGCAAAAGAGGATTTATTTTTTGCACCTAACCATAAGTCTTTGTCCACAAGTTAAACAAAAACAGTGTAGTATACAGTATT 
TTTAATAATTTTGTGCATTAAATAAAATTTGTGTACCTTGAATCATTAGAAAACAAGTATTAGGTGTGGAGTTTTTCACTTGTGGCATCATGTT 
AGAATTCAAAAAGTTTCAGAGTTTGGAGCATCTTGGATTTCGGATTTTTCCAATTAGGAATGCTCAACCTAATCAGAAGTAAGACTTGGATATT 
AAAAGTTTGAAAGCCACGGTTTTATTTGCTTAGTAGTATATAACTGCAACAGTACTTTTTATCTTAATTATTGTGTAGAATCTGATGACTCCCC 
AACATATAACTGTCACCCACACTTCTCTCCTGAGCTCAGGCCTTATCTCTGATAACCTTCTGGACATCGCACAAGCACCCCTTGCTCAACATAC 
CCCAGCCAGAGTTCTCTTGCTCTCCATAAAAAGCAATCTGAAATGTTCGAATTAAATTGAAGAGAAAGAATAAAAAGTCCTGATGAGTGGAACC 
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ATGAAATGTTTCATCTTTTTTCCCTAAGTTTAAAAAGATCATGAAAGTAATACATGTTTAATGTT^ 

CTAAGAAGTGAAAATTCCTTCTTATCTTCCCAAATCTCATTCTCCAGAGGTAACACTGTTTGAGCAGTTTGGTAAGTTATCTTTCCAAACTTCT 
TCTATATATAAGCAAATATACAAACACATATATACTTTTTTCCTCTTGGAAATAGGATCATGTTACAAATCATTCTGCAACTCACCATTCACTT 
AAT AGTAC ATCTTG AAAATC CAT CTGTCTTTTGATGTGAGT ATT AGAAGATTGTTTATGTGG AATGGGTAAG ACGTCACCTG CT CCATATTAGT 
GATATTTTCAGAGATTAGCTGTCTTAAAGGGAAAACAGTGAAAAAGACATTTTGGCATGTAATGAACAATATTTGCATAATTGTAATCCAGTGC 
TCTAAAATGATCATACCCACCCACCCACCAAAATCTACAAACAACTGGGAACCATGGTTGGTGGCTGCAAATATATTGGTATAAATTACACTGT 
TTGTGCCAGGTGCGGTGGCTCATGTCTGTGATCCCAGCACTTTGGGAGGCTGAGGCGGGCGGGTCACTTGAGCTGAAGGAGTTCGAGACCAGCA 
TGGCTAACATGGCGAAACCCCATCTCTACTAAAAATACAAAAATTAGCCGGGCATTGGTGGCGCACACCTGTAATCCCAGCTACTCAGGAGGCT 
GAGGCAGGAGTATCATTTGAACCTAGGAGGCGGAGATTGCAGTGAGCCAAGATCAGGCCACTGCACTCCAGCCTGGGCAACAGAGCAAGAGTCT 
GTCTCAAAAAATTTAAAAAAATAAAAAATAAATTACACTGTTTGTGTTACATGTATTAGCCCATTGTGGCATCATCAACTGACTTTTTTTTTTT 
.TCAATGGTCCAGATAACCAAATCATCACTGGGCACTATGCACCATTAACAATACACTTCATTTACTACAATGCTATTCTTTTTTCCTTTTTTTT* 

GGACCACAGGCGTGTATTTTTTATTTTTAGCAGAGATCGGGTCTCACTGTGTTGCCCAAGCTGGTCTCAAACTCCTGGGCTCAAGCCTTGACAT 
CCCAAAGTACTGGGATTACAGGTGTGAGCCACTGCGCCTGGCATTCTTTTATAATGGATGAACATTTACAAAATATTTTCCCAATTTAGTTGTT 
TGGATGTTTTTGTTTAGACTCTTAGCTAAATGATTCTCTACTGTATAGATTTATCTCATGCTTTTCAAAAACTGTATATTTTTATAGTATGCAT 
TTGCCAAATTTTAGTCTAACATTCCCATGACCATCCTTTTAAGGAAAAACTTTGAAATACTTTTATTTAGCCATACGGTTAAAATTTAGCTGGA 
ACTAAGTGATCTGTGTTTAGTTGATGAACTGATCCATGCTATTCTTGCATCATGACTTTTTCATCTTCCCTTGATTCTTTTCCCTATATGCATT 
TAAGCCTGTCTGGTTCTTTTCTCAAGCCTTTGCTCTCTACTCCCCTTTCACTCAAAGCATTTCATGTTTCGCCTTTATAACCCTAGTATAAGTA 
TCAAACTTCTCACCTGTGACTTTTGCCTCTCTCTACATCTCTCTTCTACTTTTAACTTTCATGTTTACAATAAGCTACCTTTCTCTTATTTTCA 
GTTCTTACCTTCTCAAACTTCAGAGAATCCCCACTGCTTAGTGTTCTTGGGAGATGCTAGAGGTTACACAAAATGCCACCTCCCAGAAGGTCGA 
GGCATTTTTTTTCTTTAAAAAAAAAAAAACCTTTTAGCCAAATACTTACTCATAAGAAATGCTCCATTTTATTCTCAGTAGTATCTTCAGAAAG 
ATTTCAGAGGTAATTGCATCTACAAAATAAAGACTTAGTGCTAAGAAAATGAGCAATCCGATAAGAATATGTAAAATAAAAAACATTATTACTA 
AATTCTTTTTTTTTTTTTTTTTTTTAGACAGAGTCTTGCTCTGTCGCCCAGGCTGGAGTGCAGTGGTGCGATCTTGGCTCACTGCAAGCTCTGC 
CTCCCGGGTTCACGCCATTCTTCTGCCTCAGCCTCCCAAGTAGCTGGAACTACAGGCGCTCGCCACCACGCCCGGCTAATATTTTGTATTTTTA 
GTAGAGACAGGGTTTCACCATATTAGCCAGGATGGTCTCGATCTCCTGACTTTGTGATCCGTCTGCCTTGGCCTCCCAAAGTGCTGGGATTACA 



CCACTCACTACAACCTCCGTCTCCAGGGTTCAAGCGATTCTCCTGTCTCAGCCACCTGAATAGCTGGAATTACAGGTGCCCGCCACCATGCCCA 



TCCCAAATTGCTAGGATTACAGGCTTGAGCCACCTCACCTGGCCACTAAATTCTTTTAAAAATCTCTTGAGCACACTAAATGATATATTGAATA 
TAGCTGATGACCAAATGGTGTTGTAAAAATTCCATCAGGCCAGGTGTGGTGGCTCACTCTTAATAATCCTAGCACTTTGAGAGGACGAAGTGGG 
AGGATC ACTTGAG C CC AGGATC ACTTCAAG ACC AGCCTGGG C AACATAGTGAGACC CTGT CTCTTCTGAAAAAAATAATAAAAAAAAAAC ATT A 
GGTGTGGTGGCACATGTCTATAGTTTGAACTACTAGGGTGGCTGAAGGGGAGGATTGCTTGAGCCCAGGAATTCAAGGCTGCAGTGAGCTATGA 
CGGTACCACTGCACTCCAGCCTGGGCAACAGAGCAAGACCCTGTCTCTTAAGAGACAATAAGAAATAAATAAAAATTCCATCAAAGAATTTCTC 
TTAGGGTATAAAGCCAGAGACAAAGATGAAAAATGGGAGAAATGTCCAGTGGTTCTCAACCATGTCTGACTGCACATTAGGATCATCTAACATG 



CCTCAGGTGATTCTGTTGTTTAGCCCAGGTTTAGAAAAATACTTAAGAAACCTGAAGAATAATACCAAAATGTCCGAAGTCTATCTAATAATAC 
TTCTAGAAGTAGAGGACAGAGACATCAAAGGAAAAGAAATAATGCTAGAAAATTTTTCTGGAGATTCTGCAAAGACTTGTCTTCAGCAGTTAAG 
GGCCAGAATATCAAGGCCCCTGCAGGAATTAAGGAAAGAAGACAAGTACCTTGACATATCCTTTCGATGGGTCTGAACTCCAAAAATAAGGATT 
ATTATGTCTTCCAGAGAAGAAAAGATGGGAGCCACAGTGTGCACTCTGGAAGGAAAGAAACCTACCTGGCCTAACTGATCCAAACACAGTTTCT 



TGGGAAGAGCTGCTCTTAACAGTTGGTGTTTGGGAGGCAACTTTCTCTTCTTTGCTCTCTCCTTCGGTCTGACCTCATCTGCTGTGTAGTGTTC 
AGAAATTCCCCCAAAGTTCTGGTTCAGTTAGGAACATGTCTTGTTTTCCACCTCAGAGTTTTGCAGATTTTAAAAACTTTTTCTTGTCATCCCA 
GCATCTTCCTGGGGAGAGGAAGTTGATGACTTAGTCCTGTCGTTCAACCTTTTTGAGGCCAAATAGGGTAAAATCATATTAAGGGGAATAATCC 

TTTCTGCTTACTTGAAAACAGTAATTTATCCAACTCAGCACTCAGAGTCAGGGGAAGTGTGGTCTCTTAGCTTTGTTTTCTTCAGTAATTATTT 
GTTCCGAGAAGAAAAATAAGTTTACCAAAGAAATATCTTTCTGAAAACTCTCCTGTTAGTAGCATAATCTGAGGCAAGACACTGATATTTTAAC 
AAAGAGAACAATACAGTAATTTACATAATATACATAGGGAATTGGTAGATATGGCTTTAAAATGACTTCTCATTTGGGGGACCTGATAGTTTAG 
TTATGTTAACTGAAATTTTTAGTACACTGTTGATAAAATATTAAGTGTATTCTCATTTTTCTGTTATGTCTCAGGTGTTTGCTGACTAGCACTT 
TGGAGAGTGTATGCTTATCTGCCATGTCCATAACAGAACGAACTGTGTTCCCTTTCTGATGCATTGGGTAGCAATTTTCCGCCTTTGGACAGTT 
CAGCACAGTAAGCTTTATCATAGATTAATATCCATAGCTACATAGTGATTTTAAATCCAGAATAAATCTAGGGTGAGGGAAAGAAGAAAAGTCT 
CTCTTATAAAAATGGTGAAACTGTCTCAGTGTGTCATTACAGTTTTTAGGAATTGTCTGTCCTTACTGTCTTTTTTATATAACATTCAATCAAG 
GAAAAAGTTTTATTTGTTTTGTTAGCTTACAAAAACCTATACTCCTAATGGCTTAACTGGAATTAAGGGGAAATACTTGGAAAATTCAGTTTAT 
GTCTTTATTCTTCCAGCTTTATCTGCTTTTGAAAGTTCAAAAGTTTGTTTTCTTGTTGTTTTTATCTTTGTGTTTTAATTATTCATAGTACTTC 
TCTTCATATGGACTCAGTACTACTGACAAGAGCCATCCTCTGAGATTACTAAGATGACTTGCATCCCTTGAAGTGTTGGAGCCAAAACATGAAG 
AGCTAATTCCTTTATCAGATGGGATTTAGAAAGCTAGTAAATCAGCTTATACAGGTTGCCTATTTACTCGAATTTAAACAAGCCATTGTTTTCA 
AAATAGCAAGGTGAGAACCAAAAGAAAATGTTTCTTTTTTTCCTCTCTCTTTTTTTTGAGAAAGAGTCTTGCTCTGTCACCCAGGCTAGAGTGC 
AGTGGCATGACCTCGGCTCACTGCAACTTCTGCCTCCCAGGTTCAAGTGATTCTTGTGCCTCAGCCACCCGAGTAGCTGGGATTACAGGCGTGT 
GCCACCACGCCTGGCTAATTTTTGTATTTTTAGTAGAGACGGGGTTTCATCATGTTGGCCAGGCTGGTCTCAAACTCCTGGCCTCAAGTGATCC 
CACCCGCCTCAGCCTCCCAAAGTGTTGAGATTACAGGCGTAAGCCACTGTTCCCAGCCTGAAAACATTTCTTCATTGACAGTATTTTCATTTAA 
AAATTTAGCTGAACTCCAAATGATGAACATT(2AAAAGAAAGCATTGTCTTTGGATGATTTGAAAGCAAGTGGCAGATATCATGACACCTCACCC 
CTAAATACTACAGCATGTGTCTCCTATGAACAAGGATATTACTCTGCATAAAACCATAATACTATATCACATTCCAAAAGGCTGACATATAGTA 
GTAATAAGCTAATATGC AGTCTC CTGTTC C AAGTTCTTATATTTTGTC CCCTAATC CAGG AT CC AG CCAAGGATCACTG ATTACACTTGGTTGT 
CATATCTCTATAGTCTCCTTTAATCTGGAACAGACCTCCCGTCTCTCCCTCTCTCTCTTTCTCTCTCTTTTTTTATCTTTTAAGAGATGGGGTC 
TCACCCTTCGGCCCAGGCTGGAGTACAGTGGCATGATCACAGTTCACTGCAGTCTCAAACTCCTGAGCTCAATCAATAGTCCTTCCATCTCAGC 
CACCTGAGTAGTTGGGACTACAGGTGCACGCCACCTTTTTGGTTCTTTATGTTGTTAACATTTTTTCAGGAGTGTAGGCCAATGGTCTTGTAGA 
GTGCTCCACAATCTGTTTTTGTCTTTTCTTCCTGGTTAGTTTCAGGTTAAACATTTTTGATAGGGATAGCACATAGGTGATAGCACATCTAAAT 
CACATCACTACATCATATTAGGAGACAGAGTAATAGCACTTTTTTTCATTATTGGTGATGCAGAGTTTGGTTATGATGCAGATCATTTGTTAAA 
GTGTTATCAGTCAGATTGTTTTACTTGAAAGGTCTTTTTCCTTTTTTAATAATAAGTAATCTGTGGGGTACTTTCCCAATAACCTCTCACCTGG 
TGGTTTTCATTTGTTCAGTGCTTTACACCCAGAGATCTATTGATGGATGTCAGCATCTCTGTGAATCCCCAGGAAATTTTTTTGTGTGCATATA 
TTTTCCCAGGCATACAGTCCAGGACCCTCCAAATATTTAAGAGATCTTTTCCCTCTGTTATCAAGGTGCCTTTTACAAGTTTCTGTGCATCACA 
GAAGCATATTATAAGCAGTGGGTTTCTAGAAGCTGGGAACCAATCCCGTTCTTCTGATTTTCCTGATTATCTAGCTCACCTCATGTAGAGCTAG 
GTACATAATTTTTGTTGTTTGTTTGAGAACGATTGTTCTGGCCTTTCGCTTATCCTGAGCCAAACATTTGGATCTTTCATGTTTGGTATAAAGC 
GTACTAGAAACTAGAGCAGAGAGACTTAGCCCCTGGTTTTTGGTGTTCTCATTTGAAGATTTTGGGGCACAACAATTGGATTTGTGTCTCTGTT 
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GAACTGAATAGTGGTCATTTGGAAATGAGTTAAAACACTAC^GTATATGTTTTAGTTGTCTAATTATAGTTGTATCAATAAGACATTTTCTGCA 
AGTGCAGAAAGACTCTTTGACTCTGTAGACAAGAAGGCTCAGGAGATGAGTTTAGGGGGCATTAAGTTTGTTATTAGCCTAATGTGTAATAGCT 
GTAGGAGTGATTCCTTCTTGATTTTCCCTGCCCAAACAGGGAGCAGTGTGGAATTCATCATGGCAGTGGTTAGGTGTGTTTTGCTTAGCCTATG 
ATTAGCCTGTTGGTTAC ATTGG CTTGCCTTG C ATG AAAAAATGTCTGT C AGGTGACTACCAATAAC AATAAGAG CTAACATTTGAAT AGTATAC 
CTTAAAAATACACATTATACCACTTCAGAAGATTATCTGTGAAAACAGATATTTTTATTCTAATCACATAGGTAAGGAAAAAATCTTAGAGAAG 
TTAAGGTAGCCAACATCAAACAGCTTGTAAGGAGCAGAGGAAGAACACCCCCAAATTCCATTACAAATTCCTTGCACTTTTTGTCTTACCATTC 
TCAAAGGTAGAGG C ATT CTAGGG AATCTAAATATG AACAAAGCATGGACCTTGCT CTGAAGGATCTTTTAAACCT AACAGGCGCATAGTCTTAT 
GAATCTCTTACAGACAACAAATCGAGAGAAGAGCTAAGGAAGTACGTAAAAGGGCAAAATGGCCTACAAATAGAGGGTCAAGGTTGGTATGACA 
GAAGTAGGATTTGAGAGAGGTGGATGTTTTGGAAACAAGAAAGGGAGTGACCAGAAGAATGACTATGGGAAAGCACTGGGTTTGTTGTAGAGGT 
GG AATTGGC CTAGTTTGGCTGGAGC ATG AG CTG CATG AAAGAAAGTAAAATAAAAT AATGG C AGCT AGAACT CAAAGATAGATTAGGGCCAGAT 
TGTGAAGGG CCTTG AATGCCACATGG AAG AAC ATTCTGTAGGTATTTTGGGCAGG AGATGAAAAATG ACC CTACAG AAGGC CCAAAAATGATG A 
TAAATGGTTAAATATGTTTAAGTTACCAATCTATGCTAATCTTTTAAGAAATGTTATCTCACTGTAACTATGAATAGTGTACTGTGTCCATTTT 
GCAGATGAAAAATGAAGGCTCAGCAAGATTAAGGAAACTGGAAATGTCAAGAGCTGCAGCTAGGACCCAGACTTGGGTCTGTTGGATTCTAAAT 
CCTGTTCTGTGTCTCACTGTGATTGATATATTGTCACTTCTTTTATTAAGAACTGATAAGGTCTTAATCCTCTGTCAAGAATATGGCTGTAGAA 
AAAGGATGTTTTCAAAGTTGTGAAGGGACTGCTTCTCACCATGTTATGTTAAGGAATGTAATCACTACCCAACTTGACTTGTACTGTTCTCTGT 
TTTGAGACCAGAGCTAGATGGGAAATTAAAGAATTGGATGATGTTTTATTTACATGCCTGATGACATCAATACATGCTCATAGCAAATGCCTTT 
GTTTTCATTTTCAGTATCTAAGCTTATTGGCCGTAAGTAAATCTTAGGTTAGGTAGAGCTCAGTTCCCAGGGGCATTCAAGATTCATAAAGAAG 
TGATATTTTTCCCAGCTAAAATATTTTTCTTGTTACCAGGTTCTCTACTTAAAAGACAATGACTACTGATGAAGGTGCCAAGAACAATGAAGAA 
AGCCCCACAGCCACTGTTGCTGAGCAGGGAGAGGATATTACCTCCAAAAAAGACAGGGGAGTATTAAAGGTGAGGCCACAAAGCTGAGTGACAT 
ACAAGGAAACCTGCTGTCTGGAAAGATTATAGCATCTCTTTCTGAGGGGGGCTGGGGTGGATAATGTTTATTGATGGTTACTAAGTGCCAAACA 
CTAGAGCTAGATTCTCATTTTGTCTTCATAACTTCAAGGTTTTTTTTAAGAGTTGAGTCTCGTTATGTTGCCCAGGCTGGTCTTGAGCTCCTGG 
GTTCAAGTGATCTTCCCATCTCAGCTTCCTGAGTAGCTGGGATTTTCTTTTTAAATTAATTAATTAAATTTTTGAGAGAGGGCATCTCATTATG 
TTGCTCAGGCAAGTCTTGAAATCCTGGCCTCAAGCAATCCTCCCACCTCAGCCTTCTGAGTAGCTGGGATTATAGGCACGAGCCACTGTGCCCA 
GCTAGAGATTTTAATTTTTAATCCCAGATTATAGATGTTGAAATTGAGACTGGGCTAGGTAAATTAACTTGCCTAATATCATATATCTTAGTAA 
TGCAG ATTTACCTGGGGTT CAGGT C C AAGTT ATATCTC ACTCTAAAGGGCTATATTTC CCTATTCTC AG AGTATACAAATAGGTTACTATTTTA 
ATGTATCCTTTTAGTACACTAAAGCTAGCTAATGACAATTTTGAAGACTTTTTAAGGAAAGAAAAGCTAACTTGAAAAATTCAAAGGGGTTTTA 
TTTTATTTTATTTTATTTTATTTTATTTTATTTTATTTTATTTTGAGACAGAGTCTCCCTCTGTTGCCTGGGCTAGAGTGCAGTGGTATGATCT 
CAGCTCACTGCAACCTCCGCCTCCTGGATTCAAGCAATTCTGCCTCAGCCTCCCGAGTAGCTGGGATTACAGGCGCCTGCTACCATGCCTCGCT 
AATTTTTGTAGAGACAGGGTTTCACCATGTTGGCCAGGCTGGTCTTGAACTGCTGACCTCAGGTGATCCGCCTGCCTTGGCCTCGCAAAGTGTT 
GGGATTACAGGCATGAGCCACCGTGCCGGGCCCAAAGGGGTTTATTTTTATATATAAATATTGTTCCTGTGTACAGTGAAGATATCTTTTGCGA 
TTT CCT CTT AG AATATATCTTACTTTTG AATTAGCTTTCCTACTTATTAAAG CACTATACAGT C ATTC AC C ATAT AATG AC ATTTCAGTCAGTG 
ACAGACTGCACCTTCAGCAGTGGTCCCATAAGATTATAATGGGGCCGAAAAGTTCCTATGGCCTAGTGGTGCCATAGCTGTTGTAGCATGGGTA 
GTACAGTGTATTATGTGTTTGTGGTGATGTGGGTGTAAACAAACCTACTGCACTGCAGTCACAGTTATGTATAGTACATAATACTTGATAATAA 
ATGTTTATATTACTGGTTTATGTGTTTACTATACTTTCTATCATTATTTTAGAGTGTGCTTCTTATTTTTTAAAAAGTTAACTGTAAAACACCC 
TTGGCTGAGTGCAGTGGCTCATGCCTGTAATCCCAGCACCCTGGGAGGCCAAAGCAAGAGGATCACTTGAGGCCAGGAGTTCAAGACCAGCCTG 
GG CAAC ATAGT AAG AC C C CTATCTGTAG AAAAAAAATTAAAAAAATTAGC C AGG CATAGTGG C ATGT ACCTGTAGTTT CT ACTACTCAGGAG AC 
TGAGGCAGGAGGATCATGTAAGCCTGGGAGTTCCAAGCTGCAGTGAACTATGATCATACCACTGCATTCTAGCCTGGGTGAGAGTGAGATCCTG 
TCTCAAAAACAAATGAAC AAACAAAAAAC AG CCTTGGG C AGGTC C CTCAGG AGGTATTCAAG AAG AAGG C ATTGTTATTAT AGG AGACAG CAGC 
TCCATGCATGTTACTGTCCTGAAGACCTTCCAGTGGGACAAGATGTGTTGGTGGAAGACAGTGATACTGATGATCCTGACCCTCTGTAGGCCTA 
GGTTTATGTATGTGTTTGTGTCTTAGTTTTAAACAAAAAAAAGTTTAAAAAGTAAAAGAATAAAAAATTTAAAAAACAGAAAAATGCTTATAGA 
ATAAGGATATAAAGAAAGAAAATATTTTTGTACAGCTGTACAGTGTTTGTGTTCTAAGTGTCATTACAAGAGTCAAAGCTAAAAAAAAAGTTTA 
CACAGTAAAAATGTTATAGTAAGCTAAGATTGATTTATTATTAAAGAAAGAAGAAAAATTTTAAAATAAATGTAGTCTAGGTGTCCAGTGTTTA 
TAAAGTCTACGGTAGTGTATGGTAATATCCTAGGCCTTCATGTTCACTCACTGCTCACTCGCTGACTCATCCAGAACAACTTCCAGTCCTGCAA 
GTTCCATTCATGGTAAGTGTTCTGTATAGGTGTACCATTTTTTTTCTTGTATACCTTTTATTACTGTACCTTTTTCTATGTTGAGATATGCTTA 
GATACACAAATACCACTGTTTTACAATTGCCTGCAGTATTCAGTGCAGTAACACAATGTACAGGTTTGTAGCCTTGGAGCAGTAGGCCAAACCA 
CCTAACGTGGGTGTGTACAAGTAGGCCAGGCCATCTAGGTTTGTGTAAGTACACTCTGCGATGTTCACATAAGGATGAAATCATCTAAGAACAC 
ATTTCTCAGAACATATCCCTGTCCTTAAGCGATGCATGACTGTGTGTGTTTCTTCACTCTATAGTTAATCATTTTCACGTGCATTTCTTTTGTT 
TTGTTTCTTACAACAATGTGGTGAGACAATCAGAGCATCTCTTGATTCTTCCATCTTATAAGTGAATAAACTGAATCTGAGAAAGGTTAAGTGG 
CTTTAGTCACATTAAATAGTTATTTCTCCTACACCATTGTTAACACATGTAAGTTTTGTATAGTTAAGTTTTGTTTTTCCTGAAAAGATTATCT 
G ATG CATTCTGAATATTAC C AGGATGCTG AGTTTTAATATCTCTTGTGC C AG CAGTAGC AAGT AAG AATTTTTGTTTTGTGT AACTTTG CTT AT 
GTGAAAGCCTTCTGTGCCTGGATCTCTTCTGAATATATGTGAATTGCTATTATGTGCTAAGTCAAATTTTGGGGACTTGCAGCTATAGAATAAG 
GGCTTTATGCTATAGATTTACATCCTATTGTCTTTTTTTAGAAGGCTTCTCAACCTTGTAGCTATAGTTACTCATCCTAAATTCCAGGAAGCTT 
CTAGAAACAGTGGAGACTTTGCAGGCTGTCCTCAGCATCTCCCTGCCTCTGTTTACGACTTACCCTTTGATCTTTTCAGAGTGCCCATGCCCAG 
AGAACATGATCCCCAACTTGCCTCAGACCCTGTTCTGTTCTAGGGAGTAAATCTAATTGCAAGATTTTTAGGCTTATTAAGAAACATTTGAGAT 
TTGAAGCCCTTTAAATTATATCATTTATCATTGTCTAGAGCCTCGGATTTCACCATGAGGCTTTTGGTTAAGATTTAAATAGGTCTAGTAACTG 
TGCAAGCTAGGGCAATTTAGTTAACCTCTCTGTGATTAAGTTCCTGTTTGTAAAATTAGAATAATAATGCCATCAACCTCATAGAGTTATTAGG 
ATTAGGTGAAGCACTTAGCATAGTGCCTGTCCTATAGTAATCTATCTTATTAACTATTACGTATTTTTAAAAAAAGAACCAGTGCTGGTTTGGA 
AATTCAGTAACTATCTGAGGAAGATAAAAGATGGATTTATATTTTAAAAATGAATAGAACCTAGATTGTGTTCTTAAGGCAACTCTAGATTTAG 
GTACAAATTCATCTTGCTAGGGAAGCCTGAAGTGATACCATAGTACCACTTGCTGGTGTGGATGGCTCTCTGACTCTCTGGTAGCCATTCATCC 
CACATGCCCAGTTACTGTTTATAGTCCTAGAAATGCAGATTCCTTCCACGTGAGGCTTACAGTTGAGCATAGCCTCCCAAATACCACATGCAGT 
TCGTGAACATGAGCACTTGTAGAATATTGTGTAATATCTTTTAGATTAATGTTTTGAGACTTTTTTTTTCTTTTGAAGTCCTAGAAGGGCAGTA 
GTGTTTCTTTGCCTTTAAAGAATATTTGGGGCTGGGTGCGATAGCTTATACCAGTAATCTCAGCACTTTAGGAGGCTGAGGCGGGAGAATCATT 
GGAACTCAGGAGTTCCAAACCAGCCTGGGCAATGTAGCAAGATCTCATCTCTACTAAAAATAAAAAAATTTGCCAGGCGTGGTGGCATGTGCCT 
GTAGTCTCTGCTACTCGGGAGGCTGAGGTGGGATGATCACTTGAGCTGAGTGATAGAGGCTACAGTGAGCTATGATTGTACCACCGCATGCACT 
CTAGCCTGGGTAAAAGAGCAAGACCCTGTCTCAAAAAATAAAATAAAGATGTTTGGGCTTTTGAGTTAAGAAAGCTGTGGAATTTAAGTTCACA 
GTGTTTATGTGATATTTATGTTAGGTGGACGGTATACTTGTAAAAAAAGAATTTAGGAGCAAATAATCGAATTATTTAAATAAAACTCAAAGCA 
AACT C CTTCC CC AAAAAG ATGTT CAT C AGATGTTAG CT AC CAT CCTCTGTTATCT ACC AAAAATGATTAATTTGG CATAG ATTACAAATTAACA 
AATTACACCATCACACACCTGGGTTTGATTTTCTTTTCCCAGAACTGACCAAATACATTAGCAGCTTGCTCTGCCAAGAACAAAATAAATACAC 
TGGATTTTACAGTAGTTAAATACTTTACTAGAAAACAAGTTATTCAGTATCATATCAAGCAGTGCAATGATACTCATGTTTTTTACAGATAGAC 
TATGTTTCAAATAATAGGAAATGTAACCTGTTTTACCAGGAAATTGGGCTTTCTGAAAATAAACAAGCAGAATCTAGTCAGGAGCTAATGTTTT 
TAGCAAAGGAGGGAAATAAAATTACACCTTTGAAGCTTTGCTTAAGCTTCTTTTTGAATATTTTAAAAGTCCACCATTCTTTCTGGTCTAAGTC 
CGTGTGTATATGGACTAGCTCACAAGCCTGTGTTAGAGAGTTTAGTGTCGGGCGCGGTGGCTCATGCTTGTAATCCCAGCACTTTGGGAGGCTG 
AGGCGGGTGGATCACGAGGTCAGGAGTTCGAGACCAGCCTGGCCAACATGGTGAAACCCCATCTCTACTAAAAATACAAAAATTAGCTGAGCAC 
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GGAGGCGCACGCCTGTAATCGCAGCTACTCGGGAGGCTGAGGCAGGAGAATTGCTTCAACCTGGGAGGCAGAGGTTGCAGTGAGCCGAGATCGT 
GCCATTGCACTCCAGCCTGGGCGACAGGGCAAGACTCCGTCTCAAAAAAAAAAAAAAAAAAAAAAAAGAGTTTACTGTCAAAATATAGGGCATT 
AAACCAATGAACAGGATTTATTGGTTAATTCTTTGAAGGAATAAATAGTGCGATTAGCAATAAAAGTAGATATAACATAAAAGACAAGTTGGTA 
AAGGACAGTTTTCTAACAATGAGTTATTGTGAGGAATGAAGGGAGGCATTAGAAAGAATGGATAATAGTATATTTGCATATCTGCCTGGATGTC 
TTGGGATGGACTGTGTGACCTTTTTATTCTCTGATTACAAGTAAAAAGTTTGACCTCCTTTTTCTTAATGTTTGTCTTTTCTAGATTGTCAAAA 
GAGTGGGGAATGGTGAGGAAACGCCGATGATTGGAGACAAAGTTTATGTCCATTACAAAGGAAAATTGTCAAATGGAAAGAAGTTTGATTCCAG 
TCATGATAGAAATGAACCATTTGTCTTTAGTCTTGGCAAAGGTAAGAGGGTATTTTTTTGAGTTGTGTTTTACTTAGCTTTATTACTATTTGTA 
ATATATAGGAGCAGAGGATTCTATCCTTTCTAAAAGTAAAGAAATTTTAGAGTAGTAGTACTCAAAGAATGGTCTGAGAATCCCTAGGGCTCCC 
TGAGATCTTTTTAGGGGGTCCCAAATGTCATTTATTTTCATAACAATACTAAGATATTATTTGCCATTTTACTGTATTGACATTTATTTGCACT 
GATGGTACAAAAGCTGCAGTTGTAAAAAAACTGCTGGTTCCTTAACACAAATCAAGGCAGTGGTAACCAGCTGTTCCAGTAGTCATGGTATTTT 
CCACTGCCACTCCTTCACTATTTACATAAGGGAAAAAGCTAGTTTCACGTAAAAATGTCCTGATAAAGCAGTAAAAATTATTAGTTTTATTGAA 
ACCCAATCTTTGAGTTTCACATCACTTTGATATTCTGTGACAGAAAGGGAAGCACGTGTAGAGCACTTCTGTCCCCCAAAGTATGATGGTTGTC 
TCAAGGAAAAGTACTTGTGCTCTTGTTTTAGTTGAGATCTGAACTAACTGCATTTATTTCATGAGATACCATTTTTACTTGAAAGGGCAAATCT 
GATTATGCAGACTTGATTCAGTATTTGGCAGGTGTTTTTCTGAGAATGAATGGAGTAAGTCTGTCATTTCAAGGAAAAACAACTGACAATGTTT 
TTTGCCATTAAGTTTTCAAGTAAAAATTATAGTTTAGGAGAACTCCTATTTGCCACTGTGGGCTTATTTGCCACTGTGGGCTTGACAGCTTCCG 
AAGACTTTT CTGATG AGATTGGTGGGTATTAATGAATGTGGTTTT AAATATACAATG AAATGTGT C C ACATTTGG AAG ATCTGTATAACTAAG A 
ATGAATATTTTCTCAGTGACCAATGCAAGATGTTACAAGATCATGTGTGAATAAACAATTCATTCAAAGTTAGACCAACAGATTTTAATGTAAC 
AGTATGAAAAGTTCACTGATACACTTTCAGTTTCCACATTGTAATTGACTTTTATGAATCTTACAAGTTGTACAGTTTTGATGTAGTATCAGAT 
AATTATATTCACAATTATCTAAAAGGTTGTTAAAGGGCTCCTACCCTTTTCAACTATCTATCTTTGTGGGTTTGGATTTTCTTCTCTATGTACT 
TCAACCAAAATTGCAACAGATGAATGCAGAAATAGGAGAATCTGGTTGTCTCGTGTTACAAGTCAAACACATTTCCACATGTATAACATTCTAA 
AACAATGACACTCGTCTCACTAATTTTTTTTTTATTTTGGAAAATACAAAATATACAAATACTTTGTACAAAATTAAATTACTTATATTAACAT 
GGGGTTATTCTAAAATGAATTATTAAATAACTACTTTTTTACTAAATCTCAGTAGATATGTCAAATAAACAAGTTCTTTGGAGTCCTCAATTTT 
TAAGATGTTAAGGGGTCCTGAGGAAAAAAGGTTGAGAACTACTATTTTGAAGTATTAAGTATGATTTTTACTAAATTATTTTCAAATGCCTTTT 
TTTTTTGAGACAGGGTCTCGATCTGTCACCCGGGCCGGCTCACTGTAGCCTCAACCTCTCAGGCTCAAGTGATCCTCCCAACTCAGCCCCGCAA 
ATAGCTGGGAATACAGGTGCGTGCCAGCATGTCTGGCTCGCTCTGTTGCCGAGGCTGGAGTGTAGTAGCAGCATCTCGGCCCACTGCAGCCTCC 
ACTTCCGAGGTTCAAGCAAGATTATCATGCCTAAGCCCCCCAAGTAGCTGGGACTACAGGCGTACACCACCACACCTGGCTAATTTTTGTGTTT 
TTTGTAGAGATGGGGCTTTGCCATGTTGGCCAGGCTAGCCATGAACTCCTCACCTCAAGTGATCCGCGCACCTCAGCCCACGCAAACACCTGGG 

ACTCCTGGGCTCAAGCAATCTGCCCGCCTCAGCCTCCCAAAGTGCTAGGATTATAGGCATGAGCCACCACACCTGGCCTCAAATGCTGTTAAAT 
GTCTTTAGTTCATTTAATGTTCTTATTTTTTAATCTTGTAGGAATAATAGCCCATACATCAAATTAAACTTTGTAGAACATGTGGCTTATTGGA 
AGTTGGTGGCTGAGTTACATCTTTTATTCTTGTCTGCCACAGACAAGCAACTGTAGTTTGTTCCTAGATTAGGGAAAAAAGTATTCCCCCTATT 
CACCACCATGGCTATGTGTGGACTTCATTCCCTTGTCCTTCAGCTCTGTATCTAGTTGAATTGCTAACTAAGCATGGATCTGGAAAGGAAATAT 
AGTAAGCAGAAACTGAGGAGTTACTTTCTGTCTCTTGCCACTCAGCCTTCCCTGCTTCCTGTATCATTTGTGTGCCTGGTGAATTCTGCTTCCC 
GTCCAGCTGTGCTCTTTCCAAGCTCCAGTTGTGGCCACGCCCCTGCTCTCTTCTCCTTTGGGTCTTTAGTAGGTTAATGGCTCATGAGATATTA 

TGTTGATTTAGGCATATGAACCTCCAGGGCTGCCAGAATGGGTGTGGCATCATTATTTAGGTGACCTAAGAGTGACTGACCTTGTCAGACCCCC 
TTGTTCCTGCCACCTGCTAAATCCTTACTCTATCCTTAGAATTCCTGTCTTAAAGAAGCTGAGAGTTAAGATAACAGGTCCTTTTAGCAGTTAT 
CTTGGTGAGCAGAATTAAGAATTGTTGAGAATTTATATTGGTATCTTCTCTACTGAGATTTTCTCAGTAAAACACTATGGTGAATGAGTTTCCT 

TCTGACACACCTGTCTAGAGTCAGTGCGGTCTCATGGAAAAAGCTTCCAGCCGGGCATTAGGAAGCCAGGGTTCCTGTCTTCCCTGTTCCTTGT 
GGTGTGTTAACATGAGTAAGCCACTTAATCTTACCTGCTTCTGTAAAAAGAAGTCTGTGGAGAGCTTATGTGATTCCATTCTTGTTCCTTCTGT 
AAAGAATGCGGGAACAAAAACCATAAAAGACTAATACCAACACAAAGAGACCCTTAGAGGCCTCCTTAAGATGGTAATTGGAAATACTAGGATA 
GAGCAATATACCTCTGGTAAAACATCTATAACATAACGTATTTAGTTGCCTACAAAACAAGAAACATTGGTTAGGCAGTTTATAGTTTTGTGGG 

GTCTGCCTCTGGGGCTCAAGTGATTCTCGTGCCTCAGCCTCCCCAGTATCTGGGACTTCAGGCGCGCCCCACCACGCTTGGCTAATTTTTTGTG 
TTTTAGTAGAGACAGGGTTTCACCATGTTGCCCAGGGTGGTCTCGAACTTTTGAGCTCAGGTGATCCGCCTGCCTTATCCTCCCAAAGTGCTGG 
GATTAGAGGCATGAGCCACTGTGCCCAGACTATAGTTTTATACTTATATTTTATAGCATTAGGTAGTTTATCAAAATGAAGAAAATAATATAAA 
TGGACAGTAGTATAAATATTATTCATTGAACTCCATTGATCCCTTATATTGTACCTCTCCCAAGGGAATAAATAGAAATATTTCAATGGAAAGT 
CATCCTAATTTGGGGATTCTAGTATGACTTCAGTATTTAACATAGAACTATAAGAGCCTATCTGTAAAAATCCCATTGAAAAGATAAACATATC 

CTTTTCTTTTTTTTTTTTTCTTTCTGAGACGGAGTTTTACTCTTGTTGCCCAAGCTGGAGTGCAATGGCATGATCTCAGCTCACTGTGACCTCC 
ACCTCCCAGGTTCAAGCAATTCTCCTGCCTCAGCCTCCCAAGTAGCTGGGATTACAGGCATGGGCCACCACACCTGGCTAATTTTGTATTTTTA 
GTAGAGACGGACTTTCACCATGTTGGCCAGGCTGGTTTTGAACTCCTGACCTCAGGTGATCCACCCGTTTTGGCCTCCCAACGTGCTGGGATTA 
CAGGCATGAGCTACCGCGCCTGGCTAGCCGTACCATCTTTTAAACTCTATTCTTTACTTTCTTCATCTAAGGTTATGATAATCATATATACTAC 
ATATATTATATATGATTATATAAGTATATATTATTATGTTGAGGATTAAGATAATGTACACCATCGGCTAGCATTCAGCCTAACAAATGGTAAG 
CACTCAGATGTTGATTATTATTGTGGCAGTGTTAGGATTTTTCACTGGTTTTATAATGGAATGGTAAAAGCTGTGTTATAACATGTTGGGTCCT 
GACTTCATCTGTTGACTATGCATGCGTACAAACCTTGGAAACAATGCTCAGCCATCTTGCTTAGCCCCAGGAAGTTGGGAAAGACAGAATCAAT 
CTAAGGGAACTGATTATTACTACTGTGGAATATGTTACAGAAATTAGAGTGAAGAGGTGATGATTTCTCTTACTAGGTTTTCTTAACTAAATAT 
TAGAGGTTGTGAATTATTAGAACTGGTCATAGCCCATTTAAAAAGAAGCTGAATTAAGAACAAGGATTTTCATACATACTTCTATAATAGGGGT 
TCTGTTCTTTTACCCTACTCCCCCCAGCAAATATATTTTCACTAAAATGGAAGAGGGCAATAGATTTGGAGGATGAAAGAATTATTTCTACCCT 

CGGATTCAAGCGATTGTCTTGCCTCAGCCTCCTGAGTAGCTGGGACTACAGGTGCATACTACCATGGCTGGCTAATTTTTGTATTTTTAGTAGA 
GATGGGGTTTCACCATGTTGGCCAGGATGGTCTTGATCTCCTGACCTCGTGATCCACCCACCTCGGCCTCCCAAAGTGCTGAGATTACAGGCGT 
GAGCCACCACACCCAGCCTCAATCTTACTATTTTTTGGATTCTTTGTACAATTAGTATAATTTAGGTGACAATCATATTAATATTTGTGTCGAA 
GCCACTTTGGTTTTTTTATTGAGGTATTATTTACGTATAATAAAGTTTACCCTTTTAAGTATATAGTTTGATGAATTTTGATAATATTTCTGTA 
ACTACCACCACAATCAAAATATAAAACAATTTCTTTACCCTAAAAAGTATTTTTATGTCCTTTTGCAGTCACTTTCCTTCCTGGACCCTGAGCC 
CCAGGCAGTCACTAACTTGGTTTCTGTTACTATAATTTTGCCTTTTGTAGAATTTCATATAAACAGAATCTTGTATTATCTTTGGTGTTGACTT 
CTTTCACTTAACATAATGACTTTGGGATTCATGCATGTTGAATTCCTGAGAAGTATTCCAGAATTTGGGAATGCCACAGTTTGTTCACCCATTC 
AAAAATAGGACATTTGGTTGTTTGCAATTTGGGGCTATTCAGTTTTTCATATCCTTATTAACACGTAGTATTGTCGATCTTTTTAACTTTAGCC 
ATTCTAGTAAGTATGAAGTAGTATCTCACCTTGGTTTTTGTTTGCATTTCCCTGATGACTAGTGATGATTGAGGGTCTCTCTTCTTGTGCCTAG 

AGGACAAGCACTTTGGCAAATATGATCTCCCAGTCTATCTTGCCTTTTTATTTTCTTAATTGGTCTTCGGAAAAGTAAAAGTTTTTACTTCTGA 
TTAAGTCAGCTTTATCAGTTTTTTCTTTTATGGTTTGGTTACCTACTGTTATTAACCATTTTTGGTTTGATGTGATTTTTTGTTTACTATATTA 



264 



WO 03/039484 



PCT/US02/36071 



SAGRES DISCOVERY 02-14 



CAGACTAAGGTACAGAGAAGCTCGGTAAATTGCCCAAGGCTATACAGTAAGTGGCAGAGCC^lGGATTCAAATCCAGGTAGTCTTTCTTAAGTTA 
TGTTAGATCTTAAGGTTTAAAACATAGCCCAAACCAGGTACAGAAATGAAGTAGGTCCTGGTTAGCAGTATTTATCGAGTGCCTGATATACAGT 
AGAAATTTCTCTTTTTTTTTGAGACGGAGTCTCGCTCTCACTCAGGCTGGAGTGCAGTGGCACGATCTCGGCTCACTGCAAGCTCTGCCTCCCG 
GGTTCAAGTGATTCTCCTGCCTCAGCCTCCTGAGTAGCTGGGATTACAGGCATGCACCACCATGCCTGGCTAATTTTTATATTTTTAGTAGAGA 
CGGGGTTTCACCATGTTGGCGAGGATGGTCTCAATCTCCAGACCTCGTGATCCGCCTGCCTTGGCCCCCAAAGTGCTGGTATTACAGGGGTGAG 

CTCTCTCTCTCTCTCTCTTTCTTCCTCCTCCTCCCTCTTTCTGTCTCTCTTTCTCTCCAGAGACTTGCTCTGTTATTGGGGCTGGAATGCAATG 
GCACCATCATAACTCACTACAGCATTGAACTCCTAGGCTTCAGTGATCCTCCTGCCTCAGCCTCCCAGAGTGCTGGGATTACAAGCATGAGTCA 
CTGCACTCAGCCAATATATTCTTAGTATCTGTTTACTTTTTTTTACATGCAGTTTAGGAGCATTCAGGAGATTTTTAAGGAAAGCTTTTAGGCT 
AAAATATTTAATTTTTTTAATTGTCCCCAAAAGTGTGAGCCAGAAAGACAGCAAACTTTAAGAAAGTACTTACTTTGGTTTTTCCTGGTACTTT 
GCGATAGAGGAGGAATGCTTCCAATTTCCACTGCTGAGTGGATATCAGGGAGGAGCTGATTTAGGCTGTGGAAAGCTGAGCAAATTTCTCACTC 
CATTTAAATTCGATATTACATCATGCCTTTGTTCTCTTTTTGAGTACAGTGTTGTGGTGCTATAGTTCTTTGCAAAGAGTAATTAAAACATGAC 

TGTTTGTTTGTTTGTTTGTTTTAATTATAAGCCATGAAGGTGGGGAGGGATTATCCTGTGATTAGTTCTCTTAGTAGTTAGAGAAATGACAAAA 
ATACAATGTAACATAAGATATGAACACTTTAAAAGAGTCTTAAACATAAATTACTGTAATCTCAGCAGTTTGGGAGGCCAAGGCAGGAGGATCA 
GTTGAACCCAAGGGTTCAAGACCAGCCTGGACAACATGGTGAAACCCCATCTCTACAAAAAATACAAAAATTAGCCAGGCGTGGTGGTGCACGC 
CTATAGTCCCAGCTTTCTCAGGAGGCTGAGATGGGAGGATCACTGGAGCCCAGGAGGTCCAGGCTGCAGTGAGCTATGATCACATGCCTTCACT 
CCAGCCTGGGTGACAGAGCGAGACACTGACTCAAAACAAAATACATAAATTAATTTGTTTAATTCATGATTAGTTACTATTGGTAGGGAGTAGG 
GATGATTATTAGAGCCCTTTTATAGCTATTTTAAAATAAAACTAGGCCAGGCGTGGTGGCTCATGCCTGTAATCCCGGCACTTTGGGAGGCCGA 
GGCGGGCAGATCACCTGAGTTTAGAAGTTCAAGACCAGCCTGGCCAACATAGTGAAACCCTGTCTCTACTACAAATACAAAAATTAGCTGGTGT 
GGTGGCACATGCGTATAATCCCAGGTACTGGGGAGGCTGAGGCAGGAGAATCACTTGAGCGTGGGAGTGGAGGTTGCAGTAAGCCGAGATTGTG 
GCATTGCACTCCAGCCTGGGCGAGAGAGCAAGATTCCATCTCAAAAAAACAAAAACAAAAAAACGTAAAATATATGAGGAAAAGGTATACAGGA 
AAAATAATTTGCTTTATTTAGTATAAAAAGAAGAAAGGATTTCTGTATTATCTGTTATATGAGGTTTTTCTTATTTTTAACATAAAAATTAGCA 
GAATATGCAAGTAGTTAAAATAGAGATCAGAAATTGGTACTGAGTCCTAGGAATCCCTCAAGGAAGGTGAAGCAGGAATGAAXCAGATGCATTT 
TTATTACCTGAAGCTTATTAGTGATTAACCTTGTTTGTCAGCTTTTATATTTTGAAAGGAAATCTTTTACAGTTAAAATATTTACCTTTCTTGT 
TCTTTTCTACTCCCATATGAAAAAGTAATTTTTTTTCTGTATGATATGGTGTAGCTTTGATCCTATAGTGTGTTCAAGATGCTCATATTCAAAT 
GTAAATGTACATTTAAAAGGTAGTGATTTTTCAACAAGGGTGCCAAGACCATTCAGTGGGAGAAAGAACAGTCTTTTCAACAAATGGTGTTGGA 
AAAGCTAGATATG CACATGTAAAAGAATG AAATTGGGTC CTTATCTTAC AC CAT CTGC AAAAATTAACT C AAAATGGATC AAAGACCTAAATG C 
AAGATCTAAACCTTGCATTAGAAACCTTCCCATAAGAATATGGAGGAAGGCCGGGCACAGTGGCTCACACCTGTAATGCCAGCACTTTGGGAGG 
CCGAGGCGGGCGGATCACCTGAGGTTAGGAATTCAAGACCAGCCCTGACCAATATGGTGAAACCCCGTCTCTACTAAAAAAAAAAAAAAAAAAA 
AAAATTAGCTGGGCATGGTGGCGCATGCCTATAATCCCAGCTACTTGGGAGGTGGAGGCAGGAGAATCGCTTGAACCCGGGAGGCAGAAGTTGC 
AGTGAGCCAAGATCACACC^TTGCACTCCAGCCTAGGCAACAAGAACGAAACTATGTCTCAAAAAAAAGAAAAAAGAAAAGATAAAGAATATGG 
AGGAAAGGCTTCATGACATTGGATTTTGCAGTGGTTTCTTGGCATGACATCAAAAGTACAGGCAACAAAAGTAAAACAATTAAACATAAATTAC 
TGTACATCATAAATTAAACATAAATTAGAATACATCAAAATTAAAAACTTTTGTGCATCAAACAGTAACAGAATGAAAGGCAGCCTATGGAATG 
GGAGAAAAATGTTTGCAAATCTTATATCTGATAAGGGATTAATACCCAGAATACACAAAC^CTCCTATAACTCAACAAAAACAACAAAATAGC 
CCAATTTAAAAATGGGTAAAGGACCAGTTGCAGTGGCCATACCTGTAATCCCAGCATTTTGGGAGACCTAGGTGGGAGGGTCACTTAGACGCCA 
GGAGTTCAAGACCAGTCTGGGCAACATAGCGATACCCTGTCTCTAAAAACTTTTTAAAAACTGGGCAAAGGGCTTGAAATTTCTCCAAAGAAGA 
TATAAAAATGGACAACAAGCATATGAAAAGATGTTCAACATCACTAATCATTAGGGAAATGCAAGTCAAAACCACAGTGAAGTATTACCCTCAT 
ACCGGTTAGAATGGGTACTGTTAAAAAAAGAGAAAACAACAAGTGTTGATGAGGATGTAGAGAAATTGGAACCCTTATGCGCTGTTGGTGGGAA 
TGTAAAATAGTGCAGCTGCTGTGGAAAACGGTATGGAAGTTCCTCAAAAAATTAAAAATAGAGTTACCATGTTGATCTAGCAGTTCTACTTGTG 
GGCATATAACCAACAGAATTGAAAGCAGGGTCTTGAAGAGATATTTGTACACTCATGTTTGTAGCAGCATTATTAACAGCAACCAAAAGGTGGA 
AGC AACT CAAGTGTCCTTCAATAG ATG AATAGAT AAACAAAATGTG ATATAAACGTACAGTGGAATATTTACGTTTTAAAGAAAAATT CTGG CA 
GATGCTAC AACATGGACG AAC CTTGAGGGCATTATACT AAGTG AAGTAAT C C AGTG ACAAAAAGAAAAGTACTGTCTG ATTC C ACTTATATG AG 
TTATCTATC C AG AGTAGT C AAATTCATAAAAACAAAGTAG AATAGAAGTTGC C AAAG ATTAGGGAAGGAGGAAATGCTTAATGGGTATAAAATT 
TTAGTTTTGCAAGATGAAAAAGTTCTGGAGATTGGTTGCACAACAATGTGAATATACTTAAAAATAGTGAACTGTGCACTTTAAAATAGCTAAG 

ACTATAGTCTTTACTATAAATGAAACTGTTAAGTGATTAAAATGTTGTATCTTAAAATATGTTATATAATTTTTTTAAACCAGAAAAAAGTGTA 
ACATTACAGAAGGAAGAAAAAGTATAATGCATTGCTTTTATACTGGGCTTTGTATGCTTTTAAACTTTTTCACCTGCCTATAGTTACATACGTA 
TAAAAAGCATTTAAATTTAGTAATAGCTATATTATACATTTGTATACATATATATTCTTGTTTTATATTTTATTACAAATGGAATAAGACTCCT 
GAAATTGATAAATTGTGTATAAGCTAGTAAAACTGAAGTCCAGATCAAGTGTAAGAATAAATTGACGTGGCCAGGCACGGTGGCTCACGCCTGT 
AATCCCAGCACTTTGGGAGGCTGAGGCAGGCGGATCACGAGGTCAGGAGATCGAGACCATCCTGGCTAACACGATGAAACTCCATCTCTACTAA 
AAATACAAAAAATTAGCCAGGAGTGGTGGCTAGCGCCTGTAGTCCCAGCTACTCGGGAGGCTGAGGCAGGAGAATGGCGTGAACCCGGGAGGCG 
G AGCTTGCGGTGAG CAGAGATAGCG C C ACTGC AC CCC AGCCTGGGCG ACAGAG CGAG ACTC CATCTC AAAAATAAATAAATAAAT AAATAAATA 
AATTGACATTATGTATTCTTGGTGTGTTTTTTTTTGAGACGGAGTCTTGCTCTGTCGCCCAGGCTGGAGTGCAGTGGCGCAATCTCGGCTCACT 
GAAAGCTCCGCCTCCCGGGTTCACGCCATTCTCCTGCCTCAGCCTCCCGAGTAGCTGGGACTACAGGCACTCACCACCACGCCCGGCTAATTTT 
TTGTATTTTTAGTAGAGACGGGATTTCACCGTGTTAGCCAGGATGGTCTCAATCCTCTGACCTCGTGATCTGCCCACCTCATCCTCCCAAAGTG 
CTGAGATTACAGGCGTGAGCCACTGCACCGGCCTATTCTTGGTGTATGTTACCTATGACTGAGATCCTGAAGATGAAGAATCTTTAAAATGTTT 
ATGCTTTGGGGGTTGGGCATGGTGACTCACACCTGTAATCCCAGCACTTCGGGAGGCCGAGGTGGGCAGACCACTTGAGGTCAGGAGTTTGAGA 
CCAGCCTGACCAACGTGGTGAAACCCTGTCTCTACCAAAAAATACAAAAATTACCTAAGCGTAGTGGCACGTGCCTGTAATCCCAGCTACTTGG 
GAGTCTGAGGCACGAGAATTGCTTGAACCCAGGAGGCAGAGGTTGCAATGAGCCAAGATCGTGCCACTGCACTCCAGCCTGGGCAACAAAGTGA 
GACCGTGTCTCAAAAAGAAGAAAATATTTATGTTTTTGGTCCAGTAATTCTACATCTAGGAATTTAACCTAAGGAAATGTGTAGAAGCTTGCTT 
AACCCTCTCCAGACTAATTGATGCTCTCCATTCTGTTTGCATATATACTGAGTGATACAACTGGTTTCTTGTTCTGTGGTGTGGTCTCACACAT 
TGCTCCCGTCAGTGAGTGGGCCTTGTCAGTGCCCTGCAGCCACAGACCACTAGGAACACACCTATAGTTGAACACGTTGGTTCATTACTTGTGA 
GGGAGGATGCACACCATGCGAACTGTGGAGTATCTCAGTAAGAGTGTTAGGAGGAATATTTTATAGGACTTGTGCTTGTATTAGGTGATTTTGG 
GGAGTTTAAGAAAGCAGAGCTTTCTCGATTGGATGCTGTTAGGATGTGGGGTGATTGATGTTTGGGTATCTTAATAAATCTTATTAGGACGTGG 
GCCAACTAGAGTAGAGTGAGACCAAAGCTAGAACTGGTAGAGAAGCAGCAGTCACTCATATTAGCCAGGAGAGGGGGATGTTTGGTATTTTGTG 
AAAATGCTCAGTGACCTTGTTTTTTTCCTCTGGGCTTAGACAAAAAAAAATTTTTTTTTCTTTTTTGAAATGGAGCTGGGGTGCAGTGGCGTGA 
TCTCAGCTCACTGCAACCTCCAGCTCCCAGGTTCAAGCAATTCTTCTGCCTCAGCCTCCCAAGTAGCTGGGATTACAGGCGTGAGCCACCGTGC 
CCGGCCAGACAAAATTTTGAAGTATTTTTGTTTTGTCTCACTTGAACACAGTCTCAGAGTGACCTTGTCTCATGTTGATATTTTGCGAGATTGT 
TTATGTCCCACAGGAGAATAATATGGCCTCCCTATGATCCCTAGGCCAGCTTCAAACAGCACTGAGGTCCAGCTGTAAGTGTTCAAGCAGTTTC 
CAGACGTTGGGGAGGCTTTTTCTTTCTCAAACTCTTGTTAAGAATCAGTTGAAGCCAGGTGCCTGTAGTCTCAGCCACTCAGAAGCTGAGGTGG 
GAGGATCACTTGAGCCAGGAGTTTGAGTCCAGCCTGAGCAACATAGCAAGACCCTGTCTCTTAAAAAGGAAAAAAACTGGGCTGATGCAATGGC 
TCACACCTGTAATCCCAGCACTCTGGAAAGCTGAAGCAGAAGTATCACTTGAGGCTAGGAGTTCAAGACCGACCTGGGCAATGTAGCAAGACTC 
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CATATCTACAGAAAATCATGGTGGTATTCACCTGTAGTCCTAGCTACTAGGGAGGCAGAGGCAGGAGATTCTCTTGAGCCCAGGAGCTCAAGAC 
CAGCCTGGGCAACATGGTGAGACTGTCTACAAAAAAAAAAAAAAGAAGAAGAAAAGAAAATTAGCCCAATGTGGTGGTACATGTCTGTGGTCCC 
AGCTACTTGGGAGGeTAAGGTGGGAGGACCGCTTGAGCCTGGGAGGTTGAGGCTGCAGTAAGCTATACTCACATCATTGCACTCCAGTCTGTGT 
GACAGAGC AAG ACCCTGTCTCTTAAAAAAAAAAAAAGTG ATGTAG CCATTT CGTAAAGACAGTTGGG C AATAACTATCAAATTT AAAATG CAT A 
TCACCTTTGCACTTCCAGGAATTTACATTCCAAATATACTTATGCAAAGTAGGCAAACATACATGGACAAGTAGTCTCATTAGATTACTGTTGG 
TAATATATGCATCAATAGAAGATTGTAGTATTATACACCCATTAAGAATGAGGTAGGTCTATTTGCATTTATTATGATGATGATGTCTTTCCTT 
TATCAAATACATATTATGTGCCGGGCACCGTGCCATGCATTTGATGTGTTTTATCTAATAACTCTTTATTTATTTATTTATTTTTGAGACGGAG 
TCTCGCTCTTTCGCCCAGGCTGGAGTGCAGTGGCGCTATCTCGGCTCACCGAAAGCTCCTCCTTCTGGGTTCACGCCATTCTCCTGCCTCAGCC 
TCCCGAGTAGCTGGGACTACAGGCGCTAGCCACCACGCCTGGCTAATTTTTTGTATTTTTAGTGGAGATGGGGTTTCACCGTGTGAGCCAGGAT 
GGTTTCGATCTCCTGACTTTGTGATCCGCCCGCCTCAGCCTCCCAAAGTGCTGGGATTACAGGCGTGAGCCACCACGCCCGGCCTTATCTAATA 
ATTCTTAAAACAACTATTAATATATGGCAAGTACTGTTATTATTTACATTTTGCAGGTGAGGAGACTAAGCACAGAGATTAAATAACTTGCACA 
AGTTTACACAGATAGTAAAGGGCAAACTTGGTATTCAAATCCAGGTATTCTGAAGTTAGAGTATGCTGCATTTTTGACCTCTAAAATGTACATC 
CTCCTTTCTACTGATGGAGAAAGAGGATGAAGATATATAATAAATGAAAAAGTAGTTTAGAACTGAATGTCTAGTTTGCTGTCATTTGTATTTT 
AAATTTTTTT AAAAAGTG ACAGCACACAGTAGG ATAC CAAAGAAACGTAAC AGTTACTT AT AAGGAGCAG ATGG ATGG CCTTTCAGCTTT CACT 
TTCCATCTCTTTCATGGGTGTTTTAATAATAGGCATGTATTACTTGATTTTTTTTTTTTTTTAAGAGACAGGGTCTCGCTCTGTCACCTAGTCT 
GGAGTGCAGTGACATAATCATTGCTCACTGTAGCCTCTTACTCCTAGGCTCAAGCTCTTCTCCTGTCTTAACCTCCAAAGTAGCTGGAGCTACA 
AGCATATGCCACCATGCCGCACTAATTTTTTAAATTTTTGTAGAGATGGAGTTTCACTATGTTGCCCTGGCCGGTCTTAAAACTCTTGGGCTCA 
AGTGGATG CTC CTGCTTTGGCCTTCCAAAATGCTGAGATGAG AGGTATGAGCC ACTATTCCTGGC CACTTAC ATATATTTTTAACTG AAATAAA 
TGTAGCTGACATTTTGAAAAGTTGTAATATTTAATGAAGATTAAGCTAAAGTCATGAATAAAAAATGGTTTATCTATCCCTGCTTACATACTGT 
TATGTAGGGTTTCCCTTGTCCTAATATCCTACCACCAGCTCACTTCAAATTCACTTCCTCTGGGGTTCATCTCTTATCTGATCCTACTTTTGAA 
TACTTACATTTTTGTTTTTGTTTTTTGAGACAGGACAGGGTCTCCACTCTGCTGCCCAGGCTGGAGTGCAGTGGCATGATCTCAGCTCACTGCA 
GCCTTGACCTCCTGGACTCAAGTAGTCCTCTCTCCTCAGCCTGCTGAGTAGCTGGCAAGCACCACCACGCCTGGCTCATTTTTTAAATATATTT 
TTTTGTGGAGATGGGGTTTCACCATGTTGCCTGGGCTGGTCTCAAACTCCTAAGCTCAAGGGATCTGCCCGCCTTGGCCTCCCAAAGTGCTGGG 
ATTACAGCTGGGATTACAGGCGCGAGCCAACGTGCCCAGCCCCCAGATACTTAATATTTCTGATTGACAGAGTACCTCATTTGTCATTTAGCCT 

GTTCAAGCAATTCTCCTGCCTCAGCCTCCTAAGTAGCTGGGATTACAGGCACGCACTACCATGCCTGGCTAATTTTTGTATTTTTAGTAGAGAC 
GGGGTTTCACCATGTTGGCCAGGCTTGAATTCCTGGCCTCAAGTGATCCGCCTGTCTTGGCCTCCCAAAGTTCTGGGATTACAGGCGTGAGCCA 
CCATGCCCCACCAAAATGTAATTTAGCCTTTTAAATGGCCTAAATTTTCTATTGTTTCCGAAAGGACTTGATACTGCTTACAGTAAGATAATGA 
TGCACATCATAGGAACTATAAACATTGAGATTACAATTATATAGCCTAATATAGTTCTACAATTGAGCAGTAAATTTAACTTAGTTTCCTGGAA 
GTAGGCAAAAAATAAAATATTTTAAGTTCTGTAGTTGTGGTTTGACAAAAAGACACATATGTTTTTGTTTAAAGGAACATTTTTCTGATTCTAA 
ATTTTGAGAAGAAATGTGTTTCATGGACCCTTTTATGCAATTTATCCTGTTCTGGTTACTTCTTGTTTTGTTGTTTTTTTTGTCTACCCAACTA 
AATTATAAGCTTCCTTAGGACACACTCTATTTTTCAATACTATTTTTGTTCTATCTCTGCCTAGAAAATTTGCGCTTATTATAGTTGAAATGAT 
AAATTAGGCAACAATTGCAACATAGCCATATTTCATGGATAATGTTACCACCAGTTTTCAAAGACTTAATTTTTGAGTAGTTTAGGAATTTATA 
TTACTTTCATCCCTTTCAGCAGGGAATCCTTTTTGAGACAGGGTCTCACTCTGTCACCCAGGCTAGAGTGCAGTGGCATAATCATGACTCACTG 
AAGCCTCAATCTCCTGGGCTCCCAGGCTTAAGCTGTCCTCCCACCACAGCCTCCGGAGTAGCTGGGACTACAGGTGTGCACCATACCCAGCTGT 
GTTCTTTGGTTCTTTGGGGTGTTTTTTTTTTTTTTTTAGAGATGAGGTCTTGCTGTGTTGCCCAGGCTGGTGTCAAATTCCTGGACTCAAGCAG 
TCCTCCCACCTCAGCCTCCCAAAGTGCTGGGCCGATCAACAGGGAATCTTTTGTGATAGCCTTCAAAAAAAATAATTTATTTATTTGTATGTAG 
CACTCTGTCATCTTGTAGCCCATACTTTCTAGCTGAGTATGTAGTATGAAAAACTGGAAATTAGAACTTTGGTTTTATGAAAGTTAAATCTTTT 
TAAATAGGGCTTATAGCTTTCAACTACCTTTTCCTTTCCCTTAGGCCAAGTCATCAAGGCATGGGACATTGGGGTGGCTACCATGAAGAAAGGA 
GAGATATGCCATTTACTGTGCAAACCAGAATATGCA.TATGGCTCGGCTGGCAGTCTCCCTAAAATTCCCTCGAATGCAACTCTCTTTTTTGAGG 
CAAGTATGTGTGTGATGTTGCCTTGTCAGCATCTGCTCTACAATAGGAATGGCTTTGAAGCAACAGGCAGTGGGAAAAGGAGCTAAGCTTGCTA 
TAGAGAATCAGATCCAACTTACTTATTTTGGAGCATGGCTTCTTGAATTGTTTCCCACAAACCCAAGGGTGCGCGTGCCAGTGCTTTCTTAGAA 
ACGTGTTTCTAGCACAAAAAGGTCATATCCAAATAAACAAAAGACGCTACACTTAGAAATAAAGATTCTGGTCCATGGTGTGAGTGTGACATAC 
TCAAAATTGACCAGAGTACAGGATGGAAATGTTGGCGATAAATGTTGAAATATGCCTATGTCACGTTGCGGGGTATTTAC^TATTATAAAAATT 
TATGTGTCACAGATCTCACTTCTCTAGAAGCCGTTGGTGGTGATAAAACATTATTCATCCTATGTTGAATTACATATATTTGGCAAAACTTGAT 
TTTTAAGAACCACCC C AG CTAGGTAAAATAC ACCTTTAAT CAGT CGTAGGTCACATCC ATGAGATTTATTCTTACATTTTG AG AAGGGAACT CC 
ATAAACCCAGGATGGGAAAGTTGTGGCCTCAAACAAAATAGTTCTACACCAGCACCTTGTAGCTCTGGCTTTTTGCCCACAGGGTAGTTTTCCT 
AGTATTTC CTATCTTTGC ACTGCAGT C CCTTAGGATATAGTTCTAGACATTAG CATTACATGAAATTCTTTC CAAGT ATGGAAAAGTATAGTGG 

AGGAGAGGATTTATTTGAAGATGGAGGCATTATCCGGAGAACCAAACGGAAAGGAGAGGGATATTCAAATCCAAACGAAGGAGCAACAGTAGAA 
AGTAAGTATTAAAGTAAGAGGGAACTAGTCCTTAAAAGTTGGGCCATTTATGTGGACGAAATGGAGACTTAAAAAAAAATGTTTGTAGAAATGA 
ATATATCGGCTGTGCGCAGTGACTCACGCCTGTAATCCCAGCACTTTGGGAGGTCGAGGCGGGTGGATTGCCTGAGCTCAGGAGTTTGAGACCA 
GCCTGGCCAGCATGGCGAAACCCCATCTCTACTAAAAATACAAAAAACTAGCCAGGTGTGGTGGTGCACGCCTGTATTCCCAGCTACTCGGGAG 
GCTGAGGCATGAGAATCACTTGAACCCGGGAGGCAGGGGTTGCAGTGAGTCGAGATGGTGCTACTGCACTCCAGCCTGGATGACAAAGCAAGAC 
TCTGTCTCAAAAAAAAAGTATTGAATATATCTCAAAGATAGTCTTAGCTGGGCACAGTGGCTCATGCCTGTAATTCCAGCACTTTGGGAGGCCG 
AGGCAGGAGGATCTCTTGAGCTTAGGAATTCGAGACCAGCCAGGACAGCATAGTGAGGCCCCATCTCTACTAAAAAGCATCAAGAGAATTAGTC 
AAGTGTGGTGTCACGTCCCTGTAGTCCCAGCTACTTGGGAGGCTGAGGTGGAAGAATCACTTGAGCTCTGGAGATGAATGCTACAGCAGAGAGC 
CGTGATTGTGCCATTGTGCTTCAGCCTGGACAACAGCAAGATTCTGTCCAAAAAAAAAATAGTTTCAGGTTC^AACATTTATTTAATAATTTTAT 
TTAGTAAATATTAATTCAACATCTACGTGTCAGGCATGCTACCAGCCTCTAO^AACTCAAA^ 

TCTCAATCTGTGGACTCTCTGGTGTGCCAACAACTATATTAGTTGCCTGATATGTTTGTTCATTTATTTCTCACAACCTTAAGAGGTAAAATTT 
CTTGTCC CC AGATG AG AAAAGTTAATTCAGAG ATGTTAAATAAATTG C CC AGGGTTAC AGAGTTACTAAAC AGAGCAGTAG ATTATAAT CCCTT 
TTAGGACTCAAATACATCTCATCAGCTGTCATCAAGATTAAAAAATAGTTCATCATTTAGATCAATATTGGATAATAATGTTCATTCTATTCCA 
TATCAGGAGACCTAGGTTCAAGTCCTGCTTTGGTGTTTATTGAGTAACCTGAAGCTATTCCGTTTCTTCATTTGCTAAGTGGGAGTAGGGGCAG 
CTCTGAGGACTGAGATAGCTAACTCTTCTTCCCTCCCAGAGCAAATTATATGTACCACTGTGTATACTACTTGTCACTTTACATTGTAATCAGT 
ATTTGCCCATTTCTCCCAGTATACTTTGAGTGCTTGAGGACCAGAATCTTTCTTCATCCTTTTGTGTTCAGCATTTCCTGCAGTGCGTGACACA 
CATTTGGTGTTCAGTAAAGGCTTTCTGCATGGATAAGTGCTTGAGAAGTGTCATTAGTGAGCTGAAATCCTTCAAAAGAGAGTTGTGAGAAAAC 
AG AGAAATACTT CC ATTAAG AAC AAAAATC AAATC ATT C AACAAGG ATGGGAACATGAACTATTATTATAAAAGGT CTGTTTAAAATAATTATT 
TCAAAAGCCAGGTGTAATGGTGTGCACCTGTAGTCCCAGCTACTTGGGAGGCTGAGATAGGAGGATCACTAGAGGCCAGGAGTTCGAGGCTATA 
GCGTGCTATGGTTACACCAGTGAATAGCCAGTGCACTCTAGCCTAGGTACCATAGTGAGACCTTGTCTCCTTAAAAAAAAAAAGTAAAGAGTTC 
ATTTAAAC AGAAAACAAG AATAG CTG AGTTTCTTT CTTTTAAAGTATATACTATTTTCAACC CATATTTCATTTCTACG AGTCTGG CAAATC AG 
TTTAAATTCTGTTGTTTTGGGAAGCAGTTACAAATATTATTTATCCCAAATTGCCATTTGGGATAAGTTTTTGAATACATGAAGAGCTTTAAAT 
GTAGAATACCAGGGAAATAGCTCCAGACTAGGAGTTGGGAGATAGGGTTCCAGCCTCAGCCCTGGCCTCAGGCTGGCTTCAACTAGACTTCACC 
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TCTGGGCGTTAGCTTCCTTCCTATGC^GTGAGGC^GCTTGAACCTCTTGATTTTTAAGGTCCTACTAGCCCTAAAACTCCATCATAGAATTCT 
AAATATTTACAAAAGTTGTAGGAATGATAGAAAATCATCTTCACTATATTAGTAAGCACTTAAGCTTGTCTATAATGTGTATTTTAAATTTTTC 
TTATGAAAAATTTCAAATGTATGTACAAAGGTAGAGGTTTACTCCTATGGATACAGGCACACCCTAGATTCAGTAATTTATAATATATATTTTT 
AAACTGGAGGGTTTTGTCAACTAAGAGGAAAAACTTTTCCCAATTATAGACAATATCACAAAATTACCGCTGTGGAGATGACTTTAGAGCAGAG 
TAAATTAAATCAGATCTTGCTTTTGGTAATACTTGCGATGGGAGTCAATTTTTTTTTAACTTTTTGTTTTGAAATAATTTTAGAATTACAGAAA 
AGTTGCAAAACTAGTATAGCGCGTTCCCTTATATGCTTTACACAGCTTCCTCTAAATGTTAACATGTTACCTAATCACAGTACATTTATCAAAA 
TCAGGAAGTTAACATTGATGTAGTACCAGTAACTGTTTTCCAGATCTTATTTGAATTTCACCAGTTACTACACTACTGTCGTTTTCTGGTCTAA 

GTGATGCTATCGCAGCTCACTGCAACCTCCACCTCCTGGGTTCAAGCAATTCTCCTGTCTCAGCCTCCCAAGTAGCTGGGACTATAGGCGCACG 
CCACCATGCCCGACTAATTTTTGTATTTTTATTAGAGACAGGGTTTCTAACATGTTGGTCAGGCTGGTCCTCAAGCTCCTGACCTTGGGTGATA 
CACCCGCCTCAGCCTCCCAAAATGCTGGGATTACAGGCATGAGCCACCGCACCCAGCCTACTCTACTATTTTGAATACAACTGACCGTTTTGTA 
GAATATCCCTCAATTTGGGTTTCTGGGATGTTTTTAGATTGAGGTTATGCATTTTTTGAAAATACCACTGAAGTGATGTGCCTTTCATCATTAT 
CAAGAGGTATATGATATTGATGTCTCATTACTGGTGATGTTAGCTTCGAACACTGGGTTAAGGTGGGAAACCATGTTTCACTACTGCAACGTTA 
CTATTTTGCCTTTGTAATTAAAAAGTATTAGGAGTGAAGTACTATCTTGTTTTGTATCAGAACTTTACACACTCATTTTGACATTTGTTGATTT 
TTGCTTGCAACAGTTATTACTGTGGCATTTGACTAATGGTAAATTTTCTATTGCTGTTATTCTCTCTACATTAATTTGAATCCTACTGTATATT 
TATTCAGTTTATTTATATCATTATGGATCTGTGTATATTTATTCCATAAGTTATTATTCATTACTATTCTTATTTATTTTGTTGTTCACATTGT 
CCCAGATTTGACCATTGGAAACTCCTTTAAGTTTGTTTTTGTGTCCTTTCAATATTATCCCCATTTTTTTTAAGTGCTTCCTTATTTTCTGGTA 
CCACAAGACACTCATGGCTCATCTTAAAATTTTCCTGCCCTAGACCTGGAACCAACCATTTCTCCAAAGAGCCGTGATTCCTTTTATTGGAGAA 
AGGCATTTAGAAACCAAGATCTGAGTGCTAGGTTTGCTCCTGCTATGGGATATCATCATTCCTAGACCCACTTAGCAGACAGAGAGATAGAGAA 
TATATGGACGTCAACATACATACGTATACATCTATATGTATTTCTACATCAGCCTCTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTAGTTG 

CGCCTGCCAGGTTCAAGTGGTTCTCCTGTCTCAGTCTCCGGAGTAGCTGGGATTTACAGGTGCCTGCCACCACGCCCAGCTATTTTTTGTATTT 
TCAGTAGAGATGGGATTTCACCATGTTGGCCAGGCTGGTCTCGAACTCCTGAGCTCGTGATCTGCCTGCGTTGGCCTCCCAAAGTGCTGGAATT 
ACAGGAATGAGGCACCGTGGCCGGCCAGCCTGTATGTATATGTTAAAAACCAGGGATACTCACTGGCAGTTGCAGTTCCAGTTCCAATCCAACA 
CCACAAGTTTATTTGCCCTTTGCTCATTTGAAACTCCATTCTCCAGAAGTGAGAAAATGGTCTCATTCTCCACAGCATACTCATTGCTCCCATC 
CTAGTGTATATGTAAGATGGTTTTAGAATTGCTAACCTAGACCCCTGTGACAAACTGACTTTAGGAAATATTTGTTTATAGTACCTTTTGTCAT 
CAGTCTTATAGTGTATATTCAAAACACTTGCTTTCCAACTGAGGTAACTTCTTTCTTCCTCACCCCCTTGAATGTGATTATGTTACTCAATTGT 
AACAAATTATTCATTTGTTACCCTGTATATTCCATTTTGGGTTCCTGCCATGGTCTGGTTAATTTTAATTATTCGTTTTATTTTGGATATGTGA 
AACATTACCATGATTTTAAACTATATAAAAAACGATATACTCAAAAGTGTCATTTCCCCCTCATCCTTATTAACCTGTTCCCACTTCCCCATTA 
TTTCCACCCTATTCCAGTCTCATTAGTTATATCATTAGATCGTGGTTTTTCTTCCTGTATTTTATTACGTTTTATGTCATTTTATTTTTTTCTG 



TTTGAGACCATCCTGAGCAACATAGAGACCTTGTCTCTGCAAAAAGTTTAACATTTAGCCACATGTGATGGCACATGCCTCTAGTCCCAGCTAC 
CCAGAAGACTGAGGTAGGAGGATCTCTTGAGCCCAGGAGTTCAAGGCTGCAGAGAGTTGTGATCATGCCACTGTACTCCAGCCTGGGGAACAGA 
ACAAGGCTCTGTCTCAGTTTGAAAAAAAGAGAGAAAGAACAAAAGAAAGGGCAATGACTAATCTTTTGTCTTTCATCTTGTTAGAATGTAGTTT 
CCTGGGAAATTTTAGATTAAATGGTTGATTTTACTTTTTCACTCAAAAGACGGTCTTGGTTTTCTGGAACAAATCTATTTCATAGAAATTTATT 
GTGTTATACTTTCATTTATCAAGGTTAAAATGTCCTGGTTTTTGCTCCTTTAAAGAAGTTAGCTATCTGGGGGAGGAGAAAAAAGATTACGCTA 
AAGGTGGTGCTGTTCAAAACCAAGATCACCTTGTTCTTTTTGAAATCTTCTCAGTCTTTACTGGTTTGGCTTTTCTTTATAGCATCACCAAATA 
CACTTAGATGTGAAACCAGATATAAAAGCTGGAACTAGGCCAGGTGCGGTGGCTCACGCCTGTAATCGCAGCACTTTGGGAGGCCGAGGTGGGC 
AGATCACGTGAGGTCAGGAATTTGAGACCAGTCTGGCCAACATGGCAAAACCCCATCTCTACTAAAAATACAAACAATTAGCTGGGAGTGGTTG 
TGGGCACCTGTAATCCCAGCTACTTGGGAGGGTGAGGCAGGAGAATTGCTTGATCCTGGGAGGTGGAGGTTGCAGTGAGCAGAGATTACGCCAC 
TACACTCCAGCCTGGGTGACAGAGGGAAACTCCGTCTCAAAAAAATAAATAAATAAAATAAATAAAACCTGGAACTAAAGCCGGCTATAGAGTG 
AACAAGAACAATAGACAGTGATCACCCATTACAATATGTTGTTATAGATACGTGATTTACTAAATTTCTGTCATTTCTGTGTAAAGAGACAATG 
AAGTGGTATGGAGGAGGGGACAGATAGACTTTGTAAGTGATGGACTTGATTTTTGAATCTTGGAATTGCTACCTGATACTTTTATGACTTTAGA 

TGGCTGTGTGCCTACCCAAATCTCGTCTTGAATTGTAGTTCCCACAATCCCCACGTGTCGTGGGAAGGACCCACTGGGAGGTAACTGAATCGGG 
GGGGCATTTTCTCCCATGCTGTTCTCATGATAGAGTGAGTTGTCACGAGATCTGATGGTTTTATAAGGGTCTGGCAGGGAAACCCTGCTGGCTC 
TTCCCTCTTCTGCCGCCATGTGAAGAAGGGTGTGTTTGCTTCCCCTTCTGCCATGATTGTAAGTTTCCTGAGGCTTCCCCAGCCATGTGAAACT 
GTAAGTC AATT AAACCT CTTTT CTTTATAAATTAC CC AGTCTCAGG C AGTTCTT C ATGGC AGCGTGAG AATGG ACTAATACAAACAGTTACAAA 
GAAGAGTGTCAGACATTTAGTGGACACTTAATTTCTTCTACCCTATATATTGTGTTTCACTAATTTGTTTTGCTTCGTTTTAATTGATCTAAGG 
AAAAAGATCCTTGACTCCTCTTTTTCTTTTTCTGTTGCCCAAGCTGGAGTGCAGTGGGCCAGGCTGGAGTGCAATGGCGCATCTTAGCTCACTG 
CAACTGCTGCCTTCCGGGTTCAGGTGATTCTCCCACCTCATCCTCCCAAGTAGCTAGGACTACAGGCACGTGCCACCACACCCAGCTAATTTTT 
GTATTTTTAGCAAAGACGGGGTTTCGTCATGTTAGCCAGACTGGTCTTGAACTCCTGACCTCAGGTGATCCACCTACCTTGGCCTCCCTAAGTG 
CTGGGATTACAGGCGTGAGCCACTGTGCCTGGCTGACTCCTCTTTTTCTTATCTCCTACATGTCATCCATCAGCAAATCCTCTTGGCTCTACCT 
ACCATGGTTATTAGAGACCTAAAATTGTCTCTAATAACAGTCTTCAAATTAATGATATATCTTAATAGTAATCTTATCTAAATCACATTTCTCA 
AGGTTCCGGGGAAAGAATAACATTATGGACTCAAAAAGGTTTTTACTGAATTGTAAACTTTTACTTCCTTTTCATAATTTGTCTCTGTGTGGAA 
GAGAAAACTTAGGTTAGTTTGATGGGATTTATTGTTTCTCAAGGAAATTTTGATTTTTACTCTTTATATGAGGATCCTAATGGTTACAAATCAG 
TTTTTAGAATCTGTCCCCCTACGCTTTTTCTTGTGTCAGTTAAGATGACCATCTTGTAATTTTTATTCAAAGTTTTTCTTTCATTTAAAAAGTT 
ACTGTGTTCTAAGGTACTCTAATTGATATGATTATGATGACTGATACTTCAGTCTTTAAGTTTAATTGCAGGTCTTGGCTACATTGCTACTTTT 
CAGCTTTGCTTTCTTAGAAAATCAAATCTGACTTACATAAGGTTCTAAATAGCTACCAGTTAGTCTTCCCCCATCCCCCAGTCTCTCACATCGT 
CTGATTTGTCAACTTTAGTGGTTGGAAGAGGCCCATCAAAATGCTGGCTGTATGTGGTTCTCTCGCCTCTCAGTACTTTCAGCCACATTTGAAT 
GCAAAGAATGCAGACAGTCAGCAGTATTTTTAAATGTGAAATTTTCAACAGAGTGTTCTACAGGTTCCAGTTGTTGGCGTACCTCCTTTCCCTC 
TCCAAATCTCACTGAAATGATAGATGGAGGGAACAAAGATTTTCAAAAGAAGAAGAAGAGATCAATAATAGTGCTGGAAAGGAGAGGAATGTAA 
G AGTGGATCAG AAATTATGGAGAATTTGTGG AATATGT AAAGTTGATG AAGTTGAACCAATGGAAACTAGTGTC AGCAAAT C C AAC C CG AGACA 
GGTGTAAAGAGGACTTAAGCAGAGGTACACACTGTTCTTCTCAACAGGGTTAGGCGGAACTCCAAGCTCATGGTCATCTGGTGTGAGGGAGCCC 
AAGCAGGCTATGCAGCAATCATCAGGGTTGTTATAAAACAAGATGGAACAGCGGGGCCAGTAAAGCTCCAGTGCAGTAGTTGTCAACTTTTCCT 
GAATTTAGAATTACCTAGGGAGCTTTTAAAAATTCTGACAGCCAGACCAGTTAAATAAGAATCTCACATCTCAGAAGATGGAACTCCAGGCACA 



TAAAACCAGTAAGGCCAGGTTCTAAAATAAAATAGAAAAATAATAAAATAAATTTAAAAATAAATAATAAAACAAAATGTGCCTCAAAAGAC 

CAAGTGTTAGGACTTCGACTAGGGAAAATGAATGTATTTTTTGAAACTTTTTTTTTTTTTTTTTTTTTTTTGAGACGGAGTCTTGCTCTGTCAC 

TCAGGCTATAGTGCAGTGGCGCGGTCTTGGCTCACTGCAAGCTCCGCCTCTCGGGTTCACGCCATTCTCCTGCCTCAGCCTCCTGAGTAGCTGG 



kCTTTTAAAACAAA 

TTTAAAGGGGAAAAAAGTGTAAAGACAGCTTTTCACAGTAAATAATACTAAAGTGTTCTGCTCCTAAAGTCAACTTTCCTGTGCCCATCATGCC 
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CAGCTCATAGTAAATGCTTAATAAATATTTGTGAAATCTTCACCCTTAGATCCCCGCAATCAGCCCATCCTTTTGCAGAAAGGCCTGCCATGGA 
AACATATCCAACTGCTTAGAAAAATGGTGCCAGCTAACTATAGTCATTTGATCATCCAGAATCCTTCCTTTATAATACGGCCAGACAGCAAAGA 
ATCATCAGCAAATATCACGAAAAAAGGAGCACTAAAATGGACTAACAGAAGAAGTAGAAGAGAACCTTAAAAATACTAATTATTGTCTTCAGAA 
ATTGTTAACAGGACATCAGATTCATAAGTCAAAAAGCCAACTTCCCTGAAAAAGGAAAGGGAGGACAAGAAAGTTTCTGGAAGTTAGAGCATGA 
TT AATCAAAACTGAAACTG AGAGGAAGGGTTG AAG AGC AAAATGGACAGT CCCTG AAAT C AGGTGATCTGAAAGAT AGC C AAGG ATTTCTCAG A 
ACACAAGAAAAAAGAGGGATGAAAAGTGAAAAAGAAATTAGAAGATATGGATAATAAATCCAGGAGAGGTAATATGCATCCAATCAAACATCTA 
ATAG AAAATTT CCT AC AGGG AATAAAAG AAAAAGATTCTTAAG AT CGAAAGGG C CAGTTG ATAGTGGTAC CCAGG AGG AAGG AGTGGTTTTTCA 
CC C AG ATATAT CCTGGTGAAATTT CTG AATTCTG C AGCTT AC AAGAAAATTCTGAACTCTTCCAGGG AAG AAC AAGCTATGTACAAAGGAAT AA 
GAATCTTATT CATTAC ACTAAAGACAATGCTTTTGAT CATTGTCT ATAGCTATGTGTATTTTG AAC CT AGAATTC CGTACT CAG CCC AACTGTC 
ATTTATGTATGAGAACAAAATTAACTTTTTGGAATTTGCAGACTCATATTCTTTTCGAAAAAAATACTGTGGGATGTACCAAAACAAAAAAATA 
AGTCAAGAAGCAACAACTCAAGGCATAAGAAACAGTAGCGAGAAAAAAAAAATAATTTCCATATTGGATACATTTATCCTGAAAGATCTCTGAA 
GC AGTAGAGCTGTAATGTTAGAAGTAATATTAAT AATGAAACAGTCTGG CCTGGG CAC AGTGGC C C AC ACCTGT AATC C CT ACACTTTGGG AGG 
GCGTCACTTGAGGCCAGGAGTTCAAGACCAGCCTGGCCAACATGGCAAAACCCCATCTCTAGTAAAAATACAAGATTTAGCCAGGCATGATGGC 
ACATGCCTATAATCCCAGCTACTCAAGAGGCTGAGGCAGGAGAATCACTTGAACCCAGGAGACAGAGGTGGCAGTGAGCCAAGATTGTACCACT 
GCCTAGGTGACAGAGGGAGACTCTGTGTCAAAATAATAATAATAATAATAAAACAATAATAACAGTCTGGATTCTGGGTTATTTTAACAAAAGG 
TGGTGAGGATAGGAAATGAAGAGGGGAAGGCAAAATTGTCTAAGATTATTTTCTTTTTTAAAACATTTTTTGGAGATGAGGTCTTGCTCTGTTG 
CCCAGGCTGGCATGCAGTGGCACAGTTGTGGCTCACTGCAGCCTCAAATTCCTGCCCTCAAGCCATCCTCCCACCTCAGCCACCGGAGTAGCTG 
GAACTGCAGGTGCACACCCAGCTAACTTTTTTTATCCTTTTAGAGACGGGGTCTTGCTATATTGCTCAAGCTGGTCTTGAACTCCAGGGCATAA 
GCGATCAGCCTGCTTCAGCCTCCCAAGTAGTTGAGATTACAGGCTCGTGTACTACCACAACCAGCTGCCTTAATTTCTTGTTCCAGGGGAGATT 
ATGCTGATTAATTCTTTTATTTTAAGATTCAGGGGGGACATGTGCCAGTTTGGTACATGGATATATTGTCTGTAATGCCGAGGTTTGGGCTTCT 
ATTGAACCCATCATCCAGATAGTGAACATAGAATATAGCCCTTGTACCCCTCCATCCTTTTTTGCTTTTGGAGTCCCCAGTGTCTCTTGTCCTC 
ATCTTTATGTCTGTGTATACTCAGGGTTTAGCTCCTACTTATAAGTGAGAACATGCAGTATTTGGTTTTCTGTTTCTGTGTTAATTCACTTAGG 
TTACTGGCCTCCAGCTGCATCTGTGTTGCTGTAGGGGACATCCTTTCATTCTTTTTTATGGCTGCATAGTATTTCATGGTATATATGTACCACA 

GTCATGGTGGCCAGGACATTGCTCAGCTCCTCCTGCTTCCTCTTGGTGCATCCCCACCCTTGTCTTGATGAACTTGAGGGCCCATTTGTCCTTG 
GAGACCTTCAGTAACTCCATGGTGCACCGCTCGTATGGGGTGAAGCCACACAGCTCTCAGATCATGTCCGGCACGAACTTGGTATATTTGGTCA 
GGTGCCTGCAGCAGTGGCTGTGCCTGGGCGTCCTCATGTTCTCGGTCACCTTGTGGCCCTTGTTGAGGCCCATGGCCATAGGGCAGCACAGAGC 
CATGGCCGCTGCTCTCCAATGGTGGCCGTGGCAGAAGGAAGCCCACATTTTTATCCAATCCACCATTGATGGACACCTAGGTTGACTCCGTGTC 
TTTGCTATTAAGAATATAACTGTGCTTAAGAGTAAGTGCTGTGTGTGGCTCATGCCTGTAATCCCAGCACTTTGGGAGGCCAAGGTGGGATGGT 
CACTTGAGCCCAGGAGTTTAAGACCAAACTGGGCAACATAGTAAGACCCCATTTCTACAGAAAAAAAAAAAAGGCCAAGCATGGTGGTGCATGC 
CTGTAGTGCCGGCTACTCAGGAGGCTGTAGTGGGAGGATCATTTGAGTCACATTTATACCACTGCAGTCTAACCTGGGCAACAAAGCGAGACCC 
TGTCTCAAAACAAAACAGGCTGGGCGTGGTGGCACATGCCTGTAATCCTAGCACTTTGGGAGGCTGAGGTGGGTGGATCATTTGAGGTCAGGAG 
TTCAAGACCAGCCTGGCCAACATGGTGAAACCCTGCCTCTACTAAAAATACAAAAATTAGCTGGGTGTGGTGGTGGGCGCCTGTAGTCCCAGCT 
ACTTGGGAGGCTGAGGCAGAATTGCTTGAACCTGGGAGGTGGAGGTTGTAGTCAGCTGAGATTCTGCCACTGCAGTCCAGCCTGGGCAACAGAG 
TGAGACTCTGTCTCAAAAAACAAACAAACACACAAACAATGCTGCAGTAAACATGTCAGTGTAAATGCCAGCTATCTTTCTGATAGAACGATTT 
ATTTTCCTTTGGTTGTATACCCAGTAATGGGATTGCTGGGTCAAATGGTACTTTGATTTTTAGTTCTTCGAGAAATTTCCAAAACTGCTTTCCA 
CAGGAGCTGAACTAATTTCCATTCTCATCAACACTGTTTAAGCATTCCCTTTTCTCCACAACCTTGCCAACATCTGTTCTTTTTTGACTTTTTT 

CTCCCGCCTCCCAGGTTCACGCCATTCTCCTGCCTCAGCCTCCCGAGTAGCTGGGACTACAGGCGCCCACCACCACGCCCGGCTAATTTTTTAA 
AATATTTTTAGTGGAGACGGGGTTTCACCGTGTTAGACAGGATGGTCTCGATCTCCTGACCTCATGATCTGCCTGCCTCGGCCTCCCAAAGTGC 
TGGGATTAAAGGCATGAGTCACAGCGCCCGGCCTTGACTTTTTATTAATAGTCATTCTGACTCAGTTGTGAGATGGTATCTCATTGTGGTTTTG 
ATTTGCATTTCTCTGATGATTAGTGATGTTCGGCATTTTTTCATGTTCGTTGGCTGCTTCTTCGTGTCCTTTGCCTACTTTTTAATGGGGCTAT 
TTGCTTTTTTCTTGTTGATTTGTTTAAGTTCTTTTCTGGATATTAGTCCTTTGTCAGATGCATAATTTGCAAATGTTTTCTCCCATTCTGTAGT 
TTGTCCATCTGCTTCGTTGATAGCTTATTTTGCTGTGCTGAAGCTCTTTAATTAGGTCCCAACTGTCAGTTTTTCTTTTTGTTGCATTTGATTT 
TGGGGACTTAATCATAAATTATTTGCCTAGGCAATGTCCAGAAGAGTATTTTCTAGCTTTTCTTCTAGGATTTATATAGTTTCAGGCCTTACAT 
TTAAGCCTTTAATCCATCTTGAGTTTGTTTTTGTATATGGTGAGAGGTAGACGTCTGGTTTCCTATTTGGATGCCTTTTATTTCTTTCTCTTGC 
CTGATTGCTCAGGCTAGGACTTGCCGCATACTGATTGCTGTGGCTCAGTACCATGCTGAATAGGAGTTGTTAAGAGTGGACACCCTGTTTTTTT 
CCAGTTCTTAGGCGGAATGCTTCCAACTTTTGCCCGTTCAGTATGATATTGACGGCTGGGTGCAGTGGTTCACACCTGTAATCCCAAGACTTTG 
GAAGGCCGAGGCAGGAGGATTGCATGAGCCTAGGAGTTCAAGACCAGCCTGGGCAGCATAGTGAAACCTTGTCTCTACTAAAAATAAAAAAAAT 
TAGCCACACATAGTGGCATGCACCTGTAGTCCCAGCTTACTTGGGAGGCTGATGCAGGAGGATCACTTGAGCCTGGGTGATACAGGCTTCGGTG 
AGTTATGGTTGCACCACTGCACTCCAGCCTGGGCAATGGAATAAGACCTTGTCTCAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAGATATTGTC 
ATAGGTGGCTCTTATTATTTTGAAGTATGTTCCTTTGATGCTTAGTTTATTGAGGGTTTTTTATAATGAAGGGATGTTGGATTTTATTGAATGC 
TTTATGCTGATTGATTCTGAACATTGATAAAGAGGTATATATATATATCTTTAAATGATTTGTTCAGACTTTAATGGAAAGTACTAGTAAGAAT 
AGCATGT AGAATTTCCAAAT CAC CC C ATGTGG AGTGGGG AAATAGAGGAACAAGGAAAACTTCATCAATTG AGC AAAAATTGTTTT AAAAAATA 
AGAAAACACGGGCCGGGCACGGTGGCTCACGCCTGTAATCCCAGCACTTTGGGAGGCCGAGGCACGTGGATCACGAGGTCAGGAATCGAGACCA 
TCCTGGCTAACATGGTGAAACCCCATCTCTACTAAAAATACAAAAAATTAGCTGGGCATGGTGGCGGGCGCCTGTAGTCCCAGCTACTTGGGAG 
GCAGGAGAATGGCGTGAACCCGGGAGGTGGAGGTTGTAGTGAGCCGAGATCACACCACTGCACTCCAGCCTGGGCAACAGAGCGAGACTCCATC 
TCAAAAAAAAAAAGAAAACACTGTGTAGAAAACCAAAGACAAGAATAAAACCACTCATATCAGTGATTACAAAAAATATGAATGGGATAAAGTC 
AC CTATTAAAG GC AAAAGGT CT C ATAAAGTG AGAAC AAC AACAGTATCTAGCTATGTGTT CTTT ATAAATG AAACACTAAAATC AAAAAGGT AC 
CAAAAATTGAAAATAGAGGAAAGATTACGTCTGCCCATATTGAGATCTGATGGAGCTGTGAGACTTTACATTTTTGTTTTTCATATGCTTTTGA 
AGTATTTATGAATGTCCTGGGATATAAGTCTAGGAATAGGAGCAAATTCTTGAAACCATTTTATTATATGTTTTCACAAAATAATGTAATATGG 
TACTTGGTCTAAAGTGGCCAGTGTTTATTCTTTCAAATATTTTGGATTTATATAATTTCTTTCTTCCAAAAAGTTATCTTCAAGTCTTCAGGTA 
GAATAAAATCATAGTAGAAAATAAGTCTTTCTGGCCAGCCATGGTGGCTCACGCTTGTAATCCCAACACTTCGGGAAGCCAAGGTGGGAGGGTT 
GCTTGAGGCCAGGAGTACAAGACCAGCCTGGCAACATGGTGAGACCCCATTCTTAACAACAACAACAACAAAATAGCCAGGCGTGGTGGTGTGT 
GCCTGTAGTCCCAGCTACTAGGGAGGCTGAGGAAGGAGAGTAGCTTGAGTCCAGGAGTGTGAGGCTGCAGTGAGCCATGATCACACCACTGCAC 
TCCAGGCTGGGCAACAAAGTGAGACCCCCAACTCAAAACAAAAACAATAAAGAGGCCGGGCACGGTGGCTCACACCTGTAATCCCAGCACTCTG 
GGAGGCCAAGGCTGGAGGATCACTTGAGGTCGGGAGTTCAAGACCAGCCTGGCCAACATGGCGAAACCCCATCTCTACTAAAAACACAAAAATT 
AGCTGGGCATGGTGGTGCGGGCCTGTAGTCCCAGCTACTTGGGAGTCTGAGGCACAAGAAGTCCTTGAACTCGGGAGGCAGATGGTTGCAGTAA 
GTGAAGGTTGTAGTGAGGCAAGATCACGCCACTACACTCCAGCCTGGGCAACAGAACGAGACTCTGTCTCAAAAAAAGAAAGAAAACAGTCTTT 
TGTTGCTGCTGCTGCTGTTGTTGTTGTTACAAAAAAAAAAAAAATTCCAGCCAATTGGCCATTTATTTTAGAATAGTATTAAAAAACAAAGTTT 
CCATATCAATATAAAATTTGTATAGCTTCCTAGAATTTATTAAAATAGGAATACTAATAGATTCAAAAAGGAAAATTTGTATAAATTAGTGAAA 
ATTACCACCCTGTCCTTAATGCCCTATTTTAAGATTAGTCATTAAATAAATATTTACTTGCTGGCCCTGAACTCTGTGCTGGGTACTGTGAGGC 
ACAAAAGAAGTACAAGATACTGCCTTTGCCTACTAAGAATTTTATTCATACTTTGACAGCTTTCTGTGTTGAACCAGTAAATGTTTTCTTACAC 



268 



WO 03/039484 



PCT/US02/36071 



SAGRES DISCOVERY 02-14 



AGAGCTCTAAAACATGTTTAATCTGGTATAATTTACCACTAGGCACAGGAAAATAATTATAGCTAACATTCCTTTAGTTTGTCTCTGTATATCC 
ACACTTAACAACAGCATTTTCACATGATAGACACCCTGACATATGAATGAATGAATGAATGAATATCAGGTGCTAGATTAAAAGCTCTAATTCA 
GTATCTAATTTAATCCTCTCAACAATTATCATTTAGCTAGTGTATTATCCACATTCTATCAGTGAAGAAACTGAGCTTCAGATCACTTTAATTA 
CCTTGCCCAAAGTCATAATTGAAGTGGCAGAATGGGACTGGAATCCAGGTCTAACTCAAGTGCTATAGTGGTGTGAAGGGAAGACTGGTAAGGG 
TTGGTGTTCATGGAGAATTTGTTGCTGGGTGTATACTTCTTGTTTAGATTTCCTGTTTTGAAAACATTCAAACTTGATCAACCAAAAGAAATCA 
TTTGCATAAATGTTATTCAGTTGCAGGAGCCAGGTTCCACGCCTGTTAGCATCTGTCCGTCAGTTCTGTAAGCAATGTTACAGTGGTGTGl'GTT 
CATCCTAAGTAGTACAAAACAGTGCAGAGGAGGAAGGCGGACAGCTTAGGGGAAATCTGACCACCATGCGTGTTGGAAGTATTTCTCTTGTTCT 
CCTGCTTTTAGAAAGGCATCTCTGCTTGCTTTTTCAGGGGGTTATTAAGATCCTACTCTCTTGGATACTGTGCTCTATTAGGCAGGAGACACAG 
GCAGAAAGAAGCTCACTTGGCATGAATTAGGCAACAGAGAAAACTCTTGCTCAGTGGGAGTAACCTGTCACAACCTGGTTTTCTCTGGCCAGAT 
AAC CAGTCTTGTCGAGTAGTAATG C CATTACAAC ATT CC CATTCAG ATCCT C ATG ACCCAGTAATTGTTTTG AG AATG AGTGC AAAG CTATC AG 
ACACCAACTACTATAATTAGAAAAGGGAAAAATAGACACTTACCAGAGCTAATGTGTTTAGGCTGGAGCATTTACAGCTTTTTGTTTTTTGTTT 
TTTAAGTTATGGAGCCTCTTTCTCAGTTTTGCTTCCTAAAATACAAATTGCATGGTTTAGGGGTTCTTGCATTTCATTTTTGTTACTGCTGTGC 
ACTCTCTTTCCTTTTTTCCCCCCTATTTTAATCGGAGTACAAATTGCTGTCAGCACATCGAGTTCATGTGCCAGCCACATTCAGAACAGGGTGT 
TCTGTGCTCTTCAAAACAAAATTGCTCTAGGGCAGTAAGAGAACAATAAGTCAGAGCTCCAGTTTAAGTGATGTTTTGCAGCTCGCTTGATGTG 
GTTACACTCCGATTGCGCAGCTAAGCTTGGGTAATTTGGTTTGGTTTGACTTTGTGGGGATTTGGAGGACCTCCCTCCCCCTTTAAGTTACATA 
GTCTTTAAGTCAAGAAAAAAATGTTGTCTCTTTTTAACTTGTTTAT2TCTTTCTCTACCAAAAAAGCCCTAAGTAGAAGCATCCTGTATGTACT 
TTTATTCTCTTTGGGCATGTCATAGATGATTTACTTCCCGTAAATCATGCTGGTTGGGATTAGCAACAGACCTCCTGAGCCCTACAGGCTGCAC 
TCGCAGTGAGTCACGATGGTTATTATTAAATATTTATTAAGTTAGTATTTGCACTAAAAGATGCCAGGTCAAAAAGCAACCACAGGGCTTCCAC 

CATCTGCATCTGTTACCGCAATCAGGGCCCCTACTGTGGCAATCAGCAGTCTTTCCGTGGCTCCAAGTGGTGTGTGAGTTCTTGTCAGCAGTCT 
CGTAGAACTTTTCACATCAGTGTTCCAAGTTTAGAAACCAGTTAACCCAGCAATGCCCTTTGCTACTTGTAGATGTAGAGAATCAATGGGCTGT 
ATTCACCATGAGGCTGTGATACGTGCTTTTACTCTGACATTCCGAATGTTGTCAGTATTACAAGGCGATGGTTTTGGTTTTTTATATAAACTGG 
GGTGTATATGTCTGGATGTATATCCGTTTAAGATTTTATAGTACTGCAGGGTCCAATTGTGAAGGGTTAGATTTACCAGGAAAAAAAAGATTAG 
TCCACATGTAAAGTAGAAAATATTTATAAGAGCTATCACAAATGTTTACTGTCCTATTACAGCATCAGACACTAGTTCTGTCATTTATTGTCTC 
TCTGAGAAGACTAGCTACAATGAATGTTTTGCTTTCTTAATTATGCCTTTGTTACAGTTTGACTTTTTTTTGGCATGGTTACTTCATTTATCTT 

ATATCAAGTACATACATCAAGCTGAAAAACAGCCTAGGAAACTAACGCACAGGCAGGAATCCTTGCAGAGTCTCTGGATTTCCTGTTTTGAAAA 
CATTCAAACTTGATCAACCAAAAGCCACAACAAATGTACTGATAATTTCCTCCCCCACTAAATGTACTGTCCTTAAGGGAGGAAGATGATACTT 
CCAACAATAAACTTCAGACAAAAAAAATCTGTTAACTAAGTTGTGAGCTACTAGGACAATAAATGTCTATACTTGAGACATTCCACAATAGATG 
AGAAATTTACTTTGGTCAGCAAATCTTTTTTTTTTTTTATGAAAAGTGTTATTAGTCTAAATTTCTTGGGCAGAGTTTTAAATATTTAGAAATG 

CAGGCTAGATTACAGTGCCGCAATAACAACTCACTGCAGGCTGGAACTCCTAGGTTCAAGCAATCCTCCCACCTCAGCCTGTCGAGTAGCTGGG 
ACTTATAGGTGTGCGTCACCACCCTCAGCGAATTCAGTAAAAATATCTTAAGCCTCAGACTCCCTGTAGAACCTCTCTAGTATGCATGTACAGT 
GATATGCTGCATAACATTTTGTTTAACAGCAGATTGCACATAGGACAGTGGTCCCGTGAGATTATAATTCCATATCTTTACCTTCTCAATGTTT 
AGATACACAAGTACTTACCATTGTGTTACAGTTGCCTACAATATTCAGTACAATAACATGCTATACAGATTTATAGCCTAGGAGCAATATGCTA 
TACCACTTAGCCGAGGTTATAGTAGGCTGTTCCATCTAGATTTGTGTAAGAACATTCTAAGATGTTCCCACAGTGATGAGAATACCTGATGACA 
CATCTCTCAGAATGTATCCCCATCCTTAAGTGAAGCATGACTGTATTTGAAAAAGTTTAAATTTGAATTTATTTTTTAAATGTTTTCCAATTCA 
GAATGAACTTTCAATTTGCTACAAGTTAATTTTATCTAGAGCATTCTAAAAGTAAGTCTAACAGAAGGAATTATCAGCATTTATGAGTGTGGGA 
CATAAACTAAAATGGCATATGCGAGCTCTACCAAGCCACTCCAACTCTAGCCCTTGTTTGGAGGAGCTGACTCAAGAGTTAGGCCCTTTCTAGT 
TTGGCCCAAGTTTCTTAGACCCCATTCTGTGTCTGCAAGGGGAACACATCAAGATGGTATTAATACTGGTGAGTTAAAAAAGAGTAGTGAGTAC 
TCACTTCGGCAGCACATATACTAAAATTGGAACAATACAGAGAAGATTTAGCAAATCGAAAAAAGAGAAGAAAAGGGTAGAACGCTTTAGAGCA 
TAAATGTCCAGGGGACATTTCGGCCCCTAGTGTCTACACCATTTCTGTTCATTCTTCAGTTTTTCTCATTTCTCAGGCCTGGGCTAGGGGTAAT 
TCAATTAAATTATTAACTGCAGGAATTAGATTTGAAGCTGGTTTCTGGACTATACTGATATTGAGAGTGATATTACCAGGTCATAGAATCATAG 
AATTTTAGAGCTTCATTGAGATCATGTAGTTCAAAAGTAGAATAAGTTAGATTTGAATTTTTATTTGGAAGGTAATAGTTGTTTTATTGGGCAT 
GGAATGAGTATAACAGAACGAGTGATTTTTAGTCTCTCTACAAGTTGTTGATCTAAAGTAGATCAGCCAGTGTTAGAAAAGAAGCATTTTAGGA 
AATCTCTAGATTTGAATATAGGCTATTATGTTACAGAAGTAGGAATAAAGGATTTTCTTTCTTTTTTATTTTTATTTATTTATTTTTTTATTTA 
TTTTGAGATGGAGTCTCCCTCTGTTGCCCAGGCTGGAGGCTGGAGTGCAGTAGCGCAATCTCAGTTCACTGCAACCTCCGCCTCCCAGGCTCAA 
GTGATTCTTGTGCCTCAGCCCAAGTAGCTGGGATTACAGGCACGTGCCACCACACCTGGCTATTTTTTGTATTTTTAGTAAAGATGGGGTTTTG 
CCATGTTGGCCAGGCTAGTCTCAAACTCCTGACCTCAGGTGATCCACCCGCGTCGGCCTCCCAAAGTGTGGGATTACAGGCGTGAGCACCGCGC 
CCAGTCAGGATTTTCTTATGAAATCCAAATTATCATATTGCTTGGTGACTGTTATGCTGTCATACCAGCCATCCATTTTTCTTATTACATCAAA 
AACTTAAAATAGAATACCGTTAATATTAAAAGTAGTTGTAAAGTTTCAGAGAATTGTTTTTCCTAGAAATAAAGAGTCTAGGCCAGACCTGGTG 
GCGCATACCTGTAATCGCAGCGCTTTGGGAGGCTGAGGCGGGTGGATCACCTGAGGTCAGGAGTTCGAGACCAGCCTGGGCAACATGGTGAAAC 
CCTGTCTCTACTAAAAATAACAAAATTAGCTGGGTGTGGTGGCACACACCTGTAATCCCAGCTACTTCGGAGGCTGAGACAGGAGAATTGTTTG 
AACCCAGGAAGTGGAGGCTGCAGTGAGCAGATATCACGCCACTGCACTCCAGCCTGGGTGAGACAGAGCAAGACTGCGTCTGAAAAAAGTCTAA 
CT C ATC AAG AAAAAATAG ATAT CTGTATGC ATTTTTTCTATTTTGT CTT AAAAT ATG AG AAAAAG CCTCTTATTTTAATATGAAATTACT CTGG 
GAAAGAGCTTGGTAAATTGGGGTGGAACGGGGAATTAGGCCTCCCAAAATTGACCTCCTAATATTTCAGGGGAGGTTATTAAGTAATTTGATTT 
GTGAAGTTATAGTAGACTATTGATTCTTTCACACTTTACATTTATTATTTCCAGTAAGGGATATAGCTAAGATAGTTATTGATGTTGTTGTCTT 
TGGATTTACCATTTTTATTCAGATATATTTGTGAATGAGATTAGGACTCTTAAAGAAGAAGGAGCATCTGTATTCATTTAATCTTTGTATATCA 
TTGGAGAAATAGCCATTTAGTTGGCTTTTTGGCCCAAGCATCTGAAGCCAAGATGCAGTTACAGATGTTTATATATTTGATATTAAATTTGTGG 
CATTTGATAACTTTATTAAATAATTCAGCATCTCTTGACTTTGTATTATAGGTGAGGAAACTTCTGTCAGATAGTAGGCTTAGAATAAACCTGT 
GTTTCTGGTTTGTTACCTACTAAACTGTCTTATTGATACAAATATCAGTAATTACAAGTTTAATTTAGAAATATGGTTGCTCCTAAACTTTCAG 
ACTGGGTAGACTAAGCTTCACCAAGACACACTGTGTGTGTCTCTTGATGAAATGAGAAAGGGGAAATGGTATTTGCTACATTGTCGACCACTCA 
TTTATCACTTGACTGAATTAGCCAGTCCTAAGAAGCAGCTCTGTTGACTCTCCTGTCTCCTTGCGCTCAGTCCACCTGGAAGGCCGCTGTGGTG 
GAAGGATGTTTGACTGCAGAGATGTGGGATTCACTGTGGGCGAAGGAGAAGACCACGACATTCCAATTGGAATTGACAAAGGTCTGGAGAAAAT 
GCAGGGGGAAGAACAATGTATTTTATATCTTGGACCAAGGTAAGCAGCATACCAGTTTGGAACACAGTGAAGTCACCTAAAGGACAGGGATATG 
CTTGCTTTTTCATTCAGTGTTTTGGGATTTTCAGTGAAGTTAATCCAACAAGGGAAACAATTAAATCAGGCTGCAGTTAGTCATCACGTAAATT 
AATGGGCCTTACAATATCATAGAGGTTTGTGAGCATGTTTACTTGATTGATATATGTTCAGAACAGGTCTTACAGCCACTTTTTGCTTTTGTGA 
TGATTTGTTTTGCCTGCAGTATTGCCAAGACAGGCAGCTATGGACCCCTCTCATATGTGGTTCTCTTACCCCCTCTTCCCTTTTCTCTAAGTTA 
GGCAGGAGGCAGGAAAACATGGGGGTTGGGAGTCAAAGAAGCATTTGGATGATTTACTACCACTTGAACTTGTGCCACTTGTTCTTATACAGAG 
TCCCTGAAAAAAAAAGCACATTCTTCCTGGATCTAAAGGCAACAGAGATGACTCATTTTTTGTCTAAGTTTTTCCCATCATAAGGATATCCATT 
AGCACTTTCAAGCTTAGAACCATCAGACACTGACAGTCTCTCTTGTGAAAACATGTTTAGTAGTATTTTTAGATCTAAAATTATACCATGAATC 
CAACTCTTCTGTCTTGAGAAACAGACCCCTGAGAGAACCCGGGGTGTTTTGATTTTGTCTGCATGAGAGTGCATCTGCTTATCTAGTGTATCCT 
GCCTCCGGCTCCATGGATTTCAGACAGTGGGATTCTGAGTTACTGAGAATCTTGATGACCTGCACTTGCCAGTAGGTGATGTTAAGCCTTTTGT 
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GGTGTCATTTTATAGACTCTGTAGTAATCCAATGGCAGTTTACCTTTGCCCCAGCACTTGATCCATAATCATATATATATATATTTTGAGATGG 
AGTCTTGCTCTGCCACCCAGGCTAGAGTGCAGTGGCATGATCTTGGCTCACTGCAACCTCTACCTCTGGGTTCAAGCAATTTTCCTGCCTCAGC 
CTCCCGAGTAGCTGGCATTACAGGCACCCGCCACCATGCCTGTCTAATTTTTGTATTTCTAGTAGAGACGAGGTTTCACCATTTTGGCCAGGCT 
GGTCTCAAACGCCTGACTTCAAGTGATCCTCCCGCCTCAGCCTCCCAAAGTGCTGGGATTACAGGTGTGAGCCACCACGCCCAGCCCATAATCA 
TATTTTTGAGGTGATCTAGCCATGCAACTACCACTTGAAAATCCTTCCAAAGTGCTCTACCTTGAACTCTTCATAGCCGTCACTGAGGCACCCT 
TTGTATAATGGCTTCTTTTTCTCTACCTGGTTCCTCTTTCCACTAACTATAGCCCCCACTTCAATGTGTCTTATTTATATTAATATTTACTCTA 
TATTTGTAGTTTATT CTT AGGTG AAACTAATT CTGTTTCTAGG AG ATACT CCTTAAAATTCAG ATAGAGC ATAG AAAAAGCTAT CTCTTCCATA 
TCCAAATAATCTCTAATTACTTTTTTTTTTTTGGTAACAGGATCTCACTGTGTCGCCCAGGCTAGAGTGCAGTGGCACAGTCACGCTCACTGTA 
GCCTCAACCTCCAGGGCTCAGGTGATCCTCCCACTTCAGTCTCTAGAGTAGCTGGGACTACAGGTGTGTGCCACCACACCCGGCTACTTTTTGT 
ATTTTTTGTGGAGACAGGGTTTTGCCATGTTGCCCAGGCTGGTCTCCAACTCCTGGACTCAAGTGATCCGCCTGTGTCACCCTCCCAAAGTGCT 
GGGATTGATTACAGGCATGAGCCACTGCGCCAGGCCATCTCTGATTACTTTTAATCAGCATTTCAAAATTACAGTAGTTCTAAACTCAGAGAGG 
TGGATTTATGTGTAATGTATATTTTCAAAATTTAAGCTCCCTTAGGATAAATTCTGTATGTATTATGACAACATAATGTTATAGGAACCAGTTT 
ATATACATTACATTTTAGCCTGGCTGACAAGGCAATTGTGGGGACAGATGTCTCAAGTTTAGTGACAAAGAAAAATAGAAATTGTCTTTAAATT 
TTTTAACGCAAACAGTTCTTTTCAGATTTAAACTGTTTGTTGTATCATTAGTGGTTACACTTTGCTCTGTGCGCTTGGCCAAGGCACTTAACCC 
TCCTAAGCTT C AGTTTG C CCT CTGT AAATGGGGATGACAGTAT CC ATCTC AT AAAGTT ATGG AGAG CTAAATAAAATC CTGC ACATATAGGG CA 
CACATGAGCCCGCAGTGTGTGAGCTTTTGTTGCTATTGTGACGGCTCACCTTCTCTTCCATTTTACCCTCGGACCACAAGAAAAAGGAAATCCT 
GTTTAACATGAGATCAATGTTTCAGATCTTTTCAGGCATAAAAGTTGTCAATAGGTTTTCATAAATTTCTAGGTATAAAAGTTTATGAGTTTTA 
TGGAAATAATTTAGCATATTTAGAAAGGAACATTATTTTTGTTCAAGGTGTTGGTATGTTGGAGAATTATGTGAAGTGCATTCTCTGTAATATG 
AGACTGCTG C ATATGCATTG CGTAGTACTACATATAT ATGTAGAAAAC C C CTACGTGCTAT ATATGTGTGTG CGT ATGCATACTGTGTGT ATAG 
AAAACCCCCTACATGCTATATATGTGTGTGTGTATGCATGCTGTGTGTGTGTATAGAAAACCCCTACATGCTAAGCATGTTTTCAGTGCAGGCA 
GTGAATTTACTTGTTTTATTCAGCTTCCCACTTTCATAAAACATTGCATCTAAATGTTGCTATAAGTATGGCTGTTGCAGAAAATATCTGCAAA 
TAGCTCTTAGTGTCATCTGTATTTCATTCTCCAGAAAATTTCCAAGGCAGACCTTCTCTGTGACTCTGATACTCTGATAGAGTCTCGGGAAGAA 

GGGCTCAAGGGATCCTCCCACCTCAAGCTCCTGGGTAGCTGGGACTACAGGTGTGCTCCATCCTGCCTGGCTGATTTTTTTCATTTTGTAGAAA 
CAGGGTCTTACTATGTTGTCCAGGCTGGTCTCAAACTCTTGGGCTCAAGCAGTCCTCCAGCCTCAGCCTCCCAAAGTGCTTGGGATTACAGGTG 
TGAGCCACCACACCTGGCCTAGAATGTCTTCATAATAAGAAAGTCATAAAACATTTCCAGACAATCCATTTTTCTTTCTCCTCATTGGGACAAT 

CCTTATGTTTCTGTCACGCATGAACCCCAAACAAAAACACAGGCTATTGGTCAGGCAAGGTGGCTCACACCTGTAATCCCAGCAGTTTGGGAGG 
CCGAGGCGGGAGGATCACTTGAGGTCAGGAGTTCGCGACCAGCCTGGGCAACATGGTGAAAGCCCGTCTCTACTAAAAATATAAAAATTAGCTG 
GGCGTGGTGGTGG ATGG CTGT AATTCCGGCTACTCGGGAGGCTGAGGCAGG AG AATCGCTTGAACCCAGGAGGCGGAGGTTGCAGTGAGCTGAG 
ATCATGCCACTGCACGATGCCTGGGGTGACAGAGTGAAACTCTTGTCTCAAAAATAAAAATAAAAAAACAGACTACCAAGAGCCATAATGTCTA 
GTTATGAGGCAGTATGAGTCCAAAAAACCTGATTTTCTGGGGACACACAGGGTCTGAATTTAAACCTGGCTCTACCACTGCCTGTGTGTGACTT 
CTCAGGAAGCACTCTGTGTCTTTATCTGCAAAAAGGGAGCAATTGGTAAGAGCTTGTAGTCCAAGTGGTTCTTATATGCACATTAAGGCTTAAT 
GGTCATTCATAGTCATTATTTGTATCTCTATTCTCTGGAGGAAACTCTTAATTCAAGGGCATTAACGCTGAATTCCTTCTGTTACCATAGTCTA 

GACAACTTTCTGTGTAATATGGAAGTCAGGGTAGGTGCTGCCAGAATATCTTGGCGTGGGCTTCCACCTCTGCAGGATCATGTGCGCCACACGT 
ATCTTGACTGAATCGCTTCATTTTAACCTGGGAGAGATTGTAGAAATAATATTTTTCTTTAGTCTTCTTTAATCCCATCAATAATAGGACACTT, 
GGTGCCTCCCTTGATACAGCCCCACATTCCCCACAGGCAGATTTTCTCATCCTCAGCACTGTTGACACTTTGGGCTTGCTAATCCTTGGTCATA ' 
GGGGGCTGTCACGTGCATTGTAGAATATCCAGCAGTATTCCTGGCCTCTTCCCACCAGATACCAGTAGCACCCCCATAGTTGTGACAACCCATA 
ATATTT CTAG ACATTG CCAAAGGTTTC CTGG AGGG AAG AGGAGTT AAAATCAAC CTGGTTGAG ATCTG CTGGTCTAAGGCAAATGCC AGATCAT 
TTGTTGCATTTGCAACTGCTTAGCACAGGACTCCAAATATAACATGCTCTCAGAAAATATGTGCTTAGCAAGGACTCACCTACCTACCTGGGTA 
GTTAAGGAATTTTTTTAAAATTTATTAGATGGCAGAAACAAGGTAGTAGGTATATACATCTAAGAGCTCAAAGTAGAAAATTAGGCATCACTTC 
TTAAAATTGGTCACTGGTAATTATGTCTTTGTGGAAGATACCCTTTGCCCCGCTCCTCATTCCTACCAGCTCTCGTATCTCTATTCCTCTTTTT 

AAGCAACAAAATTTGAGTGTTCCCACTCTAGTCCCTTTGCCCCAGAGAAAACTGGAGGTATTAGATTAAGTCGGTTTTGACATCTTTCAACCTG 
TACCTTGAAAGCTTGAGTTTACTAAGTTTTTTGTAATACCATTTCATATATTAAAGAACAGCTTTGCTTGCAACAAATGGGAACATAATATATT 
TCAGTGAACACTTGACTAATATGCTGGGCCTTGTTCTAAACAAACACTGGGAAACAGGTGAACCAGACAGAGCTCTGCTACAGCTCCCATTCTA 
GTAAATATCTGCTTCCCGAATACATTTAATTTGCTGGAGATCTTACATGATCCCAAGAAAACAAATGTATATGTCCTCAGTTATTTTTTTCAGT 
AAGTTTTGGCTAAAAGGTATAGAATCCTACACTCTGATAGCTATAAGCCATAAGAATATTTCTCTAGAGGAGGTGTCAGAACTTGCTAGGGCAG 
CTATTTTTGAGTATATCATTATGTTATTTGTGTTTCTTCATGTGCTTTTAAAAAAACTTAAATAGTGTGAAAACTTTTCTCTCCTGATGTGTGA 
GCCTTTCCCCTTCACTTATGTGACTGGAAGTGGTACTACTAGAAGTGACAGCACTTTAAAGTTAAAAGCTTATTAAAACATACCTCCCGTGAGT 
ACCACTCTAACAATTACAGTGGCTGTGTCTTCTCTGTCCTTTTTGCTGATAAAACTTAGGGGAAAATTCCTGGCAGCTAAATCATGGCCATTTT 
ATTAAAAAAAAAAAACTAG ATATG AAATC AAGTAG AG AAAAAGACAGTGAC ATTTAAAATCCCATG AAT C AAGCTG C C CCAAGGAGT AC AGGTG 
TTGCIATTACATGTGAATGTGAAGGAGAAAAGAAAACTAAACCTAGCCTGGTTTCTAAGAAAACTGTAGCAGTGAAGATACTTCACACTGTATCT 
TCTGGTCAACATCTGGTTTGTCTTCAGGGTCTCTGACACATGTAGCTTGCAAATGATAGCTCTGTTGATGCCTCAAAATACTGAAGGAAGTGCC 
TGGAAATACACCAATCCTTTTAAAGTTTTATTTTTTACTCTCCATTTCAGATATGGTTTTGGAGAGGCAGGGAAGCCTAAATTTGGCATTGAAC 
CTAATGCTGAGCTTATATATGAAGTTACACTTAAGAGCTTCGAAAAGGTGAGAAAATACCAACTTCCTTAAAATTATGGTAGGTTTCTTCTCCA 
TCCACTTCCTATAAATCAGTATCTTATCTTAGTAGGTGGTATAGATAGATGGTGTTTATTCATTATCAAGTTTGTCTCTTGCCTCCAACACTGC 
TGCTGAAGAATAG AACAACTGACAT AG CACAG CTG ATATAC AACGAAGGAGCTCCGTGTTCTT ATTTTGTT CCTATGTGTC AG CTTTTTTTTTT 

GAAAGGTTCACGTTCTGCCAAGTGGCTCCTTGGGGGAGTGGGGTGCAGCTTTTCAGAGCTGAACGGATTGTACCCTTCACAGGAGTCACGAAGA 
GGCCTGCACTGTGGCTCCAAGTTGTTATCCCAACTGCAAGTCCTCGAGGGCCACTAGGCTCTGTGACCAGAGATACAAGAAAGAAAGCAGCTAA 
CCCGAAGCCATTTTTTTTTTATACTTCTCCAAGTAGAGAAGAGAGAGAATTTGTCAGTTGCCTTGGATTCCAGAAACAGCATGCCTCCTTGAAC 
ATATTT CC AT CTCAGTTTCACTCTGGAGGCTCCCAGCAGCAGCCG AC CTGG AC ACAC AC AG C AT ATACCTGAGCTAGGTATGCTGTTGTCTTCG 
GCCACGTGCCCCTGGCATTTCCAAAGCCCCACCCTTTGTGGAGCTCAAGGACTGCATTTGTGTTCCTTTTTTATTCCTGCACAGTGCTACCTCC 

GCCTCAACTTCCTGGGCTCAAGCAGTCCTCTCACCTCAGCCTTCCAAGTAGCTGGGACTACAGGCACACGCTACCACACCCAGCTAATTTTGTT 
TATTTTTTGTAGACATGGGGTCTCACTGTGTTGCCCCAGCTGGTCTCAAACTCCTGGGCTTGAGCCATCCTCCTGCCTTGGCCTCCCAAAGTGC 
TGGG ATTGTAGGGGTG AGC C ACTGTGC CTGACCAC ATTAAGCAC ATTAATATAAATGG AAAC ATG AC CATTT ATATTTTGTTAG ATT CAGAAAA 
GAAATCATTGTCCTGTGGGCCTGTACCTTTGGGCTAAGAAAGTGAGGGGAGGCCTGCTTTGGGATTCACCCCCAGTAGTGACATTCCTAATCAT 
ACCTCTTCTACTTCATGTTCCCCCAAACAAACATATGTCTGGTTATGACCACTGATTGTTGTCATGTAACCTCTTCTGAAGGCCTGCTAGCTCA 
GCACTGATCCCCCAATGCTGTTGTCATAGCATATGGTGTTTTTTTATTGTTAAAGAGAGAGAAGATAATCTTTAGCATGTGGTTATTTAGACCT 
ATGGCTTTACTATTTCCATTTTTGTAAAGCAGCCTCTTGCCCCTTCCTTCTCGTGGCCCAGTGGACATTGCTTATTTAGGAGCACTCTCCCAGT 



270 



WO 03/039484 



PCT/US02/36071 



SAGRES DISCOVERY 02-14 



GGTGTGCCACAGCAAGCCTGTGCTCTGTCATCACTCCAAGAGTATATTCATGCACTGGTGCTTGGTATATTTGAAATCACATGAAGGTATATGA 
TGTTGTTTGGGGCAATGTGATTTAATCCTCTGCCTTGTTAAGAATAGACTAGGCCAGGCTGGGCGCTGTGGCTCACGCCTGTAATCCTAGCACT 
TTGGGATGCCGAGGTAGGTGGATCACCTGAGGTCAGGAGTTTGAGACCAGCCTGGCCAACATGGTGAAAACCCATCTATGCTAAAAATAGAAAA 
ATTAGCTGGACGTGGTGGCAGGTGCCTGTAATCTCAGCTATTCGGGAAGCTGAGACAGGTGAATCGCTTGAACCCAGGAGGTGGAGGTTGCCGT 
GAGCCGAGATCATGCCACTGCACTCCAGCCTGAGAGACAGAGCAAGACTCCGTCTCAGAGGAAAAAAAAAAAAATATATATATATATATATAAA 
AATATATAT ATATATAAAAATATATATATAAATATATACACAC AC ACACATAC ACACAC ATACTTATATTC C AGG C ATGGTGG CTCACAC CTAT 
AAATCCCAGCACTTTGGGAGGCCAAGGCAGGATTACTTGAGCCGAGGAGTTCAAAACCAGCTTGGGCAACATAGTGAGACCCCCCTCTCTGCAA 
AAAAATTTAAAATTTTCCTGGGTGTGGTAGCACATTCCTATATTTCCAGCTACTCAGGAGGCCAAGATAGGAGGATGGCTTGAGCCCAAGAGTT 
TGAGACCAGCCTGAGCAACATAGTGAGACCCCGTCTCTACCAAAAAAAAAAAAAAAAAATTAGCTGGACATGGTGGCACATGCCTGTGGTCCCA 
ACTACTCGGGAGGCTGAGGCAGGAGGATTGCTTGAGCCTGGGAAATCGAGGCTACAGTGAGCCGCGATCGTGCCACTGCACTCCAGCCTGGACG 
ACAGAGCAAGATC CTGT CTC AAAAAAAG AAAAAAT AAAAGAGT ATC CTGTCTC AAAAAAAGAAAAGACAACAG AG CAAG ATC CTGTCTTAGAAA 
AAGAAAAAATAAAAAAAAATTCCATAAAGACTGAAGCCAACCTAAGAAATACAAAGAGACTTATTAACTAGGTGTTCTTTGTTTTTGTTTTTTG 
GGTG CTAAAAC CTGGAATTGAACCAT AACTAGGTTTTTG AGTAATTTG AGCTACATTATTAGGAAG C AG AATTAC ATG AGTTG C CAGAAAG ATG 
AGTAACCCTTTTATTATTCACTTTTAAAAAGTAGAGGATAGTCACTGGGCGCGGTAGCTCACGCCTGTAATCCCAGCTGAGGTGGGTGGATCAC 
CTGAGGTTGGGAGTTTGAGACCAGCCTGACCAATATGGAGAAACCCCGTCTCTACTAAAAATACAAAAAATTAGCCGGGCATGGTGGTGCATGC 
CTGTAATCCCAGCTACTCCGGAGGCTGAGGCAGGAGAATCACTTGAACCCGGGAGGCAGAGGTTGTGGTGAGCCAAGATCACACCATTGCACTC 
C AG CCTGG AC AAC AAG AG CG AAACT CCGTCTC AAAAAAAAAAT AAT AATAAT AATAAT AATAAAAGTAGAGG AT AGC AGGGG CTGTGACAC CAG 
GAACACACACTCGTTATCTTTTGAATAGAGAGAATTTTAGTTACCCATTTAAACTTCATAATTTATATGCAGTAAATAGCACTGACCACACCCA 
CTGTCACTTTTCCTAAAGGCTCCCAGATTGTTCTCTTGACTCTGGTCCTTCTAAATCCAGCTTGTAAATGGCAAGTGCAGTTATTTCTGGATTT 
GTATCTGTAATGGTGGAAGTAATAATACACACAATACAAGCTAGCAGATGATAATGAAGTCATTTATTTATGGCTCTAAAGTGATATTTTTGCA 
TGAGCTTTACTCCCAATTATGTTTTGCTTGAAGTCCCCCCCAGTATACATCTGCAAGTTGATACAATTTAGCAGTATTATTAGTATATCTGGTT 
GTTTT AGAGTGGCAAG AC AAC CTG AC CC AG AATTTTGAAAATT CTGTATG AATATAC AAACTAC AACTTGACT AC AGTC ATGTT C C C ATTTTAG 
AGTTGAAAAACAGGCTTGAGAGAAACAGCCTAGTGGAGAGGTTTGCAGAGGGAGATAAGGCATGGCCTTAACTTTGTGTGGGTTCACCTTGTAT 
TTCTAAAGATTCACTTTGTAGCAGTGCTTACCAGAGTACGTTCCTTACTGTGTTTTTGCGGCTCCTCTCTCTTGAGCAACATTGTTCAAGCTAC 
AGCTTGGTCATGATGGAAAGTGAGTTCTTC!AAACAGTATGAAGAAGCACTGGCCTAGCAGTAAATTGGCACTGACACACAATTTCAACAGCCAG 



CACAAATTTACACACAGGCCAAAGAATCCTGGGAGATGGATACCAAAGAAAAATTGGAGCAGGCTGCCATTGTCAAAGAGAAGGGAACCGTATA 
CTTCAAGGTGTGTGAGTCCCTATGCAATCCTTTCCATCTCAAAGAATTTATTCAAGTGTTGGTGAATTGTGCTGATATTCCCTACTCTGAATTT 
TGTCAACACTGCTTGGTAAGAATAAGCTGCAATTTTTATAAATCTGTCATTTTCAATATGAAAAATGGTGAGAAAACAATCATGTGGAAAAAAA 
AAAAAGTACAGATTCCTCTTTTACACATTCTGCTCTAGATTGTAACCTTCCATACAGGCAGACCAGGTCTGGCATCCCCACCCACCACAGTATC 




GGTCTCAAACTTCTAGCCTCAAGCAATCCTCCCACCTCAGCTTCCCAAAGTGCTGAGATTACAGGCGTGAGCCACTGCACCGGGCCCATCTTCC 
TTTAGACTGTCTTGATGAAGTCACTAGAGCATATGATAAAAGGAGAGAGGACATGCACAAATTTCAAAACAAACTGACAGGAGAGTATTGATTG 
CTTCTAATGGCCAAGATGATTCCTGCACACTTGCTTTTATGAGGAATCTCCGGATATTCCTGAATGATATTCATCATAAATTGCTTCTCAGAAA 
CCCTTCTTGGAGCAACTAGGAGTGTGATATTTTCTCACTTAGATCTTAAACCTCTAGATGTAAGAAAAAAAGAAACCGCCCTTCATTCTGTTTT 
AATCAGTGTTCTACCCATTGCTTCCCCACCCCAAATATATGCCTTCTCCATGTCAAGCAGAAAGGGCTTAGTGATGAGAATTAGAGGGAGAATG 
GGAGTTCTGTCAAGGTTTCTTTCGTTTTCTGCCACTGCAATACAGAAATTAGATGTTTTTCAGCAGTATAAAGCAGTGAGGCATAAGTGTACTT 
TAACAAGTCTTTATGGGGCATCTGCTATAAGACATGCTATTATTAAGTTACAACCTTGTCAGGAGGGAGGAGTGGCAATGTTAATCCAAATGAA 
ACAACTAGAGAATTATGTAAGAATATATAATCAACCCAAAATTAACACAGCCAGAGGGCACCATGTGTTTTCAGAATTTGAGCTGAGACAATAT 
TGGGTCATGAAATCAGTTTTGTGGAAGTGTATTGCAATATGTTATAAGGATCAGTTTTGTTGCATAAAACTTTGCTTGTGTATGAGTAAGTACT 
GGATTGCATATTTCTTACTGTGGGTGGTATTCAAACAAATTTTAAATCATGGGTTTAGATAAGTATAAATATATAAATATGTTATTTATCATTA 
TTTACTATGTATACTAAACTCTTATGGATCACCAGAAAGCATGGGGGTATGATAGAATAAGCTCAGAATTGGGAAAAATGGGCTTTATTGCTCT 
TCAAATGATTTAGT CATTTAAGGTCCAAAG AGGTTATATTTTCAAGTG AAAAATAGGGGAGTTAG ATGTT CCC CAAGTTTCTTT C CAGC CTG AA 
TTTCTGTGAGTTTCTAAACTCTCAAGAACAAGTGTTATTTTTTTGGTTTTGTTTTGTTTTTAATTCTAATTGAGGTATATTGGATACTTCTAAA 
CTATTCAAGTAAGATTCCAAGTGGGTTATTTGTATATCCAAATACATAATACACTAGAGGGAAAAATGTTTCTACAAAATTTCTTAAGATCGTG 
AGTCCTTAACAGTATTTTCTATATTTCCGAAGTCCATAAAAATCCTTAACTATATTTTATATATTTCCTCAATACTTCCAAATAGAATATTAAC 
AGTTTGGGAAGATTTGAGGCTTTTGGCCTTTGACTAGAATTATATCGATTCAGTGTAGTAAAACAGCTCAGCTATTCAGAGGCTCTAATCGGTG 
CTATGATACAGAATTTTGGAGAACATTATTGGTAATGAAATAATGTTATGAAGCCATCTGTCATATAGCTGTGTTCTGAATATATACAGAGAGA 
TGGCCAGAATTAGTGATCAGTAGCAGAAAGCAATGAGTGTCTGTACAGTTACTTAACTTTGTTGCTTATCAGCATCACAACTGCAAGAGTGATA 
CTATTATGAACCTACTTAAAATTACCAATCTTTGGATAAAATCTGGATCAGCAGTCACACACATGGAAAAAATTATTTTTAACATGGAATTTGA 
TAGGCAAAATTTTTCAAAACATTAGTCCATTGGGGAAAAATTAATGAAAGGTTCAAAACCACTGACCTGAGACTTTTCTCCCAGAATGTCTCTG 
AACATTTTGTACCACTAAAAACTTCCCTGGAGGCACCTTTATAATTATAGGTAAAAGATCCCAGCAGTAGTCCTAGCGTTAGCTGTAAAACTTC 
AAAATGGTTAGTAGATAGTTTCCTGTACATATTCCCTTCCCAACTCAGGGCAGGTTTCAATCTGCCATACTGCCCTCCCGGGCCTTGTCTTTCC 
AGGGTGTCTGACTTGGCATGTTATGCATTTGCACAGAGTCCAGATGTGTAGGTGAGAGCAGAGATGGGCTGAACTAAAGATCTGTATTTCATGC 
CATCTGCATATTGGAATTCTGTTTCCATTGATCTGTTGGTTTGGTTTATACCTAAATGGGTAAAGCCTCTCTCCTGAGTAGGATTGAATTGTAC 
TCAGCTTTTAAGTGGGAATGATTTTGCCATTGAAGATGTAAAGTCCTCATTTCAACCTCTGAATACTAAAGAGAAGAAAAATAGAGAACTCTAT 
TTGGCTCTGAAAATAATTATTAAGTACAGGTAACAGCATAATATTAAGCCAGGCATTGTGCAAGCGAGTTAAACAGACACGATTTTTGCCCTCA 
TAGCTGACAGTGTTCTGCAGGACAGGAGCATTAACTCACACCTGGTCAGTGTTTTTCTTTTTTCTGACTTGGCAGCAGAGTGGCAAGAAGGCTA 
AGAACACTGAAGTGATGTGGGATTCTTGCGCCCCCTTGTGCTTCTCCTGGGAAGAAAGCATTTCTAAAACAAACTAGTTGAGGAGAATTGTTCA 
ACCTCTAAACTCTTCAGATAAATCGGGCTTTGCTATATTTTCACCACCCTTGCTGTTCCAAGATACCAGTAATGTGATTTAGAAACAAGCCGTT 
TATGACTCTAGGATTTGATGTTTTAAAAAAAATTCCTAAGAAGAGTCCACCCTGTCTTTCATCTCTTTCCTTTAGTGCAGAATTTTTCAACCTC 
AGTACTATCAACATTTGGAGTGGGATAATTCTTGATTGTGTGGGGCTGTCTTGTGCATTGTAGAATATTTAGCAGCATTCCTGGCCTCTGCCCA 
TTAGATGCCAGTAGCATCCTACCCAGTTATGACAACTAAAAATGCCTCCAGACCTGCCAGGTGTTCCCTGGGGGGCAAAATCACCCCCCAGTTG 
AGAACTGCTTTAGTACCTCAGAAGCAGGGAGTACAAGACAGACTTTTCGCTAATTGGAAGTTGAAGTCTAAATAAAGTTACATGATATATATGC 



GGAGATAATCAGAAAAGTTAAGTTAATCAATGCATTAGAGAGGGAGGAGGAGAGAGGATGAAGAAATGAGGCATGACAGGGGAAATGCCTGTCC 
TTCCTATCTCATCTCAGTGAAACAACACTTTTCATTTCCACCCACACATTTTTTGCTCCCAATGATAGCAAAAGGTTTTGTTGTTGGTATTGTT 
TTTAGAGAGAGAGGGTCTTACTCTGTCACCCAGGCTGGAGTGCAGTGGCACAAGCATAGCTAACTGCAGCTTCGAACTCCTGGACTTAAGAGAT 
CCTCCTGCCTCAGCTTCCCAAAGTGCTGGGACTATAGGCGTGAGCCACCACACCACTTTAGAAAAAGTCTTGATTCCATATTTACATTCCTTTG 
ATTTCAATATTTACTCAACAAACCTTTATTAAAGACCTCTTGGTGCTAAACCCTGAATATTCCAAAAGGGAGAGGACAATGCTGCCTGTCCTCA 
AAGACCAGCAAGAGAAAAGGCAGTGACAGAAAGAAAATGCCGACCTGAAACTGGTGAGGACTTTATTCTTTTTTTTTTGTAGCATCCAAAAAAG 




tCTTTTCTCTCTGTTCATCTAACCATTGT 
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G AGTGGTAGGC CTAAGACTATGACAAAATTTAAGTATTGTCTTAGCTTGGG CTG CCAC AGTA?VAATACC ATAC ACTGGGTGGCTT C AAC AACAG 
GAATTTACTTCTGGAGACTGTAAGTCCCAGATCAAGGTGTTAGCAGGATCAGTGTCTGGGGAGGGCCTCTCCTCTGGTTCCTTGTAGCTCCCTT 
CTTGCTGTGTTCTCACATGGCCTTTCCACATGCATGTGAGTGGAGAGAGGGCAGAGGGCAGCAAGCACCCGAGTTTCTTCTTATAAAGGCTCTA 
ATCCCATC^TGAGGCCCCACCCTCATGACCAC^TCTAACCT^^ 

CAACATAGGAATTTAGGATGGGGGACACAATTCAGTCCATAGCAAATCTAATTTCCTCAAGAATTTCAGCATTTAAAATAAAATGCCCTGGTTT 

CGTGTTCTTATGAATGACCTGTATCACACACTTCTGAGGCAGAGAGGGTGACAGACTTTGATTTTAGTGCCAGTCTTCCCTCTCCTAAGTGAGT 

GACTTGGGAAGAAGGATGTTCGAGGGATGTAGCCTGGCCCTCATTCACACCCAGGCCCTCCAGCTGGAACAGGTCTGCCCCATCTTCATCACCA 

GAAAATCCACACCAGGGCTTCCTTTCTACAGGCAGAGCTCGTTTCTTACATCACCCACTTGAAGTCCTGTATCACAGGCATGTCCTCTTAGACC 

TGCTCTATGGTTTTTCTCTTACTCAGACTCCTTGGG1-GAGGGTTGGAGTATTTGTGGGGAGAGACAACTCGGCAGTGAGATGTACGCGCTGCTT 

GGGCTGTGGTAAATCCTAGTAACATGGTCTTAACACTGTTGGTCAGGCATTGAATTTAATGTCCTAATAGGTCTGGCTGCTCCTCTGCCATCTG 

GCAGGATGTATCATCTGTGGTTTTGAGCTTATCACCTCCTCAAAGGAGAATCCCCACTTGTACTCCTGTTTCTATTTGCGTATTTACCAGCGAT 

TCCCCAGTGCTTTCATTTACCTTAAAATCACAGTGGACACATTGTCTCAGCCCTGGAGGGGTTTTGTTTTGTTTTGTTTTGTTTTGTTTTTGAG 

GAGTCTCGCTCTGTCACCCAGGCTGGAGTGCAGTGGCATGATCTTGGCTCACTGCAACCTCTGCCTCTTAGGTTCAAGCAGTTCTCCTGCCTCA 

GCCTCCTAAGTAGCCGGGATTACAGGCATATGCCACCATGCCTGGCTCATTTTTGTATTTTTAGTAGAGACGGCCAGGCTGGTCTCGAACTCCT 

GACCTCAGGTGATCCACCTGTCTCGGCCTCCAAAGTGCTGGGATTACAGGTATGAGCCACTGTGCTCAGCCCCCAGCGTTTGTCATATGAGCAT 

GTATATATATATATATTATATATATATTATATATGTTTATATTTATATATATTATATATAACTGACAGACCTTTCTGATGTATATTGTTTTATA 

GTTGTTATTTATGTTGTATGCTACTATCCAACTATTCATATTGCCATTGCCTATAGATCAGGGGTCAGCAAACTACAGTTTGCTGGCCAAATGT 

GGTCCCTGCCTGTTTTTGTAAGTACAGTTTAACTGAAACACAGCTGCACCCATTGATTTACATACTGTCTAGAGCAGCTTTTGCACTACAAATG 

ATAAGAATTTAGTAGTTGCAACAGAGACTGGTTCAAATAGGATTGGCTGTGTTTGGAACTAGCACTTGCCAGAATGTAATATTTGCTGTGAAGT 

GCTGAAAAGAAAAGTAACTTCCTTTTCATTTTTTTAGTGGCATAGTCTAAAACTGCTCACAATCCTTTTGAAAGACTAAAGAATAGGGCAGGTG 

TGGTGGCTCATGCCTGTAATCCCAGCACTTTGGGAGGCCAAGGCAGGCGGATCACAAGGTCAGGAGTTCAAGACCAGCCTGGCCAACATAGTGA 

AACGCTGTCTCTACTAAAAATACAAAAAAAAATAGCTGGGCTTGGTGGCGGCCACGTGTAGTCCCCAGCTACTCGGGAGGCTGAGGCAGGAGAA 

TCGCTGGAACCCGGGAGGCGGAGGTTGCAGTGAGCTGAGATGGCGCCATTGCACTCCAGCCCTGGAGACAGTGCGAGACTGTGTCTCAAAAAAA 

AAAAAAAAAAAAAAAAAAAAAAAGACTAAAGAATATTAGGACCAAAGAACATAGCCCAGAAGCCTTGGTGTACTACACCTGCTGAAGGGATGGA 

TGGAAATGCTGCAGAGCAGCACTAGGCAGTGCTCAGGCACTGCCCCAAACCAGCCCACAGGCCATCGAGGCCTCCAAGGGAGTGGGAAAGGTAC 

CTGGAGAGCCATCTCCAGAAGGAAAGAAAGAAACCAGCTGTACCAGGGTTTGCTGGAGGGGTTGCTTCACTTTGAGGATTTGCTTTTCTTTTGT 

ACGCCCTCAAGAGCTGAGTACAAGTAATGACGCTTTTTTATCCTAGGGAGGCAAATACATGCAGGCGGTGATTCAGTATGGGAAGATAGTGTCC 

TGGTTAGAGATGGAATATGGTTTATCAGAAAAGGAATCGAAAGCTTCTGAATCATTTCTCCTTGCTGCCTTTCTGAACCTGGCCATGTGCTACC 

TG AAGCTTAG AG AATAC ACC AAAG CTGTTGAATGCTGTGAC AAGGTAACAT CGTGTCT C CTGTGAGATGGACTTTAG ATACTGCAGATCTTTTC 

TCCATCTCTGTCTTTTGCTTCCTCTCAGCCAAAGGTTGCAGGATTTTTCATTTTGCTTTTTTTTATTTATTTGAATGrTTGGGATTATTrGTTT 

CTCAGTATGAATTGGGAAATTCAGCAAGATTTTTATTACAGTCAGACTTTTATGATACCTAGACTGTTTATCATAATGCATTCTGAAGAAAAGT 

TTTGATTAAAATTAAATAATTTTTATCCACGACCTTCCTTATAACTGTAGTATTTATATCAGAGTAGACGTATAACTCGTCAGGTTCAGTTTAA 

TAAGAGAAGATTTAACTTAAGCTTTTCTGGACTTTAACAGACTGCAACTGTTCATATAAAGCATATATATAGGTCAATTTTTATTATAATCATT 

TATTCACTGATATGCATAAATAATATGAAAGGTCCACAGAGCATCAGCAGCCTTTTTATTTTTACATTTGTCTTATTAATACTATCTTTGGTCT 

TTTGAGTGCTTACACACAGTACTCTATAACAGTGGTTTATCATCTGTATCGTTATGTATCGTTCTGATATATTTATACACCAGCCGATACTATT 

TTAGGTATCTGGTCTCAGAGTGAACAGTATATATTATACTGTGGGTAAAAGTAAAAACTAATCATTGGATGTATCTTAAAGGTAGACATAAAAG 

GATAAGAAAAGCAAGGCAACTATTTTGTACATTCTTTGTGAGATTATTTTTGAATTTTGTGGATCAGTGTTTCCTATCGCATCCTCTCTCCCAA 

GACCAGTTATTAATTTTATATGTATTTTTTCGTTTTTTTCATACAGAGCGGAGAGAGAGAGAGAGAGAGTGTGTGCGCGCGCGCGTGTGTGTGT 

TTTGTTTGTTTTAGAGACAAGTTGTTGCTATTTTGCCCAGGCTGGGGTGCGGTGGCTATTAATACACATGAACATAATGTACTACAGCCTCAAA 

CTCTGGGGCCCAAGCTATCCTCCCACCTCAGCCTCCTGAGTAGCTGGGACTAGAAGTGCATGCCACCACACAGCCTGGTAATXTTTAAATTTAG 

TTTTGTAGAGATGGGGGTCTTCCAAAGAGCTGGGATTAAAGTTGTGAGGTACCACACCCAGCAGAGCCTTGACTACATTATTTTTCTGTCTTCT 

ATTGACAGAAGCAGTCATATAGCATCACTATTAACCCTATCTTTGGCAATAGGAAGCCTGTTCTCCTTATTTTCCTCTTTTTTTTTTTTTTTGG 

CCTCAGCCTCCCAAGTAGCTTAGACCACAGGTGCCGACCACCACACCAGGCTAATTTTTGTATTTTTAGTAGAGACAGGGTTTCACCATGTTGG 

CCCGGCTGGTTTCCAATTCCTGACCTCAGGTGATTTGCCACCTCAGCTTCCCAAAGTGCTGGGATTACAGGTGTGAGCCACCACAACCCAGCAA 

TTTTCTTTTAGCTTTGTTGATTATATGTTTCTCTTTAAAGAAGGTTTTAATGTTTATGTAGTCAGATTTGTCGTCTCCTTTCTAGTTAGAAAAG 

ACTTCCCGACACCAAGATTATAAAAATAACTGAAGCCAGGCACAGTGGTTTACACCTGTGACCTGTAACCCCAGGACTTTCGGAGGCTGAGGCG 

AGAGGATTGCCTGAGCCCAGGAGATAGAGGCTGCAGTGAGCTGTGATTGAGCCACTGCGCTCCAGCCTGGGCGACAGAGTGAGACCCTGCCTCA 
AAAAAATAATGATTATATTTTACATATTTTAAA^^ 

TGGCACGATCTCAGCCCACTCCAACCTCCACCTCCCTGGTTCAAGCAATTCTCCTGCCTCAGCCTCCCAAGTAGCTGGGATTACAGGCGCCTGC 
CACCATGCCCAGCTAATTTTTGTATTTTCAGTAGAGACAGGATTTCGCCATGTTGGCCAGGCTGGTCTCGAACTCCTCACCTCAGGTGATCACC 
TGGCTCAGCCTCCCAAAGTGCTGGGATTAGGGTGTGAACCACTGCACCCGGCCTTAACTCTTATTTTCTATGTGGATAGGTGCCATCCTGGCCC 
CGTTTATTTTAAAGTTAACTCrCCACTGATTCACATTACCACCTTTGTCATTTTCAAATGTTTTTATATGCAGACACATGACTGTTTCTGAATG 
ATTCGTTCTGTTCCACTGAGCTGTTTGTGCACATGCTAGTAACCAAACTGTCTTAATTTCAGTAGTTTTAAAGTTTGTCTTTTTGTCTGGTAAG 
ACAAGTGCCTCTTATTTTTTTCTTTTTTCCCAAATTTTTTCAGCCATTCTTGGGCACTTATTTGTTCCAATGAACTTTAAAATGAACTTCTCAA 
GAGCCCCCTCTCAAATCTCCTTGGGATCTTTCTAGAAATTGCATTAAATGCAGAAAATAATTTGGGTAGTAAATTTTGATCAGTAGTATGTAAT 
TATCTTGAGCCCCATTTTTTTAAATACACTTTTTCCATCTGGTTTGGCAAGAGAACTTTGGTAAGCTGTTTACTGAATTTATTAAAATTCGTCC 
TTTCTAAAATATAGACCATCTATTCCTAGGCCCTTGGACTGGACAGTGCCAATGAGAAAGGCTTGTATAGGAGGGGTGAAGCCCAGCTGCTCAT 
GAACGAGTTTGAGTCAGCCAAGGGTGACTTTGAGAAAGTGCTGGAAGTAAACCCCCAGAATAAGGCTGCAAGACTGCAGATCTCCATGTGCCAG 
AAAAAGGCCAAGGAGCACAACGAGCGGGACCGCAGGATATACGCCAACATGTTCAAGAAGTTTGCAGAGCAGGATGCCAAGGTGTGTGCAGAGC 
GTGATGACTGCAGGTGGATCAAGAGCCTGACCATGCCCCTTTGATTTTAGGGGACAGGAACAGCTAAACAACCCAAGAGGCTCAAGAGCAGGGA 
AAACGATTTCCAATCTAATCTGAGGCTGCTTTGGATCCAAAGGTCGAGTAGGGCAGTTCCAGTCACCAAAGGCACACGTCATGAGAGATGAGAA 
AACTAAATTCCCTTCAGATGTATTAGATTGGTTCAAAAGTAATTGTGGTTTTTACCATTAGTTTCAATGGCAAAAACAGCAATTTTGCACCAAC 
TCGCCCCGCCCGCCCCCCGGGCGCCTGCCCGAGTCAGAGTCTCACTCTGTCACCCAGACTGTAATGCAGTCGTGCTAACATGGCTCACTGCAGC 
CTTGACTTCTCTGGATCAAGTGATCCTCCCACCTCAGCCTCCTGAGTAGCTAGGACAAGCACACTACCACACTGGGCTAATTTTTTAAAATTTT 
TTGTAAAGATAGGGTTTCACTTTGTTGTGTAGGCTGGTCTCGAACCCCTGGCTTCAAGGGTTCCTCCTGCTTTGGTCTCCCAAAGTGCTGGGAT 

CCAGGAAATGGGATGTTATAGGAGCCCCATCATCACACCTGTTATCTTGAGGGTCGGCAGCCAGCCTGAAAAATGTGGCAGGAGAGGTCTGTCT 
GCAGAGAGGGGGGCCTCCCTACAGCATAGTTGGCATTCTGGTCCTGTCCCCAGTCTCCAGGAATGCCCAGACTTCATTATCCCACAGCTGTCCC 
ATGTGTCAACCAAAGAAAGGTGAAGCTCC CACTCT AACTATTGGTAG C AC AGC CCTG AC CTAC CC AG CTAG ATATC CTAGAG AAAATCATTGC A 
ATACCTCGTGTTTGGGACCTGATACACAGTCTGGAGGAGCCAGGAATTATTTCACTTCTTTATTCTCTAACCTTCTTGATTGCTTATTTCTTCC 
TTAGG AAGAGG C GAATAAAGCAATGGG CAAG AAGACTTCAGAAGGGGTCACTAATGAAAAAGGAACAGACAGTCAAG CAATGGAAGAAGAGAAA 
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CCTGAGGGCCACGTATGACGCCACGCOVAGGAGGGAAGAGTCCCAGTGAACTCGGCCCCTCCTCAATGGGCTTTCGCCCAACTCAGGACAGAAC 
AGTGTTTAATGTAAAGTTTGTTATAGTCTATGTGATTCTGGAAGCAAATGGCAAAACCAGTAGCTTCCCAAAAACAGCCCCCCTGCTGCTGCCC 
GGAGGGTTCACTGAGGGGTGGCACGGGACCACTCCAGGTGGAACAAACAGAAATGACTGTGGTGTGGAGGGAGTGAGCCAGCAGCTTAAGTCCA 
GCTCATTTCAGTTTCTATCAACCTTCAAGTATCCAATTCAGGGTCCCTGGAGATCATCCTAACAATGTGGGGCTGTTAGGTTTTACCTTTGAAC 
TTTCATAGCACTGCAGAAACCTTTAAAAAAAAAATGCTTCATGAATTTCTCCTTTCCTACAGTTGGGTAGGGTAGGGGAAGGAGGATAAGCTTT 

ACAGCAGTGTCACAGACGTGAAAGCCAGAACCTCAGAGGCCACTTGCTTGCTGACTTAGCCTCCTCCCAAAGTCCCCCTCCTCAGCCAGCCTCC 

TTGTGAGAGTGGCTTTCTACCACACACAGCCTGTCCCTGGGGGAGTAATTCTGTCATTCCTAAAACACCCTTCAGCAATGATAATGAGCAGATG 

AGAGTTTCTGGATTAGCTTTTCCTATTTTCGATGAAGTTCTGAGATACTGAAATGTGAAAAGAGCAATCAGAATTGTGCTTTTTCTCCCCTCCT 

CTATTCCTTTTAGGGAATAATATTCAATACACAGTACTTCCTCCCAGCATTGCTACTGCTCAGCTTCTTCTTTCATTCTAATCCTTGCTATTAA 

GAATTTAAGACTTGTGCTTACAATATTTTTGACCTGGAGTGGATCTATTTACATAGTCATTTAGGATCCATGCAGCTTTTTTTGTCTTTTTAAG 

ATTATTGGCTCATAAGCATATGTATACTGGTTTATGGAACTTTATTTACACTCCTCTATCATGCAAAAAAATTTTGACTTTTTAGTACTAAGCT 

TAATTTTTAAAAACAAAATCTGTAGGGTTGACAAATAAATAGTTGCTCTTCTACACTAGGGGTtTCACCTGCAGGTTTGACACGCAGTTGCTCG 

CTTTTCCTGCCCTGTCAAGCTTCTCTGTTCTGGCGTGAGTTGTGAAAGAGTTGAAGACAGCTTCCCATGCCGGTACACAGCCAGTAGCCTAAAT 

CTCCAGTACTTGAGCTGACCATTGAACTAGGGCAAGTCTTAAATGTGTACATGTAGTTGAATTTCAGTCCTTACGGGTAAACAGATTGAGCATG 

GCTCTGTATTCCCTCAGCCTAAGAAACACTCATGGGAATGCATTTGGCAACCCAAGGAACCATTTGCTTAAACCTGGAACATCTCACCTTTTTA 

AATCCTAAAAAACACTGGCAGTTATATTTTAAATTAGTTTTTATTTTTATGATGGTTTTATCAAAAGACTTTTATTATTAGATTGGGACCCCCT 

TCAAACCTAAAAATCAAGTTATTTGCTTTTATAATACTTTTCTTCCCCATGGAACAAATGGGATCAATTTGTGAGTTTTTTCCTTTAATGATAA 

CTAAAATCCCTCTAATTTGTCATTTATGCTTTTGTCTTTTTTATGAAATATTTCTTTTAAAAGCCCCAGTCTCACCTACGAAATATGAAGAGCA 

AAAGCTGATTTTGCTTACTTGCTAAACTGTTGGGAAAGCTCTGTAGAGCATGGTTCCAGTGAGGCCAAGATTGAAATTTGATACTAAAAAGGCC 

ACCTAGCTTTTTGCAG ATAACAAACAAG AAAGCTATTCCAAGACTCAGATGATGC CAGCTGT CTC C CACGTGTGT ATTATGGTTC AC C AGGGGG 

AACTGGCAAAAGTGTGTGTGGGGAGGGGAAGGGTGTGTGAGTGGTTCTGAGCAAATAACTACAGGGTGCCCATTACCACTCAAGAAGACACTTC 

ACGTATTCTTGTATCAAATTCAATAATCTTAAACAATTTGTGTAGAAGTCCACAGACATCTTTCAACCACCTTTTAGGCTGCATATGGATTGCC 

AAGTCAGCATATGAGGAATTAAAGACATTGTTTTTTAAAAAAAAAAATCATTTAGATGCACTTTTTTGTGTGTTCTTTAAATAAATCCAAAAAA 

AATGTGACTTCCCATTGTTTTTGGTTTTGCTTAAGTGATTTTCAGGGAAAGCTATATTGGTTAAAAAACCATGGTGGGGGCCAACTTGAAGAAA 

TTAGACATCAGAGAGGTCAGGCGTAGTGGCTCATGCCTGTAATCCCAGCACTTTGGGAGGCCAAGGCAGGTGCATCACCTGAGGTCAGGAGTTT 

GAGACCAGCCTGGCCAATGTGGTAAAACCCTGTCTCTACTAAAAATACAAAAATTAGCCAGGTGTGGTGGTGCACACCTGTAATCCCAGCTACT 

CAGGAGGCTGAGGCAGGAGAATCACTTGAACCTGGGAAGTGGAAGTTGCAGTGAGCCAAGATTGTGCCACTGCACTCTGGCCTGGGTGACAGTG 

AGACTTGGTCTCAAAAAAAAAAAAAAAAAAAAAAAATCAGAAAATCGGCAATGGACAGTATCATCCTACACTTTGCTCTAA 

CCAACATTGGGGTGAAAGTGGCAGAACAATGCATCATTGCTAAAAAGAACCAAGTAATGGGAAAAATAAAAAGGTTTTGTTT'TTTCATTAGCCA 

GCGGATATTTCACCTTTTTAAGCTGATTTTAAGGTAGGCTCGACTTGCAAAATAAAATTTAATTGTGCCCTTTAATAAATATATGAAACATAAG 

CTAAGGAGATGTCACATATACTGCAAATCCTCATTTTCACACTGCAAAAGAAGGTGGCACAGTGCTGGAAGGTACTTAGTAGGACCTCTGAGGT 

CTACAGACAGGTTGATGCAGGTTCTAGGCACCCTTTATTCCCTCTGAATTCTTGGCTTCATCTCTGGATTTGAATTATATTTCTCCCTCCTCCC 

TGTTAAATTATTTGGTAATGAAATAAATTCCTAGCTAGGTGCGGTTGCTTATGCTTATAACCCCAGCACTTTGGGAGGCCGAGGTGGGCAGGTT 

GCTTGAGCCCAGGAGTTCGAGACCAGCCTGGGCAACATGGCAAGACCCTGTCTCTACAAAAAGTACAAAAATTAGACAGACATGATGGTATGCA 

CCTTTAGGCCCAGTTACAGGCTGAGGTGGGAGGATCACTTGAGCCCTGGGAGGTTGAGGCTGCAGTGAGCCATGATCATGCCACTGCACTCCAG 

CCTGGGTGACAGAGCAAGACCCTATCTCAACCATAATAAATTCCCTTTATTTGCGTGCTTTTTTTTTGTAAGAAAATAATGAXCACCCTAGGGA 

TCTTGAGGATGAGCCAGAGAAGATTCCTGGCTGTAAATGTGTGATCTCAGAAATTCAGAGGCAGCTTGCACAACCTCCAAAACGAGGACTGCCA 

GTGAAGGGCTTTGTCTATACTTACTTGGCCTTAGCAGCACACTGAACTCCACTTTTAGTATGGTACATGTGAAGCCTGTATTCTCTGGGGCTGG 

AGACTATCTCCAGTATTGGTG ACAAAACGCATTGAATTTGAGCCAGTTAGTCAAAATCCTGAAACTCAGAATT C CC CAAC CC AG CTGTGTATTT 

TTTCCATCAGCTGGCTACTTATGCATCTGAATGACAGTGACTGACGAAAGTACATAAAAGGACATTCTCTGATGGCTTGAAAAGTTTTGGTAGA 

CCTTCAGTACTTCCCTTCAGATTTTTCTCTACTACATGTCTGACATGGAGATTTCTGTGGGAGGAGAAGGCACTATCTGTAATTGCCCAGAATC 

TCCACGTGTGACCTTAATAATACAGGGCAAGAAAGAGACAGCGTTAAATACAACTCTTAAGATTTTTGACAGCATCTTGTTTGGGTAACTGCAG 

CCTATAGTTAGAAAAATTAAAGCACAGTTTATAAGGCAGGGATTCTTTGTCTTCTAAAGATGAGGGAACCTTGGAGAATCAAGAATATGGGGAG 

GACCCAGAATGGTGATGCAGCCTGCCCATGGCCGTCAGGTCACCTGATGCCCTTGCACCATTTTAAAATAGGTCTTTTTCTAGTATGATGAGTG 

ATGCTCTTGGTGTATGGAAGGAGATGTTGGTACTTCCTTAGAATTCCCACATTCGGTGGAACTGAAATGGCAGCAGAGCCATGGGCCTCATAGT 

CTACTTTGGAATAAATCTATGGTGGGAAGCTTGCCAACGTGTTAAGCAGAGGCATCTTTTTAAAATACACTTTAGGGGCCAGGGATGGTGGCTC 

ACACCTGTAATCCCAGCACTTTGAGAGGCTGAGGCAGGAGGATTGCTTGAGGCCAGGAGTTCAAGACCAGCCTGGGCAACATAGTGAGACCCCA 

TCACTACCACACACACACACACAAATTAATTAGCTACACATGGTGGTGCATGCCTATAGTCCCAGCTACTTGAGAGGCTGAGGTGAGAGGATAC 

TTGAAGCCATGAGTCGTAGGCTTCAGTGAGCTATGATCACGCCACTGCACTCCAGCCTGGGCAACAGAGTGAGACCTTGTCTCTAAAATTAGAA 

AAAAAAATGTGGCTGCTACATTGTTTCCACCTCTCAAATCTCCACAAGGTCATTGGTCCTTGCTAACCCAGAACTAAGCAGGGAAGGAATTCTG 

GGACATGTGTTTCCAACTTGGCTTAGTTGACACATTGCAAATACAACATGTGGCTAAGGCTTTCTTTTTTGTTTTTGTTTTTGAGAGGGAGTTT 

TGTTCTTGTTG CCCAGGCTGG AGTGCAGTGGCACAATCTCGGCTCACTGCAACCTCTG CCTCCAG TATTCAAGTGATT CTCCTGC CTCAGCCT C 

CTGAGTAGCTGGGATTACAGGGTCCGCCACCACACCCAGCTAATTTTTTGTATTTTTAGTAGAGATGGGGTTTCACCATGTTGGCCAGGCTGGT 

CTCGAGCTCCTGACCTCAGGTGATCAACTTGCGTCAGCCTCCCAAAATGCTGGGATTACAGGCGTGAGCCACCGGGTCCGGTCTGTATCTAAGC 

CTTTCTTGAGGTATTAAATATTTCCAGCCTGGGTCTGCTCTGGGATAATGTGTTTTCATAAGATAACTCCTTATTGTAGGCATTGTTCTTGGCT 

TAAAGTTATCTCCTTAAAGCTTCTGACTAGGGAAATAAGTGGTAAGAATAAACAGTTGATGAGTATTTGGGGATGCAATGACTAATTCTAGTTA 

CTCTAGTTCTAGTGAATGACTTGATGAGTTTGTATTGTATCTGCTCACAACCGTGTTTCCACACTAAGGACTCCTGAATTTTTTTGTCTTAAAA 

ACTTAAACCCGCTGGGTGTCCTGGCTCACACGTGTAATCCCAGCACTTTGGGAGGCCGAGGAGGGCGGATCACGAGGTCAGGAGATCAAGACCA 

TCCTGACTAACATGGTGAAACCCCATCTCTACTGAAAATATGAAAAATTCGCCAGGCTTGGTGGTGGGCGCCCATAATCCCAGCTACTCAGGAG 

GCTGAGGCAAGAGAATGACGCGAACCCAGGAGGCGGAGCTTGCAGTGAGCTGAGATCGCGCCAGTGCACTCCAGCCTGGGCGACAGAGCGAGAC 

TCTGTCTCAAAAAATAAAAATAAAAAACTTAAACCCATGTGTATCCTATTGCCCTCTGTGGCTACCAGAGTCTTCCTAACATGACACCAGCCTT 

TACCTGTAGTTAACAAAATGTGATTCCCCTTCTCCCACTGAGGGATCAGGAACACTGCCTTACTCATCACCATCCTCAGCACCCAGTCCATCAT 

CCCCAAACTAGAACATAGTAGATACTCGGTAAGCTGGCTTTGTCCCTCCTCTGAAGGCAGCCTCTTGTCTGTATCCCAGTGGCCCTTCACTCCT 

GTTACCTGAGATGTGGAGGCCAAAGCCCCATGATACTGTGGTTGTCCCTGCAGCCTGATTTTGTGTCTTGAATTCTTTTCCAAGTGGTGAACCA 

GCAGCAACTTGAATTTTGGGAGCCCATAACTGTAAAATGGGTCCATCGTCTTCAGGCTACATTGATCTTATATCTATTTTTAGTCACAATTGAT 

AACT C AG AGTTC ACC AAATACGAAGATC AAATATAAAAT ATTTTCCTTAAAAGTATTCTAAG ACCACCCCG CCCAGTCTG GTGCCCTGGTCAG C 

CAGCCCCCAAACATTTACGGCCCATCTGTTGTGAACTGGGTACTGTTCCACTGAGGTGAAGGATGGGGCCCCCTGGGCTGAGCGACTCGCAGAC 

AAGTGAAAAATGAGGCATGCAGATGGCTGCATCATCACAGAGCATCTGCCATCTGCTACTGACATCTACAAAATAGGGAACAGCAGGAAACTCA 

AGCCTGCCTCTCCAGCTCTCCCCACTCATTCAGAGCCACACTGGAGACCGAGTCAAGCCAGGGCCCACCCCACTGCTGACATCCAGCCCAGTGC 

TACTGGGCAAGCCCTTCCTCAGCACTGCCCCCAGCTGGCCACTGTTCCACCCCTGTGCTTCTCTCCAAGCATCCGGGCTGCAAAAAGTGCCCAG 

CCCTACCCTGAGCTATACCAGCCCTCTTGCCCTGGGCCCAGCCAGGATGGTTTCTCCTGGTGGCAGGATGTTAATCTCTTTGGCACACCAGGCA 
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GAAGTCTAGGAGCAGAGAGCTATGTCCTTAGGTCTGTTTTTCAGTTACCTGCCTACTGGAATACAGCTGCAAGAAAACTGTGTCCTTTATTTAC 
GAGACAACTGTACAGATACACCATGCCTAAGTTTGCTTACTGCATGGTCACTAGGATGTACTGAGTTTCAAGGAAATATGTTTTTGCTACATTT 
TAATTAGCACTACCCCCCTTAGGTGAAATTTGGGCCAGGTGCAGTGGCTCACACCTGTCATCGTAGCACTTTGGGAGGCCAAGGCAGGAGGATC 
ACTTGAAGCCAGGAGTTTGAGACCAGCCTAGGAAACAAAGCAAGACCCTGTCTCTACGAAAAAATTTTAAAATCAGCCGGGCGTGATGGCGCAT 
GCCTGTAGTCCCTGCTACTCAGATGGATGAGGTGGGACGACTGCTTGAGCTCAGGAGGTCGAAGCTGCAGTGAGCTGTGATCATGCCACTGCAC 
TCCAGCCTGGGTGACAGAGTGAGACCCTGTCTCAAAATAAATAAATAAATAGGCTGGGCTCGGTGGCTCTCACCTGTAATCCCAACACTTTGGG 
AGGCCGATGGGGGCGGATCATGAGGTCAGGAGATTGAGACCATGCTGGCTAACACGGTGAAACCCCGTCTCTACTAAAAATACAAAAAATTAGC 
CGGGCGTGGTGGTGGCTGCCTGTAGTCCCAGACACTCGGGAGGCTGAGGCAGGAGAATGGCATGAACCTGGGAGGCAGAACTTGCAGTGAGCTG 
AGATTGTGCCATTGCAGTCCAGCCTGGGCGATAGAGTGAGACTCCGTCTCAAAAAATAATAATAACTAAGTAAATAAACTTCCTGACTGTTCTG 
GGAACCCTCACCCCTTTGTCACCAACACACTTTCCCTGCAGAGAAAGCTACACTGCTTGAGTGAGTTGGTAAATGCTCCTCTCTCTCTCCACTC 
TGTCTCTCGCAAGGGCACGCAAGGCTTTCTATATGGGCTTCTAAGCTTTCTCTGAACCCAGCTGTCTGGTTGACAAGGAGCAGATTGTAATAAG 
ACAATACAGTGAGGTTTGCACCCTTGTACCCTTCAGCCGTTACCAAATGTGACAGTAGGTAAGTAAACCAAGCCACCTTCAGGCTGCAAGTCGG 
GGCCTCAGAACCAAGTTATAACCTGAGATAACCCCAGTTGGCTGGATGATTGCCGAGACCAGACTTCCTACAGAGAGTGCTGCCCACTTCTGCG 
GTGATAACTGCAAAACAGGGCCCCTCATAATGTCCTCATCAGGACCTCCTCAATCTGAGGAACACAGAGGCCTCCAATGTTTGGCAAGAGCACT 
GGTTTGGGTCCAGCTCTGTGTTGGGATCTCTTGTTTCCTCACCTGTGAAATAACAATGGCTAATATTTATACAACTGTTTTAATTATAGTAGAA 
AACACATACCATGAAATTTATCATCTTAACAATTTTTCAGGTTTTTTTTTTCTTTTTTGAGACAGAGTCTCTCGTTCTGTTGCCCAGGCTGGAG 
TGCAGTGGCACAATCTTGGCTCACTGCAACCTCCACCTCCCGGGTTCAAGTAATTCTTGTTCCTCAGCCTCCCAAGTAACTGGGCATGGGCCAT 
CATGCCCGGCTTTTTTGTATTTTTAGTAGAGACGGGGTTTCACCATGTTGGCCAGGCTAGTGTTAAATACAGTAAGAAGTTCTTCTTCAAAGGT 
TTAGCTTGTTTAAGTTTCCTTGTCCTCTGTTCCCTCCTTTCAAGGCCAGACTTCCTTACTCTCTGTGTCCCCCTGCCCTGGTAAACAACCTTCC 
CACCAGTCCTTATCTATACAGCCCACATTCCACATCTGCTACCCACTCTGTGAATTACCCCTCCCGTCACAACGACCCTGCCCGCAGAAACTGT 
TCCTCCCACCCCCCACCAGTGTAACCGCATTCTTGCACTTTTCAAGTTAGCCAACCGGGTTCAGCTTGGATTGGTCCAGCTCCAGCCAATGGAG 
ACAGGACACAGTAGCGGGCACAAGCTGTGTTAGGAATAAAAACCCCTTCCCTCCTTTGTTTGGGGTGCTCTCGTGGCGACCAGACCTACAAGAA 
GCACCCTTCTGCAGAAGCAAATTTGCCTTGCTGAGAGATCCTTTGTCTCAGTGCTGGTTCTTCTTTGCAGCACTGAGCATTTGTTTCCAACAAA 
TTTGGTGGCCCATATGGGGAGCTCATTCTCCTCCGGGAAAGGGTCTCTGATCACTTCTCATGAGGAGACGCATCCCGCTAACTCATTGCAGTGG 
CCTCAAGGGTAAAGAATCGGGACGCACCCAGTGCAACCAATAAACCCAGACTGTTAGCAACACAGGAAGAAAAGGCCTACAGTTACTGTGGTGA 
GCAGGTAACGCTATGCACAGACCAAGGTAAGAAAAACTGTGGGGGCGGTGAAGTACTTCCTTGGTGGTAGGGACAGTTTGGAGGTTAAAAGTGT 
GTAAATAAGATGCACAATTAAGTGCAAAGCGAGTGTGGAGTAAAGTAAAGGAGTGCAAGAAATCTCCAGTGGGGGAGCTGAGCCTCCAGGGAAA 
GGGAGCAAAAAAAAAACAATCTCTAGTAAAAGAGGTTGAGCCAGGAGGCCGAGGCGGGTGAATCACGAGGTCAGGAGATCGAGACCGTCCTGGC 
TAACACAGCGAAACCCCATCTCTACTAAAAATACAAAAAAAAAAAAAAAATTAGCCGGGCGTGATGGCGGGCGCCTGTAGTCCCAGCTACTCGG 
GAGGCTGACGCCAGGGAATGGCGTGAACCTGGGAGGTGGAGGTTGCAGTGAGCCAAGATCGTGCCACTGCACTCCAGCCTGGGTGACAAAGCGA 
GACTCTGTGTCAAAAAAAAAAAAAAAAAAAGAGGTTGAGCCCCACACACACTCAGGTTGAGCCTTCAGGGAAAAGGGTGCAAGAAATCTCTAAT 
AGG AG AGACTGAGCCC CC ATT AACTT CCAGGATGGGAAAT ACCC CTAGTAAAACAAGAACTACAAAGGAC C AAACATAAG AAAAAGC AACAGAT 
GATAAAATATTGTTGTTTTTTTTGAACCAAAGAAACTATTCTTAAACCTTTAGTTTTCTGGGCAAGTTTTGGGTCAAATAAGGATTAGATTTGT 
CAACTTTTAATAAAGTATGTAAATAACAAAAGTCCTGTCTCCCAGGAAGAAATAGACTATGCCCTGCACTGGCGGCAGGGGCCTGTCCTCTACC 
CCCTAAAAACTGCAGGAAAAAAAGCCAGAAAATACCTCCCCTAAAGAAAGTAAAATCCCTAACCCCAAACAGTCCACTAGCACATGGGATTCAA 
AATTTCCCTTTCCCCTCCTCCTCAAAAAAGTCTACCCCAACCCTTTTTGCCTTAAGGGAAGTGCCTGTAGGAGGAGGGGAAATTGGCTTTGTAA 
ATGCCCCTTAACTAGTTCAGAGGTCAGAAACCTAAGGAAGAAACTTAAACCACTATTAGATGATCTTTTTAGGGTTGTGGATCAAATTAACCGA 
TTTTTAGGACCACAAGTATACACTTGGGCTGAGCTAATGTCCATCTTAAGTATTCTCTTTTCGGGAGAGGAAAGAACGATGATCCGCAGGGGTG 
CTATGATAGTGTGAGAGCGCAAACACCTTCCCAGTCAAAATATCCCTGCAGCAGAACAAAAATCGCCGGCCCAAAACCGCCAATGGGATAATAA 
CAATGCAGCCCACCAAGAAAACATGAAAGGCCTTAGGAAAATGATAGTTAAAGGGATTCGGGAATCAGTGCCTCAAACCCAAAATATTTCCCGA 
GCATTTAATATGCAGCAAGGAAAAAACAAAGGGCCCACGGAGTTTTTAAACAGACTCAAGGAACAGGTAAGAAAATATACAGGCTTAAACATAA 
AGGATCCCCTTGGACAGGGGATGTTAAAGCTCCATTTTGTTACTAGTAGCCAAATATCACAAAGAAATTACAAAAACAGAGAACTGGAAAGATC 
AGC CTATAG AGGGAATGG AGGG AGT CAGGG AGAG AGAGAAAG AG AGG CAAAGAG AGAAGATGGAGAGG CAAGGAG AG ACAG A 

HUMAN SEQUENCE - mRNA 

GGGCCGGCTCGCGGGCGCTGCCAGTCTCGGGCGGCGGTGTCCGGCGCGCGGGCGGCCTGCTGGGCGGGCTGAAGGGTTAGCGGAGCACGGGCAA 
GGCGGAGAGTGACGGAGTCGGCGAGCCCCCGCGGCGACAGGTTCTCTACTTAAAAGACAATGACTACTGATGAAGGTGCCAAGAACAATGAAGA 
AAGCCCCACAGCCACTGTTGCTGAGCAGGGAGAGGATATTACCTCCAAAAAAGACAGGGGAGTATTAAAGATTGTCAAAAGAGTGGGGAATGGT 
GAGGAAACGCCGATGATTGGAGACAAAGTTTATGTCCATTACAAAGGAAAATTGTCAAATGGAAAGAAGTTTGATTCCAGTCATGATAGAAATG 
AACCATTTGTCTTTAGTCTTGGCAAAGGCCAAGTCATCAAGGCATGGGACATTGGGGTGGCTACCATGAAGAAAGGAGAGATATGCCATTTACT 
GTGCAAACCAGAATATGCATATGGCTCGGCTGGCAGTCTCCCTAAAATTCCCTCGAATGCAACTCTCTTTTTTGAGATTGAGCTCCTTGATTTC 
AAAGGAGAGGATTTATTTGAAGATGGAGGCATTATCCGGAGAACCAAACGGAAAGGAGAGGGATATTCAAATCCAAACGAAGGAGCAACAGTAG 
AAATCCACCTGGAAGGCCGCTGTGGTGGAAGGATGTTTGACTGCAGAGATGTGGCATTCACTGTGGGCGAAGGAGAAGACCACGACATTGCAAT 
TGGAATTGACAAAGCTCTGGAGAAAATGCAGCGGGAAGAACAATGTATTTTATATCTTGGACCAAGATATGGTTTTGGAGAGGCAGGGAAGCCT 
AAATTTGGCATTGAACCTAATGCTGAGCTTATATATGAAGTTACACTTAAGAGCTTCGAAAAGGCCAAAGAATCCTGGGAGATGGATACCAAAG 
AAAAATTGGAGCAGGCTGCCATTGTCAAAGAGAAGGGAACCGTATACTTCAAGGGAGGCAAATACATGCAGGCGGTGATTCAGTATGGGAAGAT 
AGTGTCCTGGTTAGAGATGGAATATGGTTTATCAGAAAAGGAATCGAAAGCTTCTGAATCATTTCTCCTTGCTGCCTTTCTGAACCTGGCCATG 
TGCTACCTGAAGCTTAGAGAATAC AC CAAAGCTGTTGAATG CTGTGACAAGGC C CTTGG ACTGGACAGTGC CAATG AGAAAGGCTTGT ATAGGA 
GGGGTGAAGCCCAGCTGCTCATGAACGAGTTTGAGTCAGCCAAGGGTGACTTTGAGAAAGTGCTGGAAGTAAACCCCCAGAATAAGGCTGCAAG 
ACTGCAGATCTCCATGTGCCAGAAAAAGGCCAAGGAGCACAACGAGCGGGACCGCAGGATATACGCCAACATGTTGAAGAAGTTTGCAGAGCAG 
GATGCCAAGGAAGAGGCCAATAAAGCAATGGGCAAGAAGACTTCAGAAGGGGTCACTAATGAAAAAGGAACAGACAGTCAAGCAATGGAAGAAG 
AGAAACCTGAGGGCCACGTATGACGCCACGCCAAGGAGGGAAGAGTCCCAGTGAACTCGGCCCCTCCTCAATGGGCTTTCCCCCAACTCAGGAC 
AGAACAGTGTTTAATGTAAAGTTTGTTATAGTCTATGTGATTCTGGAAGCAAATGGCAAAACCAGTAGCTTCCCAAAAACAGCCCCCCTGCTGC 
TG 

HUMAN SEQUENCE - CODING 

ATGACTACTGATGAAGGTGCCAAGAACAATGAAGAAAGCCCCACAGCCACTGTTGCTGAGCAGGGAGAGGATATTACCTCCAAAAAAGACAGGG 
GAGTATTAAAGATTGTCAAAAGAGTGGGGAATGGTGAGGAAACGCCGATGATTGGAGACAAAGTTTATGTCCATTACAAAGGAAAATTGTCAAA 
TGG AAAG AAGTTTGATT C CAGT CATGATAG AAATG AACC ATTTGT CTTT AGTCTTGGCAAAGGCCAAGT CATC AAGG C ATGGGACATTGGGGTG 
GCTACCATGAAGAAAGGAGAGATATGCCATTTACTGTGCAAACCAGAATATGCATATGGCTCGGCTGGCAGTCTCCCTAAAATTCCCTCGAATG 
CAACTCTCTTTTTTGAGATTGAGCTCCTTGATTTCAAAGGAGAGGATTTATTTGAAGATGGAGGCATTATCCGGAGAACCAAACGGAAAGGAGA 
GGGATATTCAAATCCAAACGAAGGAGCAACAGTAGAAATCCACCTGGAAGGCCGCTGTGGTGGAAGGATGTTTGACTGCAGAGATGTGGCATTC 
ACTGTGGGCGAAGGAGAAGACCACGACATTCCAATTGGAATTGACAAAGCTCTGGAGAAAATGCAGCGGGAAGAACAATGTATTTTATATCTTG 
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GACCAAGATATGGTTTTGGAGAGGCAGGGAAGCCTAAATTTGGCATTGAACCTAATGCTGAGCTTATATATGAAGTTACACTTAAGAGCTTCGA 
AAAGG C C AAAG AATC CTGGG AGATGGATAC CAAAGAAAAATTGG AGC AGGCTG CCATTGTC AAAG AG AAGGGAACCGTATACTTCAAGGGAGGC 
AAATACATGCAGGCGGTGATTCAGTATGGGAAGATAGTGTCCTGGTTAGAGATGGAATATGGTTTATCAGAAAAGGAATCGAAAGCTTCTGAAT 
CATTTCTCCTTGCTGCCTTTCTGAACCTGGCCATGTGCTACCTGAAGCTTAGAGAATACACCAAAGCTGTTGAATGCTGTGACAAGGCCCTTGG 
ACTGGACAGTGCCAATGAGAAAGGCTTGTATAGGAGGGGTGAAGCCCAGCTGCTCATGAACGAGTTTGAGTCAGCCAAGGGTGACTTTGAGAAA 
GTGCTGGAAGTAAACCCCCAGAATAAGGCTGCAAGACTGCAGATCTCCATGTGCCAGAAAAAGGCCAAGGAGCACAACGAGCGGGACCGCAGGA 
TATACGCCAACATGTTCAAGAAGTTTGCAGAGCAGGATGCCAAGGAAGAGGCCAATAAAGCAATGGGCAAGAAGACTTCAGAAGGGGTCACTAA 
TGAAAAAGGAACAGACAGTCAAGCAATGGAAGAAGAGAAACCTGAGGGCCACGTATGA 
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TABLE 15 



MOUSE NOMENCLATURE 
ICSGNM Rel 
Celera mCG8770 

HUMAN NOMENCLATURE 
HGNC REL 
Celera hCG15154 

MOUSE SEQUENCE - GENOMIC 

GTCCAAAAAAAGACTCCTTTTTCATATTAATAAACCATAGACAATAACAACAGTTATTAAACTATCAGGTAAGAATTGTATTCATAATTGTTCT 
GGTTT AAGC ATTC AAG AG ATAGATGG AAAGGTGGAAGC ACTAG AAGACTCGATGGTC ATGCATTACAAG C AGCAG C C CAATGGGCTGGAGCGC C 
AGAAGAAGACATTTGAGCCACAGTCTCTAGAAACTGTTCTCAGGATGAACTTAGAAAAGCTTTGAGCACAAGCAGTGCTGACTGAGGTGTATAT 
ACCAAAGTGTCATACGCTATTTGACAGAAGGAAGGTCTTCTGTACTAAATAAAACAGGAGAGAAGAGACCATGCTCCACTGCCTTATGCCCATT 
CAGGTCTAACCACTTTAACTGGAATGGCATATCCATGATCCCGCTAGAAAGCAGACACTAATGCTGGGACATAATCTCTCTCCATACTTAGAAC 
AATGTTTAGCATGAAGTGTGTACTGAATCATGAATTGATTCAACAAACATTTATAGCTTGACTTTTATTTATATATTCATAATCCCATGACAAC 
TTACAGAATTAATATGACTATGACAAACATGTATTCATTTTATTCAGTAAATCTAGAGATATAAAAGTACACTTTTATCAATTGTACTATTAGT 
TCAAGCAAGCACCAAATAACACTGAAGGTGTACCTAAACACAACATGGGTATTCCCCATACCTAAGAGGAGGCAGGAGGATTGAGACTTTGAGG 
T CAG CCTGAGATATACAATGAGACATTGG CTC AAATAAATAAATAAAT ACATAAATAAATATATTTACTATGAAAATGAAAATACTACCTGGA^ 
TATGAAAAAATAAAATTCAGTGTTAGATAAAAGTTATACTTGTCTTCAAGTTACATTAGATATCTAAATATAGGTCTTTCTTTTTTAGTCAATA 
ATTTACAAAGCCCAGATTCCAGTTCATATTTTTCCATTCTCCCAATCTTCTAACTCCATGGTCATTCAGAATCTTTAACCTGAGAGGATATGGC 
AGTCTCAGAATGTTCCCAGTTTCCTAGAACAGCTGCTTTCCACCCAGTCCTATTTCTGAGCTCAGTATAAAATCCCTGTAGCACAATGGCAAAA 
TGCAAAACAAAAAAATATGTGCATCCTACATCCGCCATTTAGCGAGACACCCCCTTGCTTGATGCTTCCTCACTACTGAGGTTGTCAGGAAGTG 

TCTTGGGCTATTTTTATTCTTCTTAAATATATATAAAATTAGCCGGGCAGTGGTGGAGCACAAAGTTAATTCCAGCACTCAGGAGGCAGAGGCA 
GGCAGATCAGAGTTCAAGGCCAGCCTGGTCTACAGAATGCGTTCTGGGACAGCCAAGGTTACACAGAGAAACCCTGACTGGATAAACAAATGTA 
TATATAATTCATTTTCCACGCCTGTGTCCAACCTAATATCCTCATAACTGTCTAAAACTTTAAAATGCAGTTTTAACAGACTTCTAATCTAAGA 
AGACCCTCAGATAGCACCTGAGGCTTGCACCTCCCACTCTGTAACCAACAGACCAGATACAGATGAAGTACCTAAGGGTGTTCCGTGTCCTCAC 
TTGTGAGATATGAGCTGGAATGAGTGGAGTCAGGAGTTCAGGTATGGCGGCACATCCTGCCCCACAAGTTCAACATTGGTTTGGGCCATAATGA 
GTTCAAAGGTTAGTTACAGCAAGTCTCTGTCCAGGGAGGTCTGACAGATGGATCCCACGTGACCTCAGATGTCATTCCTGTTACAGAAATGAAG 
TCACCCTGTGTCACACTTACAAGCGCTGCTATATGCACAAAACTGGCTTCGTCCTCTAGGCCTTACCTAGGATAAGCGTACAGACCGAAAGCCA 
GAAGTTTCTGGATGGTTTACGACCTGCCTTTAGGAGTTCTCATGTACTCAAATTTAGTTTCTCTGGGACTTCACTAACCCAATGTTTCAGTTCC 
TTTTAGCCTAGCTGAGTGGGGCCGCTTTCTCAAAGCTGTTTCTCACCTTGGGGACTGTCCCTCTTTCCTGCAGCTGACTTTACAAAGGGTGTGC 
ACGCCCTCCTTGTTGGACAGGAGAGGTTACAGACAAAGCTGATGGCAGGGTTCAGGTGATGCCACTGTCTGAATTATCACTAATTTTTGAAGTA 
GTCATACATATTTCTTGCTGTACCCAGAGCATCTCAGACTTGCACTTGTATCCAGTTCCTACCCCCAGTTCTCTAAATCCATTCAGTCAGGAAG 
GTGGACAGCTTCTCCTCGATCCTTTCCTGAATATTTTCATTCCGTTTAAGTTTGACTTCATATGCTGGCTGGCCGAGGCTTATTTGCTTCACCA 
CAGTGACTTCTACATCAAGTGTTTCTGCTTCCCACCTGGTTTTCCTCAGACGCAGCCTCTGTTACAGCGCTCCCTGGTTTAAGAGCTTGTCACA 
TTTCTCTCTGGATACAACCTGTACAGTGGATCTCAGTCCCATATAACCGAAGGTATGGGTTGGGCCAACATAAATTTGGCAACAGTCAAAAGTT 
TCTGAACTTTTAGAATCTTCTGAACTACATGAAATTAATTCAAATTAAACCTCATAAAGACTCTGCTATGTTTCCGAGGAACTCACCAGCTTTG 
GATCACAGGAACTCCCTGCAGCCTTGTGTCTGGAACACACATGTGCTAGCCACAAACACATGCCATCACACAACGCCAGGCCAGTATCTGCAGC 
CGAAACGGTTCGTACTTTACCTGTGCTTTGATTGTGTGGATGAGTTTTCTGTCCTTATAGAACATTATAGCACCTAATAGCATTCCTCAGCATT 
TATGCATATAGTTAGTCTGTCTGTCTTTCTTTCTTTCTTTCTTTCTTTCTTTCTTTCTTTCTTTCTTTCTTCTTCCTTCCTTCCTTCCTTCCTT 
CCTTCCTTCCTTCCTTCCCTGCTCCTCCTCCTCCTCCTCCTCCTCCTCCTCCTTCTTCTTCATCTTCTTCTTCTTCTTTTTTAATATTTGAGCT 
GCT AATTTGAGTTTCATTT AAAG ATC ATT AAAGTAATTTTGATCTTGTTT AGG AT C AG AATTTCTAAC AATTT CTAAAACAG AC CCACACACGC 
TTCTGGTATTTTGCATCACATATTTATAAGGCAGCATTTTCAGCATTCAGTGTTCTGCCTGCATGCATGCCTTCAGGCCAGAAGAGGGCATCAA 
ATCCCATTGCAGAGGGTTGCGAGCCACCATGTGGTTGCTGGGAATTGAACTCAGGACCTCTGGAAGAGCAGTCAGTACTCTTAACCACTGAGCC 
ATCTCTCCAGCCCAAGAATTATTCTAAAATAATTTCTAAAATAGTTTCTCTGAGATTTGCTATTAATAAATGGTTTGTAAACCTCTTTGTGTGT 
GTGTAC AC ACAT ACAT ATAT ATACAT ATGTATATATAT AATAAAAATATAATAAATAC ATTACTC AAAAAAAG AG CAC CTCC CT CGTG AAACAA 
AATACTCCATTGTCAATAGATTTTTTCCCTATTTCCTTTTTTTCCTAATCTAATATATACCCATATTAGTCAATATTAGCTACTTTACCAAACA 
TAGTAGTTCAATAAAGGGGAGTTTTAAAAAATCTCTACCTTTTTTTTTTAACTGTCTGCTCTACACAATCACTCGGGCTCCTTCTGTCTCTTTT 
CTCAGCCATCTCTAGAAGCCTGCTCAGCAAAGGGGATGGAATTACAATATAGGATCAACAGCTTGTAGTAGGATCGACAGGTTAGCTTAACATA 
AAACAAAAGTGCTTTCTACAAGCCTCTGGCTGAGGGCAGGTGAAACATATCTCTGATGAAGAAACGCTGAATGCTTACGTGGCCATGCAGAGAC 
CATGATGGTGAAGGCAGCTCTCCCAGAGGGAGGCTTAGTTGTTGACCCTGTGACCTCTCCAGATATGGGAAACTCAACTGCATAGCTGTTACAG 
TGAGGAACTGTATTCAAACTCTCCTCTGTTAAATAAAATTAAAAGAAAAGGAAAAGGTGAGAGACCAAGTGCAGCAGAGCAACTAAGTTACAAG 
TAGACATTTTGGTGAGAAGAGGTATTAAGATGAGGTCTCACTATATAGCCCAGGCTGGCCTCAAATTCACTGTGGAACCCCATCTGACTTCACC 
TTATGGCAGTCCTGCCTTAGCCTCTCAAGCAACAACATCTCTGGCTAGCTGCCATCAAACCGAAGAGGTGGAATTATAACCAAGTTTCAGAATA 
AACTCCAGTATAGACCTTCATAGGCTCAGAACTGTAGTGTTAACTCCTGAAAACAAATGAGTGTGTGTGTGTGGGGGGGGGGGTCACAGCTAGG 
ACAAGGTGATTATTTACAATACTGACATTTCCAATCCATAGACATGGCATGTCTCTAGAAAGGAGTATTCTGGGCAGAGGGAGAAGAACGAAAG 
CAGATAAATAAGAAACCATCTTGTTTATACATCTCAGGGTCTATAGAGCAGTTCAAAATGTATAAAATATAAGATATAGATTGTAAGAAATGAG 
GCATGGCCTCCTGGAAGCAGCCAGACTATGGAAGAGTTTGGAAGCCATGTATTTGAACCCAAGGACGGTTTTAAATTGCAAATTTGGTGTGGCT 
TGATGTGTATCCCCACAGGTAACTGGGGCAGCAATATATTCGAATATATTTTTAAAGGGGACAGAATTAAAAAACACTTAGAACACTCCAGTAG 
TTTAG AAGAAAC CT AAC AAAGATGTCC CAATGATGATGGCAGTCAAAAT AAAG AAGAGGC ATAG CTGTTGG CATAACTC AGTGG CAGCCTTAGC 
ATGCTTATGGTC CATATGTG CC CTAGGATAGCTATGGGGC AACC C AAC ACAAAAC C ATG AAC ACTTAAAAC AG CATG AG C AGATTGTTTTTGC A 

C AAG CCTT AAATTTAAC C C CTAG CAACAG AAG AAG AAG AAGG ATTC ATCACAATAG ACTATATGGTG AATGGATACTGTAAGGTAGG CTGAGGT 
GATAGGAGGGCCAGTCATGGCTCTCAGTCTGCAGAGATATCTCAGCAAGTAAAGTGCTTGCTGAACAAGCATGAGGAGCAGAGTTTGGACCCTC 
AAGAGAAGCC AGATG C AAGT CTGTAATT CCAG AGTG CCTTACTTC AG CTAGAGTAAAGGGTACAGAG CC AAAACAAAG AGG C CATCTTCC ATCC 
CACACTTACACAGGTGGTTCTCAACATGTAGATTGTAACTCCTGAGGGTGGGGGTGGGAGGTCGGGGGTCAAATGCTCCTTTTACAGAGGTCAC 
ATATCAGATATACTGTACATCAGATATACTGTACCATGATTCATAACTAGCAAATTACAATTATGAAGTAGTAATGAAAATAATTTTATAGTTG 
GGGTCACCACAACCTGAGAAACTGTATTAAGTGTCACAGCATTAGGAAGGTTGAGAACCACTGCTTTAATAAAGTCTTTTAGAAACAAGTGAGT 
AGTCAATGCTCTTTAGCAAAGGCAACGCCTACATTCCTTCCTTGGTACAGCAGAGGTATCCTGTTCTAGCACCATCTGCACACTAAAGCTCCAC 
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CCTGGTACCATTCACTTCCTTTACTACCTAGTCCTGACTTTACCCTGCACGATGAATGGCCTGGGAACCCAACTGGCATGCCAGAGACTGAAGT 

GCTCACTGATAGTTGTGTTTGTTTGCTCCTTCTGCATTTTCAGTCTTACTCTGTAGCCCACATTGGCCTGAAACTTGTAACAATCCTGTTCCAG 

TCTCCTAAGTGGTAGGATTATAGCTATGAGCCAATAAGCTTGCTTCTCATTTTCCTTTAGCAATTTCTGTTTCCCAATCTCTTTGGAGGCTAAG 

GCAGTATATGCTGTCCTGGTGTGCAGTAATAGTAAGGCAGACTGTGCCTGGCGCACATTCATCTTTCACTTGTCCTCCTTTTCCCTCCCTTGGT 

AAGGCAGCCTTAAAGGTGTTAGACATTTGTTATAGGCACGTGTGGCAGAAACATGGACAGACATATTTGTCTTTCTATAATCTCAGAATGTACT 

GAGTAAAAATAAATCCACAACCTACATCAGTTTTGTTGGCTAGAGTTTCCCAAATCTCCAGCAGACAGTTGGGAATCAGTTCTTTTAACTGTAA 

TTATTAGCATTAATTCTCAGACCCACAGTATATACATGTTGTGTGTATATATGCACATATGTAACAGGATAAATGATGTCTAAGAGAGGCTACA 

GAATTCTGAGGCTTTCCTGAAGTCAAAGAAAGAAAGCAGATACAAGCAACAGGAAGAGTCTGCATGCATTGGACTAGAAGTCTTACAAACTGCA 

GGCATGGACCGGTTCACATCAAATACCAGTCCAAGTGACAGGACATTTCCAGGGTCAGTTTGATGTGAGCCAAGTGTCACCTGCCGGAGTCTCT 

TTGCTTATGCTGGAGACTGAGGCAAGGGCAAAAGGAGTGCTTGATATAACAATTATGCTATATGAGGCTTATGATAGGTAGCGGGGACAATTGT 

CATACCTGTCATGTTTTGGTCTTGGGGCACTACTTCTTTTCTAGTCCCAGGTCAGGGGATGGATTACATGTAACATGTCAGTTCATGTGTGCTG 

TGCTTCTGATTACCATTTGATATATTTAGCTCTTGGTTTATGTTTCACACTGTGCTGGCAGATAATGATTGTTTGCTTGTGGAAGCAAGATATA 

GACTCATTCTTTCTTGGCACTCATACTCAAAACAGAGTAACTCTGGTCATGGTTGTTGCTTTGTAAAATGGAATAACTCAAGGCAAGTATGGTG 

GTTTGAATGAGAACACTCCCATGGGCTCATATAGTTTAACTTGGTCTAAAGTAGGTGGAACTATTTGGGAAGGATTAGGAGGTGTGTCACTGTG 

GGTAGGCTCTGATGTTTCAAAAGCCATTCCCTGTCAGCTTTCTGACTXGTGGTTGTTGTCTCAAGATGTAAGCTCCCAGCTAGTGCTCCAGTGC 

TCTGGCTTTCATGCTCCCCACCAAGATGGCCATGAACTAACCCTCTGAAACCATGAGCCCTCAAATTAAATGCGTTCTTTTACAAATTGCCTTG 

GTCATTCCTTTGTTTTATGACTGTAATAGAAAAGTTACTGAGGTCACTAGGCATAGCCTAAAAGGTGATATTCCACATCATAGACCTGGTCAGA 

GCAGTCCCAGCCCATTCTCTCAGCATTAGTATGCAGTATGCAAGGTGCCTGGATCACCCCTGAAAGGGAGCCAGAGGTTGTTACTGATAGCCCG 

CGCACACTATAAGTCCACACCCTGCATCAGCTAATACTCCATTTCTGTTTTCTTTGACACTCTTCTAAAAGTTTATACCTACCACATCCATCAT 

TCTCTCCTCAACCTGCTTCAATTTGGCTTTTATAATGATCCTT.TTAAAGGCACACTTCTCAAGTCACAAATGTCCTCCATTCTTTATCTATTTC 

ATAGACAGGGTCTCCCAAAATAGCCTAGGCTATTCTTGAACTTCAGAATGTCTGGCATGAGGCTGCCTAGTCCTGGGATTACTGGAAAGAGCTA 

TGCCACCCAATTTAATGACCTCCATTTTGCCATACTCATTTAGAGTTCATTCAGAAAAGAATCCTCAACTGTTTCACTTCTAGCAGCTGGCCCT 

GCCATCAAACATGCCTGTCACCATGTCTTCTGTACAAACACTTGTCTAAATCACCTTTCTAAAATTTGCATCATGGCAACAGTGCCCCACCCTC 

ACCCCTAGGTAGCATATACTAACAGTGTACCATACCAGCCAGGGTAAGTCTTCAAATGTAGTGCATCAACTGCATGACTAAAGTTTCCAGTAGC 

AACCACTGACTCAGCTCAAACATGGCCTCTACAGAATGTCCTTCTAGAGAGCCCAGTTGGTTTCTACTACCCCCACTACCTTATTTTCTTTATA 

GAAATGCAGTGACATCAAGACTTATGCATGCTTGTGTTTTGAGACAGACTCCCTCATAGCTCAGGCTGGCTTTATAAACTCATTATATAGTGGA 

GGATGACCTAGAACCCCTGCTGGTCCTACCTCCACCTCCCAAATGCTGGGATTACAGACATGCCACGCAGTACTAAAATTACCACGTGTTAGTC 

T CTGTAAAC CCC AATG ACAAGC AG CCTTATC AGGTGTACAGTGAC AC CTT CC CCTAGCACAAGGTCTAAAAATATCCATGAG AATTTCAACCTC 

CTATTTACTTTTTCTTTGAATAAAGACAGTAAGTAGAAACTATGTCATTCAGATATGGTTGAGTTAAAAGCTGAAGTATGCCTGCATTCATGTG 

TGTGTGTGTATTGGTGTGTTCAGTGTTTTGTGGCTCATCCTATCTTCAAAGTTATGATTCTGTGGTCTTGACCTCTGGAGCGCTGAACATAGTT 

CACCCTGCTAATTGTTTTATTTTATTTTATATCTTTGTGACTTGTTTATGATTGTGTTTAACTAAAAACACAACTGCTATTTATACTCTTTGAG 

AAGACAATTTGGAACTAGCAGATTTTAATTATTTCCTTCACTTTGGGGGAGTTGTATAACAGGATGAATTTTTTATGACAGGATAGTATATATT 

TTAATTATCCAACCCCCCCCCCCCACACACACACACACACTTTGGCGTTCTTTGAAGCGCATGTAGAGGTAAGAGGACAACTTTTGGAAGTTGA 

TTCTGTCCTTCCATGGATCAAACTCAATTTGTCAGGCTTGGTAGCAAGCGCAATTATTCTCTAAGCTATCTTGTTGGCCATGCAAGATGATATT 

CTCTATTTCCCCTCCATTACTTGTTTTAGTCAGTAAATGACTGGAGAACGTAAGAGGTGGAGCCAGATAACCCTGAGTTATTTCTGTTGTTGAG 

ACAGTCCACCTACCTCAGCCTCCCGCGTGCTGGGAGTGCAGTGCGCTAAACGGGGCTGGATAATCTTAAGCTTAAATCGTGCAATTCCTTTCTA 

GAACTCTAAAGTATGGACAAGCTACTCAGCTTCTCCAAACCCCAATCAACCCTAATACTCGTGTATACAATGACATGCTAATACATCATAGACT 

AAGAGAACAGGTGCGTATTAGCAACTGAAGGCAAACAAGATTCCGCCTGACCTGTCAAAGCACCAAAGTTCGGTCCAGGCCTCAGGCCGTGGGT 

ATCTCGGCCAATCTCTGGACGTCGTGTACATTTATACAGAATGGGGTTAGCGGCCTCGCAGTGCAGCTGAAAAACTTTGGTAGGTAAAAGACGT 

AATGTAGATATAGAGGGAAAATAAGGCTGCGGGGGTCCCCGTATGCAAATCTGCGCCTTACTGCCGAACGCGGGCGCTGGCGCTTCCGCACTTC 

CCCTCCAGAGCACCCGGACAACTCTCTGGCGCGGGGGCGGAGATTTGCATGTGCGAAATCGGGAAGAGGGGGAACCACCGGTCGAAAACCCCGG 

GCGGGCCTCGGGCGGCCAAGGAGCGCGCCCGGTGCACCGCCCGGCCCGCCTCCGGCCGCTCGGCCAGCATGACGTCACGAACACGCCCCTCGGC 

TTTAAGCGGCGCTCTCAAGGACTCTGGAGGAGGGGGATTTCTCAGGGACCGACGGCTTCTCACGCGCGGAGTCGTCGCTGCGCGCCCTCACGGA 

GCTCCCGGCGCGAGCGTGCAGGCTGTGGTGGCTCTGGAGGAAGTAAGCGCACTGGCCCGCGCGGGGTCGCGCGCCCGCCGCGAGGCTCCGCCCC 

CCGCCCCGGGTAGGCGGTGGCGCGAGTGACGTAAGCAGCGGGAAATCCCCCCCCCTCCCCCCACGTTCCGCCGGGCGGTCCGCCCCGCCCCCTG 

CCCCTGCCGCGGCATCCTGGCAAGGCGACGCCAGGACACTAGTGACCGGAGCGCGAAGATTCGGGGGTGGGAAGGTGTGAGCCGCAAACCCAGA 

GGAGCCGGGAAAGAAGAGGAGGCCCGGGGGTGGTCCGAGGACAGGCGTCCCGGCTGCGGAGGCTGCTCAGCCTCCTCACTGGTTGGCTGACTGA 

CGGGCTAGCTGGCTGACTGCCTGCCTGACCGACTGCCTGGCTGACTGACTCACTGACTGACTGACTGGCTGCCTTGCAGCCTCGGGCCGGACGC 

TGGAAGCTGCAGCGAGCGGCGCGCGGAGCCGAGCCATGGCCTCGAGTGAGTACCGGGGCGAGCACTCGCGGGTCACGGGGAGGAGCTGTCGGGG 

GCTCCGTTTGGGGTTAGGACGGTCTGCCTTTCAAGTCTTCTCATCTGGCAAATTGTCAGCCGTTTGAAAAGTTGCCCGCTCCGGGGTTTGCGTG 

TGAAATCAAAGCGGCGCACTGTAATCTGATCTTCTCCTAATAGCCAGAACCTTCGAAATTCCCAACGGTGTGCTTTTAGGATCACAGGGGGTAA 

TCTCAGTAAAGGAGAGCAGAGAAGCCTCGCGTTTAAAGACTCAGTGGTATGGAGACCCAGTTTTACATTTTTGAACAAAAAAGAGGAACCTCCG 

GACCTCAGACGAGCTTTCTTTTTTTAAGTCCAATCGTGCTAGCGGCTGACACTGGTACAGAATGTGGCGTGGCTGTGAAAGTCCTCAGTGGCGT 

TTTAATTCGTTCCAAGCGAAAACACTACCCCCGCCCCCACGAGCTAAAGATGTTGCTTGTCTAATTTACCGTGTAGAGACCTCGATCCCTTCAA 

CCC CCAAC CCCAAAC CTGCACG CGCGTTTTGTT AG C AG C AAG AGG ACG AGATTTGATTATACTTT AAAGTAACTGGTAGGGTTGAAAATGTCAT 

CGTTTAATGTCAGTGTTTTATCTGCCACTAGTAAGTTTTGGATCATCTGCTTTGAGGGGGACATTTATAAGAAACAGTTTACAGGACAGGGGAG 

TTTAGTATGACAGTCGTACTATATGTAAAGCAAGCACTTGAAGCAGCTGAGATGGTGGTGGGAGCTAAAAATGACACCTTCTGTCTGTAGCAGG 

ACGCTGACCCTTATCTTCCCAGTGACCCTCAGTAGAAGGCAGCCGACGTCTGGCAGAGAAGAGGAAGTAGAAAGCTTAGTGAACTCTTTAAGAG 

TTGAGCAGAACAATATCATAACTCCTGCTGTAAAGGAAACTGGGGTGTTTCACATGACACTTGATTTCAGTTTGTCTGTGGTTTTCATGAGAAA 

ACAAGTGTAGTTTAAAATATTTCAACTTTCTCTTTACCCATTTAAATGAAGCCAGGCTTTCAGATGCTCTAGTAAATTTGTAAATTTAACTCAT 

GTTCTGATTAGAAGCACAAAAAGGCTTTAAGTATTTAATTCATTGGTAATCAGAAAGAGATTTTTGTATGACATTTGTAAAGAGTGGCAAGCTT 

TGTTAAAACAGTTCTGTCCTTGTCTACCTAATAGAATCTTATTATATAGTGTATGAATGCAATACTTGAATTTTTTTCAACAGAAAAGTCATTT 

ATTAAAGAACTGTAAGACAGATATGATTTTAAAATGTAATACAATTGCAATTTGCCTAAGGACATATATTTTGTGCTGTTATAGAAATGATTCC 

AAAAGTTAAAGTGGGGAACTT'TTTAAAAGAAATGGCAAGTTTTAAGGATTTAGAAGTTGGGTTGGGCTTGCCCAGCTTCTGTGAAGCCCTGGGT 

T C AGTTCTCAGTACTGTC AGAGAAAAAAAAAAAAT C CC AACAAAC AT AGAAAACAAATCTGC AAGTTGTAGTATC ATTAT CTTCTTGCTTTTTG 

ATCTTTTATCAAGGGTTGCACTAAATGAGACTACTTAAAATACACCATGTCATTTAAATTGTAATTCTGCrATTTGAAGTTTCTAGGCAAAAAT 

ATAGTTTAAAGG AGT CTGGGT ACCTTAT ATC AGTTATAAAG ACCAAATAGAGAAAAATTATG AAAT AAATTTAAAATTC C C ATTCCCTTTGAAA 

TACTAATTTAAAAG CAAC AAAACTGTTTAACTTATG ATTATGTAATTTAG ATC CTTTTTTTTGCAAT ATAGTACTG AAACCTAG GAAAGTATTC 

ATATTG ATTACCAAGCATTGAGAT CATTTGTTCATT C CTCTC CGATGT C ATATGTAAATAGGTATGTGTAATTG AATAGGTGGTG CTTAT AAAT 

GTAAAGTGTCGTAGATAATAATCTCCTGGGCAGAATTATATAAATGTTGTGAAAAGACAGGATTTTATATGATGATACTAATTATTGTTCAGGT 

AAATTAGCAAGTTAAGACTTCCTAGCTAGCCATTAAGCTGTTTTTCATTGCCTTTTAAACAATACTGTGCTTTGTTCTAGCTTTTTGATAAGAT 

TAATTATAG C AGG C AAC ATGGG AAAAAAATGTT CCTGAT C AAAGATCTGC ATATTT AAG C AGTCATTATT C AAACAATTGTATT CTATTT AAGT 

TAGCTGTCTTGTGTCCATATCTAAAAATTTTCACTATTTCNttn^^ 
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TACTATTTTACTAATGATTAAGATTGTCTTTGGTGAAATGTACTTTAAAATTTAGAAAGTTTGTATTTAGTCACATTTTTTTTCTTTAACATGA 
TTCTGCTGTGTCACATAACAGGAAGTATAGGAAGGAATTATTTTTGTGGACCTTACTACTCACCAACTTTTTGTATGAATTTCAAGATAACCTT 
TTCCCCCCCCCCAATAAAAGTGAACATAGCTGTGTGACAACTTACACTTTAATAATAGAGCTGGAAGTTAGGAGTGGCCAGCTAAAACAAATGA 
CTTCCTTTTTTAAGAAGGAAGACTGTTCACAAATACAGATGTTTCAGAAACGCAGCACATGAAAAAGAGATAAAGGTGTTGTAATAGTAGGTGA 
TGTAACAACAAGAATGAATGGAGAAAATGGTGGATACAGGGTATATGTGGTCTCTTTCTCAATTTTTTTGTTTCAATTTTCTCCCATATGGGTT 
CTCTGCATGATTGTGTTTATGGGCACATGAGCTGAATATTGCAGAGGAAGATATATTTTCAAAAAAAGTGTTCCTTTGAAATTTGTACTTAATT 

CAGAAGAGGGAGTCAGATCTCATTACGGATGATTGTGAGCCACCATGTGGTTGCTGGGATTTGAACTTGGGACCTTTGGAAGAGCAGTCGGGTG 
CT CTTAC C CACTGAGC CATCTC ACC AG C CC ATCTG AAATCTTAAT AGAG ATGATTTGGCCCTGCCATGAATTTTTTATTTG AGGAAAGACTTTT 

ATCTTACTGCAAACCGTTTACACGGCTTTGGTTGGCCTTGTGATGAATACTCAGCAGAAAGTTCTGGATGGAGATGATATTTGGAAGTGTATGA 
TTATTAGCTGCTTGCTCCTTTGCGTTCCAGGCAAAAGCTGTTTCCCTAGGATTTCATGAGAAAGAAGCACACTAGTCAGCTCTTCTCAACCATG 
CTTACTATGACTGCCATTTCTGTGCTGCCTTGTAAATAACAAGGCTCAGATATGTTTTATATAAAGGGAAATCAAAGGCCATCTTTTGAATGTT 
TTCTTTGTTTCAGTTGAATGAGGTTGGTTGGTTGGTTGGTTGGTTGGTTGGGTGACTGGGAGAGTGACAACTTGCCAGACATTTTTTGCCTGTC 
TTATCCATAATTATGTCTATGCTTGGATCGGAGCATTGGGTTACTTCCCTGAACACTTTGCATTGTTGTTTTTACTTCTTCATGTCTTAGGCAG 
TTGGTCTTCAGAGTATTCAGATTAATTTGGGATGTTTCTGCAGAAATCTGTCTGCACTTTATTCTTGAAGTGTTTCATTTCTCCTCAGATCTCT 
GTGAGGTTAGATAGTGGTTTGGCTTCTGATATACAGCCCCAGAACAAACTCTGTTCTAGGGACTTTGAATCTAAATATTCACCTTATATTCTTA 
AGATAGTTGTATTTGTTTTAGGTTATAGGTTATGGCCATATCTGTTATTGAGGTTTTATGCTTAACAACTTTTTTCTTGTTACATAAATTTAAA 
AGTTGATTTTATTTTGAAACTTGGTTGTAATTACACCTCTGCAGTTTAAAGACACCTATGACTTTTATTCTTTAAAAAAATAATCTCATGGAAG 
AGTTTCACGGTATCATTCTTTGCCTAGCTCTTCTGTGGCTATGGACCCAGAAGACATACATCCATTTGGTAGTCAGATTTGTTAGTTCCTTGGA 
TTATGACTGCCTCACTGCTATATTATTAAAAATTGTTACTGTACTGTGTATATATGTGTTTATGACAGGCATAGTGGTCCATTCCTTCAATCCC 
AGCACTTGGAGGCAGAGGCAGGCAGAGCTCTGAATTCAAGGCCATTCTGCTTTATAAAGCAAGTTACAGGCCATCCAGACCATACAATGAGGCT 
GTCTCAAAAAAAAAAAACAATAATAATAATGCTTTTGCTCAAAATTTTATATTATTTTGAAGTTTTAGCATCTCTAAAATGAACAGCAGTTCTC 
TTTATGAAGAGTAAAGTTAAGAGAATCTGTGAGAAATACCTATGTGTGTGTTTTAATTGGTATTATAATTAATTATATGTAACATATTCTeATT 
GTGTACTTAATT ATGGCTT CTC ATT CTAGC AATAGT ATTTTTGTTG AT ATAGCT ATTTTATAT ATAATTGTGG CAATTGATCTATTTTT AATGT 
TTCTAATGTGAAAGAAATTTCTAATTCCTTTTTAATCTTAAAATCTAATTTTTAATTTTTTTAATCTTAAAACTCATACTTGAGATTTTAAATA 
GGCTCAGTGTTTTCAAATAGCATTCTCTTGCACCTAAATGCAAATGAAATCATAACTATAGTGCAAGCATTTTAGTTATAATTCAAAACTTATT 
CTAGTAGATATTAGCAATTCAAAATTTATAAAAATATATTTAAAAAATATGGAGACCAATCCAGACTTTACACTTGTCCTGGTTAAAGAAAAAT 
ACCTTAATTAAATTGTTTAGAAACAACTTTGAAAACATTTCTGTGCTTTTAAAACTCATAGTGACTTTCTGTAACCTTAGGTAAGAGTATTTGT 
TTTCCCTAAGGTTCCTTGGTTTATAATTTTTCCTTCGTACTCTCCATAGAGGACTACAGTTTTTAATTTTTCATCTTCAAGAGGAATGGCATTG 
'TAAAACAGTACCAAGGAAGAACATGATTGGATCATTCTACTGACACATGATACCAATGATTTCCTAGCTAGGAGGGCTACAGTTAAATCAGAAT 
ATGAACACATATGAGGAAGCATGAAGGTGTAGTTGTTCTGGTACCTACAAAGTACTGGGTTTTTTTTTCCAGTTATTGAGGAATATAATAAGGA 
GGGAGTGATAATCATTAATATAGTCCTTTAATTTTTGAATCACTGACACAAAAGAGCTTTGGAATTTTAATTTTCACACAGATATTAATTTAGG 
ACATTAATAAGTAATACAATTTCTGCCATTCAGTAACTTGAAGAAGTAAAACATGTAGTTTCATTTCAATAACAAAGCTGGGTATGGTGGTAGA 
AAT CTGTAGTCGTGGTATTTGGAAGATCGG AAGTTCAAGGAAAGCCT C AAG CT AC ACATTG AGTG AGGC CTGCGTAG ATTACTTG AGAGCCTGT 
CTCAAAAAAGGATGTAGCTCAATTGATAGAGTAGCTGCCCAGCCTTGAGGAGCCCTGATTGGACCCAGCATTGTACAAAGTCTGTGGTAGTGGA 
GCCTATAATTTCAACACTAGGAAAGTGGAGGCCAGAGGCTTAGAAGTTCAAGATCAGCCTAGGCTACAAAACAAGTTAGAGGTTAGCCCTAGAT 
AGATAAGACACTGTCTCAAAACATAAAGAACACAATAGTTAATTTTCCCTAAACTAATGGTTTTTTTGGGGGGGGGGTTGGTTTTGTTTTGTTT 
TGTTTTGCTTTGTTTGG AAT AATTGCTCTTAAAAATTACCTTGATTGTTTGTTTACAGGACGGAAAAGTTATTCCCAATAGGGAATGTAG ACTA 

GGGTTTCTCTGTGTATCCCTGGCTGTCCTGGAACTCTCTGTAGTCCAGGCTGGCCTCAAAAATCAGAGATCCACCTGCCTCTGCCTTCCCAGTG 
CCAGGACTAAAGTTGTGCCCAACTATTTCCTGGCTCAATGGAGAATTTCTACAAGAAGAAAAATAAATATAAATGCATGAAATTACATGACAAT 
ATTTAGGTAATTCTTATTACTTTAAGAAATTTTAAAAATACTTAGTCTTAGGTCCTTTGTATTTCATAGTTTTATAAATACACTCACTGGTTTA 
AAGAAATGTGTAACTTGCTTTGAATAACCCTGCAATGTTTTTTATATTTCTCCTTTAAAAAAAATCCAGCTATCATTAATGATATCATTAATTA 
TCAATTTCTCACCAGAACACCTTTTAAGTAGTGGGCTGGGATTTATTTGACCATTTAGTTCAACCATATAAGTTCTTTAAGATGCCACTGAAAA 
AAAT C ATGTTG AATTTAAC AC ATTTGAAG AG AAAGGTAC ATTCT CTT AAGTAGT C CT AC AAGAATGC ATAGGCATAT AAG ATATTTAAAATT AC 
GATGTAATTTTTACATATACAGTGATACACACATTGTAAAATATTCATTTGCCTTATATTTCCAGTAATTACTATGGACTTTGTTGGATTAAAG 
TAGTTTTCTCTTTTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTTTGTTGTTTATTTGTGTTCTTTTGTTTTGTTTCTGGTGGT 
ACTGAGTTTGTACCCAGATCCTTCAGCCTGCTTTCTGTCATTTGAATAAGCAAATGAGTGATAGATTCAAATGCAAGAGGTCTAAATCAGAATG 
AATAAAATTAAAGGTAGCAGCAATAATTTATTGAAAAACCACATGGCCACAATTGATTCTCCCCTTTGCCCCCACCCCCTGTGTGTCTCTCTCA 
CAGGGACCTAGTACTCACTCATTAGGCTAGTCTGGCAAGCCAGTGACTGCCAAGGTTCCTCCTATCTCCTCTCCAGCACTGGCTTACAGGGATA 
TGCTACCATGCCTGGCTGTTTTTATGGATGCTGGGGCTTGAACTCAGGATCTTGTACTTGAATGTCACGCATTTTTCTGACTGGGCTGTTTTCC 
CAGACTCTTACCACTAGTGGTTTATTTCTCTTTGATGTTTAGATACCAAAATATGTCAGTTTTGTTTTTTGAAATAATCTTTTTTCTTTATAAC 
AGCT AT ATTTC AGAC AT AT C C ACATTTTTG CTCATATGAC AATACT CTCC ACTTACCTATAGTCTG ATTTTTTTCAGTTCATTTATTTGTAATC 
AACTGTAGTCCAAAATGTTAAAAGAAAAATTTCATAAAGTTTTAAATAACTTGTTTTAGTCATTTGTTGTAATTCTATTATATTGTTGTTAACC 
TCTTATATGTGTGTATGTATGTATGTGTGTGTATGTATGTATGTGTGTGTGTGTTTATAGGATAAAATGTATGTGCATGTATGTAAGTCGTCTT 

GAATAAAAGCATTGATTGCTTTTCACATATACAACAAAATCCATATTACTGGATGTGCTTGGACTTTTGGTTCTCTTTCTAAGAGTGGTAGTGC 
ACTCTACTTCCATTGGTGGTTGATGTCATGGACAATTACTTCCCTTTTTCTAAAATGTCTTTCCACTCTTGTTTTGTTACATTTTCCCTCTCTT 
AAACTGTTAGATTCCTCTTTTGTTCTTATTATAACTTTCTGCAGAATTTTGTTAGTATTTCCCCCTTCTGTACACTAACATCATTGCGATGACT 
AGTATAGTCATTGCTTGCTGTTGGGTATAGGGTCCTTCCGAGTAGCAGCTGTGATAGTGAGGGTGTCACTTTCTTCAAGAGAGCAACATCTGAA 
GTAATAGTAGTACCATTTACTGATTACCACTTGTATGTGTGATACTTGGAAGAATTTAACACATATTTTACAGAGCATATTAATAATAAGATAT 
TATTAAACACAGGGTCTTGCTAGACTCTTGCTGGATCTTATTTTGTTTTGATAGTAGAACTCAGGAGGCAAAAAAATCACTGCAAGTTCATGGT 
CAATTGGGTCTACATATACATAGTAAATTCTACAAGGAAAAGAAAAGTGCCCAGTTTGGAATAGACCATGTCCCATGCTATACTAAAAAACTCA 
TTGTTTCACCATTTCTGAAGCTTGTTTACATTCTACAGGATAAGCCTTAGTGAAATGGGTTTATGGTTTGGGGAATTTATACTCCTGAAGTAAA 
ATCACATGGTTACCTGCCTTAACATGAAAACACAGTTATTTTATGGACCTTCTATTTCCATGACTTGGCTAAAGGGTGAAGATGCATATATTTT 
TAAAGTTTTATTGACATATACTTAAAACTCATTATAATATAATAATTATATATAAACTTTTTTTTTAGTTTTTTTTTTTTTTTGATATGAGATC 
TCATTATGTAGCCCTGCTGGCCTGGAACTTGCTATATAGTTAAGACTGGTCTTGAACTCACAGAGATCAGCCTACCTCTATTAAGGCCTGGCCC 
TCCATACTTGGAAATACCATCCTTCAAACTTTCTCATCTACCAAGTTTAGACAAATAGTGATCACCTTTTTTTTCATTATAGATTAGCTTACAT 
TTCTGGAGTTTCATGTAAATGGATCATATAGTATGTGCTTCTTTTACTCAACACACTTACTTTGGTAGTTATATTTATAGTGTTTTATCCTAAG 
GGTACGTATGTTGAATTACATTTGTTATGGAAGGTAAATGACTTTGTTATCTCCACATTATGTGTTACATTTTGGAGAAGATTTAGATGGGACC 
GATTTGAAAGTTCAGTTGAGCTTAAAGTCAGTATACTGTTTTAGTATATTGTGTACAGATCCTTTGATAATCCAGACTCGCCTATGCAAGGACG 
TAAGT CCACTTTAATTTTTAATG AGTGTTCTTT CATGC AGTG ATTGT CTAATTTAAAAT AAAG CAGTTAAGTACATTTTACTCAGTTTTGGAAT 
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ATAATGTACTTCTGAATACTATTTTCTTCACCTTTCTTGGGAAATGTTGGAAGAAAAAGTTTATAATTGCCCTCATGTGGACAGGTAACTCTAA 
GAGTTGTTATCTCACAACTTAATACACTCATTAGGTATAGATATTAAGCAATAAAGAACTCACCAGTTATGTGTTAATACTACATAGGAATTTA 
GTTTGTATAAGGAAATGTTATCTTCATCATTTAATCTTTGAAGATTACATTTTAACTTTGTTATTTAATGTTGGGAAGGAAAAAGATCTTTGTT 
TTTTTTAAAAAAAAATATATCCATTAATGTCTATTATATTACTATTCTAATCTCATTGCACTGTTCTTTTTAAAATTTTCAGGTGGATATAATC 
CATACGTAGAAATAATTGAACAGCCAAGGCAGAGGGGAATGCGGTTTAGATACAAGTGTGAAGGGCGATCAGCAGGTAGCATCCCAGGGGAGCG 
CAGCACAGACAACAACCGGACATACCCGTCTGTCCAGGTAATGGCCTTTCTTCAGTATCTCACTTTTAAGGGTTCAGTTTGTTTTACTGTTTTC 
TAGACAGGGTTTCTCTGTGTGGTCCTGGCTGTCCTGGAACTCATTCTGTATAGACAAGACTGGTCAGAGATCTCCCTGCCTCTGCCTCCCAAGT 
TAAGGGTGTGCATTACCACCACCTGGCAGAAGACTCAGTTTAACAGTCTTTTGCAACCCCCTTTCTTCTTTGCATTTGCTCTCCAATAGCTAGA 
TGTGTAGGGTTATCTCTTAAAGGAATCTTTCCTGCTTTTAAAGTTCATGTAGTAATATAACTGCAGTGATTCACAGTGCTTACTGTACACTGAC 
AGCTTTGGATCGGATCCCTCTTGTAACACAAAGCATTTAATGAGGAAAAAGCATTCTGTACGTATACTGGTCAAGGGAATTATTGTATAAGTTA 
AAGATGGATTTGGAACATTTTTTGACCTTTTAGTATAGAGGGTATTAATAACTTTCCCCTTCTTTTTTTCATACCTTTATGCTTACCTCCCAAA 
CTCTGAGTTATTAACATCATTTAAAGTATCGTTCCTTTTCTGTGTGTGTAAAGTGCTCTTTTGTGTGTGTGAATGTGGACACTCGGGTACCTTA 

ATACACCTGGTCCACTAGTTTCCAGGGTTCTTCTCTTTCTGACGCTCATCTCCTGATAGGAGTGCTGCTACTACAGGCTCAAGCTACTGGTCTC 
TTTATCTTTATTGACAGTACTAGGGATTGAACCTAGAATATTAGGAATGATAAACAAGTGTTCTACCAGTGTTATATATCCCTAGCCTGTGAAA 
ACAGTGTTTTTGGTTGAAAGTGAATTTAGCAAATATACCATTTTTATAATGTATGTTTATATTTGATATTTATAAATTACATTTCCTTTTAATT 
TTTATAATCTATTTATTCATTTATTCATGTTTAGTGTTTTCAAACAAAATTGTTAGCCCCAAACTTGTAGTGATCTTGCCTCTTGCCTCTGTTT 
CTTCATACTGGAATTACAGACATGTGCAATCATGCCTAGCTAATTTTTATCGTTTAAGTGCCAATTAAAATCCTTAATAGCGAGTTGGTCTGGT 
AGTACATGAC AAGCATTGGGAAGCATAAACAGGTAG AT ATTG AGTTGTGG ACTACTTACCT ATATAAG AAGTT CCAGGC C AGACTGGG CTATTT 
AAACAAGACCTTGTCTCTACAAACAAATGAAAACAAAGTTAATAGAAGTCAGGGGCAGTGTCACCCATCAAAATCTCATCTACTTGGGAGGCTG 
TGGTGGGTAG ATG CCTTGGGC CTAGAAACTTGTATGG ATAAAAGGAAGACTAT CTC AAAATGG AGTTTG AAATGTC CTTAATTTTTCACCAATA 
GATCTGAAATTACTGTTTTGTAACTAGCTTATTATTTACAGTTTATTTTATTGAGCCTAAGAAGAATTACAAAATTGCCAAGTTATATATAGAT 
TCCCAAATTTCTGTTTTTATATTTTTAACTGATACAGATGCTTAAATTGTACATTTTAATGGGATGTCATGTAATATATAATACATGTATACAT 
CATGTAATGCTTCAATCAAGTTAAACATACTTAGCTCCTCAAACATTTATCATTCCTTGTGGAAACATTCAAAGTCCTCCTAGTTTTTTGAAAT 
ATATAGTGTATTTGTACAATAATATGCCTAAAGGCTTTTGTCCTATCTACTGTACGAACTTAATTTTAAGAAAATATTTTATATATGCACACAC 
ATACAT ATAT ATATATGTATATG AATGTGTG AGT ATGTGTGT AC ATGTGTGTG C ACGC ATAGG CCCATGG AGGCC AGAAG AG AGT ATCAG AT C C 
CTTGAAGCTGGAGTTACAGGCAATTGTGAACTGTGTACCATGAATTCTGCGGTCTGAACTCTGGTCCTCTGGAAGATCAGCAAGTGCTTTTAGC 
TGCTGAGCTATCACTCCAGGCCCATAACTTCATGTTTTTAAATCACACTATTTGCAATAATATTGCTTTGAATTATCTAAATTCTTTCTAAGTG 
TTCAAAGACATACAATGAAAAGTTAATTTAAAATTCTTTTTTTCCAACATTGTGAGTCATTTTTGGCTTCTCTTAAAAAAATTGTGTTCCTAAA 
GCATTCCAGAGCAGTGTGTCTTAACTCCTTACTCCCCTACTCCAGTTCATCCTGGTAGACCTGGAAGTAACACATGCAGCTCAGAGCACAGTTT 
GCTGCTGTCTACAGGGTGCAGCCAGACACACAACCAGTTCTGGAGATGGTTCTTCAGATAAATTTTGAGGAGATGTTTCAGATACTTTTGAAAG 
AAGGTGCCTCTGAAGAGGCAGGTCTTGCTCTCACTCCTTTGATGGTCACACCCTCCACCAAGATCCCAGCTTTCCCTTCACCTGTGGCGTGGGT 
ACAGTCAGGGATGAATTTCAAAACCTGCTTCTATTTTTACTTCCTTTACCACAAAGTTTTTTGTTGGCTATGTGGTCTTAGAGGACTCAGGCTT 
TTTTTTTTTTTTTTTTTTTGACACTTCTCTCTCTCTCTCTCTGTCTCTCTGTCTCTCTCTCTGTCTCTCTCTCTCTCTCTCTCTGTGTGTGTGT 
GTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTTCTCTCCTTATGCTACTGTGAGATACAGAGATTGAAGTTGTTAGTGGCAAATGCCTTT 
ACCTGCCGCACCATCTTACCAGCCCTTAGTTCTTCTTAAATCATCTTACTTTATTCATCAAAATTATATGTACAGTTTGTATTTTTTCTGTCCC 
AACAAGT CTTTGCTGTAGTAATATATAATC AGGGGTTT CTACTCTG CCTTGGATC ATTTAGTT CCC AAATTAAAAACTT AAAAC CTTT ATATTT 
ATGTTAAGCCTTTAAAGCACTAGAGCTGGGCAGATATCTACCCTCTAAGTTATTAGTATCTACTTTCTGAGTTACAACTTGACATGCTATGCCT 
GGGCCACTCTTACTGCAATTGGCCAGCCCTTATGGCCATGCTTTCATGATTCACCTACCCCATGGTATCTTTTCCTCTCTCCACCTTCTCCTTC 
TTCCCTCATGGTCTCCTGCCTCAGTCCCCACGCCCAGGAACCAAAACTTTACCCATCTCTCTTCTGCCCAGCTCTAGGCTATCTGCATCTTTAT 
TGACCAATCAGGGATAAGTTGGGGGTCAAGGTTATATTTGGTGTACATGAGGATCTTCCATCTCCTGAAGCAACCAGGGCCAGTTTTTAGCATT 
ACAATACATAGCAACAGACCAAACCTCAACAGTTTTAAGTTAAGGAGCAAGTTTTGTACAAAAAAGGCTGGTAAATATAAGAACTATTTATTTT 
GGATTTTTGAGGCAGGGTCTCTTTGTGTTGCCCTGGCTGTCCTGGAACTCACTCTGTAGACCAGGCTGGCCTTGAACTCACAGAGATCTGTCTG 
CCTCTGCCTCCCAAACTCTGGGATTAAAAGTGCACCATAATGCCTGGCCTGCTTACCTGCTTTAAAAGGAAAATAAACAGATGATAAAGCTAGA 
TAAAATAAGGGCAGAAAGAAACATTTTAGGAATTGAAAGATAAGTTTTCCCAGCTGATATATTCTCTGAAAACTTTAATCTCAAGTAAACTGCT 
GACTATTTGAATTTTATTGCATGCTGACTACATTATATAAATTGAACTTAAATTAATGGATCAATTCTTTTTATTTGTTTGCTTTTTAAAAGGG 
GCATTATTGTAGGTAGCCCTGGCTGGCCTTGAACTTGTGCTGATCCTGCTCAGCCTTCCAAATGCTGGGGCTATAGGCATATGCTACAATACCT 
ACCTATTGTTAACAAGATATACATACAGACTGTATATTTAATTTCCCTTTTCAGATTATGAACTACTATGGAAAAGGAAAAATAAGAATTACAT 
TAGTAACAAAGAATGATCCATATAAGCCTCATCCTCATGATTTAGTTGGAAAAGATTGCAGAGATGGATACTATGAAGCAGAATTTGGACCAGA 
ACGCAGACCTTTGTTGTAAGTATACAGTGACAGAAACCTTCAGCAATAGGACAAAGATATAATTTTAGTTTATAGCAAAATAATTCTGTATTTA 
ACTTACTGTAACATGTACATTACATTTTAATTACACTTTGTTACCTGTGGGGAGGACACACGTGCTTGGGGTGCATGTGGAGGTCAGAGTTGGC 
TCAGCTGGTGGAGTCGGTTCTCTTCTCCACCACGTGGACCCTGAGGATTAAACTCAGGTTGCCAGACACCTTTACCCACTGAGCCATCTCACCA 
ACCTGATATTAAAATTTTTGTTCTTACCACTTGCATTCATCCTTTATTAATAGGTACGCACATGATAGTTAGTAGAAATTCTTCCTAATGGCAC 
CTAGACTGGGCTCAAACTTACTATGTAGAATGTCTTTGTACTTACCTTCCTGCCTCCAACTCCCAAGTCCTGACATTAGAGGTAACACCACCCT 
GTCTGGCTCAGTAGGAGTATTTTTTATGTTATTATTTTGTTTTCCTTTGTTGTTCTTTTGTTTTTTTCAAAACAATTTCTCTGTGTAGCCCTCA 
CTGTCTTGGAACTTGCTCTGTACACCAGGCTGGCCTCAAACTCAACCTGCCTCTGCCTCCCCAGTGCTGGGACTAAAGGCGTGCCCTACCTCTG 
CCTGGCTTCCCCCCCCCCCCTTAAGACAGAGTTTCCTGTAGGCTAGGGTTGCCTTCCAGAGGATTCAGATACTGAGAATTAGAGGTGTGAGATC 
ATAGCCTTAAGACCCTGCCTCCAGTTTATGAGGATTGAACGTAAGACTTTATACATGTTAGGCTAGAAATCTGCCAACATATCCACCACTTCTT 
ATTTTTTAACTTTTGACTGTTTTGAGACAGAATCTCACTGTGTAGCTCAGCTTAGCTTCCAACGTGTAGTGATCCTCCTTCCTCAGCCTCCAGA 
GCACCGGGGTTATAAGTAAG CATG C ATTAC C ATGTCTGGATAGGT ATACCT CTTTATATTGTTGAAAGTAAGAAAACATATGTTGTG ATTAATC 
TCTTCGTTCTGTATGTT CTAC AAAATAATTGTG ACTAT C CTGTAATAC ACAG ACATAATCTCCAAAAAGTT CTTCTTATTAATAGTAATG AC AC 
AAAACACAAAAAGCCCTAGAAGTACACACTTGACAAGAAATCTTAACGCCTGCATGTCTTGATCTTCCAGCAGTGTTTCAAACTTTCAGTCAGT 
CATTTGTGTCTTGAATACTCTTTCTTGATTTCTGTGAAGACAAACTTGTTGTAACCTGTAGTTTTCTGGCTGTTGTTCGATGGCCCCTGGTTTT 
TATCTTTTGTCCCACTCTAGTGATATATATATATATATTAGTTGTTGGGGTTTTTGTTTGTTTGTTCGTTTTTGAAACAGGGTTTCCTCTGTAT 
AGCCCTAGATGTCCTGGAACTTACTCTTTAGACCAAGTTGGTCTTGAACTCAGAGATCTACCTGCCTTTGCCTCCCAAGTACTAGGTCTAAAGG 
TGTATGCCTCCACTGTCCAGCTTAGTGCCTCTGATCTTATACTGCAGTCAGGAGAGTGTTCCTTCAGTCTCTGTTCACAGTGTTCTTTCAGAGA 
GATGTGATTTACTTAGTTCACAAGACTTGAGCTAGCAGGGTTGTTGTTTGTTTGTTTGTTTTTAAATTCTAGTAGTATCATAGGCCTTGTAAGC 
CCTTTGGACTCTTATGTCCTACTCAGTGGCAGGAAAACATCCACAAAAGATATGTGAGTGAATGAACATGCATGTGTTCCAATACAAACTTTAT 
TTGCAAAATGAGCAGTATGCTGAATTTGGCCCATGATTTAGAGTTTGCCAACCGTCCATTCCAGACACTAAGTTCCATGAAGAGAGGAAAATGT 
ATCTCCATTCCCTTTGGGAGTTTTAGTGCACAATTGGAACTCCAGAACGTGTTGAATGACTATGAAAAAGTACATTGAGTGAATGATCAGACGC 
CCCATGATTCTTAGCTTCCTTAAGTCAGTGCTTTCGCCTCTTTCCCTTCTTTCCTTTCTTTAGTACTGGGCTGATTCCAGGGTATGATGTGCTA 
GACAGGTACCACACTACTGAGCTAACCCTCTGTGCATACCCGATGAGGTTATTCAGATGAAAGAAAACCAAGTCGTGTATGTTAGGGTGAAGAA 
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TAGGTGCTAATG AAGT CACAGGTGTGAGTG CCA&G CAGCCTCTG 
GCTGCAAGTGCCAAGTGAAGTTTGAAGAAACAGTGATGTTCTTATCATTTGAGTTTTGCTTCCTTATTCACACCCACCCATCTCAGATGATGTC 
ATGGTTTTTCCATGTGGGAACAAGTATGACTGGATGGTGGTAGGGGAGTTCCGCCATCATCATTTGTATTACACATATGCAAATGAGTAATATT 
TGTAGCTATTGAGAAGTTTTCCATAAATGACCCTTTGAAACTGTTGCTAAATATTGTTAGTATTAACCCTCTCTAATAAAAATACTTCATTTCC 
TATATTGTAATCATATAACATGGCATAAAGTGTATTCTGTTGTCAATGAAAAAAATTGAGGCCAGGCTAAAGTACACAGCAAGACCTTGTACAG 
CTGTGTTTTCATATATTTCATGGTACATTTTTTAGTGATGAGCTAGGCAGGCATCATAACTGAGCAGAGGGAATCAAATATAAGAAGGCTAGCC 
CGGTTCCTCATCAGAGTGGATAACTGTGTGTAAGTGGGGTTACAGGTGCTCAGCTCTAACAGATTGTCTCTGTGCCCAAGGAGTGCTAGCAAAC 
CTCTGAAATGTTCATGAAACCAGAAGAGCTGATGCTCAGCTGTGATCACCTCACTCTTAAGTTTGGTAATGTATATATATAATTTTTAAAATGC 
ACTAGCCACTTCTATACATTTTTTAAAAATACATAGGTTAACACTGCTATAAGTTTAGCAAAACATACCTGCATATTTCAGGGTGCAGCTGTCT 
TTGTACCTTTTGATACACCAATTTTAGTAAATTGATCATGAGTTTGTTTGGAAGGTGAAACTTTGCTTCTTGATGGTTTTGTTTGTTTTACTTG 
TAATGTTTATCTACCTTGGTATATTTGACTAAGCCTATTGGCAAAATGTAATTATAAAATAGTATATTTGACAGTTATATAATACTCTATATAC 
TTTTTTAGTTTGGGACAGGTTTTCCCATAATCCAGGGTAGCCTAAAAGTTGCTAGGTAACCAAGGTACCACTTGCCTCCATCTCCTAGTGCTAG 
AATTAAAGGCATGTCACCATGTGCTCTATTTTTCTATTAACAATTCTCTTAGGCAGGCCTATGTTTGTTTCTCTTGTATCTTCTTTATTATCAC 
AGTCAGAAACAGGATCTGTGACCTAGAGGTTGGTGTGGCAGAGAGCTGACTTTCTGAGTATGTTTGATTTTTGTCATACTTTTGTTTAACTATG 
ATGTGATTTTGAAAGTTTCATTTTTTGCTTTTAGTTTTCAAAATTTGGGTATTCGGTGTGTAAAGAAAAAGGAAGTGAAAGAAGCTATTATTTT 
AAGGATTAGTGCAGGAATCAATCCTTTCAATGGTAAGTGGTTTGTTATAATTTCTACTATTTGTATTATCAGTGGACTGTGATTTCTATTTATA 
GTATAATTCTAGTTGTTGACTTGTATTTAAGTGGAAGCCTCCCCTCCCTTGTTGTTTATTTTGACGTGAGGTCTTTATATGTAGCTCTGGCTGC 
TCTGTTACTCACTACGTACTCCAGATTGGCCATGAAGTCCTAGCAATCCATCCTCATTGGCCCCCAGGTTCTGGGATTGTAGATGTGAGCCACC 
ATGCTCAGCTAAAACAGAAAACCCCAAAACTGAAAGCTTCTCCAAGTGTTTTTGATTCTTTCAATATGCTTCTTCTTTATGGCAGTCTAGCAAC 
CATCAGGATCAGCCTTCTTTCTGAGTGTTGGATGGACACTATGTTATAAAGTATTTTCCTCCTTTACCACCACTGTTATTTAATAGTGATCTCA 
TACAGCCCAGCCAGCTTGAATTGCTGCTTTGCTGAGGCCGGCCTTGGGCTCTTGATCTTCACCTTCTAAGTTGTCATTACAGGCAAGAGCTCCA 
TACCTGGCCACTCAAAATATTTTTTAGACTTCTCTTGATTTTTTGTATGAATGTTTTGCTTGCATGTATGTATGTGTACGACAAATATAGCTGG 
AGGTCAGATCTCTCAGAACTTGAGTTGCAAATGTATGTCACATGTGCAAGATGTGACTTGGAATTAAACCCAGGTGCTCTGCAAGAACAACAAG 

TTATTGTGAATAGCACTTAGTAAGTGGTTTGTTTTTATTTTATTGTTTTGGGGACAAAGCCTTACCACATTAAAAAAGGCTAATTTCAGATGCC 
TTGTCCTCCTATCTCAAGTCTCCCTCCTGCTGGGGTTATAGACACATACCACCATTTATAGTTTAAGCATTTGATGTTTGTTGTTGTTTTTGTT 
TCTGTTTCTGCTTTTGAGACAGGGTCTCATGTATTCTGCACTGGTGTCAAACTCACTATGTAGCCAAGAATGACCTTGAATTTTCTGATCCCCT 
GCTCCACCTCCCAGTACTGGGATCCTTCACATTCATCATAACACTTGGCTTATGAATCATTGGAGATTAAACTCAAGGTTTTGTGTGTGCTAAA 
GAAGCACTCTGCCAAATGAGCTGCTTCCTTGGCCTTTATGACACTCTTGGCTATGGCATCTGGTACCTTTAGCATTCTATATTGTTAAGTAGGT 
AAATGATTCCTAAGTGTATGCAGTTATTCTATGTACCTATTTTAGTAGTTTTGTTTGCCTAGGCATGGTAGAACACACGTGTAATTCAAGCTAC 
TTGAGATTGCATCCTTAAACTTACTGTGTAGCTACGGGTAACCTTGAATTCTGTTTGAGCCTTTAGTCATTTGAAGGAAGGTAATAACCAATTG 
T ATGTATC CTATCTTC AGTGTTTAGTGAAAATAC AAAGATGTAG CAG ATAC AC CC ATT CTG AGTG C ATAAGACTTTGC CTG ATAGGATAG AAGT 
GGCACTTGTAGGTGACAGTCATGTAAGATTAAAACCTAAGTACAGGGGGCTGGTGAGATGGCTCAGCGGTTAAGAGCACTGACTGATCTTCCCG 
GGGTCCTGAGTTCAAATCCCAGCAACCACATGGTGGCTCACAACCATCTGTAATGAGATCTGAAGACAGCTAAAGTGTACTTACATATAATAAA 
TAAATAAAATCTTAAAAAAAAAAAAACCCTAAGTACAGATCTGGTGCTGCGCTGACTGAGAGAGAAGGGATATTTTTTGTATTCCAGGATAAAG 
TTTAGGCTTT ATAGAAAATTAGTT CCGGGTAGGGAATATGACCAAGTAAGTGAAGTAAG C ATG AAG ATCTGAGTT CAATCTCAGCAT CCCTTTG 
ACAAGAGCTAGGTATTCTCAACACCAGGGAGGTAGCTCCAGGTGGAGTTCTGGAGCTGGCAAGGCTCAGTGGGAGACCCTGTCTCAAAAATACT 
TAGTGCTGATACTTAGTGCTGATCTCTACGTCCTCACGTATGCTTATCTGTACATACTGTATACACACACAAAGCAGTTATTAATTGAATTTTC 
AGCTTTTACTCTGATCCAGATATCCCTTGTGATTCCTGGTTGTCAGTAGTTTTTAACCATGTCGTACAGAGATGGGAATAATATTGATAAAATA 
AAAACTGGTTTTCTAC ATACTG AAAAAATT C AAAGC AAAATAT CCC AAATT ATAAT CTTTTGTGAAAATAG AATTTCTTGTCTTTGATAGAATC 
ATGGGATGCTAAATACATTTATATTTTAGTTTATTAGCCATTTTATTTTTCTTTAATAAATCATTTTACTACTTTAAACTCTTATACTTGAATA 
AATCCACCCAGATACAGTCTTTCATGTAACCTCAAGGCAAAGAAACATTTCCCCCACTCCCAAATTGTCTTTGATCTTTCTCAATCATTTCTTT 
CCTTCCAGCTCTTGCCCCAGTCAACAGCTCATCTCCTTTTTGTCAGCACACCTAATTTTTCTAGGGTTTTATAGAAATGGAAGTATTCTTTTAT 

GAGTATTTGTTCATTGTATGACTATACTACAACTTGTTTCTATTAACAGAAATTTATTTGTAAACTGTCAGGAGCACCTAGCCATTCATTGTTT 



TTGCTATTAAATGAGACTTTCAGTAGTCCTGCACTCTTACTGCCTGTCCTGGTCCCAGCAACTGTGCTACTGTGATACAGGTGCTGCCCTCTTA 
GCATTTTGAACCTCATATTTTCCCCTTGAACATGGTATGAGGGTGCGTACCTAGGTATGGAGGCAAAAGGACTGCCTCAGATGTTTGCCTCCAA 
CATTTTCTGCCTCCCTTTTTTGAACTGGGGTTCTCATCTGCGGGCTTAGATGGCGACCAGTACCCTGCTTCTGCCTTCCTGGCACTGAGAATAT 
TATCAGGAGCCTGACTACTACTGCACCTGGCTTCATTGCATGGGTTGGAGGGTTGAGCTCATACTTGCAAGGAAAGTACTTTACCGACTGAATC 
ATCTCTCTCAGCCCCATTTTGACCTTTCTAGTTGTACAAGTATGTTTTCATAGACTCAAATGTTAGGCTTAAGAATGCTGATACTGGAATAAAT 



GCTAATTATTTTTCATATT.TAATCTTTTAATTTTAATACTAGTGTCCTTTCCAAGTAAATTTTTCATGTAATTTAATGAATTTTATGTTTTTAA 
AATATGGCATATATTAGTAACAATTTATTGCTATAGGCTTAAAATATTTCAAAACGCAGCAATATTTTGTTTTAGAAATGGGCTTCTTTTCAAA 
TATCAATGCAAAGAGACTATTGTACTATATTCTGTGGCAAGTTTTTGTATTTTTTTTTCAGAACTGTAAAAATGCCCTGGTGTGCAGTTTGTTT 
TTAAGCTGACTTGACTTACACATAAAGTTATATCATCTGATATCTTTTTCACATTGCATCTCTAAAATGCTGGTGCAATATGTTAATAAGTTAA 
TATGACCCTCTGCTTCAAATTTCCATGCTATTATTTAGCTGTAAAATTTATTATTTAGACAAATAATGTCATCTCCTTAAAATCAATGTCTTAC 
CTATAAGAACAGGGATGATGGTGATTTTTGCTAGATTTAGAACGTAATTACAGACTGGGCCAAGTGTTATGTTAAATGAAGTATGCATGTTTCC 
CATTGTCTATAACTTGTATCCATATTTAAGATTTTTGATTTTGGTGGTCAGTTTATGATTCTGCCCTTAAGTT CCT AGT C C CTGGTATAGTC TC 
TCTCTGAGCATGGCTACAGTCTGTTATATACTGTTAAATAGTAACTGTACAATAATGAAAACTGTTCTTGAGATTGAACCCCATCTTAGTTTTC 
TGCAGACGTAGGTGCGGGTTAAGGTTATTGGATGTTGTGGGCAGAGAGAAAGACAGCAGGATTTTGGTAATAATAAAGTATTAGTATTATGTGT 
TCTACATTCTAAATCTGAGATTGTACTGTTCAGTCCCTGAACAGCAGCTGCTGGACATTGAAGACTGCGACCTCAATGTGGTGAGGCTGTGTTT 
TCAAGTTTTCCTTCCTGATGAACATGGTAACTTCACAACTGCTCTGCCTCCCATTGTTTCTAACCCAATTTATGACAACCGTAAGTGCTTTAAT 
TTTCTTATGTCTGTACTTTTAGCTTGTTTCATTTCCTTAACTGCTGAAAAGTTTAAAGGATTTTTGCAATTTGAAAAGGAGTATGTTAGGTGGG 
ATTGGTGGTTTGTGCATATAATTCTAGCAACCAGAAGGCTGAGGCAGGAGGATAAAGTTTGAAGGCATAATGGACTACACATTGAGACCTTGTC 
T C AAGAAAC AAG AAGAAGCC AGGGGTGGCGGTGC ATGT CTTTAATC CCAGTACTC AGAGATAG AGATAGG C AG AT CCCTGTGGGTT C AAGGC C A 
T C CTTGT CTAC C CTGTG ATTTCC AGGATTAC AT AAAAAG ATC CTGT CT C AG AC AAAAAAC AAAC AAATAAAC AAAGC ACTGTTC ATTATAG AAA 
AAAAAACCCT C AAG C AT ATATAC ATATATAAG AAAGAAG AGC AAATCAC C ATTAGT CTCCTC CTAAATGG C CACTGT CCTCAAG C ATAC ACTGT 
AGTCC CTTTG AATAAGC AC AG AC ACCAC C ATCTTC CT C ATCAAC CCCATT C AC CC ACTAAGTTTGGC AACTTAAAAAAAAAGATCAATG ATATT 

GTTTTCCTTTACCATGTTTAAAAATGGGAATTCAAGACCCTACTGTGTCACATGGGATCCTTCCTCAATAGATAGAGACAGAAAATCCCAGAAC 
TTTTCTCTTTGCAATGTATCTTGAACCTTTTTCAATCACTTTTTCTTTTCTTTTTTCTTTTTAAACACTGCTGGCATTTAACCAGGACATTGTA 
CAGAGCTATACCCCAAACCCCACTTAGGTTTCCAGTAGCTGAATATTTATCTCCTTCCTTCCTTCCTTCCTTCCTTCCTTCCTTCCTTCCTTCC 
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TTTTTTCTCAAGAAAGGGTTTCTCTGTGTAT 
CAGTCCTGGTTGTCCTAAACTCACTGTAGATCAGGCTGGCCTTGAACCACAGAGATCCACCTGCCTCTACTTTTGCCTCTGCCTCCCAAGTGCT 
GGTATTAAAGGCCAGTGTCACCTTGTTCAGAAGCATATTTTTTTATATGTCTATATATTAATTTTAAGAAATCATTAATATGGAGTATAAAAAA 



GCATTTAAAGACAACTCTCTATGGATCATGTATCTGCCTGTTTATATGTGTGTGGTCAGAAGACAACTTACAGGACTTGGCTGTGCTCTTTCAT 
CATGTGTTTCCCTGAGATCAAACTCAAGTTGTCAGGCTTTGCTGCCTTAACTATGTCAGTGGCTCCTGAATGTTTATCTCTTATGCAAATATTT 
CTGACATTTATTTTTAAAAGAATAACTTTTGACAGATACCTACATCAAAGGATATAGAAGTTTATTTGAAAAGATTTTAAAACTTTCCTCCAAA 
ATATTTTGTGTATATACACACACATTCACGAGTAGTATATGCCACACCTGATTTGCATGTAGAATACTGGACCATAGGAGTATAGAGGTAGATT 
ATTCTTAACAGAGAGCCTTGGGTAGCTTTAAGAACTATCATAATAATATTCGGAAGATAAATGAGAACTGCATTGCCCTAGGGATATAGCCAGT 
GATATAAAATGACTCATTTATTCACAGTGTGCCTTTACCAAGAAACAGGAGGAAGAGGCAAGAACTGCTCAAGTTAAAAGGCCAACTAGCCTGG 
TGTACATAGCCATAAGTAACAAAGAGACTGTCTCAAAAGAGGTAGGAGTTGAGGGCTAGCAAGCACCTGAAGTTGTCGTCTGACCTCTTCCACA 
CATATGCTGTGACATATGCTCACCTGGGCCTACATATAACCACACTCAGACATACTATAGTTATAATACATACATAACCACACTCAGACATACC 
TGAGCATAGCTATAATACACACATAACTACACTCAGACATACCTCAGCATAGCTATAATACACACATAACTACACTCAGACATACCACAACATA 
GCTATAATACACACAAAAAACATTTAGTTTCCTTTATCTATACATTAAAATTTTATCTATTCTCTAAATTATTTTCCTGAAATTCTTCCCCTTG 
TACTTGTACTGGCTAGTTTTATGTCAACTGACACAAACTAGAGTCATCAGAGAGGGAACCTCAATTGAGAAATTGTCCTTGGAAGATCTGGATA 
TAGGAAAACCTGTGGGGCATGTTCTTAATTAGTGACTCACAGGGGAGGGCCAAGTCCATGGTGGGTAGGGCCGCCCCTGGGCTGGTAGTTCTGG 
GTTCTGTAAGAAAGCAGGCTGAGCAAGCCATGAAGAGCACTCCACTAAACAGCACCCATCCAGGGCCTCTGGATCGGTTCCGGCCTCCAGATTC 
CTGCCCTCACTGCTCGTTTTCTCTTTTGATTTATTTGTTTTATTTATATCAGTACACAGTTGCTCTTTTCAGACATGCCAAAAAAAAAAAAAAA 
TCATCCCGTTACAGATGATTGTAAACCATCATGTGGTCACTGGGAATTGAACTCAGGAGCTATGGAAGAGCATCTGAACCCTCTCTCCCATCCA 
CCCTCACTGCTTCTGATGATGCACTGTTACATGGAACTATGAGGGAAATAACCCTTTTCTCCTCAGGCGACTTTTGGTCATGGTGTTTCATCAC 
AACAACTAACATTAACTAAGACAATGCCGAGACCCAATGTTTTTTTTTTTAATCCTTTGCATTTAGGTGCCCCAAATACTGCAGAATTAAGGAT 
CTGCCGTGTGAAGAAGAACTGTGGAAGTGTCAGGGGAGGAGATGAAATATTTCTGCTTTGTGACAAAGTTCAGAAAGGTATTTATCAGCTTTGT 
TTAATTG AATTAGTAGT ACATATTTGATTAATATATGTATTGTAC CGTTT CC CC ATTGTTATTATTCTTTGGCATCTTATT CACTAGATG ATAT 
AGAAGTTCGTTTTGTGTTGAATGACTGGGAAGCCAGAGGTGTTTTTTCACAAGCTGATGTACACCGGCAAGTAGCCATTGTTTTCAAGACTCCT 
CCGTATTGCAAAGCTATACTGGAGCCTGTGACAGTGAAAATGCAGCTGCGGAGGCCTTCTGACGAGGAAGTTAGTGAGTGTATGGATTTCAGAT 
ACCTGCCAGATGAAAAAGGTATGGCAAGTTGGGAGTAATGTGTATACGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGCTCACTAGAAACAG 
CTATGTAGCTACAGATGGATCTTAGCTGAGTGTGGGGATTAGAGCAGTGTGCCTTGTGCTGTCCCTGCTGCCTTTTTAAATGTGCTGCTAGGAA 
TTGGACTTAGACTTTTATGTACACTAGCAAGTGATGAGCTGACCAAGTGACAGTCTCTGGTGAAGGACAGATCGTCTAAAGCTGATCATGCTTG 
TAATATTGTAAAATAAACATTCGAGTGCAGTTTTATATCTTCAGAATCTGTATTTTTTTTCCCCTAGAAGTTTTCACTTGTGTGTTTTGGTTTG 
GTTTGGGTTTTTTTTTTTTCTCCTACTCTTTGGATTTCTTAAGAGTTTGAATAATTTTAGAGTTCTTTTTTTTTTTTTTTTTTTTTTTTTGGTT 
TTCCGAGACAGGGTTTCTCTGTGTAGCCCTGGCTGTCCTGGAACTCACTCTGTAGACCAGGCTGGCCTCGAAGTCAGAAATCCACCTGGCTCCC 
GAGTGCTGTTCTCAAACTGTTAGATTATATTTTCCATCTATATATGTATTTTTGAATTTATTTTCTGTACTTTTTATACCCTTTTATAGGTGGG 
AAATTTGGTAATCATAAAGTTGTATCTATTTTGGTCCAATGTGTTAGTTCATGTTGACTTACAGTTATTTTTAGGATGAAAAATTATTATTTTA 
AGCTTTTTAAAATTAAGAGTAAAGTGTCCTTTATAACTGGTACTGGATGTATTGTACAGTAGCATACTTCCAGCCTGTACTGTTCGCATGTATT 

GATGCATATGGCAATAAATCAAAGAAACAAAAAACAAGTCTGATTTTTCAGAAACTGCTGCAAGATTGTGGTAAGAATATTTTGGATTGAGTTA 
TAGTTAAGTAAATGTGTCTTATTTGCTTTATTCTGTTTTTAAATTTTTTAAGTGATAAGGTGTTTTTCAAATTACACTTAATAATAGAAAAACT 
TAT C ATACCAGGTC ACTTT ACTGAGAAAC C AAGAACTGC CCCT CTGGGATC AACTGGAGAAGGAAGATT CATC AAAAAAGGTATTTTATCC ACT 
TTTTAGGAATAACTGCTTTTTAAGTCTCTTTCTTTCCTACAATCCCGCACACTCTCACTATTGAGTGCAGCTAGGCTGTACCTCTGCAGGTTGT 
GTTGGAACTAATTATATTTGAGGGATTTTATTGTTCAAGAAATTACATTTTGTCCACACACTGGTGCTTTTGCTTTTTTTTTTTTTTTTTTTTT 
TTTTTTTTTTTGGTTTTTCGAGACAGGGTTTCTTTGTGTAGCCCTGGCTGTCCTAGAACTCACTCTGTAGACCAGGCTGGCCTCAAACTCAGAA 
ATCCGCCTGTCTCTGCCTCCCGAGTGCTGGGATTAAAGGCGTGTGCAACCACTGCCTGGCTCATTGGTGCTTTTACTAATTTGACTGTTACCAT 
GTAAGAAATGGCATGGATGTGGTAGGCACCTGTTTATAGCTGCTTACACTTTGAACAAGGCTGTGGCCCTTGGGGTCATGTACTGTCTCTCAGG 
GCCACTTTAAAAGGGGTAGGACCACAGGCATGCTGACCACCTGCTGTCATGCCCAGACCTAGAGTCCCCTCTCTCTTCTGCTACAGCAACAGAG 
CTGGACAGTTCCCACAGAGATTGCTTCCCACATAAACCTTAAAACTGTCTGGCCTTTTAGAGAGGATATTTTGCAATCCCCTAACAAACTCTCT 
GTCTTGTACCCTTACATTGGTGCTTTATCCTGGTTTCTGTAGGGCTTGTGTAATATGTACATAAATGCGGGCACTGTCGCTCAGTTGTCTGTGG 



GAGACTAGAAGATCATTTTGGCCACTAGGTACCTGTTTGTTGAAATTCTAATATTTAAAAATGTGCCTATATGGCACAAGAAGCTGGATTTTCA 
TATTTAACTGGAAGAAAATTACACATGCCAAAATAACTTTGAAAAACATTTTCATATATTTATATGGAAATTTGCATGTTACAGACTTTAGTTT 
TGAATTCAAGTAATAATTTTATGCTTTAATTTATTTGATATGTGTCAGTGCCCTAGAAAGTTTTTAGTATGTTTTTATAATTTCAATTCAGAAA 
TAATGCTTTATATCAATTTATTCATCTTACTCTATAAAATATATTTTTTCCTCTACAGAATCAAACTTATTTTCTCATGGTACAGTTTTACCAG 
AAATGCCCAGGTCTTCAGGAGTTCCAGGGCAAGCTGAACCTTACTATTCTTCATGCGGGTCCATCTCGAGTGGATTGCCACATCACCCACCAGC 
CATACCCTCAGTGGCCCATCAGCCTACAAGCTGGCCACCAGTGACTCACCCCACCTCACACCCAGTCAGTACAAATACCCTGAGTACTTTCTCA 
GCGGGAACACTTTCCTCTAATTCACAAGGTATCCTTCCATTCCTAGAAGGGCCTGGTGTCAGCGACTTGAGTGCATCTAATTCGTGCCTTTATA 
ATCCTGATGACCTAGCTAGAATGGAAACGCCATCCATGTCACCAACTGACTTATACAGTATCTCTGATGTCAACATGCTATCTACTCGGCCTCT 
GAGTGTGATGGCACCCAGCACTGATGGCATGGGGGACACTGACAACCCAAGACTTGTGAGCATCAATCTTGAAAACCCCTCATGTAATGCCAGG 
CTAGGCCCAAGAGACCTGAGACAACTACATCAGATGTCTCCTGCCAGTCTGTCCGCGGGCACCAGCTCCAGTTCTGTTTTTGTTTCACAGTCAG 
ATGCATTTGATAGATCAAACTTCAGTTGTGTAGATAATGGCCTGATGAATGAGCCTGGACTATCAGATGACGCAAATAATCCTACCTTTGTTCA 
GAGCAGTCACTATTCAAGTGTTAACACTCTGCAAAGTGAGCAACTGAGTGATCCCTTCACATATGGTTTTTTTAAAATATAAGTTGTAGGACTT 
AAATAAGTATATAGAATATTAAGAGAAAGTTCAGAAGTCAAAACTTTAAAAGCCGCTACTGTTTCTTACTTTGAAAGATATGCCTAAAGTCCAC 
GTGCTTGCTGTGAGTTGTTTTCTGTATTTCCCCAAGACAAACTATGTATCTTTGCTAATGTATTAGTTAAATGAGATGATATTTGCTTTCAAGC 
AGATTTAAGGTGAAAAACGTGTAATGGCTATGCCATTGGGAAATAAACTCATTATTATTGTTGAGGCCCATAGGCCAAAGTGACCCCTAAGGGG 

TAGGCTTTTAT^ 

TTCCGTTTGATCTCCTAAAGCCTGTCTGCTTCACTATAAAGAATCTAACCAGGTATTTTGGGCTCATGTCAGTAATTTCCCTACTTGAGATCGT 
AAGTTCAAAACCTGCCTGAACTACATAGTAAGTTAAATACCAGCTTGAACAGCTTATGGAAATCTTGTCTCAGAAATAGAAAAGACCAAGGGTG 
TGACTCAGTGGAGGAGGTTGCGTAACATTTGCTAGGCCCTGTGTTCAGCCCTATGAAGAAGAAAACAAAATAACAAGTTCGTTTTAGCTCAGTA 
TATCCATACAGAGTTTTGAACTTCTCTCCCAGCCTTGTGTCTCCTTCAGCCTTCCCTGCTCTGTATATTGTCACGCCATGCTTCCCGTTGCTAA 
GCACCTTGGTGCGCCTTTATTCTTCCTTTACCTCCCACATCTGTCTATTCCATCGTCAAACCCAGAAGGCCATTTCCTCAGTATGCATCCGAAG 
CCCACCGTCTCCTTTGAACTTTTGTGTGAGACAGGCTGGCCTCAACCTGCTATGTAGCCAACGATGAACTCAGCCTTCAGTTCTCCTGCTCTGC 
CTCGGGAGTGCTGGGATTACTAGTGTGCACCCCCCCCCCCACACACACACAGAGGTTTGTGTGGTGCTAGAGACAAAAACAGGTCTTTCCTGGG 
AG AAGTATTC TCAC AGTTG AGCTAT CTG CTCAGCTC AGAC CAACCACAAGC ATTTTGTATTAGTAAAACTG ATAAACC C AG ACGCAGCTATTAG 
AGAGCTCAACAGATGGTACTCACACAGTGACTTATTTCACAGTTTTTCCTCTAAGTTGAACTAAGGTCTGTCTACATCTGCATTTAGAGTATTT 
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TCMTTGACGTTTTATTTTCCAGTGCC'TCTTACTGATCACATCATTCAGTTTATACCTTACAATGCATTTAGCAACATGTTTTTCC.TTTCTCTA 
TGGCTGCGTTTGTATTTCACATGGTTTTGAAAGAATTGGCCTTCTTTTCCAGATTCTGCTTGTGCACAGCGTCTCTCCTCCTGTCCCCATGTCA 
CCAGTTAGTTCTTGCTTCCTTTGCATAAACAGAGTAAGTATCTTCTTGAGGTTAAAAGGAAAGGTTAAAAAATTTCCCCTCTAAATACCAAGAG 
CCCTTCCCCCACAGTGCCCTGTCGTCCACATTTTGCCTCTTCCATCTTCTCACCTCTCGCTCGCTCCTTCACCTTCCATCTCTGTCTTTAGTTT 
TCCCAGTTCCTTGTCTTCCTGTCAGCCTTTACCCTCCTTGTCTGTGCTGTCCATAGCCTGGCACCTCCTGAAGGAGAGGATCCTGTGGGACGGG 
GCTGTGTTGTCTGCACTCTCCTCAGGACCGCAGCTTCTCCTGCTGTGGGATGCTCTTGGTAAGCAGCT^ 

CTTATTCCTCTTAGACGTTGTAGTTGGAACATGTTGAATTTATTCCCACAGGTGTCTATAGATGTAACCTATTCTGCCTGTGCTCCCAAGACTT 
AGCTTTTAACAGCAGGCTTCTCTGCAAGGCTTGGTCCTGCTGCTACAGCTGAGAGGTGCAGCTCTGCCTCTCTCTGCTCCTATATTACAGACCT 
TCAGCGGATGGTAGTCAGTTAAGTGCTTCTCACTTATCTCTGGGACTCTAGCATTTGACGTACACTCTGGCCTAACTGGTGCTGTATAAATAGT 
AGCTATTTATTAGAAAAGGGGGATAATTATAAAATCATATTTGAGGATATAGTTTTTAATGGGAAAGGTGCTTCACCCTGCAGGAAAAGTAATG 
A!TGCCAAGATAACCTGTCCTGTGAGACATACTTCTCTTCTGGTCGACTGCTGCTCTTCCTCCTCCTCTTCTTCCCCCTCCTCCTTCTTGTTCCT 
CTTTCCTGCTCCTTCAAAAAACTATACAGACACTGGCACATGCTTCATGGTAGAGCATGGCCCTGTGTTTGATAGCCAGAATTGCAACAACAAC 
AACfAAAATTATAAAACAAAAGTATAAAAACTACCCTGAGGCTCTTTGATACCCAAAGCTGTTCTCTTGGAAATCGTAGTACCACCAGTATAGTA 
TC AGGT AGAAATCCTGC CT CTGTATGG AAGGTTATATC CTAC ATAC CCC AG CGGTACCCCTTGAC AGTTTAC C ATGC ATAG AC ATGTAAGTAGC 
CTGTATTCATAACATTTTTGTAACTGTATATTGTACAATGTACCCTGTTCCATGTAGAAAATAAGAGGGGAATGGTATTCAACTTTTGTTCTCA 
AAGATATGTTTCTTTTCTTATGAAGAATCACATATATAGTCAACCACAGAAACATGGACAAACTTTAAGGTATAATTTGAAGAATTTTTGATTA 
TATTAAAACAATGCAACCACTATGCTTGGGACCCCAGAAGTTGTCCGCACCTCCAAACCACTGTTCTGATTTTTGAGAGCCTGCTGACTTCCTA 
TCCTrTTCrTTTGCTAATTAGTTCTCCATTTGGAAAACCTTAGTGTAGAGTAAGTCAGTTTGTTTTACTATGCTGTGTCGTGTTTCCACAGTCT 
CAGAAAAACTATATTTTTGTGGAGAGACTTAAAATTGGTGATCCAGGTTGTCTAATTGTACCATATCAAGTTTTAATCATAAGTTGGAATATTG 
AAAGTTTACC ATAAG CTGTCAG ACAGCATG CAACAAGATAAAGAAG AG AGACTGATTTTAGTCAGTTAGCCTAAATGGACCTG CTGGT CTTCAG 
AAACTCAGGCAGAAAATCACAAGTTTAAGGCCTGCACAGTCTGCAGAGTGACTTCAAGGGAACAACTTTGTGAGCTCCTATCTCAAAATATAAA 
GTGG AAAAAAGGGCGT C GTG AG CTATAGTT CAGTG AT AG AGCAC CTAG C ATGTACAG CT AAAGACTCGGTGCCTAACTCCAAAGAACTAAAAAC 
CTGGCCTTCCTACTTCCTAGGGTGTGGTTTGTGCTAAGAAATGTCTGAATAGAAACACCGAGTTAAAGATTGTGTTTCTCATGGGCCCTGATTA 
GTGTATTATCCAAACATTCTTAACCACTTGATACCCAGAGAGAAAAATCACAGGGTGGATAAACACTTTGGGAGACCTATGAGAAAAGCAGGTT 
TCTCTTTAGACAAACGTCTTTAAGTTGCCCCATATGGACCTGGCTCTCTCCGAGGACACTTTCTTATCAAGGGAAGTCAGTTACTGGCTTTACT 
TTTGGTATTTTGTGACTTGATTTCTTTGTGTAAGTTGAGAGTCTTTGGGAGTACTTTAACTCCTGTGACGTTGCCACTGCAGGGTTTCAGGTCT 



TAGGCATGAAGGTGCCACCCAAGTCTATCCAGTTTCATCCCTTGAATATTTAAGCCGAACATCATGGCAGAATTTAAACCTCAAGGTCAACAGT 
GGATGAGATCAAATCTCAAAAGTGATCAGGTCTGATTGTTTTCATGTCTGTAGAAAGGCCGAAACCCACGCATGTCCTCATCATCTTTTGTCTT 
TTTGGTTGGCTTTGGGGAGGTTGGGTTTGGTTTGGTTTGGTTTGGTTTGGTTTGGTTTGGTTTGGTTTGGTTTGGTTTGGTTTGGTTTTTTTCC 

AACTTTAAAGAATCACAAACAAGCCAGGTGGCACTAACACACTCCTTTAAAACCAGCACCCAGGGGGCAGAGGCAGGCAGATTTCTGTTAGTTT 
GGGCTGGACACTTACTCTGTAGTAAGTGTCAGGCCAGATGGGGATACACAGAGAAAAGTTGTGTCAAAAAACAACAAACCCAAAAACAAACCAA 
TACAACAACAAAAGAATCACAAACAAAATAAAAAGAAATGTTGACTCCTCAACAAATTGAGTTTTTAGCAGCTTTATAATTTTTGGTAAAATAC 
CAAATTTACCTATGGTAATTTTTTTCTAAGCTTCTTTAGCCAAAATGTAACTTCTCATGAGCTGGAGTAAAGTAAGGCTGAGGCATCTTGGGAT 
AACTATGACTTCACTGCTGTTAGTGAAGCAGCCATAGTGATATATCCTGTAGCTCCAATACTTGGAAGGATGAGGCAGGAGGGATGCTTGAGGG 
AGACCTCAGCTAGTCAGTCACCAGAGAACTTTAAAACACTATTGGCTATGGTTAATAGACCCCTACAAAACAGGGGAATCTTTGCTGTTGTTTT 
GACCTTAAATTGAATATTGACCTGCCTCTCCCTTCTGAGTACTAGGATTGTAGGCATATGTCACCACACCTCACCTAATGTAAAATATTTAGAT 



TTCAAACTGATTTTATATGCTTGATGATGAATGAATTTCAAGGCTCTGATGAAATTATTTTTTTTTAAGTTCTCAAGATACTGGTACTTAAGAA 
GTTAAGCTTTGTATCAAGATGAAATATTTTTTTAATGTCAAGATGGCTTTTATTATATAGCATATTGTGTTACTTTTGTAATATCTTTGTATAC 
TGTGATTTTTGTTGATGTAATAAATAGACCATTTTCTAAAAATGCTTGTTACAGTTTTGCTGTTTGCTTACGAAATATCAGATTTCTTTTTTTT 



AGTCTATCTGTAACTACCCTTTGAAATAGTAGTCTCAAGAAGTACTTGAAATGCCCTTTCAAGGAGTCTTGGGTTGGTTAGATGGTTAGTTGGT 
TGGTTTTTGAGATAGGATTTCACTGGGGTTTTGGGCATGAACCACCATGCTGTTTTAACAAGGCACTGAGCATGGAATCTAGGGACTCATGCAT 
GCTAAGCAAGCATTCTGCTGCCTGAGCTACATCTTCAGTCCTTGCAGGCTTTGGTCTTTATTATTTTGGAACAGGGTCAAGCTGGCCTAGATCT 
TGCTGCATACTTCAAATTCATGGTCTTCCCACCTCTGCCATCTGAGTCCTAGGATTTCAGGTTGAGTCACCATTCCTGCCTCTCCAACTTCATT 
CTGGTTTAAGCTGACTTCAATTGCTTGGTTTTTCTTCTGATTCCATACATATCTTTGATGGGTCTGCTAAAAATATCATTGGAATTATGATTGC 
TTTTGTCATATTAACCCATCCTTGAAGTAATCCCACATGGTCACAGTGAGCTACCTTTTGAGTATGCTGTTCAGTTTGCCTTGATAGCATGTTA 
AATTTTTTCATGTATGTTCATCAGGGGTACTGGCCTGAGTTTTGTCTTAATGATGTCTTTGTTGGATTCTGCCATCAGAATTTGGCAGCAATTC 
CTCTCTGCTTGCTTTAG AAGTCTTGCTG CCAAG CCTGATGACCCAATTTACATCCCCAGAAAC CACATGGTATTCAAGAACTAAACTT ACT CCC 
ACAAATTATCCTGAGTTCCTTACAAATGCTGTATCACATATGGACATGCACATGATAAATATAAGAAATTTATTCTAGAAAAAATACCATTTTC 
C AC AAATGGAAC CTGAT CTTTTTAGAGAAACTGCCTATTTTGTGGCTAGTGTAGAGGAAATACAAAG CCTGGGATATTTTTATTTTACAAGAAT 
ATG CTCAAAG AACG ATGG AGAT AATGTTAGAAGGGCATAGGAATG AGCTTGAG AATTCTC ACTG CTCAGAGT AAT ATATAG AAAT AAT AT CAGT 
GGCAAATTACCAAGTCATTGAATAAAATGAGAATCTATTGGTGACAGTGCTGCTTTGTCTTGGTTCAGTCCCTAACACCACAAAACAACAAAAA 
ACAAAACAAAAAAAACACAACCCAGGCTTCAGTCCACATCCATAAAGTAAGGAAATGAGAGAAGGCCCTCTCTCTCAGTGGGATGCCATTCAAT 
ACATGTGAAAAGAATGACACACATTAGCAGTTATACTTAGAATCAGTAGTAACTGAGTCAGGTAGAGATCTTTGGTGGATTCCAATCAAATGAG 
TGAAAATCTGGTCTATCTGCAAGGCACTGAGTAGAGAGGGAAAGGACAGTAAGACTGGAAGAGTTTGATAGACAACACCCACCCCTCAGGGACT 
AGAAAGTTTGGCAAGATGCAAGGAGGAAGCATCTCCTCCGTGGTGTCCTCACATCTTAAATCTAGTACCAGGCAAAGTGGAGCTGAGCATAGCC 
CACTAAATAACTGGGCTGAAGCTGTGCAACCGCTTCATGAAGCTTAGCATACACCGACTACAAAGCAGGAGGGCTCGGTCATGAAGCCAGTGAC 
AGACAAACTGATGGACAACCTCAGCGATGTCTTCCGACTAGATAATGGTGGTCTGTCAGAGCTCACTTCCTGGTATGGTGGGTGGGCTGTGATT 
TACAAGATGTCTTCTAGGAATTATGCACTATGTATGTATTTGAAATGGTGAGGTGGTGCTGACTCAGCACCTCTGTGGGAAAGTTCCTTTGTAC 



GCTAGTTTTTATGTTAACTTTATACAGGCTAGGCTATCTGGGAAGAGGGAATCTTGCTTACTGATTGATGTGGGAGGGCCCGGCCCAGTGTGGT 
TAGAGCCACATGGTCAGGGCTCATGGCCCTGGATGCTATGCAAGAGCAGACTGAGCAAGCCATATAGAGCAAGCCAGTGAGTAGCACTGCTCCG 
TGCCTTCTGCTTGAGTTCCTGCCCTGACTTCTGTCAGTGATGGAAGTGTAAGAGAAATAAACCCTTTCTTCCTCATGTCCATTTTAAAACCAGT 
CAGAAAAGCTTACATCTGGACTGGGGGTTGTGGCTCCTGAGTATAATCCAGACACTTTGAGAGGCAGAGGAAGGAGAATCATAAATTCAAGTCT 
AGTCCAAGCTACAAAGTGAAACCCTCTCTCTTGTGGCCTCCCTCACAAAGCTACTTCACTCAGTTCCTTCTCAAGTGGAGATTTAAAAATAAGA 
CTCAGGAGTAGAAATAGTAGATGAGCTGGCTGATGAGGACTGCTGAGACATAACCTTCTCAACAACATCACTTGACTGTAGCAATCATGACCTC 
ATGGTAACTGAAGATGCTTGAGTGGGTAGGGAGAGATCACGGGGCTCTGTGTCTCCCCAAGAACTACTAGCTGTTGATAGATGCTTGAAGAGGC 
ATCATCTTAAATGTTGCTTCTGTTTGCGAGTTCACTAATGTTTTACATCCCTGCCCACAAAGGTAGTTAATACTGTAAGACCCCCGAAGCTGGG 
CCTCTGCTCAAGTCCCGGGATGAGCTGGCCAGCACCCCAGTGTCCTGAGAGAAAACCACACCTGATGCAAACTGCAAGAGCCATGCAGGGCAGG 
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GGAGTTCAACCCAGAGCGGTGACAGTAGGGGGCTTTTAACAGCTAGCTGAGGAATTGGGAGGAGTTGGGGAGAGAGTTCTCTTCAGCATGTCCT 
TGGTGAAATTTACAAGGCGGGAGTGGGGAGTGAGTTCTTTCTGAATTTXTATCTCCGTGTCCTCGGCACTGGAACGCAGGCATCTCTGGTTGTA 
AAG TAT AGAAACAAAAAGG CTTTTTG CTGG CTATAGAGAACAACG AGCTTCTTT CTGGCTGTATTTTTAGAGATCAGGG AAAAC AAG CTTGGGG 
GACGTCCAGGGGCTTTACCTTCCAGGGAGAAACGCTCTAAGTTGGGGGTCTCACAATACCAGTGGGTCACAAAACAAAGGCATTACAGTACGAA 
GAGGTCTTGTAGGGAGGCCTTTTGTTGGGGGTGTTGGGGGATAAAGTAGGGGTCAATGTGCTAGTACAGGCCATGAATCCCAAGTGCCTTGGAG 
GAAGGCAGAAACTTGTGAGCTCTAGGACAACCAGGACTACAGAGAGAAACCCTGTCTTGGAAACAATACAGAAAAAGGACTGGGTAAGTGTGAC 
CACTGTGTTATATTCATGTATGAGACTGGCAAAAATAAATTTAAAAACAAAGAATACAGCCCCAAGTGAAAGAGAATGCTTGTTGTCTTTTAGG 
AAATAGAAATTTAACTTGTTAAGTTACTTCATCTAACTTGCAAAGGTAACCAGTTATCTTACTAGGAAGATTCTCCTTTATCAAGTCTTTTTTT 
CCTTGCTTTCTCTCGCTCTCCAGAGTTGGGTGGTTTTTTCCCTTCTGAAAATAAGCTACAGCTTATATCTGCAACACAGATAAGAAGAGAGAGC 
TGATTCTGCAGATGACATAAACATTGCTTCTAAGTTAAACAAAGCATAGAGAAGAGGATACACTGTAAGCCAAGTGACACAAACCCACAAGACT 
TCCTAGCCCTGTGTCCTCACTCCCAAAGACATTGTCTATAGCTACTGTTTACCTTTCAACAGGAAATAATTCAAGGAATGCTTTGTTGGAAGTT 
CCTGACCTTCATGTTTTGGGTCCAGTACATTCAAAACTGAGCTAAAAAAAAAACAATGCTCAAAGACTTTTCCCAAATTATTTAATCTTTTAGC 
AAAATTTCATCAGAAGCTGAGAAACATTACATAGAAGTCTTTAACTTTTCACTTTTCATCAGTTAGTTTCTGTTATCTCCTTTTCAATTTTCTG 
ACAATGAAAAACCCTTTGGTATTATTCACACATGATGAAACAAGGTTTCAAAGGAGCAGGCTGCCCTTTCATCGCAATCAAAAACATCTTCCTG 
ATATAATACATCTTTCAGAGTCAGTATGAATTGTGTGCAAAGATGAGAAACGTGAATAATCAAATGCTATTCAAATCAATGCATCAAAAAAAGT 
CAAGAAGTTGCACTAGCTGATGAAAATTTTACTTAAGTCAAAATTTTATTGAGCTTCCCTTGTGGTATTTTTGATGATTAATTCTTCTGGTTCA 
ATATGTTTAAG ATTT CTCTT CAC C ATG C C ATT AC AATTG ACAATT ATG AGATC AT ATAAGACATAC CATTAGC C ATTT CTTGGG GG CGTCACTT 
GATATCCAAGTTCCAGAAGCCAACCTCCTGGCTTTGTAAGCCTAACTGTCCTTCTTAGGACACTGTCACCCACAGGAGATGCAGGTGCTCCTGA 
CAAGGGTTTTTAGAAAGGCTCCTGGAGACACAACATCAGCTCCAGACCTGTTATAAGAGTAACTAGGTGTGTCATTTAACTTTTGTTTCCTTGT 
TTATGTAATCAGATGTTAGATAGACCACTTGAAATTAGAAAACATTTGAAATTGGAAAATAATTGAAACACCAAAATATGTTTGTATTTGTTTA 
GCATTATCGAATTTTCAAATTTGTAACTCTGGGACAAAAGTTACTGAAGGCACTTGTTTCTCTTTACATAAAAGACAAAAGAGGTAGGCAGTGT 
CTAGAGTACGCCTCCAGGGGTAAGGTGTCACTTGCTTTGCAGGAGACACATACTGACAATTTTCGATTGTCAAAATAGTCACTTGAGGTCATAA 
GGACTATGACAAATTGTTCCT 

MOUSE SEQUENCE - mRNA 

CACTAGTGACCGGAGCGCGAAGATTCGGGGGTGGGAAGGTGTGAGCCGCAAACCCAGAGGAGCCGGGAAAGAAGAGGAGGCCCGGGGGTGGTCC 
GAGGACAGGCGTCCCGGCTGCGGAGGCTGCTCAGCCTCCTCACTGGTTGGCTGACTGACGGGCTAGCTGGCTGACTGCCTGCCTGACCGACTGC 
CTGGCTGACTGACTCACTGACTGACTGACTCGTGCCTTGCAGCCTCGGGCCGGACGCTGGAAGCTGCAGCGAGCGGCGCGCGGAGCCGAGCCAT 
GG C CTCGAGTGG AT ATAAT CCATACGTAGAAAT AATTG AACAGC CAAGGCAGAGGGGAATG CGGTTTAGATAC AAGTGTGAAGGG CGAT CAGCA 
GGT AG CATCC C AGGGG AGCG C AG C AC AG AC AAC AACCGG AC ATACCCGTCTGTC C AGATTATGAACTACTATGG AAAAGG AAAAATAAGAATTA 
C ATTAGTAAC AAAG AATGAT CCATAT AAG CCTC AT C CTCATG ATTTAGTTGGAAAAGATTG CAGAG ATGGATACTATG AAG C AGAATTTGG AC C 
AGAACGCAGACCTTTGTTTTTTCAAAATTTGGGTATTCGGTGTGTAAAGAAAAAGGAAGTGAAAGGAGCTATTATTTTAAGGATTAGTGCAGGA 

ATGAAGATGGTAACTTCACAACTGCTCTGCCTCCCATTGTTTCTAACCCAATTTATGATAACCGTGCCCCAAATACTGCAGAATTAAGGATATG 

CCGTGTGAACAAGAACTGTGGAAGTGTCAGGGGAGGAGATGAAATATTTCTGCTTTGTGACAAAGTTCAGAAAGATGATATAGAAGTTCGTTTT 

GTGTTGAATGACTGGGAAGCCAGAGGTGTTTTTTCACAAGCTGATGTACACCGCCAAGTAGCCATTGTTTTCAAGACTCCTCCGTATTGCAAAG 

CTATACTGGAGCCTGTGACAGTGAAAATGCAGCTGCGGAGGCCTTCTGACCAGGAAGTTAGTGAGTCTATGGATTTCAGATACCTGCCAGATGA 

AAAAGATGCATATGGCAATAAATCAAAGAAACAAAAAACAACTCTGATTTTTCAGAAACTGCTGCAAGATTGTGGTCACTTTACTGAGAAACCA 

AGAACTGCCCCTCTGGGATCAACTGGAGAAGGAAGATTCATCAAAAAAGAATCAAACTTATTTTCTCATGGTACAGTTTTACCAGAAATGCCCA 

GGTCTTCAGGAGTTCCAGGGCAAGCTGAACCTTACTATTCTTCATGCGGGTCCATCTCGAGTGGATTGCCACATCACCCACCAGCCATTCCCTC 

AGTGGCCCATCAGCCTACAAGCTGGCCACCAGTGACTCACCCCACCTCACACCCAGTCAGTACAAATACCCTGAGTACTTTCTCAGCGGGAACA 

CTCTCCTCTAATTCACAAGGTATCCTTCCATTCCTAGAAGGGCCTGGTGTCAGCGACTTGAGTGCATCTAATTCGTGCCTTTATAATCCTGATG 

ACCTAGCTAGAATGGAAACGCCATCCATGTCACCAACTGACTTATACAGTATCTCTGATGTCAACATGCTATCTACTCGGCCTCTGAGTGTGAT 

GGCACCCAGCACTGATGGCATGGGGGACACTGACAACCCAAGACTTGTGAGCATCAATCTTGAAAACCCCTCATGTAATGCCAGGCTAGGCCCA 

AGAGACCTGAGACAACTACATCAGATGTCTCCTGCCAGTCTGTCCGCGGGCACCAGCTCCAGTTCTGTTTTTGTTTCACAGTCAGATGCATTTG 

AT AGATCAAACTTCAGTTGTGTAG ATAATGGCCTG ATGAATGAG C CTGGACT ATC AGATG ACG CAAATAATCCTAC CTTTGTTCAG AGC AGTC A 

CTATT C AGTT AACACTCTG CAAAGTG AGCAACTG AGTGATC CCTT C AC ATATGGTTTTTTTAAAATATAAGTTGT AGGACTTAAATAAGTATAT 

AGAATATTAAGAGAAAGTTCAGAAGTCAAAACTTTAAAAGCCGCTACTGTTTCTTACTTTGAAAGATATGCCTAAAGTCCACGTGCTTGCTGTG 

AGTTGTTTTCTGTATTTCCCCAAGACAAACTATGTATCTTTGCTAATGTATTAGTTAAATGAGATGATATTTGCTTTCAAGCAGATTTAAGGTG 

AAAAACGTGTAATGGCTATGCATTGGGTAAATAAACTCATATTATTGTTGAGGCCCATAGGCAAAAAAAAAAAAAAAAAAA 

AAAAAAAAAAA 

MOUSE SEQUENCE - CODING 

ATGGC CTCG AGTGGATAT AAT CCATACGTAG AAATAATTG AACAGCCAAGG C AG AGGGGAATG CGGTTTAG ATACAAGTGTG AAGGGCG AT CAG 
CAGGTAGCATCCCAGGGGAGCGCAGCACAGACAACAACCGGACATACCCGTCTGTCCAGATTATGAACTACTATGGAAAAGGAAAAATAAGAAT 
TACATTAGTAACAAAGAATGATCCATATAAGCCTCATCCTCATGATTTAGTTGGAAAAGATTGCAGAGATGGATACTATGAAGCAGAATTTGGA 
CCAGAACGCAGACCTTTGTTTTTTCAAAATTTGGGTATTCGGTGTGTAAAGAAAAAGGAAGTGAAAGGAGCTATTATTTTAAGGATTAGTGCAG 
GAATCAATCCTTTCAATGTGGGTGAACAGCAGCTGCTGGACATTGAAGACTGCGACCTCAATGTGGTGAGGTGTGTTTTCATGTTTTTCCTTCC 
TGATGAAGATGGTAACTTCACAACTGCTCTGCCTCCCATTGTTTCTAACCCAATTTATGATAACCGTGCCCCAAATACTGCAGAATTAAGGATA 
TGCCGTGTGAACAAGAACTGTGGAAGTGTCAGGGGAGGAGATGAAATATTTCTGCTTTGTGACAAAGTTCAGAAAGATGATATAGAAGTTCGTT 

AGCTATACTGGAGCCTGTGACAGTGAAAATGCAGCTGCGGAGGCCTTCTGACCAGGAAGTTAGTGAGTCTATGGATTTCAGATACCTGCCAGAT 
GAAAAAGATGCATATGGCAATAAATCAAAGAAACAAAAAACAACTCTGATTTTTCAGAAACTGCTGCAAGATTGTGGTCACTTTACTGAGAAAC 
CAAGAACTGCCCCTCTGGGATCAACTGGAGAAGGAAGATTCATCAAAAAAGAATCAAACTTATTTTCTCATGGTACAGTTTTACCAGAAATGCC 
CAGGTCTTCAGGAGTTCCAGGGCAAGCTGAACCTTACTATTCTTCATGCGGGTCCATCTCGAGTGGATTGCCACATCACCCACCAGCCATTCCC 
TCAGTGGCCCATCAGCCTACAAGCTGGCCACCAGTGACTCACCCCACCTCACACCCAGTCAGTACAAATACCCTGAGTACTTTCTCAGCGGGAA 
CACTCTCCTCTAATTCACAAGGTATCCTTCCATTCCTAGAAGGGCCTGGTGTCAGCGACTTGAGTGCATCTAATTCGTGCCTTTATAATCCTGA 
TGACCTAGCTAGAATGGAAACGCCATCCATGTCACCAACTGACTTATACAGTATCTCTGATGTCAACATGCTATCTACTCGGCCTCTGAGTGTG 
ATGGC ACC CAG CACTGATGGCATGGGGGACACTG A CAACCC AAG ACTTGTGAGCATCAATCTTG AAAAC C CCTC ATG TAATGCCAGGCTAGGCG 

TGATAGATCAAACTTCAGTTGTGTAGATAATGGCCTGATGAATGAGCCTGGACTATCAGATGACGCAAATAATCCTACCTTTGTTCAGAGCAGT 
CACTATTCAGTTAACACTCTGCAAAGTGAGCAACTGAGTGATCCCTTCACATATGGTTTTTTTAAAATATAA 
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HUMAN SEQUENCE - GENOMIC 

AAACCAAAGCCTGCATATGAAAAAGCTCTAGAAGACAk 

ATTATAAGTGAGTTTTCTTCTTTTCTCCAATCTTTATTTAATTTTGTTTATTTGTTTTGTTTTATAGAGACAGGGTCTCACCATGTTGCCCAGG 
CTGGTCTTGAACTCCTAGCCTCAACTGATCCTGCCACCATGGTCTCCCAAACTGCTGGGATTACAGGTGTGAGCCACCATGCCCAGCCTTTCTT 
TAATGTTTTATATGTGTCTTTTTTTAGGTTGTAATTTAAAAATAAACATATTTTAGCAAAAAATTAAAGACTTTGAATGTTATTAAAGAATTTA 
GGTCCGGGAGTAGTGGTTCACGCCTATAATCCCAGCACTTTGGCAGGCTGAGGTGGGAGGGCTGCTTGAGCCCAGGAGTTTGAGACCAGCTCTG 
GGCAACAATAGTGAGATTC CATCTCAATCTAAAAATAAAT AAGT AAAATATAC ATATGAACTT AGTAACTGGTTGGC CC AGCTTG CTTG CTTT C 
ATGACAGTAATCCATGATTTTGATACCCGTCTTAATATAATCACTATCATAGCTCTCTGCAGGCATAGTTATCACTTTGGGTAGGAGTTGAGCC 
TTGTGCCTCTTTTTGTTTTTCTTGATGGTATCTAACGCCCAGTGGTGATACATTGTCACTCATATCAATACTGGTGTGATTCAATGTGTAATAA 
TTTATATTTTATTCGACATTTAATGAGCATCTACAATGCTAAAGGCACTGTACTAGCCACTGTAGGGAATAAAAGATGAACAAGACACAGTCAA 
TGCCTTTAATTAAAGAAGTAAATGCACTGATTTTTACTTTTCCTACACAGGTATTGAATTGAGAATTTTGGGGAAAAGAACATGAAGAGTCTTA 
AAAGATATGGAACCTGTGAACGCTAAACCTTCATATATTTGCATTTTTATTAGTAAGATTATGGCTGCCAGTTATATTGTTTTATATCTTAGGT 
CA.TATTTTGAAATGTGATGTGACATAGTGAAAAAGAAACAAAGAGTCTGGAGGTCTGGTTTCAAGTTTCAACTCAGCAATTAACTACCTAATGA 
ACACGGGCAAGGTACTTAAACTTCCTGTGCCTCATTTTCCTCATGTGTAAAACGAGGGAGATGAACTAAATGATCTACAGGGTTCCTTCCAACC 
TTAAAATTGAACTAACTCTCTCCTGTTGAGACATAAAAGAGGCACCATATGACTTGAAGGTGATGATGACTTCATTACTTGTTCTGAAAAATGT 
TAATTCTAAATTGGAACAAGTAATCACTGGATCTCATGGTTGTGACACATCAGACATTACTACAGTTAGAGAAACCCAAGTTAGCACACTGTGT 
CATACTTCTAGGCAGTGCTATATACGCAAAACTAGCATACCACAGTATAGGGCCTACACAATATAAACAAAAAGATTAAAAAGAGATTTTTTTT 
TTTTTTGAGATGTAGTCTTGCTTTGTCGCCCAGGCTGGAGTGCGGTGGCACGAGATCGGCTCACTGCAACCTCTACCTCCCAGGTTCAAGCGAT 
TCTCCTGCCTCAGCCTCCTGAGTAGCTGGGATTACAGGCGTGCACCACCATGCCCAGCTAATTTTTTGTATTTTTAGTAGAGATGGGTTTTCAC 
CATGATGGCCAAGCTGGTTTCAAACTCCTGACCTCAAGTGATATGCCCGCCTCGGCCTCCCAAAGTGCTAGGATTACAGGCGTGAGCCACTGCG 
CCCTGCCGATTTTTTTTTTTTTTTTTAAATAGAGACAGGGTCTCGCTATGTTGCCCAGGCTGGTTTTGAAATCCTGGGCTCAAGCAATCCTCCT 
GCCTCAGCCTCCCAAAATGTTGAGATTACAGGTGTGAGCCGCTGTGCCCAGCCAAGAAAATTTTTAACAATGGATATTTTACGAATGCTTTTTG 
GAGTTTTTATGTACTAAG ATTT C ATTT CTCTGGGTGTTCATTAATCTTATGTTTCAGTTCCTTAAATGAAAATAGGTG AG TGGGGCAGGTTTCC 
TCAGAGGTATAGTTTTTACTTTAGGGACTATCCCTTTCTCCTAAAGTGTGCTTTAAAGACGGCAGCACATGAACTTGTCTTAGATAGGAGGGAC 
AGCAGGCAAAAGTGATGACAGGATCTGGGTCTGCTGCCACACACCAAACTATTTATGAATTTTTTTTAAGAGACAGGGTCTTGCTCTGTCACCC 
AGACTGGAGTGCAGTGGTGTGTTCATAGCTCACTGCAGCCTCAAACTCCTGGGTTCAAGTGATCCTCCCACCTCAGTCTCTCAAGTAGCTAATA 
TTACAGGTGCATGCCCCCAAACCTGGCTAATTTTTTTTTGTTTTTTTTTGTACAGATGGGGGTCTCACTATGCTGCCCAGGTTGGTCTCCAACT 
CCTGGTCTCCAAAGTGCTGGAATTACATGGGTGAGCCACCACACCTGGCTCTCATTCTTTATGGGTTTTTTGTTTTTTTTTTTTTTGCCCTTAA 
GTTTTGTTTTTTACAACCTTATAAATCACATAATTGAGTTTCAGAGATCTCAAACAATACTAATGCAGTAAGTAAACAGGAGAGCAGGAGTGGG 
GTTTGGCCAACAGTACTGGTAAAATTCACTCATAGTGGTTGAACCCAGCTGTTGCAGCTATTTGTCCTTAATAGGAAGGACACCTCCTCACTAC 
AGAGAGTTGGGCAGTGATTTGCAGTATGCTAACTGGGACTAGGGCATACTCTCGATAAGGTTTAATTTTTTGTAAGAGAACCATGTGGCTTAAA 
TTGATGTAAAGCATCTACATAAACTACATAACGGAAGACAGGTAACTCAGATAATGGGGGTATCAAAGACGAAATTTGGCCATTTATCTAGAAT 
TATCTGAGGGAGAACCCCAATGAATCCAACAGATACAATCACTCTGGTTATTAGAGTAGTGTAAGAATCACAGTCATACGTGCTGACTTATTCA 
GAGGGCAAAGTACCAGTGTCTGCAACTTATTTTGAAATACATTTTTAAAAACCAGATAGATGAATGGATAGACAGAGGGATGGAAAAATAAACA 
GACAGGTGATAAGGCAAGTGCAGCAAAATGTTAATGGTGGAATCTAGTTAGTGGGTATACATATGTTCCCGGAAAAAAAATCTTTCAGTTTGGC 

CCTTGACCTTCTGGGCTTAGCTGGAACCACAGGTATGTGTCACCACACCTGGCTAATTAAAAAAAAAAAAATCTTTTGTAGAGATGGTGTCTCA 

TTTTGTTGTCCAGGCTGGTCTTGAACTCCTGGATCAAGCGATCCTCCCACCTTGGCATCCCAAAGTGCTAGGATTACAGGCATGAGCCACCATG 

CCTGGCCCCAAACATTTTTATGATAAAACAGGAAAAAAACCTGCCAACATTTCTGAGGGCTTTCCCTGTGTCAGGCACTTTGTATTAGTGATCT 

CAATTAGCCCTCACAAGAAGCCTGTGAGGTAGGTACCATATTACTACCCCTATTTTACAGATAAGCAAACAGGCACAGAGAGGCTAAGGGACTT 

GCCCAGAGTCTCACAGCTAACAATCTAGGACAAGCTAAGATTCAAATCCAGGCCTGTGTGTTTGCAAAGCCAGGGCCTTTAGCTGTGAAACACA 

GAGAATTCCGCAGATGTTTTTCAGAGCCTCCATTAAATATTACTGAGTATTATAAAACTTCTAGAACATAGGAAAATATTTTCATAACCTCAGT 

CCAAGAAGAGTTCTCTAACATTCACAAAAAACACTATCAAAGAAAATAAATCAGACTTAATTAACACTAAGTTAAAAAGCTTCACTAAGATAAT 

GAAAAGGCAAGCCACAGACTAGGAGAGGATACTTGCAATGCATATATTTTATAACAATTCTGTGGCATCCATAGAGGTGCTCTGCTCAGATCTC 

CATTCTAGAGAGGATCTGCCTCAGCTTTCAAGCCAAAGCCACATATTTCCTTGGAGCCACCTACCCAATTATTAAGTACAGAGGTAGTATAAGG 

GCTAACTATCTCTGTGCACAGTGTTTGTGTTAGAGCTCCCCATTGGATTTACTGAGACTTCCTCAAAGATGCACTCCCATCTCATTTTCTTTCT 

ACCAAATTTACCTTCCTTCCCCCTTTCTTrTCACCAGTGTCAGACCTGCATCTTAAGATTTTCCCTGCCTATAACTTTTTTCTTTCCCCTTTAT 

CTTTCATAGATGTTACCCCCAATAAATCTCTTGCACTGTTAATTTCATATTGGTACTTGCTTCCCAAAGGACCCAACTGGTATACTCATATCCA 

GAATACATAAAGAATGTCTACAAATCAATAAGAAAAAGATAGATAATCCAATTTTTTTTTTTTTTTGAGATGTTTTCTCGCTCTGTCCCCCGGC 

TGGAGTCTAGTAGTGGTGACATGGCTCACTGCAAATCTCTCGTCCCCAGGTTCAAGCAATTCTCCTGCCTGAGCCTCCCCCGTAGCTGGGATTA 

CAGGCACCTGCCACTGCACCCAGCTAATTTTTTATAGTTTTTAATAGAGACGGGGTTTCACCATCTTGGCCAGGCTGGTCTTGAACTCCTGACC 

TCATGATCCACCCATAATTTTGTTATGTAAGCCCTATCATTATTATTATTATTATCATTATTATTATTATTATTAAGACAGAGTCTTGCTCTGT 

TGCCCAGGCTGGAGTGCAGTGGTACAATCTCGGCTCACTACAACCCCTGTCACCCAGGTTCGAGTGATTCTTGTGCTTCAGCCACCTGAGTAGC 

TGGGATTACAGGCATTCGCCACCACACCTGGCTAATTTTTGTATTTTTAGTAGAGACAGGGTTTCGCCATGCTGGACAGGCTGGTCTCAAACTC 

TTGGATTCAAGTGACCCIACCTGCCTCAGCCTCCCAAAGTGCTGGGATTATAGGAGTGAGCCACCNNNNNNNNNNN^ 

NNNNNNNNNNNNNNNNNNNNNNNN^ 

NNlONNNNmNNNNNNNN^ 

NN^NNNNNNNNNN^ 

NNNNNNNNNNNNNNNNNZvJNN^ 

NNNNNNNNNNNNNNNNNNNN^ 

NNNNNNNNNNNNNNNNNNNN^ 

NNMSINNNNNI^NNNNN^ 

NNNNNNNNNNNN^ 

NNNNNNNNNNNNNN^ 

Nl)mNNNNNNNNNNNNNNNN^ 

NNNNNNNNNNNNNNNNNNN^ 

NNNNNNIflNNN^ 
NNNNl^NNNNNNNNNMJNNNNN^ 
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NNNNNNNNN^ 

GCTCACTGCAACCTCCGCCTCCCAGGTTCAAGCAATTCTCTAGCTCAGCCTCCTGAGTAGCTGGGGTTACAGGCGCCCGCCACCACGCCTGGCT 
AATTTTTGTATTTTTAGTAGAGACGGGGTTTCACCATCTTGGCCAGACTGGTCTTGAACTCCCAACCTCGTGATCCACTTGCCTCAGGCTCCCA 

CTCCCCCAGTCACTTTTGATTTTGAAATTCCTTCAGAGAACTGAAAATGTTTTCCGTCTCTTTGAAATGTATGTACATATTTTAAAAAGCTAAA 
TAAGCCTCTTGCTAGTTTTGCGTCCTCAGAAGGTCTTTCTTGCGGGCCTCGGAGCCATCTCTTGGAAATGTGAACATCAAGGATGGTGCTCCAT 
GTTTCTGTCTCTAGGAGGGTTTAAGCGTTGGGTCTTGGTTCCAAGATAACTTCCCATTATTTTCCTTTGGATAAAGACAATTAATAGGTATGTA 



GGTACGTTTTAGTACATATCCAATAATAAAACTGTTTCATTCTTTTGTTGTACATTGCGCATTTCGTGGAAAGAACAGTTTGGGGTTGGCAGGA 
TATTTTAAATTATTTGGCCATATGGGTCCCCCAGTTTTGGGCACTTGTATGGCAGGCTGATATTGCCCATTACCTCTCCGTACTAATTTTAACT 
AGTAAGGGACAGGGGCAAGGGCATGGAGCTTTGGAGTCAGACAACCCTQGCTTTAAACTGTGCCTTTTATCAGCATTCTGAAGTACTGTATGTT 
GAAGTAACTT CTCTGAACCC CGAATACTTC AT CTAT AAAGTT AGGAAT AATAAAT ACGTCATAG ATTAAGTATGGACATTAT CTG ATGCATAGC 
AGGTACTATTCAAATGAAGGAAACGAAGTTATCCTAGGTCCTTTAATGCACTAAATGTGTGCTCCATTTCCGCCTTTCTTGGCATCTGTGTGAA 
ATGTCAGGATATAGTGTCCAGTAAACTTCAGTGCACTGCCTAATGAGACAACGAACTCCAAGTGCGGACCTTTTGAGTTTAAACGGGTTTCAGT 
AGGTAAAATACGTAAAGTTCACAGTACCCTCGCAATTTAGATGGAGGAAAAAAAATCAGTCGGGGGGGGGGTCCCCGTATGCAAATACAGGAAT 
TACAGAAGAAGACAGGACCCCCGCCGCAGCACCACTTCCCCCTACAGGGCGCAACGTCCCGCGGCTGGCGCGGGGGTGGAGATTTGCATGTGCG 
AAGTCGGGAAGAGGGGGAACCACCTCTCGAAAACCCCGGCCGTCGCCCTCCCAGGGCGGGAGAGTCGGCCCCGCGCGCCCCCAAAAGCTCCCCA 
GCGGCCGGCCCTCTCTACGTCATCCGCACCCTCCCGCCCGCTCCTGAACTTTAAACCACACTCGGAAGAACAACCTGGAGGAGGGGGATTTCTC 
AGGAGCCAGCGGCCTTCTCACGCTGCTAGCCGTCACGTCCCGGCTCCCGGCGTTCCCTGCGCTGCCGAAGCCCACCCCAAGCTCCCGCTCCCTG 
GACCCCCTCCCAAGCCAGCCGCCGCAGCAGCGCCGGGGGCGTATGCGTGGGGGCCGGCGGGGAGCGTGCGCGGGGACAGGGAGGGGGGGGGCGC 
TGGGGGCGGTCGCGCGCGCGGCGGGCGCGAGGTCGCCCCGCCCACGCCTCCGGGTGAGGGTTGCTGCGTCGGGCCTACGTCAGCCGCGGGAAAT 
TCCCCTCCCGCCAGGCTGGTCGCGTCTCGGCTGGGCCAGCACTCGGCTCTCCCCGCTCCGCCCCGTGCCCCTGGCTCCCGTACGGTGGACGGCG 
ACGCTGGGTGACCCGGGGTGCAAGAATTCAGGGGTTGGGAAGGTGTGAGCCGCAAACCCAGCGGAGGGCGGGAAGAAGGAGGAGGCCTCTAGGG 
TGGTCGGGGGACTGGGGGCCCCGCCGGCAGAGGTCCCTCGGCCTCCTGACTGACTGACTGCGGCCGCCTCCGGCCAGGACGCTGGGAGCTGCCT 
GCGGGAAGGTGCGGGGAGCGGAGCCATGGCCTCCGGTGAGTGTTCATGGGGCGCGGGCCTGGGCCGGGGGAAAGGAGCTCTTCTGAAGGGGGTC 



CCTGCTTCAGGGTTTGCGTGCAGAATCCAAGCCACGCTCTGTAATTCGATCCTGTTGTCATAGCAGGAACCTTAGAAATTCCCAACGACTTGAT 
TTTAGGATTAGGGAAGTCATAAGCGAACCAAAGGAGGACGAAGAGTTCTCATTAAAAATGTATATGTATTGAAGATGGTGGTTTTATGTTTTAG 
AACAGGAATGAGGAACCTTCAGACCTCGGGCAAGCTCTGTCCCCCTTTTTAGTTTAATTTCATCAAATGCAAAGAGGTGATCCCCCTTGTAGTG 
ACAGTTGTACAAAATGTGTCACGGCTTTAAAAATCATCCGTGGTATTTTAACACGAATTAGAAAATCCGTGGTATTTTAAGTGTTAATGTTGGT 
TCGACCAAGTGTAGGCCGGGCGCGGTGGCTCATGCCTGTATTCCCAGCACTTTGGGAGGCCGAGGCGGGTGGATAACGAGAGGTCAGGAGTTTG 
AGACCAGCCTGGCAAACATGGTGAAACCCCGTCTCTACTAAAAATACAAAAATCAGCGGGGCGTGGTGGCGCGCGCCTGTAATCCCAGCTACTC 
GGGAAGCTGAGGCAGGAGAATCGCTTGAACCTGGGAGGTGGAGGTTGCAGTGAGCCGAGATCGCGCCCCTGCACTGCAGCCTGGGCGACAGAGG 
GAGACCCTGTCTCTATTTAAAAAAAAAAAAAATGTAGTTTTTACTGTGAGATAAAGCTCAAGGTTCCTAATCTGACGAATAGAGACGTTGAATC 
GCCCTTCCTCGTCGCTGGAAATAAGGGGAAAGAGGAGTTTTAGAATATCCGAGCTTTAAAATAATGAGTAGGAATGAATACAACTTTATCACTT 
ATGTGACTATATATTTTCCCTTAATAAATGCTCGATCTCTCCCTTTGGGGGGGAATAAGTTTGTAAGAAACATTGCAGAGCAAGAAAGTCTCCT 
ATATACACAGATGTGGTTGGGGCTGCCTGGAGCTTAAGGTTGAGGGGGACGGGAGAGCCGGGGCGGGGGGATAAATCAAGTAGCGTGGGGTCGA 
GTTGGTCTTTTACCAGGATTTTGGCAAGGTGAGTGGGGGACACTTTCCAGACAGAGGAAGCAGGGTGAGCAAAGGCAGGGAGGGCTAAATGCAT 
GTTAAATGCTGTACTAAGAGAATGAAGAGGGGGCCCCGTTTATGAACTTGAGTCTTATCCCCAAACTGCCTGGTCCAGTGACCCTCAGAAGTAG 
GCTGATGTCTAGTAGAGATGAGGAAGTAGGAAGCTTAAAGAACCTTTTTAAAAGGTTGAGCAGAACAATGCCATAGCTATTGCTGTAGGCAGAA 
AAGGAAATTGGGGTGTTTCACATGACATTTGATTTCAGTTTGTTTGTGGTTGTGAGAATACTAAGTGTAGTTTAAAATATTTCAACTTTCCCTT 
TTCCCACTTAAGTGACACCAGACTTTCAGATAATCGTGTAAATTTATGAATTCAAAGCATGTGTAGATTAGAAGTGCTAAGATGACTTCAAATA 
TTTTGTTAATGTATTGGTTATCAGAAAGATTTTGTTTGGAAGTAATGGAGAATGCCTAGCATTATAAGTAAGTTCAGGCTCTTGGCGATTTAAT 
CAAACTTTATTGATATATTGCATGAATTTAATACTTCTAATTTTTTCAGTTGAGAGAGGAAACAACCATTTCTATATAGAGTATTGTAAGACCC 
•ACAGGATTTTAAAATTTGATACAATTTAAATTTGTTCATTGACACTGTATTTTGTGCTGTTGTGAGGAGGAAGGATTCCCTAAAAGTAAGGAGG 



TAAAATGGGACTATTTAAAATGTAACAAGTTATTTAAATTGTAATTGAGTTGTTAGAAAACTGCCAGGGCTGGAATAAAAAAAAAAAAATGTTT 
ACAGGAATCTGTGTACTTTTGGTTAATCTGTTATAAAGACCTTAGAGAAAGAAAAAGATTCACTAATAAAATTCTAAATTCGTATTCTGTTTTG 
AAACAGTAATTTAACCGGAAGAGTGACCAAAAAAAAAAAAAAAAAGAAATTGCTTAGTTTTTCATTGTCTAGTTTAGATTCTGTTTGTAGTAAG 
GTAGTATTAAAACCTCAGAAAGTAACTTTTATTCATTACGAAGTATTTAAGAGCATTTCTTCATTTCTTACCAGATGTCATATGTAAATAGGTA 
TATGTAGTTGAATATGTGATAGCTATAATGTAAAAGTAACATAAATCATAATCTTATAAGCAAAATTATGTAAGTTAGAATGTAGTTTAAAATC 
ATGTATATAATATGATTCTAAATTTTGTTTAGATAAGTTAGCAGATTAATTAGGATTTCACAGCTTGTATTAAGCTGCCTTTCGTTGCTTTTTA 
AAAAAATTAC ACCTTGATCAC AGTCTTTTG AC ATAATTAATAATAG ATATAGTG AAGAAAAATGTT G C C AAACC CATCTAAGGTATGC ATAGTA 
GGCAGTTGTTGCTTTTGTATATTTATTCTATTTAATATAAGTAAAATTAGATATTTTATGTGTGAATTTAAACCTTCTCATTGTTCCAGTAAAA 
AGAGCAAAATGTCTTTGTGTGGCATATAGCTCTGTTAACTAATAATTAGTGCTGTCTTTGGTAAAATGTTTTAAAATTTAGATAATTTATTTTT 
CTTCACATTTTTCTTAGTATGGTTCTTCTGTGTCACACAATAGGAAGGAAGTACAGAAATGAATTGTTTTTGTAAACCTCACTTCTTACCAACT 



GCTGGAAGTTAGGAATGGATAGCTACAGTAAATGACTTCTTTTTTTAAGTAAAATGCCACACATGAGCATGAATGTTTCAGAAATGCAACACAT 
GAAAAAATAGAAATAACAATGGAGTTAAATAATTAAGGTGACGTATGATAGGCACAGATAAAGGGAATGAGTTAATGTAATGACTAGGGAGGAG 
CCAGACAATGAATCATAATTAGGAACATCTAGGTTATGCATAGTATCTTTCTCAAATACAATTTAAGGGACTCAGAATTTCATTTTGTTCCAAG 
TTTCTCTCATATGGGTTGTCTGAAAATGATTTTGTTTGTAGGCACATGACCCAAATATTGCATGGGATAAAATTGTTTTTCTGAAATTCATATT 
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TATCTGGGCCTCCTCTGTTTTTATTTTTAAAACAGAGGTGATTTGGTCTTGCCATTTGTTTTTAACTTTAATACCTGTATAATCTAGGAC^GCT 
TTTAAAATTTATTrATTTTACCCTGGCACGTGCAAGAGTTTTTTCAAGACTTACCTTTTTTCCCCCTTGGTAACAGAATCCCTATTGCCAGAAT 
GTTTTACAGTTTTTACCTTGTAGTGCATAAATCAGTTGAATACTCATCTGAAAATTTCCTTTCTTTGATTCTTAAGGCCCAGTTGAAAGTCAGC 
CTGATGTATTGGAGTAATAAAGTCAGCCTGATATATTGGCATAGCCTTTGGCTGATGAGAGACCTAGTTTGAGGAAAAAAATAATAGATCTTAT 
TTTCTTTTTCTCCAAATTGAGTAGAGGTGATATTTGGAAAAATATATATTGTTAGCTCCATTGGCTCCTTTAGGTCTCAGGCAAAGTCTGTCAC 
CGAGG ACCTTTATG AGAG ACATGCAGT CTAGTC AG CTATTCT CAACTGTGGTGTTG ACAC ACTGGTGTG ACAATCATTTGTGTG ATGTGTTGCA 
AGAGTTAAAATATTTGTGTTGTAAATTATTTACTTTTTAAATAAATGAAAGCATTTGAAGGTTATCTCTATATTGTCATTTTTTCTTGCTTGCA 
TTTGAATAAGGTTCTTTTTTAAGTGGGAGATAAACACAAGTTCAAGTTACAAGTAGCCAGAATTGCTTTGCCTAATTTACTCACGTCCCAGTCC 
ATATTTGTACCTGAATTTTTAGATTACTTCTCTCAATATGTGCATTGTTGCTTCCACTTCATGTTTTAAGACAATTATTCTTAATCAGGAGTGT 
GTTAGAATTTCTTGGAAGGCTTTTTCAGCAACGTGTATCTGGGCTTTAAAAACTATGAAGATTTCTTTATCTTCTAAACATCTCAAGTGGGGTA 
AGGACATGTATGTTTTGAAAAAACTACCTAGGTGATTCTGATGTACATCCCCAGTATGAACTCTGTTCTAGGGATTTCTTTGGATCTAAATACT 
CATTTGGCTATACGAGGATGCATTATGTTCTTAAATTAAGTTGCATTTATTTTAGATTGCAGATTATGTGCTGTATCAGTTATTACCTCCAGTT 
GCTTTTATGCTTGTTTTTTAAATTTGGCACTGCCATATTAGCATACCATTCATAATTCATTTTTATTATAACTTCATATAATTTTCAACTTTAG 
TTTTATCATGTGTAAGATGGGATAATAATTTCTATTATTTTTCAAATGGAGATTAAAGTTAAGAGGATCAAATGAGAAATGTATATAAAGGGGT 
CTTAAAATAATGTTATAATTACAATAATTAGCTTTTTTTTCTGTATACTTGATGCTGGTTGCTAATTCTAGCAATAAAGTGTTTGTTAATAATG 
TGTCTATTTCCGATAATTTATGATCCATTTAAACATTTCAATGTAATTTTTTTATTTTAAAAGCTCATGCTTTATTAGATAGGCACTATGTTTT 
AAAATAGC ACTCTTTCTTG C CTAAG CGC AAAT AAAAAC AT AGATATATCTT AC AAAC ATTTTGG CTGTATTTTAGAAGTTATTCTGATGTATAT 
TAGCCTTTTAAAATACTATTCAGAATATAGGGGTCAGTCCCAGCTTTGCATAGTGTTGCTTAAAGAAAAATACAGTAATCAATTTGTTTAGAGT 
CAATTTTGGAGACGTTTTGGTGCTTTTCAAAACTGTGGCGATTTGAGGTTATCTTAGTTAAGAGTACTTATTTTCCCTACAATTTCCTGATTTA 
TGTTTTACCCTCTTGCACTCCATAGATGACTACATTTCAACACATTTTATATTCAGGAAGAATGGCATTGTGCAAAGCACAGTACTGAGGAAGG 
AGATAACTGGTGCATTGTACTGATGCATTATATAAATGATTTATAGCTGGGAAGTTTTTTAAAAATCATAAACACAGATAAATCAAAATAGGAA 
TG AGTATG AGG AAAT ACTGAGGTGTAGC AAT CCTGGT AC CTATAAAGC ACT ATTTTTTTTTCCTTAGTAGTGG AATCTAATTAAAAAAT CTG AC 
TAATCACTTATATGATTATTTAACGTTTGAATAACTTGTATAAACAAAAGACCTTAAGATTTTTTAGTCATTCATTCAATAGATGTTTAATGAA 
TATCTCTGTACAAGGCACTGATGAGTTAAACACAATTTCTGCCTTCAAGTAGCTTGAAGAAATAAAACAAGTAGCTTTATCTCAAGAAGAAATA 
AGACGGTAAGTTTTCCCTAAATTACAGTTATTTGGAATAATTGCTATACACAGAATACTATGGTAGTTTAAAGGAGGGGAGATTATTTCCAGCT 
GGGGGAATGTAGAGTATTACAGTATACTGTGTTACTTGGTTGTAATACTCTACATTCCCCCAGCTTGTTAATTTTTACCAATTAAGAGCTTCTG 
CAGTAGGAAAAATAAATTCCAAGGACTTTAAATACTCAATATTATATGATAACTGATATTTATGTAGTTTTTACTATTTAAAAATATTTAATCT 
TTTCAACAACTACTTTTCTGTTCTTTTTGTAAACAATCTAAAGAAGTGTCATGTAACCAATGAAGTTTTGGGTTTTTTTGTTGTTGTTTTTGTG 

TGGGTTCAAGCAATTCTCTTGCCTCAGTCTCCCAAGTAGCTGGGATTACAGGTGCCTGCCACCACATCCCGCTAATTTTTTGTATTTTTAGTAG 
AGATGGGGTTTCACCATGTTTTCCAGGCTGGTCTGGAACTCCTGACCTCAAGTGATCCACCCACTTTGGCCTCCCAAAGTGCTGGGATTACAGG 
TATGAGCCACCATGCCCAGCCTCAGTGAAATATTTGAATGCTCACTATGAACCTAGCAGTTTTATTCACACTCTCTCTTCCCAAAGTTAAACAC 
TTATCATTAACGATGTCATTTTATATCAGTTTCCCACCAAGACACCTTTAAATAAGTAGTGGGCAGGGATTTATTTGGCCTTTACTTCAGCCAC 
ATAAATTATTTAAAATGTGACTTAAAAAGTAATGTTGATTTTAACAGTTTTTAAGAGGAAAATATACTTTCTTAAATACTCCTACAAGGATATA 
TAAGGGTATGAAATATTTGAAATTGCAATGTGAATTTGAAATCTTTAAAATATGCAAGGATAAAATCGTGAAATACTCATCTGCATATCTTATG 
TTTTTGAGTAAAACTGAAATAAGGATTATGAACTTGTTTAGGTTAAAGTCAGTTTTCTCTGGCTCTTCATCTTCTGAATAAACAAATAGGTAGT 
AGATTCAAACACAGGGAGTTTACACCATACAGAATAAAATTGAAAGTTACAGTAATACTTTATTCAGTAACCCAAAGTAGAAGCCATGGAATCA 
TCAATGATTCTTTAATTTCTGAGCTATCAGTGATTCTTTAATTTCTCTTAACCCTACTGTTCAGGCACCAGGTGCTGTCAATTTTATCTTTTAA 
ATAATCCTTCATTCATCTTATCACTGCCATATATCAGAGATACCCTCATCATTGCCCACATTATTATAGTGGTCTCTAAACTGATGACATTGCT 
TTCTTTTTTCTATCTGTTCACTGTGACTAAAACTTTTACTCTAAAATGCAAATCTGATCATGTGATTTGCCTGCATCAAAATATTCATTGATTT 
CATCACACATAAAATGAAATCCACATTGCCAAGTGTGCTCTGACTTTTAGTTCTCTTTTTAAGAGAGAAAGTGTGTTCCATTTACATTGGTGAT 
TCTTAAATAAACCCTCCTCTGTGGACACACTGTTCCCTTTTCCCTAGAATACCTACCTTTTTCCTCTTCATTTCCTCCGCTCTTTTGCTTCATT- 
AACCGCTCTTTTTCCACTGACACAGTTGGGCATTCCTGACTCTTTCGCTCTTATTTCCGCAGAATTTTGTTAGTGCTTTCCTTCCTTCTGTAGT 
CTAATAATATATGTTGTTTGCCTTGCTCTTCTATAAGGTCCTTTAGAGTGACAGTTGGGATACCACCATAGTATCACTAAATCATTGTTTTCAA 
GAAAG CATCTGAAATAATAGACAC CATTTTTTTTT ATTTTTTATTTTTTTAC ACTTT AAGTTTT AGGGT ACATGTACACAT CGTG CGGCTTTGT 
TACATATGTATACATGTGCCATGTTGGTGTGCTGCACCCATTAACTTGTCATTTAACATTAGGTATATCTCCTAATGCTTTCCCTCCCCCCTTC 
CCCCACCCCACAACAGGCCCTGGTGTGTGATGTTCCCCTTCCTGTGTCCATGTGTTCTCATTGATCAATTCCCACCCATGAGTGAGAACATGCG 
GTGTTTGGTTTTTTTGTCCTCACGATAGTTTCCAGCTTCATCTATGTCCCTACAAAGGACATGAGCTTATCCTTTTTTATGGCTGCATAGTATT 
CCATGGTGTATATGTGCCACATTTTCTTAATCCAGTCTATCATTGTTGGACATTTGGGTTGGTTCCAAGTCTTTGCTATTGTGAAGAGTGCCGC 

TCTAGTTCTAGATCCCTGAGGAATCGCCACACTGACTTCCACAATGGTTGAACTAGCTTACAGTCCCACCAACTGTGTAAAAGTGTTCCTATTT 
CTTCACATCCTCTCCAGCACCTGTTGTTTCCTGACTTTTTAATGATCGCCATTCTAACTGGTGTAAGATGGTATCTCATTGTGGTTTTGATTTG 
CATTTCTCTGATGGCCAGTGATGATGAGCATTTTTTCACGTAGACAACATTTATTGAATGTGTATGTATATATGACACTTCGTAAGAATTTAGC 
ACATATAATCTGTCATCTTCACAACAACCCAATGAGGTAGGTGCTATTATGATTATTCCTATTTTACAGAGGAGGAAACTAAGAGATTTTTAAT 
TTTAATCACATTTCCTTGGTCTTACTGTTAAGAAGTAGCTGGGGTAGGATTCTAAAGGCCTCTTCTCCATACTGTTCTGATAAGGCCCACTGTG 
TTACCATTTCTCAGGATTGCTTGCGTTCTAACAGGATAAGCCTTAGTCAGCACTAAAGTGATTAAGGGACACATTATTATTATTTTTTAATGGA 
AAACATCTTCACACCCCTATTAACTCCCCTACTTGCAAGTACAGTTGAGTGTCTATTTACCTTTTCCCCCACAATTTGGATAATAAAAGTAAAG 
TTGCATACATTTTAAATAGCTTTATTGACATATAATTTATGTACAACAAACTGTACTTTTAAAGTATGCAATTTGACAAGTTTTGACATATGTA 
TACAACCCTGGAATCATCATCACAAGATAATGTCCCCCCTGCCTTTCCTATCCACCATATATCCCTGTTCTTAGGGAACCAGTGATCTGCTATC 
GTTCATTGTATATTACTTTACATATCCTAGGGTTTCATATAAATGGAATCATACAGTATGTGCTCTTCTGGTCTAACTTCTTTCACTCAGCATA 
ATCATTTTGAGAGTCGTCCATGTTATTATATGTAGCAGCAGTTCATTCTGCAGATGCATATTTTGAATTTTAGTTATTATAGAAAGTGAATACT 
TTTTTTTCTCTATTATGTCTTTAGAAAAGGTTTGCATGGGACTGATTGCACATTCTTTGAGCCTAAAGTCCCTCCTGGGGCTTGTTTTGATATA 
CTGTGTGTAAGTCCTTTAATATTTGAATGGAGATATAAAAAACTTACATATGCTTCTGCAAGGATTTAAATGCATTTTCATTTTCAGTGAATGG 
TCTTTTCATTCAGTATTATGAATATGATGTAAAATCAAGCAGTTAAATATATTTAACTCACTTTAGGAGTGTGATATTTTACTTCTGAATACTG 
CCTTCTTTACCCTTCTTGGGGAATCTTGGGGGAAACCCTTCTGCTAGGTCTCACGTGGGAGGCAGATATCTCTGAAGTGGTTATCTCAGAACTT 
CATATTGACGTTAGCTATAGATATTAAGCTATAAAGTGCTAACCAGTCAATATGGTTTGAATGACTTGTTTTGACACTACATAGGGACTCAATT 
TGAATGGGAAAAAAAGGTGCCTCTCCCAGCCAATCTCCAAGATAACATTTCGGTCTTGTTATTTAATGTTAGGAGGAAAAAAATCTTTGTTTTA 
GT CTG CTGTT ATAAAAAAAACAG AATGTTAAAATCCATTATTAATTG CTATATTAATCTCACTGACCTCCTCCTTTTTAAAAACTTTTCAGGTG 
CGTATAACCCGTATATAGAGATAATTGAACAACCCAGGCAGAGGGGAATGCGTTTTAGATACAAATGTGAAGGGCGATCAGCAGGCAGCATTCC 
AGGGGAGCACAGCACAGACAACAACCGAACATACCCTTCTATCCAGGTAATAGACCCTTCTTCTGTGTCTATCTCACTATTAGTTGCTTCATAT 
ACTAGCTATAGCAATTATTTTAAAGGGCCAGTTTCTTCACAGTCATCTCCACAGGTTTATCTTTTTCTTTTTTCCTTTTTTTTTTTAAACGGAT 
CTGTCAAAAAGACATCTATTAGATAGATGTCTAAGGACATTTCTTAAATATAAAATGGAGTCTTCCCCACTGCAGATAGTTCTATGGTGCTTGT 
GTATTAACCTAAGTAGAGCGACTCAATGTTGAGAGTACACTGGCAACTTTTGGATCATGTTCTTTTTCATGGAACACAGAGATAATAAGGAAAA 
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CCCATTCTCTGCAGAGGTGAGTGATATTATTCTGTAGATTAAACATGGATTTGAGAACTCAATCATAATTCTTCTTGGCTAGTGTTAGGGCTAG 
AACATTTTTTTCTCCTTTTTCTTAACTTTATTGCTTGTCTCTGATTCTGTGGGTCATTGACTGATTTGAAATACCACTTTATAAATACAGTTTT 
TTCACATTAGCATAAATTTTAAAAAGCTTTTGACCAAAAATGACTTTGGTAAACATACTAATAGTTATAAGATGTACTAAATTTATTTATTTAT 
TTATTTTTGAGACGGAGTTTCACACTTGTCGCCCAGGCTGGAGTGCAATGTCGTGATCTCAGCTCACTGCAACCTCCGCCTCCTGGGTTCAAGT 
GATTGTCCTGCCTCAGCCTACCGAGTAGCTGGGATTACAGACGCCCACCACCACGCCCAGCTGATTTTTGTATTTTTTAGTAGAGACGGGGTTT 
CACCATGTTGGCCAGGCTGGTCTCCAACTCTTGACATCAGGTGATCCAGCCATCTCGGCCTCCCAAAGCGCTGGGATTATAGGCGTGAGCCACT 
GCGTCCAGCCAAGATGTACTAAATTTATTTATTTTTTTATTTTTTATTTTTTTGAGACGGAGTCTCACTCTGTTGCCCAGGCTGGAGGGCAGTG 
GCGTGATCTCAGCTCACTGCAAGCTCCACCTCCCAGGTTCAAGCAGTTCTCCCGTCTCAGCCTCCCGAGTAGCTGGGACTACAGGCGCCCCCTA 
CCACGCCCAGCTAATTTTTGTATTTTTAGTAGAGACAGGGTTTCACCATGTTAGCCAGGATGGTCTCAATCTCCTGACCTCGTGATCCGCCTGC 
CTTGGTCTCCCAAAGTGCTGAGATTATAGGTGTGAGCCAACATGCCCAGCCCAATGTACTAAATTTCTATTTTCTATTTGTAAACTATTTTTCT 
TTGACTTTCAATGAAGGGTTTATCCTTTAAATGCCAATTAAAAACTTTAATGGCAAAGTAGATTTTGAAAAGTGTTGCTTTTTGTTTTTGTTTT 
TGAAAAGTGTTACTTTTATCAACAGATCTTAATTCACTGTTTTATAACTAGATTATTTACAAAATCTATTCTGTTGATGAACTTAAAGGGAATT 
GCTGAATTATAGAATAAACCAATGGCAAAATTATATATATTGAATTCCAGATTTCTATTTTTATCACATTTTTGGCAGTAATATGGATTTGGGT 
TATCTAAGTCTTTTAAATGTTAAAATGGATGAGATGCTAATAAAAAGGAAATAAGGAAATACTATTTGTCCAGTTTTTTGAGTCATTTTTAAAC 
TTTTCTTCATAATTCATCTTATCCTATGCATCTCTATTTCTAAGATATGTATTTTTACCATTCCAGTAGGTCCTAAACACTTTAGAGCTTGAGT 
TTTGTATTTGCCTACTTATAGTCTTGAGCAATTACCTTCTCTTTCATACAGAAAGAAATGTAATACTTCTTGGTTACTTTCAAATTCTATTTAA 
ATTCAAAATTATGGATTTTAGTGCCCTCTAGCTTGTAAGCTACCCATTCTTACTTTACCTTGCTCCTTTGTGGTATGCTGGTTTTTATAGTCCC 
TGCTTTGTTCTTGCAACTTTACTAGCTTTCAAACTAAGCATTAATTGCTGTCCTCCTTCCTCTTCCATGTTAAACTCTCCTTTTTACTCTGTGT 
TCTAGCTATACTTTGTATGTGAAATTTGATGTTGTTAAACTCAATTTGATTTATTGCCTATTCTAGAGTAAACACTTGGGGTATGCTTACTGAA 
CAAATATTTTTGTGAAGTGAAATGTCATATATTAAGTAAAATGATCATATTTATGTGCTATCCTTTCCAATACGGCTTAAATATATTTTCAAGG 
AATGTTTATGGTATGACAGTACGTTAAAGAGCTGGGCATTTAGTGACTTAACATCTGTTTTCTCATGTTCTATGGATAAAATTTGGGTAGAGTT 
TTACTTGTTTTGAAAGGAAAATAAGCCCAGTCAAATGATATGACCAATTGAAATTAGGGCAGAAAATATGTCAAGAAACTGAGAGGTAAGTTTT 
TCTGTACTGGTATTCTCTGGAAAGTTTCATCTAAACTGCAGTTGTTCGTCAGCTGGATTTTATTTATCTAGTGCCAATTACATTATAATTAATG 
TAAATTGAATTCTCATTTAGTAGATCAGTTTATAATGCAATCTATTTGGATCATGTATTTAATTTCCCCCTTTTTTCAGATTATGAACTATTAT 
GGAAAAGGAAAAGTGAGAATTACATTAGTAACAAAGAATGACCCATATAAACCTCATCCTCATGATTTAGTTGGAAAAGACTGCAGAGACGGCT 
ACTATGAAGCAGAATTTGGACAAGAACGCAGACCTTTGTTGTAAGTACACAGTTACAGACATCTTCAGAAATAAGATAAGACATAGGATGTTCT 
GTTTCTTCTCCATGACAATCTGTTACTTTTTAGCAGAATAATTTTCTCATTGTACTTCTATTTACTGTATTTTACACTTACATTTTTACTATTT 
GCATTAGAACTACCCTTTCATTCTTTATTAGTAGACACATCTTATGATAGTTAGCAGGAAGACATTTTTATTGTTATTAAAAGTAAACGTAAAC 
TTCTTGTATACTGTGATTTCCTTTCTTGGGGTGGACAGTTTTTGAAATAATTATTCACTCTGTCTTTTTTTTTTTTTTTTTTTTTTGAGATGGA 
GTTTTACCCTTGTTGCCTAGGCTAAAGTGCAATGGCGCAATCTCGGGTCACTGCAAGCTCCACCTCCTGGGTTCAAGCGATTCTTCTGCCTCAG 
CCTCCCGAGTAGCTGGGATTACAGGCATGCAGCACCACGCCTGGCTAATTTTTTTGTATTTTTAGTAGAGATGGGGTTTCTCCATGTTGGTCAG 
GCTGGTCTGGAACTCGCGACCTCAGGTGATCTGCCTGCCTCGGCCTCCCAAAGTGCTGGGATTACAGGTGTGAGACACCGTGCCTAGCCTCTGT 
CTTTTCATTTATAGTTAACTTATTATTATTATTATTTTGAGACAAGGTCTCGCTCTGTTACGCAGGCTGGAGTGCAGTGGCATGATCTCGGCCG 
ATTGCAAGCTTCACCTCCAGACTCAAGTGATCTTCAGCCTCAGCCTCCTGAGTAGGTGGGACTGCAGGCATGTACCACCATGCCCGGCTAATTT 
TTGTATTTTTTGTAGAGATGGGGTTTTGCTTGTTGCCGAGGGTGGTCTTGAAGTCCTGGACTCAGGCAGTCTGTCCACCTTGGCCTCCCAAAGT 
GCTTGGGATTACAGGCGTGAGCTGCTGTGCCACGCCCATTTACAGTTAACATAAAAATGCCTGGATGTGAGAAAAATCAACTGGAAAACTCTAG 
AGTTATTATTTAGAAAGTGGCAGGTTATAGAATTAACATACAACAATAGTTCTAAGATAAAAATAGTCATGTAATACTTCATGATAGTGAGGCT 
ACCAGAAGATGGGCCCATTCATCATGTTAGAATGTAAATTAATAAAGACGTCTGGTAGGCAATTTAACTACATGGCAAAAGGCTGAAAAATATT 
AATGCCTCTTGAGCCAGGTGTTCCACTTCTAGGAGTTTAGCCTCAGAAAATAATTAAGTGTGTTCAGACATTATGCTCTAATGCTGTTCATTGC 
AGTTCT CTTTGTAATGG C AAAAAG CTAG AAGC AAT CC AAATAGTAAGC AAAGGGG ATTAATTAAATAAACTGAT ACATTC ATGCAATGT ACTCC 

TTTTTTTCTTTTTGAGACAGTCTTGCTTTGTTGCCCAGGCTGCAGTGAAGTGGTGTGATTTCGGCTCACTGCAAGCTCCACCTCCCTGGTTCAA 
GTGATTCTCCTGCCTCAGCCTCCCATGTTAGCTGATATTACAGGCATGTGCCACCATGCCCAGGTAATTTTTTGGTATTTAAACCATTAGAGAC 
AGGGTTTCACCATGTTGGCTGGGCTGGTCTCGAATTCCTGACCTCAGGTGATCCACGTGCCTCAGCCTCCCAAAGTGCTGGGATTACAAGCGTG 
AGCCACGGCACCTGGCCAGATAAATAGGTTTTAAAACAATATGTAAAGAATAATTTTATTTTTGTTTAAGATAAATTTATACATATACATGATG 
TGTATATGTTAATACTAAGGTATTAATAGTAGTTGTCTGGGTGGGTAAGATTGTAGGGTTTTATGTTTTTCTTTTAACTTATATTTTATAATTC 
ATTTTTGTAATGAACATGTATTGGCTTTTGGGGAAAAATGAACTAATGGCAACAGAAAAGAGATTAATAGTCTCCACATATATTAGTAATAACC 
ATTTAGAAAAAAATACTTTAAATGCTCCTCTTACAATAATAACACAAAAGAAAATATCTAGTATTATACACACTTGGCAAATATTTGTCTATAT 
TACTTGACCTCCCAACAACATTTTACACTGTGATGACTCCTTACTTGAAACATTTTTATTCCTTGCTTTCTGTGAAAACAAACTTCCATTTTAC 
TTCCTGCTTTTCTGGCTGTTCTTTCTTAGTTACAGGCAGTTAAATTTTTGGACCACCTCACTTATTGTCCTAATAATGCTCTTTATGGGTGTTC 
C AACT CTCT CC G C AATTCAGGATC C C ATTAAGGATTACAC ACTATAGGT AAC ATTATATTT AAC ATGAATAACATG AAT AATATTTTC ATGTTA 
ACATGAAACATTTTGGGCAAGAAATCTATAGAAGTGATGCAGTATAACTCTAAAAATATCCCTTCAGTTTTTTACATTATTGGCGATATTATCT 
TGGCATTCTATTATAAAGAAGAACTTTCCCTTCCTCTCTTTCTCCATTTAAAAAGTATCACTGTAAACTCATGCATTCTTGTATTTAATATATT 
ATAGTTATTCTGTTATTCTTTTGATTTTCAAATTGACCCAGATTTGACTAATGCAAGCCTCTTCAAACTGTCTCCTGTGTTTTTTTGATATGCC 

GAGACAGAGCCTTGCTCTGTTGCCCAGGCTGGAGTGCGGTGGTGCGATCTCACCTCACTqCAACCTTCCCCTCCCAAGTTCATGCAATTTTTGT 
GCCTTGGCCTCCCAAGTAGCTGGAATTACAGGCGTGCACTACCACACCCAGGTAATTTTTGTATTTTTAGTAGATACGGGGTTTCATCATGTTG 
GCCAGGCTTGTCTCAAACTCGTGACCTCAGGTGATCCTCCTGCCTCAGCCTCCCGAAATGCTGAGATTACAGGCATGAGCCACCGTGCCTGGCC 
AACTTGTGCTTTGCTTGCCCCAGCCCTGAAGTCATCAGCTTTTTCCAGAGATTCTTGGTTCCTTCTGGTGGGGAATGGTAGTAAGTCTGATTGC 
CTTCTCAACATATTCCCTTAAATGTCTCAAAAGTACCTTAAGTAGCGGGGCACAGTGGCCCATGCCTGTAGTTACAGCTACTCAGGAGGCCAAA 
GCAGGAGGATTGCTTGAGCCCAGGAGTTTGAGTCCAGCCTGGGCAACAGAGCGAGATTGTATCTCTTTAAAAAAAAAAAAAAAAAGCACTTCAA 
ATAGAATATTCCCCAAACGTGATTTTACTGTGATCATATCTCTTTCCCCTCATAACTGGTCTTCTTCCAATGTGCCGTATGTTAGTGATTGCGA 
TAAAAGACCTATAGGTGTCATCTCTGACATTCCTCATCCAGGTGTAC^CATTGAATCTACTAACAGTTACCTTCTCAACTGGTTTTGAATCTAT 
CCACTTCACTCAGTGAAATTCATCACCGTCATACTACCACTATAGCCTAAACTGGGGCTGCTGGAATAACCTCCTGACTGGTCTTGCATTAACC 
ATTTTGTACCTTTTCCAAACCCTCTATCTTTCCTCGCTTTAGCCAGTGTGATCTTTTAAAATACAAATGAAATTGTCTTTCCCTTGCTTAAAAC 
ATTTTAATGGGTTTATTTGGCTCTTGGAATAAAGACAGCATTCCTTCTATATAGCCTATAAGGCCCACATGACCCACCTTTATTTCTAGCCTTC 
TATTAAACTCTGCTTTCCTTAATTTTTATACTCCACTCACAATGCCTTCCTTTAGTTTCCTCTGTTTCCACTGGTCTTTTCTAGGGGTCTTTGT 
GTGGCCTGTTCCTTTTGCCTGGAAGTGTTTTTCTTCTGTTCCAGCATAGGCTCCCATAACATCATGTATACCTCCTTCATAAAACTTGTTATGA 
TTGCAGTTTAGCATTTGTGTATGTGTGATTATTTAATGTATATCCACTTGACCAGAGACTACCAGACTTTTTCTGTAAAGTACTAGATAGTAAA 
TGTTTGGGGTTTTGCAAGCTGTATGGTCTCTGTTGCTCAGCTCTGCTGTTGTAGCATGAAAGCAGCCATAGATAATATGTAAACATCAGTTTGG 
CTGTGTTCCAATAAAACTTTATTTGCAAAGACAGACAAGATGTTGGATTTGGTCCATGAGTTACAGTTTGCCAATCTTTCCACTAGACTGTAAG 
CTTCTTGAGGAAAGGGATTGTATATCCCCATTACTTTGCAGAGTTTTTGGTATATAGTACGAACCCCAAAGCTTGTTGAATGTCTGTGAATGAA 
TGAATG AATAATTG ATTCAAAC AATCT CTTG ATCCTTCATTTCAG AATTTC AAAAATTAC C AG CAC CC CTAAT ATTC CGTGAAT AGC AGT CAAA 
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TATGAGATTATTCAGATGAAACAAAATGAAGTAATATAAATGTATTAATATGAAGAATC 

CAAGAATCTTTCAAAGAAGTGGAAATACTTTTGAGGAAGAGGATTATAGTTGCAAGATTTCAAGAAAGGATTAAGAATTCAAGATTTAGCTGAC 

CAAGCATAGTGGCTCATGCCTATAATCCGAGCACTTTGGGAGGCTGAGGCAGGTGGACTGCTTGAGTCCAGGAGCTTAAGACCAGCCTGGGCAA 

CCTGGTGAAACCCTGGCTCTACAAAAATAGAAAAATTAGCCAGGTAGGGTGTCATGTACCTGTAGTCCAGCTACTCAGGAGGCTGAGGTGGGAG 

GATCACCCGAGCCTGGGAGGCAGAGGTTGCAGTGAGCCGGTATGGTGCCACTGCATTCCAGCCTGGGTGGCAGAGTGAGATCATCTCAAAAAAA 

AATGTTTTTTAAGATTTATTTTTGTAGTTATTGGAGGCAGAGGAAGGAAATGTGAAAGATATTTTAGATGCTAGCAAAATTGTAGATGTGAAGA 

ACATGAGCATAAGACAGCATGAGTATGGAGACAGGCAGACAAAGTAGCCTCCGGTTGCAAGTGCCATGTGAAGTTTGAACAATAGTAATGTTAT 

TATAATTGAGTTTTGCTTCCTTATTCACGCCCACCCAATTTTACTGATGTCATGGTTTTTCCATGTGGGAACAAGTATGACTGGTGGTGGTGGG 

GGAGTT C C C CC C AC CAT CGT CTATG CT ACAC ATATG GAAATTAGTAGTATTTGTAGCTATTGGGAAGTTTTTCATAAATGACATTTTG AAACTT 

GTTAAATATTGTTAGCATTAAACTTCTTTCTAATACAAAAACATTTTAGTAATTTTTTATGATGAATGGCTATAACTTTATATAATGTGGCACA 

AAACATATTCTACTGCTAATAACAGTGAATTCAGGGCTCAAAAAGCAAATCTCTGTGGAGCTAGGCAAGCAGCATAAATGAGTGGTGTGGATCA 

AGTGTAGGAGGACTAACAGGCACTGTAGCAAACTAAAGAGCCCTGAATAAATGGGGCTTAGTCCCTAGCCTGTTGTTTCTGTGCCAACCTAGTA 

TTGC C AGGTCTTTAAAATGTACAAGAGAAG CCGGAAATC CAGATGTTCATATG C AATTACCTG ATTT CTAAATGT AG ATAAC CTGTGC AG ATTT 

TTAAAAATATAGGCAACACTTTTGTGAGCCTAGCAAAACATACCTGTGGGCTTCAACCTGTGAACATCTCTTTACAGCTTTTGCTTTACATTAT 

CAAACAGACTTTATTGATTTGATTCTGAATTTGTTTGGGAGGCAAATTTTACCATTTAATATTGCTTTACTGTTAATCTATATTTTGGTATGTT 

TGACATAGGCATATTAGTAATTGTAAAACACTGTATGTTAAAATGATATAGTATATATTATTTTTCTTTTAACAGTTCTTAGAAGTACAACCCC 

ACTTCTTTTTTTTTTTTTGAGGCAGAGTTTTGCTTTTGTTGCCCAGGCTGGAGTGCAATGGCGTGATCTCGGCTTACCGCAACCTCTGCCTCCC 

AGGCTCAAGTGATTCTCCTGCCTCAGCCTCCCGAGTAGCTGAGATTACAAGCATGTGCCACTATGCCTGGCTAATTTTGTATTTTTAGTAGAGA 

CGGGGTTTCTCCATGTTGATCAGGCTGGTCTGGAACTCCTGACCTCAGGTGATCCACCTGCCTTGGCCTCCCAAAGTGCTGGGATTACAGGCAC 

AAGCCACGCGCCCAGCCATATAATCCCACTTCTTACTCTCTCATCTTTATCAGAGCAATTGGAAGCACGTTCATGCTTTGGTATGTACAACTGA 

CAGCATGATAACTTCAGTATTGCTATATGTTTGATTTTTGCAATATTCCTTGTGTTTATAATGCAGTTTTGAATATTGTTTTTTTCCTGCTAGT 

TTCCAAAATTTGGGTATTCGATGTGTGAAGAAAAAAGAAGTAAAAGAAGCTATTATTACAAGAATAAAGGCAGGAATCAATCCATTCAATGGTA 

AGTATGTTTGATAAAATCATTTCTATTTATTTGGGTGTTGATTTCTGTTTCTTTTTTCTTTCCCTTTTTTTTTTTTTTTTTTTTTTGAGACGGA 

GTTTTGCTCTTGTCGCCAGGCTGGAGTGCAATGGCGCGATCTCAGCTCACTGCAACCTCCGCCTCCCAGGTTCAAGCAATTCTCCTGCCTCAGC 

CTCAGCCTCCGGAGTAGCTGGGATTATAGGCGCCCACCATCACACCCAGCTAATTTTTGTATTTTAAGTAGAGACGGGGTTTCACCATGTTAGC 

CAGGCTGGTCTCGAACTCCTGACATCAGGTGATCTACCCGCTTTGGCATCCCAAAGTGCTGGGATTACAGGCGTGAGCCATTGTGCCCAGCTAT 

TTATATCTTCAACCTGTGTTTTAAGTTCTGTGTTTACTTTTCTACTTGTTGACATGTACCTGTATCTGAGGAATGACGTATACTATTTAAAATA 

GTTTCTTCACAGTTGTTGAAAAAAATGTTATGCACAGAGAGGTTTTTGGTATTGTTGGAGAGTGTCACTGTTTTATATAATAAAACTTCAAAAT 

GTTGTGATCCTTTTGAACATGGCCTTCCTTATGCCACTTCCAGCAGACAACATACACTCCCCCCTTTTGAGTGTTAAATAGGCACTGTGTTTAT 

AAGGTATTGGAGTGCATTTAGCTCAAGGGTAACACTTAATCCCAATGTGGAAGAAGAAGCATAGAAATAATAGAAATCACACAAAGTATTTTCA 

TAGCATATTTGTGTATATGACTAGATATTTACTGTTCAGTGAATTTTATTGGGGATAGCATTTATTAAGTATTTATACTTATGGTACTATCTGC 

CTCATGCTGTAAGTATAAATGCTTAATACTCCCTGGCTAACTGTTACTTGTAAGCACTCTGTATTGTTTGAATAGATAAGTACTACCACACTAG 

ATGCTGGCATCCTATACTTAGAGTAGCCTCCATTCTGAAGTCTTTGCAGCTACTTAAATATGCAGAAGTCAGGAATTAAATGACTGTAATATTT 

TCAAAGAATATATTTCTTGGTCATATTTGAGACATCCTTATACTGTTGGTTTGTATTTTTCCTGGATGTATAAAAATAATTTAAGAGATATGTT 

GATAATTTAAGGAATATATTCACAGGTAATTACTGTTTTATGAACCATAAGATCTGCATCTCTTTAGGTTTTATTTTTCACACTATTTAGTATA 

AAGCGGAAAGTAAAAGTCACCTTCTTCCCTTCCAGTCTTACCAGGGGAGACTGCTATTAAGTTTGATGTATATTTTTCTAGAATTTTCTTTATA 

CATGTGTAGTTATATGTAGACATATATATTTTATAAAAAAGGAATCATGCTATATATCCTATTCTACTCCTTCATTTTTTTCCACTCAGGAATA 

TCATCTTTTTTTTTTTTTTTTTTGAGGTAGTCTTGCTCTGTCGCCCAGGATGGAGTGCAGTGATGTGATCACAGATCACTGCGGCGTTGACATC 
CTGGG CT C AAGCGGT C AT CCC ACCTCAGCCTCCCAAGTTGTTGGTG CACCACCATG CCCATGCCCAG CTAGTTTTTGTATTTTTTGTAGAGACA 
GGGTCTCGCCATGTTGCCCAGGCTGGTCTCAAAACTCCTGAGCTCAGCAATCCACTTGCCTCGGCCTTCTAAAGTGCTGGGATTACAGGCATGA 
GCCACTGCACCCGGTCTATTTAGTCTTCTATTAATGAACATGTATGTTGTTTTCATTTTGTTTTAAAAGCTCCACTGAATATACACTGTGAGCT 
CTTGTGTGATTATTTCCCTAGGATAAATTTTTGGAAGTGGAAAATTTCTGGGTCAAGAGTATGCTCATTTAAAATTGTGATTCATTGCCAAATT 
AATAGGCCAGACTTTTAAAGAGGCAGGTAAGTCTAGATGCAATATAAAACAAGGAAATTATAAGTGATAGCTATCATTTATTAAGCACTTCTTG 
TATGTCAGGGAGTAAACGTTAGTGCTTTATGCACACTACTTTATTTAATCGTTGGAACAATTCTGCTTTATGGAAGAGAATGCCAAGACTTTTG 
TTATTTAACTGTCCCAAATCATGCTGCAAATATAAGTGGCAGACCTGGAATTCATATGCAGGTTCCTTGACTCCAGTGGTAAAGGCATTAAAAA 

GATCACAGCTCACTGCAGCCTTGACCTCCCAGGCTCAGGTGATTCTCCCACCTCAGCCTCCTAAGTAGCTGGGATTACAGGTGTGCATCACCAT 
GCCCAGCTAATTTTTTTTTTTGAGACAGAGTCTCACTCTGTCACCCAGGCTGGAGTGCAGTGTCACAATCTCGACTTGCTGCAACCCTCACCTC 
CTGGGTTCAAGCGATTCTCGTGCCTCAGCCTCTCGAGTAGTTGGAATTGTAGATGTATACTACGCCTGGCTAATTTTTGTATTTTTATTAGACA 
CAGGGTTTCACCATGTCAGCCAGCCTGGTGTTGAACTCCCAACCTCAAGTGATCCTCCTGCCTCAGCCTCCCAAAGTGTTGGGATTACAGGTGT 
TAGCCACCACGCCTGGCCAGAGTTTCTGTATTTTTTGTAGAGATGGGTTTTGCCATATTCTCCAGGCTGATTTCAAACTCCTGGGGTCCAGTGA 
TCCGCCTGCCTTGGCCTCCCAAAGTGCTGGGATTACAGGTGTGAGCCACTGGGCCCGACTCAGGCATGATATTAATAGTGAATTCTCATAATGG 
CAATTAAAATAGTTGTTGGTAGATAGTAAGTGCTTTATATATTTTATTTCATTTAATCCTTATAACAGCCTACGAAATAGGTACTATTAATAAC 
TC^TTTTAAAAATAAGAAAATGGAAGC^TAGAAAAGTGAACTCAGGCTTGTAATCCCAGCACTTTGGGAGGCCGAGGTGGGGGGATCACGAGA 
TCAGGAGTTCGAGACCAGCCTGACCAACATGGTGAAACCTTGTCTCTACTAAAAACACAAAAAATTGGCTGGACGTGGTGGCACGCGCCTGTAG 
TCCCAGCTACTTGGGAGGCTGAAGCAGGAGATTCGCTTGAACCCAGGAGGTGGAGGTTGCAGTAAGCCAAGATTGCTCCACTGCACTCCAGCCT 
GGGCGACAGAACGAGACTCTGTCTCAATTAAAAAAAAAAAAAAAATTAGCCGGGCGTGGTGGCGCACACCTGTGATCCCAGCTACTCAGGAGGC 
TAAGG C AGGAGAATCGCTTGAACCCAGGAGGCGG AGGTTGTGGTG AGCCGAGATCACG CCATTGG AC TCCAACCTGGGCAACAAGAGTGAAACT 
CCATCTCAAAAAAAATAATTAAAAAAAAAAAAAATCAAGTAGGCCAGGCACGGTGTCTTATGCCTGTAATCCCAGCACTTTGGGAGGCCAAGGT 
GG AGAGG ATTG CTTG AGC C C AGGAGTTTG AGATC AG CCTGGG C AAC ATGGTAAAAC CC C AT CTCTAC AAAAATTTTTTTTAATTAACCAGATG C 
AGGGGTGCACAACTGTGGTCTTAGCTACTCAGGAGGCCGAGGTAGGAAAATTGCTTCAGCCTGGGAGGTCAAGGCTGCAGTGAACGGTGTTCTC 
ACT ATTGC ACTT CAGCCTG AGCG ACGG AAC AAGAC C CCGTCTCT AAGT AAAGAAAAGG AAAGTAATTTGTT CAAGGTTATATAG CTG ATG AGTG 
GTAGAGCTAGGATTTGAACATAGGGAGCCCCTGACTCTAAGGTCATGGTTTTAACAACTCTACCATGCCGCCTGGATGAATATTGATTTGGGGA 
AGGAACAATCCTGCCAGTTAATCCTTCCCACTATTTATGTTTCCTGTTGTTGTTTACTTGTTTTTTCTTTGTTTGTTTGTGATGGAGTCTCCCT 
CTGTCGCCCAGGCTGGAGTGCAGTGGCACGATCTCGGCTCACTGCAAGCTCCGCCTCCCGGGTTCACACCATTCTCCTGCCTCAGCCTCCCGAG 
TAGCTGGGACTATAGGCACCCGCCACCGCACCCGGCTAATTTTTTGTATTTTTAGTAGAGATGGGGTTTCATCGTGTTAGCCAGGATGGTCTCA 
ATCTCCTGACCTTGTGATCCGCCCGCCTCAGCCTCCCAAAGTGCTGGGATTACAGGCATGAGCCACCACACCCAGCCTGTTTGCAAATTCATTC 
CTTCCCGAGCCTTTCAGCAGTGGTTCTCAATTTGAATGTGCATAGGAATATCTTAGTACTGTTAAAAATGTAGATTTCAGGCCACACTTCCACT 
AATTTGATAGGGCTGGTATGGGTCCTGGGAATCTACATTTTAAAAAATATTTTTAAAATAATAACTTATCCGAGTCACATGGCACCAAAGTGTG 
TTAGCAGCCAAAAGTATCTGTTCGGGTCTGCAGCAGCCCCAATTCTTGCCTCCTCAGGAGACAGAAGGAGAGACCGAGACAAGTTTTAGAGCAG 
GAGTGAAAGTTTATTAAAAAGCCTTAGAGCAGGAAGGAAAGGAAGAAAAATACACTTGGAAGAGGGCCAAGCAGGTGACTTGAAAGACAGGTGT 
GCTGGGAATCTGCATTTTAACAAACATCTAGATCAGTATTTCTTAACTCTTTCACCATGACCCACAGTAAGAAATAGATTTTGTTTTTGAGTTC 
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AATATATATAC ATACACCAC ACCCTTAGGACAGGG ATAC CCTATGTATTAGT CCGTTTT CACTCTGCTG ATAAAGAC ACAG CTGAGACTGTG AA 
GAAAAAGAAGTTTAATTGGACTTACAGTTCCACATGGCTGGGGAGGCCTCAGAATCATGGCGGAGGTGAAAGGCACTTCTTAGATGGTGGCAGC 
AAGAGAAAATGAGGAAAATGCAAAAGCGGAAATCCCTGATAAAACCATCATATCTTGTGAGACTTATTCACTACCACGAGAGCAGTATGGGGGA 
AACCACCCCCATGATTCAAATTATCTCCCACTGGGTCGCTCCCACAACACATGAGAATTATGGGAGTACAATTCAAGATGAGATTTGGGTGGAG 

GTTAGTGCTTACCCAGCCCACTAAATTAATTTTACAATCAGTGGTTCCCAAGCTACAATTTGAAAATCTCTATCTGAGATGATTCTGATGCAAG 
TGATCCACAGAGTATACTCTGAGAAACTTTGATCTGATCTACATGCTGAGTTCAGCTTCTCAAATATGGCCTTTAAAGCCCTTCATAATCTGGA 
AGGCTTCCTTTCCATTCTAGCTTTCATTCTGTACCTCAGCTTCCTACCCCTCCTTCCTCTACCACTGAGTGCACACATGCACTTACTTGTTTTT 
GCCGTTCTGAACTATCTGCACTGTTAGAAGAGCCATGTTCTTTCTTACCTCTGTGCTTTTATACATGCAGTTCCTTTGCATGAAATACCCTGAT 
CTGCCTGGTGAATTTTTCTTACTCACCCTCCAAGTTTAAGGATCACATCGTCTTTAAAGCCTTCCCTGACCTTCTCTCTGTTTTCCCAAAGTAC 
GTGTGTGTGTGTGTATATATATATGTGTGTGTATGTATGTGTGTGTGTGTGGGTGTGTGTATGTGTGTGTGTGTATATATATATATATATATAT 
ATATTTTTTTTTTTTTTTTTTTCTTTTCCGAGACAGAGTTTCGCTCTTGTTGCCCAGGCTGGAGTGCAATGGTGCAATCTTGGCTTACCGCAAC 
CTCCACCTCCCAGGTTCAAGCAATTCTCCTGCCTCAGNIIN^ 

NNNNNNNN^^ 
NNNNNNN^^^ 

NNNNNNNNHNNNNNNNNJTO^ 

TGCCTCAGCCTCCCGAGTAGCTAGGACTACAGGTGCCCGCCACCATGCCCAGCTAATTTTTTTGTATTTTTTAGTAGAGACAGGGTTCCACCGT 
GTTAGCCAGGATGGCCTCGGTCTCCTGATCTCGTGTTCCGTCCACCTCGGCCTCCCAAAGTGCTGGGATTACAGGCTTGAGCCACCACGCCCCG 
CCTTATTTGTACTTTTCTACCAAAAATATCACAGTTGTTTTGCTTACCTGAGATGCCCTGAAAGCCTTCTCAGTTCTCTTAAGTCTGAGATAAC 
ATCTTCCTAATTATACGGTATACTCAGCAATTAATCATTGAAAGTTTTGTGTTATCTGTTAGATCATTTGATTCTTCAGGAATTTTCTTAAAAT 

TCTATCTTCTCAGCTAAGTGCCTTGAGCTATTGAGTTTCCTACCTGCACACAATAGATTCCCCAACTAGTGTGTTTTAAGGCCGGCCTTTATCT 
TTCTTGCC ATTTGTT CTTT AAAACT AAGAAAC AGTCTCTAG C AAACGGGGCATAAAGCAGTCTAATACTGT CAAATTTGAGGCTT CAAGTAAAG 
GATTATTCAAATTGTCTAATTGCCAAAGTCTAAATTGGGTGAGGAATTTAATTAGGGACTCCAATATCAGATTTTAACAGTGTTTACTTAGCTA 
GAACAAGAGTGGCAGTTAGACTTTGTAGAGGACTCTTAACTGCAAAAGCTGAAAAAAATTTGTAATTATATATCATTTTCTAGTTATGTACTTT 
GGTAATGAAATGTTAGGATTTCTAGTATGCGGCAGTTAAAGTCCATAGAATATCTAAACTGTATATTAAATTTTGTGCAATAAAATTGATTTTG 
ACAATAAAGAATTTGCAATTAAGTTTTATTAGGTAGTTTACTGTTTTCCCATGTAGAGAATCTTGAGTTGTTATGAGAGTAAAAGGCTGCTATA 
CAGTTGAGTTTGGGAAAACTACATTACTTAGTAGTCTGAAAGGGAATACAGTTTAATAAGTAGTCTAACATAGATTCTTATGTCTAAAGTCTGG 
TCTAATACAAGAAAAAGCCTTTCCTTACAACTGAAAACTTAAAGTTTGAAAAAATGGCTCATGTGTACTTCATTGTCCTTTCTTTATTGCAGTC 
AGAGTTTTCGAAGCCTTTTTTTCATTACCCTAGGCAGAACTTGTGTACTTTCTTGCTTTCAGTATTCCTTGAGCATATTXCCATTATAAAGTTT 
TTCATGTTGTATTATATAATTTTAGTTTATGTATCTATTTCTCATCCAGATACXCATCTCACTAAGGTCAGGCATTGTCTTTTCAAATTTGTAT 
CTAACACTTTACTATGGTAGCACATAATAGATACTCAATAAGTATGTTGAAAGGTTGAGTAAATTAATGATATACTTCTAGTATACTTCTAGCA 
CCTTTACTGTTTGCCTGGCACATGAACAGTTAAATGTCAACTTTTATTATTATACATAGGGGATACTTTATATACTTTTTAAGTAACAAAAATG 
TAAATTAATTATAACTAAATTTTATATTTTTCCTTAAGTGAGACTTAGTTCATTTTTTTTTTTTCTATTATTTGTAGAGACAGGGTCTCCGTAT 
GTT'GCCCAGGCTGGTCTTGAACTCCTGGGCTTAAGTGATCCTCCTGCCTCGGTTTCC^AAAGTGGTGAGATTACAGGCATGAGCCACCATGCCC 
GACTGAGACATAGTTCTTAAAATTGTTATTCCAGGCTGGGCGCAGTGGCTCACGCCTGTAATCCCAGCACTTTGGGAGGCCGAGATGGGCGGAT 
C ACG AGGTC AA.GAGATAC AG ACCATCCTGG CCAACAT AATGAAACC CTAT CTCT ACTAAAAAT AC AAAAATTAGCTGGGCATGGTGG CGTGCAC 
CTCTAGTCCTAGCTACTTGGGAGGCTGAGGCAGGAGGAGAATCAGTTGAACCAGGAGGCGGGGGTTGCAGTCAGCTGAGATGGCGCCACTGCAC 
TCCAGCCTGGCGAC^GAGCAAGACTCCATCTCAAAAAAAATAAAATTATTATTCCATATGCTGTGTATTTTTGCCTTGTTATTTATTTTTATTT 
CAGTAGTGTTTGACAGTATTAGAATTTTAGAAATGTTACACTTCTAGAGCTAGTAGACATAATTGATTTTTAAAATTTAATTCCTGCTTATGAA 
AAATATAGCATGATAATATCTTCTTGGTTAAGAATGAAATTCTCATTACACACCTACTGATTTTAGGGTTAAAGGAGTGATATTTCTTTCTAAA 
GGTAGATTAAACATTTAACATAAAAAGGAAGGGGCTGGGCACGGTGGCTCACACCTGTAATCCCAGCACTTTGGGAGGCTGAGGTGCGCAGATC 
ACGAGTTCAGGAGATCAAGACCATCCTGGCTAACAGGGTGAAACTGCGTCTCTACTAAAAATACAAAAAATTAGCCGGGCATGGTGGCGGGCGC 
CTGTAGTCCCAGCTACTCGGGAGGCTGAGACGGGAGAATGGCGTGAACCCGGGAGGCGGAGCTTGCAGGGAGCCAAGCTCACATCACTGCACTC 
CAGCCTGGGTGACAGAGTGAGACTCCATCTCAAAAAAAAAACAAAAAACAAAAAAAAAAAAACATA 

TTACCTTATATTTTGACTAACTACAAAGTGAAATTTTAAACTAGTTTAAGAGGAATTTGAGAGAAGTCGATTGGTCTCATGCTTCCTTCCGTTA 
GTTTCTGCAAATGTTAAAACTGAGTATCAGGCCAGGCACGGCCACTCACACCTGTAATCCCAACACTGGGGGCCCAAGGTGGGTGGATCACTTG 
AGGTCAGGAGTTCCAGACCACCTTGGCCAACATGGTGAAACCCCGTCTCTACTAAAAATACAAAACTTAGCCAGGCATGGTGGTGCATGCCTGT 
AATCCTAGCTGCTTGGGAGGCTGAGGCGTTAGAATCTCTTGAACCCTGGAGGCAGAGGCTGCAGTGAGCCAAGATCACAACACTGCACTCTAAC 
CTGGGCGACAGAGTGAGACTCTGTCTCAAACAAAACAAACAAAACTGAGTATCAATTTTGACATTACAGAATAAAACACTGCATTTTGTATTAT 
AGAATGATATGTATCTATTAAAATGCCTACAGCAAGCATTATCCTAAATAAGAGAAATATCAGAAACATTCGCTTTGAAGTTAAGAATGAGAAA 
CCAAGGCACACTTTTACCACTTGTATTCAACATCGTAGTGAAGGTCATAGCCAGAGCAGTGAGCATTGTAGCCAGTGTACAGTAAGACCCCCCA 
AAAAGTAGAGGCATAGGATTGAAAAATGAGGAAATAAAACTATAATTATTTGAAATTATTATAGTGATAACCCAAAAGATATATAAATGGATTA 
TTTAGATAAGTTTAAAAGAGTGAGCTTTGTGCATTGGCAGTATAGCCAAGTGAGGTTTATCTTAGGAGTGGTTATTGTTAATTGAAAACTTTTT 
CCTAATATCCTGCTGTCATGACTTGCAGTATAGTCAGCATTGGCAATTTTTGACAGTCTTTTTGGAGACTGAATAAAAAATAAAGTTTAAAAGG 
GTTAGTGGATGTAAAATTAATATATAAAGGTCAGTCATATTTCCATATCTCAGCAGCAAATAACTGGAAAACATGATTAAAACAAATATTGTCA 
GGAGATATGAAGTATGTAGAAACAAATCAAAGAAATGATAAGATTTCTTTAGGGAAAATTATAAAATTTTATTATGAGATCTTAGAGAATACTT 
AAATAAATGGAGAGGTATTCCGTGTTCTCTAATAGTAATATTGTAAAAATGTCATTTTCCCAGGCCGGGCGTGGTAGCTCACACCTGTAATCCC 
AGCACTTTGGGAGGCCGAGGCGGGCGGATCACAAGGTCAAGAGGTTGAGACCATCCTGGCCAAGATGATGAAACCCCATCTCTACTTAAAATAC 
AAAATTAGCTGGGCGTGGTGGCACAGGCCTGTAGTCCCAGCTACTCGGGAGGCTGAGGCAGGAGAATCACTTGAACCCGGGAGGCGGAGGTTGC 
AGTGAGCTGAGATCGTGCCACTGCACTCCAGCCTGGGCAAAGAGCAAGACTGTCTCAAAAAAAAAAAAAAAAAAAAAAAAAGTCATTTTCCCCC 
AATTGATAAGTAGATTCAATGCAACTCCATATTAAATGTGATAATTCTAAACAGGAACAGAATATAGAAAAAGAACAATGAGGAGAAATTGACC 
TCATCAGATAGAAGTATTAATACTAATTAAGGCAGTGTCATATTGGGATAAGAATAGATAGATTGACTCATTGGAGTAGAATTGAGAGCCCAGA 
AGAGACTCCAATCACCTGTGACCCTGAACTGGAATAATTGGGTAAATCATTATCTTAACTTGTTTTTATTAATCTTTCTTAAATGTATGTATAG 
CTCAGATTTATTTCAATATTTAATATTGCAAGCGTTTTGGTCTTATAAATTTAGTGATGTTTTTGTGACCCATAGTCTGCCGTAGAAACTTAAC 
TCTTATTAATATTGATTAGCCTATGGTAAAATTGGTTTTATTATGGTGTTGTTTCGCTTGAAGTTGCAATTTCCAAGAACCTATAGACATCATC 
CTAGAAGACATTAAGTGAAGACTTACTGTGTATATAAGCAGATTTGAAATTAAAAATATAAAAGATCTTCTGAAGTTGGAACAGTGCTCAGAAG 
TATT ATAAAAT AG AAATAAATC ATTT C C AAAAG AG AG ATTTCATTTTTG C CCAAAATCTTTCTT CT AAG CT ATAAAAGAC AAAACTGTT CAATA 
CACAGTTTTGTCAATTTAAATCTACATATTCACCCAATTTTTATAAGATAAAATAAAAATGTATAATTATTGAAAAAAGAATTGAGAGCCCAGA 
AACAGAGCTAAGGAAATATGCGACTTTAGTGTATGACAGAGGTGGCATGTCATATCAAGAGGAAAGGAGGAAATGTTTGAGAAATGAAGCTTGA 
AAAAAAAATAGTTATTTAATTAAGTCGGATTCCCTACCTCACATCATATACAAATATCAGCTGAAGATGGATTAAAGGCTTTAAAAGTGAATCA 
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ACATTTTAAAAACTTTTGGTAGACTATGTTGGTAAAC^TTTTAATCCTTGAGGTATAAAAAGACAAGACACAAAGTGTTTTCTATAAAACTTTT 
GATAAATTTGATTATATTCTTAATTTCAATTTATTATATTTTTCAGTTCTAGAATTTGATTCCTTTTTTTCAGTTTCAAGTTCTCCAGTAAACT 
CTCAATCTTAATTCCTTGAATATATTAAGTATAGTTACTTTAAATTATATGTCTGAAAACTTCATTATTTGGATCCTTTGTGGTATGTTTTTAT 
TGCCTGTTGCTTTCTTTTAAAAAAAAATTTTTTATTTTGCCTCCTCATATGTGTGGTTATTTAAGATAAAATACCAGTCATTTTCTGTGAAAAA 
G AGTAAAGATTTTAGGC CTACAAT ATTATCT C CCTGCAG AAAATTTTCTT CTGGCTAGTGGCCGGGTACACTAG C AAT C C C AGGT C ACCTAAAA 
TCAGTGAATGATTTAGGTTATTTGAAGTTGGGCTTTCATCCCTGAAATCTGATATGTTTCCAGTTCACCCTTACTCCTAGGGTATAGCTCTTTC 
AGACCTCAAATCCCCCAAAGCCTTGGGTATTTATCAGATCCCACATCCTTGGCAAACTCTCAACTCCTTTATTTTTTCCCTATAGTTTATTGAG 
AGTTCATCTCAATCTTCTTAACCATCTCTTAGAAAATTGTCAGGGTATATTCAGATAAAAGTGGCCTCTCATTCTGAACTGTGGGTTTTCTTCT 
CTCATATCTTGGTCGCATGGTTTTTCATGACCTTGTTAGCTCTCTAATGTCATTAGAGAAATTTTGTTTCATATTTTGTCCACTTTATTCTCAT 
GGTTGAATTGGTCCAGTTTACAGATTATCATCTATCATTACGAAAGTAGAACTTCTTTTTATTAACGTTTACTTTATGCTTTCTTCAGTAACTT 
GTAAAAGTATCTAAATGTTTGGTTGTTCAATAGGACTTTAAGTAATTCTTCAGTCATTTATGTTAATTGAGAAAATGTATAATAAATATCACTA 
CTAGGTTCAACACCTAGTGGAGATACATCAGACATCCCTTCTGACTTCATTTGAAACTTTGTCTAATAGGATAGAAGAGGCATACATAAATGAT 
T ATCATGTAAGATTTTAAAACTTTTAAGGGC ATAAG AAAGGTATAGGTC AAGT CTTGCACTG ATTTAGAG AGGAGAAATATTC C CT CCATTGC A 
GAGGATGAAGTTAGGCTTTATAGAAAAGAAGCTTTGAGCTGGGGTTTCAGCCTTACACTGAATCTTGCATTGGGTAAAAACGGGTATCTGTCAT 
GATTCTTGG CTGT C AGTAGTTTTTAAC C ATGTTGTGC AGAGATGAAAGTAATTCTG ATG C AGTAGTAATTGT ATTTC C AC AC ATTG AGAAG ATT 
CAAAGCAAAATCTCATAAACAGTGATTTTTTTTGAGAAGTAAGTAGAATTTCT 

TTTGGCTTATTGACCAGTTTGTTTATTTTTCTTTTATGTGCCATTTAAAAATATTTAAAATAAACTTTTATTGAGATACAATAAAATCTACCCG 
AATATGTCCTGCTACATAACCACAATCAAGCTATGGAACATTTCCATCACCCCCTAAAATTTCCCTGGTCCCCTTCTCGCTCAGTTCCCTACCC 
TGCCTCTGCCTCAGGCAATTACTAATCTGCCTTCTGTCACTGGAGATTAATCTTTTCTAAAACTGCATGTAAATGGAAGCATACAGTATACTTT 

GAGATGGAGTCTTGCTCTGTCGCCCAGGCTGGAGTGCAGTGGCACAATTTCGGCTCACTGCAAGCiTCTGCCTCTCGGGTTCACCATTCTCCTGC 
CTCAGCCTCCCAAGTAGCTGGGATTATAGGCGCGCGCCACCACGCCTGGCTAATTTTTTGTATTTTTAGTAGAGGCGGGGTTTCACCGTGTTAG 
CCAGGATGGTCTCGATCTCCCAACCTCATGATCCACCCACCTCGGCCTCCCAAAGTGCTGGGATTACAGGTGTGAGCCACCACGCCTGGCCAGT 
TTGTTCTCTTTTATTGCTGAGTTTATTCCATTGTAGGTCTATACCACACTTTGTTTATCCATTCACAGAGTTCACATAGGTTTGTTTTTAAACT 
TACCAGGAAC ATCT AG CT AC AAATTTAT CTTTTTTG C AT ATTGATTACTC AT CTTTGCAATTG AGAGACACTAATATCTTGAATG CTACATTTA 
TAATGCTGTAAAAATGGATTTTGAAGAGGTAGCTCTCATATTGCCTACACAATAGTGCCAGTAGAGTATGCTGCTGTAACACAAGTGTTGGTAT 
CATAACATTTTGACCTffTCAGTTGTACAGAGTACAGATGTGTTTTTATGCACTGTTTCAAAGATTAAGCATAAGAATGCTAATACTGGGATACT 
TATAAATGTTGTGATAGCTAAGTAGACTCTCAATGTCATTAAATAAAAACAGTACAAAATACATTATCAGTTTTATTAGTTATTGCCTGTAAAA 
TAAGGAATTTGGGCTTAACTATGTTTCTAAATTTAGTGTTTCAAAATTTAATACTTTGCAAAGTAAAATTGTTATGTAAATAATGTGCATGTCT 
TGCTTTTTAAAAATATGACTTATTGCTATAGCTTATGGCATTTGAAAAGGCAATATTTTCTTTTGGAACTGGATTTCTGGTTCAAATACTAATT 
TAACAAACTATTATACTATATTCTATCATGAGCTTTTCTAGTTTTATAGAACTGTAAAATTTTTAATTAAAACATTTTTTAAGTTTGCACGTAA 

ATGTCATTTTTATGTACAACACATGTACAATTTTCTAATAGATTTCAATTTTTAAAAGCATAGGCTCTAAATTTAATGACTTGAGTTCACATTT 
CCACCCTGTCACTGTGAAACTTTGGGCAAGTAATTCATCTCTTTACAGTCAGTTCCAGGCCAGGCTCAGTGGCTCACGCCCATAATCGCAACAC 
TTTGGGAGGCCAAGGTGGGTGGATCACTTGAGCCTGGGAGTTTGAGACCACCCTGGGCAACATAGTGAAACCCCATCTCTACAAAAAAATAGAA 
AAATTAGCTGGGCGTGGTGGCATGTGCCTGTAGTCCCAGCTACTCAGGAGGCTGAGATGGGAAGATCACTTGAGCCTGGGAGGCGGAGGTTGAG 
GTGAACCAAAATCGCATCACTGCACTCCAGCCTGGGCAACAGAGTGAGACCCCCATGTCAAAAAAACGAACTAAACTCAGTTCCTCGTTTGTAA 
AATGGGGATGAAAGTAATTCTTGTACAGATTTAGGAGATAATTTACAGAGTCCTTAACACAACAACTGGACCAAATACATACTTGTTGAATGAA 
TGGGTAAATGCCATTCTTTGTTGTGTACAAACCTGCAACTATTTTTTAAAACTTTGATTTGTTATTAATGTCAACTTGGGATTTTGCTTTAAAT 
CCCAGGTGAGGGGATAGTTACTTCCTGAACATGGCTATAATTTATCAAATACTGTTAGATAGTGATTACTTGATAAGAATGATAAAAGGCATTC 
TTGAGATTGTATACTGTTCTATTTTTATTCATACATATTTGGATGCTATTCAAGGTTATTGGCTATAATGGGCAGGGAGGAGGACCTAGCAAGT 
CTTTAGGTCTATGTGACTATTACATTTAAAAAATTTTTTTTTTCTATTCAGTCCCTGAAAAACAGCTGAATGATATTGAAGATTGTGACCTCAA 
TGTGGTGAGACTGTGTTTTCAAGTTTTTCTCCCTGATGAACATGGTAATTTGACGACTGCTCTTCCTCCTGTTGTCTCGAACCCAATTTATGAC 

TATATTCATGATAGGAAAACTTCCAGACATTAGAGAAATATATAACAGAAAGGAAATCTTCTCTAATCTCATCCTCCAGAGATAATCACTATCC 
TTAGGTGCATATTTT ACC AGTTT CTTCTT CCTGT AT ATAC ACAGAT ACATTGTCATCAT CAT C ATTTTTGACAC AGTAC AATTTTGGC AACTT A 
AAATCATAAGTGATGATTGTTTTAAAAACTAACTTTCTTCTTACCATATATCTTGGACATTTTCCTTTTAATCACCTTATTCTTTTCAGTAGCA 
GCATATTTTATTATGTAGTTATATCATAATTTTATTAATTACCCTCTTACAAGGCATTTGGTTTGTTTCTTTTCTCATTTTTTCTTTTTGGCCT 
AGCAAACTGTACTGCAATACATATTCTTGTATATTTTTTTTTATTGGTTTTTTTTTTTTTTTTGGAGACAGGGTCTCACTCTGTCACCCAGGCT 
GGAGTGCAGTGGTGCAGTCATGGCTCACTGCATGGCAAATGCTGGCTCAAAGGATATGGATATATCTCATTTTGAAAGATTATGAAACTTTCCC 
CCAAAATACTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTATGTGTGTGTGTGTGTACATAGACTTAGATATACGTCCACCAATGGTGTATG 
ATATACCTGTTTTATGTGTAGAAGGATAGAGAGACTTAGGGCTATAAAGGAAGCATGAAAGTTGTATTGCCATAGGGAGATGTATTGCCATAGG 
GAAAATTGTATTGCCATGGGGATGTGGTCATGATTTATGAAGATTAATCTGGTGACAGTGGGTAGGATTGATTGGCGGAATCAGAATTTAGAAG 
CAGGGAGATGTAATTAGAGAATATGTCATTACCTAGAAATGAAGCCACAAAGTCTAAAGTAAAGCAGTTAGAAAGGAAGTGGACAGATAAATAG 
ATGATTAATGTATTTAGTGTCATTTATCTATACACTAAAACTTTTATTCTGTGAATGCTTTTCCTCAAATTCTTCCCTGCAAAAAGAAATAAAA 
TATTACTAAGGTAGCAACTCATTTTTTTGAAAATCCTTTATATTTAGGTGCTCCAAATACTGCAGAATTAAGGATTTGTCGTGTAAACAAGAAT 
TGTGGAAGTGTCAGAGGAGGAGATGAAATATTTCTACTTTGTGACAAAGTTCAGAAAGGTATTTATTTATTTCATTGAATTTAGAATAAATTTT 

TGGGAAG CAAAAGGCATCTTTTCACAAGC TGATGTACACCGTCAAGTAGC CATTGTTTT CAAAACT C CACCATATTG C AAAGCTATC AC AG AAC 
CCGTAACAGT AAAAATGC AGTTGCGG AGACCTT CTGAC CAGG AAGTTAGTGAAT CTATGGATTTT AGATAT CTGC CAGATGAAAAAGGT ATG AC 
ATTTTGCTGGTAATAATTTATATATTTCTTGAAGTGGTCCTGCTAATAACATCTTCTTGTAATATTCATTTGAGTACAGTTATGTATATTCATA 
ATTTATGTTTCTTTTCCTGGAAGCTTTCTGTTGGTTTTTTCTTTATGCTCTTTGCATCTCTTTATTTGTTGGGTTGTTTTTTGTTTTGTTTTGT 
TTTGTTTTTGAGACAGAGTCTCACTGTCACCCAGGCTAGAGTGCAGTGGCGCAATCTTAGCTCACTGTAACCTCCTCCTCCCGGGTTCAAGCGA 
TTCTTCTGCCTCAGCCTCCTGAGTAGCTGGGACTATAGGCACGTGCCACCACGCTGGGCTACTACTTTTGTATTTTTAGTAGAGACAGGGTTTC 
ACCATGTTGGCTAGGCTGGTCTCTGCATCTCTTTCTTCAAGAAGAGGTTTGATTAGTATGGAATAATTTCAAAGTATCTAAACTGCTTACTAAA 
ATTTCTATTTTATTTTTGAAGGTCTGTTTTAGTCTTTGTGCACTTACCACTCAGAGAGTAGTCTCTATATTGGTTTCTTATCAAACCTTATTGC 
ATTAGTTGACATTATTGACTTGTGTGATAAGAAAACAAGATGAATATTTTAAACAGCTTGTTTTGGGTTTTTTTTGAGACAGGGTCTCACTCTG 
TCACTCAAGCTGGAGTACAGTGGCATGATCGTGGCTCACCAGAGCCTCAGCCTCCTGGGCTCAGGTGATCATCCCACCTCAGCCTCGTGAGTAC 



GTCTTGCCCAGGCTGGAGTACAGTGGCGCAATCCTGGCTCACTGCAGCTTCTGCCTCCTGGGTTCAAGCAATTGTCCTGTCTCAGCCTCCCAGG 
TAGCTGGGACTACAGGCATGCGCCACCACACCCGACTCATTTTGTATTTTTAGTAGAGATGGGGTTTCAGCATGTTGGCCAGGCTGGTCTCAAA 
CTCCTGACCTCAGGTGATTCACCCACCTCAGCCTCCCAAAGTGCTGGGATTGCAGGTATGAGCCACTGCGCCTGGCCAATTTTTCTGTTTTTTT 
ATGGAGACAGGGTTTTGTCATGTTGCTTAGGTTGGCCTCAAACTCCTGCGCTCAAGTGATCCACCTGCCTCAGCCTCCCAAAGTGCTGAGATTA 
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CTTTAAACAATTTTTTACTAAGAGAAAAATATCCTTTTCTACTGATACTACTGATTTGGGACATATTCTATAA.TACTTATTAAATCCAACTTAC 
ATACATATTTATTGAAAACATTTTGTATATGTGAATAAAATATTTGTTTATTAAAGGAGAGGATACAATCCTATAATTTTTTATCTGCTTTCCT 
GGTTTCTTTCTAAT C AGATACTTACGGCAATAAAGCAAAG AAACAAAAGACAACTCTGCTTTT C CAGAAACTGTG CCAGGAT CACGGTAAGAAT 
AGTTTGGATCGATTCATATTTAAATAGGTTTTGTTTTATTTACTTTATTCAGTTTTTCAAATTTTATTATTTTTGTTTTGTTTTGTTGTTTGTT 
TGTTTTTTGAGATAGCATCTCTCTCTGTCACCCAGGCTGGAGTGCAGTAGGGCAATCTCAACTCACTGCAACCTCTGCCCCCCAGGTTCAACAA 
TTCTGCTGCCTCAGGCTCCCGGGTAGCTGAGATTACAGGCATGTGCCACCACACCCGGCTAATTTTTGTATTTTTAGTAGAAACAGGGTTTCGC 
CATGTTGACCAGGATGGTCTTGAACTCCTGACATCAGGTGATCCACCCACCTTGGCCTCCCAAAGTGCTGGGATTACAGGTGGGAGCCACCACG 
CCCGGCCAGTTTTTCAGATTTTAACTGATAATGTTATTTTTCAAATGACATTTAATAATGGAAAAACTTTATCCTAACAGTTAATTTTCCTGAG 
AGACCAAGACCTGGTCTCCTCGGTTCAATTGGAGAAGGAAGATACTTCAAAAAAGGTATTTTATTTCCTATAGCATATTTCTTGTGATCAGAAA 
GACCAGTACTTTGCACAATATATTGGAATTCTATTTTTAGGAATGAATAACTGCTTCTTTGAAAATTTTCTCTCCAGATTTTTCATGCTTTCAG 
TATAGAATGAATTAAGCATGGCTTCTGAAGGTTGTGTTAGAAACTGATTATGTTTTTGGGATTTATTGTTCAAGAAATTAGATGTTGTTCATAT 
GGTAGCAATTTTATTAATTACATTGCGTTATGAAAAAATGTTACTGATTTGGTTAGTTACCTGTTTTTATAAATAACATTTTACTGGAACACGG 

GCTCACAAAGCCTAAAATATTTACAATCTGACTTTTTACAGAAAAAAAAATTGCCAATCCCTAGTTTAGGTAATTCAACCGAGGGCTAATTAGA 
AGAAGTCTTTTTTCCCCCACGTACATTCTTAAATCATTGCTTTTTCCTGGTTTAGTTTGTAAAGCATTTGTATAATATGTAAATAGATACAGAA 
TTAATTTTTTCTGTAATTTTTTTCTGACTGTGAATTTTATAGTCTCTTAGGGTTCTGTTGTAATATATCTTAAAAGTTATGTGTATTTTCTTAT 
C CCTAATGAGTGTTGTCTCC AT CCTTCC ATTTTCT C CTAAAAGTGAAG AGTAAG AG ATGATTTTGGCTATTTGGAAT C C C ATTAATTGTAATTC 
TAATATTTATCTTTTAGTTTTCAAAAATACCTTTATAGAGCCTCAGAAACTAGATTTTCATATTTAATTGAAGTGAAATTACATATGCCAAAGT 
AACTTGCCAAAATCATTTTACCTGTATTTGTAAAATGGTATATACGTTACAGAATTTCATTTTGGATTCGTGTAATAATTTTAGTGCTTTTTAC 
ATTTTTTTATTTGAAATGTTACATTGGTTTCCTTGACATTTTTCTTTATATATATTTGTGTGCTTATGCAATTTTAATTTAGAAATGCTTTTTA 
TAATTTTGTTCATTTTAATTTCGTAAAATAAATTTTTCCTCCCACAGAACCAAACTTGTTTTCTCATGATGCAGTTGTGAGAGAAATGCCTACA 
GGGGTTTCAAGTCAAGCAGAATCCTACTATCCCTCACCTGGGCCCATCTCAAGTGGATTGTCACATCATGCCTCAATGGCACCTCTGCCTTCTT 
C AAG C TGGTC ATC AGTG G G C CAC C C C AC C C C ACG C T C AGG C AAT AC AAAC G C AC TG AGT AG TT T T T C AAC AAG G AC ACT T C C TT C T AATT C G C A 
AGGTATCCCACCATTCCTGAGAATACCTGTTGGGAATGATTTAAATGCTTCTAATGCTTGCATTTACAACAATGGCGATGACATAGTCGGAATG 
GAAGCGTCATCCATGCCATCAGCAGATTTATATGGTATTTCTGATCCCAACATGCTGTCTAATTGTTCTGTGAATATGATGACAACCAGCAGTG 
ACAGCATGGGAGAGACTGATAATCCAAGACTTCTGAGCATGAATCTTGAAAACCCCTCATGTAATTCAGTGTTAGACCCAAGAGACTTGAGACA 
GCTCCATCAGATGTCCTCTTCCAGTATGTCAGCAGGCGCCAATTCCAATACTACTGTTTTTGTTTCAGAATCAGATGCATTTGAGGGATCTGAC 
TTCAGTTGTG C AG AT AACAG CATG ATAAATG AGTCGGGACCATC AAAC AGTACTAATCC AAACAGTCATGGTTTTGTT CAAG ATAGT CAGTATT 
C AGGTATTGG CAGTATG C AAAATG AGCAATTGAGTGAGT CCTTTCC AT ATGAATTTTTTC AAGTATAACTTGCAAGATTT AAATCCTTTTAAAT 
CTTGATACCACCTATATAGATGCAGCATTTTGTATTTGTCTAACTGGGGATATAATACTATATTTATACTGTATATATAATACTGACTGAGAAT 
ATAATACTGTATTTGAGAATATAAAAAACTTTTTTCAGGGAAGAAGCATACAACTTTGGACATAGCGAATACAAAATTGGAAGCTGTCATAAAA 
AGACAACTCAGAGGCCAGGCGCAGGGGCTCACACCTGTAATCCTAGCACTTTGGGAGGCCAAGGCGGGTGGATCACTTGAGACCAGGAATTCGA 
GACCAGCCTGGCCAACATGGTGAAACCCCGTCTCTACTAAAAATACAAAAATTAGCTGAGCATGGTGGTACGTGCCTGTACTGTCAGCTACTTG 
GGAGGCTGAGGCACAATAATTGTTTGAACCCAGGAAGCAGAGGTTGCAGTGAGCTGAGATCACACCACCGCACTCCAGCCTGGGTGACAGAGTG 

TAAGATAAAACTTGTAATGGCTATGCCATTGAAAAACTTAATTTTTTATTTTTGAGGCCCATGGGCCAAGGTAACCCCTAAGGGGTTTTCTTAG 
G GTT CTTGG AG CTTAGATTTGTATGTATATC AAAATGT CTTTAAAATGTTAAGTTGGG C AG AAGGC AGTTGAAGTG AG CTTTC AAG GTATGGG A 
GGTTTTCTACATTTTATACTATTTCAATCTATGCCTTTAAAGTTGCTTATGATTTTAGCTGTACACTCATTTTTTAAGGGGAAGAAGTTTCCTT 
GGACCATTCGCCTTTCTTAGATGTCGTCACTCCCTGTGATCTCATAAAACTGCCTATTTGACATCTCTATCTAGAAATCTAATTAAAGCTCACA 
CTCAGCATATCCAAAACTGAATTCTTGGTCTTCCCTCCCAAACTTGGTTCTGCTTCAGTCTTCTCCAACTCAGTAAATGGCAATGCCATACTTC 
TGGTTGCTCAGGCCAAAAACCCTGAAGTCATCCTTGATTCTTCTTTTAGCACCCATATCCAATGCATTAGCAAATCTGGTAGACCCTACCTTCA 
CAATATATCTAAAGCTGACCACCTCTTTTGACCTCTACTATTAACGCCCTATTCCAAGCCACCATCATCTCTTCCCTGGATTGAAGCTGTCATC 
TACAAAAATTCTT CTTATAT CCTTG C ATTCCTAC AGTCTGTTCCCCATAAAGTAGCCAG AATGATTATTTTTAAAACAAGTCAACTC ATACCAT 
TCATCTGCTCAAAACCATTCATTGGCTTCTCATCTCACTCAGAGCAGTCAAAGTCCTTAAAAGTTGCAGGCCTAGACTCCCTGTCCTACCTCAG 
GTACCACCATATCCCACCTCCTCATGCAGCTCCAGGCACCTTGGCCTCAGTGCTCCTCAAAGCATCAAGTATGCACTTGCCTTGGACAGTCTGT 
ACTTGGTATTCCCTCTGCCTTGAATGTTGTTCTCCCAGAAAAATGCATAGTTCACTCTTACATCCTTCAGGTGTCACTCCAGTGTTACCTGAGC 
AGGTCGTCCTTGAATATATACATCAGCATTCCCTTTCCCCCCTGCTTTATGTATGTCCATAGCACTCACCACGATCTGACTTTACTAAGTATTT 
ATTCATTTACTGTTTGTTTTCCCATACCGAAATATAAACTTTCTAAGGACAGAAATTTTTGTGCTTTATTGTTGAATCTCCAATTTGTAGAAAA 
ATGCCTACCTTATATTAAACACTCAGTAAATGTTTATTGAAGATTAAAAGTATTACTAATAGAACTTTGGTTTTTGAAAGAAATAATAACTTTA 
ATTATAAGACGTATATGATTTTTGCAGTTTTACTTAGTGTGACATTGGGTTTATGAGAATCGTGTACATTCAAGTCCAGGAATAATAATGGTCA 

AAGGTAAAACATTAGAGGTTCATTGAGAATGTCTAAATCCATGTTTTGACATTGTCAAGCTCATTGCAACTTCCAGATTGAGTAACACTTATAA 
CACATTTCCTTTTCAAAGTGCAAGATTTTTAAAAGAGACTTGTCACATATTGATTTGGGTGGTTTCAAATGGTGAGCTGAATGCTGGGTAATCT 
CTACT AGCTC CTTAAT CAG ATTT AAAATTCT C AGTGTTTC CTAGTTGTTT CTGCAT ACTTTATGTGAGTTGTT ATAG CTGTAACATTAC ACTTT 
ATTTGCTGTTTGTGTTTCGTGACTTTTGGTAATTGTGGCATTTAGAAACCTTTCACTTTGCTTCAAAACGTAGTTATATTTTGGAGTTTTCATT 
TG AT ATATAATTATTTATTTTGC C CTTTT ATTT CCC AAAG ACATTGTAAGGGTTAATT AG ATCATTATATTTTATTATTACAG ATTAAAGTTGG 



ATCTTCCTAGCAAGAAACAGTCTGTCATTTTACTTACACGATGTCTAACCAAACCATAACTTTACATAAACTAGTCGTTTGGGTCAAATAGAAA 
AATGTGTGAATGCCATAAAAACAAAAATTCTCAGTTAAATGATACTGGGAAATAGGGAAGACAGCAAAGTGAGACTTGGGCTCAGGATGGTTCA 
GGAAGAAAAAAAAAGAAAG AC CC CTGAGTAC CATTAAT ATTGCTC AGAAATTATTATTT CAAAAGGAAATATTTCTGTATTATAAATTTTT CAT 
GAGCAGGCATTATGAAATCTCACAAGAATCATAGAATTCAATAAAAAAGGTAGAAAGTAATTTTTTTACTTAAAAATATAAATTAAAATAAATT 
TTTAAAATCATAAGCACATAAATAGAACTTACCAGGGAGAAAGAAAAACCTGAAGGCACAATTTCTTTTCTGTTCAAAATGTGAACCCAGGATG 

ACACTGACTGTTAGAATAGCTGCATGGGTTTTTTTCTTTAAACTAATTAAGCGTTGGCTACTTAGTATAAGTAAGTATAAGCCGAATTAAGGTT 
CTGCTACATCTGTGTTTAGAATATTTTTTTAAAACTAAATAAGTGTTGGGTAGTTTTGCGGTGTAAGCAGAATTAAGGTTCTGCTACCTCTGTG 
TTTAGAATATTCCCAATGGATTTTTCATTTTTCAGGTGCTATTTTTTGACGCTGTATAGACTTTAATTTAAAATGAATTTGGTAACGTTTCTCC 
TCTGTCTCTACATATATTCATGCTTTCACCTGCTCTTTTAACACCTGCTTTTAGTATCTGAGGCACTTTTTCTGAACTCTACTTGTGCACTGGA 

TTAGC CT AAAAGG AAAGAC C AAATAAAAC CTTTC CTAC CACTTGGATGC ATTTG CAT C CTGACTTCTG AAATG CCTCCAGCCTC C ATTTTCTC C 
CTTCCCAGTTATTCCTTAGCCCAGCCATCTCTGTCTTTAGCTCCTACAATTTTCTTAGGATATTCTGGGAAAGATGAGCGGAGACTGCCCGCCT 
TGTCAAATCTAGTGTCTTTTTTTCAGTCCTCACACTGCTTGACCTATGTATAACCTCCTATACTTCCCTCTTTGCATAGTCGTCTGGGTTTTCT 
GTGGTAGTCAAGATTCCTCCCTGAGATTTATTTCCCATGAGTCTTGACCCCTCCCCTCAGTTGGTGCTATTTCCCCCTACCCGCCCTCCGATGA 
TCTTATCAGAGCCCACAGGTTCAGTTTTCTTTCATGCTACCTGAATGTCCTGATAAACTGGCTCGCTCTCTTCTTTACCTTCCATAATGGCATT 
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ACCATTTACCACGCC^CCCAAGATACTTACTAGGAACCTCAAAGTATTGTAT^ 

TGAGCTTGTCTCCTCTTGAATATGTCCCTTCTTAATTCCTGCTGCCTTCTTAGTAAAGGCCTTCATTCTTTTTTCCCTAGTAATAATCTTTTCC 
ATATGTTCCAGTTAAAATACCATGTTCTCCCTATTCCTTATTACATAGCTAGCATTCCTTGAAAAAAAACAATTCTCTCAGGCCTCCATACCTT 
TAGGATGTTACCCACTCTGCCTCTGCTCTTCTGGAACTAGAACACTCATCCTTGAAGGCTGGGCTTCTGTATGAAGGTTGGTCCTGCCTCCTTA 
CTTGAGGTGAAGCTTTGTACATGCCTGTATTACGGACATCCTCTTATTTAAGTGTTTGTCTCTTTCGTCATTGGGACTCCAGCACCCAGCATAG 
TCCCTAGTATACTAGTTGGTGCCGAATAAATAGTAGCTATTATTAGAAAAGGAAGGGTGAAATTGACATGGGAGTTAGTAAAATGTATATGGAA 
ATGATTTTTAAAGGGAAAGGTAATGATTTTCTGGCAGGAAAAGCAGCAATGACAAGATTACTTAAGTCTTGTGAAATAACACTTCTCTTCCTTG 
ACCTGCTGCTT C CCTTTTTTACCAC AC ACAC ACGC ACAC ATACC ACAGCCCTTTGAGACTG AAAG CAG CTCTATTG AGAATAGT AGTGTC AACT 
GTATTATGTAGAAATTCTAAAGTTTTTGGGATTATTTCATAGCCCTGACCTTGCTACTTCTCTCCACTTTATGTGGCAGGTTTAATCTCAGGTC 
TCCCTCATACACTTCTCAGCCTCAGCACCTAACCCTCACACAACACTCCAGTATTGATGCAGTCAATCTTGTATAACATTTTTTGAATGTCCAA 
TGTGC!AAAGCACGATGTTGGAAATTATACAGAGGTGAATAAGACAAAAACTCTTG 

CATGTAGAGTAAAATGCATAAAGGGGACTAATTTTAAATGTACAGCTTAATTAATTTTTATGTATGTTAACACCCATGTCACCACCATGTTTAG 
GACATTTCCAGCACCCCTGAAATTTCCTTCATGCCCCTTCCCAGTCTGTACCTACACCTCTAAATCTATTTTCAATCTTAATGGCCTTTTAAAT 
AACTGGGCTTCTCACAACCATAGTGAACAGAAACAGCTGGGTTGTCAACGTCTAACCTAATACTTC^GGAAAACTCATGATGGTTTCCATGTTA 
AGAGAGACATGGAGCAGGGCACTGGCATGGTGGATGGATCACGCCTGTAATCCCAGCACTTTGGGAGGCCGAGGTAGGGGGATTGCTTGAGCCC 
AGGAGTTCAAGACTAGCCTGGGTAATATAAGGAAAACCTGTCTCTGCAAAAAAAAAAAAAAAAAGAGGATACAACCAAATGGAAGAACATTCCA 
TGCTCATGGGTAGGAAGAATCAATATCGTGAAAATGGCCATACTGCCCAAGGTAATTTACAGATTCAGTGCCATCCCCA'TCAAGCTACCAATGC 
CTTTCTTCACAGAATTGGAAAAAACTACTTTAAAGTTCATATGGAACCAAAAAAGAGCCCATATCGCCAAGTCAATCCTAAGCCAAAAGAACAA 
AGCTG GAGGCATCACACTACCTGACTTC AAACTATACTACAAGGCTACAGTAACCAAAAC AG C ATGGTACTGGTAC CAAAACAG AG ATATAG AT 
CACTGGAACAGAACAGAGCCCTCAGAAATAACGCCGCATATCTACAACTATCTGATCTTTGACAAACCTGAGAAAAACAAGCAATGGGGAAAGG 
ATTCCCTATTTAATAAATGGTGCTGGGAAAACTGGCTAGCCATATGTAGAAAGCTGAAACTGGATCCCTTCCTTACACCTTATACAAAAATCAA 
TTCAAGATGGATTAAAGACTTAAACGTTAGACCTAAAACCATAAAAACCCTAGAAGAAAACCTAGGCATTACCATTCAGGACATAGGCATGGGC 
AAGG ACTTC ATGTCTAAAAC ACCAAAAGC AATGGC AACAAAAGC CAAAATTG ACAAATGGG ATCTAATTAAACT AAAG AGCTG CTG CACAGCAA 
AAGAAACTACCATCAGAGTGAAC^GGCAACCTACAAAATGGGAGAAAATTTTCGCAACCTACTTATCTGACAAAGGGCTAATATCCAGAATCTA 
CAATGAACTCAAACAAATTTACAAGAAAAAAACAACCCCATCAAAAAGTGGGCGAAGGACATGAACAGACACTTCTCAAAAGAAGACATTTATG 
C AG CCAAAAAACAC ATGAAAAAATG CTCATCATG ACTGG CC ATCAG AG AAATGC AAATC AAAACCACAATGAG ATACC ATCT C AC ACCAGTTAG 
AATGGCAATCATTAAAAAGTCAGGAGACAACAGGTGCTGGAGAGGATGTGGAGAAATAGGAACACTTTTACACTGTTGGTGGGACTGTAAACTA 
GTTCAACCATTGTGGAAGTCAGTGTGGCGATTCCTCAGGGATGTAGAACTGGAAATACCGTTTGACCCAGCCATCCCATTACTGGGTATATACC 
CAAAGGACTATAAATCATGCTGCTATAAAGACACATGCACACGTATGTTTATTGCGGC^TTATTCACAATAGCAAAGACTTGGAACCAACCCAA 
ATGTCCAACAATGATAGACTGGATTAAGAAAATGTGGCACATATACACCATGGAATACTATGCAGCCATAAAAAATGATGAATTCATGTCCTTT 
GTAGGGACATGGATGAAATTGGAAAACATCATTCTCAGTAAACTATCGCAAGAACAAGAAACCAAACACCACATATTCTCACTCATAGGTGGGA 
ATTGAACAATGAGAACACATGGACACAGGAAGGGGAATATCACACTGGGGACTGTTGTGGGGTGGGGGGAGGGGGGAGGGATAGCATTGGGAGA 
TATA C C T AATG CT AG AT G ACG AGTTAG T G G GTG C AGTG C AC CAG CATGG C AC ATG T AT AC AT ATGT AAGT AA C CTG C AC AATG TG C AC ATGTAC 
CCTAAAGCTTAAAGTATAATAAAAAATAAATAAATAAATAAATAAGAAAAAGAAAGCCAGGCATGGTGACATGTGCCTGTGGTCCCAGCTATTA 
GGGAGGCTGAGGTGGGAGGATCCCTTGAACCCAGGAGGTTGAGTCTGTAGTGAGCAGTGATTACGCCACTGCACTCCAGCCTGGGCAAGACCCT 
GTCTCAAAAAAAAAAAAGACTTAGAATTGGTGATCCAGGCCGCCTAATGGCATCAAATAATTTGTTATATCTTTAATTTATTGAAGGATCACCA 
CATGCTTTTAAATAGCATGGAGAAATGGAAAGAATAGGGACTTTTTACTCAGGTAATACCCAGCCTGCTACCTAACAGGTTGTGTTGTACTAAA 
TAAAATGGTACATAAGAAGAAACACTGTAAATTATATAGTGCGAATCAAATATTGTTAATAAACCAATATCTGTATATCCTATGTCCCGGATTA 
ATCTTTAATTTAGATACTCCTTCTAGTTATCTAATACACAGCAGAGTGAGAAAAATCATTATGGATTAGGTTCTTTAGTAAGAAACCTGAGATG 
GACTTCTCATTAGCATTAACTAGTTATTGCCCAGCTTTGGAGAGCCTTCTTTTGGCTTATCATTTATTATAAGCCCAGAAATAGGTGACTAATC 
AGAGATAAATGTATGGGTTGTCTGTATCTAGTTTTATGCCTTTTTTTTGCCTAAGACGTAGTCAAATTAATATTTTAACTAATACATCTTAGCA 
GAGTTTAGTTAAGCACAAAGTTAACAGTGGGTAGGATTGAATCTTGAAAGTAATCATGTCTGTAATGTTTTTCATGCATGCAAAAAGCACAGAC 
AAAACCACTCATGCCCTATTAATAAACAAAATACAGATCAAAGTTTTCAAAAGTAATCACTCTATTTATTCTAAATGTCTGTGGCTTTAGGAAA 
ATACCACCAGCTAGTACTTACCTATTTAAAGATGTAGAATTTATTATCCTCTAATATTCTTATCAGTTGTTTCCACAACTTTAGTTTACTATTG 
GACTTTCAAAAATTTAAAGAATTACAAGTAAAATTCATTAAACACTTGTGTGTGAATAGTAATACACAGTAATTAGTACAGCATGTTGCTTCTT 
CAACAAATTGAGTTTTCAGGGAAATCAGCAAGTAAATGAAATATAAATTTTTGGTAAAAGTATCAAACATTCATCTTGCCCATTTTTCCTCTTA 
AACTTTATTATCTAATCAAACATAGTTTTCCATAAGATGTAATAAAATATAGATAAGGTTGGAATATTTGAGGATCCATTTGTGGAACTGAATT 
TAATGAGACTTCATTGGTGATACACTCAATTTTTACTGGGTAATTAGCTAATAATGTTGGTCACTGTCTCACAGTTCAAGTAGCTTTAAGATGA 
. TGTGGCAAGGAAAACACAAAGCTTTTGGGTAACCAGCGTTCTTAAATGTATGGTTTTTGACCAGGTGAACCCTTTAGAAGTGATTTCTGTTTTA 
' AAAGTATGTACTTAAAATACCTTTGGCTGTGATGAATGTAGATCCCAGCAGAATACCAAAATCCTATTTTTTTTGACTGAGTATTTGTAGATGC 
TTAATGACTGAAATGAATTTGGAGGCACTGATGAAAGTGATTTTTTTAAAGTTCTCAGGTACTGTTCAATTATTTAATGTTAAGTTTAGTATCA 
AGATACAGTTGTTTTTAAAATGCCAAAATGCTGTTTATTATACAGAATATTTTATTACATTTGCAATATCTTTGTATATAGTGATTTTTTTCTT 
GATAATAAATGGAAAAATTCTAAAACIACTTGCTGAAATTTTGTTGCTATTTAACTTTTAAAATATCAGATTTTCTTCATATTTATAGCATCTTC 
CTAACAGGAAAAGGTAGTTTTAGTTGCTTAGAAACATTAGACATTTTTATGGAATGCTGTTGCTGAATATGGTTGCATTTGTAACTGTCCTTTG 
AAATAATTTTGTAGAGTACTGAAGTGCCTTTTTACAAGATTTTTTTCCTTTTTCCTTTTCTGGCTTAACCAACAAAAATCTGTTTTCAGAGTCC 
TGGAGGCTGAAAGTCCGAGATCAGGGGTACTAGGACGGTTTCTGCTGAGGCTCTCCTCCTGGCTTGCAGAGGGCTGCCTTCCCATCATCCTCAC 
ATGGTAGAGAGAGAGAAGGATGGAGATCTAGGGTGTCTCTTCTCTTTTTTGAGACAGAGTCTCACTCTGTCATCAAGGCTGGAGTGCAGTGGCA 
CAATCACATCTCACTGCAACTTCTGCCTCCTGGGCTCAAGAGATCCTCCCGCCTCAGCCTCCCAAGTAGCTGGGACTACAGGCGCATGCCACCA 
TGCCTGGCCAATTTTTGTATTTTTTGTCAGAGTTTCATCATGTTACCCAGGCTGGTCTCAAACTCTTGGGCTCAAGTGATTCACCCGCCTTGGC 

TATATTAATATTTATCTTGTTCAACATGATGTTTTGAAATATGCATACGTTGTGGAATGGCTAAACTGAGCTAATGAACATGTATTACTTCACT 
TAGTTATTTTGTAAGAACACTTAAGATCTACTCTTAGCAACTTTGAAGAATATATTTGTTATTAACTATAGTCACCATGTTGTACAGTAGATCT 
CTTAAACTTATTCCTATCAAGCTGAAATTTTAAATCCTTTGACCAACATCTCCCCAACTCCGCAACCCCTATCCCACTCTCACCTCCGCAGTTC 

CTTATTT C ACTT AAC ATAATGTTCTTC AGGTTC ATCC ACGTTGTTTC AAATG AC AG AATTTC CTTTCTTATGGGTGAATAATATTTCATTGTAC 
ATATACACCACATTTTCTTCATTTATCT 

HUMAN SEQUENCE - mRNA 

CGGAAGGTGTGAGCCGCAAACCCAGCGGAGGGCGGGAAGAAGGAGGAGGCCTCTAGGGTGNTCGGGGGACTGGGGGCCCCGCCGGCAGAGGTCC 
CTCGGCCTCCTGACTGACTGACTGCGGCCGCCTCCGGCCAGGACGCTGGGAGCTGCCTGCGGGAAGGTGCGGGGAGCGGAGCCATGGCCTCCGG 
TGCGTATAACCCGTATATAGAGATAATTGAACAACCCAGGCAGAGGGGAATGCGTTTTAGATACAAATGTGAAGGGCGATCAGCAGGCAGCATT 
CCAGGGGAGCACAGCACAGACAACAACCGAACATACCCTTCTATCCAGATTATGAACTATTATGGAAAAGGAAAAGTGAGAATTACATTAGTAA 
CAAAGAATGACCCATATAAACCTCATCCTCATGATTTAGTTGGAAAAGACTGCAGAGACGGCTACTATGAAGCAGAATTTGGACAAGAACGCAG 
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ACCTTTGTTTTTCCAAAATTTGGGTATTCGATGTGTG 

TTCAATGTCCCTGAAAAACAGCTGAATGATATTGAAGATTGTGACCTCAATGTGGTGAGACTGTGTTTTCAAGTTTTTCTCCCTGATGAACATG 
GTAATTTGACGACTGCTCTTGCTCCTGTTGTCTCGAACCCAA'XTTATGACAACCGTGCTCCAAATACTGCAGAATTAAGGATTTGTCGTGTAAA 
CAAGAATTGTGGAAGTGTCAGAGGAGGAGATGAAATATTTCTACTTTGTGACAAAGTTCAGAAAGATGACATAGAAGTTCGTTTTGTGTTGAAC 
GATTGGGAAGCAAAAGGCATCTTTTCACAAGCTGATGTACACCGTCAAGTAGCCATTGTTTTCAAAACTCCACCATATTGCAAAGCTATCACAG 
AACCCGTAACAGTAAAAATGCAGTTGCGGAGACCTTCTGACCAGGAAGTTAGTGAATCTATGGATTTTAGATATCTGCCAGATGAAAAAGATAC 
TTACGGCAATAAAGCAAAGAAACAAAAGACAACTCTGCTTTTCCAGAAACTGTGCCAGGATCACGTAGAAACAGGGTTTCGCCATGTTGACCAG 
GATGGTCTTGAACTCCTGACATCAGGTGATCCACCCACCTTGGCCTCCCAAAGTGCTGGGATTACAGTTAATTTTCCTGAGAGACCAAGACCTG 
GTCTC CT CGGTTCAATTGG AG AAGGAAGATACTTCAAAAAAGAAC C AAACTTGTTTTCTCATG ATGC AGTTGTG AGAGAAATG C CTAC AGGGGT 
TTCAAGTCAAGCAGAATCCTACTATCCCTCACCTGGGCCCATCTCAAGTGGATTGTCACATCATGCCTCAATGGCACCTCTGCCTTCTTCAAGC 
TGGTCATCAGTGGCCCACCCCACCCCACGCTCAGGCAATACAAACCCACTGAGTAGTTTTTCAACAAGGACACTTCCTTCTAATTCGCAAGGTA 
T CC CACCATTC CTGAG AAT AC CTGTTGGGAATGATTT AAATGCTTCTAATG CTTG C ATTTAC AACAATGCCG ATG ACATAGTCGGAATGG AAGC 
GTCAT CCATG C CAT C AGC AG ATTTATATGGTATTTCTGATC CCAAC ATGCTGTCTAATTGTTCTGTG AATATG ATGAC AAC CAGC AGTG AC AGC 
ATGGGAGAGACTGATAATCCAAGACTTCTGAGCATGAATCTTGAAAACCCCTCATGTAATTCAGTGTTAGACCCAAGAGACTTGAGACAGCTCC 
ATCAGATGTCCTCTTCCAGTATGTCAGCAGGCGCCAATTCCAATACTACTGTTTTTGTTTCACAATCAGATGCATTTGAGGGATCTGACTTCAG 
TTGTGCAGATAACAGCATGATAAATGAGTCGGGACCATCAAACAGTACTAATCCAAACAGTCATGGTTTTGTTCAAGATAGTCAGTATTCAGGT 
ATTGGCAGTATGCAAAATGAGCAATTGAGTGACTCCTTTCCATATGAATTTTTTCAAGTATAACTTGCAAGATTTAAATCCTTTTAAATCTTGA 
TAC CACCT AT ATAG ATG CAGC ATTTTGT ATTTGT CT AACTGGGG ATATAATACTATATTTATACTGTAT ATAT AATACTG ACTG AG AATATAAT 
ACTGTATTTGAGAATATAAAAAACTTTTTTCAGGGAAGAAGCIATACAACTTTGGACATAGCGAATACAAAATTGGAAGCTGTCATAAAAAGACA 
ACTCAGAGGCCAGGCGCAGGNGCTCACACCTGTAATCCTAGCACTTTGGGAGGCCAAGGCGGGTGGATCACTTGAGACCAG 

HUMAN SEQUENCE - CODING 

ATGGCCTCCGGTGCGTATAACCCGTATATAGAGATAATTGAACAACCCAGGCAGAGGGGAATGCGTTTTAGATACAAATGTGAAGGGCGATCAG 
C AGGC AGC ATTCCAGGGGAGCAC AG CACAGACAAC AACCG AAC ATAC CCTT CTAT C C AG ATTATGAACTATTATGG AAAAGGAAAAGTGAG AAT 
TACATTAGTAACAAAGAATGACCCATATAAACCTCATCCTCATGATTTAGTTGGAAAAGACTGCAGAGACGGCTACTATGAAGCAGAATTTGGA 

GAATCAATCCATTCAATGTCCCTGAAAAACAGCTGAATGATATTGAAGATTGTGACCTCAATGTGGTGAGACTGTGTTTTCAAGTTTTTCTCCC 
TGATGAACATGGTAATTTGACGACTGCTCTTCCTCCTGTTGTCTCGAACCCAATTTATGACAACCGTGCTCCAAATACTGCAGAATTAAGGATT 
TGTCGTGTAAACAAGAATTGTGGAAGTGTCAGAGGAGGAGATGAAATATTTCTACTTTGTGACAAAGTTCAGAAAGATGACATAGAAGTTCGTT 

AGCTATCACAGAACCCGTAACAGTAAAAATGCAGTTGCGGAGACCTTCTGACCAGGAAGTTAGTGAATCTATGGATTTTAGATATCTGCCAGAT 
GAAAAAGATACTTACGGCAATAAAGCAAAGAAACAAAAGACAACTCTGCTTTTCCAGAAACTGTGCCAGGATCACGTAGAAACAGGGTTTCGCC 
ATGTTGACCAGGATGGTCTTGAACTCCTGACATCAGGTGATCCACCCACCTTGGCCTCCCAAAGTGCTGGGATTACAGTTAATTTTCCTGAGAG 
ACCAAGACCTGGTCTCCTCGGTTCAATTGGAGAAGGAAGATACTTCAAAAAAGAACCAAACTTGTTTTCTCATGATGCAGTTGTGAGAGAAATG 
CCTACAGGGGTTTCAAGTCAAGCAGAATCCTACTATCCCTCACCTGGGCCCATCTCAAGTGGATTGTCACATCATGCCTCAATGGCACCTCTGC 
CTTCTTCAAGCTGGTCATCAGTGGCCCACCCCACCCCACGCTCAGGCAATACAAACCCACTGAGTAGTTTTTCAACAAGGACACTTCCTTCTAA 
TTCGCAAGGTATCCCACCATTCCTGAGAATACCTGTTGGGAATGATTTAAATGCTTCTAATGCTTGCATTTACAACAATGCCGATGACATAGTC 

GCAGTG AC AG CATGGG AGAGACTG ATAATC C AAG ACTTCTGAGC ATGAATCTTG AAAAC C CCT CATGTAATTCAGTGTTAG ACC CAAG AG ACTT 
GAGACAGCTCCATCAGATGTCCTCTTCCAGTATGTCAGCAGGCGCCAATTCCAATACTACTGTTTTTGTTTCACAATCAGATGCATTTGAGGGA 
TCTG ACTT C AGTTGTG CAGATAACAGCATG AT AAATG AGTCGGGAC C ATCAAACAGTACT AAT C C AAAC AGT CATGGTTTTGTT CAAG ATAGTC 
AGTATTCAGGTATTGGCAGTATGCAAAATGAGCAATTGAGTGACTCCTTTCCATATGAATTTTTTCAAGTATAA 
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TABLE 16 



MOUSE NOMENCLATURE 
ICSGNM Icsbp 
Celera mCG21199 

HUMAN NOMENCLATURE 
HGNC ICSBP1 
Celera hCG17046 

MOUSE SEQUENCE - GENOMIC 

GCAGGAGGATGGAAAGTTGGAGGGTAGCCTGACTGTATAACAAGTTCAAGGCCAGCCTGAGATACATAGTGAAATCCTGTCTCAAATACAAAAC 

ACTCAGGAGGTAGAGGCTGGAGAGTCTTTGTGAGTTCAAGGCCAGGCTGCTCTACAAAGAGAGCTCCAGGACAGCCAGGGGTACCTAGAGAGAC 
CCTGACCAAAACAAAACAAAACAAAACAATCAAAAAACAACTTAACAA 

ACTCTCTCAAGTCCCGGAAAGCAACCAAACAGACAACACCTAACCAAGCTGAGAAGCGGACAGCACTGGAGCCTTCTGAAGCACTAACCTCTTT 
TAAAGAGGGGGCGCAGCCCAATTCACCAGTGAGCAGATTGGCTTAGAAAGGGGCAAGCGCTCCTTGTGGGACACAGTCACCACTTGTTGATGAG 
GTTGCTTGCAGGGTTGACGCCATGGCTCAGCAGGTAGAGTCACTTGCCACCAAGCCTGACACCTGATCTGCATCCCAGGAGCCACAGGGTGAAA 
AGAAAAAGCAACCCTCTGGCTTCCACACAGGCACCATGGCATGGGCTCCCTGCTAAACACGTATGCGTGCGCACACGCACATGCATATGCATGC 
ATGCACATTCATATGCACACACATAGCGCACACATACACAAAATTATTAATTAAAATGTAATTTAGATTCGGAGTGGACACGGCGGTCGCCGCC 
TCTAAAGAGAAGACTCACCACATCTATGGCTGGGGTTCTGAGCTCAGTGTTTCAGAGGCCTCCAGGCAGACTGCAGACTGTGAAGGAAGGTGCA 
GAATCTCTCATTGGTACAGAATGGATTCGTCACACATTTACCAGTTCAAGAATTCCCGATAAAGTGTTTCGGCCTAGACCTGAAGATCATGAAA 
AGTACAGCGGGGACCCCCAGAGGCCTCATAGACTGTACATTGTCATAAGAATAGGAAGTACAAAGAGGCATCCAGGGCTGGAGAGATGGCTCAG 
CGGGTAAGAGCATTGACTGCTCTTCCGAAGGTCCTGAGTTCAAATTCCAGCAACCACATGGTGGTTCACAACCATCTGTAATGAGAGCTGACTC 
CCTCCTCTGGAGTGTCTGAAGACAGCTACAGTGCACTTACATATAATAAATAAATAATTCTTAAAAAAATAAAAGAGGCGTCCATACTGGGAAA 
AAG ATACGAT C AAGATGCTCGGACTACAGAAGGC AC ACAGCCCTC AAATTC ACAAGAAC ATC C CACCGGTGGATGCAAAGCTG AAAGTGGTTAA 
ACCCTAGATAGGCATCCAGCGCCTGGAGCTGCCACAGGGACTTCCCACAGAAAAGACCATGTCCAGCGCGTGCCTCAGGGGCACCGGGGAGTTG 
GTCATGTGGTGGCATCTGAAGCCTGTGGAGCTGGAAGTGACGTCCTGACGCCACACAGCTTCAGCTCACAGACACACTTACTGAGGAAGCCGTT 
CTCATTAAAGTGTATGCTCATCAAAAAAAAAAAAAAAGTAACTTAATTTAAAAAAGGATTTCTTGTAAGCGATGTCAGTAATCTGGTGAGTTGG 
TGACTCTGTTTCTGGGTACCCTATCTGCTGTTGTACTAAGTTTTTCCTGTGCCTAAGCCGTCTTCCTATTAGAGATGTAGACTTGCTGTGTGTC 
TGGTCACTTGTACACAGGTGGGGATACATCGTTCTGAATTCATTGAAATTTCTGAGTGTGTGGCTCCCCTGGCCCTGCCCGAAATATGTTAGGT 
ACATCTTCCTGGGGGTTTGTGTGTGTCATAAGCACACTGGTATGAGTCATGTGTGGTTTATATTAAACACACAAACGTGTATTCTTTACAGGGT 
CTCATGTAGCCCAGGCTGGCCTCTAACTCATTTAGTTCAGGATAACCTGAATCCCAGAGCCTTCTGTGTCCGCCTCCCAGGTGCTGGGTTACAG 
GTGTGTGCC!AACAAACCCAGGGAAATCTACGTTTTCAGTAAATTGATATCTCTTGGCAATAGTTCCCAAGAGAGTTCAAAGACATGTTTTATGT 
ACACTTACAATCCATTTACTTGGAAGAGTTGTTCTTTCTAGGACTGTTCTAGGCACTTCCATGGATAATAAATGCAAGCGACCTCCAGCCCCTG 
CAGGCAGGAGTTGCTGAATGCTTCCTGCGTTTCGCCCTTATCTTAACTCTTCATCAGCTTTGATGCATCTTGCAGGCGTGCTCTGAACATGACA 
GCTAGCACACTCTGGGTATTTAATAAGCAGCCGATTCATGAACTAAAGCTACCCTCAAAGGTGAAAGGAGTTTATTTAAGCTACAAATAAACAC 
AGGTGGGTCTCAGATTTGGCTTGTTTCTTCTCTGAAGCAATGGATGGGGTATTGTTATCACCTAGTCAACTGTTGCCCGAGTCCACCTTGAGCA 
AATAGAATGGACGGATCCTGTAAAAG AG AAACTGGGGCT AAG AG AAC AGGGC AAAGG C CACCTCTATAG CACAGATAAGTTTCG C CAC AGTCCT 
GAATGGCTTGCTAAGTCCCAATTAGCTAGCTTGAAGTAATCTCACTTTTATTGGTAGGAGGTGCTTCCTGCATGAAAGAAAAATCCACTTGTGC 
ATGAGTACATGCACAACCCACACACACACTCACACACGTGCACATACCACACACATGTACTCGCACACAACATGCACACCCGCGCACACACACA 
TAGATGCACACCACACATACACACACACACACACACACACACACACAGGAGCACTCACATGCACACACTCACATGCATACACCACAAACATGCA 
CATACATGCATGCACACGCACACAGACTCATGACTGTATGCATATGGTCCTGAGCATCCTGAAATGCTGAGATCCTGTGCTGGGTTTAGTAAAA 
GAATTGATGACTCTTCCCTTATCTTCTGGGATCGACTATAGCCTTTGACATTCTCTTTGCCTTTCGCCAGGTGAGTCACTTGAAGCCCTGCACC 
CGCAGCCTGGGCTCAAGCCTCCACTCTGGCCCTAGGAGTATTCTGAGCCTGGCTGAATGCCACTCTGATCATTGTGGTTTTGTGTGGCTTTGTG 
TCCTGTCAATTTACGTGTCCAGCAGGATGGCTTTCCCTTGGATGTATGTGACTCTACACCACTCAGACACCACTCAGATGAACACGCCACGTGC 
CCCGGCTCTGTGTTGTGTGTCCAGTGGTCTTGGTTCCCACTCAGCCCCACCTCCGCCCACAGGAGAGCTCTCCTGAGCATCCCAGCAGCTAGCC 
TGACTGCTTTTCAAGTGCACACCCACGAGACTCTGAGGCCTCCGTCCGCTTTGTTCCCTCAGTCTGGTGTCAGAGGTCCATCCTGTGCTGTGGC 
TGGATGCAGAATAGCCCGTTCTGATTACTGCAGTGCCCTCCACAGTGGGGTTGCTAATGCTTGTGTGTGTCCTAGTCACCATTCTATTGCTGTG 
AAGAGACACTGTGGCCACCACAACTCTTATGAGAGTTTAACTGGGGCTGGCTTGCAGTTCAGAGGTTTAGCCCATTTTCATGATGGCGGGAAGC 
ATGGCGGTGTGCAGGCAGATATTGGACCAGTAGACCTACATCCTGACAGTGGGCACAGGGAGAGAGAGAGACAGAGAGACAGAGACAGAGAGAG 
ACAAGACAGAGAGATGGAGAGAGACAGAGAGGAGACACACACACACACACACACACACACACAGATGTGGAGTCTGGGGTAGGCTTTTGAAACC 
TCAAATCCTACCTCCTCTAACAAGGCCATACCTCCCAATCCTTCCGATCCTTTCAAATACTCACCCCCTTGCTACTAAACACTCCAATACATGT 
TCCTATAAGGGCCATCCTTATTCAAACCACCACAGTGGTTGTGCTATTTGAGAAATTTGTGATTTTTTTCCCCTAAAGACTTTTGCTTGTTTTC 



CCCTGCCCGTCTCCTGTGTGCTAGGATTACAGGCATGTACCTGCATGCCTGGCTTAGGCAGTGCTGGGGACCCAACCAGGGCTTTGTGTCTAGC 
CGAGAGTTTTACAGCTACAGCCCTGACCCTCCAGGGATTTGGGGAGCATGAAGGAACTGGACTCTGCCTTTGTGGACGTCCTGCCTTCACTTCT 
CTGGGGTGTGCTTAGCAGCTGGCCTGCCTGACTTAGAGGAGGTTCCAGCTGTTTGCCAAAGTGCTTTAAAGGAATGGCAGTCTCATCCTTCACG 
. TGGTTCCAGCATCTGCACTGTCGTTTTATAATTCTAGTCATCTTGGAGAGTGACAACATCACCTTATAGTCAGCTCCCCTGGGAGATTTGGACC 
ATTTTCTTTTCTCCCTTTCCTTTCCTTTCCTTTCCTTTCCTTTCCTTTCCTTTCCTTTCCTTTCCTTTCGTTCCCTTCCCTTCCCTTCCCTTCC 

AGACAGAGTTTCTCTGTGCAGCCCTGGCTGTCCTGGAACTCACTCTGTAGACCAGGCTGGCCTTGAACTCAGAAATTCGCCTGGCTCTGCCTCC 
CAAATGCTGGGATTAAAGGCGTGCACCACCAAGCCCGGCAGATTTGGACCATTTTCATCAGGACTCTAGGCTGTTCTGAGTGCCATGGCTGTTT 
AAGCTTTTTGATTCCCCCTCCATTTTTCCTTCCCTCCCTCCTCTTTCCCCTCCTCCCTCTTTCCTTTCTCCCTTTCTCCTTTCCCTCCTTCCCT 
CCCTGCTTTCCCTTGCCCTCCCCCTCCTCCCTCTCCTCCCTCCCTCCTTCTCCTTACTCTGTCAGTCTTTCCCTCTCTCCTCCTCTTTCAGCTT 
GCTTGCTGGAGACAAGTCTGTGCACTCAGGGCTTGGTAAGTTAAGCCTACTTAATGCCGATACTCCTAAGAGGGACCAACTCAGAGTTGGCATT 
TGTTTTGTGTCCTTTTCCTCACAAAGATATTTTGAGATCGTTAATGACCCCCATAGTTGGTCAGCTTTGTGCAAATAAATAATTTCGGGGGTGG 
GGCAGAAACCCTGAACACTTGCTTGGGCTAGAGGGATAACCCACGGATGCACAGAGGCTGCGCTAGAGACAGACAGTGGCTATGAAGTCTTCAG 
ACTCTGGCCTTTGTTGCCAGGGTTACAGGATTAGTACTCTAATAGCCCAGATGCTCTTGTGAGCCACAGCTGTCTCTGCATCGTGCTCCGAGGA 
GGTAGTGTTCAAACACATACGAAGTGGCTTCTGGGATTTGACCAGACAGAAGTGATTCTTCTTGGGACGGGAGGAACCAGCACGCGCTGGTTTT 
TCTTCTTTCACGGTGCCGGCTTCGGAACTCAGCGCCCCTGCTTGGGTTAAACATGGCCTCTACCGCGGAGCTGTACTACAGCTCAGTTTGTCGT 
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TTGTCTTCTCTTATTGACTCACAGGAATTTTACAAAGTGTTCTGAGTAGAAGTCCTTTCTTTTTCTTTTTGAGACAGAGGCTCAATGTGTTCCC 
CAGGCTAAAAGTTAACTCCCAGTGCGAGGATCACAGGCTTGCCCCGCCACCTTGGCCTAGCCAATCCGGGTTCTGGAATCCCAGGTGCTGCCTC 
GCCCTCCTCTGGTTTAGCCAATCCTAGTGCTGGGATCCCAGGTGTTGCCCCGCCCACCTCTGGTTTAGCTGCTCTTTCTAGACCACTTGGTGTC 
TCTCCAGCCTTGGCTCCTGCCACTACTCAGAATACCAATTCACACTTTTTTTTTTTTTAAAGATTTATTTATTTATTATATGTAAGTACACTGT 
AGCTGTCTTCAGACAGTCCAGAAGAGGGCGTCAGATCTTGTTACAGATGGTTGTGAGCCACCATGTGGTTGCTGGGATTTGAACTCCGGACCTT 
CGGAAGAGCAGTCGGGTGCTCTTACCCACTGAGCCATCTCACCAGCCCCTGGAGAGATGGCTCAGCCGTTAAAGGCTAGGCTCACAACCAATTC 
ACACTTTTATCAGTTTTATTTATTGTGTGTGTGTGTGAGTGTGCATGTATATATGTGTGTGTGTGAGTGTGCATGTGTGfATATGTGCGTGTGC 
TTCTGTGCATGTGTGCTGTGCATATGCGGGTATGTGTGTGCATGTGAGTGTGCGTATGAATGTGTGTGTGCTGGGAACCCCATCAGACTGCAGG 
TGGTAGACCTGCATAGATGAGAAAGGCTTTGAAAAATGCAGGGTTTTTTTTGGGGGGGGGCACACATAGAGGGTAACATGCTCACTGGGGAGCA 
ACCTCCCTACACAGGAAAGGGGTTGGCAAAGCTTGCTTCAGTAGGACACAGGGGACTTTGATCACGAACAAAGAGGAGTAAGTTGGACTACACA 
CTCACATACATACACACATGCACATGAGTATACAGACATACACATATACACACATACACACATGCACGCACACATATACATACATATACACACA 
CACATGCACACAGATTTAGAATAAATTTAAAAAAATTAAAGCATGAAATGTAATTTTTAAAAGATATCAGTGTGGCTGGAATCTGGGTTTTTTA 
AAATTAAGGTCCATGAAGGCCGGCATAGGAAAGAGGTCAGAAGCTGGATCTTGAGGAGAAGGAGGTGGTAGGAGAACAATGGCTCCCCAAAGAT 
GTCCAAGTCAAAATCCACAGAACCAAGAATGATGTCAGGGAGTGATACTCCTCATCTGACGTTGACTAGAGCAACGACTCTGGGTCATCCAGCT 
GAACCCAGTACAGCCACGAAACCCTTAGTGCAGTGGCCCTCAACCTTCCCAATGCTGTGGCCTTTTAACCCAGTTCCTCCTGCTGTGCTGACCC 
AGACCATGACATTATTTTGCTGCTACCTCATAACTGTAATTTTGCTACTGATATGGATGATAATGTAAATATCTGATATGCAGACGGTCTTAGG 
CAACTCTGTGAAAGGGGTCCCGACCTACAGGTTGAGAACCGCTGCCTTAGTGGACCAGGGAGGTTGTAGAGAAGAGCCAGGGACATGAATGCAC 
ATTTGCTGGCTTTGGAGATGAACGAGCTCACAAGCCAAGGATTTCCCTGGACATGGCCTCTCTGAGCACCGATTCTCCTCAGAAGGACCTGCTG 
ACACAAGTGGGTGAGGAGTGCCTGTCTTTGTTGTAGTGGCCATACACAGTGAGTGGAGAGGAGGCAGTTTTTAGGTGACAGGAAGGTGTGTGTG 
TGTGTGTGTGTGTGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAAAGGGGACAGGGACAGAGGGACAGGGACAGAGAGAGTGA 
GACAGGGACAGAGATTTGGTGACAGTACCCATAGCAAGGAACCTCAGAAAAAGCCTGGGTCACAGCAACAGCAGCCTGGTCTCTCTGGGTGGGG 
GTGTGCTCTCTGGGTGTCTTAGTCAGGGTCTCTATTCCTGCACAAAACATCATGGCCAAGAAGCAAGTTGGGGAGGAAAGGGTTTATTCAGCTT 
ACACGTCCACATTGTTGCTTATCACCAAAGGAAGTCAGGATTGGAACTCAAGCAGGTCAGGAAGCAGGAGCTGATGCCGAGGCCACGGGGGGAT 
GCTACTTACTGGCTTGCTTCCCCTGGCTTGCTCAGCCTGCTTTCATATAGAACCCAGGAGTACCAGCCCAGGGATGGCACCACCCACCATGGTC 
TGGGCCCTCCCACCCTTGATCACTAATTGAGAAAATGCCTTACAGCTGGATCTCATGGAGGCATTTCCTCAAGGGAGGCTCTTTTCTCTGTGAT 
AACTCCAGGTTGTGTCAGGTTGTCCCAGAGAACCAGTCAGTACACTGGGTCTGGAGGACATGTTTAATTGCCTCCTCTGGAGAGGCTGGGAGGT 
GGTGATGGACTCTCTAGAACACTTCGGGGCCTCTTCTCCTTAGTTAAGCCCTGCACATGCGTCTTCTGTTATGCAGTGATGTGACCTAGCTCCA 
CGCCCGACATATGACTTATGCCAGGAGATGCTACACTGAATCTCTCCTGAGTGGCTATCGCTGGCGTGTGGGAAATGTACACGTGGCTCACATG 
AGACACCACCTTCATAGCTTCACCCTCAAAGACCCCATCAATATTCAGGTGTGAGTCAGTGCCCATTGTAGGTGGCTTGGGTTCTCTTAGGTCC 
TGAGTGGAGCTATTTCAGACTTCTAGGAAAACAGTTAGAAAAAAATAGACCCCAGTCACACCCCGATGTATATGGCTTCAGGACAGTTGTCAGG 
CAGGCTGGGCTGGTGTGTTCTAGTGTGTACAGAGACACCTGCTGCTAGGACCAGAAGCTAGGGCTGGTGTCCCTAATCTCTCTCTACCTTTAGC 
TAAGAGGCAGGCACACTGGGTGGACATTTGGGATCTGTTCTGTGCCTTTGATATTTGTAAGTAGGAAAATCTGCATACGCTTATAAGGTGCCTA 
TTTGGGAAATGAAAGGGGTATAAATGCACACAGGAGTCTGTTGTAGTAATCTGAGCGTGTCTGACTTGTGGACTCTGCCCTTCACAGCAAACAC 
TTATTAAAACACTCCCATATTACTATTAAAGAATTTGAGCTGGACTATGGTGGCACACACCTTTAATCCCAGCCCTTGGGAGGCAGAGGCTAGC 
AGATCTCTGTGAATTTGAGGCCAGCCTGGTCTAGTTCGGGGACAGCCAGGGCTACAGGGAAACCCTGTCTTGGAAAACAAACAATAAACCCAAT 
AATAATAGTAATAAAAGAAATGAGCTTTGAAAAGTAGTTTTCATTTGAAATTCCTTGGCTCCAGGGAACTCCACTTGGCTTTTGACTGTTGGAT 
GGTATTTATCATTGAACTAATACCCGGTAATGTCTTAAGTGCCTTTCAGGTATACCACAATGCTCATCAGGATAAACTAGAGTTAGAAGGTTCT 
GTTTGGAAAATCCTTATTTGAATTCGTATTTATTTGAAACCTAGCCGTATACTTCTTGTATTTGTGGACCAATCAAAAATTCTTGTCGCGGCTC 
CAACGTTTTCCTAAGTATTTTAAAAGCCAGACGGGTGAGAGTCCTGTAAGCGTGGCCGCAGGTGTGTAATTGGGCAGCCTGCAACGAAAGTCCC 
TCTCGACCCTCACCTAAGGCTCCCCGCTCCCACATCCTACTCAGGTTGGGAACAGGCTCGACCGGGCTCCTGACATCACTGGGGGACACAAGGG 
AACCGATAATGCGTAGCCTTCCTGGGGGCATCCCAGCCTCAGCGCTCGCGACTCCCCTGGTTTCCCAGATTTCCTGCGCAATTTCAGGCGGTCA 
TCCTCCATCCAGGAGGGCGCGCTGCAAGTGGCTGTCACCCAGCACGCAGCTCTGGGACTGGTCTTTGCTCTGAAACTCCAGCCTGAGCAGCTGA 
CACTCAGGGTGCCCCTGGACACGTGCCGGGGACAGAGGCTCTCCAAACCTGAACGACACCCCGAGGATGATCCGTGCATCACCAGCCTCCTTGA 
CCTTAGGCAGACGCCCCCAGCGCCCCGGCCATTTTTGGGGCAGCCCCCTCCCCCGCCGCCCCCGGAGTAAAGAGAGAAAAGGACTCCACGGGGT 
CGGGGACGTGCAAAAGTGATTTCTCGGAAAGAGAGCGCTTCAGAGAAGGCGGATTTGGCAGGCTGCGCTGATTGGGCCGCGCCAGCGCCCCTCC 
CGCTCCTCAATTAGCTCGCGCGACCGTCGCTCTGCGCGCGGGACCCGCCTTCTCCCCCGCCCCATCTATAAAAGCAGGCGCGCGCGTACGGGCC 
TCCAGGAGCCCGCGGGCGGTCCCGGAGGCGCGGGCAGCGTGGGAACCGGCGGCAGGTAGGACGCGATGGGGTGGGCGCGGGGGCCGGGGCTGTG 
GCTCTCCGACCTTCGCCCAAACGGAGTGCACAGCACGTTAGCAGGTGCTTGCTCTGGCTGCTCTCCAAAAACAACAACAACAACCAACAACAAC 
AACAACAAC^Uy^CCCAACCAAATGAACAAACACCTCTCCCTTTAAAATCTGCCTGATGGCCAACTTCATAATGAAGAGAAATAGATCTGCCAA 
TCACCGCGCGGCAGCCCGGCTTCCATGCATGAACTATCCAAAGCTCGCGACTGGGCTCGGCCAGGGACCGACTGGCTTTGATTCTGACTAGTGG 
CAATCTGATTGGCCAGTGGCGCTGGAGTTCTCTGATTGTCCAGTGGCCCAGCTGGCGCCGGAAGGAAAGTCTTCCGTGTGGGTCCCACACAGCT 
CTCAAGACCAGATTTGCTGTGAGCTTGGCCCCAGGCTATAGGGGCAGACTTTTCCCCTGGTGAGAAAGATTACTTACCCACAGCCGGGAAGGGC 
GTTCAGGGGGTAGAAACTAATAGAAACCATTCACTAGAATCTTAAAATGGTAGATCACTGTTTTGTTTGTTTTTGTTTTGTTTCTGATACAGGG 
TATCACTCTGTAGCCCAGGCTCATTCCAATGAGCTCCCGGTTATGCGCCTACCTCTTCTGAGTGTTAGGATTTCAGGCGGAGCTTGGGGGGTGC 
CCAGGTGCTCAATGGCCCTGTTTTTTTCTTTTAAAGTCAAAGGATAAGAGCAGTTTCGTGACAGTTCTAGGTTTGTCCCTTTAAGTTATGGCAG 
GCTCCTTCATGAAGAACTGGGACCGATTCAGTGTCCCTGAGGAAGCTTGGGGCCAGAAAGAGATGGGTCTGTGATGGATTTCCGTTCAGTGGTG 
GTCAGACTGTGGGCCAGGGCTGAATGAAAGGGATTACGGTGTGGTGTGAGCCCCGCCAAACATGGCTGGTGCAGATGTTGACAGCTGTGTTAGG 
CGAGCGTCTGTCCCCTGCCTTGTGAGAAGGCTGACCTAAGACACGTTGCTCTAGATGTAAGTTAGCTGTAGGCAGGATTGGGCCCACAGGGAAT 
GCTGCCTCAAAATCAAGAAGAGGAAGCTAGAATCATGTGAGCGTGTTTATAAACCATTAATTGTCCATAGTTGTAAGAGAGTCAGGCTATGCCT 
GTCTAGGACCTCAGATTGGCCTCCAAGGCAATAGAGGAGATTGTCCAGGTGGTGAGAGCCGGACCCTGTCAGGTGTTCTTTCATCTGCAGAATG 
AATGAAAGAAAGCATCCCTTCTGTGTGTACTGTCACTGGCAGGGTGCTGGCAGTTTGTGCTGTGCCTGCCCAGGGGATGGTGGTCCCTCCCAGT 
CTCTCCCCCTTCCGAGTGTAGAAGAGGCTGGGTTAGAGAATTTTAACCTCCTAGCTTCCATGGTCTGCCATTCACCTTTCCTTTTAAACACCCC 
TTTTCTCTGTCACCCACCAAGACATCTGTCTTTCACAGTTCTGGGGTGTTGGGTACCCCAGGATCCCTGACAAGAAAGTGCCATTCCTGTTCTG 

AGTTGAGGCTTTCAATGGACACATCCTCAGATACTCTGGACGCCTGACCCCAGCTCCCACCCCACCCTCATCCTTAGAGGCCACACAAGACACT 
ACCAAACCAGGAGAGCCTCCTATCTCCTCTCCAGAACAAGCTGTTGGAGCCAGGACTCTACTTGGTTTTAGGGGTAGCCAATGCCATTTCAGTT 
CTCTCCCTAGGTATTCCTTTCTGACTTGTCACTTATGAACTCAGTGGTCTTAGAATACTGGGTTTCTTGAGATAACCTTTCTTTCCTGCCTTTC 
TTGTGAGGGTCCTTAGACTTAGGAGCCAATGGCTTCCCAAGGTGAAGAGCCCCTGCTGAGGTCAGGGTTTCCCAGCCGTCTTGATGATTTGCTT 
GAGAGGTGCCTCAGGTGGCACCGCACTTGCCTAGCAGGCACAAGCTCTGGGTCCAGTCCTCAGCACGGGGGAAACGGAGGCAGAAAGAAAGATC 
AGGCGTCCAAGGCCATCTTCATCAAACTAGGGAGTTGGAGATCAGGCTGCGATACAAAAGCCTGCCTCAAAAATAAAAGTCAAAACTGACTGGA 
GTCTGACTCCGCTTTAGGCCTCGCTCCCTTCCAAGCCCACTGGTGGCAGTTAGGGCTGCTGTGTGGCTAAAACCAGCCCTGGAGAGACCTCATC 
TCCCTCCTCTCAGGCTGCTGCCGTCTTTGCTGGCCCCACTACCACCTGCAAGCGGCCTGGAGTTTCTGACCCTCAGGCCTCTTTCCAGCAATCC 
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GCTGTTCTAGTAAATGCTGGCTGCAAGTCCCTGTGCACAAATGCCCTCTCTCCCCACGCTGTAGGAAAAGCAGACCCGAGAGTGTCCAAGTGTG 
CCATTAGGTGTCTGGGGATGGCGGGCCTGGATATGGAGTCCCTGAGCTGGCTTTGTACTGTCCCTTTGTTCTCACTGAGGGCTGATTGTAAGAG 
GGACTCCCTGTGTTGTTGGAGGAGTCCTCTAGGATACAGGCTCTGATTGCAGGTACTGTACACACAGCTCCCAGACCGAATCCTTAACACTCTA 
AGGTTTATTGGCTTCAAGGACACCCAGCCAGCACAGGAGTCCAGCTCTAACTCCATCGCAGTGGGAAGAGGACCCTATACTGTCTGATATTACT 
ATTAGTATCCTAGCTGGCAAAGGGCAACCTGCAAGCAGCCTTGAGGGTGTCCTCTTTCTCGGGTGGTGCTGGGATCAAACTCTGTGAGGAACAC 
TGGCCCCTTGGGTATCAGTAGTCACGCTGGTTCTTAGAGAGGCGAGCAGCTCAGAGAAAGCACAGCATTGTAGGAGAGGGACTTCTTCCTAGCA 
GGTGCCCTCAGTGTCTGGGACAGGGGGTCAGGGAAGAGCTGGACCCAGAGCCAGAGCTGTGGGTGGGGCACATCTGTGAACAGCCTTTCGGTTT 
TCCTTTGGGTTTAGGGCCACCGGGCACTGCTGATTTCTCATGGCACTGGTCCAGATGTCTTCCTGAGCCGGCACCTTTGCGTGGACCTCTGATC 
TTCCGGCAGTCAGTTCCGGGACTGCTCTGACTCACAGAGATGTATTTGTTATCCTGAAAGATTTGCTTTCTTTCCAAGGATGTGTGACCGGAAC 
GGCGGGCGGCGGCTGCGGCAGTGGCTGATCGAACAGATCGACAGCAGCATGTACCCGGGGGTGATCTGGGAAAATGATGAGAAGACCATGTTCC 
GTATCCCCTGGAAGCATGCCGGCAAGCAGGATTACAATCAGGAGGTGGATGGTTCCATCTTCAAGGTAAAGCCTCCTGCGTACCCACTCAGTGG 
TTTTTGGTTTCCCTCTGGCTCTGGAGGTATTTAGGGATATGCTATGACTAAACAGCCCACTATTTCAAGAGAAACAAGGAGGAGTGTCTGATTC 
TGGCACGTTCCCTCATGAGGTTGAGAGTGACTTTGCTGCCCATTCCGCTCTTGTTGCTGCGGTGTACTGACATGCTCTGCTTGGTGTACTAAGG 
AAGGCTTTGCTCTTTCAAAGTGCGACTGCTTGGCATGCAGGGATCAGCTATAAAGGGCGACAGGCTTCCACAACTGCTTCTGGGTCAGGTTTGA 
GGGACACCCTGAGCTTGTGTTTTAATGTTTCCCCTCTGAGAGGATTGAGTGCGATCACCGAGGGCAAGTCACACAGCTGGCCTGAGAGGAGTCG 
GCACCCTCTCATCTCACCCTGGGTGGCAGGTGATGCTCCTGTTTGCACTCTGTACTGCCACGGAGAGAAGCCACTTCTCCGGGATCTCATAGCT 
CCTGTGTGATGGAGCCTGTGTTTGGGACTGGGTGGTGCAAGGTCTTAACCCTTTATAGTATAGAGAACTAGGGTAATTTCTCATTAAGGACCAG 
CCCAGCCCAGTTCTGCAGGCAGGCAGGGTCAGACATCCCCTGAGGGTTGTTACACTCATGTATGAGTGTCCCTAAGGTTTTAGGCACCTACATT 
CGTCTCTGGGAGTTTCAGAGTCTTAGGTCATGGCCAGCCCACACTTCTACTTTGTGAACAGGTGCAGGCTTGGTGGTTTGACCCAGAGTCCAGG 
TTGTAAACCAGTGCCTTTAGCTCAGTATGTCTGGGGCAGGGTGGAAGGTTATGAGGCCCACTGAACTCAGAGGACCAGAAGCTGACTCAAGACC 
GTTTTCAAGCAGGAAGCAGGGCCTGCAGAGACTCTGACTACCAAAACTGTCTTGGATGGGTCCCTCCTGGGGCACAGTCTTCCCTTTCCAGTGA 
GAACTCTGAACCAAGCATATGGTGACTAGCATTGACACTAAACTCGGAGGCACAGTGTGCTTGGCTGAAAGGCCATCACGAATCTTCCAGAAAA 
AAGGGCAGAGTCCTGGACCAGGGGCCTCAGTTGTTGCAGGAGACAGCAGGCCTCGCTTGATCCAGTTCCCTGCTTCAGCAAAGCAGGAGTCCTG 
AAATAAAGCCCCAGATTTATGCATCTTATGCAACGTTCTTCACGGCCAGCAAGCCGTTTCAACAGCCCTGAGGAGAATGTGCAAGATTCCCGAT 
GTTTCCGTTGGTTACGCAGTCGCTGTGTGTGGCAATCTGAAATGAGACATCAATCTCAGCAGGAATGGCGGGAGATCAACGGGCGGGCGGGCGG 
GCGGGCAAGTGGCAGGAGATTCAGGGCAGAGAGGGTCTTGTGTGAGCTGTCCTGAGTGGGGCGGGTACCTCCGCATCTTCAGTCAGACTCAACT 
TGACTGTTGAAGGAACCGTAGGATGAGGCCTTGGGCAGATAGAGCCATCTTAGGGGCGGTCTGCTTAAGTAAGAAACCCACTTTTCTCAGCCAG 
TTAAAACCTTTAAGAAATGTAGGTGTTAAGGAAAAGTTATATGCTTGCTTCTCTAGGAGGGAAAGGGATTACACCAGAGAGCCCTTGTGCTGTC 
TCCGGGCAGCGTCTTGCGGCTTGCTTCCTGTGTAGACCGCAGGGGGGAGAATGAAAAAGATCCTGAGCTTACCTCAGCCAGGCAAGGGGTGAGA 
TTCGTTGGGCCTCGCTCGAGATAGGCCTGACCGTTTACCACTTACTCTGTGTGCAGAGGGTCTTGAAGGACGGAATAGGGGTTAATTTTCACTT 
TAGTTTATTTTGAGTTTGGAACTTAGGTAGTTCAGGTTGATCTCGAACTTGCTCTGTAGCTGGGTATAACCTTGACGTTCTGATCTTGCTGCCT 
CTATCTCCTGCGTGTTCGGATTACTGGTGTGGGCCACCATACGTGGTGTATATGGTGCTGAGGATTGAACCCGAGGCTCTTGCATGCCGGACAA 
GTACTCCTTTATCAACTGAGCTACACTCCTAGTATTAATTTTTCAAACACAGTGCAACACAATGTCAGCAGAGAAGAGCTTCAAGCAGTGGGCG 
CCCCTGCGGGTCCCAGGACAACTCACTCTGTGCCTTCAGCCCTGAGAGACCATGCAGCTAAGATAGCCCTGCAGAGATGGTTTCTGGCCAGATG 
TGGCAAGGCTCAGGGTAGGGCTGTGCTAGTACCCAGTGCTGTCTCACGATGCTCCCTGACCATGGAGTCTGATTTGATTGGTACCTGGTATCTC 
CAGGCTTTCCTCCCCGAGGAAGCATGAGACCAGAATGGAGGGATAAACTGGGCAGTACTGCTGAGATGCCACCGTTCTGGCATGCGCCAGCTGA 
CCGAGATACTGCTGGGGTATCTGTGCTTTCTGGGGTGCCATTGGAGAGTGGGTTCACCCAATGACTTAAGGGGTGTGGTTTTTCACTTGTGTGC 
CAGATATTCTGGGCTGCTACATCCAGGGAGAGGTACTGCTGGGGAATGCCTTACCGTGTAGGGTGGTCTTCACTGTGTCTGTGGCAAAGAGGCA 
GAGGTTTCCATGTAGGCCAGCCCCAAAGTCACTGTTCCAGTCTGCTTTGGAGTTCACAACAGCCCACAAGTCAATGTGTAGCCAGCAGTGCCAT 
TTACAATAAAGGCCAGAATTGGAACTGTCTACTTAAAAAAATTTTTTCTAAAAGTGGGTTTGCAGCCATGTCAGAGAGGAAGTGACCACTCAGG 
CTCGGGGGTAGGAATGTTCCTCCAGCTTCTTGCTGAGCATAGATACAGAACTTGGCATCAACAGTGCAGAGAGCATTGGCCTGGAACATAAGTG 
TCCCCGGTAGGTGTACATGTGTGTGTGTGTGTGCATTTGGAGGCCAGAGGTCTATCATTGTCCACAAAAAACGATTTCACTGAACCTGGAGCTC 
AGGGATTAGGCTAGGTTGACTGCCAACGAACCCTGGGGATCCTGTTATCGTGACCCCAGGGCTGGGGTCACAGGCACACATACCCATCTTTTTG 
TGTGGGCACCGGGGATTTGAACCTGGGCCTTTATGTTTACATGGTAAGCACTGTATTAAGTTGGCCGCTGCTTTGAATTTCTGGCCTTTGCTTA 
AAGCAC AAG CTTTGG ATGGGT GAG AAAAAAGAAATTAAATAAAAAGAAAAAAAAAAAAGAGG CACTT AACAGGG AG AAC AGTTGG CTGCATCTT 
AAAGGGCTAGAATCATGCAAAAAAAAAAAAAAAAAGCCCAAACAGATGTTCTATTAAGAGGAGAGACCGGTGGATACACATGTGTTCCTTTTCA 
TGCTGGAGGTGTTATGTGACAAAGCAGAAAGTCTTTGACGGTGCTGGTGAAGCGATCCACATTTTCCTCTTTGGACTTCATGACCTAAGACACC 
CCTCTTGCCTCCTCCCCAGGTCCTTCAAGCCAGAGGACTTTGCCAAAGCTGCATCCTAGGCTGTGGGGAGCCTGGGTTCAAATTCCAGCTTTGC 
TGAGTGTTTTGGGGGACCCTTACCCAGCTCTTGTCTGTTGAGATACAGTGGTCTTCCTGAAGTCCAATTGGGTGCTGACCTTGGACAAGGGTTG 
ATGGCCAGGAAAGGCTCTGGGGGAAGGGGGCGGGCGGTATGCAGGCGGCCTTTGAGTTGAACTCTGTGGTTTGTGTGCCTCTGTGTTTACTGAG 

TGTGCTCTGAACAAGAGCCCAGATTTTGAAGAAGTGACTGACCGGTCCCAGCTGGACATTTCTGAGCCATATAAAGTTTACCGAATTGTCCCCG 

AGGAAGAACAAAAATGTAACTATCTGTTGGGACCAGGAAGCCCTCTAGGAACCTCCTTCACCCCGCCCCCCCCCACGCTTAGCTGCTGAAGCCC 

TCAGTCTCCACAGGGCTAGAGCAGACATGCCACCCACAGGGTTTGGGTGGCTGGTTTTAGCTCACCAGAGTTGTTCTCTCTTGTGTAAGCAGAC 

ATAGAGAGCTGCTCTGCTGACCTCATACGCCATGTGCTGTCAAGTGGCAGCTTCCTGCAGAGGGAGTGGCCCAGTGGAGGCAGGGAAGGGTGGT 

GGACTCTGGGTCATGGCAGCCAGAAGCTGGAGGGAGCGAGTCCCCGGAGCTCAGCATAAACTCCTCCAAATGGGTTTGAGGCTCTGCTGAAGTC 

TGTGATGCAGGATTCCCTGCTGCTTCCAGGCAGTCTACAGAGGAGGCTGGGGAGGAGTGGGCAAGGCAGGGACGGGCGGTAAGGTCCAGGGAAA 

AGTTCTCCAGTTAGACGGGCCGGCAGTGGGGACATCACTGATGGCTTCGGTGTGTCACTGCTGGAGAGGATAACATCAATGCCGAGGTCTTTTC 

CAGCGGTAATGTCCTAAGAGCATCTGTAAAGGAATGAACGCACAGTGGCCTTCCCCAGCAGAGCCTCGTGGCTGGCAGGGCCTGGTCCGTTGTG 

TACTGCTTCTGGAAGGCCGGCTCCTTTGTCTTCGCAGTGATTTGAAGCAATAGGGAAGTTTCTTTCAGAGCCCTGCTCCCCCAGGACCAGCCAG 

GCTTGATCTGGTTAATGACCCTGACTTGTTTATAGTGTGGGTGGAGCCCCCTCACCTGCAGGTTTGGGGGTGAAGGAGAGGCAGAAGGACATAG 

CATTTGCATGGCATTTGTCTTGGTATACTGTACTGTGAAGTTGAGTGGTTTGCCTGCCTCTCTGGCTGGCTGGGTGGGTGGGTGGGGCTCTCAA 

CCTCTGCTTGCCCAGCCATGGCTTCTAGGTGAGTGTCTCCACCTGGATGAAGCAATGGGGAGAGATGATACAGGTTCCTGGGGGTGGGGAGCCT 

GGCGGNWNNNNlWnWWNNl^^ 

NNNNNNNNNNN^^ 

CAGGCTGTGAAATGTCATGTGTGTGACTTCCCCATGTGGCACGTATACACACACACACACACACACACACACACACACACACACACACACAGAC 
ACGCACACACGCACACACGCACATGCACACGTATAAAAGGGCAAAAAGATTTTCTGTTACCTGGCACTCCCTACCTTGCAGGAAATCTCTGGGT 
GTTTGATAAAAACCCAGCCTAGCAAACTTACCTTCAGTATATGGGCCATAAATGCCTGGTATAAAATGCACCCGGTGGGGTTCAGATAGAAGGA 
AGAAGCCAAAGTCTGGCGCTTGTCCTTCACAAGCCAGTGTTTACAACCCCTCCACCACCCACCACTTCTCCCTTTTTGAGTTGGCAGATCAGAT 
GACCCGGCCATGAGAAGCAAGGGGTGAGCCTTTCCCAAACCTTCCAGCAGCTGCTGGTCAAAACCAGCGAGGACGCTCACTACTCCCGTTTCCT 
TAATTCAGCATTTTAAGAAAAGGTTGCAGTGTGCTCGGCTGCCCTGGGTCATGGTGTGTGTCCCCTTTCCCATAGGGAAGCTGGGCGTGGCACG 
TGCAGGCTGCATGAGCGAAGTTCCTGAGATGGAGTGTGGCCGCTCAGAGATTGAGGAGCTGATCAAGGAAGTGAGTGGAGGGGGTCTCAGGCGT 
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CTTCCAGGGAGGATGGGACATTGCTTCTAACCCTCAGAGGCACTGAGAGCCTCAGGCTCTGCAGGGAAGTGAGGGACACCCCAGCTACCTCCCC 
AGGCCAGCCTCCCTTTACTGGTCAGGCCCTGCCCATCCAAGCATAGTTAAACCCATTGAATAGCAGCTTTGAAGGTCTCCATGGAGTCTTAGCC 
TTGTTTCTTAGCCAAGCTTCATATGGAGGTCTCCATCGCTTCTGGTCATCCCGTCGGCCCTCATGGTAACTAGATGGCTTGCTTTTCAAGACAC 
AGGTTTTATTCCTGAGTGTGTTATAAGATTGGATGACTGAGGCCCGTAGGATCCACTAAAGGTGGTGGGGACCAGCCTGTGGCTCAGCGCTCAC 
CTATCGTGTACGACAGTTCCCAGCAGCATACACAAAACACACATCTTAGAATAATCCCCCATCACATGCATGGTTGGCAGCCTGGAACTGAAGG 
CTCAGTGGGCTGCGTTTAAGTTAAACAGATGGCTTTTTTGTGTGTCTGTTTTTAGCCTTTATATTGTGTCTGTACAAGGTGGGGTTTCCATAGC 
TGAAACAACCCTTTAAGCTTATATAAGCAAGATGAGGTCTCTTTAGACGGCAGCTGGCCCAGACCCTGTCACCTCAGCTACTCAGGAGGCGGAG 
GCAGGAGGGGTTAAGACCTGCTTGAGCTGCAGAATGAATTCAAGGTAGAAAACTTCACGAGACCCTGCCTTGAAATCAAAAGGGGAAAAAGGCT 
GGCAATGACATAGCTCCGTGGTAGAGCGCTCGCCTCGCGTGCACAAAGTCCCGGTTTCCATCCCCAGCTCAGTGACATCATAAAAATAAAACCA 
AGACTGTTGTTAGCAACGACACATCAGCTGTGTGGTCTGCAGCATTCTGTGGAGCACTGCAGCCGGCCAGCATCACCTTCCCAAGCTGCCCAGC 

GCCAACTTGCCTGAGCCAGTAGATGGTGATGATGTCACACCAGGGTCACAAGCAAAGGAGGTTTCAGGACGTCTCCTAATTGGACCCATCCACC 
ACTGAAGGCCCGAGAGCCCTGTGGCTCTCTGAGTGAGATTCTCAGCACAGTAGAATTGGCTTGGTGTCACCCCAGAGGGTTGCCCCAGAACTGG 
GCTATGTCTCCCAGCATCTGAAGGCCAGTGAACTCTTTCATAGCCAAGGCTAGTCAGGATGCCAGCCCAGTGGGTTTGTAGCTTAGGGTCTGAT 
GAATTGCAAAGGGAAGCTCTGCTTTTCTCTCATGAGATAAAAGTTGTGGATTTAGTTGTGTGTCTGATATTGGGTTTTACAAACATGGGGTCAG 
GTGAGTGCTGTGCTGGTGACCCGGGACTCAACTGCTCTTTTCTGTCACCTGGGTGTACAGCCTTCTGTGGATGAGTACATGGGTATGACCAAGA 
GGAGCCCATCCCCACCAGAGGGGTGCAGGAGCCAGATCCTCCCTGACTGGTGGGTCCAGCAGCCCAGTGCAGGTGAGTGTGGCTGTCCGGCACT 
AGCAACCACTAGGCTCTTTATGTTAGGGTAGGAGGTGCTTGCCACTGCTAGGATCCATGTCCTGTGGAAGGGTGATGAGTCACAGCCGGGGACC 
GAGACAGCCAAGCTGCAGCCTCTCAGGCAGGCACAAAGGTCTTGGTAGTCATGCATGGTCAGTCCCCTCCTGTAGTCCCCGGAAGCTGAGAGGA 
GCCTGCCAACATCCCCAAGCCTCAAGGGAGGTCCCAGCTCTCAGCCACCTGTCTCTTCCTGGCTCACTGTCAGGGCAGCCCCAGAGCCAGAGAG 
AGGCAGGGCGTTAGGAGCGGGAGGGGAGCTGAGTCAGGAATAGGCGTTAGTTTGGAACCACTTTGGGCAGTTTTCATGTCTTGGTGGTGCCTCT 
TGTTTGCTC ATCC ATAAAATGGG C CACCAGGAC CTGC CTGGTAGG AT CCAC AAGTT AAATAAAGGATTCACCC CTTTGATAGTATCTGGGAGGT 
ACACCCATGCTGTAGCTACTTAGAGGGTCATTCACCTGGGCCCCTACCTCAGTGTGTGAGCAACTTTTATGGCTCACAGACATCTTGGTTTCCT 
CTTTTGCCTCTCTCCTGCTAAGACAGGAACTGCTGGGAGGTCTTAACTGGCCTTGCAGGACTGTGAGGTTTCCAGGCTGTGGGTGTTAGTGTCC 
TGCAAGGGGCCTTGCGCTGCAGGGGTGTGTCTTTGGCAAAACTGCCTGGGACTCCAGCTTCCTTGTGAGACAAGTCCCCAACCATTGTGTATGG 
TCCTTGGGGTAGCAAGGAAGCTTAGCACAAGGACAGGAACCTGTAGTGCAGAGGAAGTCCCCTCCATCATGGTAGGTTTCTGTGTCTGACGTAG 
AGTGAGGTCTGCCCACTAATGTTGACACCAGCAGTGTCAGCCTCTCATCTATAGCTCAGGGATAGTTGGGTCCTCCCTGCACCAGCCCAGCAAG 

AGAG C ATGG C AC AGGCTCTGCTTGAAAAT AG C CCC ATGATGTAGATGGGGTCATG AGGTCCCAC AGAC AAGTGTGG C CTAGGGGTAGG CTCC AG 
AGACTGATTCTTCTTCCTCGTTCTGTGTGGTTTGGGAGCAGTTATAGTCATCCAAGAGTGTCCTCAGGGACAGCTCTGCAGCCGGGAATGTAGG 
TTGCTGGACTGCCTTGGCCTCGCGTGGTGGGATCTGACCTCTTGGGGCGTCAGGTTCATCATGTGTGAAATGCTGTACTATTCCTAACACGGTC 
TAGTAGGGACACAGCTGGCCAGTGTCTCCCATGTAGGGTCTGTCACCTCCTCTCACTTCCAACTCTGTAGCAAGAGTCCTAGAGATGGTTGTAC 
TGATATACTGATGGTGCTGAGGCTGGTGCAGATGTTGGTGGTGCTGATGGTGCTGATGTAGATGATACTGATAGTGCAGATGTTGATGGTGCTG 
AATGGCTATGATGCTGCAGATGCTGCTGATGCTGGTATGGATGCTGATGGTGATGATGTGGTTGCATCAGTGCTGTCTATAGAAGTTGGACCTG 
GTTCCT CCTC CCAG CC CCCATGCTC CCAGACTCAAG AT AATATTTACAGATACCTGTATG AAGCTAGGCT CTT CTCTGACTAG ATC ATAACCTA 
AAATAACCCATTTATTTTAATCTACATTCTGCCACGTGGCTGGTTACCTGTGCTCAGGGACCATGTGTCCCTCTCATCACAACTTCCCGGGAGA 
ATCTCCCGCACTTCGCCCTATCCCAGAATTTTCTCTCCCTCCGGGATGTCTCTCTTCCTATTTCCTGCCTAAGCCATAGGCCGTCAGATTGACT 
GTTTCCAGGAACAATGTCCATACAGATGTATGAAGTTCCCTCTACAGCTGCCTTAATGAGTGAAATGATTCTTTCTCCTGGAGCACTGTAGATG 
AAGAGCGAGCCTTCATCTGAATTCTCCCCTCCCTCCCGCTCCCTCCCCACCTGCGGTCTTCTGGCTGTCTCCTCTGCGGTCTGTGTTATTTTGT 




CTGCAGACATGCTATTGATTTATATCCTCGTGTGCCTTCCAACTCTTAGGGGATATTTCTTTTGATTATGGTTGCTTTTAACCTATTGGCTGTT 
TTCAGCGAACGATTACCATAGTGTGTACAATGTATGCATGCACACACACACACACACACACACACACACACACTACTCTGGTCATAGGCACGGA 
AGGGTATATAATTTGAGATTTAAGCTATGCATTTAGCTTGTGTTTTAAAAGCTGATTGAGAATCTGGGAAACTGAGGCGACATAAGGTTGGTTG 
CATGGGTCTTTCAAAGGCAGGTTAAACGGGCCGAGAACACAGTATGGAGGCAGAGCAAGGACGTAATTTTAAATGGTCTCAAGGCCAATGGTTA 
ACCTGGTTGCAGAGCCTGACAAAAGTTCAGTTGCTGAAGGCAAGAGGTGTTTCTGGAAAAAAGCTATTTCTATAGGTGACGGCGCTCCTGATGG 
TGGTGATGGTGGTGGTGGTGCTGCTGCTGAGACTGATGGTGCTGGTGATGATGATGGTGGTGGTGATGTTGAGGATCCTGATGGTGGTGGCGAT 
CATGGTACTGATGGTGATAACGCTGGCAACCATGGTCATGGTGCTGATAGTGATGGCTGGTGTTTGTAGTGTGATTTTGGGTGCCAGAGTCAAG 
GGTGACATTCTTGTGGGCTCTTGTCTCTTTCCCATGCTATTAACCTCCTCTAGGTTATGAAGACAGGTCGTTTCCCATTTCAAGGCCCTGGGCA 
GTGTGACTGATGGGTCTCAGAGTGGGGATCTGCCATCCTCACTGCTGCTCGCTGTGAGGCAGGTGGCATCTCTGTGCCGTCCTGCGAGCCACCG 
TGCTGCCTGGTTTCAGGACAGGCTCGGTGGGGCTCAGGGAGAAGCCCTGGGAGCTGTCACGAAGGTAGAGGCAGGTGCTCACCAAGTAAGAAAA 
ACACAAATAGACGTTCGCCCCTCTCTCTAGTGCTGGCCTGTCCATGTGTTGGGGTCCTTTTAGATCTGGCTGTGGATGGCGAGCTTAGCTTGTA 
CAGCTTCCACAAGCATTTGTCTTCTCGACTGCCCTCAAGGCTTCTGTAACCCACTCAGGAGGCCCGGGGTCACGGGCTGAGCCTTTGGCCTTGT 
CAGCCCCGGGCTGTGGCCCTGAGAATCTGCTGACCAATGCATTCTGGGGCCACACTGGCCGGGCCAGACCTGGGGCCTTCTGAGTGAGAGGTAA 
AGGCAGGCTGTGGGGAGGAAGTGCCCTTGAGCCTTGCACAGCTGCCTCAGCACAAGTGAGGGAAGCGAGGTGCCCTCAGCCACAGCTGGGAGCT 
CTTCTTCCAGAACCCAGGCCACATGCCCCGTCTCTGTAGATACGCTGCAGCCGGGCTTCCTGACTGCAGAGATGACCTGGGGTGAGATGGGTGA 
GGCAGGGGGACCACAGGGAGTAAGGGAGACCATGGCACTGTGCAGAGCCTTGACTCTGAGGTCTAACCCATGGTAGCTGCCTCCCTGTGGTAAG 
C AGTGTTATAGGTCTTGAG ACCAGG CT AGG ATAGACTT C CTATTTATCAG AAAAACC CAGAC CTCTGGCTTTTAAATTTTATTTTATTC ATTGA 
TTTATTGATTTATTTTTAGAACAATCTTGAGAGATGTGTAGCTCGAGATGGTCATGAAGTCACAATCCTCCTGCCTCGGCCTCGAGTGCTCTGG 
CATGAGGCACCCCTCTCTGTATTTGCCACCCACGCCAAGGCTTTCTCAGAGGTGCTCTGCTGTCAGACCTCTTGAGGCTGCCAATTTGTTCCCA 
GCCTGTGTGCATCTAAGGAATGGGTCAAACAGCAAGGCTTTTTTTGGTGTGTCAGCACTTCAGGGTGAGGCAGAGCCAGCCTGCTGTGGAGAAA 
AATGCCAGGCTCCCCCAGCAGACAGCTGGAGTGGCAGGGCTTGCCCTTTCACCTCTTCAGCCTGCAAAATGGCTGCGGTGACCAGCGATGTACC 
AC AGGGG C C AGATGT ATGG ATATGC CCAACC C C CGC AGAACCAGG GATTTC AGTACGTAGTCTC AGGGGTCT CAC CTGTGGACCATATTTTGTC 
CCGTTTCCCTGGCTCCTGTGGTCTCACAAGAGACCCCCCCACAAAGCTGGCGCTCTTGTCATCGCTACCTTGCTGATGAAGAGCAGGCACAGAG 
AGGTGGAGCCGCTTGCCTCAAGTCACACAGCTGTGAGGAAGCAGTGCTAGAATTCAGTACGAAGGCGATGCAGATGGCGATGCTGATGATGCTG 
ATAGCGATTTTAACGGTGGGCCTGGGAGTGAATGTGGGGCGAGCTGCTGGTGTCACCCACACAGGCCCACCCAGGCAGTGGTGCAGTTGGTGAC 
TGCACAGCTTTAGGACACCATGAGTTTGGGGAGCTATCAACTTGTGTGGCTCCAGAGAGAAGCCTGGATTGGCCTGAGGTGGCGAGGCGAAGCT 
TAGGATGCACAAGGCTGCCGACAGTGGAGAATTCAGTTTATAGCAGTTACAAAGCTTCTCCAACAACAAGCCTCTAGCTCTGGGCTCCTGGTGT 
CCGAGCTTCCCTCCCAGGAGTCCCGCCTCTATGATTCCCTCCCTGGAGCCCCGCCTCCACACTAGCTGTTAGTCAGGGGCCGCTGGGCCCTCTG 
CCTTGTGTTTTTCTCATCTTTCCACTTTGTAACCTTATCTGGAATCCGGTTGTCCTTGCCTGCAAGAGGACGTCAGTACCTTCAGTACCGCCTG 
CTAGACAGGAAGCCAGAGGCCGGAAGAAAAGGAAAGTCAACGAAAGCCAAATACTGGGTTGGCACGTTTCCAGCCTCAGGGTTCAAGTTCAAAG 
TCTCCCTCCCACCCAAAAAAGATCGTTGGGATTATTATGGTCGGTTGGTGCCAGACTGAAGCTTTTCTCTCTTTTTAAAACTTTTTTGTTTTTT 
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CTGCACCCCAGCTCCTGAGGTGACAGAGAGAAGGGTTGGCTAGGATGTAGCCTATGGTCACAGCTCCTGCCTGTGCTGCTCATAGGTGGAGAGA 
AGGCTTCTAGGTCTTTCTGGAGGACAGGCTGTGTGTAGGATTGTACAGAGGCTTTCGATCTGAGTCCAGGTCACAGTGTTTGTGATAATGTTGA 
TACCTTCACAGGTGGGTTTCTTCCCATCTCTAATGGGGGCTACCGAGTGCAGGGTGACTCGGGAACCAGAGCCATAGGCAGCTCATGAGAATTA 
CATTGGCATGCTTGTATGTCTTGAGCTTGGTACAGGCCTTCCTAGATCTCTCTGTGTTTGCGCATGTGCATGCACATGTGCACATGTATGCATG 
AATGCATGTTCACACCTGTGCTCATGTGTGTGGAGATGTGTGTGTATATGAATATGTGTTCATATGTGTGTAGGTTCATGTGTATGTGAATGCG 
TGTTCACACGTATGTACACGTGGAAGCCAGAGGCAAGTCTCAGGTATCATTTCTTGGGCATTGCCCGTCTTATTTTTTGAGACAGGGTCTCCTG 
CTGGCTTGGATCTGACCAACTAGGTGAGACTGGCTGGCCAGCCAGCCTCCGGGGTCAGCCTTTCTCTGCCTCTCATGGGCTGAGATTACCAGCA 
AACAGCACTTGGAATGAGGAATAGACTCTGAGCCTTTAGGGGAGGCACTGGGGCTCCCCATCTTCTAGGCCTGATGGCCCTGTGCTCTTGGCTG 
CCACAGCTTTCTCCCAGATGGTCATCAGCTTCTACTAGGGGGGCAAGCTGGTGGGCCAGGCCACCACCACCTGCCTTGAAGGCTGCCGTCTCTC 
CCTGAGCCAGCCGGGGCTGCCTAAGTTGTATGGGCCGGATGGCCTGGAACCCGTGTGCTTTCCGACGGCCGACACCATCCCCAGTGAGCGGCAG 
AGGCAGGTGAGCCGGAAGCTGTTTGGGCACCTGGAACGTGGCGTGCTACTGCACAGCAACCGCAAGGGCGTGTTCGTGAAGCGGCTGTGCCAGG 
GCCGCGTGTTCTGCAGCGGCAACGCGGTGGTGTGCAAGGGCAGGCCCAACAAGCTGGAGCGGGACGAGGTGGTGCAGGTCTTTGACACCAACCA 
GTTCATCCGAGGTCAGTACCAAGTCACCTCGCTGCCACCCAG.TGTCCCTGCCTTAGAGGTCACACCCACCTCCTTCCTTGTGCCTCCTGTATCA 
TGGGCCAAGTGCACTCTTGCATGGCTTTGGCAGTGGTATAGCTGGGGGAACCCTTGGAAGCCTAGCCTGCCTGTGCTTTCTGAGCGCCTGGGCA 

ACGGCTTAGCAATGCAGACTCGAGGGCCTCAGCCTGCCCAGGCTCGGCTTCTTTACCCTGACAGGGTCCGTAGGGGATGTGGCATGATTTAGTG 
G GCAGG AGG ATC ATGG AGAG AG AGTT C CAGGCCAG C CTGC ACTG C AC AGTG AG ATC CTGT CT C CCCAAAAC AAATC CAGAC C AACAAAAAGTTC 
CCCAAATCGCCTAGCAGTATTCGGGAGTGACAAATCCCATGGGTCCTTGGTTGGCTTCTAGCTAAGCAGCCTTGTATCCTAGGCCCCTTTCCTT 
GGCTGTTGGGGGATCTGTGACTTCCTTCCAAGTTCTGTACCCCAGCCCTGGGCCCTGGCTACACACAGCTCAGCGGTTCACTGGTGTCTGTGTT 
CTTCCAGAGCTGCAGCAATTCTACGCCACCCAGAGCCGCCTACCTGACAGCAGGGTGGTCCTGTGCTTCGGGGAGGAGTTTCCGGACACTGTGC 
CCTTGCGCTCCAAACTCATTCTGGTGCAGGTGAGAGCCGGCAGCAGTGTCTGCCTGTGCCCAGGGTGAGAAGAGACAGCAAGGACTGGGGGCTG 
CACCTGGGCAGAGGTCGGGGACTAGATCATACGTGGCTCTTGTCACCTCTGTGATGGCTTCCCACGTTGGGACTCTCTTCATTTGTGTTTCCTT 
CTTCCCCTCTCTGCTTGCTCCTACTTTCCCTCCCTCTGTTCTCCTGTTCCTCCCTCTTCAGGAAATTTCTGCTTGTCCAGTGGCCCTAAGATCT 
AAGTGACAGATCACGGTCTATTTGACTATGGTCTGAACGGTGGCACTCTTGTAGATGTAATGGTGACAGTCTGAGGAGCAGCCAGCCTGGTTGG 
AGCAGTTCTGGGAGAACACTCTTAGCCATGTGCAGGAACGCTGCCCACCTGGCTCCATCTTGTCTCGGAGGGGATTGGAGGACCTGTGGTGGAG 
GATGGCCCCAGTTCCCCTCCACCTTGATTCTGACTTTGCACATGGCCCTTGCAGGTAGAGCAGCTGTATGCCAGGCAGCTGGTGGAGGAAGCGG 
GCAAGAGCTGCGGTGCTGGCTCCCTGATGCCAGCCCTGGAGGAGCCCCAGCCGGACCAGGCTTTCCGCATGTTTCCGGATATCTGTACCTCACA 
CCAGAGACCCTTTTTTAGAGAAAATCAACAGATCACCGTCTAAGCCTCAGTCCGGGCACGCCACCTCGCCTGAGCTCAAGCTTCAAGAGTCTGT 
GACTAAGAGAATTCCGAAAGGATGTGGAGCCCTCTGACTGGGGTGGGCGGGTGTCCTCCAAGGGGCCTCCGGAAGCCCACAGAGGGATGCGCTC 
CTGCTCAGGCAGGTGTCAGAAGCTTGCAGGGGCTGTGGCCGCAACCTGTGATTAAAGCATTCCTTTCCTGCGTTTCCCCCTTCACCACTAATGG 
CTGGCCTTTCTGTGTGCTGAGGTCTTTCGACAGTTCAAATCATCTGGTGGCAGCAGACTCGCCTTTGCCCTTCTGCGGCCGAGGGCGGAGATTT 
ATGACTTTCTCTGCTTGGTTGGAGAAGAAGAATCTTTACTATTCAGCTTCTTTTCTTTTTGGCCAGAACTCTGAAAAAAAAAAAAACTCTTTTT 
AAGACAATATTTGTATTCTC AC AGGCTCAG CTGT CAATCACTTG AGACCTTCC CTGTAAAGTGGGGC AGATTTTAAATATGGGTGTAGATACTG 
CTTGCAGCCTTCGCAGGAATTTTGGTTGTGGTTCATTGATTCACACAGACTCTGTGTCAGCTGACAGGGCTGTGTGGGGCATCAAAGGAGGACC 
AGGCACTGTGGAGAAGACCCATTCACTGGCATCTCACCCTTCCTTGTCCAGCTCCATACCCAGTCCTAAGACCCAGTGAAAAGCCACGTCCAAA 
CTGTGCTCTGGGCTCATCAGTGCCCACCCACGTACCAGGGAAAGGCACACACCCTACCCAGTGGGCACAGAGCGGAATGTCCCCCTACCGCACC 
ATTTGCGCCCCCAATCTGGCTGTCCAACCTAGTTTGTAAGTAATCTAAATCAGTGACTATAGCCCCGCCTAAGGGACACTTCCCGGAGGAGGGA 
GCCGCTGAAAAGGAGTTAGTTTGAGGGTCAGTACACAACAGGGGCAGAAAGCCAAGCAGATGTGGGGGCAGGGAGAGTCATCATCTGCTTTTGT 
CTGAGAGAAGGAGAGCTTCTCCGTTTGTTCAACTTTGTAACAAGCTGGGTTACATGCTCCACGCAGCTAGAGAAGCCTAGGTGCTCTGCATTCC 

AACCTGAAAAGCTAAGGACCACGGTGACCTTCCCGGCTACTGTGTGAAGGTGCTGGGTGGGGCCTGCTCAACAGACAGGGTCGACAGAGTGTGT 
GATACATGCAAACAGAATCCTTGGAGTGTGTGATACATGCAAACAGAATCCTGGGCCCCTGCTTCTCCCCCTCAGTCAAAGCAGGAGTGTCCCT 
TCCGAAGCCAGGACAACCTGTTCACAAGGCCCCTTGTCACATGTCACCTTCCACCTGCCTCAAGGAGTGCTAGTGTCCAAATATTTATTTTTGT 
ATTCTCTTAAGAAGTATTGATTTCATCCTTTATTAAAAAAAGTTGCTCTTTCACAAAAGTAATGTTTGTTTCTTTTTTTAAAAAATCACTTTTG 
AATATAGTTTTCATTAGATTCCAGGATTTTTTTTTCTTTTTAAATTTTGATGTTAAAAAACGAGACCAGAGGTCTGGAGAGATGGCTCAGTGGT 
TAAGAGCACTGACTGCTCTTCCAGAGGTCCTGAGTTTAATTCCCAGCAACCACATGGTGGCTCACAACCATCTGTAATGGGATCTGATGCCCTC 
TTCTGGGATGTCTGAAGACAGCGACGGTGTACTTATCTACATAAAGTAAATTTATTTTTAAAAAGTCTTTAAAAAAAATGAGACCAGATCTGAC 
TCTGCAGCCCAGGCTTTGAACTCATTGCAATCTTCCTGCCTCAGCCTCCTTAGCAAGGGGAGGAGAGGTGTGAGTCACTGTGAATCCTTAAAGG 
AATCTTTAAAATAAATCTTTAATTTACTTTTAAGAAATAATGGATTGAGATTTTCAAGGATTTAGGGATTTTTTTTTCTTCTCTTAAGACAATA 
GCAGAAAGCTCTGGAGAATAACAGACACAGGAGAGCACAGAGGGCGGGCAATCCACGCTGTTCTACCAGATGTAGATTAGGGTTTCAGTGAGCC 
CAGGCCTCGTGCAGCATGGGAGGGCATGGAGGAAGGAGACTATGCTGACAGCACCCTTCTGGAAGCTTCTAGAAGCATTAGTGGGACGGTCACC 
AGTCATAGCGCTGAGGTGTGATCTTCCATTCGTGCACACATACTTATGCCAGACACCGGCTCAGAATGACCCTCACTGGTGCTATAACCAGCCC 
AGGGGCCATTTCAGTAGCAACTGGGAACAAAGGCCCTCCCCACCCCCACACCGCAGGTGGGCACAGACTGCTAGTTCTGCTGTCTCTGAGGCAG 
TGTGCACTGTCTCTGCTCTCATGGGATCTCAGAGACAGGGCCAGTTAGTCCCAGCTTACCCATGTGGAAAGTGCGGGAGAGGGCCATGTTTGGC 
TTGAGTGAGGCCTCCCTTGTTCCGGGAGTGCAGTTAGAGCTTCTGCAAGATCCTTGGCCCAGAGGACAGCTGACTGCAGAGCAAAGTAAAGCAG 
CCATTTCTGCAGGGAGTCCCGTTGGCTTCAGAGGGCTCCAACGGGGGTCTTGTGTATAAACAGCTCCTCTCTGGATGTGCAAAGTGAATCCAGT 
CCTGTTTGTGTCTCTCAGAGTTCAACCTCTGGGCCAAGAGTGGATGCTGTGTCCCTGAAGTGCGGGAGGGAATTTGGCATCTCTGAAGGCTGGG 
GCCTCCTGGGACAGGACTTGGGTCCTCAAAGGAATGTGACTTTCTCTGGGTGGAGACTGTTTGGTCCTGAAGGAAAGGCCAGCTACCTAACCAC 
CACTCTTGGGATCATATAAAACCCTTATTAGGTTAGTGTGTGTTAACATGACTCTGAGTGGCTACTTAGTTCCCTAATGTCTGCAAGGTCCACC 
TGAGCAGAACAAACTTTCTGCTTCCCTTCATACCAGTCACAGAAGACAAGGACCCTAGAGACATCGAGGGAAGAGCAGGGTGGGGTGAGGCAAG 
TGCCCTGGGGTGCCTGCTGTGTGAGGTATTGGCTGGGCCGGTGAAAGACAAGGGTTGATTGTGTGGCCAGAGGACAGGCTAGGGTTCCACTCAT 
CATGCTTCTGTCTCCCATTTCCCTCACCATCGAGAGGGATTTGATACCACACACAAAGAGGCTTAACAGGCCCGAAGAGCACAGAGCAGAGCCT 
GCCGCTCAGAAAATACCCAAAATAACCGTATTTCTGTTTACCACTCATCTGTAATTAAGCCAGGAGTGATTAGAGAGCTGAACTATAAATATTA 
AATAGTCCTTGCTGACACGCTACAACGCCAATGGTTAAGTAAGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTCAATCAACTATGTCAATAAT 
GTAATTGTTAATAGGGTGTGGTGGTGCACTCCTGTAAGCCAAGCATTCCAGAAGCTGAGGCAGGAGGATGGTGAGTTCCAGACCATGCTGGGCT 
ACACAGTGAAACACTGTCTCAAGAAACCAAGCTGCAACAATAGTGGAATTAGCACTCAATTGTTTGGAGTGATAAAGAAACGTATGACTGTGCA 
GAGTTATATGTTTTCCCTTTATTTATGGACACCGATTTAATTGAATATGATATTAATGTGGTCATTTCTGAGCCTTCCATTGTAAACAGTAATG 
AATTTATTAAACTTCTCTCATTAGGTTCCTTACACAGAGTCTGTGCTAGCCTAGTGGAAGGGCTGCCTTGCTGACTCCCCGATCCTGGCTTCCC 

GCTGACCTCAAACTTGGTTTTGATGCTCACGGCAGGTGGTGGGACAGGCCAGTGAGGCGTTGCCTGTGATCCACCCACCGGGAGCCCTGTGATG 
GGAAGAAGGGATCAGTGGTTGGCTCAGGGCTTCGGAGAGACTTGAGATCCCCTCATGAAGGTGATCCCATGTTGCTTTAGGCAGTCCTACGGAC 
TCGCACATCCTGCAGGAGGAGTCGCTGTGAGCATCCCTTAGAGGACATCAAAATAGTGTGCTTTTGGTTTAGCCTTTCCTATGCGGTGGGAGGG 
GAAGGGGCGGGAGAGGGAAGGAAGGGCAGAATCTGGGCTCTAGGATCCCTTGTGGTGAGGTTTGGGGAAGGGAATAGGCTTTGGTGGATGCTGC 
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CCGGTGAGCAGGGTCCTCCTGTCCTGCCCCCCCATCCCGTTAGCATGTGCAAGTGGAGGACTGAGCTCTGAGTGACCCTGGCTTGGAGCTGTGT 

TGCAGATTGGGACTGAACTCAATATATGTTGGCATTATGGGTCATACCTTTGTGCTGAGGGCTATCCCTACTATGCCCTACTTTGTGCTGAGGG 

CTATCCCTACTATC CCCTACTTTGCTTTTGTCTGAAGTATATAGAAAAAAAACTTAAAAAATTG CCCAAAC C CCAAAAGGG ACATGGGAGGTAT 

CCCCTTAGCAGGTCCTTAGCCAGCTTTGGGGGAGAAAAACCAGTGTCTCAGCCACCCTGGATCCCCTTTTCCTTCCTGTCCGTGGCTTCTGCAA 

GGGTCTCTCAGCCTCTAGTGCCATGAGCGGGGCATTGGTCAATGCAGGGTAGAGATCCCGAGGCCAGAATAAAGTGACTCTTGCCAAGGCCTCT 

GAGAAC AAGT C AAAC ATCTGATGATGGGAG AGTCTTCTTGATTAT CC ATG CAAG CC AGTGT CAC AGGGTTGAGT CAGAACTATGAAGAAGGG AC 

ACGTGGGTCAGAGCCAGAGAAGACACGTGACACGGCAGGACAGGATTTAGTTGGGCTGAGATGACTCTTGAAGCTGAGGACTGGCAGGGAAACA 

CAGGAGGTTCTAGAAGGAACCACCACCCCAATCTGTAGTCCTGACCTTGGGGACTGTCAGGGAACGGGTGTGTGCTGTTTTTAAGTCACTGCTA 

CAGCACTGTCCACAGCCATAGGACAGTGACACAGAATGTTGACCTTCAGAGGAGAAACCCAGGACTCCCGGGATGGGAGTTAGGGATCCTGGGT 

TGGATGGCGGGTCACATCATCCCCTTTTCTCCGGACTCAACTTCCTCCCAGCTGTCTCTCTTTCATCAGCATCCTGTCCTTCTCACATGGGAGC 

CACACTGCCCCCCAGTACTTGGGGACACTGGGGTGGAAACCCCAAGGTTGAAAATAGCCCTGTATTATTCTTGGTTAAGTTTCTGCTCTTTCCC 

CGAGGCAGCCGGCTGAGAAAGCCACTTCCTTCTGCCAGCCTGCCGTCCATACTGGCATCTGTCTTCTGTCCTGCTGGGCTTTCAGCCACCTGGG 

GCTGGCCCAGAGGTGGGCTTCTGTGGAAAGATTTTCCCTGTO^ 

NNNNNNN^^ 

TTGAC CTT AAAGGACCGGTTGCC ACTG AGAGATGTAAATG ACGCC ATAGGACAC AGAT CG CCTTAGGTGTGGGAGGAG AATG AC ACTTTTAAAG 
AGGGGCTTCCCGAAGGCAAAGCTTCAGATGATGGCTTGTCTCGCTCACCACAGAGCAGGCCAGAGATGTTTGTCCAGTGAAATGGATGTGGATG 
TGTAAGCGAGGAGCCGCTGGGTCTGATGGGACTTGAAGGTTCTAGAACATATGGTCACCCTCTCTGCTAAGTGTGACCCATGTGCTGATCCCTT 
GAAATCATTCTCCAGGTGGATTACAGTGCCTCGAGTGTCTTCTGGACTAGAAGACAACCCGGTGGGGACAGCGATCCATTCCAGCATGCTGGAT 
TCTACCCACGATCCTGAGTGGCCCCAGTGATATCCAGGGCAGGTCCCCTCACCCATGAGTTGCATGCCTCAGCCACGTCCAGGGGCAGGTCACC 
TCAGTCATGATCAGGAAGACTCTGTGACAGGTGGTGGAACCCCCATCCCATCTCCCTCCACTTCAAGAACATCACTCTCACTATTCAGATAGAG 
AAATTAAGACCCAGAGGTGAGCTATAAATGGCAGAGCCGCTTGTAGTGGTCATGAGGTGGCCCAGTGCTTAGTGGAAGATGGGAGGTCAGCAGC 

GGCCTTGACATCTCTGAGGCAATGGTTCTTCCAGAAGGGTCTGTGACTGGATAACATCCAGGGAATACAAGGGAAGGCTCCACTGGGCTTCTGG 
GAGGTTCTTCCAGCCCTTCTTAGCCAATGAACAGGTACGAGGACTCTCCAGCCTTGAGTCTCCATCTTTACTGCATCACACGGGAAACTCCTTC 
TTCTTACCTTGCTTGGCCTCCTGTGATGTGGGACTCTCCTATATGTCATGGATAGAGCAAAAGGGTGAGGCATATGAAGCAAGGTGAGTCCGAG 
AGACCACCTAGCCGGGAGAGGTTGGGTGTCACCCAGCTCTCTTGCAGGTCTGTTTCAGACACTGATACAGAACCTAGTGTTCTGGAGCAGAACT 
AGACCAACCTCACACCTCGAGCATTCCTGGATGGGTGCTGGGTGGACTTCCTGGAATGCTTAGTTCATATCAGAAAAGAGTGGGGATTTTTTTT 
TTGGCCGCTGTGTTGTCTTGTCCACGAGACCCTTATCATGGGCTGCTTTGCCATCCTGGTTCACCTCCTTTAGCCGCTCAATAATGTCCTGAGA 
TGGTTGTCTCTGTTGACACCAAGGAAGCAGAGGAACAGCAGGGTCATAACGACTTGCTCAGGGCTGATTGGTGGTGTTGTCTGAAGCCAGTCTC 
CTTATCCACCATTGCTGTCCTCACAGAGGTTCACTGCAGAGCCCACGAAGGTTACAACCTGAGGGTTACAACAAACATTGGACTCCTTGTTGCT 
TGGAGGAGATGACCTTGTTACAAAGTTGCTTGCTGGAGTGACAGTTGACAGCTAAGTCTCCGCCTCTGTGTTTTTCTGGAAATTAGAGGCTAAA 
GTCCAGGACCACATATCGTGAATAGAATCTCCCACCACTCAACTCAAGCCATGATGGACCCAGCCCGGGGTGGCCTCTGCTCCTGACACGGATA 
ACCCCTGCAGGGAACTAACCAACCTTAGCACACTTTTGTTAATGAAATCCCACACTTTTCTGGTATTrATTAAATGTCTCCTCTCCCTTTTACC 
TATCTTGGGACCCATCATGATCCCATATCCTAGGGTAGTCACATCTCTTTGACTGTGACTCCTTCAGACTGCCTGGCTTGCATAGCCTTGACTA 
TTTTGAGGTGTCCTACAGAGGCTCCCCCCAGCTGGGACTCTGTAGTCTTTTCCTCCTGTTTAACGGAGGATACTGAGACCAGACATGGAGATGC 
ATGCCTTTAATCACAGCATTCAGGAGGCAGAGGCAGGCAAGTCTCTCAGAGTTAGAGGCCAGCCTGGTCTACATAATGACTTTGAGGACAGCCA 
GGGCTACACAGTGAGACCCTGTCTCAAAATAAATAAATTAAAAATAAAATAAAATAAAACCACAAGCTGCTGGGATGTCAGGCACACTACACAG 
GTGGATTTTTTATGGGTGCTGGTCTTGGTCTCCCAGGAAATTGTTCCCCCTGTTCACAGAGGATTCTCCAAGTCCAAAGGCCAATAACAATGGG 
ACAGTTCAGGGCTCAGGAACATGTGCTCTGCCAGGGGATACAGGCTGAGACATCTTTGTGACCCCCACGGGTCCCCCCCAGTTCCTGGGGTCTC 
CAGCAGTTCCTACATACTTTACTTTTATTTTCTATTTTTTAAGAATGCTCTTCAGAAAGTCAACCTGAACAGTTTTCCCAAAGGTCCAGAGATG 
ACACGCCTGCGACACTCTGGATCCCCAGCCTGGTTTCTCTCTGAGCAGCTTCTCCTTCCTGCCACCTCAGCCACGACAGCTTCCTTTCGCTTTT 
CTCAGGATCCACACACCCTTCCAGTGATCTCAGAGCCAGTGCACCCACCACTTCCTCTGCCTGGAATCTGCTTCCTTCCCTCGTAAGCTGGTTG 
ACAGCTTCCTCCTTCAGACTCCTCTGCCAACCTCCAGAATAAAATAAACAACTCCCTTTGCACTGTGGGAGCTCAGTACAAAGGGAGGCTCCTC 
TATAGTACACTCAAGGAAGGGAAGACTCCTTCCATTTGTGTTCCCTGGTGTATCTTCAGGCCTGCAGCCCAGAGCCAGGTGGATGATAAAGGGT 
CTAGTACTCTTGTGACTCCATCCATCCACCGATCAATCCACCTGTCACTTGCTCTTGAATTCACTTAGCACTTATCCACCCAAACATCTATCTA 
TTCATCCACCCATTCATTTATCCACTTGATAATGCATC^ 

N^NNNNNNNNNNN^ 

GGGGGAGTGCTGGCCTGCAGTGTGAGGTGGGGGGAGTGCTGGCCTGCAGTGTAAGGTGTGTGTGGGAGAGAGTGGTAGCCTGCAGTGTAAGGTG 
TGTGTGGGGGAGAGTGCTGGCCTGCAGTATAAGAGGGGGGAGTGTTGGCTGGCCTGCAGTGTCAGGTGTGGGGGAGTGCTGGCCTGCAGTGTAA 
GGTGGGGGGGGAATGCTGGCCTGCAGTGTAAGGTGGGGGGGAATGCTGGCCTGCAGTGTAAGGTAGGGGGGAGTGCTGGCCTACAGTGTGAGGT 
GTGTGTGTGTGTGTGTTGCTTTCAGTGTAAGGTGGGGGTGGTGCTGGCCTGCAGTGTGGTGTGGGGGTAGTGCTGGCCTGCAATGTGAGGTGGG 
GGTAGTGCTGGTCTGCAGTGTGAGGTGTGTGGGGGTGCTAGTCTGCAGTGTGAGATGGGGTGGGGTTTGCTGGTCTGCAGTGTGAGGTGTGTGT 
GTATGTGGAGGGGGAGTTCCTGGCCTTCAGTGTGAGGTGTGTGTGTGGGGTGCTGGCCTGCAGTGGAAGGGAGTGGGAATGGGGCTTGGACACT 
ACAGGATGCCCAAGGGAGAAGATGCCTTTTGAACAGGATGATTGTGGTGCGATGAAATACAGGCAGAGAGCAGGGATGATGTCCAGTCGTGAAA 
TGGCTCTGCGGGAGCCCCAGAGATGGCTGAGAGTGGCCAAATGTCCCAGGATGTGACTGCTGTGAGTGCTGCACTGGTTATAGGGGGCTTTAGG 
CTCAGGAGGCCAGAGCCATGGCTGTGACCACTGCCAGGTGTCATGTGGGCGGGGCTGGGATGGAGGGAGAATGGTTTCTGTTGCTCTAGCTGTG 
GGAGGGAGCTCTGTGCCCCATGCTCTACCTTCCTCCTCTGTAAAGCCAGGATATCCTGGGACTCCTGTTTCTCAGATCCACGTGAAGGAGAAGG 
GAGAGTGCCCACGTGCTGGTCCCCAGTGTGATTTCCCCACATTGATGACCCTTGTCCAGGCAGCTAGGTGGATGCAAGTGACCAGAGAAAGCCA 
TAGGTCAAAGGAACAGGGCATCCAGCTGGCATGGGGGGGGGGTACTGTGAACCCCACAGAATCAGCTCTGCCTGGGGAGCTCCCAGGTTCAGAG 
TCAACCCCCGTTAGCATCCTGGTGTATGCTGTGGGTTTGGCCAGGTGAAGTCCTTGTCTCTTCTGGGCTTTCTTGTAGATCTACGGTTCCAGAG 
TGAACTTGGATGCTCTCTCATGACC^TGTCTGCTCCCACCACAGAGCCACTGATCTGGGCTGACAAGATCCAAACCTGCTATCTTCAGTAGCAG 
TGTGAGGCAAGGGACTTGCAACTGCTCAGGAACAGACTGTTCAGTTCTGGGGCCCCAGCACCTCATAGCTGGTGTCTCATCCCAACCTCGCCTG 
CCTCTTGCCTGGTTACTGCATCTCTGCTAAAGTCGGCTGCAGAGATGGAAGCCTGTGCCATTAGGTTCATGACAAGCTGCTGTCATGTCCTGTG 
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GGGGCTCATTGCCATGGGTGCAGAAGGCAGTTTTCCCTCCAGACATTTGGCTGTGAATCTGGTCTGCTATAGCAGCTCCTAGCTCATCTCCTCT 
GCTTGG 

MOUSE SEQUENCE - mRNA 

CCGGAGGCGCGGGCAGCGTGGGAACCGGCGGCAGGATGTGTGACCGGAACGGCGGGCGGCGGCTGCGGCAGTGGCTGATCGAACAGATCGACAG 
CAGCATGTACCCGGGGCTGATCTGGGAAAATGATGAGAAGACCATGTTCCGTATCCCCTGGAAGCATGCCGGCAAGCAGGATTACAATCAGGAG 
GTGGATGCTTCCATCTTCAAGGCCTGGGCAGTTTTTAAAGGGAAGTTTAAAGAGGGAGACAAAGCTGAACCAGCCACGTGGAAGACGAGGTTAC 
GCTGTGCTCTGAACAAGAGCCCAGATTTTGAAGAAGTGACTGACCGGTCCCAGCTGGACATTTCTGAGCCATATAAAGTTTACCGAATTGTCCC 
CGAGGAAGAACAAAAATGCAAGCTGGGCGTGGCACCTGCAGGCTGCATGAGCGAAGTTCCTGAGATGGAGTGTGGCCGCTCAGAGATTGAGGAG 
CTG ATCAAGGAACCTTCTGTGGATG AGTACATGGGTATGAC CAAGAGG AG CCC AT C CCC ACCAGAGG CCTG CAGGAG CC AG ATCCTCCCTG ACT 
GGTGGGTCCAGCAGCCCAGTGCAGGCCTGCCACTGGTGACCGGATATGCCGCCTATGACACACACCATTCAGCTTTCTCCCAGATGGTCATCAG 
CTTCTACTACGGGGGCAAGCTGGTGGGCCAGGCCACCACCACCTGCCTTGAAGGCTGCCGTCTCTCCCTGAGCCAGCCGGGGCTGCCTAAGTTG 
TATGGGCCGGATGGCCTGGAACCCGTGTGCTTTCCGACGGCCGACACCATCCCCAGTGAGCGGCAGAGGCAGGTGACCCGGAAGCTGTTTGGGC 
ACCTGGAACGTGGCGTGCTACTGCACAGCAACCGCAAGGGCGTGTTCGTGAAGCGGCTGTGCCAGGGCCGCGTGTTCTGCAGCGGCAACGCGGT 
GGTGTGCAAGGGCAGGCCCAACAAGCTGGAGCGGGACGAGGTGGTGCAGGTCTTTGACACCAACCAGTTCATCCGAGAGCTGCAGCAATTCTAC 
GCCACCCAGAGCCGCCTACCTGACAGCAGGGTGGTCCTGTGCTTCGGGGAGGAGTTTCCGGACACTGTGCCCTTGCGCTCCAAACTCATTCTGG 
TGCAGGTAGAGCAGCTGTATGCCAGGCAGCTGGTGGAGGAAGCGGGCAAGAGCTGCGGTGCTGGCTCCCTGATGCCAGCCCTGGAGGAGCCCCA 
GCCGGACCAGGCTTTCCGCATGTTTCCGGATATCTGTACCTCACACCAGAGACCCTTTTTTAGAGAAAATCAACAGATCACCGTCTAAGCCTCA 
GTCCGGGCACCCCACCTCGCCTGAGCTCAAGCTTCAAGAGTCTGTGACTAAGAGAATTCCGAAAGGATGTGGAGCCCTCTGACTGGGGTGGGCG 
GGTGTCCTCCAAGGGGCCTCCGGAAGCCCACAGAGGGATGCGCTCCTGCTCAGGCAGGTGTCAGAAGCTTGCAGGGGCTGTGGCCGCAACCTGT 
GATTAAAGCATTCCTTTCCTGCGTTTCCCCCTTCACCACTAATGGCTGGCCTTTCTGTGTGCTGAGGTCTTTCGACAGTTCAAATCATCTGGTG 
GCAGCAGACTCGCCTTTGCCCTTCTGCGGCCGAGGGCGGAGATTTATGACTTTCTCTGCTTGGTTGGAGAAGAAGAATCTTTACTATTCAGCTT 
CTTTTCTTTTTGGCCAGAACTCTGAAAAAAAAAAAAACTCTTTTTAAGACAATATTTGTATTCTCACAGGCTCAGCTGTCAATCACTTGAGACC 
TTCCCTGTAAAGTGGGGCAGATTTTAAATATGGGTGTAGATACTGCTTGCAGCCTTCGCAGGAATTTTGGTTGTGGTTCATTGATTCACACAGA 
CTCTGTGTCAGCTGACAGGGCTGTGTGGGGCATCAAAGGAGGACCAGGCACTGTGGAGAAGACCCATTCACTGGCATCTCACCCTTCCTTGTCC 
AGCTCCATACCCAGTCCTAAGACCCAGTGAAAAGCCACGTCCAAACTGTGCTCTGGGCTCATCAGTGCCCACCCACGTACCAGGGAAAGGCACA 
CACCCTACCCAGTGGGCACAGAGCGGAATGTCCCCCTACCGCACCATTTGCGCCCCCAATCTGGCTGTCCAACCTAGTTTGTAAGTAATCTAAA 
TCAGTGACTATAGCCCCGCCTAAGGGACACTTCCCGGAGGAGGGAGCCGCTGAAATGGAGTTAGTTTGAGGGTCAGTACACAACAGGGGCAGAA 
AGCCAAGCAGATGTGGGGGCAGGGAGAGTCATCATCTGCTTTTGTCTGAGAGAAGGAGAGCTTCTCCGTTTGTTCAACTTTGTAACAAGCTGGG 
TTACATGCTCCACGCAGCTAGAGAAGCCTAGGTGCTCTGCATTCCCTGGGGAACTGCAGGAAAGCCTTACCTGCTGACTGTTGCTCTGGGGAAA 
AGCCTGAGGGTCCAGAGCAGCTACAAGCTACAGGCCATACCTTACAACCTGAAAAGCTAAGGACCACGGTGACCTTCCCGGCTACTGTGTGAAG 
GTGCTGGGTGGGGCCTGCTCAACAGACAGGGTCGACAGAGTGTGTGATACATGCAAACAGAATCCTTGGAGTGTGTGATACATGCAAACAGAAT 
CCTGGGCCCCTGCTTCTCCCCCTCAGTCAAAGCAGGAGTGTCCCTTCCGAAGCCAGGACAACCTGTTCACAAGGCCCCTTGTCACATGTCACCT 
TCCACCTGCCTCAAGGAGTGCTAGTGTCCAAATATTTATTTTTGTATTCTCTTAAGAAGTATTGATTTCATCCTTTATTAAAAAAAGTTGCTCT 
TT C AC AAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA 

MOUSE SEQUENCE - CODING 

ATGTGTGACCGGAACGGCGGGCGGCGGCTGCGGCAGTGGCTGATCGAACAGATCGACAGCAGCATGTACCCGGGGCTGATCTGGGAAAATGATG 
AGAAGACCATGTTCCGTATCCCCTGGAAGCATGCCGGCAAGCAGGATTACAATCAGGAGGTGGATGCTTCCATCTTCAAGGCCTGGGCAGTTTT 
TAAAGGGAAGTTTAAAGAGGGAGACAAAGCTGAACCAGCCACGTGGAAGACGAGGTTACGCTGTGCTCTGAACAAGAGCCCAGATTTTGAAGAA 
GTGACTGACCGGTCCCAGCTGGACATTTCTGAGCCATATAAAGTTTACCGAATTGTCCCCGAGGAAGAACAAAAATGCAAGCTGGGCGTGGCAC 
CTG C AGG CTG C ATGAG CGAAGTTC CTGAGATGGAGTGTGGCCG CTC AG AGATTG AGG AGCTG ATCAAGGAAC CTTCTGTGG ATG AGTAC ATGGG 
TATGACCAAGAGGAGCCCATCCCCACCAGAGGCCTGCAGGAGCCAGATCCTCCCTGACTGGTGGGTCCAGCAGCCCAGTGCAGGCCTGCCACTG 
GTGACCGGATATGCCGCCTATGACACACACCATTCAGCTTTCTCCCAGATGGTCATCAGCTTCTACTACGGGGGCAAGCTGGTGGGCCAGGCCA 
CCACCACCTGCCTTGAAGGCTGCCGTCTCTCCCTGAGCCAGCCGGGGCTGCCTAAGTTGTATGGGCCGGATGGCCTGGAACCCGTGTGCTTTCC 
GACGGCCGACACCATCCCCAGTGAGCGGCAGAGGCAGGTGACCCGGAAGCTGTTTGGGCACCTGGAACGTGGCGTGCTACTGCACAGCAACCGC 
AAGGGCGTGTTCGTGAAGCGGCTGTGCCAGGGCCGCGTGTTCTGCAGCGGCAACGCGGTGGTGTGCAAGGGCAGGCCCAACAAGCTGGAGCGGG 
ACGAGGTGGTGCAGGTCTTTGACACCAACCAGTTCATCCGAGAGCTGCAGCAATTCTACGCCACCCAGAGCCGCCTACCTGACAGCAGGGTGGT 
CCTGTGCTTCGGGGAGGAGTTTCCGGACACTGTGCCCTTGCGCTCCAAACTCATTCTGGTGCAGGTAGAGCAGCTGTATGCCAGGCAGCTGGTG 
GAGGAAGCGGGCAAGAGCTGCGGTGCTGGCTCCCTGATGCCAGCCCTGGAGGAGCCCCAGCCGGACCAGGCTTTCCGCATGTTTCCGGATATCT 
GTACCTCACACCAGAGACCCTTTTTTAGAGAAAATCAACAGATCAC CGT CTAA 

HUMAN SEQUENCE - GENOMIC 

ACAGAGGTGTGAATTAGACACCCCTGCTCTGGACTGCGCCTCCACTCCCTGAGCAAAGCAATGCAGAGCAGTGGAAAGAGTCTTGGGTTTGAAG 
GCAAGAGGCTCCAGCCCCCCGAGCCTCAGTTTCCCCATCTGTCAAGTGAGGATAACCACGCCTGCCCTGCTCTACTGGGCAGGGCAAAGGAGAT 
GATTTAAGAGCAAGTATTTTGTAAAAGAGAAAGCAAGCTGCAACTTTAAGTTGCTACTCCTAGTGCCCCTCAAAGCTGCCTAGCAAATTGATTC 
TTCTCCGTAGTTTCCTGCATTGAGTTCTAGAACTCAGTGCTGGGAGTCAAAGGGTCCCTGTTGACTCCTGGGCCTGGGGAACCCACTCTGCCTC 
GGAACCCTTCCTTGCATCCTTCCTTTGTAGGCAATCATTTGGTGCATCCCAGCCAACCATGCACTTACAGAGAAAGAAACAGCCAAAAGAAATA 
GAGAGAAGGGAATTACGACCTGGGGTGCATTTGACTGCTTCAGTTCCGAAAATACTTACTAAAGACCTATTAGGTGGCAATGAAGTTGACCTCA 
AATCACAGAACCTTAAAATTGGAAGGGACTTGGAGATTATGGATTAAGTAGTACACGCTCCTGAAATCACACAGCAACACTGCAATCACCTCTA 
ACAGGCGGTCTAGCATGTGTTCCCTTCATGCTTCCAGGGACAGGTGGCTCCCACGTCACCAGGCACCTCATTCCACTTGTAGAAAGATTGTTAA 
AG C ACAG C CCATT ATTAAGTGG ACTGAGGTAAG CATGGGGGC AAATT CTGC CC ACTGAC ACACAACTACCATATGC CAC CAAAGTC CGAAATG A 
AGCCTGCTTACAAATGAAGACAATTACAAAATCATCCGTCTTGTCTCTAAGTGCCAGGGTAAAAATGGACTTCTAGGATTGCATTTAAAAATAT 
CTCTAACCACGCTCAAAGTTTGTGATTCTCCTTAGAGGTAAATTATTGTTGTTGTATTGATATTTTATTGTGCTTCTGCCATTTGTTTCTCACA 
GATGCACCTGCTGCACATCTGCAAAGGTAAGCTGGAGATGAACATGGGTGAGCGTTCTGGATTATTTGGCACTGCTTGCTAAGCACATAGATTC 
ATGATGCACTGAGTCAGAATCCCTGGAGGCTCCTCCTGGGAACCTACATCTTGATAAGTGTCCCACTGTTGCTTATTTATGCTAAAATTTAAAA 
AC ACTC AT CTAT ATAATATACAATAATATAT ATTTTGTAATTGTTGACTTTGT AATTGTCTT C ATTTGTAAGCAGGCTTGGAGT C CCATAGGTG 
AACCCACCTCCCAGGTTTCAGCAATTCTCATGCCTCAACCTCCTGAGCAGCTGGGATTACAGGTGCCTACCACCAAGCCCAGCTAATTTTTGTA 
TTTTTAGTAGAGACAGGGTTTCACCATGTTGGCCAGGCTGGTCTCGAACTCCTGACCTCAAGTGATCCACTGCCTCAGCCTCCCAAAGTGCTGG 
GATTACAGGCGTGAGTCACCATGCCTGGCCCAGAATTTATATTTTTCACAAACCAGTATTTCCTGGCAATAGCCCTAAATGTTCAGGATATTTT 
TGATCTATGCTTAAGAAACCTTTTACTCTTAAGTTTTTTTTTCCTCCCCTGGGACTGTTTCAAGTTCTTCCGTTAGTAATAAATGTGAATAAAA 
ATTTATACCTGAAAGGCAAAACGTTATTGAATGCTTAATGAAATTTTTTCCTTTACATTAAATGTTTACATACTTTGCCACTCCTCGGAGGAGG 
GTTATG AATT AAATAC GTAATACATTAC AG CTG CTTAATAAAC AG C CAAT AAATGAACGCC AATGCATTT AAAAGTAATG AGTTTT AGG ATATA 
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AAAAATAGAAATCTCAGGTTTTTATTTGTAATCCTTCTAGAGTAAAGAAACAGATTGCGGCAATATTAGC^ 
- GACCATGAACAGATAGAGCAAACTGACTCAGTGAAAGAGAAATGACTGGAAGCAAAATGGGGTC^ 
TACCCAGTAATATTTCTCTTCCCAAGTCCCCTGAGTCGGTCCCAACTTACTGCCTTTTAGAGATCTCACTTTTATTGTAAGATAGCTTCTTACA 
CGAAAACATTTACCACTTGTGCACGTATATATATATATATCTATACATATGCACACACATCCTTTGTATTCAACTGCCTGATAAACTGTAGTCA 

AGTCATGCACGTTCCAGTGTCTGTAGCCCCAGGGCTGCTCATGCATGTGACTGGGTCTTAGTTTTTTGACCTAGAGAAGGCATACCAAAGTCTG 
CTTGAGCCAACATCTTTGCCAGGTGCCCTCATTGTGTTTATTTTTGTCATATAAACCTTAAGTGGATGGCAGGATTATGTTTCCACATGTGCAC 
ACCTGTTTACAGACCACCCACATCAGGTAGGGCAATCCCTCTGAGGGGCCGCAGCAGATTGTGAGGGGCTTCCTGTTTTCATTCCAACCTTCCT 
CTGAAACACTGGTGTGTAGTGGCAACGTTGTTCTTAAGCTTGAGCCCCCCGACCAAGTGAAGCATGAGAAAATGCAGCTTACCTTAGTCACAGG 
CAGCTAAGCACAGGTAGTTAATGGCAGGTAAATTAGCCACAGGCACCTTTGGAAGCAGCAGCAGGTGCGGCAGACCGGACCGTCCTCGGAACGA 
GGAGCATGTGCAGAAGAGTTCGCACGGCAGGCTGGGAGTGCTGCCTCCAGGAAGGCCTGTGCTGGGGTTGAAGCTTAGCTGTTGTCCGGGAACT 
TGGATTTCAGGGGGGTTCCTGCCACCCTAACGGATAAAAGTGCCTCACTGTGTCCAAACTATTTGTGCAAACAGTGTGGTTTATGCTGAACACC 
TGCTTTCCTTCTGGGATCTGGAGTTTTTTGGAACACGCCAGGCAGAAGGTGCCTATGTGGCCAGCACCCCCCATAAAAACCCAGGGCTCTGAGT 
CTCTAGTGAGCTTCTCTGGTTGACAGCATCTCAAATGTATTGTCGCAACTTGTTGATGGAGGAATTACGTGCGTTGTCTGGGATTCCACTGGAG 
AGGACTCTGGAAGGTTGGGCCTGGTTTCCTCCAGACCTCACCCCGTGTATCTTTTCCTTGTGCTGATTTCGCTCTGCATGTTTTTGCTGCAATC 
AACGGTAGCTGTGAGCGCAAGTATATGGCAAGTCCTGCGGGCCCTCCTCCCGCGGAATCACTGAGCCTGGGGAGTTATTGGGGCCTCAACTCAG 
ACAGGTATAAAAATTAATACACCTCCTAGAGCACAGAGATGAGCAATGTTCTTCCAGCTTTCTTTCCTTTTGCGCTCCCTGAGATTTTTTTTTT 
TTTTTTGC AATGAG CTTATACCTTGT CTATTTAAGGCATTTTTAATTTAGTGTTGGGATAAGTAGGGG CACTG AAATAG CATAAG ATTTTCCCC 
CTTAC CT CAAGAATAATTCAGC AAAATAATTC ATAATATAGAG C AGGTAC CAAATT ATGTTATAAAG ATTT C AGTATAG CTGG AGTC CAGTGTT 
TTTAAAATGTGGGTCAGTGAAGGCTGGAGTAGGAAGGAGGACAAGATTTAAGGTGGATCTTAAGGATGATGCGGTAGGCAGATTAATGGCCCGC 
AGAGAGGTCCAAGTCACAGCCCATGAAACCTGGGATTGTGTTAGGCTACATGGCAAAGGGAAATTCATGTTGTAGATGGAATGAAGGTTGCTAA 
TCAGCTGACCTTACAATAGGGAGATGATCCAGGTGGACTCAATATAATTATACGGTCCTTAAACGTGGAAAAGGGTGGTGCACCTGCAGTCCCA 
GCTACTCAGGAGGCTGTGGTGGGATGATTGTTTGAGACAGGAGTTCGAGGCTGCAGTCAGGCATGATTGCAGCACTGCACTCCAGCCTGGGAGA 
CAG AGCAAG CC CTTGT CTCTTAAAAAAAAGAGGGGG C AGGAG AG AAGGGC AGAGTGATGTG ATGTG AG AAAGACT C ACT CGC CATTC ACAAAG C 
CATTGTGGGCTTTGAAGATGGAAGAAAAGGCCGTGAGCCAAGGCAGGCAGCTGGAGAGAAGCTGGAAAGACAAGGAGTGGATTCTCCGCTGCAG 
CCTCCAGGAGGAGCCGGCTCTGACGACACCTTCATTTTAGCCCAGTGACACCGTGTTGCACTTCTGACCCGAAGAACTATAAGATTATAAACTT 
GCGGCCGGGCACGGTGGCTCTTGCCTGTAATCCCAGCACTTTGGGAGGCCGAGGCGGGTGGTTCATGAGGTCAGGAGATCGAGAGCATCCTGGC 
TAAAACGGTGAAACCCCGTCTCTACTAAAAAAATACAAAAAATTAGCCGGGCGTGGTGGCGGGCGCCTCTAGTCCCAGCTACTCAGGAGGCTGA 
GGCAGAAGAATGGCGTGAACCCGGGAGGTGGAGGTTGCAGTGAGCCGAGATTGGGCCACTGCACTTCAGCCTGGGCAACAGAGCGAGACTCTGT 
CTCAAAAAGAAAAAAGAAAAAAGAAAAAAAAAGATTGTAAACTTGTGCTGTTTTAAGCCATTAAGTTTGTGATAATTTGTGACAGCCACCATAG 
GAAGTGCATTGAGATTTGTAGTATTTTGGGGGGTGAAGAGGAGGGTGAAAAGGAATGGACAAGCCTGTCAGGTCCCTGGATGGAGATTTAATGA 
CG ATGCCAAG ACT ATGG ATGCT AGTG AG AATCCTGC AT C CC CC ATGC C CT ACAG CTACCAGGG AGATGAGGCACTGGGAG AGTTAGTACTCGGC 
TGGTGGTTTTGTGCCCTCTGGGCCTAGAAAGTATGTAATGCTGCCATCCCTGTATGCGCAGAAAGATGGTTAATGCAGCCCCACTCAGGGCAGT 
TTGGGGGCTTACCTGAATTTCCCCACTGGGAGCCTCTCTCCTGACTTAACCTCAACAGAGGCATCTTCTTCCAAGTGCTGCTTGTAACTCAGCC 
CCCAATGCCTGAAGACACACCTTCAGCCTCTCTCCTGACGTTCCCCTGCCTTTCCAGGAGGCCCTGGAGGGAAGGACCCCACACTGGCTCTCTG 
CTGAGTGGCCCAGCTCTGGCCTATGGGACACGTGTGCGTTTGCCTTGCCCAGCACACGCTGGGGCTGCCACCATTCCCAGAGCAGTGCAGGCTC 
TTGGCGCCACCACCCAAGTGCCCTGTCAATTTCCAGGGCAGGAGTCAGAGCCCCATCTGCAGGTGACTCTGGCTTTCTCAAGACTGAGTTGACA 
CCTGTGCTCTCAGCAAACATGTTTCTGAGCACTCTTGAACTCACTTGCTAAGCTTGGCTTGGAAAGTGTGAAGGGAGAGCTGGGGTCCGCAGCT 
GGAAAGACTCTCACCTCCTGCCTCTCTCCTGAACCCATTTGATGTCTCTCCTCTGGCCAAGGGGTAAATCTGCACATGTAAGTCTCATACACTT 

GGCACCGTTCTAAGCAGTTTATATCTAAGATTGGATGGATTTCCACCACTCCTATTCCCATTTCGAGAAAGAGTACCCTTTCCCAAGACAGGAA 
AAACAGCCAGGGCCATAAAGGAGGGCCTTTTGTGACATCATCAGAAGTGGAGAAGAGGTACCCAGATCCCATTAGCAAAGTGCAGCCGAAGAGT 
CATGCTAAGTTCACTGTGTCCCTTGCGGCATTGCCTTCCTCAGTGCTGGCTGCCATCATACAACCCCATAGCTTGTGTGGCTTAAACAGCAGAC 
ATTTATTTTCTCAGTGTTCTGGAGGCTGGAAGTCTGAGATCAGGATGCCAACATGGTCAGGTTTAGGGAGGGCTCCCTTCCTGGCTTGCAGACA 
GCTGCTTTCTCACTGTGTCCTCACATGGGCAGAGAGTGAGTGAGAGCAAGCTCTCTGGTGTCCCTAGTCCCTCATCGAAACTTCATTACCCCAC 
GAAGGTCCCATCTCCAAATACCATCACGTTGGGGGTTAGGGCTCAACATATGTATTTGGGGGGACATCATCTGGTCCATAGCAGGCACTGTCCG 
GGTCAGAAGGCCTCCCAGGGATTTGGTCCTGAGGCTGGCTGTGGAAGGTGCCCTTGCTTCATCACCTCTGCACCTGCTCCACTGTAAGAACTGG 
GC AGACAG ATTGG C AG CTTAGGCCAAG C AAGATAG ATGGT ACGGAGGCTCGACAGG AAGGTTTCTGG AGAT C AGGAAGATAGGAATTAAGGAAG 
GTGAAGAGGAAGAAAAAAGGACTCCATGAAGAGGAGAGGGTCTCTAAAAGCTGGAAACATAAGTGAGGAGGTGAGAACCAGTCTGAAGCACCCA 
CCTGTGACCTGGTGGGGGCAGGAAGGTGTTAGAGGAGCTAGGGAGCTGACCAGACGGGAGGAACCCTTCCCATTCTTCATGGAGGCAGATTATC 
GCTGGTCTGCAACTGGCATTCTTAGAGTTAGGAATCACTGTGTCCATTTTTCTAGACTTCTCTCATTGGTGATGATTTGACCTTTTCCTCTTGC 
ACTAATGAGCAAGGTGGAGGAAAGAGATCTCT CTCT CT CAC ACATAT ACTAT CTCACTC AATGC C C ACC AATCCTAAGAGG CAGG AACAATTGG 
GTTACGCCATAGTGAACTGCCCTTCTGTAGGTCAAAATTTAAATGTAGGTGATGTCACAGAGTTTAACCTAGTATTACCATCAATGCCATTATA 
CAGATTAGGAGACTGAGGCTTCGGAAGGTTAAGTCATTTGCTCAAGCTCACACATTTGGTGAGTCAGGGAGCTTGGATGTGAACTGGGGCCTAA 
CTCCCAAACCTGCTGTGGTAGGCTGCCATCCATGGAAACAGGGGTTCCTGCGGGAATGTGTAAGAGATGAGGTTGGTAAGTATGACTTTTAGAT 
G C CAGG AGTTGACCTGTGTGGCT ACC AATGGGAAGC CCCTGAAG ACAG AAAGGTAGGGTAG CAAAGTAG AATCAACAGGGAAGGGATGAGG AGG 
C CGGAGGGTAAGTAGGC CACTG CGAG ATCAGG ACG AAATTTACTGGGAT CGTGAG ATGCTGGAAGGAAGG ATC AG AG AAT CTGGGAC CATG CTC 
TGCATCTTTTTGCTGCAATAAATGGTATTGCATGAGATACCATTTATTGCCATGTGTCCTCATTGTAGTCATTTTTGTAATTTATATGACAAGA 
AAAAATGACAGGGTGATTTTTACATATGTGCATACCTATTTACACACCTTCCAGATCAGGAGTGGTGATCTGAGCTCACTAGATATGCTCAATT 
AGGTAATAATCAATT CAGGTC AT CAAATTG ATC AC CCAAATCAATTTAGGAAATTGATG AC CT CAATT AAGG C AAATATATAC AATG AAATATA 
TGCAGCTGTTAGAAAGGGCTAGATCCCATATACTAAAATGGAAAGAAAGCCCTTTGAAACCTAAGAAAACTGTGTTTCCATTATGTGAGCAGAA 
ATCTTGTGTACACAGAAAAATGGTCTTTCTTCTTCCCCTCCCCTCCCCTCCCGTCCTCTGAGACGGAGTCTTGCTCTGTTGCCCAGGCTGGAGT 
GCGGTGGCGTGATCTCGGCTCACTGCAACTTCCGCCTCCTGGGTTCAAACTATTTTCCTGCCTCCTGAGTAGCTGGGACTACAGGCGTGCGCCA 
CCATGCCCAGCTAAGTTCTTTGTATTTTTAGTAGAGACAGGGGTTTCACCATGTTGGCCAGGCTGGTCTTGGACTCCTGACCTCAGGTGATCTG 
CCCACCTCGGCCTCCCAAAATGCTGGGATTACAGGCATGAGCCACCGTGCCCAGCCAGAAAAATGGTCTTTCAATTGGAAATGTAATTCCAGAG 

CTGAGGGGCAGGCTCCGTGGAGCCTCCAGGCTGAGAGGCTGAGACTGGCAGAGCAGGCTGGGTTCTGGATTCTGATACTCCTGGGCAGGAGTGT 
CTCAAAGATTGAGACATTATGTTCATTCTTTGGGGCTCCTGTTCTTGGCACTATATCTAGCACATAGTAGTTGCCTCATAAATACCCATTAAAT 
AAGAGCAGAACTAAACACATCTGGTTAGAAATTGTTCCTAGGCAGCAAGGAACCAACACGTGGAAAATATGGGGTTTCTGGAGCAGTGTTAATG 
CAAGCCAGTTCCTGTAATGTACATAGTGACACCTACTGCCAATGACACGTGCTGGAGCCCTTCCACTGTTGATTTCCTATATTCACTTACCCTT 
GTCTTTAAGTGGATGTTGGTGGAAACTTGAGGATACATCTTTGTGCAGCAGACAGCATTTGTAAGTAAATCTGTGTAGGCTTAGGGCCACATTG 
ATAAAAATATATGAGAGTAAACATATACAGAAGCTGTTTTAAGAACTTCTGATGTCCTAGATGCTCTGATTTCTGGAAGCTCCATCCCACATCG 
TAGCAAATATATTAAAACACTCTCATATTCTCTAAATACTCTTAAATAATGTGAGTGTTAAAACAATAGTTTCATTTGAAATTATTTGATGTTG 
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CGGAACTC^CTTTCTAATGACTATGACTTCCCGGCAATCACGGCATTAGGGAATTCATACCAAGTGATGTCTAAGTTATAGTTTCAAAATATAA 
TG AAAC ATTTATCCATCAATAC ATTAC AATTATG AAATTAACATGTTTTGG GGAC CTTCATTTAAACATTTATTAAT CTCAG ATTTG CAGTATA 
CTTTTTGTATTGTGCAGTCAATAAAATTTTCAGTCTCAAACATTTTCATAGGTCCCTGAAAAGCTCAACGCAAAAAAGAGCCCCCATGTGTGAT 
TCTCTACTGGGCAATAAAAGGCAATCGCGACCCTCATTTTCCCCCCATTCCAGGGCTTCCCCAGGATAGAACGCGGAAACGCTTCTTTTTCCGT 
TTCCAGGGATTTCTTTCTTTTTCCAGTGTCGTTCTCCCTCTCCCCCACTTCATTTTTACAATAAATGTCAGTGCACACCCAGGAGCGGGTGGTC 
CCACAGGGGACATCTTAACGCCCACCCAGGAGCGGCTGGTCCCACAGAGGACCTCTTAACGCTGACGCTTTCTGGAGAAAAGGATTTGTGATGA 
AAATTTCCCCAAGGGGACCTTCTAGCGCCTAGCACCTTCGATGCTCCTGTTTCAGTCGCGGTCTCAGCGGGCAGTGGCCTCCTTTGAAGCTGGG 
ATTCTCCTGCCCCTCCCGGGCAGCGCAGGCCACCGGTGACCCGGGACGGTCTGTAAACGACCTTCGCGTCCCCGTCCCCGTGGAATAACGCGCG 
GCGGGCATCACTGCCCAATATCCAGCGCTCGTGAAGGCGGAGACCGGCGGGGCAGCTAGTTTCTGGTTGTGGATTCTGATTAATGGGCCGCAGG 
CGCACGGTCTGCACCGTCCGGCTCGTTGCTAGTGGCTCGCTCGGGAGCCGCCGCACTCCCGGGGCTGTCCGCCCGAGCCGGGCTGGAAGGCAGA 
GGACGCCTCCAGGTCGCTCCGCGGGGCCTCCGGAATTCCTGGGAAAGCCCCCCTGCAGCGCCGCCCCTGGACCCCAGGTGTGAGGAGCGGGGCT 
CGGCCAGCGGGTCCAGAAGAGGCCCGGACCCCACTGCCGTGGCTGCCGGGGGCGGGAAAGTGATTTCTCGGAAAGCAGAGCACTTCGAAGAAGG 
CGGGCCGCGCGAGCCAAGCTGACGCTATTGGTCGGTGTGGCCGTCGCTCTGCGCACCGCCCGTCCCCCCCACGACCCTTTTTAAGGCCGCGCGA 
CCGCTGGCGCATCGCCTGGAGCGCGGCAGCAAGCGTGGGAACGCGGGCGGCGAGACGGCGGCAGGACGGCGGCAGGTAGGCACAGTGGGCGGGT 
AGGGCGCCCGTGTCCCGCGCGGTCCGGTCCCGCGGGGTCCCCGACGCCAGGCGGGGCGTGGGGGTGGAACTACCTACCGTAATGTCCCCGGGCG 
CAGCTCAGTGGCCACCCGTGTCCCTCTCTGCTTTTTGCCTATTTTCCAGCCACCTAAGTCCAATCTGAATGCCCAAGTCGTTGATTGTCGTTTG 
CCTGTTTCCAAAGATTGGTAGATAGATGCCTTTTTAAAAATCTCATTTTTCTTTAAATCTGGTTTACATGGAAAACGTTAGGAGAGCTCATATA 
ATGAACGGCAATAGCAACCCCCTATGTTGAAACGCGCTCTATCATCCCACTGAAATTCTACCACGTGGAATAATGCTTGGAGGGTCAGAGTTGT 
GGAACTGCCCAATAACCAGTCGTTAGTGAGGGTTAGTTTGTGAAGGAGGGGACAGACTGCTTCTAAAATTCTGTTTAATGACAGTCAATTAAGA 
TTTCTGAGTCTGGCTTGAGGGGCTTTGCTTCCATCACAGCCCAGTCGTCCTTGGCAAGAGAGTCTGTATATGGGCCACAGCTCACAAAAGCATT 
GTTTG AAAAAATTT ATTGAAAGAACATTGTTTGTAAAATGAGTCC CAAT AC ATAGG AC AGACTTTC CT AAGGTG AGATGTGTT AGTTACC CAG A 
GCTGTGAAAGGCTTTACGGATGGAAACTAGAGACTGAATTTTCCAGAATTTTAAGAAGTCTCCCCAACCAATGGCCCCCCACTTTCTTTTTTTA 
AACCAAAGGTAAGAACTGGTAGTTAAAATGACAGTTCAAAGCTTGTCCTTTTGGGTTACGGCAGCTTCCTCTATGAAAAGATTTGGGAGTGATT 
CAGTCACTTGAGGAAGGTTGGTGCCAGAGAGAGAAATGGCTTTGGTGCTTTCTGGTCTAGTGATGCGGGTATGCTAGGCCAGAGCGAGTGCCCT 
GGGCCCTCCGAGGCGGGGGAGAGGGTGGGGTCTGCTGCTGCCAGCTCAGGTGTGACCTGTAATCTGGATTAGGTGGGCCCAGGGCAACCTCTTA 
TCACGTCCCTCCTGGAAAGCCTGACTGCTGTATACATTTCTAGGGCTGCAGATAGGGCTTGGCCAATAGATTACCTCAAAATCAAGAAGAGGAA 
GTTATAAACATGTGATTAGACTTATTAATTTTTCCTGGCTGGGCATTTGGTGGAATTCGTTTGTTAATGTTTAATAAATCATTATGGATCATAA 
CTGTAGTAGAATCTCAGGCTTTTGATGTTACTTAGAATCTTGGAGGAGACCACGAAGGACACACAGACGTGGCTGCACATGTGCAGAGATCTTG 
TAATGTAACTATGGCTTTTCTCTGCACCATGTGTGAAATAAGCTGCCGCTGGCGTTGGGGCGCCGGCCTGGGTTCCAACACAGTCCGCTGGCTG 
CCTCGGTATTTGCCGTGCCTCTCTGGGCCTCAGTTTTTCCTCTCTTAAATAAAGAGGGGACTGGATTAGATGATTTCTAAAGTATTTTCCAGCT 
TTCAGATGCTATGACTTACTCTTCTCTTTTTCCTTTTAAAATTTCTTTTTCCTGTAAATCACCAAGATAGTTGTCCTGAACAGTTTAGATGTTA 
TGAATCCATTAGGAATCCTGATAAGAAAGTGTTGACCCTCTTTCTAGAAAAATGCGTGTACTAACAAAATTTTTGCTTTTGGTTGCAGGAGGCT 
CAGGAACTGTGGATTCTAGTTTAAGAAACTTGTAGCAAGGAAATCAGGGGAGTTGAAAGTCTCAGAAGCCAACCCCTATGTTGTGTTCTGGCCA 
CCTCTGTGCAGCTCATTCCTCAATCTAGGAGAAATTTTTCTACCTTGCCCCAGGAAAGAGCTGCTAACTTGTTTTCGGGGAGTGTGGGGGGGTC 
TTTGGTATTGGTGTTCCATTTCTCTTCTCAGGTACCCTCTCCCAAGTCTGTCCCTTCTTTATGATAAACACAGTGGCCTGCTTTAGAATTCTGG 
GTCTCTTGAGATACAGCCTCTCAACTTACAGGTGAGGAAGCCTCAGGGAGAGGTTCAAGTGACGTCACAAGGTCTGGTTAGAGAAAAGCCTTTG 
CCAGAGTTCAGAGTTTTCAAACCAAGGTCTAATTTGGGTGGGCGCAGTGGCTCACACCTGTAATCACAGCACTTTAGGAGGCTGATGTGGGAGG 
ATCACTTGAGGCCGAGAGTTCAAGACCAGACTGGGCAACATAGCGAGATCCTGTCTCTAAAATGTATATCTGGGTGTGGTGGCATATGTCTGTA 
GTTCCAGGTACTCAAGGGGCTGAGGCAGGAAGATCGCTTAAGCCCAGGAGTTCCAGGCTGCCGCGAGCTATGATGGCACCACTGCACTCCTGCC 
TGGGTGACAGAGCAAGACCCTGTCTCTAAAGAAAAAAAAATTGAACTCATCCCCTTTTAAATCCATAAACGCACAACTGAGGTTGTTGGATGGG 
GAATTTAAGAAATCCCACCTCCTCCTCCCTGGGACCTGGCCCTGTTTCCCGTCTCATGGCCACCTGCAGGGTGGCTGAAGTTTCCAGAATGCGT 
ACTTCTTGTGAAGGTTCTGATTGATATTTTGCTTTCTGGACCAGTGTGGCTCTACCATATTTTGGGATGTTATGTCTTGTTACTGCTGATTGTT 
TCAAACTCGTTTGCCCAAAGAGGTCACATTTTAATCAGAAGAACAAAAATGCTATTTTTTTTTTTTTTTGGGTGGGCGTCTATCCAGCTGTCTT 
GGGGATTTCCAGCACTGTTCTTGGAAATGTTGGCTCTAAGTCGATAGGTCATGCTAGTTCTCTCTCTCTTTCTCTGTGCTGTTGGGGAAGCTGT 
CTGCTTGGGTGAGAGTGTTCTTCCAAAGGATGTCTTTGGGTGCCCTGGGATGGTTAGGTCCCTAGAGTGGGACATGTTCTGGAAGAGGAGCCCA 
GTGAACTTTGCCCTGTTCGGTAGCTGCAGTTTATTTCCTCACTCTTGTCCCTATCTTTCAGTTGGTCGTAGGAGTTGCCCAGGAAGGAAGTTTG 
GATAATAATAATGACATCTGGCATGTAAGGTCCAGGCCCTGTCTCAGTTGCTTTCCGTGTAGCATCTGAATTCTCTTACAACCAGTACAGGTAG 
TGTTTTGTTAGCTGCATCTGGGACTGGGTAGCTGATGCCCTGAGTTTAAATGCTGATCCAGCGTCTCCCAGCTGAGCGGTGGCGGGACTTGAAT 
GAGATCGCGGTTCTGTCTCATTCTCAAACTGCTGCTCTTATCACTGTGAAGGAACAGCTATTTAGATGGGCTGGCCTGAGGGCCTCCTCTTTCC 
CAGACGGCACGGACGCAGTATTCTATCAGGGAATGTGGGGCCAGCTGGGCATCTGGTAGCCCAGTTGGTTCTTCGGATAATGGGCTGCTCAGTG 
AAGGAACCTGGTGCTGTAAAAGTGATTCCCCCTCTCCTTCCAGTCTTGGGCTAAAACTGGAGCTGTTCACTGTGGTTGTATCTGCCTGAAAGGA 
AAGGGCAGATGAAAGCTGGAAGGAGCACAGCCAGCACAGTGGGAGGGGCCTGCAGGGGGCTGCTGGTGGCTGCAGGTGGCTGCAGGTTTCCCAC 
GGAGCTTTCAGTTTGCACTCAGGGCTGTGAGGTCATGGAGGCCAGCATTGCCTTCTCATGGCAGGTGTCCCGGAGTCCCTGAATCTGTGGGTTT 

GCGTGTATTTCTGTCTTTCCAAGGATGTGTGACCGGAATGGTGGTCGGCGGCTTCGACAGTGGCTGATCGAGCAGATTGACAGTAGCATGTATC 
CAGGACTGATTTGGGAGAATGAGGAGAAGAGCATGTTCCGGATCCCTTGGAAACACGCTGGCAAGCAAGATTATAATCAGGAAGTGGATGCCTC 
CATTTTTAAGGTAAAGAGCCCAGCTCCCTTCCCCACTGTGGGCACAGTGTCTCCTTTCCCTCATGGACTAGTGGAGATGTTGAGTGACATCTTT 
CTCATTTACTTAAAAATTAATCCAGTTTTTTAAAAGCAAACATTGGTTCAGGAGTGCTGAATGTGTCTCAGACATGTACATGAGCTGATTTCAC 
ATCTCTTGAATTACGGAGTCACTTTTGTGGTCGCTTGTATTCTGATGAGGAGATCGAAGGCTCTTTTCTTCTCTTTTCTGCTGCTTCCTTTTCC 
TGATGAGCCAAGTGGGAGAAAATACTTCGAGACCTTCACGCTAAGACCTTTCCCCACGGGCTTCCATTAGAGGCGATGCATATACCAGGGAAGG 
TTTCAGTCCTTGTTCTTTCAAAGCTGATACTTCTGCCTGGCATTGTAGGGCCAGCTCAGGAGGGTGAGATGCCATCTGTCATTCCTTTGGGGGC 
TGGGCCGTGTGGGGGGTTGTGAACCTGCAGCAGATGTCTAAAAATAGTCTCACCTCCCTTGAGAGTAATCGGTTCCCCATGCGTGGAGAGACGT 
GATGGAGGGTTTGTTCTGTGCCAGGCCTGGCCCACGGCTTGTTTTCTGCTCACATGATCCTGTGTGGTAGATGCTGTTCCCACCCTCATTCTAT 
AG AGG CACTG AGAGG AG AAGTG ACTTGTTGAGGT CT CACAGCTCTTGT ATGACGG AGC C AGC ATT C AGATGCAAGATGG CCCAACTGTGAACCC 
TTGGTCCTAACTCCAGAATAGCTGATCAACAGAGATTTCTTGCCATTACACCTAGATTCAGACAGAGGAACCAGGAATTAGGGCAGCCCAGCTC 
TGCAGACCAGCTGGGCTATCGAATCCCTTGTGGGTCATCAGAGTCCTGTGTGGGCATCTCTAAGGCTCCAGATGTCCAGGTTTCACCTCTGGGA 
GATTCGGAGCCCAAGGTCAAGGTCAAGCTAGACTTCCACGTTTGCCAGTGTGGACACTACACGTAGTCTGAGTCCTAGCCCAGGTTATAAGCCA 
TTGCCATGTGTGCTTATTCTCTTGCATTTGGGGGCCAGAGATGGGGAGGGGAGAGTGAGTGTGGGAGAGGGGTGAAAGGGGCTGAGTTGTTGGG 
GGCCAGAATCAGACCTGAGACCACAAACAAGGTGTGGAGGGGGTCAAGGCTGTAGGAGCCCATGACAGTGCTGGACTCCCAGCCACAGATGACT 
GTCCCCTGACACCAGAGAACAAAAATGACAAAAGATCACACCTTAACCCCAGAGTGGACCATAAATAGGTCAAAGGTAGCTTAAGATGCATTTT 
GGTCCTGCACGTCTCTGCCTGACCGATGTTTGCAGTGGGGCTGTGCGTTTCAGTAATTCTGTTAAATCTGCAATTTGAGGTTGCTGATCTTCTT 
GAGAATCTGATGCCCATTACTGACCACGCCAAGGAATATGGGGACAAGGGAACGCTTTGCACTCACTTTCGAGGGGTCCCTTGGTGCCCCCACA 
CGTTCCAGATTCTTTCTGATCAAGGACCCCAGGTCAGGGAGCCTCAGCACCAAGAAGTTTTGTGATGCCACTGCCTGCCTCCTCACCCTTAGTG 
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AAGGACTGC^AATGTAAACAGTGCCAGAGTCCCATTCAGTCGGTTGGGAACTCTGCATTATAGATAACCCCAAAAGCCGGAATTTCTCTGCCTC 
GCCACTGTTGATGTCTGGGTCTGGGCAATTCTTTGTTGTAAGGGTTCCCTATGCCTTGTGGGATGTTTAGTGGCATCTCTGACCTCTACCCACC 

agatgccagtAgcatcccctcccctactgtcacaatcaaaaatgtcttggacattgccaaatatctcctggtggggcagagtcttcccctcccc 
attaagaaccctgataagagctggccactgccaggatcaacagacttaaccagaggtgttgggtgctgaaggcacagttgcaggttggacatca 
gtaaaacatctttaagacatggcagagggtgctggactaggctgtgtagccctgacatgtggcatgctgacggagacgaagcttctcccttcac 
cccattccctacttcaacttgtgctcggggggtaatgaaataaagccccagatttatacatcttatgcaatgttcttcatggccgtttcaacag 
tgttgagaaaaatgtgcaagattgccaatgtttccgttggttacgcagtcgcctgatgtggcaatctgaaatgagtctaccatctcagcaggaa 
tggggccaggagggagacgcgggtgcccactggagcagggagggcatcgggagggccaccagtgccggtggagacatggcgccagcaagagccc 
atcatgtgcttccctgagctatgcttcttcccatccatcctctgagaggcctgtctctgtgaggttggccggatagatctttggctgttggatg 
aagtcaacctcggtcaggtagagccatcttagggattttccggttatgtagacacttgtttctttcaactgttcaaagaaaacctttcaacaat 
t tag g agtt aag aaagaaat tt atg ag tttggtttcttccg t aat aagt g gat g g t aaaagg g g c c acttat a c c ag aaaat c c c t cat tgt c t 
gcaggcatcatcctgaggccggcctcatggtatagatcacagaagagaaattgaaaaaacattgagctcattttgtaccgaccctgagtacact 

GATGAGGCCCTGATAGCAACTCATTTAATTTTTAAAAAGTACTTTACCTTCTTGACATGACGACAAGGGGGGAAAATCTAGTTAAGTGAGGATT 
ATG ATTCATGGTT ATT C C AGGCAT CGT AAC AGTCCTG AATG AGTTAAAG CT C ACTTAGT AGCACAG ATATTT CTC ATTCAGCAGG CCTTGAAGG 
G AAAAATAGC ATTT AATTAAAAAAATG CAAC ATGAAACAATC ATATT AAATTAGG AAG ACCTCCTGGTCTTAGTTCAGTG CTGT C AG C CTGAGT 
TGTGCGTCAACAGGAGAAATAAGTTATGGTGGAGGCTGAATGAGCCATAGTGACTGTTGCTGGCGGCAGGGGTGGGGGGGCCCTGAAATCACTC 
TCATGTCTAGTTTTTGCTCTAGCTCAAGAAGGATCTCGAGAGATCATCAAGCTAAGTTGACCTTTTAATGCTGGCCAGAGAGGCTGGGAGAGGG 
CCAGGTGCCTGCTGTGTCACAGAGTTCAGGGCAGGCGGCAAGCCAGGTACCCGATGGTGGCCCTGGATGCTTCCTGGCCGTGGGCCCTGCTGTG 
ATGGATGATGTGGCCTGGACTTGCTCGTGGGGTGAGTGTGAGCTTGGCGTGAACGAGTGAGTATGGCAGTGCCTTGCAGGCACCGCGGTTGCGT 
ATGTGTACCAGCGGATCACAACGTTGCCATGAAATCTGTGCATTTCAAGGCCCGTTTGGGATGTGGGTTAACTCAGTGGTTCTCAGGTGGGGGA 
GGTATCATGATTTACCCTCCAGGGAATACTTGGCCATGTTTGGAGACCTTTTTTGGTTGTCACAGCTAGGGGAGGGGTGCTATTGGCATCTGGT 
GGGTCAAGGCTAGGGATGCCGCTGAATATTCTACAATCCACAGGACCACCCCGCCACAAAGAAGGGTCCCAGCTGATATGTCAGGCTTGCCACG 
GTGGGGAAACCCTGATTTAAAGTAATAAAAATTTGAAACTACAGTTGATTTAGTACATGGTTTGCTGGTTTATTTCTTTAAAAATAAACAACAG 
CAACAAAACCCAAATTAATGCCCGGTCAGTGATGCAGTCAATGAAGAGAGCATTAAAGACCGTGTGCTTTAAGAAATAGTTTTAGAGGGGAGTT 
TTACATCAATGTCACATGAGGAAACTACCACTTATGCTCACTAATGGGAATGTTCTTCCAGTCTCTTTACCCCAGGTAGAGGTGCAACATTTTG 
CATCAACAAAGTAGGCAGCATTGGCCTTGAACAGTAAGCATTCTTGTCTTTTTTGAGAGGAAAAACAGTCTGGGCTATTTTAAAGGAGCTGTGA 
CTCATGGGGGCATGATGGAGTTTCTGGAAGTGTGGTCTCCTGGGTAGCTAAATCCAAATCCCTGGAATACTGGCTAAAGACAGCTACCTGGGCC 
GGGCGCGGTGGCTCACGCCTGTAAGCCCAGCACTTTGGGAGGCCGAGGCAGGCGGATCACGAGGTCAAGAGATCAAGACCATCCTGGCCAACAT 
GGTGAAACCTCGTCTGTACTAAAAATACAAAAATTAGCTGGGTATGGTGGTGCACACCTGTAGTCCCAGCTACTTGGGAGGCTGAGGTAGGAGG 
ATT CGCTTG AAC CTGGTAGGTGG AGGTTG CAGTGAG CCAG ATTGCGCCACTGCATTC C AGACTGGTGACAGAGTGAGACTC CGT CTC AAAAAAA 
TAAAAAAACTAAAATAAATAAAAATAAAAAATAAAAAAAGACAGCTACCGAGACCCAACCTCCCTTCCCCAGTGAGAATCTTGAGGGGCAAGGC 
CCAGGAATCTGCATTTTCACAAGCTTCCCAGGGGCAGGGGGTTGGTATATGCATTAAGCCTGAGAACACTTGCTGTGGTGGGGAAACTGTTGGG 
TTGGAAGTGGGTACAGCTGGCATTTAATCCCAGACTGGGTGGCCTTGGGAAAGTTACTTACCTCTTGGAATTGCATTTTCCTGAAGTGGGTACA 
GCTGGCATTTAATCCCAGACTGGGTGGCCTTGGGAAAGTTACTTACCTCTTGGAATTGCATTTTCCTGAAGTGGGTACAGCTGGCATTTAATCC 
CAGACTGGGTGACCTTGCGAAAGTTACTTACCTCTTGGAATTGCATTTTCCTGAATGGGATCGGGATGTCCCTACAGATCTCCTATCATTTTAG 
GCTGGAGGACACTGTCTGATTTTTCCTGAAACCGAAGATAATTCTCATCTGACTGTGGTTACCTCCTAGTTGGTGTGTCTGTATTCCAATTTTG 
CAAGCTTAAAATCTGTCCATTCACCTGTCTTATTTTTTTAAAATCTGTACTGCCCCATTCTACATTATGACTTTAAGATTTCAGCTTTGAATTT 
CTGGTCCTAGTTCAGATCCTAAGGTTTGGAAAAGTCAGAAAACAGATCTATTAAAAAAAACACACACACATTAAAGGGAAAGTACTTCATTACA 
TTTTAAACAGCACCTGGGGGGAAAAGTCTAGAATAAATGCAAAAATGCAAAACAAAATTTCTATTAAAAGTAACAGGGCGATGGATGACCATTT 
TGACTTTTTGCAAATGTTCCCTTTTCATGCTAAATTTTAGGGGTTGATCTGAAAAAGCAACAACTTGTTCTTTGTTTTGAACGCTCTGGTGAAA 
CCATATGCAACTTCCTCTTTGTGCTGTGTAAACCTCAGGTGTCTCCAGCTCTTCAGCCAGGCAAGGGCTTGGCTAAAAGGTGCACTCCAGGGTT 
GGAGGAGCCTTCAGCCTGGGTTCGACTTCTGACTCAGCTGTATGAACCTGGGGGACCCCCTCCCTGGCTTGGGTCTTTCCACATCTGGTCCCCA 
GATGTGAAAAGACTCAAGACATCTGATTGGAGTCTCTTTGGGTCCTGAAATTGAATGAGAGTTGATGGCCAACAAAGATTCATGGGAAGGGAAG 
GATGTGTGGGGTCCTGGTCATGGTGACGGATATTTGTGATTGGAGTCGGCCATGAATTTAATGTGCTTCTGTTTCTTTCTTCAGGCCTGGGCAG 
TTTTTAAAGGGAAGTTTAAAGAAGGGGACAAAGCTGAACCAGCCACTTGGAAGACGAGGTTACGCTGTGCTTTGAATAAGAGCCCAGATTTTGA 
GGAAGTGACGGACCGGTCCCAACTGGACATTTCCGAGCCATACAAAGTTTACCGAATTGTTCCTGAGGAAGAGCAAAAATGTAACTATCCTTTA 
TGGGCATGAAACCTTCCAGAAGCTGCCCTGGCCTGTAGCCTTCACCACAGAACTTGGGTCTGGGGTAGACACAGGGTCTGGGGCACATAGTTTC 
AGTTAAACAAAGCAGTTCTCTCCTTCGTGTAAGCAGAAATTGAGATCTCTTTCCAGTGACCTCAGAGGGAAGGGCGGAGGAGATTGGGTGCTGC 
CCAACCTGTGCCCCACTTGCTGCCTGACCACAGACATTTGTAGGGCCTCCCTGGACAGGAACAAGCATCCTCCAGCAGTTTCTGATGAGGAATC 
CTTTCATTTTCCAGCAGCTTGCAGAGGAGGCCAGGGGAAAATATGGTGACCACAGAAGGCCTGGATCATGAGGGTTGGGAGTAAAGCTCTCAGA 
TGAAGTTGTCAAAGATGGCACCATGGCCTTCGTTGTTGGAGATGGGATATGCCTCAGTGTGTTACTAGATCCTGATTGTTATTTGGGAACTCCG 
GGATGTGATCATTCCTGAGGTTTCTTCCAGCTCTCAAATCCCAAGAAAGCATTTGTGACAGATTAAAGCAGGACAGCAAAAACATGCCGCACCC 
TGGTCCTACATCACTAAAATAAATCCCAAAGTACTGAGCTGGGATCTGGCCTCAGAAGGCTTCTCAAAGCCCTGTGCTGTGCCGCTGCCATGAA 
TTGTAGCTGATTTATGAGATAAAACCTAATTACCAGCGCTGGTTTAGAACATGCTTTTAACACATTGATTTTCTTAGCCACTTGATGAGGCTTT 
TAGAATAACCCACTCTGGCTTTCTCCTTCTAAGCTTCTGAGTAGTCCACGAATGCCTGTAAGAAACAGAAACCCCCAAAACTTCTTGGGGCTGT 
GCAGAAGTTTGAAGTTTGCACTCTTCCCGCTGTGGGGGTGTTGACTTAGAATTTTTTAAGAAGTTAAAATGGTGATTCAAACAAATCTATAGTG 
AATCTGTGTCAGAGAGTTGTGTAATCGTCATGAAGGAGGCAGCATGATGGTAAAGATGGTGGACAGAGAATCCGAGGTGCTGGTGAATGTGGCC 
CATGAACGAGAAAGCTGAGCCAAAGCCGATGCCCGACCCGGACAGTACAATTGCGGTTTGGGGCGTTTGTAGCCTAATCGTCTGCAATTAGCAC 
CTAACTCTACTGAGCGTGAACCCTAGTCAATACTAAATAGTAAGGCCAACAAACTGACCTTCCCTTGGAGAATCGGGTGCCCTTTAGGAGGAAA 
CCTCTATATAATAGTCTGGGGTGACCCTGAAAGGCTAAGCAGTCATCTTTTTGCCTCATTTCCCAGTTTTGGACAATTTTTTTTATCACCAAAA 
AGTAAAGTGTGATTTGAAGGAATAGAGAAGTTTCTTTTGGCCCCTACTGCCACCCCCAAGATCAGTCAGGCTTGAACCGGCAGGTGACCCCAAC 
TTGTTTATAG C ATGGGGTG CAGCC AGCAT C ACCTGCTAGTG ATGTTAAAG AAG C AG C AGGAGGTT CT CAGGGGTG AAGCAATGTAGCATTTGC A 
TAATTGCCTACAGGGGCCCACTCGCCTCTAACCTCAGTGGTTTGCAGGCTCCATGGTGGGCGCCCCACCTGCTCCCTACTTCCCCATCAGTAGC 
TTCTCAGTGAATTCTTTAATCTATCGAAATGGAATCAAAATTCAGCCGGGAGGAAACAGTGGGTAAATTCTGTAGGTCACTGGGAATAATGAAT 
TTTTGTAAGTGTTGGTTGTGATACGTCTCACACTGATAAACTTCATAAGGTAAGTTGTCGACTGAGGAAGCGGCATGAGAAGGGAAAGAGCAGA 
GGCTGGCCCAGCGTGCCCCTGTGGACACTGTGCACCTTTAGGCGGTTTGTGATTACGGCTGGTGCCCACTGGGCATCAGTGAGGGTGCTGCGGT 
GTGTGTGTGTGCATGGGTGTGTGCACTGATGCACATGTGTATATTTGGAAAGGCCAAAAAGAGATTTCCTGCCAACTGGCAATACAAAAAAGAC 
CC CAAC CTGCC AAC ACGTTTTGCCAGGAAATCGGTGAGTGTTTTCAAATGCCCTGGCTTATAAATGTAACCTTCTTAAGTTAGCAAATGCTTGC 
TGTAAAGTATATCTGATACAGACTCATTTTGGATCTCAGAAAATAGAAGAAAGAGACCAAAGTGCTGTCTTTATCCTTTAAAAGTGTTAGCAGA 
AACAACCACCACCACCACCACCACCAACTTCTCTCTTTTGACTTTGCTGATCAGATGACTGAAGCATGGGAAAAAAATTCTGTGCCTTTCCCAA 
ACCAATGAAGACACTCACTAACTTAACGTTTCCTTAAACTCAGCATTTACAGAGTAGATTATGGCTTCAGCAAAGGCTGTGATGCCTCCGTGCC 
ATGTGTCATGGTGTTTGTCTGGTTTTCTGTAGGCAAACTAGGCGTGGCAACTGCTGGCTGCGTGAATGAAGTTACAGAGATGGAGTGCGGTCGC 
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TCTGAAATCGACGAGCTGATCAAGGAGGTAAGCAGAGGCAGCATTTCAGGGGTCTGGCCCTGCCAGGAGGAGTCTCATGTCTTCTGGCAGGGAG 
GGGCACCGTTCTTGCTGTATGAAGGCAGCCAGACCCTCGGGCTCGCTGAGGAAGTGGCATCTCCACCTGTACAGATCTGGAACGGAAGGACTGG 
CTGGGCGCCCCCTCCCCAGGCCAGCTTCTGCCGACAGGTCAACCCCTCACGCCAGATCCCTCCTTCATCCCTAGGGCTGGGCCTGAGCTGCCGG 
TTATGTGTCAGTGAAGTTCCTTCCAGCTCCAAACTGTTCGAACACTTTGGACAGCAGTCTTTTAAATGGCATCGTGAATTCCCTTGCCTTCCTA 
GCAGGCTACAGAGAACAAAATGTAAACTTTCCTTGCTGCCTGCGCTTGTCATGATGGCGGGTGTTGTTGTACCAGCTCTCATGGCTATTTGATT 
GCTT CCTTTTTAATGTGCAGTTTTTATTCCTTAACGG ATTGGAAAG CTGGATAACCAAGCATGTT CAC ATTG CACATAAATT CGTAAC AGG CTA 
CAAGGGAGAGCATAATCGGGGCCTCCTTAGGCAAGAATACATGGCTTTTGTATACCCATTTCAGCTATTGGGATGCCCTTTTCTTCTGTGTTTG 
GCCTCTTAACTATGCTTTTCATGGGTATTACAAGGTGGACATTTGCATGACTAAACCTCGTGCAGCCTTTGCAAAAGGTTGTGTGTGAGTACTG 
CATAAATTCTTCTTCTTAATAACATAGCAATAATGGAATCCTTAAGAGTAGCTTGGCTGTCAGAGAATGAAGATAACAGAATGTAACCTACCCG 
AACGGCCTTGCTCTTCTGCACAGGCAGCTGCCAAGTGTCTGGGTGGTCTTTGGCAGCCGACTGAGTGAATTCTTGGCTTCGTGGCCCTCCACCA 
ATGTCCTGTTTTCTGTAGAAGGCTTTTCTGCTGACTCAGCTGAGAGAGTGAGATAATCGGATTGCCACACCGGGGTCACAAGAAAAGCAATTTC 
AAAACATTTCATAATTGGATTTATCAGCCTCCTTTAAGGAATGGGCCAGAGACTGAACATCTGCATGTGGCTCGTTGAGCGAGATTCTTGAAAG 
CATGGCAGCCTTTGGCCAGCATCACTGTTCAGTGGTGTCTCAGAGCTTGTCTGCGTGTCCAGGGCGTTGAGGGCAATTGGATAACCTGGAACAC 
TGGGTCTGCAACAGGCAGGTCGTGGAAAGGGCCAGGAAACTTATTAGTGGCCCCCAAAGAGCCTAGTAATTTGGCCACATGGTTTGAATGCTAA 
GCCTGGTAGATTTAAGGCCTAGGGCCTTTCAGGTTGCAAAGTGAAACTTGACTTTTGTCTCCTGAGATAAAGGTGACAATATGGTTTTACTTAC 
ACATGAACTGTTCATTTTTACAAACACTGGAGCCCCAGGTGGGAGATCAGTGACTGAGCTGCGCTCCTCTCCCTCCCCTGACTGTGCAGCCTTC 
TGTGGACGATTACATGGGGATGATCAAAAGGAGCCCTTCCCCGCCGGAGGCCTGTCGGAGTCAGCTCCTTCCAGACTGGTGGGCGCAGCAGCCC 
AGCACAGGTGAGGGTGGGTGGCCTAGAATTGTCACCAGGCATGGCCTGAAGGGTTTACGGCATTCCACCAGCCAGGGACGGAGTGGGGGTGGTT 
GTTGCTATCATGATCCATGTCTCATTAAAGGTAGCTCAGCCCTGAGAGGTGAAGAACGATGGCCCTGGTTTCCCAACATGAGGGCAGAGCCCAG 
CTGTGCCTTTGGCCCTGCTCTCCGCTGCTTCTCAGGAGGGCACAAGCTGCTTGTTCCCTAGGTGATGTCCATGCCAGCTCTCCCCACGCTCCTG 
GGAAAGTCCAGGGAAGAGGGTCTAGTGAACTTGTGTAAGGCCAGAGGGAAGATGCAGCTCTTGGCCACGCTGGCGCCCCCTCCCTGGGTACTCC 
CTTAGGTCGGCCAGTCTGTTACGACATTAAGGACCCCCTCAGAACCAAAGAGAGCCCAGGGCATTTGGAGGAGAGGAGAACTCAGACCAGGAAC 
AGGAAGTTTGTTCAGAGCCCTAGATTTGAATCCCACGCTGGGAAGTTACAGATCTTGAGCCTCAGTTTATTCATCCGTAAAACAGAGAAACCAG 
GACTTGCGCCATGGGGTCACGAGGGTTAAGTGAGGCATTCATCCTTTGATTCTCTTTTGATGAGCCACTCAGAACCCGCAGCTGCTTGAAATGC 
CCCCGCCCCCGCCAGGCCCAGGCTTCTGCAGCCCGTGAATGTGTTTGCTTCCTCCCTCGGCGTGTTCCCCCTAGCCCTACATCCCCTGTGGGAG 
TCTGGGAGGTGGCAGCTGGCCCCGGAGGCCTTGAAGGTTGCCAGGCCTTGGGTGTCGAGTAAGAGGTCCCTGGAAAGGCACCTCTGTCTGTGCT 
GCAGGAACACCATCCGGAAAGCTAGCTTGCACCCCCAGGCTCTGCCCCAGAGATAAGCCCTGGGTGGTGGGTATGCAGTCCAGTGGTATTCTGG 
GGGCAAGTGCTTGAGGTGGGAAGGAAATGTGGCCCCACAGTGTCACATTGACACATGGTCAGAAATCCCACAGCATAGAGGAAGTCCCCCCGAC 
TTGCCACTCTGGTTTTCTGCATTTGTGAAACAATGGCTCTCTGCTCTGGTGGGGAAAAGCACTGAATTCAGCGGAAGCCTGTGCTCCCTGGAGC 
CTCTGGCACGCCATGTGCAGCCTTTTAAGGGACTTTTGGAGAAGGAGCGATTGGGGTTACTCCCTGTACACCACACCTGGGTGGCTCTGAGCTT 
GCTTTTCTGTTTCTCCTGCAGGCGTGCCGCTGGTGACGGGGTACACCACCTACGACGCGCACCATTCAGGTACGGGGTGGTCCGGGCTGAGAGG 
GGCGTGGGCACTGTTTGAAGACAAAGCCCAGATAACCCAAGCAGGGTTGCGGGGTTTCGAGGATGAGCAGGACCTGGTGTGGAAGTCTAGGCCT 
GGTTCCAAGGATGAGCAGGACCTGGTGTGGAAGTCTAGGCTCCGTTCCGAGGATGAGCAGGACCTGGTGTGGAAGTCTAGGCCTGGTTCTGAGG 
ATGAGCAGGACCTGGTGTGGAAGTCGAGGCTCCGTTCCGAGGATGAGCAGGACCTCGTGTGGAAGTCTAGGCCCGGTTCTGAGGATGAGCAGGA 
CCTGGTGTGGAAGTCGAGGCCCCAATTTCTCCTCCTCACCATTTGGTCAGGAGCTGGCGAGTGGCCTCTTTTGAGGCCACTTTTCTTGGACTGG 
ACCAGCAAGTAGACAGAGTACTCTTTGAGGCTGTAACTGTGCAGGAGAGACAGTGAGGGACAGGCCAGCGTCTGTCCCAGCGCTGCCTGTCTTT 
TGGGGCTGCAGGTGGAGTGATGGAGCCTCTCAGAGCCTCATCTCAGGCTCCCCTGGCCACCACCTCTAGGTGGATGCAGCTGTTCCCATTTCGC 
GGGCTCAGGTGGTCACGTACTTGTGTGCTCCAGACTGGGGGCCTCCCCGCGGTGGGCAGAGGTGGCCTTTGTGTGTAGTCTCAGCGGCTAAGGA 
CCCTGGCTGCACTTCTGCCAGCTGCCCCTGGAAGTGACGCTCAGGCGTGGTGACGGCATCTTCTGAACAAGGAAGCTGGGGCATGTTCCAGCAT 

GATAGAAGCGTGCTGGCTGAGGACTGCATGGGACAGTTTTGTGGGTAGCAGAGGTCGGTGCTCACCCAGGCAGGAAAACTGTCGAGATGGCAAT 
GCCCTGTCCATGAAGCTCTTGTCTATTTCCTGGCAGCCCTTTGAGCTGGGGGGTTGTTTTCACTCCGGCTTCACAGATGAGGAGACTGAGGCTG 
GGAGGTTCAGGATCTCATCCAGGTCGCGCAGGCCTCTGGCTGGAGCCTGTTCTTGAGGCCTCCTTGTGCCCGGCAGCCGCCATGCTCACAGGGT 
CTCAGTTCTGGGAGGCCTGGGTCATGAGGCTAAGCGTCCGGGCTCGCCAGCCACTGGGCTATGGCCTGGGAGTCTGCTGACCAGTGCTTTCCGG 
GGGCTGTGGAGTAGCGAGGCACAGAACTGAGCCATCTCGGTGAGATGCAGAGGCACAATTTGGGGAGAGCATGTCCTTGAATTAGTCCAGCAGG 
GTCATAGCCACTGCCTCATGCACAGAACATCCTTCTAGAAGCTGTGAGCTTTGGTACCTCTGTCCAGCCCCGCCCCCACCTCTATGTAAATCCA 
TGGTTCAGTTTCCTTACCTGGAAAATGGGTATAATAATAATCTACCTTACAGGGTTAAATGTGCTGGTAGGTCCCAAGCCCTGGGCACAGCACC 
TGATATGAGCTGTGTAGACCATAGTCTGTGGTTTATAACTTCAGGAGTCTTGTCTGTGTAGATAAGCATTTGTCCTGTTACCCAGTTTCTTTAA 
CTGGTGCTTACCTGTGCCGAGCACAAATACAAGCTCCGATAATCCTCACAGCAGCCCAGTGAGGTGGATGCTGTTTTTATCTGTACTTTGCTGA 
TGAAAAGCTGAGGCACAGAGTGGGGAAGCGGCTTGCCCCAGGTCATCCAGCTGGGCAGCAGCTGGGCTGGGACCGCACGTCAGGCAGGTGGGCT 
GCAGGGTCTGTGCTGCGGGTGTCTTTGTTGCTGCCTCTGTGGTCAGGCCGTTCCCCAGCAAGGCTGTTCTTGTGGGTGAGTGGCTCTATAAGGG 
CAGGGCTGGGTCGCAGCAGGCCCTTACTGTTGCAGAAGGCTCACCTGCCTCACCTTGGCAGCCCTTGGTGAGCTGCTTCTCACCTGTCAGGTAC 
AAGCCTGACAGCTGGAACCTTCTCTTAGGATAAGACGTTCTGGGGTGTGTGGTCACTAAGACACTCCTGCTTAGGGGTCTCTGAAGCACTTAGC 
TGTTCCGGGTGAAGCTGCCAGTTCACATGACTGAGAGGTGCTGGTACCAAGATAAGGCCCCGGAAATGACAGGGCAAAGGGCCAAAGGGGTGAC 
GGAGTTGCCTGAAGCGTTTGATTCATTTGGAACAAAGTTCGAAAGTTGCTTCAGGGTAAAGGGAGGGGAGTGTGTGGAGTCCGCAGGCAGTGCA 
GAAGTTGCAGACTTGGCGTGGGGGGAAGATGATGAGTGAGGAAGAGCGAGACCAGCGGGGAAGATGGTGAGCAGGGAAGAGCGAGACCAGTGCT 
GCCATTTCCTTCTGGGTGACCCTATCTAGGATTCAGTTTCCTGAAGTGTCAAATCAATGAGGTGGACCAGAGCTTCTGCAGCTCTAGCTTCCTA 
CCCTGCATGATTCTAGAACCTGCGTAACTCCAGCATGGCTGGAAATGGAGCCCGTGAATGGTGGGTTGTCAAATAATAAGGCAGGGAGCAGAGC 
CCAATGGGAGGGTCCAAGGAGTTCTGAGTGCCCAGCAGTGTCAGCAGGGAATGCAGATGGACTCAGGGCCTCCCCAGATGTGGTCAGCCTTGCA 
CAACTCTAGGGGGCGCCGTGGAGTTAGGCACCTCACAACTTGTGTGGCTCCACAAGGCAGCCTCGAACCGGTCTGGGGTACTTAGAAGGAGGTG 
CAAAGTCACTAAGCTCATTGCTAGCGTATGTAATTCTTTTGGTTTAAGGCAATTAAAATGCAGATAGCTCCCTGCATTTACATGTTATCTGCAT 
TCCTACCTTAGATTAGTGTTTTCCAAACTTTGGTCACTTGAGGTGCAGTGTCACAATTGGTTTTCACAGCCTGGACTGTTACTAACATCATGTT 
TTTCCTCAAATCTTAATCTTAAAATAAAACTTAAGTTTATTTTAAATGAGAACCCACTATCATTGGCTGTAAAGGAAGACCTGTGGCACCTGGT 
ATAAGTAGGTAATACTGTCTGGCTAGAATTGATTAAGATTGTATTTGTCTTTCATTGAATTTGTGTTGACCTGTGACAATGCCCTGAATTTGGA 
GCCCTAAGTTCAGTGCCATTATTCAAAAGGGAGGTTGACAGGTGTTAGGTGTTAGAGAGCTATCAGCACCAAACTGAGGCTTGCTTTTTGAGGT 
AATCAGAGGTTGGAAGAATATTGAAGATGGAATAATCTTGTGATTACATGTATCACCCCTCCCCCATTATTCTGTGTGTGCCACTTTTGGGGAA 
CCCCTGCTTTAGTTTGAGTGTTTTTCAGACTCTTTCCTGAGAACAGATTTGGATGAAGGGTTTTGCAGAGATTCTTAATCTGAAATCCAGGAAA 
TACCAAGGGCGCTGTGAATTTGTTGAGAAAAAGATTATGTCTTTATTTTCTTTAACTTCAGGTTTAAATTGAGCATTTCCTTTTGTTATGAATG 
TAGGCAGCAGACCGCAGTGCCCTTGGCAGTGCGTATGAGACGGAGTATTGTCATAAGAAATGAGTTGTCGAAACATCGTTTGCCCTCAGCTTGA 
CGTGTAAATTACAACAGTTACCAGACCTTCTCTAGACCTTGTATTTAAAGAGTCAGTGAAGAAGTACAGAGAACACTGTTGTAGTTAATATGTT 
CAGTCATTGGTTTCCTTAGTCATTCTGTGTATTTATTCATGCATATAAAAACATTACTTCTACAAGCAGTACATGGATTTCCCCAGAATATCAA 
AGTGGTTCAAGACACACAAAGAGTTACCCGTGTAGGTGTGAGACAGACTGTGCACTTGGGCAGGAGGGACCCTGTATGTCTCCCCGCAGCACCG 
TCATCGTGTCCCTCTTGTCCACAGCATTCTCCCAGATGGTGATCAGCTTCTACTATGGGGGCAAGCTGGTGGGCCAGGCCACCACCACCTGCCC 
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CGAGGGCTGCCGCCTGTCCCTGAGCCAGCCTGGGCTGCCCGGCACCAAGCTGTATGGGCCCGAGGGCCTGGAGCTGGTGCGGTTCCCGCCGGCC 
GACGCCATCCCCAGCGAGCGACAGAGGCAGGTGACGCGGAAGCTGTTCGGGCACCTGGAGCGCGGGGTGCTGCTGCACAGCAGCCGGCAGGGCG 
TGTTCGTCAAGCGGCTGTGCCAGGGCCGCGTGTTCTGCAGCGGCAACGCCGTGGTGTGCAAAGGCAGGCCCAACAAGCTGGAGCGTGATGAGGT 
GGTCCAGGTCTTCGACACCAGCCAGTTCTTCCGAGGTCTGTACCGTCGTCACCTTGCTGCCCCCACATCTTAGAGATCACGCCTCCTATCTGTG 
TGCCATTTGCAGCTCAGGGTGGCCCTGTGGTCTCATGGAGGGATGTGGAGGAGGAGTGAGGGGCATGGTGTGGCAAGGAGGTGCTCCTTTGAAT 
GGCACTCTGCCCTCTCCACTGAGCGATCCTGGGGTGCTTCTCTGTGCCTCAACTTCCCCATGTGTACAGTGGGGGTGCAGAATCAGTACCCTCA 
TCAGGTGATTGTCGGGAGGGTAAAGGAACTTAACCTCATGTACCTTGGAGTATGTTCCAAGGATGGTCCCTGAGCGCTGGCTAGAGACACAGAG 
TCTGAGGCCCTGCTCCAGCCACAAGATCCGAAGCTGCATCTTAGCAAGGTCCCTGGGGATCTGTGTACAGGTTTTGAGACACGCTGACTTTCCG 
CACACTAAGTGCTCAGGATGGCAGCTGCACACACTAAGTGCTGCCTGTTAGCTTTCGTTACGCTGTAGGGAGGATGTGTAGGATACCAGCCTGG 
GTGTCTCCTGGAGGGTTAGGATGGCGTCTCCCTTCTGGACGTCCCCATGCTCTCTGCTCCTCTCCCTGTAGCAGCACAGCCCGAGATAGTGTCA 
GGTCTCAGCTGCCACTGGCCTGAGAACTGCCAGAGGAGGGGCCTGGAAGGGCGGGTGCAGGGGTATGTGTGAGCTCAGGGGCATAAGCCCTGAG 
GAATCCCCCTAGTGAGGAGGTGTGAGGCCGCGGTTATCACCCCTGAGCAGGCAGAGCGGCACAGAAGTGCGTCCTGCAATGTACATTCCCGGGC 
CTACCTCACATCCTCTGATTCCATGGGTCTGAGGCGGGGCCCAAGATTCTACATTTCTAATGAGCTCCCAGGGAAGGCGACTGCTGCCGGTCCA 
CCGGCCCACTTTGAGACCCTTTCAGTTGGCTGTCAGAGATTCGGGTGAGGGCTGCAGCCCTCCCTGGGTGTCCTCAGGTCGGGGTTGCCAACTC 
AGTTGCCTCCAAGGGCCAGGCAGGTAAGAGCAATGCACGAATTGAGAGATAAGAGAGAGCACTGGGCAGCTGTGCCCATGGAGAGGCGTTCAAA 
CGAGGCATTAAAATCCCGGCAACAACCTGGAATGGCCAAACGAACAGCTCCTTGCTTGGAATTTGGCCCAAGGGCCACCAGTTTGAGATCCCAT 
GGTGCCCTGGGCTAAATGCTACAAGCCCTGGGCCTCCTGATCCCCCAGCCCTGCTGCTGCGGGAGTTGGAGGTCATCTCGGCCTTGGTTGCAAA 
CACCCTCTGCCTGTGTCATTCCAGAGCTGCAGCAGTTCTATAACAGCCAGGGCCGGCTTCCTGACGGCAGGGTGGTGCTGTGCTTTGGGGAAGA 
GTTTCCGGATATGGCCCCCTTGCGCTCCAAACTCATTCTCGTGCAGGTAAGTATGGGCAGCTTTTTTTTTTTTTTTTTTTTTTTTGAGATGGAG 
TCTTGCTCTGTTGCCCAGGCTGGTGTGCAATGGCGTGACCTTGGCTCACTGCAACCTCCGCCTGCCGGGTTCAAGTGATTGTGCTGCCTCAGCC 

GGTCTTGATCTTGTGATCCTCCCAGCTTGGCCTCCCAAAGTACTGGGATTACAGGCGTGAGCCACCTCGCCCGGCAGTCTGGGCAGCTTTGAGC 
CCTGCATCCAGGTCTCCTGGCCCTGTGATGTAAGGATCAAGTTTTGGGCTGGAGAAGAGGACACAAGGACAAGTTTCCACCTGTGTAGGAGGCA 
GGCCTGGGCAAGACCTTCAATATGCGGGAAGCGGATTCTTGCCATCTCCGAGCCATCTTCTGGTGTCTGGGACGCGCACAGTCTGTGTGTGTGT 
GTTTTCTTTTTTCTTTTTTGGTTTTTAAATCTAAGCCTCTTCTCCAGAAAGATTCTACCTGTTCAGTTGCCCGAAGGTCTAAGTGACAGATTAG 
GGCATTGCCAGCCCTTATTTCATGTAGTCAAGGGAATGAATCTCTAATGGTGGGATCCTGGGTGCTGGCTGTCCCAGCTGGGACAGTACTGGGG 
AGTATGGAACAGTTTTGGCAGGAGTACTGGTTGCCCTTCCXTGGCATTCTGGCTCATTCACTTGGGACTCACGTGGCACTGGGGTCATCAGAGG 
ACCTGGCTAGGGTCAAAGACAGTGCCCACCCCCTTTGGAGCCTCCGCCTCTGCCTCTGACTTTCTGCACCTCCCATCTAGATTGAGCAGCTGTA 
TGTCCGGCAACTGGCAGAAGAGGCTGGGAAGAGCTGTGGAGCCGGCTCTGTGATGCAGGCCCCCGAGGAGCCGCCGCCAGACCAGGTCTTCCGG 
ATGTTTCCAGATATTTGTGCGTCACACCAGAGATCATTTTTCAGAGAAAACCAACAGATGAGCGTCTAAGTGCGTCGCTTGGGCGCCCCACCCC 
GTCTGCGTCCTGCATCCATCTCCCTGTTACAGTGGCCCGCATCATGATTAAAGAATGTGGATCCCTCTGTCTGGGGTGGGATGCCTTACTTTGC 
ACTTAATTTAATAAGGGCATTCTCGGAGGAGTAGACGTTTAATACGAAGTGGCGGCATAGCCCTGCCGAGATGTCGGTGATGGCCTGGATGCTG 
TAACCACAACCTGTGGCTAAAAATTTTATTTTCTATCCTTTACCCGTCATTATCATTAGTTGCTATGATTCTTTCTGCATTTTCGGTTAACTAT 
CATTTCCAAAGACTTGTCATTCAGTAATATTAGCAGATAGCTGCTTCGATAAAGGAATTTGGAGTTTAAAAATCAACTTGTGAAAACAAGGTTG 
TTTTTGTCTTTATCTTTTGTTAGAGTTATAGATTTATGATTTCATAGGCTTGATTCTATGTGAAATAO'CTTTTTACTTTTATGCATTTTAATAA 
GATTTAAAAATATTTAGATTAAAGCCCCCTTTAATGAGTACAAGAAAAACTCTTGGCTTGTTAGAAGAAAGTATATTCTTTCTAGAATTTGGTG 
CAGGAATATGTGTTCATATCCAGGCAAACGGGTGTGTTTTTATCTTCAGACAATGAAACCTTCTCCTCTGGGGCTTTGTTGCCAGGAAGATTAG 
AACTAAATTTATTTTTTTCATTTCTGTCATGAAATCATTCCAGATACCTCTTTTCTTCTTTCCAAATGGTTTTCACATGTGTTTGAAATATTTG 
TACTTTGAATTGTCGGATTTTCCATGTCCTCCTTTCTCCTTTGTGCCCAGCCTGAGTCAGCACCATCCCGCATTCAGAAGCTCCCAGTGAAAGG 
G CAG CCTTCATTTTGAG AAGGTGGAAGGTG TTAGGGTTTGGGAGACAGCTCATCCAATCTCC CAAGT CT CATGGTGGATTTGTGAGTGTGAG AG 
TTTCGGGTTTAAAATCTGAAAAGCCAGATATGCCTGTTTCCTTTTCCCAGCACCATGCCTGTGGAGGGGACAGTCAGACCCAGAGGTCCTTTAC 
GTGTGGATGGAGTTCACAGGCGAATAGAGGAGAGGACCAGGGGACGTGGCTTGTCCCTTTTGTCCAACAAAGCATTATATTTTTAAGAATGGCA 
GACCTGTTTGCTGAAGTGTTCATAAGATAAGAATAGGCTTGAATCTCCAATTCAAATGAATGTCAAAGGACATATCTTTAATATGCTGAATGAA 
TATTTATTTTTGTATCCATTAAAACAGTATATTGATCTCTTTTATTCTTTATTAAAATAAAATGCTCTTTTTTAAAGCTGCTGTGTACTGTATT 
TTTTTAGTCACTGTCAAATATGATGTAATTCTCACCAGATTCTAGGTTCTGTAAAGGGGGAGTTACTGCTGCAATGTGCAGTGTTAATTCAGTG 
CACTGGACTGAAACAATATCGCACTGGGATTTTAAGGATTTTTTTTTTTTTTTGAGACAAAGTCTTGCTCTGTCACCCAGGCTGAAGGGCAGTA 
GTACGATCTCGGCTCCCTGCAACTTCCACCTCCCAGGTTCAAGCGATTCTCGTGCTTCAGCCTCCCAAGTAGCTGGGATTACAGGCATACGCTA 
CCACATCTGGCTAATTTTTTTTTTAAAATTAGAGTTGTGATTTCACCATGTTGCCCAGGCTGGTATCGAACTTTTGGCCTCATGTGCTCTGCCC 
GAACCTCTCCCCCAGCCTCCCAAAGTGCTGGGTTTACAGGTGTGAGCCACCTCACCCAACTCCTGTTTTAAGGATTTTTCTTTTrCAACCTATC 
CCTTAAACAACAGCAAAAAGATACGGAGACTTAGACTGATCCTATGGAATGAAAACATTGGAGAATGTTTTTATTCCGAATGGGGGGCTGTTTG 
GGTTTCTGTGAGCTGACAGATGAGTGTGCGGAAGGGTGTGGAGGAAGTGGGGTCTTGTGCTGATTTCATCCTCCTGGATGCAGCTGGGGTGATT 
TGTACGAGGCGTGCCTGGTTGGGTCAGCCACACGTGGCTGGAGTGTGTGTCCTATTTACGCACATCTCGCTGTGCTAGGCCCTCAGGATACAGC 
AAGGACATGAGGGACCCAGGTTGGCAGTCACAGAGATGACTTCCAGCCTAGTAGGACATTCCCATCCATCAACACAACAAAACCCATCAATTCT 
GGGAGGTGCAGGGCTGGCCAACCCAGGTGGAGAGAAGTTCCCCAGCAAGCTTCATCCGCAAGGCCATGTCTGTTCTCTCCTCTGCCCTCATACG 
AGCCCAGTGAGACTGGGCCTGTTCTTCATTTCTAGCTTACAGATGAGGAAACTGAGGCACAGGCTCATGCGTGGCTGACTGAGAGCCATCTATG 
TCCCAGGAGGACAGCTTCGCCTGAGAGGCTTCATGAGCAGATCTCGCTGCCATGCTTGAGCTGGTGGGCTTCCTAACACCCCACGCAAGAGGTC 
AGCAGCTGGGTGCGTCGCTCACTGTCTTAGGCATCTTTGCCATGAGTCACACTAATGTCCGCACGCTGCAAGTAGGAATTTTGTTTACAAGCAA 
GCTCTTCTCCATCCTGTGGATTCAAGGCCAAATGTGGAAAGTTGATATCGTCTGTTGTCTCCCCAGAGTTCAACGGTCTCGTGCAGACGGTCGA 
CAAATCCTTCCTACTCAACTTCTTGCAGCAAGCTCGGGGAGAGGCGGGAGAGGGGAGTGTTTTCATTTGCAGAGGAGGAAATTTGGGAACAGGA 
TGCTTGTTTAAGAAGTCGGGTTTCTAGAGAATGCTGTGAGGGCCCTGGATGTGAACTGACTTTTGAGATGCTGACCCCACACTGGCCAGTTAGC 
TCTGGGCCCTGGAGGGAAGCTGGTGGGGATGGGCTGACGGGACATCCTGAAAAACAAGCCATCTCCACTCTTGGTAGTTTAAAAATGTTTTAAG 
AAGTTAAGGTATTTCAACAATTCGTTTCTGAGTGATTGCCACTTAGTTCATTAACTTTTGCAAAATCCCACTTTGGGAGGCCAAGACAGGTGGG 
TCACTTGAGGTCTGGAGTTCGAAACCAGCCTGGCGAACATGATGAAGCTCTGTCTCTAGTAAAAACAAAAACAAAAACAAAACACAAAAATTAG 
GCAGGTGTGGTGGCAGGCACCTGTAATCCCAGCTACTTGGGAGGTTGAGACAAGAATCACTTGAAGCCAGTGGGGTGGAGGTTGCAGTGAGCCG 
AGATC AC AC C ACTGCACT C C AGCCTGGGTG ACAGAGTGAGACTCTGTCTCAGAAAAAATGTGCAAAAT C C ATCTGGG AC AC AACATTTTTGCTT 
GCCCTCGTAATGTCCAGAAGGCTGGAGATGATGACCCCTGGGTCCAAGCATCCTCAGGATCCGGTGGGTCCTAGAAATCCTGGGAAAATCTTCC 
TGAAAGGGCTTCACCGGGCAGCCACCCATGCCTGCCACAGGGACACTTTCTCTCCATAAAGAAGCAGCTGTGGGAATCAGGAAGAAATGACTCC 
TGTG C ATG ATT CAGACT CT C C ATAATAGAAAGTTTTGC AACCC AATG ACTCGG AAATGTTTAGAAATTCTAAAG AATAATCTATAATTAATGAC 
TGTAATTTTAACAACCCAGTGGGCTGAGAGTGGGGTGTGGCAGTTTCTCAGTGGAAAATCTGGCTGCTTTTACTACAAGTAGGAGGAGAATGAC 
AAATATCCTGGCCCCAGGGCACACCTGATCTCAGGCTTTCTGTTCAAGCACACCGTTCATTAATCTGTTAAAAGGCCTAGCTCATGGTAAGAAG 
CCCATTTAAACCAGCATTTCCCAAACTTATTTGACTTGACGTTTTGCCTTGCAGCGTGTCTGTGGATGAGAGGTGCCCACAAGCGTTCAGTCTT 
TTATCACAATCCGACTGGAACATCTTAGGAGTTGAGAAGAGTGTGTACATTATTTCTTTCCTATTTTCTTTGGGCTACCTTTCAGTCTGGATGG 
AGTCTGCCAGGGATGGGGATGGCTTCAGTCTCCTCTTTATATGTAACTAACTATTCCTAAACTTAGTGGTATAAAAAACGCTTTATTTTGTGGG 
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TCAAAATTTAGACAGGGTACAGTGGTGTTGGCTTTTCTCTGCTCTGCAATGTCTGGAATGTTAGCTGGGAACAGCTGAGAGTGACTTGAAGTCC 
TGCAGATAGAACCACCTGGAAGCTTTTTCATTCACATGTCTGGTGCTTGGGCTGGAAGGAGGTGAGGCTGGGCACAGTTGGGATACCGATGAGA 
ATATTGACTTTGGCCTCTCTATGGAGTTTGGGCTTCCTCACAATATGGCAGCGTCAGGGCAGTCCCGTGGACACAGGGGAAGCTGAATGGCTGT 
TTGTGACCCAGCCATCACTCAACTGGACAAACAAGCCCTCCTAGGTTCAAGAGGAATGGACAGAAACACCACCTCTTGAGGAAGAAGTGTCCAG 
GAATTTGCAGCCATGCTTTCAACCTGCCACGGGAGCCCCGAAGGCTCTCCTTTGCTGCAATCCCACCTGCGTTTTATCCCCCTGACCTCTCCTT 
GGGCATCCTGATTCCTTTCTGACCCTATTCCTTGAGTCCCAGGCAGATGGGCCTTTTCCTCACTTTGTCTTGGGAGTATGGCAGTGGACTCTGC 
CTACTTCATAATGGAGCCTTTTTCTTGTCCATTTTGATGACCTCTCAGAGCAGGGCTCTGACACGTTACTGGGTTACAAAGACCCCTCCCTGCC 
AGGGCCAGCGTGCAGCACAGGGTGCTTTTGAGTTCCGGTGAACGGGGTGCTCTGGCTGGAGCCTAGTGCGAAGTTTCCCCTTCTCCGCCCATTC 
CTCATCCCTCAGGGCACACAGGTCACCTTTCCTCGCCTTCTCGTCCCCACCTCTAAGGCTTGGCCAAAGTTTCTTCATAAAAGCAAGAAAGATA 
ACGAAAGAGCCCCCCATGGGTTATGGTTTTTGTGGGGCCAGGAATGCCCAGTTTGAACCTCCAGTTCCGCCACCTGTAGCCGAGTGAAAGAGGC 
TGGGTTATTCAGACACCCCAAGCCTCAGTTTCCCCACTTGTTGTGAGGCTTGAGTGTGCTAACACATCAAGGCAACCCAGAACAGCGCTTGGCA 
GAGACTCGCAGTTTATCACTGTGAACTGTCGTTATTGGAAAGTGGGTGGAGTCGGGTTTGGATTCCCCCAGGAGCAGAGACAGAAACAAAAGGA 
TTCAAGGTAAGCGGCCTGTATGGGAGGTGATCTCAGAAGTGCTGGGAGGGGAAGGGGACCTGTGGCTTTAATGGTGACCCTGTGCTACTGGAGG 
CCTGGGATCTCTGAGGAATGCTGAGGCCCAAGCCCTGCAGAGCCAGCCCCGGGTTGTTAATTACTTGGCACTTTCCTCTTGCCTTATGTGCAGG 
GGTGGGCTCAGGCGACTGAAGTCTCAGACACTGCTGCAGGTGCTGGCAGGGGGAGTCACAGCTGCATAAACTGGAATGGGGCAGGTGGGGTGGG 
GCGGGTAAGGGGTTGTGTTTGCTTCGGAGAGGGTTTGTCAGCACTTTGAAGGAAAATTTGTGTAGTGGCCGGAACCACAGATGACCCAGGGTTT 
GTGTTCCAGCCCAGGGATCATTAGCTGTGTGCGTCACTTAAACTTTCTGTTCCTCAGTTTCTTCATCTGTAAAAAAGGGGCAATAATGTTACCT 
ATTGGGAGG ATTAAATGACTTAATAAGTATG AGGGGCTTAGAACAGTG C CTGG CACG CAGTAC ATACTAAGAAAGTGG ATTTG CAC ATATCATT 
AATGCCTCCCTCCCTTTCTTTCTTTCTTGTTTATTTATTATTAAATAGTTATAAGTATAAATAATTACAATAATTTATGTCAACGAACTATAGT 
GTCAACAATAACTATAGGTAATTATTTAATAATTAGTAATTATAAAATAATTGATACTAAATTAACTATAGAATTATATAGTGCCAGAGTTGTT 
TGGCTATCTTTAATTATACATGTAGTTATTTAATTTCACAAATAGTTATATGAATTATGGAAGTGAAGGTAGGATGGTATAACTATACAATTAT 
TAGAT AACTTAT C AT AGTGGT ATACATATTT ATCATGCAGTT ATTAAAT AATTAC AATGG AATGACTTATTCG CTCTCTGCGTTTGTG CAAGGG 
CAAGGATGGCCACGTCCCAGCTCTATCCAGCCCCTGGGCCAGTGCCTGGGGTTCGGTGGCGCTCAGTTCACGGTTGCAGAGCGAGCGGCGGTGA 
GTGGATGCGGTGGGGTCGGGCTGTGGTGGTAAAGGTGGCCGTGAACAGGAGGGGCCACTAGAGCACACAGACGTGAATGACATGGGGCTCCAGG 
AGGGGCAGGAAGAGCTACAGAAACAGCATCCCCAAAGCTGCCTGGCAGGGAAGAGGTGCTGCAGAAATGGGACTTCCCTTCCCATCCTCTTCTG 
CTGATAAACAACTGAAAACATAAGAGCGAGATCTTGGGGCTTCTGTGAGGTTAAATGAACGAACAAAAGTCTTACAGCGGAAATCACTGAGAAT 
CTCCCCTCCCCTGTCTTCCAAGGAGAACATGATTGTGAGCCTGCTCCTCCCTTCCTGGGGGGGTTGCTTCCTGCTGGGGAGAGGCTAAGTTGAA 
CTCTAGGATCAAGAAAGGGAAGGAGGCAGAGAAAGGTGAGAAAGGTGAGAAAGATGAGAAGGTGCTCGCATGGAGCGTGCGGGCAGTACCAGGC 
TGGCCCGAAGGAGGTGGGGATGAGGGGGAAAGGCTGTTTACAGATGTGGTGGCTTCTCCGTGTGCATTCACCTCCTGGGTCTCAACTCGTGCAG 
ATGGAGGGTCTGAGTTAATCTGAGGTTACATTTGTTTGCTCAGCTATGCTTTTTCAAGAGGCCATTCCTCTGAGACTGAGGCCCATGGCTCCTG 
GCTTTACATGAGTTACACGCATCTTCTTCTCCTTTTTTCTAAATAGTAAGGGGCAGAGAGAGTTAGAAATAAAAAGGAAAGCTGAAAACAAAAA 
CCTCTCAGAAGAGACTCTGGCTGTTTTTTGTTTTTTTTTAATTTTTAAGTTTTTATTAATGCTCATCTTCCCTGAAGAGCGCTGGCTGTTTTCT 
TGACCAGCTTCTGGAGAGAAAAATCACAGTGCATTTGAGTAGCTCCAGATGTGATCTCCCCATTCAGCATTTCCCTTCCTGTAGCATCTGCCGA 
GCCTTCCTTCTGGCTTCTCTGCTCTCCGTGCCTGAAAGGAGACATTGAGCAATCCAGGCCAGTTCGAAATCCTGAGCCCAGAAATAAAGTGACT 
GTTGCTTTTGCGTCCTTGCACGTTTGCCCCGGCTCTCAGCAGAGGCAGAAGGTGATGTTTGGAGGAAGCAGATGGCCCGGTCTACTGTACATTT 
CAGAACATTTCAACTGCAAGGCTGGCTGGGGCTATTGCATCACTGAGCCCGATAGGGGTGCAGGGGAGAGGCAGGGATCCCTGTGGGTGGAACT 
GCTGGGTGGCAGGACGGGGTGGGGGAGCTGAGGGTGGTGTTTGGAGAGGAGGGGGAGAAGGGGGAGACAGTTTGGGGAACGTGCCTGAATTCCT 
ACCCAGGTCCAGTGTGGGTTGATGCAAATGGTGCACACGGGCTGAGAGGTCAGCTAGATCTGGGTTCCGATCCCGACTCCTTACTGATGAGTTG 
TGTCCTTGGAAAATGACTTCTTCTCTTTGAATTTCAGTGTCCTTGACTATATACATGATGGATTCTTCCCACATCGCATGGATGTTGTGGGGAT 
TCATTGTGCTGACCTCCTGGGGTGTTGGTGAGGATTAAATGAAATCATGATTTCGTTTGACATGCTTGGACAAGAGCCCCACACACTAGAAACC 
CTGGGTGTGTGTTAGCTGTTGGGAAGATTCTCCTGACCGTGATGATGGGAGAACTCGGCATAGCCCTGCGGGAGGAGTGTTGGTTCTCAACAAC 
TGCGGCTGTTTGGGGGTTGTTGGCTTGTACTCCCTCTTTGTAGAGGGTCCTCGCTCCTGGCTCAGGGCTGCTCCCAGGTGCACTTTCGGTGGCA 
AGGCATTCAATTGTACACGCTGACTCAGGCGTGGTGAAAGCCAGCTGGCCCTCTGGACCCTGGCCTTGGTGCTCAGCCCTATTGGTTGTCCCCG 
CTGCCCGGGATTGGTTGGCGCACGGGGAGGGGCTCTCTGCCTAAGGATGGTCTCCCCAGCTCAGTGACAGAGGGATGCTTAAGCCACGCCACCA 
CCTTCGTTCAACTGCCAGCATACCTGAGTGTTTGAGTCAGCCTCTCTCCCTGTGGGCCAGTGACATGGGCAGCAATGTGGGAGGCTGCCCAGTG 
GGTGGGGAGTCGATCAGACGGAGCGAAGAGATTTCTCGAAGGCCCTCTTCACCAGCGTAGCTTACGACAGTGCTGGAGCGCCTACCTGAGCAGA 
CCACGCTCTAAGCTTGTTTTGCTGAACACCTTCCTATTGTCCCAGAATCCACGTGCTCTCCCAGGAAGACTGATCTCTTCCAGGGACCATAAGC 
AGCTTCCCCAACAGGTGCCCCAGCGGGAGACCAGAGGGAGGGAGGAGACAGGTCAGAGTGCCTACTCCCGTTTTCTCCCTGAGTCAACGTTGTT 
CCTCCTGAGGCACCGGCCCCCATACCGCCCTCCTCCTGGGCTCCAGCAGCCATGCTCTCTCCTGGCCCCCCTGGTCCCCTGCCTTTAGTGACAG 

GACAGAATTCAGCGAGTGCAGCAGAGGCCGTGCGGCCCCCCAGGCCGAAAATATTCAGTATCTGCCTCTTTCCAGCTTTCCAGAGAAAGTCTGT 
GACCTCTGTGTGAGACCCACCCACACCCATGAGATTAGTCGCTTTGCAAATCCCTTCCTTGAATTAACCTGTGTTGAGTGTGCCAATGGCTGTC 
TGGGACCTACCCGGCACGCATTCTATTATCCTGACGTCCTCTTAGCCTGGCAACATTCTCGTTCTCTCCATTTTGCAGATGGGAAAGCGGAGGC 
ACAGGGAGGCTAAATAACTTTGATGAGATTAGGCACACAATCAGTAGGGGGAGGTCAGTTCCAGAGTCAAAGGCAGGTGCCACCAGCACCCCAT 
GGCACTTCCTGTCCTGAGCTGCTCTTACTCGCTCTCGGGACGGTCATGCCAAGGAAGTCCCCTGTCCACAGCCGGGACGCCCTGGGTGGTGCTC 
GTGGCGGCAGGGCCAGTACTCGAATCAGTGTCCCTACTTTGCTTCTGTGCCCGGGTCCCCCTTGATTGACACACGACCTGTCATCTATTCTGGT 
CTCTGAAGGGCCTTTGTGCGCCTCTTCTGTGCTGCACGAGGCGCTGATTTTTACGGCCTGTCCTTTGCAGAGGAAGCTTCTCTCATGAATTTCT 
CAATTTTTGTGGCAAGGAGGGTGCCCAAAGCCTGGACATGTCAGGAACACTCCTGTCTTTTCCAAACCTCTCCACGCATCGCCACCAGGAAGCG 
GGGCAGCAGGCTGAAGCTGGGACCCTCACTCTGCCCCTTAGAATGTGAGCAAGGGAAAGTCCCAGAGCAGATCCCAGGGCACTACCGGGCCCTT 
CCCTCATCTGTAAAGGAGCTC CTTCCTCGC AGGG C C AGAGGAGG CAGCGTGTGGT AAGTGTTG AG CAGGTGT AATT ATACATTTAATTACTGCC 
CTCACTAAGGAAAGTGTGCAGCTGTGTCCACCGGTGGGTGGTTCTCAACCAGGGGTGGTTTGGCCTTTGGGACATCTGGCCATGTCTGGAGACA 
TTTTTGGTTGGCATGATGGAAAGCAGGTGCTACTGGCATCTAGCGGGTCAAGGCCAGGGACGCCGCTCGACACCCCATAGTGTAAAGGTTGGCC 
TTCACCTGCCCAGCTAGAAGGATGCAACGCCGAATGTCAGAGGCGCTGGGTTAGAGGAAGGCCGGAGTGGCCGTCTGTCTTTGTGGAGGGAGGG 
GCTGTGTCTGTCTCGCTCACTGTCACATGTCCAACACGTAGTGCGGGTTTCACAAATGGTTCTTGACACATGGGCGTGTGCTGGCTGCCCACCG 
GAGCTGGTCAACACGGTTCCCACTTCTAAGGCAGGCAGTGACCTGTGGTGGACCTGACACGGGGTTTAGGGGCTCAGAGGATGGGGACGAGGGC 
TCCATAGAGTGGGGGGGGTCAGCTCGTCCCTGAT 

HUMAN SEQUENCE - mRNA 

ATGGATGGGGGAACCGGGCGGCGAGACGGCGGCAGGACGGCGGCAGGATGTGTGACCGGAATGGTGGTCGGCGGCTTCGACAGTGGCTGATCGA 
G C AG ATTGAC AGTAGCATGTAT C CAGGACTG ATTTGGGAGAATGAGG AGAAGAGC ATGTTC CGG ATCC CTTGG AAAC ACG CTGG CAAG C AAGAT 
TATAATCAGGAAGTGGATGCCTCCATTTTTAAGGCCTGGGCAGTTTTTAAAGGGAAGTTTAAAGAAGGGGACAAAGCTGAACCAGCCACTTGGA 
AGACGAGGTTACGCTGTGCTTTGAATAAGAGCCCAGATTTTGAGGAAGTGACGGACCGGTCCCAACTGGACATTTCCGAGCCATACAAAGTTTA 
CCGAATTGTTCCTGAGGAAGAGCAAAAATGCAAACTAGGCGTGGCAACTGCTGGCTGCGTGAATGAAGTTACAGAGATGGAGTGCGGTCGCTCT 



306 



WO 03/039484 



PCT/US02/36071 



SAG RES DISCOVERY 02-16 



GAAATCGACGAGCTGATCAAGGAGCCTTCTGTGGACGATTACATGGGGATGATCAAAAGGAGCCCTTCCCCGCCGGAGGCCTGTCGGAGTCAGC 
TCCTTCCAGAGTGGTGGGCGCAGCAGCGCAGCACAGGCGTGCCGCTGGTGACGGGGTACACCACCTACGACGCGCACCATTCAGCATTCTCCCA 
GATGGTGATCAGCTTCTACTATGGGGGCAAGCTGGTGGGCCAGGCCACCACCACCTGCCCCGAGGGCTGCCGCCTGTCCCTGAGCCAGCCTGGG 
CTGCCCGGCACCAAGCTGTATGGGCCCGAGGGCCTGGAGCTGGTGCGCTTGCCGCCGGCCGACGCCATCCCCAGCGAGCGACAGAGGCAGGTGA 
CGCGGAAGCTGTTCGGGCACCTGGAGGGCGGGGTGCTGCTGCACAGCAGCCGGCAGGGCGTGTTCGTCAAGCGGCTGTGCCAGGGCCGCGTGTT 
CTGCAGCGGCAACGCCGTGGTGTGCAAAGGCAGGCCCAACAAGCTGGAGCGTGATGAGGTGGTCCAGGTCTTCGACACCAGCCAGTTCTTCCGA 
GAGCTGCAGCAGTTCTATAACAGCCAGGGCCGGCTTGCTGACGGCAGGGTGGTGCTGTGCTTTGGGGAAGAGTTTCCGGATATGGCCCCCTTGC 
GCTCCAAACTCATTCTCGTGCAGATTGAGCAGCTGTATGTCCGGCAACTGGCAGAAGAGGCTGGGAAGAGCTGTGGAGCCGGCTCTGTGATGGA 
GGCCCCCGAGGAGCCGCCGCCAGACCAGGTGTTCCGGATGTTTCCAGATATTTGTGCCTCACACCAGAGATCATTTTTCAGAGAAAACCAACAG 
ATCACCGTCTAAGTGCGTCGCTTGGGCGCCCCACCCCGTCTGCGTCCTGCATCCATCTCCCTGTTACAGTGGCCCGCATGATGATTAAAGAATG 
TGGATCCCTCTGTCTGGGGTGGGATGCCTTACTTTGCACTTAATTTAATAAGGGCATTCTCGGAGGAGTAGACGTTTAATACGAAGTGGCGCAT 
AGCCCTGCCGAGATGTCGGTGATGGCCTGATGCG 

HUMAN SEQUENCE - CODING 

ATGTGTGACCGGAATGGTGGTCGGCGGCTTCGACAGTGGCTGATCGAGCAGATTGACAGTAGCATGTATCCAGGACTGATTTGGGAGAATGAGG 
AGAAG AG CATGTT C CGG AT CC CTTGGAAACACGCTGGCAAGCAAG ATT ATAATCAGG AAGTGGATG CCT C C ATTTTT AAGGCCTGGGCAGTTTT 
TAAAGGGAAGTTTAAAGAAGGGGACAAAGCTGAACCAGCCACTTGGAAGACGAGGTTACGCTGTGCTTTGAATAAGAGCCCAGATTTTGAGGAA 
GTGACGGACCGGTCCCAACTGGACATTTCCGAGCCATACAAAGTTTACCGAATTGTTCCTGAGGAAGAGCAAAAATGCAAACTAGGCGTGGCAA 
CTGCTGGCTGCGTGAATGAAGTTACAGAGATGGAGTGCGGTCGCTCTGAAATCGACGAGCTGATCAAGGAGCCTTCTGTGGACGATTACATGGG 
GATGATCAAAAGGAGCCCTTCCCCGCCGGAGGCCTGTCGGAGTCAGCTCCTTCCAGACTGGTGGGCGCAGCAGCCCAGCACAGGCGTGCCGCTG 
GTGACGGGGTACACCACCTACGACGCGCACCATTCAGCATTCTCCCAGATGGTGATCAGCTTCTACTATGGGGGCAAGCTGGTGGGCCAGGCCA 
CCACCACCTGCCCCGAGGGCTGCCGCCTGTCCCTGAGCCAGCCTGGGCTGCCCGGCACCAAGCTGTATGGGCCCGAGGGCCTGGAGCTGGTGCG 
CTTCCCGCCGGCCGACGCCATCCCCAGCGAGCGACAGAGGCAGGTGACGCGGAAGCTGTTCGGGCACCTGGAGCGCGGGGTGCTGCTGCACAGC 
AGCCGGCAGGGCGTGTTCGTCAAGCGGCTGTGCCAGGGCCGCGTGTTCTGCAGCGGCAACGCCGTGGTGTGCAAAGGCAGGCCCAACAAGCTGG 
AGCGTGATGAGGTGGTCCAGGTCTTCGACACCAGCCAGTTCTTCCGAGAGCTGCAGCAGTTCTATAACAGCCAGGGCCGGCTTCCTGACGGCAG 
GGTGGTGCTGTGCTTTGGGGAAGAGTTTCCGGATATGGCCCCCTTGCGCTCCAAACTCATTCTCGTGCAGATTGAGCAGCTGTATGTCCGGCAA 
CTGGCAGAAGAGGCTGGGAAGAGCTGTGGAGCCGGCTCTGTGATGCAGGCCCCCGAGGAGCCGCCGCCAGACCAGGTCTTCCGGATGTTTCCAG 
ATATTTGTGCCTCACAC CAGAGATCATTTTT C AGAGAAAACCAACAGATC ACCGTCTAA 
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TABLE 17 



MOUSE NOMENCLATURE 
ICSGNM Brail 
Celera 

HUMAN NOMENCLATURE 
HGNC BMI1 
Celera hCG23091 

MOUSE SEQUENCE - GENOMIC* 

TAAACCAACCTCGTATTAAAAAAAAAAAAAAAAGAAAAGAAAGAAAGAAAAAGAAAAGGAGAAAGTTAAACTTTATACAGGATTTGTCTT 

GTTATGAGTCGCTAAAGAAGTAATTCATTTATACTAAAGATCTTGCCATTCCTAACCGTACTTTAGATGAGTATCTCGTATTTATTTACGAAGA 

CTCTATTGAGTAATTAAAGCCACGGACGTAGTGAGTTTAGGAGCACAGAATTTATATGACAGAGTGCTTTCGAAAGGTATTTATTCGCAGTAGC 

ATATAAAATTTTTTAATAATCCTGTCAAATATGTTCATGAATAATTTATTAATCTCCCAATTGTTAACTACCGGGCGTGCACACACCCGCCTGT 

GTCCTGCACATCACGCAGAAATCTACTGCCATGTTCCTGAAGTGACAAAGACAAGGTAAAACTGGTATATTTAAGATGTCCTCAGCCTCACAAA 

AGGGCAGCGCTGCGGGTCAGGCTGGCGAGTTAACACACGCACTCAGTCTCCCGTTGTCCCGAAGCCCAGCTTCTGGCCACACTCGCGGCGGCGG 

GGTTCCCGCGCCTCCCTGCACCAGGCCCAGTGGGGACAGAGCTGGTGCGGTCCCAGGTGAGCGCCAAGCGGGACCAATGGGCGTCCGCGCTGGC 

CGCGGCCGAGGCCAGCGCCTCCCAGACCGTGCGAGAGGCCGGCGCGTCCCGCCCGAGGCCCGCAGGGCGGCTGAGACGAGAGGCCCAGCCGCCG 

CCCGAGCTTCACCCGAACCCTCCCGAACNNNNNNNNN^ 

NNNNNNNNNNNISINNNNNNNNN^ 

NNNNNNNNNNIJNNNNNNNNN^ 

NNNNNNNNNNNNNNNN^ 

NNNNNNNNNNNNNNNNNNNNNN^ 

NNNNNNNNNNNNNNNNNNNNNNNNNNNNN^ 

NNNNNNNNNNNNNNNNNNNNNNNNNNm 

TTAATGGGATTTTGATATTTCTGTTGTGCATGCTAATGTATGCCCTCCTATCAAGCTTCTTTGATGTATTTATGTTCATGGAGTCAATTGCTCT 

AAAATGTCTTTTGAAAGTTGTTCATTTTGAAATTTACTGTGTAAACTACCTTCAGTTTCTCCTTTGCTTTCAGTCCATCCAGCAACCACTGCCC 

CCCCTTTCTTTGAGGTATTTAAAAAAAAAATACTAAGACGAAATAAAAGAAGGTAATTGAAAAGAGAGTGACAGCAGATTATTGATGTATTCTC 

TTTATTGTTTTGCAGTTAACCTTGTTCATCTCATCCATTTACAATTGAATTTTTGTTATATTTTCTAAAGAGGAAGTTTTACCAAAACCAAATA 

TTC CTCTTAGGAAC AGGGGC CTAAAGG ATTTGTAAT C ATTAGC AATTAATTTATTTTAGATC AC CCATACTTGAAAC AGAT CG AC CCAGTGGTT 

TTAAAGCATTGTCATGCAGCAGCTGCAACTTGCATCCTGGAGGCAGGAAAGCACCAAGTTGACAAGTCTACTCTAAGGTACAGACTTTATCTAA 

TGCCCGCTTACTTTGAAGTGGTATCTTTGTCATTGTAATTTCAGTTTTTAAAGATAGAGACTAAACCTTGCTTTATTTCCCCCCCCTCCTGCCC 

CCTTCAGCACTTATTTAGAAGACTGTAAATTTGACCGAGAGCGAATAGAACTGTTTTGCACCGAGTATCAGGTTACTTACTTTAAACTTTTAAA 

TTAACAATTAGTACCCACCCCCTTTTTTCCTGCTGTTTGCAAAACTGTGTTTTCTTTCTCCTTCCCCAGAACAATAAGAATTCTCTAGAAACCC 

TACTGGGAAGGTAGGTACTGTGTTAGGTGTCAAGCTGCGGAGCTTTTCCCTTGTGGGTAAGGAATGGAGTGTGCTGATGGGAAACAAAACTGAG 

CC AAAAAAATTGGGATCCTG ACCCAAAATAAAGGGC C AAAGGGCAAGTGG AAT AATTG AAGTTAAGCTAATGTTTTTTT CAAGATAGAG CCTGA 

CATAATCTTAGTAGGTGTGCTTTCACTCTTTTGAACTTGAAGATGAGGTTCAACAGTCTTTAAGTTCAGAGTGGAATGAAACGAGTTAAGAAGA 

GAAAGACACCATTGAGAAAATCCTGAAAGTTTTTCTGTAGATACTACAAAATTATCATTGTCTTTCAGTATAGGCAGATCTCTCCCTCATATAA 

CTGATGTTTCTTGGCGCTTGGAGTACCAGATAAAGGTAAAGATAACAAGCTTTTCTGTAGAGGGAGTTAGAGGAACTTTTTTTTAAAAAGGTTA 

GAGTTAAAGACTGATGTTTTGTGTTGTTTTAGACCAACCAACTTCATAAGATGTACCGACCTGGATATTTGGTGACCTTAAATGTAGAGGTATG 

TATAGATCCTTGTCTAAAAATTATGTGTAATAAAAATTTTCATTTCCTTTATATAAACAAACATTTTTTTCTTCCATAGAACAATGATTCCCAA 

TCCTACCCAGAGATTAATTTTAGTTGCAACATGGAACAGTTACAGGTACAGTATTAGGACCTTTAAATGTTTCTTTCAGTGGGCATTTGAGAAC 

TGTTATGGAGACTTTATAATATTCCCAGCATCAGGTAATGAAGGTTGGTTTAGGTTTTAATGGCAAAGAGAGAATGGAAAGCAGAAATTTAACA 

TAGATTTCACTTTTAAAAGTAACATAGTAACATCCCCAGTAGCCTGCATTTACTGGTGCCCCTAATTGAAAAATAACTTTAAAGTTTGAGTTCA 

GCACACTTTCTTTCATTCCATCATGCATCTGACTCATAAAACTGAGCAAAAGTAAGAGATTGGAGAATGCCTTTCACAAATTAAACTTCCAAAG 

TTTTAAGCAGGAGTTTTAAATTACCCTATAAAGGGAAAGTTCACACAAGTTCTTAAAACTGTTAATATTTTCAGTGTAAAACTGAAGAAATTAA 

AGTCTTCGTTGATTGATGGATATGCTAACGAATTTCTTACCAATTAAATAAAATGAAGATCATTCCTGAAAATTTGAATGAAATTAAATGTTCC 

AAAGACATCTGTAGTCACTTTAGAGTAAATATTAGCGAAACTTTAAACAGAAAATGTGTGTGAATCATAACCTTCCTTAGAGAAGTTGAGAGAT 

AATTTAGATATTCTC AGCCTG CAAAAATTCTGTTAG AAATTC CCTTTTAACT AGAACTTGAATACCTG ATTGGAGGAC CAGATCC AGCAG AAGA 

AGCGCTTCTTTTCCAAAGGGCTTTGCGAGCTGTTGAGCTCCCGTGGACTCCTTAGGTGTTCTTCCTTCCGACTGTGTTCTTGCAGCTGCTTCAG 

AGTTGCTGCTTCCTCACTTGTATGCCCAAGTTGTGACATGATTGTACATCTTTTAGGACTTGGTGGGGAAACTTAAGGATGCTTCAAAAAGCCT 

GGAAAGAGCAACTCAGTTGTAATTTGGGGAGGCTGATGACCCCAGGAGCCTAGAGGAAAACCAGACGCGCCTTGTCTCCTGCTGGACCATCGTT 

CGCGCGAGCTGGATGTCATTTTCAGTGGAAAAAGAGCTAGCACCCTTTTGAAGTGATGCCAACCATCAATTTTGACACTTTTTTTACACATGTG 

AAATGGTTAAGAGGGAGACTCTTAAGCATCTGGATTTTCAGTATTACTCTTGCGTTCCTTCTATCTTGAGCGTCTTCAAGCCCTATTAAAGTAT 

CGTACCCTGAATAAATACGGTGGTATTCCCACAAGAAGGGCGGCATTCTGTTTGGAGTTTGTGTGTGACTTTGACGACTGAGTGTGCCAAGCAC 

ATCTGCCCTGCGTGGGCTCGGACGCCTGCCTTGCCCCAGGTTAAGTGTTTNNNNN^ 

NNNNNNNNNNNNNNNNNNNNNNNNN^ 

NNNNNNNNNNNNNNNNNNNNN^ 

NNNNNNNNNNNNNNNNNNNNNNNNN^ 

NNNNNNNNNNNNNNNNNNNN^ 

NNNNNNNNNNNNNNNNNNNNNNNNN^ 

NNNNNNNNNNNNNNNNNNNNNNNN^ 

NNNNNNNNNNNNNNNNNNNNNNNNNNNN^ 

NNNNNNNNNNNNNNNNNNNNNNNNN^ 

NNNNNNNNNNNNNNNNNNNNNNNNNN^ 

NNNNNNNNNNNNNNNNNNNNNNNNNN^ 

NNNNNNNNNNNNNNNNNNNNNNNN^ 

NNNNNNNNNNNNNNNNNNN^ 

NNNNNNNNNNNNNNNNNNNNNNNNN^ 

NNNNNNNNNNNNNNNNNNNNN^ 
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AGAGGTAGACTTTGCTGAAA.CGGGGACGGGATCCCGAGATCGGGCGCTGCCTGGGTCCAGTGGCTTCCCTCCTCTCCCGAAGAAAGGGCTCTGG 
AGGTCTTTGAACCTCCAGGGAACGCCCCCATTTTATAGGGATGGGTACTGTGGGGAACAGCGATCCCGACGAGGTGGGTGTTAGGCTGGGGGGA 
GCCCCGACAAAAATGTTATTAACTTAAGTTGGAGGGACACTTGTGTGAAATTGGATGGCTGGTAAGATGGCGGTTCCCAGTTGTTTCCAAGGTC 
TTGTGCATTTGTGTTGGAAAGGGTAAAGTTTTCAAGGTGGTATTTGTTGGGAGTCGAGGACAGGGGTTCCATACGTACTTGGGGCGAGCTCTCA 
AGGAGGTGGGCATTTAAAATTTGAGCTTTGTTTTGGAGTGAAGCCGGTGACTGTACGTTAGCCTTGCTGAGCGCCCTTTCTCTCTCCACTCTCA 
CCCCTCCTTTTTTCTTCTTTTCTCTCGAAGACACTACAACTTTCCCCTTTGCTGTGGGATGAGCTGAGACTTAGGTCCATTGCATTTTATAGAT 
TTTGCTAAATGTCAGAATAGGTCATGAAGTAAGGGGATGGATGCTTCGGAGAAGGAGCACTAACGCGTTGATTGCTTATGTTTACGTAGTCATT 
TGGACTTGAC AGCGCTGGAGCATGATCGTTTCCCC AGAG CTTT AC AGTTAAT AATTGGAAATAAAC AAGGAG AG AG ACTTTGAT CATT CCCAAT 
TGCAATAAAAGGATTTAGTGGGCTTAGTGGTCACGGTTCAATATCTGAAAGAGAATTGAGCATTAACCCCTTCGCTTTAAAGTAGGCAAAATTC 
CGGGCATATTTACCCTAATGCAGATGTGTGGTGGCAGTTCAAGCTATTTTTATAGGAACTCCCCCAACCTTTAGGGAGACGTTGTAAAACGTAG 
TAAAGACTTGATACTAGAGATTGTAAATTGTTGACCACATGAGTAAAACCAAGTTCTGAGACTATGTACATTTGGGTCCTAAGTACACTAGGGA 
GATAAAGGAGATTTAATCAAGAGGTTGATTTTTCTGTAAAATTATTATTATATGATGTGTTTATAATCTACAGTAAATTGTATTTATTTCCATG 
TCTTCTATGAAAGGGAAATAATTTACAATAATCTATGAGGGCAAATTATACTCTTGTAATAATATCTTTAAAACTATGTAAAAGATTGTTTATG 
C ATGTGTAGACACTC AAATATAAT C AC ATACAAACTTTTGCAAGGCATGT AAGCATTTGGATATATTTG ATGT CC AGT CTAC CACTAAGCTCAT 
GAGGGTATGTTAAGTGTTCAAGTAGGCAAAGTTCTCCCCATCAGTCAAGTCGCCCCCAAGTTTACCCACGCTTTCCTTTGAGCAGTGAGCCCCA 
AGTGGGATTATAGAGATCATTTGCATTTCTTAGGTTGCAGTGATCAAGCTGATTGTTTATCATCAGAGCTTGCTTCTGTTTTCCTTCATATTGA 
CATTACTGTCCTTAGGCCTCCAACTAAAAACTGACAGCTCCAACTGACTAAGCTGTAGCTTGACTATTGAGTATTTTCAGTGTTTTATGCTTGT 
TGCATTTTTATGATTTATAGGGAGTTTCTATGGTGCAAGAGGTTGTTTCTTAAGTCTGACCAAGCATTCTAGAAAGTCTCCATGAGGTTGTCAG 
TACT GT C C AAT AG G AT AAAAG AATG AAG AATT GAT ATT TGTAT C AAT AAC AAAG T AAG AATTG AT TAG CAT T ATG AAT G G T T GT AGGAAT AG G G 
CCAGATTATTTTTATTTGAGGGAGGACAGTTGTGTGAATTCCAATTTAAAGTGAATTTGAGAGACTTTGATCAAGTTCATGTGACTGAAATGTT 
CAAAGAGAACTAACTAGTGGTCACCTTCTATTGAGGTTTGACTGCTCTTTTGGGTTAGTGTTTGCAATTTTATAATAGAATGTAACATGGAGAG 

gaggaggcaagatagagagagccctttggtgggaacttgatgatgtgtgagtattggatatggtttctttcatatgcagagcatcagcctcact 
ctttttaggaaagagcctgtggtttcacaagagagttgcctttaatcactaagtatggttgaatttacagcttgctccttttgagagtcataat 
ttcatttactccttctcagcctgctttccttggattgatgctacttgttgacagaattccgaacaagtaatccggagcagctctgattgaagtc 
actagtttccccttcagtcactttcagagaggcttggtttgggtttggaccatctttagtacccattcctgttaattgcagccattggggcatg 
ctggttggtagttccctcttgtgtattaaattttccttagaataaatctcccaggtgcatcttattgcgaattatgcaaattcctagattttgc 
ttacagcaactttggggctt aacttttgtcaggtgtagaaggt cagcctgggttt agattctgtgaggaat aaaaggg ac atc c cac ag ct aca 
tcacctgaggtactttctggtgtggcattgctgacaggtctcaactgtgagtttctaaaatgtatctgctgggattatcctttcatcttgtgat 
actgtatgggagttaggtgagaaaagacatttgcccttccccccatctttactctgcatttagttttgggcatgggctggtctcatggctcttt 

GTACCTTGTTACTATACCACCCACAAAAGTAGTTTTTCTTGCCTCTAGCATAGTTTATTCAAATATTCAGTTCAGTATTCAGCCCTTCCAAAAA 
CTTTCCATGGCTCATCCAATCTACTGGAGGACTTATTAGAGAAGGGAGCCTTAGAAGTTCAGTTCAATAAACGTCTCTGCAACTCCAGTCTTGC 
TGGGCAGGGGCTAAGTGTACAGTTGGCAATTCTCAAAAGATCTCTAAGTAAAATTTCTGACATCGCGATTGATAACAGGACAGTCAGAAAAAGG 
CAAGATGAGAAAGTAATTCTTCCCTCCCAATGGTCATGAAAGAGATCCGGAGAGTGCCTGGAATGGCCGGTGCACTCTTTTTGGGGTTGGGACT 
GAGGTGGCGGTCACGCGAGGATCGGCACCCTGCTTCCCTGCCCCGCCCCTCCCCTCCCCTCCCCTCCCCCGCGTCCGCCACCCCGCACGCCCGC 
AGAGGCTGGGCTCGGCCAGCTCAGCGCAGAGTTGCAGAGGTGGCCGGATGCCAAGTGTAAGTGTAAGTTGCTATGGAAACCCCAACGGAGGCGA 
GTTCCGAATCCGGAACAAGACCTAGCCCGGGGCACTTCGGGATCCGCCCCTCACATCCCCGCTCGTGTCCGCGGTGCCCAGGCCTCAGCCGAGG 
CCCACGAGGTGCTTCTTTCCTCCCTACCCAGTCCGGAAATGCCGGGGATGCAGGAGGCTCACTGAGCGCTTTCCCTTTGTGGGGCCTGAGCCCT 
GCCAGGTTCTGGTTGCTTGAGCCGTCGAAACAAGAATCACGAAGTTTTTGACTAGAGTGCAGGAAATTCCACAGTAAATTCGGAGACTTAGATC 
AATAGTGGCTACTGAATATCTGTGGCGGCGGCCTCGTGGTAGCCGCAGCAGAGCTGCGTGGTGTCTGCAGAGCTGGAGGACAGCTGAAGAGAGA 
GAGAGCAGAATCTACTCAGTTCTCAGCCCCAGCCCCCAGCCCTTTTTATCTCGCTCCAGGAATGACCCGAAAGGCCAGAAGTAAATTTAGTTGG 
ATCCTTTTACACCATTTAACAGTGGAGGTTATTCTGATCTCATTAGTAAATTCCTTTTGTGGAAAACGTTTAGAGAATCCAGCTGTCCAGTGTT 
AAATGAGTTTTATAAACCGCTCAGCATTCAGGGTATACAGTTACTTGGAGTTGTGGAGATAACTCAATTCTCGTTTTTTAATTATAGCCAATAC 
TTTTTTGTGTCTTGCAGGATCTTTTATCAAGCAGAAATGCATCGAACAACCAGAATCAAGATCACTGAGCTAAATCCCCACTTAATGTGTGTCC 
TGTGTGGAGGGTACTTCATTGATGCCACTACCATAATAGAATGTCTACATTCCTGTAAGTACACAGTGTTCGCCTTCTTGGGTCTGTGCATTTC 
ACAGCTCATCCATTAAAACCAACACCATTTCCACATTCCTTGAAAATGTTAGTTCATAACTGTGAGGTTTACTTTCTTTTATATGTAGTGATTT 
GTTACAGTTAGGCAGTATGTAGTTTTCAAGTTATTAATCGGTTTCACTTTTCTACTTTGAGAAAACCTAGTCATTTCCCATCCTTGAATTTTCA 
GTTCTGATACAATTAACCTTTGAACCTTTACTTTCTAAACTCACAAAACCTTTTTATGTTCCTATTTCTAGTCTGTAAAACATGTATTGTACGT 
TACTTGGAGACCAGCAAGTATTGTCCTATTTGTGATGTCCAGGTTCACAAAACCAGACCACTCCTGAACATAAGGTAGGAAGTGCTGTTGTCCC 
TGGTGGGAAGTGCTGCTAGCATTCCTGGTTTTGCTTTGCAGGACGTTTATTTCTGATATGTGTGCTTTATAGGGGGTAGAACTTTAATTTCTTG 
TTATTTTAATTACCCTGTTTAGACAAAGTTTGGTTTTGTTCAAGTATTTAAAAGGTGTCTGTCTTTTAAAACTGAGTTAGTTTCCCTTTTTTGT 
GCATAACTTTATTGACTTAATAACAGGCAAGAAGAGATTTTTTTCCCCAACATTTCCTTATTCTTTATTCTTGCTAGTGAGAGAATTCTCTGTT 
ACATGAAAGGCCTACCTCTCTTTACTCTTGGATGTGAAGAGTTAATTACTGCAGGGCATCTGCAGGGTGGAGAACGAGGCAGAGCTCTCCTCTC 
TCCTCACAGGACACTCTTACACTCCACCACAACACCTCATCACTGTGCCTCAACACCAGCATGCCTACCCAAACCTTAGAACAGTTCTAGGTTT 
GCCATATTAACTGTTTCTTACTTTTTCAGGTCAGATAAAACTCTTCAAGATATTGTATACAAATTAGTCCCAGGGCTTTTCAAAAGTGAGTAAA 
TGGATTCAGTGAAGTTTTTAAAGTGTTGGTTTTACCTATTATAGCAAATTCTACATTTCCCTTCTCACCCATTTCAGATGAGATGAAGAGAAGA 
AGAGATTTTTATGCAGCTCACCCGTCAGCTGATGGTAAATTTTGGGGGGCAAAAGACATTTTATGTCAGGAAGAAAATTATTTAGTAATTTAAA 
TTATTTTGTTTAAATTCTCCCTTCTATTCTCTTATAGGTAAAATATTCAGTTTCTAAAATTGACTTTCAAACTGTCTTTATAGCTGCCAATGGC 
TCCAATGAAGACCGAGGAGAAGTTGCAGATGAGGAGAAGAGGATTATAACTGATGATGAGATAATAAGCTTGTCTATTGAGTTCTTTGATCAGA 
GCAGGTGAGTGCTCCTAGAAAGCTACTGTGTGCTAATGTAGTTGCTAGGTACTTTGTATCACTTTGTATTTGTATTTTCTCTCTCTTAGATTGG 
ATCGGAAAGTAAATAAAGAGAAGCCTAAGGAAGAGGTATGTTCTACTTGGGAGTTTAAGTTGTCCTTTAGAATATTAAGGAGTTATATGATATT 
ATTAAATGGCCAAGTTGTGTTAGGAGTTTGTTGAGTTAGTATTTTTAATAGTAAGTTCAAAATGTAACTAGTTGAGAGTTGTTGCATATTGGTG 
TGACTATTAGTATCTTTTTATCATATTTAGGCCATTCAGACTTTTTTGTTTTACCTGAAAGTTAGGAATTGGAAGAAAATTACTTTTGTAAATG 
TGCTTCTAGGTGAATGATAAAAGGTACTTACGATGCCCAGCAGCAATGACTGTGATGCACTTGAGAAAGTTTCTCAGGAGTAAAATGGACATAC 
CCAATACTTTCCAGGTAC CTAC CTCATGCATTTTGTGCAGATTTTCAAATTTAAATGTTTTTTTTTTTTC ATT CTGGACCTTAAGAAATTTTAA 
ATTTGGTAGCAAAGTTTAAGATACCTCTTAAAATGGTTGGTGAAGATGCTTTTTAATCGTTTTGGGTTAGATCTTGACGACAGAAACATACATA 
TTTATCTTTGTTCTTTTGCCACTGAATACTTGAAATATATTTCAATAGATTGACGTCATGTATGAAGAGGAACCTTTAAAGGATTACTACACGC 
TAATGGAC ATTG CCT AC ATTT AT ACCTGG AG AAG AGT AAGT AGCTCGTTACCTGG AGG CTATGTTGGC CC AGTAC ATATAAAGAATTG AGTGGT 
TTTTCTTTTTCTTTTTAATGTTGTAGAATGGCCCACTACCTTTGAAATACAGAGTTCGGCCAACTTGCAAAAGAATGAAGATGAGTCACCAGAG 
GGATGGACTGACGAATGCTGGAGAGCTGGAAAGTGACTCTGGGAGTGACAAGGCCAACAGCCCAGCCGGAGGTGTTCCCTCCACCTCTTCCTGT 
TTGCCCAGTCCCAGCACTCCAGTGCAGTCTCCTCACCCACAGTTCCCTCACATTTCCAGTACCATGAATGGAACCAGCAACAGCCCCAGTGCTA 
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AGCJUJCJUVTCITCCTTTQCXM 

TTCAACCCCCTGATTTAGATACCTTCATTCATTACAGCTTTATAGATGCTTAATACATGTGACTGTCGTCCAGTTTGCTTCCTTTTGTAGTGAC 

TTTAAATTTGGCCATAAATGATGGACTAGATGTGATACTTCATATGGATGTTAAGTGGAAAGATTGATTCTTTCTCTAAAGAATTGGATTCTGA 

GAAGGATTCTGTGTTAGGAAAGATGTGAAATGATTTCTGTGAGCAGTGTTTGGATCTGGAAATGTTCTACAGTGGGTAGACATTGGGCCATAGT 

TTGTTAATCTCAATTAATGCCTACATTACATTCTCTTTGATTGTTCTTGTTATTATGCTGTTCTGTGAACCTGTAGAAAACAAGTGCTTTTTAT 

CTTGAAATTCAGCAAATGGAAAGAATAAGCATAGAATACTGCATTCTGTGCAGCCACG-rCACTGTGAATAACAATTTCTTGCATATTTAGCCAT 

TTTAATTCCTGTTTGATTTTTACTTCTCTGTTGCTACACAAAATGATCAAAGGAAACTTGTTTTACAATCTGTATGCCTAAAAAGCGGGTACTA . 

CCGTTTATTTTACTGACTTGTTGAAATGATTCACTTTTGTAAGAATCAGATGGCATTATGCTTGTTGTACAATGCCATATTGGTATATGACATA 

ACAGGAAACAGTATTGTATGATATATTTATAAATACTATGAAAATATTGTGTTTCATGCATTCAAAAACAGTTGTAAACTTCTCCAAATGGGTT 

CGACCTTTGCGGATATCACAGTGCACGCAATGCTGAGGCTTACCACCAGCACAGAATTTGTTTTAATGTTGATAACCAGTTTCAAATTCTTTTT 

CACTTAGAAGCIAAATGGCAGATCTTCATAGTTCTGGGTTTTCTCCAATAAAACTTTCAAAATTAATATTGGAGTAATGAAAAATTTTAACCAA^ 

GCAAATATAGTGTTTTAATTTTCCATTGGTTAAAATAGAATTAATGTTTTTAAATTCTGTTTATCAGTGGAATTCTAAAATAGATTTTAAAGTC 

AACCAGCTAATTGCTGAAGTAAAGCATTTTATCTACAATTTTATTTTAGTGTATGTGGCACAAGTGTAATTTCAAATTTAAGAGTTGTTTTCAT 

AGTTAAAGGAATCTGCCTTCACTGTAACGTCTGGAAACAGAAACAATTTGTTATGATTTCTACAGGGATTTTTAATAGAGCAAACATGTTGAAT 

TTAAAATATGAATGACCCCTCCAAGTCTCAGTTTTGCTTTGGTCGAACTTAGCGTGTGTTTATCAGCCATCAGTTATTTGTGAGGATGTTAATT 

CCGTATGAATATTGTTTCATGTTTGTATGGGAAACTGTAGCTAAGCATTTCATTGTCTGCAGTCTGCAGAAGAAGCACAATTGTATTGCTTTGT 

CTTGCTTGTAGCCATTAAATCATTACTTTTACACACATTGCTGTTAACTTCTGCTTTCTTTAAAGATTTAGTAAATGATGTTTTATGAAGCCAC 

AAGATACATATATTTTTATTTTGACCTAAATTTGTAGAGTCCGATTGTGTGTGTGTCATTTCTAATTATAGATGTAAAATTAAATTTCATTTTT 

AATTGGAAAATTCAATAAAAAGATATTCATTTAGAAAATACTATGCTCTTTAATTAAAATTTTGCTATGAAAAGCACAGTGTGCAGAAGTTTTG 

GGAACCCTGTAGTGGATTGTAAGAGCTAAAACCTAAGGAAAATACTTTGTTGTCTTCAAATGATGTTGTTAGTAAATGCTTTGTTGTATATTGC 

TCGAAAGCCCAATGAAAGAAGTATCTGCTTATTTACAATCTTTGAAGCAAAAGTTACCAATGTTTGCCAATTTTGGTGAATTTAAGTCATTTTT 

CTAGACTTTTCTCGAGGTTTTCATGGTGTTACCTAAGACAAAAGACATCTCACCCTCTATGATGGACTTACTTCTGAGAGTGCGTTTGAGGCAC 

TTATGGCTTACTAAGCAGTGTGTCACCATACTTGAAAACACTTCCATTTATTGTATCTGGGATGAGGCTTTTTAGGGTTAGTCAATTTGAAAAT 

TGCTTAAGCTTAAATGATATTTCAGTCAAAATTTGTCTTTTAATAAAACAACAGAAAGATGCATCGTGGTTTGCTTCTTAAATGACGAGTCATT 

GCTGCTCTTACCGTTAAGATTTAAAACCTTTCCCAACTTTTTAAAATCTTCACCTTAAGAAAGCGCCAATGGAATCTCCTTTGTAATTTACCAC 

ATTAGGGTACGTGAAAAGTTGGCTTTAAAGTTTGACTTTCACTCCTAAAGGTATTCTAGCATCCTAGAATACAAAGATAATAACCAAGTAGTCT 

ACAGAAAATGGCTAAATTGATCTCACAGATACTAGTTTAAAAGTAGAAAGAGAAATGGGGCCCACTGCTGTTGTGTAAATAGTGATCTATCTTG 

CTTTACACATGCATAATACTTTACAAGTACTTGCACCTCCTAAATTGCCGGCCGTTAATTGCCCTGAGTAGAAAGGGGTTGCCCTTCAGTTGAC 

TTAACTAGTTAAGCACATTGCCTCATTTCCATATGCGCATGTTCAGATGTTAGGGTCTCTGGAAGTAAAGTACAACAGAAGCAAAGCTTTCCTT 

CATCTTTTCCTGTTTTCCCAAGCGTTGGAATTAAGCTCCTGGTGACTTCTTTCATTGCACTGTAGTCGTTGTGTGGGCCCATCAAGAACAAATT 

GGTTTAGGGGGAATAGGATTCACCTGGCCTGTGGCACCAGGGACCCAGTCAACAGCCCCAAGAAGTTGTTTTCGCTTTGTGTTCAAAAGATTTA 
AGACACTTTTCCTC GCGTTG CTCCAGGAATGACAGAATGACAGAAGTTCTTATAGTG CTTACATGAGAGAG ACTGAAACAACAAAAGGCCGTAG 
TCAAATTGTACTTAAACTAGCTTTCCATCATGTTAGAACCCTTCTCAAAAAGTGCATATCCCTTAATACACCCAATGAAGTGGAACTTGGACCC 

CCCATCCCGACATCTGCAATAGTGGCACCCCCACCCCCAATCCCTTGTTTCCAAGTGTGACCAAGGATTTATGTAAGGAAGAGAAACAAGTTAT 
CACACATTCCAGCCTCCAGTAAGCCTGGTGAGAAACAGTCCGGAGGAGTGCTTGAACCAGAGAATCACACAGCAAATCGCAAGATCACCCATCT 
TTGATTATGAAAGTCTCTGAAAAATGTTTACACAGTCGAGTGTTTCCTGCTTCCGCAGTTAATTTTTAAAACTTTTTTTTTCTTTTGGTTCCTA 
AAACGGATTTCCTTTATTTGCATCAGTTTCTTTTTCTTAGTGTGTAATTTCTGGAGGTATTTGTGACACGAAGAACTTCACTAAAACTGCCTTC 
ACCAAGACAGAAATCATCTATCACTCCAGGATCCTTATGGGATTTCTGAAAACGTTCAAAGTGGAAAGCTCATCTTGGCATCTCATTTAGCCTC 
TTGAATAAATAGTAAAACACCCAATAAAAACTTATGAATTAAATTCCCTTCTGTCTGACCCTTGCCAAAAAGAAAACAAAACAAAACAAAACAA 
ACAAACAAAAAAACAACCAACAATCTACTTCCAGAGATTATCAGAAGAACTTTTTTAAAAAGGTGCTCTTCCCTTGGTTACCTACATGTGAATA 
AAAAACATCCCTGGTTGGTATTAACTTGGGGCCATGATGAAACGCAAACTACGAGCTCCAACTCTGTTCTAAATCAGGTAGAAGCCAAGCTGAC 
AGGAGTGACTTGACTTAGAAGGCTATGGATCTTGGTATGGGGGAAACACGTCGAAAATTGGGACTAGCAACAGAGATTGCTGCAGTGTTTCTTC 
CG AAGG ACCCAGAAAC CGGGGG AGATATT CCAATAAAAGAAAGTAGTAGCGG AAAATAAAG CCAGGGACCAGAATG ATTGTCACACCTGTCTCC 
TCCACCCCCCCCCCCCCACCAAAAAAAAAAAAGTCTCCAGTTAAAGGATGGAGGGGAGCGGGATGACTGTGGAAGCAGCTTCGCTTGGACGGCA 
GGGCCGCGTTCCACGTCAGGGGGAAGGTTTGAGGTAGTGTCCCTCTGTCCGTCTGAGCTCTAGCTCTCCCCGCACGCACGAGAGAGCGAGCGCA 
GGCCGCGAGGACCCGGGAGGCCATTTTGCGCGTGCGCCGCTCATCTCGCACCGCCCCCAGCTCGGCGGACGCGGCTCCCGCCAAATTTGAATGC 
GAGCTCGTCAGGCCGGGGCGGGCTCCCGAGGCCGACGGACCCTGCGGGCTTGCGGAACCGGAGCTGCGGGGGATGGGCGGCCAGAGCCGCGGGG 
CTGCAGCCTCGAAAGGCGACGTTCTCTCTGAAGCCGTCCACGTCCAAGGGCCGCGCGGCCGTTAGGGCGCGGACCGGAGTCCGGGGTGGACCCC 
TTTACCGCGAGGCTGGAAGAGAGTCAGCCCTTTGTCCCCTGCTGTCTGCACGCTTTAGTTGCAAAGCCACTTCCCCTTCACCAAGGTGGTGTCT 
TTGGAGCTTGGAGTGCCGTTGTTGTTGGACGGATTTGAAGCAAAGTTACTAACAGACTGGAAGCTGCGCAGGTCCCCCGCAGGTGACCAGGACC 
AGGAGTATGGCGTGCTCACTTTGAGCGTGTCCATCTCCTGGGTGGACGCCCTGATGGTGGAGCGGGCGAGGACGACACAGGCGGGGCACCTCGG 
GCTCTGGGAGAAGGGTCATCCAAGGGGACACCCAATCTCTACGTAGGTCGTGGAGCCGGCGAGAGGGGCGCACGGATGCGAGGGCGCACGGGCG 
CAAGCGCTTCTCTGATCCGGGAGAAGCGAAAGTGGCCTGCCGGCAGGCAAGGCAAACAAACCGATCCGCTAATCAGTGCAGCAGGCTGCAGAAA 
CCGCCATTTGGGGACGGATTTCGGCGAGTCTGTAGCACGCTGTGTGGGAAGTGATAACTGACTCGCCCAAGAAGACCCCCACACACCCCAACAC 
ACACCATTTTAGCGAGTAAAAGTTCTCCCCCTGGCTTTCCTCTTCTGGGGCCTGGGAGGGACCTTTCCTCGGACCTTTGTACCCAGGGGCCGGT 
GTGACAGAGAATGGAGCCCAGCTGTCCTCTGCCGACTACTGAAGGTCTTATTTCACTGTTGCTGAGGAGCATGTCTAGGTTTCCCGCCCGTGAT 
CCCCACCCC AGT CT CC CACCTCAC ACNNNNNNNNNNNNt^^ 

NNNNNNNl^^ 
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N^NNNNNNNNNNNNNN^ 

NNNNNNNNNNNNNtfl^ 
. NNNNNNNISTNNNNISI^ 

NNNNNNNNNNNNNNNNNNI*^^ 
NNNNNNNNNNNNl^^ 

NNNNItfNNNNNNNNNNNNN]^^ 
NNlSISnSINNNNNNN^ 

NNNNNNNISNNNNNNNNNNInTN^ 

NNlflNNNNfcnsnflNN^ 
NNNltfltfNNlSINNNNN^ 

NNNNNNNNNim^ 

NNNNNNNNNNNNNJ^^ 
NNNNNlflNNNNNlX^^ 

nnnnnnnnnnnnni^nis^^ 

NNNNNNNISINNNNNNNNN^ 

NNNNNNNNNNNNNNNN^ 

NNNNNNNNNNNNNNltfNKFN^ 

NNNNNNNNNNNNNNNNN^ 

NNNNNNNNNNNNNN^ 

MOUSE SEQUENCE - mRNA 

C C CCC ACGCGAGTCTG AAATCATAATCGTAGTATTAAAGGCAGAGATCGGGAGAGACAATGGGGAGGTTGGCGAGGGAGC C CCGCGCAGG CTTA, 
GCAACACCTCCCGGCCCCGCAGAATAATACGGCTCGGCCCCTCTGCGCGCCCTCCCCCGAGCGCGGCCGGGAGGCGGCGGCTGCGCCGAGGAGG 
AGGAGAGGCCCCGAGGAGGCGGCGGCGGAGGCCGCGCGGAGGCGGAGGAGGCCGCGCGGGAGGAGGAGGCCGCAGCGCGCGAGCAGGAGGCCGG 
CGGGGGAGCGGCATGAGCGGAGCGCGGCGGCCGTGGCTGCTCTCGGCCGCGCTCGGTGCCCATTGACAGCGGCGGCGGCGGCTCGCTCCAAGAT 
GGCCGCTTGGCTCGCATTCATTTTATGCTGAACGACTTTTAACTTTCATTGTCTTTTCCGCCCGCTCAGATCGCCTCGCGCCGGCCGCTCTTTC 
CGGGATCTTTTATCAAGCAGAAATGCATCGAACAACCAGAATCAAGATCACTGAGCTAAATCCCCACTTAATGTGTGTCCTGTGTGGAGGGTAC 
TTCATTGATGCCACTACCATAATAGAATGTCTACATTCCTTCTGTAAAACATGTATTGTACGTTACTTGGAGACCAGCAAGTATTGTCCTATTT 
GTGATGTCCAGGTTCACAAAACCAGACCACTCCTGAACATAAGGTCAGATAAAACTCTTCAAGATATTGTATACAAATTAGTCCCAGGGCTTTT 
CAAAAATGAGATGAAGAGAAGAAGAGATTTTTATGCAGCTCACCCGTCAGCTGATGCTGCCAATGGCTCCAATGAAGACCGAGGAGAAGTTGCA 
GATGAGGAGAAGAGGATTATAACTGATGATGAGATAATAAGCTTGTCTATTGAGTTCTTTGATCAGAGCAGATTGGATCGGAAAGTAAATAAAG 
AG AAGCCTAAGGAAGAGGTGAATGATAAAAGGTACTT ACGATGC CC AGC AGC AATG ACTGTGATG C ACTTG AG AAAGTTT CTCAGGAGTAAAAT 
GGACATACCCAATACTTTCCAGATTGACGTCATGTATGAAGAGGAACCTTTAAAGGATTACTACACGCTAATGGACATTGCCTACATTTATACC 
TGGAGAAGAAATGGCCCACTACCTTTGAAATACAGAGTTCGGCCAACTTGCAAAAGAATGAAGATGAGTCACCAGAGGGATGGACTGACGAATG 
CTGGAGAGCTGGAAAGTGACTCTGGGAGTGACAAGGCCAACAGCCCAGCCGGAGGTGTTCCCTCCACCTCTTCCTGTTTGCCCAGTCCCAGCAC 
TCCAGTGCAGTCTGCTCACCCACAGTTCCCTCACATTTCCAGTACCATGAATGGAACCAGCAACAGCCCCAGTGCTAACCACCAATCTTCCTTT 
GCCAGTAGACCTCGAAAATCATCACTAAATGGGTCATCAGCAACTTCATCTGGTTAGGACTGTTAAGGAAAAGATTTTTCAACCCCCTGATTTA 
GTTACCTTCATTCATTACAGCTTTATAGATGCTTAATACATGTGACTGTCGTCCAGTTTGCTTCCTTTTGTAGTGACTTTAAATTTGGCCATAA 
ATGATGGACTAGATGTGATACTTCATATGGATGTTAAGTGGAAAGATTGATTCTTTCTCTAAAGAATTGGATTCTGAGAAGGATTCTGTGTTAG 
GAAAG ATGTG AAATG ATTT CTGTGACC ACTGTTTGG AT CTGG AAATGTT CTAC AGTGGGTAGAC ATTGGG C C ATAGTTTGTTAAT CTCAATTAA 
TGCCTACATTACATTCTCTTTGATTGTTCTTGTTATTATGCTGTTCTGTGAACCTGTAGAAAACAAGTGCTTTTTATCTTGAAATTCAGCAAAT 
GG AAAG AATAAG CAT AGAATACTGCATT CTGTG C AGCC ACGTC ACTGTGAATAACAATTTCTTGC ATATTT AGC C ATTTTAATT C CTGTTTG AT 
TTTTACTTCTCTGTTGCTACACAAAATGATCAAA.GGAAACTTGTTTTACAATCTGTATGCCTAAAAAGCGGGTACTACCGTTTATTTTACTGAC 

ATGATATATTTATAAATACTATGAAAATATTGTGTTTCATGCATTCAAAAACAGTTGTAAACTTCTCCAAATGGGTTCGACCTTTGCGGATATC 
ACAGTGCACCCAATGCTGAGGCTTACCACCAGCACAGAATTTGTTTTAATGTTGATAACCAGTTTCAAATTCTTTTCCACTTAGAAGCAAATGG 
CAGATCTTCATAGTTCTGGCTTTTCTCCAATAAGACTTTCAAAATTAATATTGCAGTAAAGAAAAATTTTAACCAAGGCAAATATAGTGTTTAA 
TTTTC C ATTGGTT AAAATAGAATTAATGTTTTTAAATTCTGTTTATCAGTGG AATTCTAAAATAG ATTTTAAAGTCAAC CAGCTAATTG CTGAA 
GTAAAGCATTTTATCTACAATTTTATTTTAGTGTATGTGGCACAAGTGTAATTTCAAATTTAAGAGTTGTTTTCATAGTTAAAGGAATCTGCCT 
TCACTGTAACGTCTGGAAACAGAAACAATTTGTTATGATTTCTACAGGGATTTTTAATAGAGCAAACATGTTGAATTTAAAATATGAATGACCC 
CTCCAAGTCTCAGTTTTGCTTTGGTCGAACTTAGCGTGTGTTTATCAGCCATCAGTTATTTGTGAGGATGTTAATTCCGTATGAATATTGTTTC 
ATGTTTGTATGGGAAACTGTAGCTAAGCATTTCATTGTCTGCAGTCTGCAGAAGAAGCACAATTGTATTGCTTTGTCTTGCTTGTAGCCATTAA 
AT CATTACTTTTACACACAAAAAAAAAAAAAAAAAAAAAAAAAftA 

MOUSE SEQUENCE - CODING 

ATGCATCGAACAACCAGAATCAAGATCACTGAGCTAAATCCCCACTTAATGTGTGTCCTGTGTGGAGGGTACTTCATTGATGCCACTACCATAA 
TAGAATGTCTACATTCCTTCTGTAAAACATGTATTGTACGTTACTTGGAGACCAGCAAGTATTGTCCTATTTGTGATGTCCAGGTTCACAAAAC 
CAGACCACTCCTGAACATAAGGTCAGATAAAACTCTTCAAGATATTGTATACAAATTAGTCCCAGGGCTTTTCAAAAATGAGATGAAGAGAAGA 
AGAGATTTTTATGCAGCTCACCCGTCAGCTGATGCTGCCAATGGCTCCAATGAAGACCGAGGAGAAGTTGCAGATGAGGAGAAGAGGATTATAA 
CTG ATG ATGAG ATAAT AAG CTTGTCTATTGAGTTCTTTG ATCAG AG CAG ATTGG ATCGGAAAGTAAATAAAGAGAAG C CTAAGGAAG AGGTGAA 
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TGAT AAAAGGTAGTTACG ATGCCCAGCAGC AATG ACTGTGATGCACTTG AGAAAGTTTCTCAGGAGTAAAATGG AC ATACC CAAT CATTT C C AG 
ATTGACGTCATGTATGAAGAGGAACCTTTAAAGGATTACTACACGCTAATGGACATTGCCTACATTTATACCTGGAGAAGAAATGGCCCACTAC 
CTTTGAAATACAGAGTTCGGCCAACTTGCAAAAGAATGAAGATGAAGTCACCAGAGGGATGGACTGACGAATGCTGGAGAGCTGGAAAGTGA' 

HUMAN SEQUENCE - GENOMIC 

CAAAAGCAAAATCCAGTTGCCTGAGATCGGAGCTTCCCGCAGGATTCGCGCAGAGCGAGGAGCGGGGAGGACGCCGTTTGCGGGAGGCGGGGGC 
CGGGATCCCGACACCGTCCGCAGTCTCCCCGGGGTCTCTCAGGGAACCGAGCTGGTGGC^^ 

GCGTGCGCGCGCGGCCGCATCAGCTGAGCGCGCGGCGCGTGTCACGTGGTGTGCGTGTCGAAGGTCACGGCGCGCTCACAATGGAGCTCTCGGA 
GTCTGTGCAGAAAGGCTTCCAGATGCTGGCGGATCCCCGCTCCTTCGACTCCAACGCCTTCACGCTTCTCCTCCGGGCGGCATTCCAGAGTCTG 
CTGGACGCCCAGGCGGACGAGGCCGTGTTAGGTAAGCCGCTCGGCTCGGCTCGGAGCTGGATCCGCCGGGGTGGAGGGGCGCTCGGAGAAGAGG 
AGCCGGCGGAGCGAGAAGGGGAAAGCCCCGGGAAGAGGAAGTCTCCGGGCTTTGCCCTTCGCTCCGGACGGAGTGTTGGGGACGTGGCTCTGCC 
AGGACTCGGAGCAGACTCTGAGCATTGTTTTGGCCCCACTTGGCACCTGCATAGAGCCAACTCCACGTTCCTGGCCCGGTTTCCCTCCCAGTCT 

TTGGACTTCATCTGGGGAGCTCCCTGCAATTCAAGCTTCCAGGGCTAGGCTAGCAAAGGTTTAAGGGTCTGTTTCCGAAGTAATTACTAGGTCA 
GACAGTGTTGACATTTGCCAACTTAGAGCATACCTCAAGTTGCTATGATCACTCCAGCGCTCTAGTTCAGCATGTTTACACAGGTTCTACGCCT 
AGAACCTTAAACTATGATGCACAATACTTTGTTCCGCCCCAGTTACCAGGATGCGAGTGTCTTTTAAGCGATCCGGTCAGTGACTGCGGAGGTG 
CAGTGTCAGTATGGATTGAAGACATATTTTAAGACCGATCGCTTTTAGATGATTTTCTTAAATATAAATATCCCAACAATTCAAATTTTTGTTT 
TTTTTCTGTAGTTTCATGAACTAAACACTTGTACAAAAAGTATGAAAGTGGAAGTTCTTAAACGAAAATAGTAACCACCACCTGGGTTAATCTC 
AAAAAAAAAATGACTGTCAAACCCTGAAAGTACTAATATAATTTTGAAATTTGTATCTTATATTCTGAACTCATGCCCTACCTTCTACCCCCTT 
GATGTATTTGTTCATGGAGCCGGTTACCCTAAACTCATCATTTTTAGGATGGAAGTTTATTCTAAAATTGACACAATGTAAAATATTTATCTTG 
TTTTTCCTTTGAATTTACTCCAGTGTTAGAATGACCATTGCATTGTTATATTTTCTTTGGGGGCTATAATATTTTTTAATAGTAAAAATATTAA 
GGCAAAATAAGTTAATTGAAGCTAGTAATAGTAGAGTTCTTGTTGTGTTCTTTTTATTGTTTTTCACTTGATCTTGTTGCTCATCTCATTTACT 
TATAATTGACTGTCCTTATAGTTGATGTTTTTAATCTTGTTAAAGGGTTTTTAAACCCAAATTAAAATATCCTTTTTGGAACATGACTGTAAAG 
AATTTATTATCATAGGCATCACTGGAAGTTAATTTATTTTAGATCATCCAGACTTGAAACATATCGACCCAGTGGTTTTAAAACATTGTCATGC 
AGCAGCTGCAACTTACATACTAGAGGCAGGAAAGCACCGAGCTGACAAGTCAACTCTAAGGTACAGGATTTATTTAAATATCCATTTATTTTCA 
AATACTACCTTAATGATTTCAATTTCAGTTTTAAAAATGGAGACAGAACTTTGGCTTTTTTTTTCTTTCTTCTAGCACTTATCTAGAAGACTGT 
AAATTTGACAGAGAGCGAATAGAACTGTTTTGCACGGAATATCAGGTTACTTACTTTAAAATTTTTAATTAACAGTACTATTTTTCTTTTACTT 

TACTGTATAAGGTGTCAAGCTGAGGCACTTTTCACTTGCAGGTATGAATGGAGAGTGTTGGTGTGAAACAAGATCTTCGGGATCTTGACCCAAA 
GAAAAGGAGCCAAAGGGCATGTCAAGCAATTGAAGTTAAGCTCATGTTTTTAAAGATCGTTTATTGAGATGATTTTGAAATGCTCCTTTACCAT 
TCATAATTTAAAAATAAAGTTTAACAATGGTTTAAATTCAGAATGGATTAAAATGGAGTTGGGGGTGGAAAGTAGAGCCATTCTTAGTAAATAT 
AAATAAGTGAAAAGTTCTTCTGAGGAGACTATGTACGAAGTTATCATTGCATCTTTCAGTATAGGCAGATCTCTCCCTCATATAACGGATGTTT 
CTTGGCGCTTGGAATATCAGATAAAGGTAAAGTTTAAGAAACTTCTGTAGCGGGGGATTTAGGGAACTTCTTAAAACCTAGAGTTAAAAGCTGT 
TGCGTGTTTGTTGTGTTATTTTAGACCAATCAACTTCATAGGATGTACAGACCTGCATATTTGGTGACCTTAAGTGTACAGGTATTTATAGATA 

CCCAT CCT ATCC AG AG ATTAGTTTTAGTTGC AG CATGG AAC AATT AC AGGT ACAGT ATTAGG ATCTATAAATATTC CTGT CTTTTT AT AAATGT 

TTACTTGAGAGTTATACTCTTGGGAAGTTCAAAAGAAAATTAATCTAACCATTTGTCAGCAGATAATGAAGATTGGTTAAGGATTTAATGGGAA 

AGGGGCATCAAAAGTAGTATTTTAAGATAGGCTTCACTTGAAATTAAGATGTTATTAATAGAGAATTGGTCTGTATTTGCTGTTCTTGCTGATT 

GAAATAAACTTCTGTAGTGTTTAGTGTAAATTTCTTCTATTCATGATGAGTTTGGTCCAATAAGATAAACAAAATTAAGAGCATGGCTTTGAAA 

ATGTCTTTGCTTTCAGAAATTGAATTAAACTGTCAAAATTGGATTTTGAAACTTTTTAAATGACTTTATAAAGGGGGAAGTATACATAACATTC 

TAAAACTGTTTATATTGCCCATTTAAGACTGGGAAAATTCAAAACTACATTTATTAGTGGATATGACAACGAATTTATTTCATAGTTTTTAAAA 

AATGAAGCTCATTACTGGAAATTTAAGTGAAATTGAATTTTTCAAAGGCATCTTCTGCAGAGTCGTTTTAATGTAACTATGAATCAAACTTTCA 

ACTTTCAGAAAATGTGTATACAGCATAACCTTTGTTAGATAACTTGAGAAAATTCAGATGTATCTGGGCGGTTAAGGATCCGGTTAGAAATCAT 

GTTTCAGTGTGAGGGCAAATAACCGATTTGAACATGAGGTATTTCCGAGGAAACGCTTTTTTTGCCCGATAGTAGTTTGTCAAAAGTTAAAATC 

TTGTTGAATTTTAAACTTGTTTGGAAGGTGTGTCCTGATTTTTTTTCTTGCATCTTTCTTGAGCTTGGATACTTCTTTCCATGTTTTATCCTAA 

AAACGTGGTATTGTATACACGTCTTTTAGGANNNNN^ 

NN^Nj^NNNNNNNNNNN^ 

N^^NNNNNN^ 

NNNNNNNNNNNNNNNNNI^^ 

N^NNNJSTNNNNNNNNNN^ 

NNNEJNNNNNNNNNNNNNNNNNNN^ 

NNNNNNNNNNNNNNNNN^^ 

NNNNNNNNNNNNN^ 

NNNNNNNNNNNNNNNNNIS^^ 

NNNNNNNNNNNNNNNNNNNNNN^ 

^TNNKNNNNNI^ 

SnSNNNNNNNNNNNNNNNNNN^ 

NNNNNNNNNNNNNNNNNNNNNN^ 

N^N^NNNNNNNNNNN^ 

NNNNNNNNNNNNN^ 

NNWNNNNNNl^NNN^ 

NNNNKNNNNNNNN^ 

NNNNNNCGCTCAGCCCCGGCGCGCCGCGCGCGGCCCCACGTTTTAGTTCCCCGCTCCCCCGGGCGCCCCTCCGCACCCTCGCGACGCAGATGGC 
CCCCGAGAGGAGTACTGGTATTTCCAGCCTCGGCGGCTCTCCCGGCCGCAGCGCCCTTTGTTGAGAGGTAGATTTGGATGAAACGGGGACGGGT 
TCCTGAAATCGGGAGCTGCTTGGGTCAAGTGGCTTCCCTCCTCTCCCGAAGAAAGGGCTCTGGAGGGGCTCCAGCAGCCAGAGAACGCCCCCAT 
TTTATAGGGACGGGTTGCGTGGGGGGCGGCCATCCCGCCAAGGTGGGTGTTAGGCTGGAGAGAGCCCCGACGAAAATGTTATTAACTTAAGTTG 
GGGGGACACTTGTCTGAGATTGGATGGCTGGTAAGATGGCGGTTCCCAGTTGTTTCCAAGGTCTCCTGCATTTGTGTTTAAAATGCTGAAGTTT 
TCAAGGTGGTGTGTGTTGGGAGTCTTGGATAAGTGCTCTGAACATCGCTTGGGAGGTGCTCCCTGGGAAGTGGGCATTTCAAATTTGGAGCTTT 
TTGTGGAGTGAAGATGGTGACTGGACGTTAGCTTTGCTGGAGGCTTGCTTTCTCACTACTTCTTTTTCTCCTTTTTCTTTTTTCCCCTTTTGGA 
GACTGCAACTTTTCTCTCGACTTCTACTAAAGGATGCACTCAGCATCATGACTCCAGTCCACTATCTTTTACAGGTTTTGCTAAATGTCAGCAT 
AGGTCATTTGGCAAAGGGATGCTTTAGAAAAGAGCACTAAAAAGTTGATTGCATATGTTTACGCAGTCACTTGGGCTTGACAGTGATATGGCAT 
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GATCTTTTTCCCAGAGATTTACAGTTAATAATTGGAAGTAAACAAGTAGAGAGACTTTGATCATTACCACTTGCJATAAAAGGATTTAGTGGGC 
TTAGTGGTCACGGTTCAATATATGAAAGAGAAGCATGTATTAACCCCTTCCCTTAATGTGGGCAAAATTCCGAGCATATTTATCCAAATGCAAG 
TGTAGGTTGGTGGTGTGTACAACGTTATGAGTAGTTCAACGTATAT.TTTATAGGAACCTTAACTCCCATGTTCTGGAAACACATTATAAGCTAC 
ACTAAACAGTTGATATTTAAGGATGCAAATTATTGACAGTATATAACAAGTTATGAGACTCTATATGTTAACATTTGAGTTTTAAGTAGACCGA 
TCAGAAATCCCTGGGATTGATTTTATAAACAAAATTATAAGTTTTTAGATTTGAGTTAATTCCATACATCTACCCCAAAGTGTAGTCAGAAGTG 
TTTGAAATAACCTACTTGTGTG AGTCTTATG CCTAGTAAAATATCTTTAAAGC CATATAC AAGT C ACTTTGTATGCATGTATAC ACATAAAG CT 
TTTGTAAGAAAATTAAGCATTTAATTGTACATGATAAATCCATTAATACTCTATCACTAACTTCTTGGATGTATGTTAAGTGTGCAGATAGGCT 
TTCTCCCCAGGAGTCAAATTAACCCCAACTTTACCCATGCTTATGTTGGGCTGTGAACCCCAACTGGGGCTATGGAGTTCATTTGCATTTCTTA 
GATTGCAGTAGGCAAGGTGATGGTTAACATAAGAACTTGCTTCTGTTTTCCTTCATTTTGACATTCCTGGTGTTAGGCCTCCACCTAAAAACTG 
AGAGCCCCAACTGAGTGTGTTACAATGGCAAGTTTTAACGGTTGAGTATTTTTACCATGATATGTTTGGTGCATTTTTGTTTGCTTAACTGGCA 
GTTTCTGGGTTGGAACCTGGAAGGTTTTCACTTCTGAGGTGGAAGAGATTGTTTCTCAAATCTTATCAAGCACGTCAAACACTTTGGAAGTCTT 
CATTAGGTTGCCACTACTTTCAAAGGGCATAAAAACATAACTGATTTTTATATAAGTAACAGTGGTATTTATTAGCATTATAAATGGTCACAGG 
ATTGTGGGCAAATTCTTCTGAAGTGAGGTAGAGGAATTGTGTGAATTAAGACTTAAGATGAATTTGAAAGACTTTTGGTCAAGTACATGTGACT 
TAAATGCTCAAAGCCAACCGGTAGATAACCCTCCACTGAGGTTTGATTGTTCTCCTTGTTAATACTTGTCTTTGTGTGGTGTTGGTTTTCTGCA 
AGCTAGAGGAGAAATAAAGGCAGCTATTTTTATTGGAGCCCCTTCATGAACTTCGTGATCGGTGGTTTTXTAGTGCAGTATGCTTTCACAGGCA 
AACAG AAATAT C AGCTTGCTAT CTTTCTAGGAAAG AT CCTGTGGTTTCACAAGG AGAATTTTCTTTAAGCACCAAGAAGG CTG TTCTTTAATTT 
ACCAAGTATAATTTGATTTAAATATTGCTACTCTTTAGGGTCATTGCTCTACCTACAACTCCTCCGTGCCCCGCTTAGATTTATGTTAATATGT 
TGACAATATTCTCCAAAACAAGTAATCCAGAGATAACTGAGGAGTCAGTCACACAAGAAGTTTTCTGGTAGAGGTCGCCAGTTGCCACTGTGGT 
CACTTTCATAAGAGAGGCTTTGTTTTGTTTTTTACCATTTTCTAGAGGTTAGCTGTTAATTTCAGCCATTGAGCTGTGTTGATTGGTGTTTCCC 
TTTACTGCATTAATACAGCTTAGGAATTAAAACCGCAGGTATATCTTACTGCAAGTTTCAAAAGGTCCTGGATTTCCATTCAAGGAAGATTTGA 
GAATGTACTTCAGTGAGGTCTGGAAGCTTAGTCTTATATCAGGTTCTGAAATGAATGAAGAAGGGGGGTTGAAGTTTATTTTTCAAGAATACTA 
CACGAAGTATTTGAGTTCCCTGACTGTCGGCTGGTGTATTGTTGCTGACAGTTCCCCATTGTGACTTTCCTGTAATAGAGGTATCTGTTGGGAA 
TATCATTTCATCGTATGGGGGGTTTTACATTTGTTTTTCTCTCCTGTCGCTGCTTTGGGTTGACAAGCTGTTGATTTAGCGTTGGAAATGGGCT 
GGTCACATGGTTCTGTACATATTGTCACTATTGTACCGATTAAAGTACTTTTTCTTGCCCCCAGCATAGTTTGTGCAAATAAAACACTGGGCTT 
TGCCCTCTCCTCTTCTTGTAAAACAGATTTCAGTTTTCAGCCTTTCCAAAACTTTGTATCGCTCATTTAATCTACAGGAGAGCGTCACATTAGA 
GAAGGAAGTTTTAAAGAGGTTCGGTTCAATAAACATCTCTGCAATTTGAGCCCTGACGGTTTCGGGCTAAGTGCACAGTTGGCAATTCTCAAAA 
AATCCCTTCGTGAAATTTCTGACCGAGTGATTGCAGACAGGACAGACCGAGAGAGTCGAGATCTGAAACCAGCTCTGCGCACCAAGTCGACGTG 
AAAAGAGGCCCCCGGAGTGTCCGAAATGGCCGGGAGTGCGGTTTGCATTTTCCTTTCGCGGGCGCTGCCGCAGGCTCCGGGGTCCCCGCCGCCC 
AGGACTGGGTCCCCGGTCGCCGATCCCCGCTCGCCGCTCCCCAGCGCTGTGGCCTCGTGGGGCTGCCCCGCCCCCCCGGCGTCGCCGCACCCAC 
CCCGCCCCCGCGCCGGCCCCGCCCCCGCGGCGCGCCGCCCCTCCCCCGCCCGCCCGCCCG*^^ 

GCCCGCCCGCCCGCCGCCCCGCACGCCCGCCCACGCTCGGGGCTCGGGCCGGGCTCCGCGCGGAGTTGCAGCGGTGGCCGGATGCCAAGTGTAA 
GTGTAAGTTGCTATGGAAACCCCGACCGAGGCGAGTTGCGAATCGGGAGCGAGACGGAGCCCCGGGCGCCGCCGGATCCGCCCCTCGCATCCCG 
GCCCCCGGGCGTCCGCCGCGCTCAGGCCCCGGCCCAGGCCGACTGGAGGTGCTCCTCCTGCGGCCCCAGCACCCGGCTCGGGAAATGCCAGGGA 
TGCAGGGAGGGCAGAATTGTTTTCCCTGCGCGTCGCGTAAAAACGTGCCAGGTTCTGCTTGCTGGAACCGTCTAAAACAACCGGAACCCCGGAT 
TTTCACTTGCAGATTCTTGAGGAAGTTTTATAATAAATTCGGAGACCTGGAACAAGCCCTAGTGGTTGGTAAATATCCGCGGGGATTGTGTGGC 
GTCTGCAGCAGCCTTGGGGCTGCTGGGCTGGAGGACAAATGGAAGAAAGAGACCCTAATACGCTCAGCTCCCAGCCCCCACCCCAGACTTTCTT 
CTACCTACAGGAATGATCTGAGAGACCAGAAGTAATGTTAGTTGGATCCTTTTGCATCAGTTTGGTAGAACTGATTCCGATCTGATGAGTAAAT 
TCCTTCTGTAGAAACGTTAGGACAGCCCAGCTGTACAGTGTTAAATGAGTTTTATAAATTCAGTGTTTCAGGGTTTGTGATTACTAGATGATGT 
CCATTCTTGTTCTGTGAATTATGGCCATTATTTCTGTGTCTTGCAGGATTTTTTATCAAGCAGAAATGCATCGAACAACGAGAATCAAGATCAC 
TGAGCTAAATCCCCACCTGATGTGTGTGCTTTGTGGAGGGTACTTCATTGATGCCACAACCATAATAGAATGTCTACATTCCTGTAAGTACCGA 
GCTTTAGCTCTCTTTTGTATCATGCGTATTTCACAGTTCGACCTGGAATTTGAAAACTGTTAATGATTCCTGCAATCTGTGGAAATGTTGGTAC 
AAAGTGGTG AAGG C ATTTTCTT CT CTTGC AT CT AATG ACTTTTTGTT AAT ATGTATTG ATTGTATTACAAGCATG CAATATATGTGTTCTCAGG 
ATATGAATTAGCTTATTTAGTTGGAAATGCCTTTCACCATCTTGTTTTCTACTAGTTCTGGGTTTCTAACACCAATGATTTATCCACTCATTTC 

GTCCAAGTTCACAAGACCAGACCACTACTGAATATAAGGTAGGAAACTGTTGAAATTCCTTGTTTGTAATTATTATTGGAGTTGTATAATTTAC 

TGAAGGCAACCCTCTTTATTTCTTCACAGAAAATTTACTCTTGAATACATAACTAATATGTGTGTGCTTTGTGGAGGGTAGCCGTTTAATTTCT 

TGCCATATTAATGGTGACCAAGTTTAGACAAAGTTTAGTAGTATTCAAGTGATTTTAAGATTTTTTTTTCCTAACTGTCCTTTAAAAACTGAGT 

TAGTTCACCTTTTTTGCATTGCTTTATGGACTTCATGACAGGCAGGAATAAATATTTAAAAGGGCTTCCATTCCTCTTTATTCCCTATTCATAT 

TAGCTAGTTTAGTAACTTGAAAGGCACACTTCTTTTGACAGAGCAAATGTGAAGAATTTATTAGTGAATATAAAATATTTTTCTACTGATTTAA 

AAAGTGCTATATACAGAGAACTTTTATTCTCATAGTTTTTATCTTATCAATAATAGTTATAGACAGCATCACAATCAAGTAAAATATTATAGCA 

C AAAAGAAG ACT AT AG AAACTTATGAACATTTTTAGTTCTTGC C AT CTG AATTC ATAGTTTT CTATTTTAATTATTTTT C AGGT C AGAT AAAAC 

TCTCCAAGATATTGTATACAAATTAGTTCCAGGGCTTTTCAAAAGTGAGTAACTTGCTTAGAAAATGAATTTAAAGAGATTATTCATTAGTTCT 

TTGTGTTATGCCAAATGTTTACATCTTTTTTCCCCATTCAGATGAAATGAAGAGAAGAAGGGATTTTTATGCAGCTCATCCTTCTGCTGATGGT 

AAACCTTTTAGGGGAGGGAAGACATTTTATATGGGGGGAGAGCTTATCTAGGAATTAAAATGTATTAAAATTGACTTTACCACTTCCATCCTCT 

TATATATAAAATTTATTAGGCATCTGATTTTTAAAAATTACATTTCACTATATCGTTATAGCTGCCAATGGCTCTAATGAAGATAGAGGAGAGG 

TTGCAGATGAAGATAAGAGAATTATAACTGATGATGAGATAATAAGCTTATCCATTGAATTCTTTGACCAGAACAGGTAAAATCTTTAGGCAAT 

TTATTTTATGCTAATGTTTTATTAGATTGTTTCACTAATAAATTTTCTCTTTATTAGATTGGATCGGAAAGTAAACAAAGACAAAGAGAAATCT 

AAGGAGGAGGTATGTTTCATGTTACAAAAACATATAGAAGAAACATTGTTTGGAATCCAGATTTTATCAGGGATTGTGTTGCCCTTTAGAATAT 

TAGGCTGTTAAATAGAAGAAAATGGTCATGTTTAATGTTTAAGAAAGGTCTACATGTGATATTTAATAATTAGAATTTATTTTATATATGATTG 

TTAGTCTTACAAAATATTTTAAGTAGTTCACAGTTAATACTTTGGTATGCTTGAAGATTATATTAGGAATCTGTTCATTTAGTATTTGTAATGA 

TAGTAAACTCAGAGTGTAATTAGTTGAGAGGTTGGTCACCTCCAATTTTGTTTGATACTAGTATCTTTTATATTCAAGCAATCAAATTGAAACT 

TTCTTCATATCTTAAAGTAACTGAAAAAGTTACTTTTCTAAATGTACTTTTAGGTGAATGATAAAAGATACTTACGATGCCCAGCAGCAATGAC 

TGTGATGCACTTAAGAAAGTTTCTCAGAAGTAAAATGGACATACCTAATACTTTCCAGGTATCTACTTTTATATTCTTCTTGCATTTTACATAG 

ATTTTACAATTTTAATTACATTTTTCACTTTGGATTTTGAACCCAAAAAAGC^TAGAAAAAAAATGTGAAGTTAGTGCTAAAGTTGAAATTT 

TCTTAAAACATTTGGTATACATTCTCTTTTATGCTATGAAAACAAATCCCTTAACACTCTCTAGAAATAATTTTTTCTCATTTGAAGTTTCAGG 

AGTCTTTCTTTGTTAAAATGTTTGGAGAATATGTTTCTTAAAGC^CTTTTGGATTATATTTAAATGACAAAAAATGTACATTTACCTTTGTTCT 

TTTATTACTTAATAAAAATATTTTTCACTAGATTGATGTCATGTATGAGGAGGAACCTTTAAAGGATTATTATACACTAATGGATATTGCCTAC 

ATTTATACCTGGAGAAGGGTAAGTAGCATATCTGTTGTTAGATTATGATGGTAAACTATATTTAAAGAATTAAGAGTAATTTTTTTCCTTTTAA 

CTTTGTAGAATGGTCCACTTCCATTGAAATACAGAGTTCGACCTACTTGTAAAAGAATGAAGATCAGTCACCAGAGAGATGGACTGACAAATGC 

TGGAGAACTGGAAAGTGACTCTGGGAGTGACAAGGCCAACAGCCCAGCAGGAGGTATTCCCTCCACCTCTTCTTGTTTGCCTAGCCCCAGTACT 

CCAGTGCAGTCTCCTCATCCACAGTTTCCTCACATTTCCAGTACTATGAATGGAACCAGCAACAGCCCCAGCGGTAACCACCAATCTTCTTTTG 

CCAATAGACCTCGAAAATCATCAGTAAATGGGTCATCAGCAACTTCTTCTGGTTGATACCTGAGACTGTTAAGGAAAAAAATTTTAAACCCCTG 

ATTTAT ATAG AT AT CTTC ATG C C ATTACAG CTTTCTAG ATGCTAATACATGTG ACTATCGTCCAATTTGCTTTCTTTTGTAGTGACATTAAATT 
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TGGCTATAAAAGATGGACTACATGTGATACTCCTATGGACGTTAATTGAAAAGAAAGATTGTTGTTATAAAGAATTGGTTTCTTGGAAAGCAGG 



CCATAGTTTGTTAATCTCAACTAACGCCTA(^TTACATTCTCCTTGATCGTTCTTGTTATTACGCTGTTTTGTGAACCTGTAGAAAACAAGTGC 
TTTTTATCTTGAAATTCAACCAACGGAAAGAATATGCATAGAATAATGCATTCTATGTAGCCATGTCACTGTGAATAACGATTTCTTGCATATT 
TAGCCATTTTGATTCCTGTTTGATTTATACTTCTCTGTTGCTACGCAAAACCGATCAAAGAAAAGTGAACTTCAGTTTTACAATCTGTATGCCT 
AAAAGCGGGTACTACCGTTTATTTTACTGACTTGTTTAAATGATTGGCTTTTGTAAGAATCAGATGGCATTATGCTTGTTGTACAATGCCATAT 
TGGTATATGACATAACAGGAAACAGTATTGTATGATATATTTATAAATGCTATAAAGAAATATTGTGTTTCATGCATTCAGAAATGATTGTTAA 
AATTCTC C C AACTGGTTCG AC CTTTGCAGATACC C AT AAC CTATGTTG AG CCTTGCTTACC AG CAAAGAATATTTTT AATGTGG ATATCT AATT 
CTAAAGTCTGTT C CATTAGAAG C AATTGGC ACATCTTT CTATACTTTATATACTTTTCTCCAGTAATACATGTTTACTTTAAAAATTGTTGCAG 
TGAAGAAAAACCTTTAACTGAGAAATATGGAAACCGTCTTAATTTTCCATTGGCTATGATGGAATTAATATTGTATTTTAAAAATGCATATTGA 
TCACTATAATTCTAAAACAATTTTTTAAATAAACCAGCAGGTTGCTAAAAGAAGGCATTTTATCTAAAGTTATTTTAATAGGTGGTATAGCAGT 
AATTTTAAATTTAAGAGTTGCTTTTACAGTTAACAATGGAATATGCCTTCTCTGCTATGTCTGAAAATAGAAGCTATTTATTATGAGCTTCTAC 
AGGTATTTTTAAATAGAGCAAGCATGTTGAATTTAAAATATGAATAACCCCACCCAACAATTTTCAGTTTATTTTTTGCTTTGGTCGAACTTGG 
TGTGTGTTCATCACCCATCAGTTATTTGTGAGGGTGTTTATTCTATATGAATATTGTTTCATGTTTGTATGGGAAAATTGTAGCTAAACATTTC 

GCTTTCTTTAAAAATATAGTAAAGGATGTTTTATGAAGTCACAAGATACATATATTTTTATTTTGACCTAAATTTGTACAGTCCCATTGTAAGT 
GTTGTTTCTAATTATAGATGTAAAATGAAATTTCATTTGTAATTGGAAAAAATGCAATAAAAAGGATATTCATTTAGAAAATAGCTAAGATCTT 
TAATAAAAATTTGATATGAAAAGCACAATGTGCAGAAGTTATGGAAAACCTATAGAGGATTACAACAGGTAAACGTTAAAGAGAATACATTGCT 
GACTTATAGTGATGTGGCTAAGAAGTACATGCTTTGTTGTAAAATTGCTTGAAAGCCCATTGAAAGATGTATCTGTTTATTTACAGTCTTTGAA 
GTAAAAGTTACCAATGTTTGCCAATTTTGGTGAATTTAACTCATTTTCTAGGCTTAAGTTTTTCATGATGTTTAAGACAAAGAAAAGTTAATGG 
AAGTGTCAAGTGATATTTTTACCTTGGATGATCATTTGTATAAAGAATGAAAAAATAT^ 

GTCATTTGACTTACATAAAACCAAGTTATCAACATGGAATTCAAATTTTACATCTCAATCTCTTTATGATGAATTTATTTTTGAAATTGCTTAT 

GAAAATGGCATAAGCTTAAAAGCATATTT C AGCCAAAATTTTTTCTGTT AATGAAAG ATTATAATGTTTTGTATT CTT AAATAAG CAG CTATT A 
CAGTTTGACAATTGAGATTAAAAACCTTTGCTAAATTACCATGTTAGAAATTTTCAACCTTATGAAAACCCATATCAAAAGCTGCTAACTTTGT 
AACTTTTAGTAGTCAAAGCAGGGTACAGGAAAAGTCAGCTTTAAGTTTGACTTTTGCTTCTGAAAATATTCT^ 

AAAATATTTCAG AGAAAATG C CTAAATTGATTTTACAGATTTTTAGCTTAAATGCAAAGAGAAAAATGAGG CTGGTTG CTGTTGTGTAAATAGT 

GATCTATCTTGCTTTACACATGCATACCATTTTACAAGTACTTTTTGCTTTTAAAATTGCCGGCCGTTAATTGCACTGCATTGAAAAAACAACT 

GCCCTTCAGTTGTCTCAACCTTCCAACCATATTGCTATTTCCATATCCATACGTGATAATATTTGGACCTCTGGAGGGAAAATGCAACAGGCAG 

AGTAAGCTGGTAGGAACTTTCCTTCATCCTTTCCTCTTTTCCGAATATTTTGAAGGTGCAGTTAATTTGTGAAGTCTTGTTACACTCATTGTAT 

GGGCCTATTAAGGTTTTGTTATGAAAACAATAGGAACTTAAATACCC^TGTGAAATGCGCCTTGCATTGACCAACACGAAAGGAGGACGTTTGG 

TATTTTAAAATAGTTTATTTTATGGTATCTTTTGAGGGGATAGGATTTACTTTTAGAAACAATCTACACATGGAATCCAGTCTCTTAAAATCCT 

GGGGTGAAGCAATTGTTAATTTTTCCATTTCTCTTTGTATTTTAAAGGTTTGATAAATGATTTAGATCTTTTTCTTCCTAATACACGAAGAATG 

ATAGTTGGAAATTCTGATTTAGTTTAGTACTTAGTCAGAATGGAGGCCCCATAAGATTTTTAAAATACTTTGGCTGTTTTCCCCACACAGTCTT 

CATTGCATTTTATCCAAAACAAAAAGGTCTTGATCAAATTACATGAAAAACGACTAGACATCATTTTAGATCTGTGCTGCATCTAACAGTATAC 

TAATTAAAACCTTTCAAAAACCGTCTATGCCTCTAAGACACTAATTTGGTGCAAAGATCACTGAACCCAGCTCCAACTTAAAGCTCTTGAGATA 

CATGATTTC^CTTTAGGATGTTTCTTCATGTACAAAATGAACACAAACACAGGTGATAATTTCTAAGGTTGCTCTAAAAAAATTGACTCCTCAA 

AAAAAAGCCCTTGAACTAAATTAGGACCACAAACTTCAAAGCGAGGAGCCGAGTTCTTTACAAGGAATAGAAGGAGATATCCATATATTCCAGC 

CTTGCAGAGAATCAGATTTGCAAATACCCACCGCGAAGACCTTGAGCCAGCCGATCTCCCTGCAAATCTCAAGATCGCCCAGTTTTGATTATGA 

AAGTCTTCGAAAATGTTTACACAGTTGAGTGTTTCCTGTTTCCGCAGTTAATTTTTTTTAACGTTTTTTrCTTCTTTTGGTTCTTGAAACGGAT 

TTCCTTTATTTGCACCAGTTTCTTTTTCTTAGTGTGCAATTTCTAGAGGTCTCACATGAAGAACTTCACTATCAACTCTGTCTTCATCAAGTCG 

ACGACATCAGAAGTCATGTTATATTTATCACTGGAAAGACTCCGCTGTAGCACTCTTGTGAGAAGAGTTCTGGAGAAGTTCAAGTGGAAAACTC 

ATTCGGAAGTCGCTTTAGCCCTCCAAATAAATAGTAAGCGCTCAATAAAAACTTCCAACAAAGGAGTTAGAACTACTCTCATTCTTCAGCCCCT 

AGCCTTTAAAAATGTCCCTTCCGGGACTATCCGAAGTCACTTTCATAAATAGCAGGTGTTGTTCCCTACATTTCAGTAAAATGCTACTTCTTGC 

TCTGATTGTCAGGTCATCATGGAATGCAAACTTCACCGTGGACGTGATTTCAACGTTGGTGCGGATTTGGAGATGTCC^ACTCTGTCCTCAATT 

AGCCAGAACTCAAGTTGAGATAAGAGACTTGGGAGGCTGCAGACCCAGGTGATAGGGAAGCGCGTCGGAAAGTGGGATGCCAGGAATGGGATGG 

TGGCCGAGACCGACACCGAGGTTAGTGCAGGTGGAGAAGTAGGTCCAAAAGCCCAAGTCACAGGTCCGAAGTCCTCAGGAGCGGAAGATCTTCC' 

AACTAAGCCGGAGAGCGGGGCGCACCGCACGGCGTGGAGCATAACGCCCGGGCGAGGGTGATTGGGGTGGGAAACTCCACTGCTTTCCAAAAAA 

CAGGTTTCTTAGGTTCTAGTGCCCGGTGGAAAGGGCACAGTACACCGGCCTGGGGGAAATCACCTGACTTCTCCTTTGGTAAAGGCCCCCTTAC 

CMCGCTGCCTCTCTGGTAAGGGGGTCCTTTACCAAAAGAC^CCTTAAAGAAGAAACAGCCTCTCTCCTTTTCCTTATT-TTCTAATTAGCATCT 

TACAGAGGAGTGGAAACAGCTACAGCCCAGTCCCCTGCTCAAAACTGCGCCACCCCAGTTCGGCCCTGCTGGGCGCGCGAGCCAAGGCCGCGGG 

GCACCGGGAGGCCATTTTGCGCGTGCGCrGCTCGCCTCGCGCCGCCCTCGGCTCrGCGGACTCGGATCCCGCCAAATTTGAACGCGAGATTGTC 

AGGCCCTGAGGGGCTTGAGGGGCGGGGGAACGACGCCGCTCTCCAAAGTTGGACCCCGTGGCGAGCGGCGGCGACAGCCGGGTGCTCGCTGCCT 

CCCGAGGTGCTCCCTTTTCCCGCCGAAGCCCTCCACAGCGGCAGGCCGAGGCGCAGCGACGTGTCCCTGTACCCCGAGTTCAGCGCGGGCGGGA 

AAACGACCTGCACCCGGGGAGGCAGCGGCTTCGGGGGCAGAGCCCACGGGAGCGCGCCCTGCTAGGAGCCAGGCCGGATAATCGCCTTTCTTTG 

TCCTCCTCCCTCTTCGAGTCCAATCAATGCCCTTTCTCCTTAATGAACGAGGTGTCCTTGGAGTTTGAGGTTTTGTTGGATGATTTTAAATAAA 

ATTATTAAGTTATAAAGTGGCCACCCTGAAGGTTCCCGAAGGCGACTTCATGTCTGTGACTGGAAAGGCCTAGAGGAGAGGGTCCTCCCGCTGG 

GCTCGTTTAATAGAACGCGCTCGAATCCCCTGGGAAAGAGCCTTGACTGGGTGACAGGGCTGAGGAGGGGTGGCTGCGCGGCGGGAATCTCAAG 

ATCTGGGCAAAGGCTCGCGTCTCGGGACGCGAAGTCGACGCCAAAATGGGTCCCCGGACAAGGCGACCCTGGGAGTGCCGGCGCCCCCGGCCGG 

GCAGAGGAGCGGGTGGGCCGAGGCTGGGACATCGCCTCCGAAAGCTGCCGGGACGCGGCGGCTTCCTGCAGAGCCTGCGCCTGCCGGATCCCCA 

GAACACAGAAGCTTCTCGGACATGGGAGCTCCCCGTGCGCCCTAAAACCAGGAGAGGAAGGGACGACTTGGGAAAAGGGACTGGGGAAACAGCG 

GAGAAGTGAAAGCGGCCTAAAATGGGCGACGGCGGGCGAGTCCTCTTTATCAGTGCAGCAGGCTGCCGGAGCCGCCATTTGGTGGCGGATCTCG 

GTAGTTCAGTAGCACGTTGTGCTGAACGTCACAACTGGCTTGTCTACGTGGCATCGTCATTTCTTAACCGCGGTTTTACGAAATGCAAATTTCC 

CCCTGGCCTTCCTCCTCCGCGGCCGTCGACCCCCCTCGGCGCTCCGGGTGGACGGCTCCGGGGCGCGGCTCGTCCCTCGGGTGGTGCAGCCCCC 

GCGGCCCGAGACCCGGGGAGGGCCGGGGGTACTTTCTGCGAGGCGCCTTCCCCGCGGCTTCTGCCCGCGCCAAAGCCTGGTGGAATCCAGCGCA 

GACCTAAAGCACGCTTGACACCCCGATTTTTCGAGACTAGGACGACTCTCTGAGCCAGCAGCTTTCCTCTCCCTCTCGGGGAGAATCrCATTTC 

CTTGGGGTGGTGAGGGTGACGGGCACTGTCTTTTGGCCCCGCGTGTCCGTTCCCCGGTCTCCCGCCTCACCCCTCTGCGAGGTGAGGAGGGGAA 

ACGGCGAGCTTAGGCCTGGCGGGAAGGAGCCTACCCGACGAGAGGGCTCCGCGGGGAGGGTCGGTTGGAATCCCGCCCTAGCGCCTCCTGCTCT 

GCCCGGTCCCCACCGGGGACGGGGAATGCCAGTCATTTCTGTTGAGTGCTAGCAGGGCCGGTGTCACCACGTCGGGTGGCCGAGGCTTCGAGGT 

TTTCATGAAAAGCCCCCGAAGCGTGAGGCGCCCGCCCAGTGGAGAACAAAGGGCCGAGGGCCGAAGGCGAGGCGAGGCAGCGCGCGCGGCTCCC 

TTGGCTCGACCTAGCTGGGAGTCGGGGGGGCGGGCAGGGCTCACTCCCGGCCTAGAAACTGGAGCCCGCCACCCCCGCCCCGCAGGCGACCGCA 

GGGATCCCATTCTTGGAGCCCGAGCTGCCATGTTGCCTTCGCGGAGGCCGCCAGTCACTTGACGCTTCCGAGACAGCGAAGCCCCCAACCTGAG 

AGCCCTTCGGCCGTCTTTGCCGCACAGCTGCAGTCAAGGCCCGGAGGGACTGCGGGACGCGGGCGGGAGCGAGAGCCCTGTGGGCTGCCAAGCC 
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GGCGCGGCCGCGCCGCGGCAGCCGCTTCCCTTGCCACCTTCGTTCCAGGGGCTGCGGGGCTGCGCGCTCGGCAGAGGCTCGGTTGCCAGTAGCA 
ACCACACGACGGCGATTTGCAGCCAGGGCCGCCGCCGCAGCCGCTGGTACCTCTGCCTCCTCCTACACCTCGGGCTCGAGCATTTGAAACCCTG 
GGGGTTGCCTTCGGTGACATCTCCCGCCCCCACCTCCAGTCCTCAGTCTCCAAAATCCTCAGCTCTGCTCAAAAGCCAGCGCCCCCGGCTGGGC 
CCTGCCCCCACCGCAGACAATAGGAGCGGCTGGGAGCGCACAGGGCGGCGCGCGGCGCGAGCAGCGGGCACCTGAGCCCCCAAATCCGGGCGCG 
TCGCTGAGTCTCAGCCCCAGGTGCCCTCTTCGCGGAGTTGATCAGCAATTCTTTTTCAGTGGCCAATTAGAAAGCTTTTCTTGACATCAGAAAT 
AAGGGTGGTGCCAAAGAAAGAAGTCAAACGCCCACTCCCTTTCTAATAACATCGACACAAAGAAGAGCTCATGGTTGCGTCTGCGGTTGGTAAC 
AGTGGCTTTCCTCTGGGTTAGAGCCACAGGCACAAGCAGCCGCTGCTATCTTTCTTCTTCGCCTACCATGAATATTTTGCATGAAATCCAGAAT 

ATCAACCCTTGGCAGTGTGGACTGCGTGGTTTGAAACATAAAGAAAACGACTGGTATTAACCCTTGAGGATCTACTTTTTCTGTGGCTCTAGAA 
CACCAA.TTTAACTTTTTTTAACAAGAGAACTCTTGTTAATGTTTTAAGCAGGTTTTATTGAAGAAAAGTCCTTAGAGTATCTAGCTAAGTCTTT 

TGGGTTAAAATTTCTTGTAAATCACAAATGTGCTGAAATTTCCAAGTTTAAAGCTCCCTGAGGATAAGCACCTGCCTTATTCATCTTTGTAAGC 
GTCAGAGTCCTTTGAACATAACAAATATTTGTCGGACTTCCAGGGAATTTCAGAAGTCTCAACAACTCTTATTAGGAAAAAAACTAACTTACTG 
ATAACTAGCAGAAAGCTTGGATATCTTTAATGAACTCAATGAAAAGCTAAACAATTTCCAAGCTGGTAGCATTATCAGATATTCTCATTCATGA 
ATATTTAACTTAATTATATTTCAAATGCCATAGATTGTATGTTAAAATATCTGACACATGTTTTCAGGATTCTAAGGAGAATGACAAATTGTAC 
ATAAGAACTTGAAAGTGCTAATTTCTCATCTAGTGTCTAAAAATTTGGTTAAATAGCCAGAA.GTAAGGTGCAACTTTAAAGTGCTTTCATACTT 
TCTGATAGCACAGACATGTCATTAACTGTCTTTACAGCTGGACAGGAATGCTTAAGGATCTAGCGTTGGATATTGCAAATCTACTAAGACAAGG 
CACCTTGAAATATCCTCTTTAATTTAAATAAGCTTTAAAGCATACTGAAAATAGTATGTCTCAATCACAAGTGATGGTAAACTCAAATTAA.TGC 
CTCCTGAAATGACTCTTAGGTATATTATTAAAAGAGGTTCACCTTTAAGCTTCACAAAATATCAAGTTCATTAAATAAGACAGTTTACCTAAAA 
GAAGAAAGCACTGCTTGGTTCGTAGAGGGAGCATAACGACCTGTAGCTTGCCAAACCACCCCCATCAGCACCTTAAAAATAGGAAAGCAAGGCT 
TTAGTGAAAAGTTCCTTGCTACGGTCTTTCAGGAAAGAAAAGCTCCAACAACTTGCTTTGGACCAAGTTAAAGAGATTATCTCCCTTTTTCATT 
ACGACTGTCTTTCAATGAATTGAAGGATAAGATCAAAGTGCATTCATATTCATGTGAATTATCGCTATTGACTTGAATAATGATGGATTTCATT 
GTTTTATTTAAACTGAAACCAGGAACGCTGCTGCTTTTGAGGCTACACCCCTAAGGCTGTAGAATTTCTTCTCTGAGAACTCAAAAGCCAAGCA 
ATTAGGTCTGACAACCACGTCATTTCCATAATGTACTTCCGTACAGAGGACTTTTTATTGGAATCGGTTACATTTCTATAGAATCTTATTACCA 
CTCAATTTTTGACTTCTTTCCAACCTTCTCAACAAAACTCCTAAGTTCGGCAAGTACACTTCCAAAAAACTTATGAGTAAATTGTAGTGAGAAG 

TGAACATGATACATTACAGTTTTTCTAGGGTAACTGAAGAACTCAGTTACAGTAAGCTTGGGAAAATGTGTTTACCAGCTGTTTCTTTCTAAAT 
ATGCCTCATGACAATTTTCTTAAGACATTTTCATTGGGGTTTTCCTCAAACTGTCCCATCATTTTCTAAGGAGATGGAAGTTACTAGATTCAGT 
GGAACTCCCCCTCACTTTCACCAAGTGATCACTCTGCTCAAATAATTCTTATTACAATGCTTATCAGTTTGGAGAACACTTTTTAGGAAATTCA 
TTACAATAAAGTAAGCTTGTCATTGAATTCTGCAAGCAACCTTTAAAATAGACTTAGGAAACTGCATTTTCCTGAAGTTTAATATACACAATTT 
ATATAGCCTCTCTAAACGTAAAAAGAGACTCTAGTGCAACAAAAGTCTATTACATTATCATGGTCTGCAGTGGGTTCTGGGAATATCCTTTCCC 
AGAAAGAGAACTGATTCAGTTACTTGGTTTCTCTCTTAAACTTCTGCCATACATTTAAGGCATTACACATAAACCACATTTTAAAAAAAATTCA 
ATGTTTTTCTATTCAGTTGGGGTACAAGAGATCTCTATTTTCATTTACCCATTGTGTGTTTTTAGTATTGCAAGACACTCTTTAAGCCAGGAAT 
TATTAGTAAATTGTTTCTCTTTGGGATATGACCATATATATATTGAAATTATTTGCATACGTTCAGCTTTACTTGTAAATTTCTAAGACTGTTA 
CCCTTGACTTATAAGTAAAATGATAAGCAATTGCATATTATTTCACTAGGGCAAAAAAAAAAAGCATTCCTTGAATAAAAAGCATTTCTTTATA 
ATTCAATTCCTTAAGACCAGATTTGTCTTAGTGATGGGAAAAGTATTAGTATTTTCTTCATATAGGCAGTTCATCTTTTATATCGTTCATATAG 
G AACTTTTATTTTTT C AC CGT AAAAAAATT AGGT AATATTGGAGT AGGAGGTAAAGTAAT C CAG CTTTAG CAATATTT AGATGTTTTCTCTG AA 
ATGTCAAAAAGCAAGGGTCCAAACTGTAGTGCAAGCATCTCCTCTGAAAGAATGAGATGTAGTGCCACCGTGTCCTCGAATTTAGCCTACGTTT 
TAGCGGAGCTCACTCTCGGCTCAGATAATCTCTGGGGAAAAAACGGACAGATAGAGTGGTTAAACAGGAAACACTATTTTTTTTTTTCAAACGT 
TTG AGAAAACTTG AAAACCAT CTCT CGGTACTTTTG C AGTAATTTCC AGGAGTC AG AAGATACAGTC C ATTATTCTTCAG AGTAACCAACG CAC 
AAGACATTTTGGCTTGGGACTTGATATCGCGAAATGACGTCAAAAAATTAAAAAAAAAAACGAAGCTCGCACATGCGCAATGAGGTACAGCTGC 
TTTTTATTTTTTTGTCTGTATCAGCTATTGGCTCCTATCCCCGCCTCTGGGATCCGGCCTGCGCCGCGGGGTCCTAGGGGGCCAGCAGCTGTAA 
AGCGGTACGGGATTCCGCACCCTACTCCAGCAAGAAAGAGCCTGAAGCCCCTCCCCACCTTTCCCGGCCAGGGCGCTCTTCTACGTCCCGCGCG 
CGGACAGCCGGGGCGAAGTAGGCCGACCGGCGCGGCCGCAGCGAGTTTTCTGGCAGCGCTAGCGCCGCGGGGCCTGGGTTCCCGGGTTCCGGTC 
TCCGCCGGCTCCGGGCTCGCCCCCGCGAGTTGGCCGCACCGTTCCCCCGCCCGCGGGGCAGCCGCTCCTCCGGGAGGCTCCGGCAGGGACCTTC 
GCCCCGGCCCCCGAGCGGCAGTGCGGCTCCAGCTGGAGGCCTGGCCCGGGAAGCAAAGTGAAAGGACAGAGGCCTCCTTCCTCGCCAGCCGCCC 
GCCGCGCCTTTCCCAGCTCAGGCCGGCGGCCCGCGGCGCGGAGGGAGCGAAAGAGTCGGGGCCTGCCCCCTCCACCGCCCGCATCTCGGCCGCC 
GCACCCGGGTCCGCCCCGGGAGGCCCCGCGGGAGGGAACCCCCGGCCCGCTGGGCGCTTCCGCACTGACGCCTTGGGGCCGCGCGCCCCCGCCC 
TTTCCTCCCGCTACACCCGCTGGGCCCCCGCCCGCGCTCCCGGCCTGCTCCCAGCGCCGCCTCCCCCGTTAGAAACTTCGCAGACACCGCGAAG 
CTGCTCTTTGGAGTTGGAGAAACTTAGGAAGAATGGGAAAAGCCGAGGAAGTCGGGGAGGACCACGTTCTTCCCTTGCCCTCGGCCCGACACTC 
CTGTCCACATTGGACGCGGCAGCCTGCCAGCGCCCAGGAGAGCCGACCCGGTGGACA 

HUMAN SEQUENCE - mRNA 

GAGAGGCAGAGATCGGGGCGAGACAATGGGGATGTGGGCGCGGGAGCCCCGTTCCGGCTTAGCAGCACCTCCCAGCCCCGCAGAATAAAACCGA 
TCGCGCCCCCTCCGCGCGCGCCCTCCCCCGAGTGCGGAGCGGGAGGAGGCGGCGGCGGCCGAGGAGGAGGAGGAGGAGGCCCCGGAGGAGGAGG 
CGTTGGAGGTCGAGGCGGAGGCGGAGGAGGAGGAGGCCGAGGCGCCGGAGGAGGCCGAGGCGCCGGAGCAGGAGGAGGCCGGCCGGAGGCGGCA 
TGAGACGAGCGTGGCGGCCGCGGCTGCTCGGGGCCGCGCTGGTTGCCCATTGACAGCGGCGTCTGCAGCTCGCTTCAAGATGGCCGCTTGGCTC 
GCATTCATTTTCTGCTGAACGACTTTTAACTTTCATTGTCTTTTCCGCCCGCTTCGATCGCCTCGCGCCGGCTGCTCTTTCCGGGATTTTTTAT 
CAAGCAGAAATGCATCGAACAACGAGAATCAAGATCACTGAGCTAAATCCCCACCTGATGTGTGTGCTTTGTGGAGGGTACTTCATTGATGCCA 
CAACCATAATAGAATGTCTACATTCCTTCTGTAAAACTTGTATTGTTCGTTACCTGGAGACCAGCAAGTATTGTCCTATTTGTGATGTCCAAGT 
TCACAAGACCAGACCACTACTGAATATAAGGTCAGATAAAACTCTCCAAGATATTGTATACAAATTAGTTCCAGGGCTTTTCAAAAATGAAATG 
AAGAGAAGAAGGGATTTTTATGCAGCTCATCCTTCTGCTGATGCTGCCAATGGCTCTAATGAAGATAGAGGAGAGGTTGCAGATGAAGATAAGA 
GAATTATAACTGATGATGAGATAATAAGCTTATCCATTGAATTCTTTGACCAGAACAGATTGGATCGGAAAGTAAACAAAGACAAAGAGAAATC 
TAAGGAGGAGGTGAATGATAAAAGATACTTACGATGCCCAGCAGCAATGACTGTGATGCACTTAAGAAAGTTTCTCAGAAGTAAAATGGACATA 
C CTAATACTTT CC AG ATTG ATGTC ATGTATGAGGAGG AAC CTTT AAAGG ATTATTATAC ACTAATGG ATATTG C CT ACATTT ATAC CTGG AG AA 
GGAATGGTCCACTTCCATTGAAATACAGAGTTCGACCTACTTGTAAAAGAATGAAGATCAGTCACCAGAGAGATGGACTGACAAATGCTGGAGA 
ACTGGAAAGTGACTCTGGGAGTGACAAGGCCAACAGCCCAGCAGGAGGAGTTCCCTCCACCTCTTCTTGTTTGCCTAGCCCCAGTACTCCAGTG 
CAGTCTCCTCATCCACAGTTTCCTCACATTTCCAGTACTATGAATGGAACCAGCAACAGCCCCAGCGGTAACCACCAATCTTCTTTTGCCAATA 
GACCTCGAAAATCATCAGTAAATGGGTCATCAGCAACTTCTTCTGGTTGATACCTGAGACTGTTAAGGAAAAAAATTTTAAACCCCTGATTTAT 
ATAGATATCTTCAGCCATTACGACTTTCTAGAGCTAATACATGTGACTATCGTCCAATTTGCTTTCTTTTGTAGTGACATTAAATTTGGCTATA 
AAAGATGGACTACATGTGATACTCCTGTCCGTCTTGGTTCAAAAGAAAGATTGTTGTTATAAAGAATTGGTTTCTTGGAAAGCAGGCAAGACTT 
TTTCTCTGTGTTAGGAAAGATGGGAAATGGTTTCTGTAACCATTGTTTGGATTTGGAAGTACTCTGCAGTGGACATAAGCATTGGGCCATAGTT 
TGTTAATCTCAACTAACGCCTACATTACATTCTCCTTGATCGTTCTTGTTATTACGCTGTTTTGTGAACCTGTAGAAAAACAAGTGCTTTTTAT 



315 



WO 03/039484 



PCT/US02/36071 



SAGRES DISCOVERY 02 -17 



CTTGJU^TTCAACCAACGGAAAGAATATGCATAGAATAATGCATTCTATGATGCCATGTCACTGTGAATAACGATTTCTTGCAGCTATTTAGCC 
ATTTTGATTGC TGTTTGATTTATACTT^ 

CGGGTACTACCGTTTATTTTACTGACTTGTTTAAATGATTCGCTTTTGTAAGAATCAGATGGCATTATGCTTGTTGTACAATGCCATATTGGTA 
TATGACATAACAGGAAACAGTATTGTATGATATATCTATAAATGCTATAAAGAAATATTGTGTTTCATGCATTCAGAAATGATTGTTAAAATTC 
TCCCAACTGGTTCGACCTTTGCAGATACGCATAACCTATGTTGAGCCTTGCTTACCAGCAAAGAATATTTTTAATGTGGATATCTAATTCTAAA 
GTCTGTTCCATTAGAAGCAATTGGCACATCTTTCTATACTTTATATACTTTTCTCCAGTAATACATGTTTACTTTAAAAATTGTTGCAGTGAAG 
AAAAACCTTTAACTGAGAAATATGGAAACCGTCTTAATTTTCCATTGGCTATGATGGAATTAATATTGTATTTTAAAAATGCATATTGATCACT 
ATAATTCTAAAACAATTTTTTAAATAAACCAGCAGGTTGCTAAAAGAAGGCATTTTATCTAAAGTTATTTTAATAGGTGGTATAGCAGTAATTT 
TAAATTTAAGAGTTGCTTTTACAGTTAACAATGGAATATGCCTTCTCTGCTATGTCTGAAAATAGAAGCTATTTATTATGAGCTTCTACAGGTA 
TTTTTAAATAGAGCAAGCATGTTGAATTTAAAATATGAATAACCCCACCCAACAATTTTCAGTTTATTTTTTGCTTTGGTCGAACTTGGTGTGT 
GTTCATCAGTTATTTGTGAGGGTGTTTATTCTATATGAATATTGTTTCATGTTTGTAGGGAAATTGTAGCTAAACATTTCATTGTCCCCAGTCT 
GCAAAAGAAGCAGAATTCTATTGCTTTGTCTTGCTTATAGTCATTAAATCATTACTTTTACATATATTGGTGTTACTTCTGCTTTCTTTAAAAA 
TATAGTAAAGGATGTTTTATGAAGTCACAAGATACATATATTTTTATTTTGACCTAAATTTGTACAGTCCCATTGTAAGTGTTGTTTCTAATTA 
TAGATGTAAAATGAAATTTCATTTGTAATTGGAAAAAATCCAATAAAAAGGATATTCATTTAGAAAATAGCTAAGATCTTTAATAAAAATTTGA 
TAT.GAAA 

HUMAN SEQUENCE - CODING 

ATGCATCGAACAACGAGAATCAAGATCACTGAGCTAAATCCCCACCTGATGTGTGTGCTTTGTGGAGGGTACTTCATTGATGCCACAACCATAA 
TAGAATGTCTACATTCCTTCTGTAAAACTTGTATTGTTCGTTACCTGGAGACCAGCAAGTATTGTCCTATTTGTGATGTCCAAGTTCACAAGAC 
C AG ACCACTACTGAATAT AAGGT C AGATAAAACTCTC CAAG ATATTGTATAC AAATTAGTTCC AGGGCTTTT C AAAAATGAAATGAAG AG AAG A 
AGGGATTTTTATGCAGCTCATCCTTCTGCTGATGCTGCCAATGGCTCTAATGAAGATAGAGGAGAGGTTGCAGATGAAGATAAGAGAATTATAA 
CTGATGATGAGATAATAAGCTTATCCATTGAATTCTTTGACCAGAACAGATTGGATCGGAAAGTAAACAAAGACAAAGAGAAATCTAAGGAGGA 
GGTGAATGATAAAAGATACTTACGATGCCCAGCAGCAATGACTGTGATGCACTTAAGAAAGTTTCTCAGAAGTAAAATGGACATACCTAATACT 
TTCCAGATTGATGTCATGTATGAGGAGGAACCTTTAAAGGATTATTATACACTAATGGATATTGCCTACATTTATACCTGGAGAAGGAATGGTC 
CACTTCCATTGAAATACAGAGTTCGACCTACTTGTAAAAGAATGAAGATCAGTCACCAGAGAGATGGACTGACAAATGCTGGAGAACTGGAAAG 
TGACTCTGGGAGTGACAAGGCCAACAGCCCAGCAGGAGGAGTTCCCTCCACCTCTTCTTGTTTGCCTAGCCCCAGTACTCCAGTGCAGTCTCCT 
CATCCACAGTTTCCTCACATTTCCAGTACTATGAATGGAACCAGCAACAGCCCCAGCGGTAACCACCAATCTTCTTTTGCCAATAGACCTCGAA 
AATCATCAGTAAATGGGTCATCAGCAACTTCTTCTGGTTGA 
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TABLE 18 



MOUSE NOMENCLATURE 
ICSGNM Runxl 
Celera mCG13559 

HUMAN NOMENCLATURE 
HGNC RUNX1 
Celera hCG401175 

MOUSE SEQUENCE - GENOMIC 

NNNNNNNNNNNNNNItfN^ 

NNNNNNNNNNNNNNNNNNN^ 

NNNNNNNNNNNNNNNNNNNNNNNNN^ 

NNNNNNNNlflNltfNltfNNNN^ 

NNNNNNNNNNNNNNNNNNNNNISTN^ 

NNNIONNNNNNNNNNNNNNNN^ 

NNNZONNNNNNNNNNNlSntfN^ 

NftJNNNNNNNNNNNNNNN^ 

NNNNNNNNNNNNNNNNNNNNNNN^ 

NNNNNNNNNNNNNNNNNNNISINNNNN^ 

NNNNNNNNNNNNNNNNNNNNNNN^ 

NNNNNNNHNNfNNNNNNNN 

TCTTATACACCGACTTCTGTCTTCTTCAGTCTCGATCAACAGCTGGCTTCATTCCAGCCCCAGGCAGAAAAACTTACCATTTTTAACCGTCTCC 

TTTGGCTACATTGTAGCAACTAGGATCAACTCTGCTTGCTGACTGGAGTCCAACTGAATAGCAACCTTAACTACTGTAAAAAGCCCTCCGTCTG 

TTAACTGTTCTACAACCAGCTCATATGGGTTCCTCTCCCTCACTGTTCTGTTTAGAATGGACAATCTTAAGAGTCTATTTTAGGATTCTTCCTC 

ATATTCTTGCTTCTGCTTCCTAAGTTGCTGGCAGAGTAATTGAATCTCTCCTGGTTGAGGATAAATGGGGGTGTGGAAAGGGGCCAAGGATTGC 

ATACTGAGGAATGTTGTTCTACATAGAAACCTGAAGCCAGGGGAAGGTGGCCTCTTACCAACCTCACCCTCCATCATTCCAATGCTGAGACACC 

AAGTATAGTTCAAAGGTCATCTGGGAGACATGGAGACCATGATGAAGTATTAGGATAATCCATGAGAGGGAATCTAACCTGAGCAAGAAAGCTG 

ACACATCCCCTCCGCAATCAGAACAGGGAGGGTGCTCCATAGTCCTGCAGCACAGAGCTGAAGAGCTGGCCCTGGGTTCTGGGTATGTAGAGAT 

GC AAGGTT AGCAG AAG CCTG CTAGAAGGACTGGTGTAGAAAAGCTGTGGGAATCCCTTGT C AGGGTAT ATTCGT AAGAAAT CTG AC AAGAGGT C 

AG AG AATT AGC C CTGG AGTGGG AGCAATTGGG ATGGG C ATGGG AAGAGG AGAG AAATC AT AAC AACCAATGCTAAAAAAAAACTACT CAGAGG A 

CTTAGCAACAAAAGGAAGGGAGACACAAGTAAGTCCATGGGTTCGAATTCAGAGACTTGGTGTAACTACAATGAAAGCGGCAGCGGCAAAGCCA 

GCTTGACATGCAGGACACAATTCTCAAGTGTTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCT 

CTCTCCCCTCCAGTCACCTATACACTTTTGGTGGACTAAATTTCTAAATTACCCACTCGGCTAGGCTGTATCCTTGGATGTAGTGGAACCCATT 

GTCTTCATATTGAGGTTCAGTCCTCTCAGCTTATGTGAGATACCACACCCCACCCTCCAACTCAGTCTCTACTGGCAATGGCACAGTGACCTGA 

ATTACAAGTGCCTAGCTTTGCTCTCTACGATCCTCCTCCCTGGAGCACCTTTGTCCAGCTCACCTCAGCCTCTCTAGCCCCTTCTCTGGGATTC 

AGAAGGTAGAAGCTCTATTCATCTTCTAAGTCAAGGACACATCACCTGTGTTAGCACCAAAACCTCTTCTAAGCATCCCCAGGTGCTGCTGCCC 

CGTCCTCCCTTGTCCCTTCCCTCTTGTTCTCTGGACCATGCACACATGCTTGCCAGTAGCCATGATACCCCATTTGCTGTCTGTTATTTGTCCT 

CTGT CAC C AATAAGCCTAG AACC CTG AC ACATAAGG ACCATT CT AGGAAGG CTGGGAG AAAG AAAATCAAATATTTC ATG CTCTCAG AG AATCT 

AGGAGTTAC CATTTGG AAAG ACTAAAGGTC AGAAAAG ACTAAAAGC CTATTAT AGATTTTAAAATCT CTCAACC AAAT AG CG ATTGCCTGTCCA 

AACACTCTCGGTGACAAGAAATAACTACAGGATAGAAATTCTACATATCTGAGATTCCCACATGAAGAATTTTTGAGATTTTTTTTTTGACAAA 

ATATCTCTGCATAGCCCTGGCTGTCCTGGAACTCACTCTGTAGACCAGGCTGGCCTCGAACTCAGAAATCTGCCTGCCTCTGCCTCCCAAGTGC 

TGGAATTACAAGAAATGAGGAGGAAAGAGGGGAAAGAGGACATACTAACAGTTAAATTTTTCTCAAAGCTGTCAATTGTACCTAAGAAGAAACA 

TAGTTGGTCCATGCCTGTGGCTGTGCATGGGCTTGTGTATGTGTGTGAGTGTGTATACCAGTGCCTGTGTGTGCACGTGTGCATGTGTACATGT 

GNNNNNNNNNNNNNNNNNNNNNN^ 

NNNNNNNNNNNNmfNNNNNNNNNNNNN^ 

NNNNNNNNTGTGTGTATGTGTGTGTACTCACATCTGCATGGGGTATGTGTGGTGTGGGGGTGAATGTGCATGTCTGTGCATACTTGTGCCTGTG 
TGTGCACACTAAATCTGCATGTGTACATGTGCGTTCATGTGTGTCCACAGGCAAGTTTCCTAAGCTCCCTAAAGGGGAGGCTCCTGGCCTATAA 
AATGGGAGTGACTATAGGATTCCCAGGATTAAGCAGGGAGACAATTCAATCACTGCTGGTTCTATGATGGCATACAGTGGGCAAGGAAGGGAGA 
TCATGTCCTATCTAGCTTCCATTAATGAGTATGTAGCCTCTCGTCTCTCTCCAAGCCCCAGGGTGGCATCTTCCCCAGCTCCTGGAGGTGGAAA 
TCCCTTCATAATTCCACAGGTTTGCCTTTATCTATAAGTGTCTGTTCACTGAGTTCAGCCAGTTTCCCTGTGTCCTCAAGCTGATGTCACCCAA 
GCGCAGAAAGTTCTTC ACAGTAACAC AC AGTCCT CT C C AAG C AC AGTCG CTTTTGCCACGTTGG CTTTT CTCTAAGAATTGTCGAAGTATTAAG 
TGTATACATAGAGATCTGCGCTCCATTCTGCTTTTCCAACCACTCAGCCTGAGATGGAGAGGTGTCTCTGGGTCTCAAGAGAGAATGTCCAGGG 
GGTTGGCTCTACCAGGTCTCTGGAATAAATTTACCTGTCCTAGTCAGTCCTACTGGGTCAGTCTGTTAGGTCCAATGCTCACCAGTTAGAACCA 
AGCTTGCCTTAACTTCTGAGTCCATTTGTTATTTCTTACCTCATCTTACCTTAATAATTAGTGCAAATCGTTCTGTCCCTACTGTGTTCAAAAA 
AAGGAAACTTTATGGAGCTTTTTTATGCCCTTGTAAACCAAGATCTTTTAAAAATTATTTTAAGGTTGTTCCTTGGAGGCCACACATTTAAGTC 
CCTCAGTCTGTCATTAGAAGGCAACCCTGTGGAAGCCTTTCCTATTTTATTTGCTCTTTTTTGCTTTTGCAAAAAATATATGACTGTGGAGCTG 
CAAACCTTGACCTCCTGCCTATTTAAACAGCGTCTGGAAATCTGAAGTAATTAGCTCTCTTCTTCTTCCTCTTCTTCTTCTTCCTCTTCCTCTT 
CCTCTTCCTCTTCCTCTTCCTCTTCCTCTTCCTCTTCTTCTTCTTCTTCTTCTTCTTCTTCTTCTTCTTCTTCTTCTTCTTCTTCTTCTTCTTC 
TTCTTCTTCTTCTTCACAACATCGTTGATAAGCCGTCTTGTCCTGCTATGGAATGTGACTACCCAAATCCTAAGGCATTGAGACCGACCATGTG 
CCCTTACTGTCACTGGGTGCTGACCACTGTCAGTGTAC AAAG CTAAGGAAGGGTAATTTCTAACTCACATTATCTGT AAAT ACTCAAGGGAATG 
AGCACAGTTTTGGTGTGGGCTTCCCTGTACCTTAGAAGCAGCAGACTGCAGGGAGGAAAGTGTCTTCCTGGGATCTTAGCATATGCTGATGATT 
TCCAACAATATTTAAGGCTGTGACATTTCAAGAACGAGTGGTGTCAATGTAAACAAACTGCTTTCCTAGCTGAAAAGAGGAAGGGAGAGGGAGG 
GGAGGGAGGAGGGAACCAACCAAGGGGGAGGTGTTTCTGAAATGATCTACCACTAGAGGAAAGCAATTGGAACACAGAAGCACCAGGTAATCTC 

GTGCTTAG CCTCTGC CATGTTACTGATTTTAAAACCATTTTGNNNNNNNNNNNNNNNNNN^ 

NlSnSTNNNNNNNNNNNNNNNN^ 

NNNNNNNNNNNNNNNNNNNN 

NNNNNNNNNNNNNNNNNNNNN^NNNN^ 

NNNNNNNNNNNNNNNNNNNNNNN^ 

NNNNNNNNl^NNNNNNNNNNNNNNNNN^ 
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NN^NNNNNNNN^^ 
NNNNNNNNNI ^^ 

NNNNNNNNNNNNNNN^ 

NNNNNNNN^^ 
NNNNNNNNNN^^ 

CTTACAGTTAGCCAGTCACGTAAGGATGTAGAAGAATAAGTCAATAAAACCGCTCCGCCCTCCATTGAAATGGTTGCCTGCCTCTCACTGAACC 
AAACACTACTTTTAAAATTCATGGTAGAAAGTCCAAATCCTGTTGTC^ 

GTAGCAGCTTAAACAAATCTTTCCCTCGCAGTTTTTTTCCTTTTTTTTTTTTAATCATGTAAATTTTAGTGTCACTCTGGGGGAAGCCTGGAAG 

GCTCATTTCCCTCTCCCGCTGCAGGACTTGCATGAACTCTGTCCAAAGCCGCAAGGACTGCGCGTTCATGGTGCCCCTCGGTAGAGTCCCAGCT 
GCGCGCTTGCTGATTGCTATTTTGCAGCAAAGACGGGGCGATGATTTTGTTTGTCTGTGTTTTTCAAGTGGGTGTCAAGTGGCTCAGTGACAAC 
CCACACAGGTCCAGGGATGCCCGAGGCCGGATTTTTGCAGTTTTTCGTTGCTTTATCCTGATCGAGCTTCGAACTAACTGAGTTAGTAGCAGTA 
ACTCAGCTGAGCAGCGGTGAAGGTGCGAACCTTGAAAGCCAAACTTGGTGCCTGTGTTCATGTAACTGTCTTTCCTAGGCTTCTGCCAGACAGA 
CAACCCTAAACTCCATGCGCAGTTTGAGGTTTGACCCCAACGCGATTCCTTTAATCTTTTGAAGGGCCAGAGAGACACCCTTTCCCCTGGAGTC 
AAGGTCGAGCGTTGTCTCTGGCACACTGTTCTGATGATGCCCTGTCTCGGTTGGTCTGTGTGGATGTGCTTGGCTGTGGCTCCAGGAGCACTAG 
ATCTGAAGTCGGCTGCTCAGAAAATGCATTTGAGGGGAGTCTAGCTAGCTATTTGAGGGAGTCTCGCTTCCACTGGCCATGAACTCTCCAGTAA 
ATACGGCACACCAGAACCTGGCTGCACTAGGAAGCTGTGGCCCTGGCAGGGGAGCGCAGGCAGCGGGATTCGACCCCTGAATTGGGAGTTCTTT 
AAGATTCGTTTTAAAAGAAAAGCAAGGAGGAAAAAATGTCTTCCCAAAGCTCCGGATCCCCCCAAACGCCAGGGGAGCACTGAGCTTTGCCCTG 
CTGTCACGATCTTTGTGCTGAAGGAGGAAAGTCGGGCCCACTCGGGAAAATACAGAAGGCTGGAGAAGTTGAGCCTTCGCTGACAATCGCTGGA 
CACCTGAGGAACT CATGGTCCTGAACTAG C ATAAGGCGG AGC C C AGGC AAAGAGGCTTTGAGAAGAG ATG AGACCCTAATTTGGGTGG ATCACG 

TGGCCACTTCCTAATGTCTGTCCCCAAACTCACAAGATCGACCCTAAGGAGCTCCAGGTGAGACTGGTCCTCGCGCCGTCGGGGCGTGCCCAGT 

GCCCTGCTCCGCTTCCCAGGACGCCTAACGAGGGCCGCTGCTGGCCCCTGGCGTCCGGTCTGAGCCCCGACATGACCGTGAAAGGCCTGCCTGA 

TCCTCCATGCCGCCAGCTCCTACCCGCCTGGGGCAAGAGAAGCCACCGCAAACTTCAGACAAGGCCTCCGTGCGGGGACCTCCACAGCTTCTTC 

CTCTTCCACGGAACCCAGGCTGCGCAGATGCGTGTGGAAGGAAGACACACGCGGGGACGAGCCAGGGACCCGAGCACAGATGAAAGTGGAGGGG 

TTCGGTCAATATGTGGACAGTAGCGGGCTCCATGGAGTGGGTAGTAAGAAGTTCCGGAGGAAGCAAGGCCCAAGAGAAGTAAGGGACCCCGGAG 

CACAGGCCAGCTGCTCCGGCTGGGGACAGTAGCCGGCAGCGAGCCAAGCAGGAAGGAGACGCTTAAAGCTCTTCGGCGAAAATGCGCTCGGCGC 

CGCGGGGACGAACAAGGTGGGGGAGGTGCCCCTACATTGCTTAAGCGGAGTGGGTTCGTTGCGTGAAGGAGAGCTCCGGACTCCCGCCGGAGCT 

GGAGGGTGGATTCGAGCTCATGAGTTCGGGGTGGCCTGAGTCCCCCATGCTTTCAACTTTTTTTGTAGTCTAGAGTTCTTTGAGGCCTTGGTTA 

GAAAACTATCTCCTCTCCAGCCGGTGCGCACACTCAGAACGCGGCGCGCTGCGTAATCAAGCCGCAGCCCAGCCGCAGAGAAAAGACACTAAAT 

AAAGCAACTCTGCGAAGGAGAGGATGCTTAAAACCCAAAACTTCTGCGGTGGAGCAGTGGCTGGCCTTGTTTAAATGACTCGGTGCCACTTCTC 

CTCAGCTGCTAGTCTGGCCCAGGGAGGCGCTCAGAGCTTCCCCCACTCGGCCATGAGCCCTCCAACCCTCTTGCGGCCGAATCCCACCCTGTGC 

TCCCAGGACCCCAAGCCTTGGCTCATGGACTGCAGTGCAAGGCTGCCTAGGGACCATTCCCGGATGCCAGCCCAGGTCCCTGAAGCCTCGCGGT 

GGCAGCTTTGTGTCCAGGGAGCACAGGGCGTCTCCCTCCCGCTGATCTGCAGGCCCAGGGCTTCTCCGGACGCAGCCGTGGGTCGCCAAGCCGG 

ACCGGTGTCTCGATTCCTGTTTCGGGGTCTCCAGGACCGAGGCCACCAGTGGCGCCGCTGCGCCCGGCAAACCCACCCAGGGCGAGTGCAGCAC 

CGCGCGTGGCTGCCTGGCGTGGGATCTGAACCTGGGCCTGGCTTCGGGCAAACATGGCAGCGTGTGCCTGTGGGTGCGGGGTCGGCGTGGGTGC 

GGGAGCTGGGGACGGTAGGGGCTGCCACCGAGTCCCGGGCCGGGCAGCGTACAGTAGCGCGCGGGGGCGCGCGGGCCAATTCCAGGAGCGCGGC 

AGCCGGCCGCGCCCAGGCTGATACCGGAAAGGCCTGTGATTGGCCGTCGGTCTCCTCTATGGAAACGAGCTGAGGGAATGGAATTCCTCGGGTC 

GGGCTTACAGTAAAAGCACGTTCATTTCCAGGCACTCTCATTCATAGAGCCAGCGGGCGCGGGCAGGACGGGCGCCCCGCGGCCGGACCCAGCC 

AGGGCACCACGCTGCCCGGCCCCGCGGCTGGCACTTCCATCCTGAGCTCCCCGAGACGCAAGAAAGTCACCCTTTGCGGCTCTTTCTAGATCTG 

CGTTGGACCTTCTTGTTTTCCTTTCCTTTCGTTTTTTTTTTTTTTTAATTTTTATTTTTATTTTCCCTTTCTTACTTTTGAATGAACCGGCTTC 

TAGGCTTTGGATGTTTCAAGTTCTAGGCTGTGAACTTTTCTCCGATTGTTTCTTTTGACAACTGCGGGAGAAAGTGTTCCGGAGTTCCAGGCGA 

GCGGTGAAGTTGCGTGTGCGTGGCAGGGTGCGTGGGAGTGAGCGTGTGTAACTCGAGCCTACTGGTCTACGGTGCCTCCTCCCAGGCCCGCTCC 

ACCTGCTGCGGTTACACGGTGCTCGCTCGTGGGTATTTGTGCGCCCCAGCAGAAAACCAGCCACCGCCGGGCGACGTTGGAGGAAGATCATCTT 

GCCAGACTCTGGGCTGACTCACTCAACCAATGTAGACAGTGGCTGACTTCCGAAGAGTGCGAGTCTGCCTGTGTGTGTGACCCAACTGCGGCTC 

AACTCCCACCAAACCACAGGATCAGCCACAAACTTAACCAGCGTTCCCAAACCAGAGTCCTCAGCTGTGGGAAGCTCTACCCTGAGTGTCATCG 

AGTTTGACTTTTTTTTTTTTAAGATTAGCTACAGATCTTTGTAAAGCACTGACCATTTATTTGGCCAGAATTTATTGAGTAATGACAAGTGATC 

CTATCCCAGCCTTCCAACTACTGAAGCTGATTTTCAAGGCTACTTAAAAAAAAAAAAACTGCAGCAAACATTAATGGATTTCTGTTGTGTTTAA 

ATTCTCTACAGATTGTATTGTAAATATTTTATGAAGTAGATCATATGTATATATTTATATATACGAGCACATACATTAGTAGCACAATCTTTTA 

AAGTTACGGCTCTTGCTTTTGAGAAACGAAGTGAGTTTTTCATGGTAAGAGGGGCGCTCTGTATGGAAGACACTCCTAAGTTTTGTATTTTGTT 

GAGACTCTAAACAAAACTGACCCGCAAGAAAGAAAAACAAACTGACAGGCAACTAACTGCTGGAACTTCCAAATCTAGTTTTTGCTGGTCATTT 

TTTGGTTGTTGTTGTTGTTGTGCGCATAAATATTTTAGGACGCGTATGGGAATTTTGCCTCCGGGACCGTTTGTAATAGCCAAAGACTGAACTT 

CAACTCTCAAAGCGAGGCTGTGTTGGGCATTTGACTTTGAATTCTGGTTGCCCACTTTTTAACGCACTAAGCGGCCAGTTGCTAACCCTGGTTG 

GGTGTGAGGCCGATCCGTGTAACTAGATCTCAGTCCGGGACTGATGGTAATTTAGTCTCCTACCCCCACAACCCTCCGGTAGTAATAAAGGCTT 

CTGAACTTGTATGTTGGTCTCCCGGGAGCAGCTTGCAGAAGATCCGAGCCCCTGTCGCCGTCTAGTAGGAGCTGTTTTCAGGGTGCTTACTCAA 

TCGGCTTGTTGTGATGCGTATCCCCGTAGATGCCAGCAGGAGCCGCCGCTTCACGCCGCCTTCCACCGCGCTGAGCCCCGGCAAGATGAGCGAG 

GCGCTGCCGCTGGGCGCCCCGGATGGCGGCGCCGCCCTGGGCAGCAAGCTGAGGAGCGGCGACCGCAGCATGGTGGAGGTACTAGCTGACCACC 

GTGGCGAGCTAGTGCGCACCGACAGCCCCAACTTCCTCTGCTCCGTGCTACCCACTCACTGGCGCTGCAACAAGACCCTGCCCATCGCTTTCAA 

GGTACTCCTGCCTGAAGAGGGTGGCGGGAGGAGCAGGTGGAGGTCAGCCGATGGCCAGAGTGAGCCTAGGGGGCAGAGGCTAAGGCGGCTTCTA 

GAGAAGGGTGCTGCCTGTAGTAGAAGTCTCTGGTCCTTCTCACTGAGTTTGGGATGGGGGGGGGGATGCTGCGTTACCGTGGCGACCCTCGGGA 

GGGT C AG C CTC AG AGGTATC C AAG AGGG AGTTTTTTT AAAAAAAAATC AGGAT AATTT C AG AGCGCCTACCAAGGGCCTTCCTTATCTTTGCTA 

CGAAATAGAAAAAGTTAGAACCTTGGATCGGGCCAGTCCATCTTCCTTAAGGTTCCCCGAACCTCTGGATGAACACCCAGACCGTTTTGTATCT 

GTCAAATGAAAGGATCAGGAAATAAAATAAGAGATGCTTTAGTACCTTCAGGTCAGAAGAAAAAAATAAATAAATAAACCAAGGGAAACAGCCA 

GGGATCACACACACACACACACACACACACACACACACACACACACACACGCCCCGCCGCCTTTTTTTTTTTTTTTTTTTTTTAAATCGCGCTA 

TAAGATTCAGCGTGTCCAAAGTCGGCGGCAAGGAGTAGTTGGTTAAGTTTGCCAAAGTGCGGAGTTTTTCCGAGGCTGTAGCCTGCTCCTGCCA 

GAAGCCGCAAGTATTGAATCCTGTTGCTTTTTCTGGAACCTCCAGAATATTATCGCTGGCl'CACCTAAATTAAGCCCCAGGCAAGAAAGGTGAC 



318 



WO 03/039484 



PCT/US02/36071 



SAGRES DISCOVERY 02-18 



AAGGTGTCTACCGACACCCAAAAAGGTCCAATCCAGCAGCTTTTCTGTTTGAGCAAGGGGCCTTGTAGACCCGGCAACTTCAGGTGGGCAGCTC 
ACGTTGGTCAGGTCGCTTTTCACCCTGATCTTGCCCTAGCTTTGTGTTGCGTCTAAAACTTGGGTTTCAGAAGCTATATATAAACAACCTCGGG 

TTGGTCTTCTCCTGAGGTGGGTTTTAAAAGGTACAGCTGAGAGCAAAAAGACTGTGTCAAGTTGTGTTTTTAAAAGGCTAAGAAGGCGGGACCC 

AAGCTTTTCGTAGTTCCAGGCCTCAGCTGGATCTTGATCTAATTACAATGAATAGCGCTCACTTTTTGACAAGTGCTGTCCGGTTCCCCTTTTC 

ATGCTAAAAAGACCATCCACATTAAAAAAAAAAATCATAGAAGTAGAATTTGCTGCTGACTCTGTCTGTAGAATTGCCACCTTTACCACTGTTG 

TGAAAGCAACTTTTTAAAGGGGTAGAGGTGGGGTTGAGAGTCTGAAGGGGAGCCAGGCACTCGGGTTTTCCTTCCCTTCCAAGTATTGGGGAAT 

CCGTCCCAATTCCTTTAGAAAAACAAATTTAGCTGGTGTTGTCTTCTGTTTACCCTGAGAGGGACCTATCTGGGCTCAGCCCTAAGGTCACTTT 

CAG AG AAC AG AG AGAAAT C AAACTTATTGT AGT CAAGGAAAGGGCC AGTTAAGGTAG ATCT CCCTGCCAG CCTAGCTAAAGGGACTGTGG CTTC 

CTTGAGGGAAGAAATTGGGTCTTTTCTGAGCTTTGTTGCTGTGGTTGTTGTTGTTGTTATTGTTGTGGTTGTGGTTGTTCTTCTTCGTCTTAGT 

CTACCAGGGAATCCCAGTTTATCAAGACACTAAATAACTGATTTTTAAAATGGTCTTCAGGAGTTGACGTGGTCCCGTCTTGAGCTACCACATG 

GAAATGTTTATTTTTCTTTTCAAAAGAATTAAAGACCTTACACATTGGCTTTACAAGCCACGAAAAATAATTTTTTCCTTTTAACAAAAATAAT 

CACTGCCGTAGAGATTCCCCTTTACAAATGATTTTGGAAAGACCTCAGTGTGTTTCCCTGAGTGACAGCCAGGAGCCATGACAAAGGTCACGGT 

GGACAGGGAAGTTGAAAAATCAGACCTCTGGATTAATATCTGTCACCACCTATGCTGTCCCACAGAGGGACGGCTGCTTCAAGGAGGTCACCAG 

TGAGTAGATAGAATTTGCGGAGGGAAAGGAGATTTAAAGGCTGGGTTTAAGAGGAAGCTGGACTTGGAAACAGACCATCTTCCTTGCTGTATTT 

TCTATGGGCCCTGGCCCCTCTGTGTGCCAGCTCCTACCAAACACACAGAAGCAGTTTCTACCAACAGTCTTTACATTTACATGTGAATTAAGAT 

TCCGGAATCTCTTTAGGGGTTAACCCTGCAGGACTTATCCTATTCCCTGCTGCCGCCACCACCCCCAGATAAAAATCGGATGATGTGAAGCCCT 

GTTCAG ATCACTTGTAGAAG AGCATCT CCCGGAAC CTTC CGG AATCTTGTTAAGTC CTCCG CTTTAAT CTTCAGAATTAT C AGGAG ACTTACAA 

TCATGAAGTCCCTTGAAAATTGATTAAAATTATGCTAATTAGTCCTCCCATCCTCCACCCCTCTTTCCACCTATAGACTGTTTATCTCAGCATA 

GAAGAAACACTTAATTTCACTGCCGAGAAACTGGGAAATCTGCTCCATACTACACAATATTTGCAGATACCGTCTACAAAGTTGTCTAGGTGAC 

TTGCAGTAGATTTTATAATACTGTAATAAAAGAATTTGTTTAGCCCCTGGTACACCAGAGCACAAAAATATAAACATACCTTTATCAGGGAAGT 

TCAAAGACCATGGGTGCTGATGGAATATGCTTTCCAATAAATAAATAAATAAATAAATAAATAAATAAATAAATAAATAAAATTCTGGCCGGAA 

GACCATGATCCCTAGCTATGTGTTAAATGTCATCTCAGATAAATTCTACGTTCCATTCCACAGCCTCTTTGAAACTCTGGAAGATTAGAGAATT 

TGCAGTAACTAAGTTGTTGCTTTAATTTCAACCTGTAAAATTGTTGGAAAATGCCAGTTTCAAACTAAGAATAGGCTAGCCAAGAACAGTGCTG 

GGAAGTCCTCAGAGCAGAGAAGACAGCTGACATTTGGCCCAACTTCCTGATACTTGAAGAACAGGAGAAGTTCAACAAAATATGAGCTATCTTG 

GGCCAGCAAGTCCCTTCTTGTCTGTTTGGTCTGTACTAAATGTAAATGTTTCTCTTGCCTTACCTATTGTTTATAGCTTTTTACTGCAGACACT 

GCTTTGTATTTCTGTTTGAAGTTTGATTTCTTTTCATTATTTCTATATCATCTCTCAGTGACAAAAATCTATATCAAATTGGAAGACATCTTAG 

CTTTAAATAAAACAACAACAGTGCTAGTAACCTAGCCCTAAGTGTGCTTGTCATTGTTTTAAGTACAGAGTTAAATGTCCCTGGATTTAATTTT 

GTCTCCTTCCCTTCTCCATCAAAACTCTTTGGAGATAAATCAAAAAGCCCAAGAAGTAGTAACCGAGCCACTGGATGCCCCCTTCCTGCTTCCT 

TTAGAAATGGGGGTGATGCAATTTAAACTCCTAATTTTTAGACTTTTGAATTCCAACATCAACAAGCTTTTCTTGGCCACCATGGTCCTCTTGT 

GCTGTAGACGAGGGGGCCTCATGGGTTTGACCTCTTGGTAATGAGGGATCCCTGGAACAACCATGGTAAACTGAGGCACGGTGGGGCACAGTGG 

GAATTCATGACTTGGCGTGCCTTTGGGCGCTCTGGAACAGGATTTATTCATTTTGGCCTCTTAGGAGATATGGGCCCCAACAGTCAGGCATTCA 

GACTGGAAGCCCGGATGTCGATTCAGTGCCCTCGGAGCCCAGTGGGTGTTGAGATGAACTGGAAAGGCCTAGGTCTCCACAGGGAGATGAAGGC 

AAGGAAGTGAAGCATTTTCACAGAGGGTATCTCATCCTTGTGAGCAAACTGTGCAGAGGGAAATGAAAACATTGATGAGAGAGATGGGGGGAAA 

AATAGACAGAAAACAGAATTTACAGGAGTAACATTTTGTAGGAATAGAAAGAAAAGATAATAATGATCAATTAACCGAGCAGGGGAATTTATTT 

CAATGATGTTCTTTG AAAC AAAAGAGTTGTCTTATT ACC ACTC CTAATTAAAGG CAT C AAACATTTGTGGTGGG ATAG AAACATCTAATTAC AT 

ATTGCTTGGAGAATAAGCGTTTTTAAAATCTCCTTTGTAGAAAACACGTCCAACAGTTGACATGAAAGGGTTAAAAGCAGAGGCAAGGGGCCGC 

AGGGT CCTTGTTTC AC AAAGC AAGTGAGTG AAAACAG ATAAAAATTAAAGAG AT AG CAAGATAC ATACCCAGT C CTAGAGAGCAG AGTGTCCTA 

GTGATGTCCTAGGGGTCCCCTCTGTCCATTTCTCAGGGTAGCTGGGGCAATTTCCTGACATAGGTTCTTTAGAACGCAGGAGATAGAGCAGCCA 

C AATG AATAAAATCGC CCAGATAGCC ATCTGC AGG AC AT CGAACAGCGGGAAGGAG AC ATG ACTAAGC AC CCAGTAAGAATGG CGAGC AGAG AG 

ACCAGACCTTGATACCAGATTAGCAGATCTGCGGCGGGGTTATTTCATACAGAATGAGAAATATCCCTCTGATAGATTGTGAAGCAGCCAGTGT 

ACAAAAACTGAGAAAAACAAAGTGGCAGTAGAAGAAGAGATGTTTCTGCTGCCATCCCGGGAAAACCTGCCCGAGGATGACCACACAACTGAGA 

TAAATAACAGACATCTCACCGAAGACTGACAGCATGTGTCTGGAATGGTTGGAACAAACTGAACTCTCGGGGCATGGCGATTTGAAATCCTGTG 

GTCGCTTTGAATATGGAACAAGGCAAACATAACCGATATCAAGTCAAAACTGGAAACTTTAGCTGAAGTCAAAGAACGGCAGGCTTGGTGGTGC 

ACACCTGTAAATCCTGACCTCGAAGGCTAAGAGGACTGGGAGTTCAAGGCCATTCTAGGCTCCATCGTGAAACCATAGCTCTCTAAAACAAAAC 

CAAAAGGACCAAAGAGCAGCCAAGCAGTGGGTAATGTTTTGTGAAGCACTTTCAAGGCTTCAGAGTGTTTTAATCTGAAATTACTACTTTTTTT 

GGTTTTCTGGATATAAAGTAAGCTCATCTACAAGTTGTCTTTCCAAATATACTAAGCCCTTACCTTTTCAGTGGCAGTAACGGAATCCCCCAGA 

ACACAGTTCATACAGATGCCAGACAGCAGTCTGGTTCTACCTTTGATTTGAGGAGAATGACCACACTGGAGCACCCGTAGTCACTGAGGTCATC 

CCGCTTGTAATTAATAATAAAGAAGTGGCCCGTGTCTAGTTTTTCTCCTTGGGTGCAAGAGTTTGCTGCTGGTGAGTGTCCAAGAGCGGCAGGA 

AGAGGTGCCAGAGATTAGCTGCAGACAGACAGTTTAAGTATTTCCGGGTCATCCTTGGAAGCTGCACACTGGGTGGCACACACACCTCTAACCC 

CAGCACTAGCAGAGAAGAGAGGAAGATCGGGGGTTGAAGATCACTCAAGGGTTCAAGATACAGTGAGGCGGGGGCCAGCCTGGGCTATCTGAGA 

CCCTGCCTCAAACAACAACAACAACAACCAGTAACAAATTTAGAGCAGAACTAAATTTAAATACTTTCATCCAGGTTTCCTTAGGTGCACCAAG 

AAGGGGCCAAGCAAGTAAAAGGTGGGGCCAGAGAGATGGCTCAGTGGTTACCAACATGATTCATGATACAGAGAATGGGTCTGATTCCTAGAAC 

CTATGTCAGGTGGCTCACATCTGCCTACAACTCCAGTCCCAGGGTAATTTGCTCCTCTGGCCTTCATGGCCTGCTCTCAAGAAAATGCCCACCC 

ACATACACTTAATTCAAAATGCCAAGATAAATCTTTTTTTGAAGTGGATTAGATCACAAATCTACAAACACAAGACTTTCTGTCTTTCGAATAT 

GAGGTCTTAAGAGATAACTGTACCAATGAGAAACAGTAGTAGCTTTTCAGAATTCCTGTCCCCGCTTGTCTTGTTCCCACTGTGTCCTGTGACC 

TTCTGTGGCTTTTCTCCTTTAATCTCTGTGTCTTCCTTATTTGAAAATCCACACCTGTCTCTGCATCGCAGGACTCACAGCAAGCTGTTTCTGT 

CACGATGATCAAATGATGACGGACGGCTCTTCTATAAACTAGAAAGTGTCACCATTAAGCATTAAGTTTAACATCAGCGCAATTGCCAGACAAA 

TGACACAGCCAGGTGCCTGTGACAGCACTGATGTCTGCATTTGTCCCTTGGTTGACGTCTAGGTGGTGGCACTGGGGGACGTCCCGGATGGCAC 

TCTGGTCACCGTCATGGCAGGCAACGATGAAAACTACTCGGCAGAACTGAGAAATGCTACCGCGGCCATGAAGAACCAGGTAGCGAGATTCAAC 

GACCTCAGGTTTGTCGGGCGGAGCGGTAGAGGTGCGTATCTGTCACGGATGGGTGTGAAATTCGAACCCGGGTTTTCCAAATAGTAGCCGTTTC 

TTATTATTGATGCAGCATAATGATATTTATTTAAGGTAATGTTTATTTGATACCTAACAACTGGATATTATCACGTTTTGATGACTAAATTGGC 

TTACAACTGACTTGGAACGCACAGCGTGTGATGGACTTGGAACGCACAGTGTGTGATGCGTGAATTGTGAAGTTCAATAAAACATTCCACCGTT 

TTCCTAAACTGAGATAAGTGAGCGAACCACCCCAGAATGAGGACTGAGATTGTATAATGGGTGGTCACTATGGGATAATCAAAGCCATGAGCCT 

TTATCATATGGTACTTACGCTCCCTCGAACATGCGACAGGGTTTCAGTTGGTCACATCAATAATTTTGGGGGAACCCTTATTGATATAGTTTTA 

AGTAAGCTTATATTCCTAGGATTAAAAAAAATGGACTCTTACTGGTACATCTGAGAGCAGTGTGACCTTCACTATGCATTCTTTGTGTATGGTT 

TGGTGGGAGAAGCCAGGCTCACTTAACATTTAGATACTGCTCATGTGAGAGACCAAATTATTTCCTTAGCCCAGCTGGACATGCAGTTATTATG 

CCTCACCTTTAACCAGTTATTAAACTATTGGAGTAGAAAGAGGACCTGCTCTCACTGTAGGCTTGTCTGCTTTCCAGTTATCTTCCGAGGTATG 

TGTTCTCTCTTCATTTCAAGGAGCTACGGCACATTTTACAAACATCAGCAGGCCGTGTGAGAGTCTAGGAGCAAGGTCTTCGCTTAAACCCTCA 

CCTTTGTAATGTAG AATTG AACG ATCTTAG C CGTAAATG ATATCTCTAGCTTAATCAAAG CGG AATG ACATATATCTAAGTCATACG AT C AGTT 

CTCAGAGAGGGGAAGACACAGGGAGGGGCTAGTCGTGTCCATCGCTCAGTGGTAGAGCCTTCCGTGTGAAAGGCCTTTAGTTTGATCCCCAGCA 

CCAAGCAAGCAAAACAAAGCAGGTAGACTGGCAACAGACAAGAAATGTCAAGCAAAGGGATTGTTACTACTGATTCTGAAGGCGTTCAGAACAG 
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TGGAAA.TTCCGTGTTCATAGTGGGAAAGAGGAGAGAGTTGAGAGTGTGAGCCTGGACTTCTGTGTTTGCTCCCCTACCCCTGCCCCCAGATGCC 
CAGGGCATTTTCAGAATGATGTCACAGCTGGAGAAAAAAATGTAGAGAACATATAATGTTATTGAAAATATGTGTTCGCGCTACTGTGCTAATA 
ATAGGGTGATTGAAAGAAGAGTCTACCCACTTATCGAAGGCCTGGGAGAGCCTGCGCCCTTAAGTGGATCCACTTGGAATATTGAAAGTCTGCC 
TTTCAGCAAATGGAATTCGCATTACGGTTCAGAGGCATGTGTTTAGAAAATATCAGGGAGGTTTCAGATGAGTCGCTGGCCGAGCGGGTGGGAA 
GC CAAGAAG AAAGGAAGACC CCAACAGCCAGGCCCACGCC CAC CTG C CTAGC AATAAG CTTAGTT CGTAGGATCTAGCTGGGTTG CCAGAGAAC 
ATGTCCCCATACTCCTAGGGGTCTAAGTGGGTCTTTTTGTCATGTTTGGCTATGGAAGTTTCGAAGACTATTTAATGGACTATTCCAGTGACAT 
TTTCCCGTAGGGAGTTGCATGGTGGGTTTGTGACGACCGTGGCAGCCAGTTGATGATGATCAAGAGTGGGGTTCTGAAAGCAGCGTGCCTGCCT 
ACCTTGGTGGTGCTATGTGCTGGTCGCCTATCCCTCTTTGGCCATTTCTGTTTTGAGTGGGTGACTAAGAGGTGCTGGTGTTTACCTGAGGAAC 
AATGGACTGTTTCCCCAAGGCGTGGAGTGTTTGCACTCTGCTGTCTGATTCGTGCCAGTGTGCACTTGAGTTTGCATAACCGCCCCCCCCCCCC 
AGGAAAACAGCAGCACCCAAGGCGAGGCTGGTTTCCCATACCCTGGAATGAAAAAAATTAATCAGATGCAAAAAATTGGATTATATTTGACTTG 
AGCAGGGTCTCCTCTTCATGAGGGGTAACGAGTAATTAAAACTCAGGAGGACTAATTGACCACTTGACCCAGTTATGGTTTCTATATATAATGT 
TGGTCTTGAGTTTTTATGGTTTAAATTTTTCATGTCAATACCAAGACAAGTGAGCTGTCGGTGTAATAAACATGGTTTTATCTCATAATTTCAC 
TTTGTAGTCACAAAATATGATTTTATTTTGATTTTTCATGCCATCAAAGCCTGCTGGATATTCCCCAGCCCAGCCCACCCCACCCTCTCTCACT 
CTGTTTCTCTCCTTCTCTCTTGCGATTTGCTTCCCATTAGAAACTGAAGAAATGACTCTCACTAATTCTCACAATTAGCCCTAATCTCCCTGGC 
TGAACCTTATCCTTTAAAAGTTGCATTATGCTTTATGGAACGATCTTAAGACCCGAGTATTTCATTTTTCATTTTTTTAAATGTGCCTAAAAAT 
ATGCCGTCAGAGGCCACACACTGGCCCAGAAGGTCCTGGCCTTCCAACACATCCACATTCCGTAAGGTCAGTTTGGGATTCTGTCAGTGATGGC 
TTCTCGGAGGGGCCTGGGTACTCCGTGTGGGATAAAGGGTAGAGATGACATGAATGGACACCCTCCTTTCTTGTTACCAGATGCCAGATTTTGA 
GGATTGTGACCCTCACAGAAACTGCCAGTTAACCAAGGAAGGATTTTTCTCTGTTCCAAGAAATGGATCTGTCTGGGAGCTGGCTGATGCTCAG 
CTCTAACCTCAGGTTCAGCCTGTGACTGGGAAAACCTGCCTGTCTGGCTTCTAAGCCCTGGCTGCCTGCTGGGCCCTGTGAAAACCTGGTGAAG 
GCAGAGGAAGCTCCTGCCTGCTTCCTGCATGACCATGGCTTCCGCCTGCTCTCCTTTAGATCAGCTCGGGTGTATCTCCTCATAGGAATGTTTC 
TCCCTTTGATTCCCAATCTGCATGTTGATTATCTGAGGGGCTCTACAAAGGAAGGAGAGATAGCTGCTCCCGGTTGGGAGTTTAGGGTGGGGTG 
AAAATCAGAGGGGATCTTGGGAGACCCTCTCTGAAGTCCAGAGATTAGGAGGGCGCTCAGGAGGCTGCCCAGAACAATGCATGCTTTAGTCACA 
GGGCCTGAGATTATCAGTCATCTCCGAGTTCAGGGTCAAAAAGAGATCTCTTTCATGAGGGAGGTCAATTAGCTGAGCCTTTTTCTCGGTCTGT 
AACTTGCTCCCATGAGCTGGGGTGTGAGGTGACAAACATTTAAGAAACCTTGGCAGTGACATCTGCAAACACCCATTTCCTGCTGGGGTGTTTC 
ACGAGCTGCCGAAGACTTGATCCATCAGTGAACTTAGCTTTAACGATGCCTGTCACAGGGAAAGAGATCACGCAACTACCAAACATGAGAACAG 
CCGTGTGGCAAATGTGAGGAGGGAGACCAGAGCCAATGCTCACTTGTTCCAAGTTGGTGATTCTTTAAATCTCTGGAAGCTGTCATAGATAATT 
CTGAAAATCCCCCCAAAGATTTCCTAAGGTCCAAAAAAAAAAAATGCACACGGGGCCAGATTTCTATAGTGCAGCTTAGTTTCGGGATTGTTTA 
TGGATCTTCCTGGGACGTGCTGATACTAAAACGTGCGAATCTGGAACGTGTCTTGGACTGCTGAGGGTCAGTTGAATGCCAAGTCTTAAACACA 
GCCC ATACT CAGAAG ATAAATATAC ATGAGGAC CC AC AAGGTTGACATTTT C CTGTGCTTCTCTGTTGTGTGGATGG CGGTG ATATCTGTAGAC 
TCAGGACCTGGTTGGTAGAGGGTAGGAAGGTATAGCAATTTAAAAGGCCAGGGCAGGCATCCGGTGGACCACTAGGCATATGGCTGGATGTAAT 
CGTCTGTGTGGGAGCGAAGCCACCATTGGCAGAGCAGTCTCTTCCCTAGTGACTGTCAGTCCTGGCTGCAGTGACATGCACGCACATCCCCAGA 
AGACCAGTAGTCTGCTGCTTGCCAGGAACAGGTCTCCTTTCTTAGTGGAATCTGCTGTTTACGCTGACATCCTGGCAGCTCAGAACTTGCCCAG 
TTTGTGCTTTTCTGAAGTGAAATTCCTTCCTGGANN^ 

ATATTTGTGTAGTGTCGGTTTCTTTAAGCATTTCCATTCCGCTTTTACGTGATTTGGGGTACAGTGTGGGATGTTGTCTCTCTCGGCTGAGCGG 
AAGGCTGTGGTGGAGACGCGTTGCGGGAAGGATAAACTGTTCTGGCGCTCCAAAAAGGGAGGGCCGCCTTGGTGTGCGGCTTTTCCGGGAGAGT 
TGGTCTTAGTGACTCATGATGTTATCACAGGATCCATATCATTCTCTATTTGATCACAAATTCATAGAGGAAGAAGAAATCCAACTGCCACCCC 




T CGG ATTTAACTACAAACAAAC^AAAATAAAATGGTACAAAAC AAAAATAAAAACTAAGCAAAAGCC AACAAAACTAAGGGAAGC CTGGGCCCC 
TCAGAGAACAAGCCCCGGCCGGTCCTAGCAAACACTTCCTTTCCACAGCAGGCCAACAAGCTTCACCCCAGAACCAACAGCACTGACTCAGAAT 
CTGCCTGTAAGGATCAGGTTTCCCCTTCTCTTTATTCCACAATAAGAGGGTTAGCAACACTTTCCTCAAGCAAGCTTCTCCCTGTCCAGCTTAA 
AGCGTGGGGTGGCCGGAGCCTCAGCAGGGACCAGGAGCTGCCCGCTGGACGCTGTCCCTGATGGAAACTGTAGTGTCATGCTCTACCCCAGCGG 
GCTTTACAAAGTGCCAGGCATGGCGGCAGGTAGCTTTTTGTAGCTGAGGTTATTTGCATGCGCAGGATTTTTCCCATGTGGGGCAGAAGCAGCC 
CTCCAGCCCTCCTATGGAGCCCCCTCCATCCCTTCCCCAGCAGCTAGGCTTTCCTTATGAGCCAGCCCTTTTTGGTCAGGACTAAAGACTATCA 

ACTCAGTGAGAATAGTTCTAACAAATCAACCTGCTAGCTCGCTCTTTCTTCTTCTTCTTGTTCTTCTTCTTCTTCTTCTTCTTCTTCTTCTTCT 
TCTTCTTCTTCTTCTTCTTCTTCTTCTCCTTCTTCTTCTCCCTCCTCCTCCTCCTTCTCCTCTTCCTCCCCCTTCTCTTCCTCCTCTTCTTCCT 
TCTCTTCCTCCTCTTCCTCCTTCTCTTCCTCGTCCTCCTCTTCCTGTTCCTCTTCCTCTTCTTCACCTTCTTTTTGGTACTGGAAGTAGGCTAG 

TCCCTGCTGTTGATTATAAAACAAGCTGAGAACAGTAGGGGGTGTTTAAGAATGACTGCGGAGTCACGCTCGATGTCTATGGAAGGTCGGTCCA 
GAAACCCCCTCCATTCAATTCAGACATGTGCAGCTGCTCCAGCCACTTATACAAAATGGCACAGCCTTAGTAAGTAACCCTCAGGACACCCTCT 
AACATAATTTACATCACACCTAGATTGCTTATGAATCTAGCTAACAGAATATCGCTTGCACATTAATAGTTGCTGTGGTATTGTTTAGGGAATG 
ATAATAAAAAAAAATAAAAATAAAAGAAGTCCACATATATGTTCAGTACAAATGGATTTCCCCACAGATATTTGTGATTGCAACTTCTTGAACC 
CAGGGGACCCATGGACATAGGACCGACTCATGGAGTGGTGTGCTGTTTGTAGACTCTGTTGGGCCGTTAGGCAGAGGAGCCTCTACTTTCATTG 
AGAGAGTTCTTGGACTAAAATGTTCTTGAAGCCCCAGTGCACATGAAGCCCCAGTCAAGCAATTAACAAGAATGGGTAAGCAAGCTGTCTGTGA 
AAATGTCCCAGCGTGCCAGCCACCTATCAGGGAGCGGGTGGGTAACGGTAATCTAGCTGATCACTTCATGCCTGTGTTTGTAAACATGCACTAG 
TGCGTTTCAGGCAACCCCTCTATGTCCTCCGTGCCTGGCTCTGCAACGAATCTCACATCCACACATGTTTGGGGCTGTGTGGAGGGTGGAGCTA 
ACAGTACCGTCCAGTTTTACTCTGCACTGCGTTGGGGTTCCAGCTTACAGCCCAGCCTCTATTAGCCTATATTGGACAGTCTATCCAGTTTGGG 
AACTCTATTTGCTATGCCCAGACACTCTCCAGCCAGCGAGCCAGGCTACATGGGTCCCCACGAGTGTACAGAAATCCCAGTGGTCTCCTGTGAC 
AGGCTCAGGCTGCAGTGCTGGAGCCCCAGCACGTTGCCTCTGGCTTCCTAAGCCAAGGAGGAAACACTCAGGAGCCACGCAAACTCCACGCCTC 
TCAGAGAAGATGGAAGTGAATTGGAGGCAAATTATCTGACTCATAGTACTCCATGCTTTTAGAAACTTAAGACCCTCTTCATGAACACATGGAC 
CCAAAGGTACCACCTCCCCAACACCTGATCCCAGGAGGCTCAGGTCCAGAGAATGGGAGGGCTGGCCAGTGTCCTCTAGAGAACTGTGTGGCTC 
TAATCCAGTCACTTTATGCAAAGGAAGGAGT-TGTATGGAATTCATCCGCATCCGTATCGGATCTTTGTGGATAAGACAAGAAGGGAGGGACTGT 
CTGGAGGTAGAAAGGACTCTTGTTTGATTACAGTATTGGCTGTGGGTCTTCACAGACATTTTTATTTCTATTTGAGATGTCTGTATGGAATATA 
TTCAGCCTGTATCAGTTTCTGCCTCTTATTAATGAGAAGCTATCTGAGTCTGGATCATTCATAAGGCTCTTTGTCTTTTTAAACGATGTCTGCA 
GAACCTGCATGCAGTAAGGGCCCCATTTTCATCCTTGTATTTAAACCAGCCAAGAGGCAGGTCCCCTTCCCTCTTCTTTCCTAGGTGAGTGATT 
GATCAGTTTTGATGAGCCTCTTGCTTAGTTTGTCTCTGCTGGGATGAGTTTTGACCCCTAAGGGACATTTAATGAGGTGTGCAGATGTTTTTGA 
TTGTCACCCACGGAGCCTGAGGGGTGGTCCCTACTATCCAGTGGATAAGGCCCAAGATCTGCTAAACACCCTATTATGTGCAGAATGGCCCCTC 
CCACCCCCAACAAAGAACAATTCTAAAACTTTAATCGTGCCAGGACTGGAGAAAGCCGGACTTGACCCAACACTTCCAGAAGTTGTTAGATATC 
TATCTCCCTTGCTCCTCCTCCTTCCACTCTTTTCCTTCCTTGAAAAAAAAATCCGCGAAAATTTTAATTCATGGTATTCACACTGAGTCAAAGA 
GGAAACAGACAGGAGGCTCAGAAGTTCAAGATCACCCTTGGCTTTGTGTTGAGTTCCAGGCCAGCCTGGCGTATAAGAAACTGTGTGTAAAAAA 
CAAACAAACAAACAAACAAAAAGAAATAGTAAATGAATAAGAACGTGTCCAGAAGCCCAGACGAATGAGCTTTCGTGATATCTCCCCCCCCCCC 
CCAGAGCTGCCCAGTGGTACCCTCAGTGGACAATTCCTGCCTGGCAGGTAGGCACTCACTCACTCCTTAGATCCCTGCTTAAATGTTCAACTCT 
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AGGCGCTTAGCACTGTTTAACGGCTGTAGGCTGTAGACCTTACCATCTTCTTAACAGAGAGCAGAGAGGATGTCTCCCATTGACACTTAAGAGC 
ACCCATTTCCTTGAGGATGCCTTTCCATCAGGGGAAAATTGGAGAATGCTTGTGTCATGCTTTGTTGAATGTTTGACAGCAACCCCCACCTTCC 
TCATGGTGACAATCTGAAATACCTGCAGACTCTATCAACCCTCCTCGCCTGAGGGTGGAGAACTTCAGAACAACTTCCCTCTGTGCCTGTCGGC 
TCTCTGCCGCTTTTGCCCAAGGGAGGAGAAGGAGGAGCCTTGAGGATCGATTTCAGAGATAAACGCTGGATACTGGTTAGGTTATGCCTTCCCT 
GGGTCAGAACAAGCTGGCTCAAGTCTCCATGCTGGGTCAGGTCTCAGCAGGGACAGTATCCCTAGAGGAGACAGGGACATTGGCAGGGTCACTG 
ATAGACCTGTTTCTTGTGGCTCCTTGTGGATTTCTGAGAGAGAAAGCCTCCTAGCCTACCCTTCCTGCCCAACCAGCCTCCTGGAGCTCTGAGG 
GCCCGAAAGGGTTATATTCAGCGGGCACTGAGATTTTAGATTAGCAATGGGAGAGAGGAAATTAAATATGGACTGTAATATGAAGCACTGTTTT 
TCATGGGAAAAGAAGTTCTCCCAACTTAGCCAGTCCAACTCTTTTGTCCAACCGTTAATAGCATGCAAATATTTATGAATCATACATGCCCCTT 
GTAATTCCCGTGTGTATTTTCACAATAAACAGTGCGTTTCGACAATGGGGCAGAATAATCCCTTTGTCCCGTAGCAGAGCTGTGCAGGCTGGCA 
CCCGGCAGCATCGCATTCTTCCCGAGTGGTAACTGCTGTCTCCACCCAAGCTTAGGGGAGGTTTATGTCTGTGTGACCCGGGTGGACGGGCTGT 
GGACGGTCCTCCAGGCAGTGCTCCAGGCCACCCCGTGTTACTAGAAGCTATTCTTATCTCATTGTTTTTAATAATTTTCAAGGGAGTGCTCACA 
CTTGGGTCTTGTCTGGTGGACACAGAGAGTTGATGTGCACTGAGGTTTGCTGCCACGTCTTGCTGCACCGTTGACTTCTATTCTGGCCAAATTC 
CTGGACTCCGGGTCACACTAAAGCCAGGTGATTCCTCTGATTCATCGCAATTCCACAGAAACACGTATCTCTTCAGAATGATTCGGCGGGTCTT 
TGGAAGGCGGTGTGAGGGAGGCTGAGAAGTGCTCAGGACGCCGTGAGATGTGTGAGCCTTGGTTTTTCCTCCTGTGTAGTGGGCATGGTGGTGC 
CTTTCACTCAGGCCTCACAGGGTTGTTGTTAATAATAATAGCAATAATAATAATAATAATAATAATAATAATAATAGCAAGATGGTGTACTTAT 
GAGGAGACTTAGGAGACGAGGCATGGCGGCTCTTTCTACTGAAGGGTGGGATTGTTGGAAGAGAAGGGAGGAGATGACAGGAAGTTAGGGAAGG 
AGGTGCCCCTCCTACTGCCTCTCATCCACGACAGGGGACTTTTATCCCTTTGTTCTGCTAAGGACCTGATAAAACGGAGGCGTCACAATTACTC 
ATAAATCAATGCATGCATAACAGTAATAAACAACTAATCATTTTCAGGGCCCAGTCTGGGCCCTGTGTGTTGTGCATATGCAACCTACCTCCCT 
TCCCTGTGTCTGTTTGCTTACCCCGTCTCCTAAAGGCATTTAGGGAGAGCATTTCATTCATTCATTCATTCATTCATTCACTCATTCATTCTTC 
TCTTTTGCTTTTTTGGAAACAGAGTGAACACTGTTCAGCCCAGGCTGGCCTGGAATTCACAGTGATCCTCCTGCCTCAGCTTGCCATGTCCCCG 
TTCATCTATTTCTTGATTCATCATCGCACATCTGCTGTGCAGCTATTGTGTCGGCTAGCAGTAGAGGACCGTGAGTCCGCTGAAGAGGCGTTCT 
CAAGGTCAAGGGTTCATGAGGGGCGACAGTGAAGCAGGCCTTCACTGTTCTGTGTAGACGTCTCTGTGACAAAGGACAGGTGCAACGGGGGCAA 
ATACAAGTTGTGTGTAACCTAGCGAAGGGCAGATGGTTTCCCCGGGCAACTCGTCGTCTCTCTTGAAACCTATGGGAGGCAACAGAGTGTGCAT 
TTGGCGGGGGTGTGGGGGCGCGACTTGTCTGTCGAGGAACCAAGAGATACAAGGGTGGCCTGCTCTGGAGGCCTTGGCATACAGGGGGCTGAGG 
ATGCTTTAAGGGCCTTGACATCCATCCTGGGCACTAGGTCTGATGCCAGTGACCTGGCGAGCAGCCAACAGATCCTTGGCAGAGACGTACATCG 
ACACACAGGTGTGGTGCACAAACTTAGACTGCAGTGTGCAGAGTAGGGAACTTGTTTGGGGGTTCTGGGGTGCTCAGAGACCAGTCTTACTAGT 
GTCTCCTCTCAGGCAGCCTCAGATCTGTGCATGGAGAGCTCGCAAATAGCCCCATTTAGCATTAGCGCCCACCTCAGGCTGGTGTCCAGCTTTC 
CTCTCTTCCATTAGCATGCAGTCCACCTGCCCTGCCTCCTTTCAGAGCAGCAAAGGTTGAAGAAGATGCTGAGGAGGAACTGCAGACCCCAACA 
CTCCCCTCCCTCCTGAATGCCCACACCCATACCCAGACTCCCTGGTGCTCCTGCCCAGGTTGCTGTGGGCATGATGCTCTAGGCCACAGGTACA 
GGCGGGGGATTAGTCAGGCAGCCTTGGGAAGCCACCTTAGGCTTTTTCCCTGCATGGCCCCTACACAAGGCAGATAGACCAGCACAGCCTGGGG 
AATCTGGGCATCTATCAACGAAAGAAGTCGCTGAGTGGAAGGACAGAAGAGCACGCGGCCTTAATCTAAAGAGACTCTTGTGCAAGTCTGGGCT 
AAAAACAGGCTAGTCATCTGAGATAATGTGGGGCTAGGATTCCAAGTGAGTAAGACAGGAGAGAACATGCAGCGTGAAGAAAGAAAGCAGAGTC 
CCTGGGACTCTCTTGGTGCTTTGGTGGGGTGGGCAAGCGATATAAGTGTCTGATCCAATTTTAGGATGTTTCCCAAGATGGCAGAATCTATAGA 
CATCTCCTTACCTTATTAAAATGGGCACAGGTATAGCATTTGTGTGCAATCCCCTCTCTCTCCTCTTCTGTATCTAGTTTGTGTCATCTCAGAA 
TGACTTTACCCTACCTGTCGCACAGCAGATGCCGTATCTCTGTCCTGTATGTTTGAGCGGTGGTGGGCCGGACCCTCAGAGACAGAGACAGGAG 
CCACTGCGTTCATTTTTTCCCTAAGGTTGTTTTCAACCCAGCACATCAAGTACAGCCATGCTTCCCAGGCAGGGGCAGCCATCGCTGAAAGTCG 
GCAGAACTCGTTGATTCACTTTTTCAAGCTTGTATGTGTGTGTGCACATGTGTGTGCAGGTGTGTATGTGGAAGCAGCAGCTGCTGTCCACACT 

CCATTTGTATCAACCCCCAGGAATAGGGTATAGGTGCCTACTGCCCACTGGCATTTGACACAAGTGCTGGGCGTCCAAACACAGGTCTTCATGC 
TAGTGCAGCAAGCACCTTATCTACTGAGCATCTCCCAGCCCATCAGCCCTCCTTTTTTTGTTTTGTTTTTGTTGTTGTTGTTGGGTTTTTTTTT 

CAGGCTGACCTCAAACTCAGAGAGATCTGCTTGCCTCTGCCTCCCTAGTGCTGGGATTAAAGTGGGGTATAAGCGCCCTGCTCTATTTAATTTA 
AATAACATTAGAAC AAAAG AC AC AAATAGGGTCCAAGC CCAG C CCCTGAGCTCTACTG AGTG ACTTCC AG AG AACTCC AGAG AATGTC AC AC AT 
GGCTTTCCCATTCTCCAAGTGGATGGCTCACTCTCAAACTGCTGGTCACTCCGCACAACCAGGCAAAGGTTGTTTCTATGGAGAACTGAGTTCT 
GTGCTTCAAGTTTTCAGTTAGGCTCTTGAGGCTTGGACGTTGGCCAAGAGCAGAGACTCTGGTCTGCATTCTGCCTACATGGACACAGACAGGA 
CAGGGTCAGGCCAGCTGGACACAGGGGCTCTTCGCACGAATATCAGTCAGCCTACAGAAGCTGTGCAAGTCCAATGGGTTGTGTCCTGCCTATA 
AGTCCCTAAGTAAATTATGCAACTCTACCGTCAACAGATCATGGTGGAAATAGCAAGAGGAAGGGAAATGGAACGGACACACGTGTAAGTGCCG 
GCTGTTAGGAAGCACCGGTGGGAAAATAAGGGGGGAAATGCTAAGTGCATGCTGGGAATATCCTGCAAACACAGAAGTTATCCCTGGAATCTGG 
GGGAGAGCATTCATTTCCTTGGAAAAAAAAAAGTCCCCAACCGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGGTTAGGCTTGCAC 
ATGTGTACACATGTGTGGATCTCAGAGGACAATTTGTGGGAACCAGTCTCCCCTTTTTCAGTATAGGTGCCAGGGACTGAACTCAGGTGGCTGG 
GCTTGGCCGCAGGCCTCCACTCACTGAGCCCTGTCGCTGGCCTGGGTGCGTGCATTTCCATGCTCAGAGTTACTTGTACCCAGAATTGGACATG 
GCATAATCTACGGTCCCCTGTAACCTTGGAGAATCTTCGGGGATTTCCTGAGTTTGTGAAGAGCAGACCTCCCTCCCAGCCCTTCCTGGCTGTT 
TTGATTTTTCAAAGGCAACATTTTAAAAAGAAAGTTTCCTTCCACTTGCTTTGGGGTGCCTAAAGTAGCAACTGTGCAGAAGGTTCCCTCAGAG 
AGACACAAAGAGAGGGATGTTACCGGTACTGCTTAAGGAAAATGGCTACCCCACATCCCCCGGGCAGAAGATCCTTTGCATGTGTAATCTTCCT 
TTTCGTGACAAAGGGCAAGTTTCACATCCCCAGAAACAGTCCCCAAAAGGAGAAGATGACTCATGTGTCCCAACCTACACCAAGGAGAATGAGA 
GTTACGGAGCCACTGAGAACTGGGGGTGGGGGGTGGGGATAGAGCAGCCCACCCACAGGCCAAGAAGGGCAGCGGGCTCCCAGCAAGAGACTGG 
AGGCCAACGGGCTTGGAGGGCGGGGCAGGGGTCAAGCTGGAATGTAGTGATGTTTAGAGCCTGGGCAAGCAGTGATCTTCAGCCACCTATCTTC 
TTGCTTACTTTTTGCTTCCTGCCCTCAGCCCTCCTAGGGGAAGCCATATACAGTGTTATAGTATCTTGATCCTGCAGTTTAGTCATTTGCTACA 

TCCTCCCCTGAGGCCCTGGGACTGCCTGGCCTTGCAAAGCATGCCCCACAGCCCCAGCAAGTGTCCAGGAAGGCTCACCCCGTGACCTTCTTTC 
CAACTAAATAAAGCAGTTCGTATTTTGTTCTGCCCTTTGGATGGGCAGACTGGCGTCGAGGAGGACGCCACATGTTGCTGTCTTGGCTTGTTTA 
TATAGTGGATCAGCCCCTCGCTGTCATGCCTTAAAGGGTGGCCAGCTGGTGATGCAGCCATGAACCGCCAAGTTCAAGTAGAAATCAGTCTGAG 
CAGCAATTCTGACACCTGTTGAGCGTTCCTCCTCTTCCCCAATTCCTCCCCCATCAGGTGTCCTTGGGCAGCTCACAAAAGCTGTTACCACTTT 
GTATTTTGCAGAAGAGAAAGCTAGGGCTGTGAGACAGTAACAAAGTTGCCCTTGAGTATGACTGTACAGGCAACGAGTGGGATTCGAACACGGG 
TATACTGGGTTGCTGAGCTCTCACACTTAGCCCTCTCCCTATGTACTTCCAGCTCTGGAATGTTCTGAGCAAGCTTTGTCTCTGGATGCTTGGC 
TGAGTCCAGACTTCCCCCTTCTTCCCCTGGTCTTTCTTTTTTGATGCTCCTTCCTCTTGCCTTCAGCCCTCTTGTCACTCCTGTCAAATATCAG 

CGGCCCTCTCACTGGCTGGATGATTCAGAGCATCAGTGGCTTACCGCTTGCCCCTCTACCACCAAAAGCCTCTGCCTCCAGCCAATGCCCCTGA 
TCAGCACCAAAGTGATCTATGTCCTGGCCAGCCAGGGTTTCTGGGAAAGTGGGGTCTCCCATCAGGCAACAGACTAAAACATGAAGTCTTGGAC 
AGCCCAGTCTCTCTGCCCTGCCTTAGACCCTGAAGATCCCAGGAAAGCGAGTGTTATTTTGCTGACCGGTACTCCTCTAGGTCGGTCCCTTGTG 
AGTCTCTCCTCTCCTGGCGGCTGCAAGTTACGGCGGAGAAAAACACTTGAGAGTGTTTCACTCTCCACGCCCATGTACTTAAAATACCAAGCCC 
ATAGGTCATTTTAATAAGGGAATTTGGCTAACAACACATGTGCGCTGGAGGCCCTAGCTCCCACGTCTGCAGGTGCTGGCCAAGCAGGGCTGTG 
TCTGAGCAACCACGGGCCTGGGTGGGTGGAGAGCAGAGCTTGCAGCTTCTGTAATTCTGAGCACCGAGATGTGCCTCTGGCTACCTGGAAGCCG 
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TTGTCAGGGACGGGCCTAAACCCAGCTGGAAAAATA 

AGATCATAAGCAGATGTCCTTGTACTCAAAGCTGTTACCAGGACTGGGGAGGTGGCTCAGTTGG,CAGAATCCTGGCAGCACAAGCAGGAGGTCC 

CGAGTTCTATCCCTAGAGCCCAGGTTTTAAATTTTTAAATTTGTAATGCATGTTTGAAATCCCAGTTCTGGGGAAGTGGAGACAGACACATCCC 

TGGGGCTCACTGCTCAGTGGCCTAGCTGAATCCATGAGTTCCAGACCAGTGAGAGATCCTGTCTCAAATCACAAGATGGGCAGAGCTTGAGGAA 

TGATGT CTAAGG CTG ACCTGTGGCCTCCACATAAAACTG CACATGTGTGTTTGTG C ACACACAT AC AC ACACACATGCAC ACACGTCAG CTGC A 

ACCCGAGCCCATCGTGGGGATTGCCACCAGTTTATCTCCTCCCAGGTGAACCCCATTACAGACATGCAGTCTCCCTAATCTCCCTCCCTGGTGG 

GAATC ACTAAGTGG AATTCCTCGTATTGAC AC ATT AAAGGATGAC CATAAAGT CATAGG AACCATGGTG CTG AGC AGTGGCCAT AC C AGTTGGG 

GGTCACAGCTGTATTTCTTTCCTAAGTCAGCTAGTCTCTGGCTAAGCCGACACTCTCACAGTCTTACACCTTCTGGAAGCGCCAGTCAGCTCCA 

GGAGAGACTGCCGCTGAGTCCTGAACTTGTTCGTAGGCAGCTGCCTAGAACAGCTTGCACATTAGAGTCACAGGGGCAATTTTCACTTTGGAGG 

ATGGTAGTTGGGCAGTGGGTGGGAGATGGGGTGAGTGGAGGCTCCTGAGTTTAGATTTTGCACAGGTGGCCATTTATACGCCAATGGTGGAAGC 

ACAAAGGTTGTGAGTGTAAAGTTTAGGGTCATTCCCTCTGTGGTTAAGTGAGGTGGTTAATATTTTATGTCTGTCTGTCTGTCTGTCTGTATTA 

TGTATTTGTGTGTGTGTGTGTTGTGGCTTATCTATGGAGGTTCAAGGATAACTTGTGTGAGTCAGTTCTGTCCTTCCACTATTTGGATCCCAAG 

AGTGAAACTTGGGTTGTCCCGTTTGGCAGTAAGTCCCTCTGCCCACTGAGCCATCTTGCCAACCTGAGCTGAGTGATTTTTGAGGATGCAAAGT 

CACCTGTTTAAGTCTTTGCCTTACACTCTTTTAAGAACTGGTAAAAATCCATCTTGCTCATTTCACGGGTCTTCTCTGACAACCAAATGAAGTA 

ACTTC CATCGGAATGTGTCGGAAG C ATTGGAAGGTCTGC ATAC ACCT AAACATGTCT ACATTGTGAAAACGAG ATTCCTCATTGT AGG CAGAGT 

TATGAAAGGAGCCCTGGTGAGAATTGAGCTGTTCTAGAGTCGAGAAACCCTTGCAATGCTAAGCCCAGGATGCTCTGTATTTGTGCCAGGATGA 

AGAATGTGC CTGG ATGGTCTC CACCC ACC CAGGAT CTCTG AAC ATGTT CTTATTTAGAAAATT CG CCGATG CTGTGAGGTTAAGGC CATGC ATG 

AAGACCTTCATGTGGAGACCATATGTGTTAGCCTTCATGTGGAGCTCACCTATGATGGCCTTCATGTGGAGCTCATGCATGACAGCTTCTAAGG 

ATGGGGAGATTCAGAGACAAGGGCATATAAGGAGGCAGCATACAAAGGTAGAAGCAGTAATTGGGGCACTGAGACCACAGCGCCTCCAGAAGGT 

CAATACTGATGACAATCTTAGGAAGTCAGGAGAAGGAGAAGGAAGGAGCCAACCACCCCCATTGCCACCTAAGGTGTCTTACAGGCACCTTCAT 

CTTGGCCTTGTGG CCT CCAGAACAAGAGACTGAGTCTGTGTGC ATTAAGCCATAGCACTGTATTACATCAGC C CC AAG ATTGCTTGAACTC AGT 

GTTCTTGAAGTCTTTGCACTTCCGAGGCTGAAAGCAACAGATGACATGATTCTGTGTGTGGTGACAGTGTGCTAGATAGTCACAGGTTTGGAAG 

ACATCATTCGAGACCTTCATGACGCATTTCAGGCAAGCCATGGCTGAAGCCAGCATTGGAGAATGTTAGATGCTACAGTACTCCCCAACCTTGA 

G CTGTTACCG AGC T ACAAGC TCCCATGTAGG CATCTTACTGCCTCGGGCTCAG AAGACACTAT CAG AAAAG ATCTGTGAG CTATTCCAC AAGTA 

GCTACTCTTGACCTGGGACCCAGATTGGCAAAAATGTGGGAGAATCCAACTCTTCGAATGCTCTATATAGAAGCACCTGATCTTATTGTCTGTT 

CACTCTCCTCACACTCGCGCATGTACACACACACATACACACACACACATACACACACACACATACACACACACACACACACACACACCAAGGG 

CCAGCTCAGGACCAAGCTATGTACCTATCAGTCACTGGTGTCTTCAAGGTCCTTTACCTATTTCCCCTTTGGCTTTACAATCTTCCATTGCCTG 

AGAGCCTCTTCCTGTTCTCCTTTCTCACTTCTGAGGAATGCGAGGCTTTGGAGAAATGGGCCCTGCCCCCACCCTCACCCCCACCCCCAGGCAG 

ATTAAGCTTGGACCATCACAAATGCTGTCAAAGCAGAAGGCCTAATTAATCAAGGTGAAAAGTGATTTATGGGGCCAATCGGAACTAGTCACAA 

GCAGACTCTTCCTTCGGGGAAGGTCACCTGGGAAGCAGGTCAGTGGGAGACTCACTGGGCCTTGAAGTTGGGAAGACTTGAGAGAGTGAATCTG 

GGTGGCTGGAGAAGTGGGGTTGAGTACAGAAGTCCCAGAGTCTGGAGGCACTACTTAAAGAGCTGAGCTCATGAGCTGCAGAAAGAGGGACGGG 

TTCTAGGGAGAAGATTCTGGAAACTGGCTCTAGGATTCCATGTTGATGATACCAAGGTCTCGCCCGTCCATCATGGGTGCTTGGTGAGAAAGGA 

AGACCCATTGTGAGGTGTGCAGGGTGCTTACCGTACAGCAGCAGGCTCGGCACTGCCTTTACACAGTCAAAGGCTACAGAGAACGATGAGCAAC 

TTCCTCAGGTTACACATCAGCACACCATTCTTAACATGCCCACCCTCAGCCTCTGTGGACCATCCCTCCAAGTCTGCTAGATGCTAAGGTAGAA 

AACCATATGGAATATCCCCTGATGGTGTATCCGCAGGTGTCTGATGCAAGTGCCAGAGCCTGGCAGCCTTCTTCCTGGGGAAGCTGGGGAAGGA 

TTCAGGTACAAAGTCTCTTGGGCCGTAGAACCCCAGTCTCCAGAAACCACTCCTGTCTGGTCCACTGGGCCTCTCAAGATGCACAAGAGGCCTC 

CTCCTGAACCTTGCCTGACACTATTGTTCTCTTTGGCAGAGACTAGCAGACAGACTTCAGAGGCTCTGGGGTCTTTGGGAAACTGTACTCTTGA 

TAGGGAGTGCTGCTTGCTCTGGTTATAGGTTGTATTCTTGGGAAATGTCTCAGTGGCCTTCCACTTTCAGCTGGAAGTGGTATGGTTTTTCTAA 

GGAGGTTAGGCGGGTAAGCAGGGTTTTGCAGTAGCCAGTGCCTTTTGGACACAGTTTGTTCCCATTTCCCTTGAGTTTCATTGTGTACTACGTA 

AGAGGAGAGATTGTACTAGCTAAGGAACTAATATTTAGGTAGAAGACTTAATATTGCACCCGGCCAAATACGGGCATTCCATACAGAGCTCTGA 

GACGGGGAGAGGTGCGTGCGTGCATGTGAGCCTTCGGACCCCCATGGGCAGACACCATTACAATGCTTTACCTCATTTATCTTTCTCTCGGGCC 

CAAAAGGTAGAAATTTGGGAAAATTGCCTATACCAATTTTCAGGCAAGAACACCGAGCCTGAACAAGAACACAGAGAAGTCTAGATCTAGTGGC 

TTGTCTGTCAAGCATCTGGAATTTAAACCAGAATCCACCCCCTGAAGCCTGCTCTGTCTGTCCTGTCTATGTCCCTTGCTCTGTCCTATCCCAG 

CCATGCTTTCGTAGCATCTAGTCATTGGGTATTTATAAATACTATTTAGCATCAAGCATCAATTTCTAATAGGTACAGAGAATAACATCTAATT 

TAGCATGTGCTGTGTTAATAAAAAGATAGAGAATAAGAATATGTTCTATGGAGGTGTGGTGAGGTATGGGGGTAGAGGCATCCCCTCCCCCTGA 

AGTACCAGCCACATGACGGTATAACATAGAATAGAGTTTATTCAGGCCATGGGAAGGGGAGTTAAGAGGGTAGCAGAGACAGAAACGCAGAGAG 

AGGGAGAGAGTAGAGAAGTAGAGGCTGACCATGACCACGTGGAAAGAGGGGGCAGGGAAAGGGGAAGGAGGGGGGAAGGGAAGAGCCCAAGAGG 

G CAAAAG AG AAGCAAGGGAGC ATGAGAACAAGAG AG AG AGGAGGGG AC AAGCAAC CCCTTTTATAGTGGGTC AGGC CTAC CTGG CTATTGTC AG 

GTAACTGTGGGGTGGAGTTTAGACAGAATGCTAACAGCATGTTTTCACACTTAGAAACTCAGTGTTTGTTGATTTGGTTGGCCTGCTCATTTGT 

TTTGAGACAGAGTCTCATGCAGCCGAGGCTAACCTCACACTCACTGAGTAGCTGAGGGTGACTTTGAACTTTTGATCCTCCTGCCTCCGTTACC 

TGAGTGCTGGGATTACAGGTGTGCAGCCTGGCACGCAGTGTATACAATGCTGGCATAGATCCTTGGGCTTCATGCTTGCTAGACCACCACCCTA 

ACCG CTGACC TAC CCCTGG CC C C AGAAAGTC AGTCTTCT CTAATCCTCGG AAGTAC AG AGTAAAGAG AGAAATGTGTGACGGTGTCTTTTCTTA 

TTCTTTTGCCTGGATTTTACAAATATGCAGGGAAGACAGAGGGAGGTTAGCAGTAGATAGGTATGAGTCCCAGCTGTCAATTCCCAAAGTCCTG 

ATATGGGAGTAAATTCTGATCTCCTGGATCTTATTGGTAATTAATGATTGACTTATAGCTATGTGACTATGCACTATGCCCCACCTGGTGAACC 

CTCTGTGTGCATTACAGATCAGAAATAACTGGTGAACCCACTGTGTGCATTACATGGTGAACCCACTGTGTGCATTCCAGATTGGAAACAAAAC 

CTAGGTGTACCAGGAGAACAAGTCCTCCTGCCCCAGCTCTGTTGCCTTTCAAGCTTGAGGGCTGGACAGCATAGACTGACATAAGGTAGAGAGG 

CTCAGACCACCCCTCAATATGTTCTGTTCTGTTTCCTGTCTCCACAGGCAAGAGCTTCACTCTGACCATCACCGTCTTTACAAATCCGCCACAA 

GTTGCCACCTACCATAGAGCCATCAAAATCACAGTGGACGGCCCCCGAGAACCCCGAAGTAAGTGAGCCCCCTTGGGGCTGGTAACTGTCTGGG 

CTGGTGTACACAAAGACCCACCAGGTCTCACAATGTATCTGTGGCTTCAGCCTCTTTCCTGAAGAGATGTCAGGCCCCTGAAGACAGGAGAAGT 

TTCCAGGTCAACTCTCTCACCTCTCAAACGTTGTTTGTGTGAACTGGGTTCTTTCTAAAGCTTTGGCTTACACGTCAAAGGGAAATTAGGCCAA 

CTC AG ATG AGTTAAG AACACTTTGGGTTTGTTTTTGTTTTCTG AGGC AAGG AGTAG ACCCC CACATATACAG CAATGTTC AGTGTGCT CAG ACA 

CAAGCAGTGGATAGACAATTGGCCAAGTACAGGGTGTGACAATGAAGACCTGAAGGTCACGGTGGACAAGAAGAGATGGCTTACCATCCATGCT 

TGTGTTAATTTGTTAAGGCCAGAGATGAAATCTGTGAAAATCATCCTCTCTTTTTCCCTTGAAGGGATCTTATTCTAGGATTGTTTAAAATAGA 

GC CTGGG CCGGGCG AAGAGTACTGGGGG AAACCAGTAAATATAG AAAG ATAG C CT CCAAAATACC CCGAAACTCCTGTGAGGAGAGTGTTTAAA 

AAGGAGTGGGGTTGTTTAGTCTGAAGGAAAGATGTCTTCAGAGTGACTTAAGGACTATCTTGGAGTAAACACAGGAGTGACACTCTTACAGGGC 

CACACCCCGGCCCAGGAGCTGCAGCTGGGCCACAGTCCAATTCTGTAGGCAGATGAGCCCGGAACGAAGAGCAGCTCACCTCCAAACCATGTCA 

GGGGCCCCTGGGAAGTGATACCCTCAGAGGCTGGGATGCGAAAACATGGGGTCCCTCCTGCACCCAGAAGCTATGGTGCAGAGAGATTATTTGA 

TAAG AATG AAG GTACTG AGAACAGGGG CC CTAG AAC AGTCTCAG AG CCTC CCAGAACC CCAGTTTCTTGT AG AAAATGTATGTAAAGGTG ACAG 

CCGCATTGTGAAACTTAACTAGATGAAGCCAGGTGCCCGGTGCAGGGCATGCGCTTACAGAATGTCAGGAATCTCCGTGGAGCTTCCTTGCCTC 

GACCCCTCGTTTCAGTGTGGTGGTTCCATTGAGCCTGCTGAGGTAGTTCCCTCAACAGGCAGCCCTGTCCACACAGGCATCTCATCTGGGCTCT 

GAGGTAGTAGCCCTTGGGAATTTGGCTCTCTGAGGCTATTCAGTGGTCACTCTGGCTATGGCAGCGTCTCCTGCAATCATGGTCATGACTTCTG 

GTATCTGGACCACCCTTGG AAC CAGTC ACCT CTCTG CCTCCATTTCCCCAATTTTCCCTGAAGCAGTAAT AC AC AGAGAACAG CTGC AGTC ACC 

AGCAATACCACAGGGCAGAGTGTTCACCCTGGCTGTGCTTCCCTCCCCTCCCTGGGCTGGGCAGCTCCCTCCACTCTGCCCACCCTGTTCCCAT 
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TTTTATTCCCTACCAAAACCTGTTGAGCTTTTCCTTGTTAACGTCCTTGAGATTTGCTAGCTGTGGTCAGGTTCAGGGAAGTCTGGGGCTTGTG 
CTGGATAGCATGCCCTACTCCTTTAGAGTGTGAACAGCAGACCAAGGTAGCACACAGTCCTCACACAGCCCAGGAAACCTCTTGGCACTCCCTG 
GTTTCCCAGAGTAGACAGTCATGACAGAACACCCGAGGGCCATGGCCCAGTGCAGGGGACTGGAGAGGAAGCAAGCCGAGGTGATGACTTAGCA 
CAGGGCCAGGAGAGGGGGCGAGGTGTAGGAAGACTGATGCTGAGAGTGACCGTGCTCATAGGATGGGTCCTTTAGGTGTCCGTGGCTGTCTAAA 
G CAGCTG CTG C CT CC AGG ACAG ATTATACAATGGCTGTGCACG AGG AAACAG CTG AAAATGGGGACC CATGAG AAG CCTTCTATTTTCCTTATT 
CTTCCACACCTAAGAGAGACAGGCTTTCACCTTGTGTGTATTTTTTTTCCTGGAACATTCCAGAGAAGTGAGGGGGGAGCTGAGCCTTAGAAAA 
AGCAAACGGCAGGGGAAAGGGAAACGGCGCCCATATTGGGGCCCCTGCTTGCCTGATGTGTATAGATCAAGTACTCAGATAAAGCACTTGCCGC 
CTCTGCTATTTTATAACTTGTAAGAACAGTGGACCATTAGTGGTTAATTGTACTATTATCGTCCTATTCTTTTTTATTTATTTTTGTGCTTTGA 
GTTGAGAGACAGGCTCTCACTATGCTGTCCCGGTCGGCCGGAACTTGCTATGTAAGCCAAGGTGACTTTGAACTCCTGCCTCCCCAGACCCTGA 
GTGCTGGGGTTACAGCGTGTGGCACCACATCTCATACCGGTTCTCATAGCACACGGATCATTTCCACTGGCACTCTGGCCATCACCACTTTTGG 
ATGCAGTGAGAAGTGAGGACCCCGTGTGCCCGTCAGGGTGGCCAGACTGGCACAGCCGTGGAGATTTAGGAGCGCTGTCCCACCCCTCATTAAG 
GAAGGATCATAGATTCTGGATGAGTCTGGCCCAAGAACCCTAGTGTTTGCCACACTGAGCAACATCGCTCAGTTCTCCCACTTTAGCAAATCAA 
AGACTCAGAGAGAAAGAACCTCTCTGATCCTTCCAAGAAAAGGAAAATCAGCCCTAGAGAAGGGAAGCAACCTTAGGTTTAAACAAGATGATGA 
AGCCACAGGGTGGAGGGGGAGTTTTTCACTGTCTGACTTTGGTGTCTGACTTTGGAACACACATCTGTCCATCTGTCCATCCATACCATGCTGT 
CTGCACTTCACATCCTATGAGTTCTCTCTCGTGCCTTTGGAATTTTTGTGTTTAATTGTGGACTGGCTTTCATGATTTCTCATGTGGGAGCCAG 
CTCTGAGGCTGCGCCATAGGGCACAAGGTAACCTCGACGCTGACATGGTTGTCAGGACTGAAGCTGTATCGTAGTAGGTTGTGTGCTCCAGGGA 
CTCCCCAGCCTTTTGCAGTTCAGATGGTTACTGGCCGGTCCCAGAAACCCTCTGCCCCCGAGTAAGTCAAAACTTGCTTTTCACACAGTCCATG 
GGATCCTTCTACATCTCCAGCCAATACAGAAATCTGTGAGCTTGGGGGAATTCAGTTCCTTAGAGGGGAAGAGTGCCACCGGAAGGTTTTTGTT 
TTCAGGCAGTAAATAGACCATTTGATGACTTGTTAACATACTGGAAGATAGTGTGGTAGAAGATATACTAAAAGGGTGGTGGTATATGTGTGTG 
AGGGGTACATATGGGTGTGTGTGTAGTATAAGTGTGTGTGTTTATGGGTTCATGTGGAGGTCAGGGGTCAGAGGTCAGCATCAACCATCATCGT 
CTTCAACTCTACTTGTTCTTTAACACAGGGTCTCTCTGTGAACCTGTAGCTCATCTGCTGAGCGATGCTAACTAGCCAGTAAGCTGCAAGGACC 
TGTATGTGTCTATTCTCCAACACTGGGGTTAGTGCAGACATACCAAATCACCCAGCCAATTACACTCGAGGTAGGGATGGGGACATGAGTCCTC 
ATACCTGGGTGGCAGACACTCTACTGACTGAGCAATCTCCTTAGCACCAGCCCCTGCTCCATAAAAGGGTTTTCTCTTCACAAACAGAATTTTA 
AGAGTGGGTTTATGTTGCTTTGATATTTCTAGAAACATGTAAAACTCCATCTCTCAACCCACTCGTGATGAGTCTTGGGAAGTCTGGTACCTGT 
GACTTGGGGAATAGACTTCATTAAAATTCAAAAAGGTCAAGAAACCAATGCTGGCTGTGTCTGCGACAGCTTCTGCCCTCTGGTAAAGCTGTCC 
TTGGCAGTCACTGTTCAAGCTCTGAGATTCACAGTGACGAGAACAAGATAGAGCTGTTCCTTAGAACTCAGAGCCATCAGGATGCAGGTCTCAG 
TGTCTTAGTTGGGGTTTACTGCTGTGAACAGACACCATGACCAAAAGGACATTTAATAGGGGCTGGCTTACAGCTTAGGTCCAAGCCTCAAATC 
CTTTGCATGACCCTTTCAGTCCTGGGCTGTCAACTGCAACTGAGGCTGCACCTTCACCAATGACCTAACATGGCCTCTCACAGTGCCAAACCTC 
TGCTGCTCTTCATGCCCGCTTCATGCCTTCAAGACCAATACCACCTGACTGACTCTTACACATTACCAAGTACCACTGCAGCATGAGGCACAAC 
CTTGGCTATCTCTGGAACACAGCTTCTTTGTACTCTCAGAAAACACTTCTCAGAAGATTTCACCTCAGTGATGCTGGTCTCTTCTTAATCACTG 
CTAATTTTGTAGCTCCAGCTCACGAGCATCGATTTTCGCAGTAGCCCCTTCTATTCTTGACTCTAAAGCTTGAGCCCAAACTGCTGAGTTCTGC 
TGCTTGCTGGTGCTGGAACATGGCCCCCTTGTTCTATTACATTATCAGTGCTGGGATTAAAGGTGTGTACCACCACACCTGGACTTAAGCTTTT 
CTTCACCAAGAGCTTGCTCTGGTCCCAGGCTGGCCTTGAACTCTGAGATCTTCTTGGGTTTATCTCCAAGGATAGGCCCATGCCTGGATCTAAA 
TTTAGCTGAGTAGGATCTTGCCCCAAAGTCCTACTCCCTTAATCCGATATCTCCTAGAACATGGGAGTTGGCTCCATTCTGCTTCCTGGTGCCC 
CTTTACTATTTAAACCATATATTTTACATTTTTCCTTTGTAAGCTTGGTATGCTTGGTTAAAATGCTCTTCATGAGACTCAACCAGAGAACAAA 
GTCTCTGCTGGGTGTTTCTGGACTTCCTTTGGCATTGCAATTAATCTGAGTCTCTTCTCCTTAGCCTCAGGGAGACTCTTCTGACAAGGGCTAA 
AGCCACCC ATATT CTT CATCAAAAT ACCATAAAAACAGCCTCCAGGCCATGT ACTG AAATTCTTTTCCACTG AAACTTCTTGAGC CAGGT CTGC 
ACAGTTCAAATCACTCTCAGCAAAGAAGTCTTCCATATTCCTAATAGGATGGCCCATTGAGCCCTAGTTAAAGCATTCCACTGCTTTCCAAATG 
CAAAGT C CCAAAAT CT ACATTTTTTCCCTAACAAAAGTATGGTAAGG C CTATTACAGCAAT AC C CC ATTCC CTGGTACC AACTTTTATCTTAGG 
CTTTTACTGCTGTGAACAGACACCAAGACCAAGCCGGGTGTGGTGGCGCACGCCTTTAATCCCAGCACTTTCGAGGCAGAGGCAGGCAGATTTC 
TGAGTTCGAGGCCAGCCTGGTCTACAAAGTGAGTTCCAGGACAGTCAGGGCTATACAGAGAAACCCTGTCTGGAAAAAAACAACAAAAGAGCAA 
AACAAAAC AAACAG AC AC CATG AC CAAAG CAACTCTTATTAGGACAGCATTTAATTGG AACTGGCTTATAGGTT C AGAGGC AGT CCATTATCAT 
CAAGCCAGGAACATGGCAGCATCCAGGCAGACATGGTGCAGGAGGAGCTGAGTTCTACATCTTCTTCTGAAGGCTATTAAGAGAATACTAGCTT 
CCAGGCAGGTAGGATAAGGGTCTTAAAGCCTACACCCACAGTGACACACCTACTCTGACTGGGCCACACCTTCTAATAGTGCCACTCCCTGGGC 
CAAATATATCCAAACCATCACATTCACCAACTGATCGTTTCTAGATGAAAGTATCCTTAGAATGGATCAACTCAAGGGCCTGTCAGCCAACTGC 

CACGCATGTTTATGCAGGTGTGCCTACAGTGTGTTCCCACGTGGAAGCTAGAGGTTGATGTCACGTGTCTTCGTCCTTCGCTCTCCTTCTGCCC 

TTGTATGTTGACCTCACCAGTGCTAGGGTTATAGGTATGCGCTGCCACACCCGGCTTTTAGACAGGGATGCTGAGGATCTAAATTCAGTTCCTC 
ATACTTGTGCAACAAACACCTTACTGACTGAACTGTGTCCCAGCCTCATGAATTTATTTTCTTCTTTGATTTTGAAGGGACATAGCAGACAATA 
AACAAACAAACAAACAAACACAAATAAATAAATAAAATCTTACATGTGTATGTATGCATGTATGTATATTAAACAGAACCTTTATATTTGATGA 
ATAATTTCTAATGAAAAAGCAAAATGCATGAAAGACATCTGTAAACATTCGGTGATAATGGACTCAAAATCGAGACTGTTAGAAAAGAGTGAAC 
TGGGTGTTTGTGGCTTTATTTCTTAACATTGAAAGCAGTGCAGATCTTTTTCAAGATATTCTTTTCTCTGGATAAGAAGAGTTACTAATAATAG 
TGGCTGACATTATATAG C ACTCATTATTTGCCCAGC AC CTTTC AAAGTGCTG CAGGCATATT AATTTATAAAAT CTTGGGAG AAACAGTTAAGG 
TAGTTGAAGCAAAAGCTAATTAAGAACCCTACCCAAGGTCACCCAGCTAATCAGCCAGAATGGAAGCTGTGGAATCCAGATGTTGCACACCTAG 
GTCTGCTTCTGAGCACTAAGGTATTTGGGCCTCGCTGCATTGTGATGCTGTATCTTTGATAAGGAAGGCTTATCACTTGGGTGTGACTCACATG 
TGGTTTTCCTATAGCTTTGAAGCTGCCCCAGACGTTTGACTGGAGTCAGTCTTCCTACCGGTGGGTGTACTGAGTTACCCACGTGCTTCCCAGG 
GAGTTCCCAATGCTGCCTGCTGCCACGTGTGCTAACGATTGGCTCTGAGGGTCACTGAGGTCTGCTTGAGGACATGGTGGCAATGGGACGTAAA 
CCAGGGATAATGCAAAAACCTATATGTTTCCCAAAGAGAAGAGTACGACAGTGACCGACTGGAGCAGCCCTGAGGGCAGGTGTCTAAACGGGGA 
TCCCCTTTAGCAAAGGGTCCCAGGTAAAGCTTGGACACTCAGTGTGTGCTCTTGGGGTTGCCATGGCTAGTCATGGTGCTCACAGGGAACCGTG 
C C ACGTGGCTCC C AGGTC CTTGG AGTGTT C AG ATATC AGGCGTGT C CAT C AGTT C AAGG CAG AATCATGGTGCATAAAGG AAAATGG AG AGTTT 
TTCCTTCCTTCCTTCCACCCAGATGGAAAGCAAAAGATAGAGCGTCAAGAGCAGTGCTCTGTATGCCTGCTCTTCCCCTCTGAAGGCATTTCAG 
GTTAAGCAGAAGATTCTGGGGGGCTTCACCCAAGTATTTTAGTTCCCACTCTGCTAATCTCTCTAACTACCTAGAGACTTAGGGAAGCAGTTCT 
TAAAAG C ATTAATAATAACTGTGCCT AAGTGTTTCTAAGGAATGTTAGAATCT CTTC CTGTTTATTATTTTAGTTATTGGAC ACTAG AC CTAGA 
AGAGTTTTGTGAGCATCAAGATTTCCCTGAATTCAGGCTAAGGCCTAGAAGTTTCTCTGGGGCAACTGAGGATGTGGGAGAAAAGATCATACTT 
CTGTCTTTGTG AAC AGCAGC AGTCCTTC ATG AC ACTACC C ATGAACAG CAGTCCATCATG ACACTG CCTGTGAACAAG AGTCTAT CATGACACT 
ACCC ATGAACAGCAGTC C AT C ATGACACTGC CT ATG AAC AAG AGTCTATC ATG ACACTAC CC ATGAAC AGC AGTC C ATCATGAC ACTGCCTGTG 
AAC AAGAGT CTAT CATGACACTACC CATGAAC AGC AGT CC AT CATG AC ACTGC CTGTG AACAAGAGT CTATC ATGACACTACC C ATG AACAG C A 
GTCCATCATGACACTGCCTGTGAACAAGAGTCTATCATGACACTACCCATGAACAGCAGTCCATCATGACACTGCCTGTGAACAAGAGTCTATC 
ATG AC ACTAC C CATG AAC AG CAGTCCATCATG A CACTGC CTATG AAC AAGTCTATC ATG ACACTAC CC ATG AAC C CAG C AGTC C AT CATG AC AC 
T AC C CATG AAC AGCAGT CCATCATG AC ACTAC C CCATG AG CAAC AGTT CACTATGATACTACC CATGAACAACAGCCTAC CTTG ATACTACCCC 
AGTGAGTTTTTAGTCAGTGCCCCCCTTCTGTGCAGAAGTTGTTAAAGTTTAGGTGGCTCTTGCTGCCTGAAGCAGGTTCTTCCCAGGTACCAGG 
AAGACTATAC AGGC ATAAG C AAG AC ACCTCCT C AGTTTGGCGC CTGG AAAAGAG AG AAG AAAC ATATAATGAATGGAAGCTAAACCATTTCTTT 
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GAATGTATTTCTTTGAGTTAGAGCACTGCAAAATCATATTGCTACTTAGAATACCATCCCAGTGAAACTGGGGTCTACGCTGATACACTGTCCT 
TGTTAGGAATGATTGTACG AAG CGCAGAAAGAG AG AAAAGAACCCAAC AATGTAATACTGT CT CTGGTGAGGCTTC CGTTCTTAATCTTAAAAT 
GTGTAAAAAGATTTCAGGATCCTTAACTCCGGGACCTAGGCTTTCACCCTGGCGCGATCGGGCCTGTGGGTGTGAACTTGGGCAATTATCTTAA 
GTACTTTTTAGTCCTTGGTTTCCTCTTGGGTCAAACTAGGCAATGAGACGAGATAATCTCTAAATTAGTTCCCACTCGAGCTGGGGTAACAAAA 
TCTTGTCAGCAAAACAGAGGTATAGCTTCTTCACAAACAGGGCCCCTTTACAGGCCACAACCCTGAGCTGAGGTGATCATCCTTCATGTCCTCA 
ACCAGGGCTTCCACAGTGGTTTTCAGATTCTCCCTCTCCCTGTCCCTCTCTCTTCCCCTCCCTCCTCCTTCCCCTCTCCCTTTCTCTCTCCTCT 
TTTTCCCTTCCCCTACCCTCTCTCTGTTCTTGAATGGGCTTTGTACTTCATCTTCAGTTTCTCTAGCTATAAGTAACAAGCCTAATGTCCGAAC 
AGCCCTGATCTGATGCCTCTGCCACTCAGCTTGGGATGCTGCACGTCATGCTTGCCCTGCTTAGCTTTGGGATGGTGATACCTGGCTCTCTGTC 
CAACAGAGACAATGGCCATCCATATCAGTGTCATGGGGTCCCTGGGAACCTTCCCTGGGACACAGTATACATTTAGAAGACGTCGGCTATTGTT 
TGTATTTACCTTGGAGTCTTGTGGGAAATGAGAAAGGACTTTTGACAGAAACAACAAAGGGATCTGTGAATTCCTAAATTTAAAAATTCATGAA 
GTGGCCTTAATGTTGCGTTTTTTTGAGATGTAATTAAACATTTATGCATTTTGATTTTTTTTATTTCAGATTTTTTTTTATTTAGGCCCAGTAA 
ATTTCTTTTCTGGCATATTATGGCCCCTTAAAATATTCTGGGCACTGTTCCTAAGTCCCTCACGGTTCCAAAAGACTTGTCCCCAAGTGTCGTA 
CTTTGTGAACAACTTGAAGAAAACTTATGTCCTGGTAACAAAGAAGCTCACACCTGACACTCGGGCCTCAGTGTATGCACGAGACAGCTGATGG 

CAGATATCTGCCACACGGAAGCCCCTGATATCAAATGGCAGATTATTTGTAGATAACTTGTGAGCATCTTCCTGTAGACTGTCAGTCACCTCCG 

GGTTACTGAAGTACTGGAGACAAGGCTGGATAAATGAATACCTGTGAGACTGTGTTGTTAGGGAAGTCCGTGTGTGCTCAGTGCGGCACTTTTT 

CTTCCTCAAGTATTTTCAGCCTGGATTTGGTTGAATCCGGTTGTATCAGCTGCAGATGTGGAGGGATGAAAGATGACAGACAGACAGTACTGGG 

ATCATCACTCCAGGGTGCCTGTAGACTCTAGCAAGACCTGTACGCGGTGCACACACAGAAAGCACCTAGCCTAGACAGGTTTGTGAAGGGCTCC 

CTCCCATTGTGTGTATGAGAGAGAGAGGAGGGGGCTCTCCTGCTACCTGTGGATGTTGCTCTGGGAGACTCAGCTGTTGTGCATCTTCCGTGGG 

GACAAATGACCTCCCAGCTAGCTGAAGGTCTGTGGCAGACAGCCCCTGTTGTCAGAGCACACTACCATGCCTACCTCTCCCCTTTCCCTTTCCG 

AGGCAATTTCAATTCTTTCAAGGCCTAACCACTTTCCCTTTTCCGTTTTGAAGGAACTCGGGAGTTTTCCCGAGGGTTTAGGTTTTCCTGTAAA 

GCTGTGTGCTGGGAAAGGCCATTAGGAAAAGCCTGGTACACAGTGTCTCAAAGGACCCGGCCAGTGAGACACACACACACACACACACACACAC 

ACACACAGAGACACAC AC AC AAGGATTTTTTTCC CC CAAAGCTTTGAT C ATATAAGTAAACTTCATGCT CCTCATTTTAGATCTGCGTCTAAGT 

TCACTGTAGCTAATTTGAATCTGCCTCTTTTTTTCGXGTCTTGCGTCGGAAAACCTTTTGTAAGGTGTCCCGCCTTGGGGCTCTGGCAGCATTA 

GATCGTGCCCTTAGGAAGGGGGTAAATTAACTCCAATCTACCTGTGAGTGTTTCTGCTGTCCTCAGACCCGGGAAAGCACCGGCTATTAGCCAG 

GTGCCAAATGCCCTCTTAGTGGCTCAGTTTTCGTCAAGGTCAATCTTAAGGTTTTCCCTGGGAGAACTTGCAAGTGTATCAAACTTTCTCAGTC 

TCTGTCCATAGTGAAAGCCAAGGTTAGAAAAAATATTTAAGCACCCAAAGGGAAGTCCTTTTCCTGTGGGTTCCCCCACACACACTGCCACCAA 

CCCCCCGCCCCCACGCCACCCTTAAAGCAACACAGTGGAATTAATCTGCAACTCCCCAGGCCCTTGTGAAGTCCATTAATGGTGATGCATTAAT 

TTTGTGCTCCTAGGAATTCCATATGCCCAGGTTCCATTAAAGCAAGTATTGACTAAAACCCTCTCTGTTACTGAAAAAAAAGTCCAGCGTACTT 

GCCTGCCCTGAAATGCCGAACAGTGGGCATTTTATTTGCTTGCTGGATCTTTTTACTTTTGTACGCCGTGGCTGGTAAGTCATATTCTAGTCAT 

TTGAGGCAAAAATGTAAACATTTGAAATAAGTCACTTCGTAAGTTCAGGATGACTTAATGGTCCCTTTTGGAATTCTGACCCGAGTATCTCAGC 

CTTACTTGCCTGTGGGGTGGCTTCACGGCGTTTCTGGTCCACTCATTTTATAATGCTACGAGCAAACGTACAGGAGGGACATTTTTACTCCTGA 

TCTGACCTTGTTCCTGGGGCCCCAGTCCCAAATTTCAGAAAAGAATCAGAGGGTTCGACAGGGAGTAAGAGAGGGAATTGGAGTCAGACCTCTG 

ATACATACTGGCTGTGTGCCTGTTTTTCCCTCTGTAGAAGGGGTTTCCAGATGCCCACCTTCCAAAGGGGAAGATAGACCAGGTGGGCGCCATT 

GCTCTGAGGCTAGCTGCCTGACTCCAGCTCCCGAACTGTCTTGGCTCTGATAACAAACCTTCGTCACAGGGATTGCAAGACCATGCATGGAGAC 

TTCCATGTGAGGGTGCTTCACATAGCCCTGCACATAGCACCCTGTAACATTTAAAGCACAAACCAGGAACACAGGCAAGTCAGTCTCCTTCATC 

CCCAACCTTGTATTTACCAAAGGAATCACATGGAATTCTGCCGAAGTGTTCACCAAATATTTACCAATACCAAGTTATTTAAAGATGAGGGGGA 

AACCTGGCAAATTGGTTCCACAGGACTCAGCACTTGGAGCCTTTTCTCTTTCAACTTGACCTCACGGTCACTTTAAATCCCGAAGCACCAGAAA 

CCAAACCCAAGCCTTACCAAGGCACCACCTTGTGAAACCTGCATCGCGCCTGCCTCTTCAGAGAACAGGCAGGTGGGTGCAGATAGAGGCTTTA 

TCTGTCATATGTAGCTCTGTTTCCCAGCAGAACATTGGGCATCCATGTTGCTGTCACCTACCAAAGCTCCTAGCATCTAGAAAATTCTACTGGG 

TCAGCTATGAGTACCATGGGAGGGGAGTCTCTCTACTGTATAGGGTTTCGTCTTATTTGAGTGGTATATATCAAAGTGTGGCTTATCAACTAAG 

TAAGAGAAATAGCCTATCCACTAAGTAATAGGAATACAATAGATGTGAATGAGATATTTGCAAACAAAGCAACCTGAAAACCGACTGCTAATGT 

TTTACAGGTATTGGGCAAGATC CTTAGTGAT CTTAAGG AAAAT AATGATTGTTCTCTTAAAGAT AATTTTGGTTTTGTTAG ACTTG CTTGTTTT 

ATATTTTGTGCATGAGTGTTTTGCCTGCTTGTATGTTTGTGTACCACGTGCATGCCTGGTGCCCTGGAGGCCAGAAGAGGTCCTTCCATCCCTT 

CAAACTGGAATTACAGTTGGTTCTGAGCTGCCATGTCGGTGCTGGGAACCAAACTCTGGTCTTCTAGAAGAGCAACACGTGCTCTTAACTGCAG 

AACTATCTCTCTGCCTGAAAGATAGGTTCCGTCTCGTCTCGTCAGATTGGTGAGAATGCAGGAGAAGTCCGCATTTAAATTAGCCACCCCTGTT 

AAGCTGGACTTGGAGAGGCTTTTCCCTCCTCGTTTGCCTCCCTCCAGAAACTTTTTAAGGCACTTGGAAACAAAGGAAGCAGCCTTTATCCACA 

GTTCAGAGTTTTGCTTAAATTCATTTTCTTTTCCAGGACCAAATAGTTTTTCTTCTGCATACGGCTCTCATGGCGGCAAAACCATAGGAGAGAA 

CAGCGTAGCCTGCTGCTTCTGAGTCTATATTTCCTGTGTGTGTGTGTGTGTATGTGTGTGTGTGTGTGTGTGTGTGTGTGTGGTGTATGTATGT 

ATGTATGTATGTAAGTATCTGTGTGTCTATGTATATCTGTGAGGGTGTATGGGTGAGAGACAGTGTGAGAGTGTACGTCTGTGTCTGTGTCTCT 

GTATGTGTATTCATGTCTATGTGTGTCTGTGTATGTTTATGTGTGTCTGTGTGTGTCTATGTGTGTGTCTATGTATGTTTATGTGTGTCTGTGT 

GTGTCTGTGTGTGCCTGTTTGTATGTGTATGAATGTGTGTTAGAGAGTGTGTGTGTCTATGTCTATGAGTGTGTCTGTGTGTGAGTGTGTGTGT 

GTGTGTGTCTGTGAGTGTGTGTCTATGTGAGAGTGTGTGTTTGTGAGTGTGTATGTCTGTCTGTGTATGTGTATTTATGTCTGTGTGTGTACGT 

CTGTGAGTGTGTGTCTGAGTGTGTATGTCTGTTTGTCTGTGTATGTGTATTTATGTCTGTTTGTGTATGTCTGTGTGTATCTGTGAGTGTATAT 

GTATGTCTGTCTGTGTATGCATATTTATGTCTGTTTGTGTGTTTGTCTGTGTGTGTGTGCCTGTTTGTATATGTGTGAGTATGTGTATAAATGT 
GTGTGTTACAGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTATCTGTGTCTCTGTGTGTGCCTGAGATTCAGTTTCTGGGAGGTGAACCGATC 
CACCCTGTGCCCCGTGCCTGCCTCAAACCCTTCAGCTACTTGATGCTGAGGCTCTGGAGGCCACTGGGTAGTCCGTGCATCTGCCAACACACTG 
GCTGGGGG CAGG ATC AGAG AATCTTTTCTG CTCTG AGAGTGATTC AG CC ATTCTC AAAATAAATAAGTAGCAG AGTG C AGAG AGG AAGAAGTGG 
AAAACATTGAAATCTGAGTCTGGAGGGCGGAGTTCTTCTCAGCAGGGCTCCTCAGGGGCAGTGCCCAATGGAAAGCCCTCAGGCCCTGCCACCT 
GGCTCTGTGCAATTCTCAGCTTCTGCTGGAACTTCAGTTTTGTCATCTACAAAGTTGGGAGGAGGGTGTAGTGAGGGGTAAGGCACTGATGAAC 
TCAACGCTTGATTCAATGTTTCCAGGAGCAGTTGAACTTGCAAGGCATCCTCTTCCAGCCTCTAGCAGGTGACCTGCTCTGAGGAGTGTGTCCA 
AAGGGGGATGGAGAAGAGATGGCCACTGGGGGTGTGGGGGGAGGGGCTAGTGAGGAGCAAGATGGAGTAGGGCCAGAGGGAGGATCGACCCATC 
CAGCC CAAGCTGCTG CAAAGGGAC AGGAAT AAATGCAG AGTGG AGTGG CTTAAGCAGGGGAAATCATCAAAACT AT ATTT C CCATG ACTTTGGC 
AGCCTTAGAAAAAAAAAAAGAAGAAAGGGGAAAAAAATCTGTAAACACACAAAGTGCTCAATTGTGCGAGCCTAATGGCCAACTTCCCAAAGCT 
GGCCGGCCAGAGACCTTGGTGTTAATTCCTCAGCCAACTGGAAAAAAAAAGATGGTGTGAGTTCTGTTGACTTAATTGCCAGAGCGTTGCTGAG 
TGAGGCTGCACCCCCCCCCCTTGCGTATGCTAGGCCTTTCCTCATTACCTGCCCTACCTATCTCCACAATCTAGCCACAAACAGCTTTGGTTGA 
CCACACCACTTCCCTATTGAAAGTTAATACTGTTTGACTCATTCGGTGCTGCTTAACCCGAAGCCAAAGAAAACAAGGCAGAGAATAGCTGGCT 
TGTATGGAGTCTGGAAAGCCCTGCTCGGCCCTGCTTTCAAAGTCCTATACAGTAGCCTTACTATACCTCAGCTGCAGCTGCACAGAAAATGGAG 
GAAGCAGAGGTGACCCTCTGTGTGTGTGTGTGTGTGTTGGCGAGGGAGGTGGGGGTGGGGGACGGAGAAGAGAACAGGAAGGGAATGGGGTGCC 
CCCCCTGGGGGGCTGGAAGAGACAACAGAGCAATCTGCCCAGTTCCGGGATTCTCTTTCTGGGCTCCAAAGTGTATCCTAACAGACAGCAGTTT 
CTGGGCTGAACAGATACACTAAAAAGAAAGACTCAAAAACCCATTGGAAAAAGCGATTTTCCTATAGAAGACAGCAGAGAGAGGGGAGTTGGAT 
CTCACCTGACCAGCTTCCCATAGGACAGTCCCTAGGTGACCAGGGACAAGGCCCACCACTGCCAAATGTGGGAAGGACTCAGAGGCAGAAGGTT 
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GTCTTGGGTTGATAGGGAGGTAGCCACACTGCTCCCTACTCCTTGCCTGAGATGA6GTCACCAGGGGGGCAAATGGGGGTGAGGGGTGGGGTGT 
GCTTCCAAATTTGGAATGAGTAGAACTCTCCCTTTGTAAGTGACCAGGCCGGTGCTCTGCAGGTACATGGCCGCTTGCTGATGGGTACTTGTGA 
CTGGTAGACAAGATTCTGCTCACTCGGCCATTCCTGGATTGTAGCTGCCGCCCCTCCTCCTCCCCAGTCACACACCCCAGTGGCTGAGAGACAG 
AGTCACCCCC!AAACAACTTGAAAGTAACCTTTTCTTGAGTGTGGCACTCAGCCAGTGCTTTGCTAAAAlCACAACTGTGAACTCACAGGTGCTCA 
GCGTCTGCCCTGTGCTGTCTGTTTGGTCCCTTTTCCTTGAGGCCAGCCTAGAGCTCCAATTGGCTCTTTTTTTCCTCTTCAGGTTTAGGGATTG 

atggagccttttctttacccccttttcctaagcacggagggagaaagatcgttgttgatgctgcgagccgagaaccccagagaaggacatccaa 

TCAATCACTCACTCGCTCGCTTTCTCACTGCTCCGTCCAGCCAGGTTTTACAGGGACATCACTCAGCCTCCTCCAAGAGGCCTCTGTTTATCTG 

GACTCTGTGCAAACATACTCAGCACCACTGCCAATCACATGTAGCATGGCAGGAACAGGAGAAGGACAGCTCATTAGGAGAAGTGAGAGATGCA 

GGAT-TGCTCAGACCCAGGGCTGAGCATGGAGATGGAGGTGGGGGCCTCTGAGTGTCTTCTCCTTCCTCCCAGGCCCGTGCAACCTAGGGCTTGC 

CCTGCTGAAGGCCCGAGTCCAGGTGCATTTCAGAGACTAGAGAGCTGTCCTGCCTCTGCCTGTGTCCTGCAGTCCTCCCATGGCTGTCTTCCCT 

GAAGTCTATCCGTGTCAGAGCTGCTCCGGTAGATGGATAAGAACAGTTACATCAGCTTACTTTTTAATTACACTTTACAGAGGGGGGGTCCTGA 

GACCGTGCTTTCAGGAGAGTTAGATAACAGTTGAGATTACAGGCTGGCAAAGGAGCAGGTCTTGCCGTGTGAGTTCCCTGCAGTTCTCCCACAG 

GCAGCCACCCCCACGGAGGACCACTGCGGGTCAGGAGCACAAGATAACCAGACGGCTTCTGCTCTAAGCTACAATTACCTCCTTAGTCACCAGA 

CAAAGCAGGAGGTGAGGGAGGGTGATGACCACAGAGACAAACCCCTCTACTCTCAGGACACCAGGGTCCCATGGGAGCCACCACACCTGAAGTC 

TGTCACTCAAGGCCCAGAATGGAGAATGACTGATAGAGACTGCTGCTTTTTTTTTCTCCCTGAATCCTGGGGCTCAAAGAGGGAGAGAGGAGTC 

CTGGGGCCTCAGGGAGCAGGAGAGGCGGGGCCTGTCAGCCTGTTGTCTGTGACTGTCAGGCTTGGTCTGGATTTGGCCTCCGCTGGCTTTACTG 

TTCCGTGTGTGGATCAAGGAATAGTTTGTGTCTGATTGAGAAATGTGAATGTGTATGTGTGCATGGGTGGATCACACACAGGTACACACACACA 

CAAATATATGACAAATGCATACATATATGTGTGACTTATATGTGTGTGTGATAGATATAATACATATATAGAACATGTTATATGTATATGTGAT 

ATAAACACATTGTATGTACATATAACATATATATGTGCTATCGTGTATATGTGTGTAGTAGACATGTGCTACATACATGTGTGTAGTATATATA 

AACACATTACATATATATTACATATATGTATGATATGATAGAAGTATGTACTGTATACCAGCATGGTGAAGATATGAGTTGATAGGAATATATA 

GACATGCACATGTGTGAGTATGTGGTACGTGTGTATGTAGATGCATGCAATGCACATGGTATAAGCATGTGGCATATGCATGTGTGGCATCAGC 

ATGTGTGTGAACACACACACGTGCATCAGAGAAAAGCAGAATCCACTCTGGCTGCTGACTCATGCCAGTGTGCTGTGCTTGGCTCTGCACAAGG 

CTCATGCCAGTGTGCTGTGCTTGGCTCTGCACAAGGGACTTGTCTTACTTTTCCGCATGATGAAAAGAATGGTTTGGTGACAGATTTGACTCTG 

ACAGGAGAGTTCTTCAGGGAGCCACACTGCCGAGCCTGAGACTTTGCCTCAGCAGGTATCTTCACAGCAGTCATACTATGTCCACACAGCAGTC 

ACACTGCTCACACACTTAGTTCTGGATTCCTTTGCCCCAAATGAATTAATTCTACTTTCCTCTAGTCTTGGGAAGGAAGGGTGGATGGTGCTGA 

TCAAGAATATCTGTTTGCTGGGTTAAAGCTGGTTGTTTAGTCAGCATTTAGCCTTAGCCGGATGTGTGCCCGGAGCCTTAGGTACTAAGGAGAC 

AGCAGGATTCATGTCTCCATAGACTCAAGGTTCAGCAGGCACAGACACACCACAGTGACACAATGGTGCTGTGGAAAAAGGCAGATGCTGAGGG 

TGAAGCCAGTGGGTAGAGTTCATGCTTAGAATGC ATAAAGCCTGG AGTTTAATC C CTAG C AATGTGTAAACTTGGTATAGTGTAGATACATGTC 

TCTG C AGTACT CAG AAAG AT C AGGAGTTCAAGGTCATCTTAC ATAGTGGTTT CAAG ACG AGCCTGGATTACATGGC AGC CTGAC AC ACACAC AC 

ACACACACACACACACACACACACACACACACACACACACACAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGTC 

AGAGCTCTAAAGACTGTCTTAATGGTTAGGTTGGGGACAAGCTCTAAAGACCAGGTATTTGCCTAAAAGAAACACTAAGGAAATCGAGCCAAGG 

CATCCCATGAAGTTGTTAAGAAGCAGCAAGCTTAGAGCCATCCAGTCAGCCCCAGCCGAGGAGATGCGGGCGGTCGGGCGGCAGACGTAATTGC 

CATGGGTGCCCTTGGGAGGAATCCACCTTAGTCCTTTAATTCCAGACTTGCAGATAAGGAGCCCACAGAAGAGTCTGCAGGAAGCACAGACTTA 

GAACAAGGGGTGCCAGATGGGTAGTGGTGTCTCCTAGTGAGGGCCGCCTCAGCGGGGAGGAGTCAGAGGCTGCATTGACACCCTGGCCCTCAGG 

GGCACTCTGAGCTCTGACCTGCTACATGTCCTAAATAGAACAATAAGCTCTGTATGAGCACCATGGTCCCTGCTGTGCTCACACTCCCTCTGAC 

AGTAAGGCAGGTCCCACTTCTCCCGCAAGAATTCTGAGGAGTCTCTAACTCCATGCTACTCAACCTATGGGTTGCAATCCCGCTGGCAACCGTC 

TAGCTCC!AAAAATATTTACATTATGATTCATAACAGTAGTAAAAAGGTAGCAATGAAAAACAATGTTGCAGTTGGGGTTCACCACAACGTGAGG 

AGCTGTATTAAAGGGCCGCAGCGTTAGGAAAGCTGAGAACCACTGTTGTCACCAAGGCCATCTAGCCACAGCAGGAGATATGACAATCAGCAGG 

AAGAGCCTCTCTGCATATACCTAACAACGGTTTAAAAACAGACCAAAGGATCGCCAGTCTTCACACCGAATGGGGCCATCACAAAGTGGCCATG 

AACTTAGAGTACAGCCAGTCTTCAGTAAATATGAGCCCTGCACGTGCCAATTCATTCAACAATGAACAGAAATGTTCTTCTTAGAACAAACAAA 

CAAACAAACACATGTCTATTAAGTGGGAAGACTTTTCTTCTTGTTGTTCCCCAAAAGATACAATGTAAAAAAAAATCTGAGTTTCAGAAGATGG 

AAAGAATTCAGGAAGACATGCGTGGGTTGTAGGTACAAATATGGGGCCGTTTAGATCAGAAGCTTGAATGCCACCGGCTTGGTAGTATACAGAA 

ATCAAGCAGTCACCCACATATACTGAGGTAGGGATTGTAAGTGGTATTTTATTCTCCAGCTCTCTGCAAAGCAGAAGTCTGTAGGAGAAGGGAA 

GTCATGGTGCTCATGGGAAATTCACGGGCCAGGAGGGGGAGCCCCTCCCCCCTCCTCTCACACATATACCTGGCACCAGCAATAGCGGCAGCAC 

ACAGATCTTCCTAGAAACTGAAGTTATACAGGTCTTTACTCTAGACTTCCTAGCAAGAGTTTCCAAGTGCTCCGGGTATAGAGATCCCTCAGAG 

GGCTGCAGACCACTGTGCCCCTCTGGCCCTCCTCACCCATGGGTCATACTGGGGACAGAAGTGGGACAAAGAGGAGTGCATGACCTGTGATCTA 

AACTCAATTTGGTTGTGTCTCTGTATTTCTTCACTTAGGCAGGGAGGGGGTCACCAAAATCAAAACAACTCATTCTGGGTGCTCTGGGTGTCGG 

ATGGGAGGACTGGGGCACTGAGGGTGGGTTGGGACCCGTATTCTTCCTCCATCTGGCTGCGTGAGATGGGCAAAACGTTAGAACCTCTCTGAAC 

TTGGCTTGTCATCTGTCATTTTAAAAGATATGGCTGATTTCTCTGGCCCTTTTCTAGTTCTTCGGTGTAACAGCTGTGTCCTGTTTTCTTTGCA 

TGATGGCACGAGAGGAAATGAAGAGACGAGATGAAACCATCTAAGTTCAC!ATAACATCAGACAATCTGTAAAAACATACATATATAAAATGTAT 

TAGGGTATATATTAGCATACATCATATAATATCATTGCATGTTTTAGGTATAGTACGTGGATTAATTTAAATGTAGTTTAATTAATTTAAATGT 

TTGCTAAACTGAATTTCTCTCTCTCTCTCTCTCTTCCCCCTTTTACGATGCTAGCACTGAGACTTGGGGCCTCGTGAATGTTTGGAAGCAGTTT 

CTCACTGAG CTACATG CCC AGTG CTTTGTAATATGTG AATAATATGC AATAGGAGAC AGT ATTT CTCAACATTTAATTAGCTGGGAGATAGC CG 

GTTTGCTGGTTGGAAGGCTTGTCTTACTGCAAGACAGTTCAAGGAAGGGACAGAGCTGAGTTCAGTGCAGTTAGCCACTGACTGGGACACAAAG 

AAGGGGGAGGGGTTCTCTACACTGCCCTTCCATAGACATAAAACTGCCCCAANNNNNNNNNNN^ 

NNNNNNNNNNN^^ 

AAAGGTTTCCAGGAAAATCTGGCAATTCCACCTCATTGCCTTGATAGAGAAGCAGATGCTCTATTTCAGTCATTTACAGCCGCAGACCACAGTG 
GTGCCCTGGCAAAGGCAGCTGAGGTGGTAGTGAGTTGTGCATGCTATTCTGCTCTGTTTTTAACAGAAAGAAGATGGCAACTGACCTTATTATC 
TACCATAAAATACAATAACGCTTAGGGGTGCTCTGATGGGCAGCCACCTCAGGGAAATAGAGAGACCTGTCTGGGATGGAGCCACTGGGCAGAG 
TAGCATGAGTTTACTTTATTATATCTTTCTCTTCCCATTTTTTGTTGTTTTCTAGGCTGTGTGTTTATAATAACATTCTGAGCAGTGTTTTCTC 
G AAAT ATGT AAAAATAAT AATAGAATATCTGGG ACCTC CTTTC AGCTCTGTGTGAGCTTCAGAAAGATGCACC CAGTAC CTTGTGGTC ACAGCT 
TGAAGCCCCACTCTGGAAACCTTCACGATGGACTCGCAGTGAACTTGAAAGCCCAGGTTACCAGAATGTGTGTGTTTAGTCTATGTTACAGTCC 
TCCGGTGGTTTGATCCAGTGTTGAATTCCCTGTTACCCTCCAGAGCCCAGTAATCAGTAAGAGTGAAGCAGGGATTTCAGAGTGGGCACTTTGC 
ATACTC CTG C ATTTAAAATT CAGGGGG CAAATTG AT ATTTT AATAGCATAC AGATC C AGGAAACTAAAG AC ATAAAGCATTC ATTTTC CCCC AG 
CCTGAGAGTTTCCATCGGAAGCTCCTATGTTCCATGCAAAATATTGCTGTTTGGCACACAAAGCCCAATGGTTTCAGAAGAGAATTAGGTGCTC 
TTGATTCTAAATGCACTTGGGGCCACGCCTTGAACATGATGATGCCCTGCGTTCCCTGGGTGTCCTGGTGTTGCAACTCTCTAACACCCTGTGG 
ATGTGGGGTTCAAGCTTTCTCTCAGGCAGAACCTCTCCTAAAGACTCCCAGAATGCACACGGAGAGAGCATGGAATGAAGTATTCCCTAATCCA 
GAGCACTAGACCCAGCTCGGGACTTTCTAGACTCATGGGGCTTAGGAAGCAGCTCTGAGAAGCCAGGCCCAGGCATTCCTGCCAGAGCAGGCAG 
TCATCAGTTAATCTCTGTAAATGACTACGATTCTGGCAGGTGTCAGCTGCTACGAAAACAGATCACATATTAGGAGTCCTTTTTTTTTTTTTTA 
ACTGAGTAACGAGGGAAGAGAAATAAAAATAATATGTCACGTGTGTTGGCCACATAGGGGCTTGTCCACTTGCCACAAACAGCTTATTCCTGTT 
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TGAGTTCTCAGTGATCAAGTCCCCAAATTCACAGAGCCAGATACTCAGATAGCCATTCTTCAAAGGCTGGCCAGAGACACCACCATTAACTGAT 

GCTCTGACTTTAGAATGATCATGCACACAAGTGAGGGGGCTCATGCGCACGCGCGCACACACAGACACACACACAGACACACACACACACACAC 

ACAC^CACACACACGCATTCCCTTCCTATGGCTACACACTGTGCTTC^CGGTGTTCTTCCAAAATGCCACTGGGTGCCTCAGGAATGCGAGGC^ 

GCGACACAGACAAAGCCTGCTGCAAGCTCTTGCTGACCCACATTCTTTCTGAGACCATACAAGCTATCCAGCGTCATGTTTCCCACCTTCCTCT 

TCCTTGACTGGCATGAGAGACCACGGCAGACACTTAAAAGGGGCCGCATCACGCTTTAAATGGCTTTAGAGCTCAGATTGTTTTTCTGTGAGAA 

AGCCTGAGGTTTCTCAGGTGGGATGAGGAGTGGGGACTGATTGGGTCGCAAAGAAAAGAAGAGGGAGGATCCAGAGAGGGCTGCACACCGAACT 

ACATATACTAAGACTGAGCAAGGTAGAAGGCTCTAGAAAAAGAAGTTTTTGTACTTCTGCTGGTAAAAGGCTGGAGGGGGTGGCTCGGGAACTT 

GGCCTCTTTTGTCCATAGAGCTTTAAATACTCCGGCTACAAGAGGCCTCTCCCATGCGCCCCGGCCGAGCCTGCGTGACTCAGGGTGTTTGTGT 

TTGAGT CCAGTGTTGTGAGCTCTGAATG ACAGTC C AGATTTGCCGTGGCGATACGTGGAAAGAGCGAGCG CTGC ATGTG AACTACACAAATATT 

ATGCTTAAGCTTTTTTTTTTTCCTCCATTTGGAGCCAAACAGGTCTTGTCAGTGATAAAAATTGCTGCAATATAGTGGGCCCTTTTTCTGGCCT 

GG AATCTGAGAC CGTGT CGG C AGTGCCAAGG AGG CC CATAGCAGGAAGAAATAGCAAGCCGCGGGGATTTGAAACC ATAAC ACAACTTCTACG A 

CATAATTTTATAATTGTAGCAATCGGGAACTAGGTGGTGGGCGGGGTAGCCTTGTAACCACTCCTGTGCTGGAAGAATGGTCCAGGGTCCTCCG 

TGTAGCTCTGGGCTGGGCTGGGGTAGCAGCAACAGCATTTCTATGGGCAGAAGCCAACGGCTTCCCCTGTCTTGTTGTGAGGCTGTGTACAGGA 

GGATGATTGTGGCTCAGGCTGTGTAACCATTGACAGGAGAATGGCCCTGGCTCAGTCAACGGTTCTAGTCAAACAAACCTTGAGAACGAGGAGG 

AAACAACAAAGTCGGCCTCTTAAAAGGAGGAATGGATCTCTACTGTGACTGTGTGGGAGGCTGGGCTCCTCTACAATCTCTAGTCTGCATAATA 

CTTTGAAGGGGATGGAGAGGAAAAAAAAAAAAAAGCGGGAGGCCCAGCCCTCCTGACTGGCCCACGTGGATGCCCCTACTTGCTGTTTCCTGGT 

AACAGAGACACCTACCACCCTTACAAGACAGCAAGCATCCCACCTTGCTTTTCATTCCGAGGGAAAATCAGCAGACCAGCTGGCCACGCCCTCT 

GAGCTCCCAAGGGCCTGGCCTAGTAGGAATATTGGAACAGACCCACGCTGCACCTTTGTGCCTACTTCCTCCTAGGGATCCGCCCAGGGAGTGG 

GCTTCAGGGAAGTAAGGATGCTTCTGAGGAGCGTGTACGAAGGAGGAAGGGGCCTGGGTGTGTGAGGGCAGAGAGGGATGGCCTGTGCCTGCCT 

GCGTGTAACAGGAAATCTCACTCCTCCGCTGTGGGTTTGCAGCTGCACCCAATTTCCTGTTGAAGGGACACGCTGCTACGTTCCAGGGCCCACT 

CTGGCACCTCTCAGACCTGCTGGTCGGGTTTTCAGGAAGGCAGGGCATTCTTGACCCCGGGAGGGCACCTTTCTTGGGTGCCACAGTTCTGTTC 

CCAGGCTGAGGCCCACAGCCAACAAGCAACGGGCTTCTTACCGGGGGCCACCATCAGCAGTTCCGCTCACTAGTGTCTGCCCACCCGAGGGGAT 

GTGCGGAGAGCTGTGGGCACCGAGTCCCAGACTGAGGCAACAGCCAGGGACCAGTGGGCTGAAGGAACCTCAGCGGGCTATGAGAAGGATAGCC 

CTGGTTCCCACAGGCAGCCAGCCCAAGGGGCAATGTCCAACAAGCTCACCTTGGGGGTGAAGGGAGAGGGAGGGGAAAGATAAGAAAAGTCCCC 

TCCACAACACGTTTTCTGATCTGTTCCCTCCCTCCTTACCCTGCCTCCCTCTCCTCCTCCTCCTCCCTTCCCTACCCGGTCCCTACACTAGGAC 

ACGGCAGAAACTAGATGATCAGACCANNNNNNNNNNNNNft^ 

NNNNNNNNNNNCGCAGAAAGCACCGGGG 

TGAGGAGAACGCTGTTCCATCTGCAGAGTATCTCTACTCTGAGAAGTGTGGCTGCTGAGCATGGGAGGGAATCGTGACTGTGGAAGCCATATGT 
GTACATGGCTACACGCGTGTATCTCTCTTGGTACCCTTGCAGTTATCGGTTCCAGGTATCAAACTCCACAGGAGTTCAATATGTCCTAGTACTT 



TATTACGTAGGGAATCCTGACGAAAATACATTTCAATATGTGTACATTTAAAAAGCTGTATTATCAACCCACCTTCGGTTTAATCTTTAGCTAT 




AATCCAGCAAGGGGTTTTTAAGTTCTTGTTGCCTTTAGATTTTATGCTAAGTTTTCATTTAATATCTCTTCTTTCAAAATATGAAAGAGGCATG 
CGTGTGTATGTATGTGGTGTGGGCTGTATCAGGCAGAACATTTTCAGATCAGTAGCGTGAGTTCTGGTCACTCTGTGGGCCAGTCACCAGTGGC 
AAA C ACG CTGT AAG AT GTAAT AA C T G C ACAT AC CCTCTGTGC C AAGTT AGAT AATG CT C ACTG CAT T T C C C C AG T CG G AC GGGTGACGTCG G AA 
TCTGTTTGTTC AGTGATATAC C ATTATAATAACCAAAAGGCAGTTTTCTCTGGGAC AGGTGGGAC ACAGCTATTAATATGG C ATG CTTACAGCA 
ATACTC CTGC AGAGATGC AGG CCTGGGCAACT CAAATGAAGGGATGAGCAGCCC ATA CAAAGAAAGGGGCAGAGGATGGGCAGCAGGAGTGGGG 
CTCTGCCCTTCAGAGAAAGCAAAGACTAGTGTCCTCTGAGCTTCACAGGAGAAAAGGGGGCATCTACTTGATAAGGTTTTTATCTGAGCCGATT 
GCTGT CTCTGGGGAGAAAC ACATGCAGGGCTC ACAAATAGGC CC ACATTTTCC AGAATGTAATATAG AAAG CCTATACCCC CAGGCATGGT ATT 
ACAGT C AAGTTATCATAGT ACTTG C AGGATGG AGACAGC AG AATC AAGAGTTC AAGGCC AGCC ATGG CTACGTAGCC AG CTTG AAGC CAACCAG 




ACCCACACTAATTTTCCAAGGTCCCACAGTGCAGCTCGGTGGTGAATTGAGGCAAATGACACACTTTAGGTGAGATGGATGGACTGTGGGAGAA 
GGAGATATCCAAGGACATTTTTCTGCCTTCTGTTTACTCTCACTTAAGTTCACACACGTTTTCTCCGGGATCCCATGTCTAAAACCCAAAGAAA 
AGGCTGTTCTCTTGCCCTCTCCTGGCTGCCCCGAGCGCCCGTGAGCTGAGAAGGAGGCTGGTCTTTTACTTACAGTCAAACCAAAACTGGTAAG 
CGTCTTTAAAGCCAGTGCCAAACCATGCAGGAGCAAATTCAGATGGTTGCCTCTGCCTGCCTCATGAACCCGGACTGCTTCAGTTTGCCGTCTT 
ACATACCTCGTCCCTAGAAACTGCAGAGGGTGGGTGGGCTCAAGGGAGCCCTGGGCCTTTGGAACCACCCACCTGTGCACAGAGGCATGGTCAT 
GGACAGGTGGCTGCGCATCGGTGACTCTCCAGAACACTGCACTTGCTCTTAGAGTGTCCTAGGGGCTTGGTTGGTACTCTGAGAAGATGTGTGG 

GAAGATACTGCATATAAAACCAATTTCTCTTTCTTGTGTTCTCTCTCCCACCTTCTGGGTTTCTCTCCTCTCTTCTTTCTTCCTTCTCCCTTCT 
CCGGCTCTTCTCTGGTATCTCTTCTTATAAGAAAGTGCTATTTTATACAAATCTAGTTTTGAGTGAACTCCTGATTTTTTTTCACCCTTGAAAT 
GTAAACATTAACAGGGATAGTGTAACAGGCAAGTTCTTCACATTGTTCCTGGCGTTGCGGGCAGTTACTGCCTGGTCCTAGCCGTAGAGCACAC 
GTG CCTACTTAAGGTGGG AATTTAAGCGATGCAC CATGGG ACTGTGGCTCT CTGAAATGGC AGTCAC AGTTTT AAGAAAACTATC CCAGAAGTA 
GCCAGGGCGGTGTCCCCTGGACACCACAGAGACACAGGAATGATTGTCAGCTTTAGAGGTGTCAGTCACTGCAGGGGAGCGTCTGTGGAGCAGC 
AGAAGACTGCAGGCTGGAGCCACCCCTTGGCTCTGCCAGCAGAGGATCATGGGTATAGAATATCACATTTCCTTATCTTACCAAATAGACACCT 
CGAGTGATCTGCACTGGGGTTCAGATGGAGAGGGAAGACAGTTACCATGCCACCAAACCACTGTTTTGTTTGTTGAGGTTTTAACTTTAAAACA 
GCCGAGGTTAATTTCGACTTCCTATTTGAGCAAGTCTTTGAGTGGAATAGAAAGCTGTTTTGTCATGGCTGCCTGTTTACGCAAGTCAGGACAC 
CATTGTTAAGTCCTGCCAAATTTCAGGGCTTTTCTCCGTTGCTTTTACAGCAGGAGTAGAGCAGATTACAGAGTTCTGGGGTAGCCGGGCCTGG 
TCCCTCACACCTCCCTTTTAGGAATGGCTCCAAGCAACACACATGGGTCATTTTAGGTCTTGGGCTCTGATTTCCCTGGGAACCATCATGAAGG 
TGTCCTGACTTCTGCCTGGGGGAGGGGGGGAGATGCAGATAAGGTGTAAAGATGCTGATTCCGAAATCCTTCAGACCAAATAAGTACTCTAAGC 
CTCTTGCTGTAAAGTTTAACTTTCCTTGGATTCGTTGTGATGAAGCTGAGCTTAGACTTCGAGGTCTACACTGTTCTTTTTGCTCGGTAATCTC 
TGGTGTGACTTCTAGACAGAAACACAGTCTCCCCAACTTCTTCCAGCTTTGTTACGGGGTGGATATGAAGTCAAATCCAGACCTCTCTGAAGGC 
ACAGGCAGGAAGGTGGTGTGGAAGGACACACTTGTGCTCCTGGCTCAGGGACTGGTGTGCTACTAGGCCGACAGGCATGGAGAGGAGTTGGGCT 
AGCCACTTGTGTAGAAGATGTGGACTGAATGTGTTTGGTTGTAATTGGAGGTTGATGCTGCTGTCGACGTTGATAATAACATCAGACTGTGTGC 
TGGATGTCTTGCTAAGTCATGTTTCGGGGCATTTTATTTTTAAAGATGGGTAGAAAAGAAAGCCAATCAGAATACTGAAATTCTGAGCATGCCC 
TAAGGGGGATCATGGGGTAAGGGGACTTCCAGCAACTCTTTCTTGGGGTAATCCCACACACATTTATGAGTCTCTCTCCTGTGGCCTTTTATAA 
CTAAAGCCTTCTTCCCAAGTACCATGAGATCAGCCTAGATGAGAGCAGATGCCCCCATCTGAAGCTCCACGTGACCGAGGAAGGCCACGTGCTC 
TCAGGTGGCCCCCAGATTTCCAGTTTTCTAATGGATTGTCTTAGGCTCCTTCCAAGTCCCTTTGAAAAAGTTATATTCGCTACTGTCTGTGAGG 
TTCTTAGAGGTAGGGTTACCATGTCAGGGCAATTCCCTCCACCCTCAGAATGTACGAAGGGAAGGAAGCATTTCCACCTTCCAGAGTAAGGAGC 
AAACTCCTGCATCCAGAGAGCCAGGCCACAAGAGCATGTGAAAAAGGCTTGTCCTGCCCACCACCAACTCACATAGCATAACTAGCATAAGCAG 
GGGGAGAGAAAGGGACCTGCGAGCCCTTGCCGCCCTGGGGTAAAGCATGGGACTGCTCAGCTTCGCTGCCTGCTTTTCTCTGCATTTCTGCCTC 
CCCCCCCATCCCCCAATCTGTGGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGCATGCGTGCCTGCACGCACGCATGCGCTACCTTTT 
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GTGTTTGTCTCTGTCTTTGTTTGTCATATGCCTGTCTCCACCCCTAGTCACATACATATTTAAAGCCAGCGTGGGATGGGCCTGTTGATTTCCT 
AGGCCATTTCCTTTGAAATGGCCATTTCATGCACACAGCGTAAAGTACTAAAAATTAACCCTTGCAGCTTGCTTATAGCACTAAGTAACTTTCC 
CTTCAAAATAACTCCTGTCTGTGGCAGGCACTAAACCCGAAGAGCTGCAGGACCGGAGTTGTACACGCACAACACGCCAGAATCAGATGTTCAC 
ACAATAAACAGGGCAGTGGGGAGGGGAAGGGAGAAAGAAGAAGTGGATAAGAGAAAACCCTGAAAAAAAAAGAGTGCAGACTACAGAGCCCCTG 
CTACATGGTGTGTGCTTCCCTGCCCCTGTCCTGTGGTATGTGTTGCCACGCCTCTGTCACATGGTATGTGCTGCCCCGCCCCTGCCACGTGGTG 
TGTG CTC CCCTCTTCTCACC CC ACAGTGAGAAG ACAGAAGGAGTAGTCCAAGTTTATAGAAAGAGAAG CGCTTCTAGGC AGGAACTGAGGATG C 
G CTGTC ATGTG CATATATATTCTTAGCTGGTG C AACAC AAACTCTATGTCT AAAGAAAGTATGAATGTG CGGGCTAAAG AACTGTAC C ATAG AC 
ATTCAGGAGAAGAGAAAGATGGGTGTCAGGGAGGAAGCGCCAGCAGGCCTTGGTGTTCTCCCTGTTTGGGCCCCTCATCTATTGAGCGTGAGGT 
ACTAACATAACCTGCCACCTTAAGGATGGGCACAGGTGCCAGCACCTTGGGCCCTAAAACTGTTCAGTGTCACAACCCTGGTGTATTATGTATT 
AACCTTACCCCCAAACACTTAATCAGCCCTTCAAAGAATCACTTACCACTTAAACTGACACTACCTTTGTAACCCAAAACCACAGTTTAATAGG 
ACCTGGTTTCCAAAGCGGTTCATGACTGTTGCTCAAAGAGGTCTGCCCATGTTCTCAGGATCCTGTTAGTCCCTCGTGGATACCTTTTCTGATG 
ACAAGGGAAAAGTCACTTACTATGGGACTTGGTCTCTATGATCAAATCGTCCTTCTGACGCTTCGAACTTCTCCCTAAGGCTAATGACTCTAAA 
CCTTGTCCTCAGGGCCTTTCAGTGGTCTTTTGTGTATTTGCTGAATGGTGATGTTAAATATTCGAGGCTTCAAAAGGAACCAGTCCTTAGCTGC 
TAAGGCGGGAAGAGTACAATCACAAACTGGCCCAAACTGGCTACGGCATATACTCTAAGATTTTTAGCAAGAAGTTTAACCTCTTAAAGCCTCT 
GTCTTCCCATCTACAAAATGGGAATGGTAATTGTTCTTGTCGGAATGTCCTTTGAGCGGTCACTGTTATAATCCTTGTCGACAACACCAACTTG 
GCTAGTTTTCCTGTGGCTGACACAACATACGGACCACAGATTTAGTGACTTAAAACAATGAGAGTTTATTCTCTCAAAATTGGAGGCTACAAGT 
CCCAACATTAAGGTGACAAGAGGTGGCACTCCCATTGAAGGCCTAAGAGAAGGACTCTCTGGCCTCCTCTAACCCTTGCCAGCTCCAGGCACTC 
ATTGGTCCATGGCTGCATCCTCCCCACCCCCTCTCTTCTGACAGCTCTTCTCTGTTCCATCTCTCCTTCTTCTTCTTTAAAGGTCTCATGTTAC 
TGGATCTAGACCTAGGCTACTGAAGACAGCGTCAGGCCCTTCACTTAGCTGTGTGTGTGAGAGACCAGACCCTTTGTCAGTGAGATCCTCGTCA 
CAATCTAATGGTCAGAATATGGCCCTGGCCTTTCTGGTGCCACCGTTCAGTGCCAGAGATTAAAACCTGTTACATTGATGTCATCGGAACATTA 
GGCGGTGGATCCCGGTCAGTCCAACGAGCCCCTTCCCATCTGTCCCTCAGAGTAGACCTAGTGTGCAGATAAATGTGATGTCATGCCTGTGTGA 
CGCTGTCTTGTCATCTGCACTTCAGCATCTCAGCCCTTCATTTGCCAGAGCCATGTCCTGATTCTTCCATTCCCCAGGTCAGAGAATAGAGTTT 
' CTTTTTTTTTTC CTGGGCAAGATCAGCTATTTCCGAGTGTTTCTAGAGCACCCATACAGATGAAGC CAAAGGGTCAATGGTGGTGGGAAAGGGG 
GGCTTCCATCCCCCTACCCCAATACCTAGGGTGTAATGTCAGAACACAGGAGGCTTGGAGCCTCCAGAATCCTGTGGCCACATAGACAGCAGCG 
AG C AGAGAAACAAAACTTGC CCTGATGCCCAAAGCCAG C CAGTTGGGAGGTACTCAAG AATTCGACCTC CAG ATGAAG CCAGGC CAGAGGCAGG 
CATGTTGTTGTTTTGTAGGACCAAGCAGCAGGCGTTAGCACAGAGTCTTGTCAACCAGATTCCCATGCCAAAAGGACCATGGTTTGCTTTGGGC 
CCCGGTC ATGCCAAGCCACAGAT C ACAGAT CACAGATAGC CTTTC AAGTCTGG AGG AGGGAGAGAATTTTTAACGGCAG CTGTG AAGCTTTAT C 
AAAGTTTACCAAAAGTTTGGCCCGAGAGAATAGTGTCAGGCTGAAAGGGCCACCTAGGCATTCTCCCAGTGCTGGGCTTTGTAAGTGCAGCCCA 
AAGGCTTCATCACTCTGTCTTGTCTTGTTTCCCCCTGGCTCCAGGACACCCCATTCTAACTCTAGGGGACCATGAACTAAGGCACTTGGTGTCC 
CTTATCTTCCAGACAATAGCCACCTAGTACCGAGTCTCTGCCCTGTTACCACAGTTCTTGGCCCCACACAGACTCTATATTCATATTAAACAAT 
TGATCGCAGAGCCGCAGAGCAGCCAATTGTTGTGGAGATTAAAGGTAGGGATCGCGGAAAGCCTGCAGACGCACTGTTTACTGACAAGCCTCCC 
ATCTCTCCACAGAGTTTCCTCCCATAATCCCTTTCTGGCAGGACATTTTATGTGTCAATGCCGGGCGATTCGGTTACCCAGGCACAGTCAATAT 
G ACAAACTAATAAGG AGAAAAATAG AGTAGAACTC ACCCTGAAAACAAAC AC AGATC AGTCATGTG CCTCTCTGTG CATGC CTGAG AACAG AGC 
AAGAAAGAAGTGGGACAGGGACTGTGCTGTTTCCTTGTTCTGTTGATCTCTGTAACCAGGTGATGGAGGGTCTTCAGGCTGAGTCCTAGCTGAG 
CCTGGCTCCTTTGAGCAGTGCTTACCACTTTAAAAGTAGCATTTTCAGAACAAACAGAACCATGTTTCCTGAGCTAGAATGAGCCTCTAAGCCA 
CTGGTAGTAGAGGCTGGCCAGAAGGGACCCTTACTTCTGACTCAGGTTGAAAGGTCACAGAACCTGGGCCTCCCTCATTGCTCAGTGTCTCCCT 
CGGG CTC ATG C AAGG CTTAG AAC CTT C CAGAC ATATTTGCAAG ATTTGAACC ATC ACTG ATGGTTCAAATTCTG AT CTCCATGG ATC ATAACCT 
TATCCTTTTTAGAAAGCTGGTGTCTTAGTTAGGGTTTTGCTGCTGTGAACAGACACCATGACCAAGGCAAGTCTTATAAAGAACAGCATTTAAT 
TGGGGCTGGCTTACAGCTTCAGAGGTTCCATCCATTGTCATCAAGGTGGGAACATGGCAGAGTGCAGACAGGCATGGTGCAGGAGGAGCTGAGA 
GTTCTACATGAAGAGTAGAACTGAGAGTGCCACCTGAATGCTGCTAGCAGAATAGTGACTTCCAGGTAGCTAGGGTGAGTGAGGGTCTTAAACC 
CATG C CCAC AGTG AC ATGCCTACTCTGAC AGGGCC ACACTTTCTAATAGTG CC ACTCTCTGAGC CAAG C ATATACAAACTAT CAC AGGTGGGTA 
TTCATTTTAAACACAAAACTGCAGCCCTTTCCTCTAAGAGGGGATTATGTGGGTGGAATCTCTGCTGTATCAGATGGGAAGACACCTTCCATGT 
CATCCAACAACTATGGGATGCCGTCTGAGGACACCAAGTCTGTCCCTGGTTCCTTCCTGTCCCATCTTAATTCTTACACAGTTTCACTTGTTGA 
GTCACTGAATTTGGGGTTCCAGGATGTAGCACAGTTAAACTCATCAAGGCTTGGGCACCGTGGTGACGAGTCAGCCCTGGGAGTTTGGCAGGGG 
ATGTGCTAGAACCATGCTGCTCTGGAATGAAGAGACACCACTGATAGATTAAAGTAGAACTTCCCCAGGACAGGAAGGTCTATGAACTAGTCTT 
CTCGTGGGTGGGATGGTTCACCCATTAGGACTGTCTCCAGCTTCATGGCAGGTCCTCTCCCCATGAGGCGTTCCAGGACCAGATCTGAGGCTCA 
GAGCTAAATCTTCACTATTTCCTCTCCACACACTTTGAAGGGCTGCTTCGGGTGGCTTTGAGAGAATATCTTCAGACAAAAAGGGGCAGAGGAC 
TAATGAGACTGAGGACTGCTCGCCTTAGAGTTGCTGCTCACACAAGGGAAATGAACACGATGGCTTTATGGTGTCTCCTGGGACGACGGCGCTG 
CCTCGGCCACTCTCCTTCCATTAGCACATCTCTCTGCACATATCAGATGGCAAATTACAGAACGATAGGGTTATTAAAATATCTGTAAAAGTCA 
GCCCAGGCTCAAGGGCTTGACTTGGCCCTCCTGCCCGTTCGGCGGTTTATTTACATCTCCCAAGGTCAGCTCGCCAGCATCTGTATTTTGCGGT 
AAACCGCCCACTCCGCAGACCAACCAGAACAGCCCACTTTTGAAGATGCGCTTCCGTTGGTTTTCCAGTAAGGCACTGGCACTCTTAAGAGTGA 
GCCCAGAGCTCTTCAGACCTAATCCTACTGTCGCCCCCCACCCAATTTTAAAACTTCAGGGTAGGAGCGTGACCGTGTCTGCAGCCAGATTATC 
ACCAGAGTAGTTGAGGCAAGAAAAACTATCATAATGATATTGTTGGGTTCACACATTTACCAAAGGCAATTATATAAAGCCTTCGTAGTTCATG 

ttgacagaacagattgcgagtggtctggtgaggtcacaggcagaggaaataccctctagaa'ggttcaggtgggccactccttctttttcatagt 
gcctgacactccccatccccccatacatctttctccagggggcggggggggggaggtgggggggatgcatatgggtgagcacacacacacatgt 
actcctgaaagtcggaggacagcctcaggtgtgggaggacggtctcaaatgtcagcctccaataactgccacatttgcttgagacagggcctct 
tattagccttttgctttgctcagtggttaggctagaaggccagccaactccagaagtctgcctgtctgtatctcccatcttgctgtaatccttg 
aggtaaccgccatatgctgccacaccctgtccttgggatgaaactgaggggctcatatttgtgaggagagagcttcactgactgaatctccccc 
tgcctggcactgctctctacagtttcctaggccttgctctcaggcaagtgagtcactgcttggtcctaaacattctgtaattgtgggcacagta 
tcttgaagggattagagtcacccctaacaccctcagggaaaccaacctccatgccctagagcccccaccccaccctgctgcttctgattggcag 

ACTTTTGTGGTGGTGGTGGTGGTGGTGGTGGGGTGATACTTTTTGCTGTGTGATCAAGCTTAGAGAGGCTAAGAGCCACCATATGTTGCCAAAT 
GAGAGAAGCCACTGCCCAGACATGGATCTGTCTGATTTAATATGATTTTCCATAACTGACAAAGCAGGGGTTTGAAATTGAATTTGTGTAAAAT 
T ACAGAT AGC CAGCTCAGGTGGAAGGGGAAGGAAGCCTTGCTATTCATGTTCCCGTGGCTTTTCCCGGTTTCCCCATTTGAGTCCTTCACGCCT 
TGGGGGAGGGGAGACTCGGTGGAGGGCCTACGGAGGGTAGCTCTTGCAGTCAGACTTTCTCCCTGGCCAGTCATGGCTTCCTCTGAGGAGGACT 
CCAGAACCTGGAGATGTTGGGGCGAAAGGACAAATCCTCTGTCCATCCATCCATCCATCCATCCATCCCTCCCATCATCCAGCACAGAACTCAT 
CTTCACACCTGGTCATCAGAGGGGCTCCAGGATAAACTTGGGGAGAGGGGGTACCTAGAAAAGCCTAATTCATTAGGACGGCCTCATGCCAATC 
CAGAATGCTTTGGGGCTCAGACTCCGACTTTGTCCACTTTCTAGTTGTAGGTCCTTGAAGGAAGGAAGCACTCAGGTCCCTGTGCCACACTGTT 
G C C AT CTGTAAAATGGGC ACG CTC ATAATGC CTG ACTCATG AGATGGTCTTGAAG ACG AAGTC AGCATG ATTATAGTATTGGGTGGTC AGC ATG 
CTGTGTCTTGGTATGGTTGTGTCTTGTTCACTCCTGCAGAAACCCCTCACTGAGGCTGAGATGCGATCCTGGGATGTGTAGAGCACAGCGCCCA 
GCGTGTCTAAAGTTCTCGAGACTGCTCCCGCCGTCTGTGTAACCATAACTGCCATTCCTGCTACAGCTCTTGCTGCCGGCTCTCCGGCTGACAT 
GAGGCCTGTCCTGCGAGGCTCACAGCCACTCTGTGACAATGGCCTTTAGAGTTTTGGTGATTTGAGTTTGGGGTCCTTGGGTAAACTCCAGCGG 
GACCATCCATAGTCACTATCCACATCTTTGCCTAGCGCCTCTCCCCTGCCCCACCACCCCACCCCACCCCAGCCAACACCCTGAAGGTCCAGGC 
GCCCTCCATAACTGAGCTCTCCCAGGCTGTCCTCTTGTACTGAAGTCGGTCATATGGGGAACGGCTCATTTCCCCAGCGCTGGCTTAGCCTTAC 
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TCAGCCTTTTCCCTGTAATGGGATTTTGGCTCTGGGAGAGGGCAGGRTTTAGTTTCTTATGGTCCCTTTTCTTTTCTTCGCTTAATGTTGAATT 

TTATTTTTAAAACGTTTTTTTTAGAAGGAATAATTAAAATAATATATTTTAAAATGGGGTTGTTTTTTTGTTTTAAATAAAGAAGGCCATACAC 

GCTTTCTCATCCTCTTCAGTTCACAGCAAGCACTCCCAGACTGCTAACAGCTGTAGTGAGCTAACAGGTCACTTCCTGAAACCAGCGGCCCTGA 

CTGGGCAGCGTTCAGGGGGTGGTCCCTCCCCCTCTCCGTTGCTTTCTTGAATTAGACTCACCATATATGAGTGGCCTGACTCTTCTGTGTTTTT 

AATGTTACCGTCTACTAAAGGGTTTCTTTGAATGAGGTCTCATCTCCCTGACTGATTTTAAGTCAATACCTCCCTCTGCCAAATCCACCACTCT 

AAG C CTGCT CTCAGCTG CAGC CCAGGCTGTC AG ACCC AG AAG AGG AC AACAAAG AGTGTGGGAGGTG AC ACAGCC AC AGCTGTGGGAAGG AC AG 

CCACTCAGGGCAGGCCCTAGGCTGGGACAGGGGGGAGGTGCCGAGTGACAGTCCCCTCGACCAGTTCAGAATGGTCCTGCCAGACTTATGTCAT 

TACTCCCAGAAGACTGCATGCATGAGCCGAGACCTGTATCCAGCCAGAGGTGCCCCTGTTACAGCCAAGTCTTTGCCATGAATTCAGAGTCAGG 

GCCTTGAATGGGTAGATCAGAGACTGTTTTGGAATTTGTAAGATTAGCCACCACTTTCTTCCCCCCCCCCCCCCGCCCCCCTCCCAAGCTACCA 

GGGAACAGGATCCTGCATAGCTGGTGGCTTCTGGCTCCCTTCCTTAACTGAGAGACAGAGGACTCCAGCATCCTGGCTCTTAAGTGATATTTAC 

TTAATAGTTAACTGGGTTTCAAAAGAGAATGGGGACTTGACTCCCTTCACTAATTAGCCCTGCCGGCTGGCTTGTCATCTCCACCTTCACCACC 

CACGGAGTGTGCTCTTGACAAGTCATGACCCGAACTCCCAGGGGACTTGCACTCTGGGCTTGCCTCCTCCACTGTCTGAGAAACACAAGTCTCT- 

AAAGAAGATAAGGCTAGAGCAATGAAGGGCATTCTGGGAAAACGTAAAGGATCCCGCCCCCCCTCCCCAGATCCCAGAGGAGCAATGGCAGCCT 

GGAGGGGAAAGTGACTTGCCACAGGTGGCATACACTGTTATCCGAGTGCTTGGCTGTCTTCTCCGGTTCGGTCGCTGGACACATTCCTGGTATT 

TGGAAGTAGCACAGGGAGCCTTCCTGAGGAGTCCCTTCCAAACACCATCCAGGCGAACGAGGGGCTGTTGGGACAAGATAGGGCAGACCCAGGT 

GTGCCTGTGCACAGGGCTCCACCCAATTTCTCATCCTTATATTTTATACGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTCTCAGTCTCAAATAA 

CCCAAACAGGCAGGGTACTGATACTGCAGACAGTCTGCAGGCACCTC 

NNNNNNNNNNNNNNGGAAGTCCTAGGTCAGCCA^^ 

TTTAATAAATTTATATTTAG AAACTAAATATAGTTTCTAACCAACAG CAG CCCTGTTATG AAG AACAT CTTGC AG C ATAAGGAG AG AG ATCTCT 

TAGAAAATCAATTTCCATCTGTAGAGACGTGGGATAAGGAAGGGAATGTAACCTTTAGCCCACCACCACTCAACTCTGGAACCTGAGCCCATCC 

CCGTCACAACTCATGGTTGTGTCTCTTCTCGTTCTTTCTTTCCTCTGCTGACATGAGAAAGGGAATCACTCACTGGTGAGGTACCAGACATCAC 

GCTACAGTCCAGCCTGCTTCTCCCACAAGGAGAGGCAGACTACTGAGCTGGCTATGGGCAGCCCCACCTGTAAACTCTGCAAAGCCAGCCCCTT 

GCCCCAAGGCTCTGACAGCAATAGATAGAGCCCAGGTTGGCTCCCCTCAGGGTTGGTGTCCCTGAAGGGGGATTGGTCAGCCATGAACTCATCC 

TCACAGAATTGTATAGGGGAGGCTCAAAACAAGGGTTCTGCAAACTATCCCAGGCATTCTGTGATGTAAGAGCCCACGATATGGAGGCCATGTA 

GGAACCCTTGGTGCTTCTCTTCCCCTCAACCCCCCACCATGTTGCCACCATGCCTCAGGGAGTCAGAAAACTCAGCAGTCTCCCAGTGAGCTGG 

CAGCTTAGGTGCCTGTGGCCATCTTTCTCAGAGCTACAAAGAGCTCCCTTACACACCAAGCTCATCTCTGAGCACTACAGGGAAGGCAAACACT 

GTTAGCTCATGGGCAACTGAGGACTGAGGAGACTTGAAGTTCCTTGAACTTCACGTTCTTCTTGTAGCATAAGTCATTGTTGCTCGGCCATCTT 

GCGTCAGCCATCTTGCATCAGCCATCTTGCGTCGGCCATCTTGTGTGTCTATGTGGATATCAGTGGACAGGAACAGCTTTTCAGACACGGCAGA 

ATGGCCACAAAGTACAGGAATAATGACGCCTCTGACCTCAGTGTGCCTTCTGCTGCTATGACTCTTGAGTGGCAATGTAAGTGAGGATCCTGCA 

GCTTCCCCTTGGCTCCTTTGCCTTCAGGTGACCATTATAAACCCCCCTAGGCCCTGTGCGTCCACCTGGTCTGATCATGTAGCCTTCAAAGGCC 

ATGCCCACGGCCGAAGAAGCTATTAATGCCTTTCAAGCCAACTGAAGGCCAAAGACTTGGCGCACAGAGCTCTTTTCGCTGCCCATCAAATTCC 

CTTCTCGAGCAATGCCTCCATTGCTGTGGTGTTCCAGGCTCTCCCTGGCTCCCTAGTCCATCCAAGCTCTGAAATCACTCTCAGCCAATCACAG 

GAGCAGGATGGAGGCAGGGAGTCTGGGGAAGGTACCAAGTGGATGTGAGGTTAGCTTACCTGTCTTCCTCTCTGGCTAGTCCTGTTCCCTCCTC 

ACCCTGTTCCCACACTCTCCCATATTTCAGCAATCCTCACATGTCCCTTCCTACAAGGACCAAACTGAGTCCTCTCCCAGTTCCTAGACAAGCC 

TGACAGTCCCTCTCACTGTAACATCTCCCCATGTCTGCTCTCTGGTTATACTTGAGAGGTGGTGGGGCCAAGTGCCTTTTCCTTCACTGTCCTG 

AGTGAGGCGTCATCCTGCCCAGTTAACAACCGCAGCCTGCTAACCGGAGGACTGAATCTATGTGCTCCAGCATGGCCTTCCCCACACATCTGGG 

CTCTGAGACCCACAGAAGGGTCAGCAGAGTCCCAAGTACCCTTGAACACTCCTTCACTTCTCTGGGTCCTCAGGAATACAGGCCACGAGGTACA 

GAAACCAGTCAGTCCCTGTAGAAGCATTTTTTCTTCTGATCTTAGGAACACAGGTCAAAGTGGGACACTGGTGGGTGTGAACCGCATTTCAAAG 

TTCCAGGCAGGAAACAATGCAGTGACTGGGAGGTCCCTTTGCCTCTTGACATTATGGCCCATAATGTTGTGGCCTTGGATACCCGCCCCTCCCC 

ACCATGCTGTTTCCAGACCCACACCAAATACTCCTCCCATGACACCCTGCCTTCCTTCCTCTGCAGACAGCTCAGCCTCACCTGAGGCAGACTT 

CCACATATTTGAACCTGCTTTGCATGCTTAATTAGAGACCTAGGCCCTGAAATAAGCTGTCTTAGTTACCCACAACTTCCTAGGGATCCCAGCC 

CCTACCACAGCACAATACTGCCTCCACCAGCCAGGTTCCTGCTTCCTGCCCTTCAGGGGTGTGTGTGTGTCTGCTGCTTCCTTCTCAGACCCAC 

ATTTCTAGATTCTTTTTCAAATCCATCCTTCGAAACTCTTTATTTAGCGCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTC 

TCTCCCCACACACACCTTTTCACCTTAATAAAGCCTTGCCCTGGGGCCAGGGCTGGAGCTCAGCTGGGAGAGTGCTTTCCTAGGGCTGXGAACC 

CTAAATTCTATCCCCAGCACTTGGCACCCACCGACATCTGTACCACCTGGATTCCAGCATTCAGGAGGTGGAGGCAGGAGGATTAGAAGTTTAT 

GGTCATTCTCAGCTCTCACGTATATAAGTTCAAGGCTAGTCTGACCACAAGAAATCTTTTCTTTAAAAATAATTGATCCACTGCCAAGTCAGGG 

GGCTTCAGGGCCCCGTCCCCAGCTTCTGGGGACTTTACCTAGTATGACTCCTACCACGCAGGAAAGTCAGGCTTGTCTTCCTCTCATTGTCCTT 

CTCTGGTCACAGGATGGTGCTCGGACAGCCAGCCAGACGCTCTCTCTCATCCACCTGTCTCCTTACCCACCATTTGTGTGAAAGAGTGTCAGAT 

TGTGGCCCCAAACAGGAAGCCCTCTGGCCCTCTGGCCCGCTAATCCCCTTTGGGAGGAACCTTCACTAGGTACTCTTAGAGGGTCTTCTGTTCA 

AATCAAGGGGAAAGTGGTTTGAATGAGCTGTGTTTTGTTTTGTTTTGTTTTGTTTTGTTTTTAAAGAAGACAGGAAGTTCCTGTTTTTTAGAAA 

GGCTGTTCATTTTCAAAGAACCAACTTACAGAGCCAATCGACCATAGGATTGCTGCTGGATTTTTTTCCCCCAATGTGGTACACAATACATGCG 

AAAAAGAAAGCGGGGAGCCCCACCAATGAGAGATAGTCAGTAACACAAAGGGAGATATTATAATCGGCTTTTGTTGGTGCTTGCGTCTTCTTGT 

TGAAAACCAGAAAGCCCCTGAGGTGCTGAAGTGCGGACAGAAGCTGATGTTATCGGCCCCCAGAAATCCTGCCTGGAGTCCAGTGGCAGGCAGG 

ATCCGAAGCTCCCAAGACCACAGCAACTGGCCCTGCTCAGTACAAACGGTGCTTTCAGTCTCTGGTAAACAGCCTGTGCCCCAGGGCTCAAATC 

CTTCAAAAGTTTGCCTAGGTAATTGCGTTTCATTGCTGTCTGGCCTGCGCTCGTCAGTCTAATCTGGAGGTTCAGACAGCCAGGCCAAAGCTTG 

CGAGTCTGGAGGGGAACAAGCCCATGAATCTAATCCACTTGAAAGACAGACTAATACAAGTGCAGCTAACTCATTATTTTAAGTGATTTGAACA 

GAAGGAGTATGGCACTCTCTATAAAAGGGTTTCAAGTCAGTGCAGTGCAGTGTTTGGCAGCTTAAAGCCATTAGAGGAACTGCAAAGGGTGACA 

GTGTGACTCCCCGTCGCCGTCCTCATTTTATGAAGCCTGGTTCCTCCCTGTGACCACCCTAAAATGGTTTTTTCCTGTCCTGCCCTTGGTTTTT 

GAGTTATTTGTGAATTATTATAGTAAAAGACTCCAACTTTTGTCTTTGATCCAGGCGTGGGTACGAAAGGAGACACAAATGTAAAGACAGAATT 

CTGAGGGACCCCTCGGAGCTCTGAATACCCCCAGATCTGAAAATAGGAAGAGCTACCCTCTTCAAAGCCCCAACACCCTCAGCAGTTAGAGTTT 

TTGAAGGTTAAGCCTTCCCATTTTGCCGGTATGATCATTAGGTAGGAGGAGGGGTGCTTTATGGAAGTAAACCTTCATCCTACCACCAACCTGT 

GTGAGGAACAGAGACCGTCCCTTCATCTTGCACTCCAGCTTTCTCTGAGTTGGAGCTGGCACAGGTAGCCTCTGGGGCTGCTTCCTGCCCCATC 

ATTCCATGAGTCTTTGGAACAAGACCTCAGAACTGTTGACAACAATCTGCACCATTATCTAGTTACATGTGACTCATGCCCAGAAAGCCCAGGA 

GAAGCAAGTGCTGGCCTGTCCCTTCCAAGGTAGCAAAGCCAGTGGTCAACTCAGGGGCAAGCTTATTGGCCATTTACACCTGTGGCTCCCCCGG 

GGCTGGATTCAGCCAGTGCCAAGTCTGCGTGTCAGACTGAGACTGTGAGAAAGCAGTTTCTGCAAACACCGATGTGGAGACGAGGTTCTCCTTA 

GGCGCTGCCTAGCCATGGTTGCCCCCACCTCAGCCCCTCAGTTCATGTGTCTTCCACCCAGGCCACCGTGCTAGATTACATCTCTCGAAATCAG 

AGCAGCCTCTAGAAGTCACATGCTCTGCTTCCATGTTGAAGTTGGCTGAACTACCCTATTGGTGTGACGTTCCCTGGGTCAGTCTTCCCTTGTC 

ATTTTAGTTTCCCTTGACTGTGGGAGCTGAACCATTCTTTTACGGGAACTTCTTATGCACTTAACAGCTACCAGACAGCACCCCTGGTCTCTAC 

CCACTCAATGTCTCTGGCTCTCCCGACTCTAATCAAGAGTAGTCCTGTTTCCTGACATTACTAAAAGTCCTCTAGAAGAGAGTTCCCTACTGGT 

TTAGACCAGCCTGGGAAAGGCAGAAGTGTTTAGTCCATGCGTATAAGATGTCAATGTGCAAAACTGAGTTGATTGGGTGTCTGTCTGCAGATCA 

CTTCGGCCTCTGGGTCTCTGGCACCTCCTTCCTCCACTGGCCAGTCCCACTCACTGTGTGATCAAATGTGTCGGTATGTCCCACAATCTCAACC 

TGTACATAGCTTTTTTTCTTCCATCTGCGTCCAAGTCACTGAAAACCTATCGCTTCTGTATGAAAGGCTGCCTTGACCTTGTAAATCAAAGGCG 

TTCTCTGGAGGGAGCTCTCCCACTGCTGGGCTCCGTTCGGTATCATCTTTCTCAGGGTGACCTCATCTATTCAAGTGTGAAGGTTGTATTTGAA 
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ATGTCATTTACTTTCCCTAGTC2^TAAATGAAGCCATGGATCTTTAGATCATCAGAGGCCTGCTTATTACCGAGAGTCTCTACGOTGTATGGGT 
ATGTGTCTTTTGAGATCTGTGTTAGAGTTTAAAAGAATTCTGTCAGACTTCCGTTTGCCTCTCTGAATCAGAGCACGGGGTGGAATTCCTCTGT 
G AGTGGAGGGTGCCC CC AAATGAGTCTGCCTTTATTAGTTTGTGTC CTTTGTTCAG AGCACC AGGGATTACTTTATGAAAGCACG CGTG ACTCT 
TATCTTCAAAGGTCTCCCCTGCATGGCAGACTCTACCTCACCAACCTGTGTTACTAATCCATTGCCATCCCAATTAGTTCAGATCAAGGTCAGT 
TACTTGGGGTGTGC^AAGGGGCCGCAAATGTAAGTGAGTGAGTCCCCCTCCTGTGGTTCTCCCACGAAAATGAGAGATTACAGGCGGGGAAACA 
TAGAAGCGAGAACTGTCTGGTGCCTCAGTGTTTGAGAGTGAAGTGAAGACCTCAGGGAACCCTAAACAAGCCAATGCTTGAGTAGAAATACACG 
ACCCCTGCTGCGGGGAAGTTTCTTGGCCCCGTCTCCCCACCCTATTGCTGATGGCAAGCATCTGAGAAATTTAGGAGCCTCGGACACAGAGTTG 
GGTCTG AGAAC ATTTGCTGGGTCC ACGTGG AGGAGGAACCTTGTGTTTATGGCGCGTG ATAAGC ACCG AG C CT C CAAAAGGCACATCTATGG AA 
AAG AGGCTGG AGTTTGGTAGGTCCATAGGATGG CTC ATGATAATTCCTAGCCACCC ATCCCACTGTCATCTTGAGGT CATC AGC AGAGGGATG G 
TAAGGTATGTGAGGGTTACATCTTTCTAGGTGGACAACAAGACCTATGAGAATACACTTCTCTGATCTACCATTGTTTCTAGTACTGTGGGGAG 
G C CATGG AAGATCAAATGGAAGTG C AGTGATTAATGTC C ATTG CATGG ACAGTC AGAC AGGACAGTTCTTGTG AAAG ATGTGTT AG AAC AACCC 
AGATAGGAACAGCCAGGAATCATGAAAGGCTGACCACCCCCCACCCCCAAGCAGGAAAACCCTAGACTTATTTATTAGATTCTTCTGATGCAGA 
GAGAGACCTGTGCATAGCCTGGCTAGAGGATGGGAGAGGGAGTTCCCCGCCCCCACCCCACAGCTCTCTGAGGTGCTTCTCTTGGGCTTTGCTT 
TGGGGAATTGATTCTAAGAGGACAAGTCTGGTGTGTAGGAAAGGAAAACACAGCAGTGTCCCAGGTTCAGGCCAGAGAGAACAGACATTTAAGA 
CCAGACCAGAACTCTGAACCTACCCCTCCACACACACACACACACACACACACACACACACACAACGCACGAGGAGAAGAACATGGGGGCAGAC 
ACTGACTGGATCTCTCTTGCAAACATTTACCAAAGGGGGCTAGGCATTTCACCTCTGCGGAATTTTTCTATTTCCCCTGTGTCAGAATGTTCTT 
CTGTGAGTTGAGAGTGTGGAATGAAGGCTCTTAAAGAAAGAACAACCCTTTGACATGACTCACACCTCAGAAGACAAAGAACAATGAATCCCTG 
GCTTGCAATTCAGCTTTCAGACCCTGTGTCCTGGCAGGCACAGCGCCACCCTGCCATGAACCTGCGTTCTGCAGAGCGGGTACGGACTCCCTCT 
GGAGCTGTGGTGTTCAGGGAAGAGACGCTCCCTCATGCTGCGTCTCCGCGCTGGCACTTAGCCACCGGAACCACACACGCATGGTTGTGGGAAC 
CACGGTTTGCACCCTGGAACTCTGGCTGGCTGGGACAAGTCCTATTCCTGGTAGCCTTGCGGTGTCTCTGCTATGTGGAGCACCGGCAGTGAGG 
ATAAAGAGTCTGTGCTGGACAAGCCCAAGCAGTCCTCACTCTGGACATCACTACCATTCCCTGAAAGGGTAGCAAGGGGAGACTCTCTTGCCTT 
TTCATACTACAACTGAACTGCTAATGGTCAGGCCAAGATACTATCTCACCCTAACAGTACCTCACAGGCTGATGCAATGACCCCTCCTCACAGG 
AGGGGAGTATGCCCACTTGCCTCAACAGTAAGAGGCAAACTGGTGTCTCCTTTGCAACCTCTCAGACTGGAGAGTCATGCCCTTGCTCTCTTGT 
TGCCTGAGCACTGTTGGTCCGGGAATAGGGAACAGTGGAGCGGTACCCAGATACTAGAGATGCCTGGAGCCAGTACAAGCCACAGCACAACCGG 
CATCATCTGTTCTGTTTTGGGGAATATTCTAGAGGATATTGCATTGGATCTTCTTTTCTGTCCCCATGAATATGAATTTCTCTTAATACTCTGC 
GGAAGAATGAACGCTGTGATCTCTGCTTAATACCCTGGTCAGAGGAACACAGGGGACAGGGCCTGAGTTCTGTCCATTAAGCCACCTTAGAAAT 
TCCCAAGAAGTTCTAACATTTAACAAAGTGAGTAGTACAATGCTAGACTACAAGGTTGAGCACGCACAGGCCATGGGGCTGGGGTAGAGGTGAC 
CTCTGCTCTCCCACCAGGGTCCCGAGTGTAGGCTCAGTGACAGCCCTTGGCACAGAGATCTGGGAGCTGCACAGGTAGCGGTGACCCCCAAAGG 
AAACAAAGCCACCTAGTGGCTTGATAGAGCCTGGATTAGGTCGGACTTCAATCTAGGCTGGGCCCTGATTGACATTGTACAGGTAATAATAGAT 

GTCTCAGCTGTTCACTTAATGTGACCGCCCAAGGGCCAGCTCTTACTGCATCCAGTTTTCAAAAGACAGTTGGTGCTCCCCTGAAGACCCAGCA 
GCAGCCCAGAGCAAGCTGGACAGAACAAGCCACCTTCTGCAGGCAGCCCGGACCAACATCTCCAACATCCCCTGACCTGAGCCACACGAATAGA 
GCCTGCAGTGTGTGCTACTGTCAGTACATTCCACTCTGTAAGACACCCAGAGGCATGAGGTCCTCCCGCTCGCTCGCAGCTTCCCACAGGAGGT 
GTCAACAGCTTCTGTATGAGTGACGGTCTTGTCCCTCCATACAAAGGGCTGAGCCCAAGCTCCCAAACTAAACTACCTGGGGCCTCGGACCCCT 
GACACTGAATTTCTCCTCACCTTATTCAAGGGAGGAGTAAGGACGAATATGAGGCTGGAGAAGAACCACTGGGGGCTGGGGACAGGAAGTCATC 
TTTACCCTCAGCCTTTCGAGACTCTATAGAGGAGAAAGCAATGGAGGAGAGGATGATTCAGCAGGCGCTCCTAGGATGGCACCTGCCACATGGT 
GGCTGAGCCTGACTACAGGCCTAGAAAACATAAGTGGACGTCAGAGGTGCAGGCAGCTCGTGCAATGCGGTGAGGAGTCGGGGTGGGGCTTCTT 
TAACAAAGTTCGGCGAAATAAGTTATCTGCAGGAAAGGACACTGCAGAGACCAGACGGGGCCTTTGGTGCCCTCAGAAGCACAGTTCTGTCTGG 
ACG CC AAAGGCC ACT CTGTCTGG AGG AG AGACGGTGCC AACAGAG AATG AG AGGTGTTATGAAAACAG CGTGTTTTCTAG AAGCGGGTGACTTA 
TCCCTGAACCCTTGCACAGGGAGGACTCTGCCTAAATACAGTGCCCTTTCCAGACCTGTCTCAGACTGATCTGGCTGAGAGGAGCGGCCTCCCT 
CGTGGCGAGGGCTGAG CTATTTCCCCTGGGAACTGTCTGGC AGCTCT AATGAGG AAT AGC ACTTTG CATTTATAGAG AG CCTTT C ATCTGTGGA 
TCTCAAAGCTGTACCACAAACATTAATTAACTCTCACACCTGGGAGGCAGGTGAGTCTGGTTACCCCCCAACCCCATTTTTAAAAAATGAGGAA 
ACAGAGATTTGGGAGGAAAAGGATTCTGGGGCGAGCCACCGGGGTTAGGAGTGTCCCTGATGTTGGGAATAAGCGTTTCAGATTTGTAGCATCC 
TGACCACAAAGTCAGGAGGCCTCCCCGGGATGAGTGAGGAATTTGGGTACCGGAACAGGAGATGAAGCCACACAATTCCTTCTTCCCTTTCTCA 
GGTGGCCTGTCACCTCCTGGGTCTATAGATGTCATTTAGAATGGGTCCCTCAGACCCCGAAGGCCTTTGAAACAGCCTTACCAGGCAGGTCTCC 
ATCCTGGCTCACTCTGGATGCCTCCCTTCAAAGTAACCGTTGGAACAGTGACCGCAGCCGAGACGCACATGACTAACCAAAATGTCTGCAGCCA 
GTGGGAGACAAATGCTTGGCAAATCCCAGGGCTCTTTCACAACCCTCTTTTCTTCCAGGATCCAGAACTGGTGGGAACTGACTCCTGTTATCAC 
TGGTTCTCACTGGTGTGCTTAGGCGATGCTAATCCAGTGCTGGCTACCTGGGGAGTGGGGGTTGGGGGAAGGAGCTCTGGGGTGACTCCCGTCT 
GTTCTGACTTCTGGAGCTGTTGTGGGTTTACTGCCCACCGCAGAAGCCAAAGGAAACACTGCTCAAAACCACCAGAGGCAAGCAGCCTTTCAGT 
TGGGTCACCTGCCCAACACCAGGGCTGTGAAAGCTGACATTGCAGAGTGGGGGGTGGGGGTG 

CATCCTGTTGTGTTCTCTGAGGCATCCGAGAGGGCATTACACCAGCTACCCATGACTGAGCTGCACTGGGAGGGCGCCCTGAGGATGACTCTGC 
CTTCTGCCTTGCAGAAAGAGGGGGAGTCTTCTAAGGAAAAACCCAGAACAGGCCCCTTGGGTTTATCCATTCTCAGAGCAGATTTTGCGCGTTA 
AGAAGCAAGTGGCCCTGCATTGCATGGCCCACTGTTTATTTTCAATGGATCGAGGGTGAACGGCTTGTTGTTTTAGAGATGCCCGCCAAATACT 
CAAGGAACAGAGCCCCGACTACAGCAGAGCCCCAACGTCCTGACCCAGAAAACCCAGGCTGTGAGGTCAGGTGCCAGGGCCACCAAAGGCTCAA 
GTGAACTAGGCTGATGTCCCCGCGTGTCCTTTCCTTGGACAGGGAGGGAGGGCACAAGGCTGAATCGGGATGCTTTGAGTTTTCGAAACAGGAA 
CATTTATTTACTCTTCTGATTGGAGTCAGCTTCATCGACCACTTTAGATACGGCTACTTCTCTTTGCCTCGGGTGTGGGGCATTCTTTCCCCCT 
CCTCATCCCATACGCAGTAGTTACTGGCGTTCTGGCTTTCCTTTCAAATATGTTTTCCGAACCAGAAATTTCCCTTCCAAAGCTGCCTCTTCTC 
CAGGCCCTAAATGTTGGTGTTTTCATTTTCATTAAGTGACTGGCAGTCGACATATCTTTTCAGATCTCTTATTTGGTGGCTATGGCATCTCCAG 
ATAATCTCCAATTTTTGAAGATTTCTAAGTAATAGTTCTGTTACCGGTTTTTGTTGTTGTTGTTTTGTTTTGTTTTTCGGGGGGAGGGGAGAGT 
GTTGTTTGGTTTTAGTTTAAGTCCTTGTGGCCTAAGGAAATACTTTGTATGATTATGCCTTCAAACCCAAGCAGTCTTCTGTGGCCTCAAGTGT 
AGTCTGCCTTAGCGAGTGATCTGTGTGCCTCAGAAGAAAGGAGCGGCCTACCGGTGTTCTGTAGGCCAAACTGATACTGTCCAGGTCAGCCGAG 
TCTGAATTTCTGCTTGCATGGTCTATCGGTGACTGGAAGAGGGTGCTAAAGTCTCCTGCCGTAAGGATGGGTTTGTCTGCTTTTCCTTGTATTG 
CAGTTAGTGAGACCCTTTGTTCACGGGACACCTGTGAAGGAAAATGTATATTTGGTTTTCCGTACTATCATAACGTAACTTATCTCTTATCCCT 
GAAAAGCTCCATCTTCAATCGGCTTTGTAGAAAACTTGATACAGCAACTCAGGCTTTCCTTGGATTGGTGTTAGCACAGCTTCTCCACCCTTTT 
ATGCTTGCCCTATCTGAATCTACATTTAAATGAGCCATTTGTATGCGTCAGGTAGTTAAGTTTTATTTGTAGCTTGTTCTGACAACCTCTGTGG 
TAGATTTAGACAATTCACCTTTATAGATACAGTTGGATTATGATCTGCCATGGTCTAACTTTTATGCCTGTTGCACCTGGTTCTTAGTCCCACC 
CCCGGCTTTCCTGCCTCCTCTGAATGGAATGAAACATTTTATGTGACTTCATTTTAGCTTGTTTATTGCCTATCGGGTAGGAAAATGATTTTTT 
TTTTTAAATAGTTTTGTGGGAGCTAGAGAGCTGGGTCAGACATTAAAGCACTGAATGCTCATCCAGTGGACCTGGGTTTGATTCCTAGTAACCA 
CTAGTGGCTAAAGGCGGTCTGTTAACTCCAATCCCAGGGAAATCCAACACACGATTAAGGTCTCCCTAGGCACTACAAGCATGAGGTACACAGA 
TATGATGCAAGTAATACAACACT(^TATGCATTAAACAATAAATAAATAAATAAATAAATAAATAAATATTTTAAAATTG 

GTAGAGTTTAAAAACTAAGCCCACAATCAAATAATGTTATTCCTTAATTGTTATATGTTACTTATATTTAAACTTTTGTTTACATTTTTAAATT 
TAGTGTCTCTCTCTGTGTATATGTGTGTGCCTCTCCCTCTCCTCTTCCTCCTCCCTCCCTCCCTCCCTCCCCTCCCCTTCTCTCTGTGTGTGTG 
TATGTGTGTTTGTGCGTGTATGTGTCTGTTTCTCTCTCTTTGTGTGTGTGTATGTGTGCATGTGTGTATATGGTGTGTATATGTGTCTGTCTCT 
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CTGTGTGTACATGTCTGTCTGTCTGTCTCTCTTTTATGTATGTGTCTGCTGTCTCTCTTTGTGTATATATGTATATGATTCTGTCTCTCTCTAT 

GTATATGTCTGTTTGTCTCTATGTCTGTGTATGTATGTATGTATGTATGTATGTATGTATGTATGTATGTGTATGTGCCTGTCTCTGTGTGTGT 

GCTGTCTGTCTGTCTATCTCTCTCTCTCTGTCTCTGTGTGTGTACATGTGTATGTGCCTGTCTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTG 

TGTGCTGTGCTGTACATATGGAGGTCAAAGGACAACTCACAAGAATTAGTGGTTTCCTTCCACTATGTGGGTCCTGAGGATCAAGCTCGTGTAT 

TGGACAAGCGCCACTCTGCTGAGATGTATCACTTCTTTCTTATCTGTCATTATTGCCAATTATTTTCTTGATCTTTATGCTGTAACTGTCCAAC 

AAATTGTGGCTGTTATCACTTCTAACAGTTAACTTTCAGATCCGTTATGAATAGAAAATGGGTTTTATTTTATTTGATTCACTTCTTCTGGGAT 

GACCTCCTTTTCACCCAAGATCTAAGTTTCTGGTCCATTTCATTTTCTTTCTGTCTGAGGCCCTTTAAACATGTCTGTTGGTGATCATTGATTT 

CCATTTCATCAGAAGATGTACTGCTTTTCCCTTTGCATTGGAAGAATAGTTTTGCTGGGTATAAAACTCTGGGTTGGTTTCACTTTGTTCCCTT 

CAGACCTTTGGTGTGAGTTTTCTGTGATCGTCCAGTTGGGTTCAATGATTACAAAGCTATAGTTGACAAAGGCATGTAGTTCCCCCAGTGTCTT 

TGTTACTTCCTCCCTTGTTGTCTTTGAGTTTCCCATGAACTCTGCTTTAGTCTATGCTTAAAGCTCTTTGGTTGGCAGTCTACCATAAGATGGG 

AAACCATGAGAACTCAGTTGAGTTCCTGGGCCACAAACATGTTTCTCCTGGACAGTACTATAGCTCTCCAGACTTGTATTCTCATTATCAGTCT 

ATATTCAGCCTCCAGCAACTTGTGACATCTCCATGTTGTACTTCCATGAGCTTCTGTTTCTAATCAACAGACCTTGGGTTGGTTTTACATGCTT 

GCCTGCCTCCCAGGACTTGGGTGGTGCCCTGCTTTCCTGCTAGAATTCTGTGGGAGATACAGGAAAGTCACAGATTTTCTGTTCTACTTTTTTC 

CTTGTTCTTAGGACAAGAATGGTAACTCCAAAACTCTTTACATTTTAGTGCTAAAAAAGGAAGAAGCAGGCCACTCTGGTATGAATTATTTGGC 

AGCGTCATGGTGGACTCTAAAGATGTTTTGATGTTGGTAGCTTTAAGACATTCTTTTCCTGAGTGAAATATGTCATGGTGCTTTGTACTGTCTC 

GCTACCTTTCCCCTTATCTTTGACCTCCATTTCAAATGGAAGGGAATGGGGTTCAGGGATGTAAAAGGAGCCCCTCTTATCTATTATTTGTAAT 

GGCCTGGTCATGTAATCTCATCAAAACCATTTGTCCTGAAAACAAAAACAACCAGCATACAGAAGGCTCAACTTTTCTGGTGCTTTTAAAAACA 

GAAGCATGGATTGATTAAAACACCGAATTCCTGCTTTCTCTGTGTCACGAAATTCCAGAGTCCTTACTCATTCAGCATCTAATCCCCAGAGCCT 

ACCTCTTCTCAAGATACTCAGCTCCAAGCACTCCAGTAGTACCTGAGTCCCACCCCAGTTCAAGTGTGTGTTGCCTTACCAGATAAGTCTCTTG 

GCAGGACTGAATTTCCTTTAGCAATGCAATCATGGAAATCACTCAGATTAATTAACCATTTTTGATGGCCACATATTGTGACAGGTCTTTTTCC 

TGTTGCTTGCTTGTTTCTTGATGTTACTCTTGCTAGTCAGAAGAATGTAAGTCTTGCCTGAAGCTAATTTATGGTGGAGGCAAGAGTCAACCCC 

AAATCTGGTTGACTTACATCCTAATGCTTTCCTGCCCTGCTCCTCCCCTCTGCAGAACATAAGCATGTCACAAAAGTCACTGCTGCCCTTGCCT 

CTACCTTGGAAGCAGACATTTGCAAGTCCAAATTAGTCATGTGATTTAGCAGGCAGCCTCCATTCAACCTTTACATCATCCCGTGTCTGTAAGT 

CTTACAAAGTAAAGACCATAAAACCATTTGCTAGTGAATCCCTACCACTAGGGCCTGGGTGAAGCAAAACTATTTGTGGGAACATGAATGAGGG 

AACAAGTAAATAATTTCCCCAGCCTATGAATATACAAGTGTTTGAATGAGTGAATGGGTGAATGAATGCATGCATGAATGAATGCATGAATGAA 

TGAATGAATGAATGAATGAAGCAACTCTTAGTGTGCTGACATGTGCATGAGGAAGGAACCTTTCCAAGCATCACAAAGTTAGAAGCCTTTCCCT 

GATGAGCCAAGGCAGGGGCCATGTGGCTCCTAGTCACCACTATCACTGGCCACATTTCCTGTGCCTGGCACACGGTATATGTTTAACCAACTCT 

TGTTCACTTGGATGAATTGGCTTACCAGAGGCAACTCCTTCAAGACTAGTACACCTGCACTTTGCCGAATGCCTAACGGTGACTCTCTCAGCCT 

GTGGCCTGTTCTGGATAGCTCCCAGTTTAATCCCTCCTTGTGGCATTTCCGAGAAGGCACACAGTTACGATTTTAAGTACCTACACCTCGCCTC 

CCATCCCCTACACGACTCTTCCCTGACTCTAGCAACATATAGCAAAGATGAGTTGGACTAATTTGAACGGGGAGCCTCCCCTGTTGCCACTGGA 

TGGCTTTAGAGATCATCTCTCTGCCGAGAGAGAAGTATGGAGGTTTGGTCTAGGGCAACTGGCCCTCTCAGCAAACCGATGGGCCTAGAGCTCC 

TTTTTGTGATAGGCAATCAACAATATGGTTGTTATGATTCTAACTTTCCTGTGTTCCTAGCCCCACCTCCCCTCCCATCCTAACAACGATAGAA 

CCTCTCCCACAAACGCAGAATGCACTGTATTTCCCTGCCTCTTGTGGTTTGTTTTTGTTTTTAATAGAGCATTAAAAAGCTGAAAACAACCCAA 

ATTACAAGAAGAGGCTCACCACCACCACCTACTGGCCCACCCCTGGCAAAGGACCCAAGTAGGTTCCTGGTGCTGGCGGAAATGATGGTTGATG 

GGCCGTGGCGTCAGTGACCCACTCAATACTGTGGTGGGAAGTAAGATGATGCCAAATCTATAACCTGTGTTTAAAAAAAAAAAAAAGAAGAAGG 

CGCAGATTCTGAGCCTGAATCATAAAGGCCGTTCCACCGAAGCGAGGCTGTGAAATATTACGCAACGTTCGCACGGTTTAATTACGAGTTTAGA 

AAGGCCTAGCCTGAGTTTTTCACTACAGTAAAACATGACAGAGCATGAACCCTGGCACCACACTTTATGCTTAGTGTGGTTTTAGACACAGGGC 

TGGGGTGCTAGGCTGTCTACACAACAAGGCATGGATTACAATACCGCAATTCACACCCCGGGGGCCTTCATGACAATTACAGAACCTCCTTTGT 

TTG CTTTTT AAGTGATTAAAATATTTGAATAGTATATGT CCATTTG CTAAGTGTGTATATTGAAAGCACTGG CATGTCTTGTGG AAAACATCTG 

AGAGTGTGAGCTTTGGGCTCCCCGCACACACACAATGGAGCAAGATCCTTACAGTGATGTGGGATGCAGGACGGTGTTGTTTCTACACACCTCC 

GGGCCTCAGGAACAGTCGGCTGTAAAACCGCACAAGGCTCCACCTGCATCGCAGCACTTGTCTGATGAGTTTAGTGTGTGCCAGCTGCCTTGTC 

TGTGCCGTCCCTTCAGACAAACTCTCCACCATTGGGAGGATGTCAGGAGATCTCTTCACCGGGAGATTCTAAGTTAAAATGTTGGCCCAGGAAC 

AAGCAGGTCTGTGGTCCTTACATTGTCGGGTTTGTGGTTATCGTTGTGTTCTATTTTCCCGGACATTAAAACCAAACTGAGTGAGAGAAAGGAA 

CAAGGCTTATTGAGCCCCGAAGTCAAGTGCACAAGAGACATTTGCTTCAACTCCCGGCTCTGTCCCTGCTCTTTCTTGGTGACAATCTATAAAA 

TACATTCTCAAAGTTTTGCCCTTCAAAAACACCACTGGCCCCAAGAGTCCATGCTACCTGGTTTGGTCTGTTGTGAAGCAGCCTCATTAGTGTG 

CCTGTGTTTTGGTCGTTCACCATGTTTGCACTGTCTGTCTGTCTGTATCTCTCTCTCTCTCTCTAGTCTCTCTCTCTCTAGTCTCTCTCTCTCT 

AGTCTCTCTCTCTCCCTCTCTCTCTCTCTCTCTCTCTGTGTACGGGGGAGAGTTATCTTTTTACTATCGCTCTCGCTATTGTTTCTATGGCATT 

TGAGGAATGGCATTTGCTGAAGTAGAAAACATACACATGCCCGTGGACATTTGCTCAGGGTCCCCCACGCTCCAGACCCCCTTACATCCTTTGT 

GCTTCCTGAACAAGGTGGCCATCTGAGCCGATACAATGTTTCTGGTGATGATAACTGTAATTGCTGGCGAGGATGAATGTGTTATCCTGAATGT 

GTCACTTAGAGTGATCGAGTACTACCAGAGTCCATTCCCAACAGTATTAGTGTGAAAAAAAAAATGTATATATATGCTATATATATTATAGATA 

GGTAGATAGATAGATAGATAGATAGATAGATAGATAGATAGATAGATGGAAGGAAGAGTTAGCAAATAAAACTCCCCCTAAATCCATGAACTGT 

ACTTCAGTATCTTTAATGGGCCTTCATACAACAGAGTCATCAAATACTTGGGCTCTAGTGGTCTCATTAGACACAAGTGAACAAGCTGTGTAAA 

CACATGTATAATCATTTAAATAATGGTTAATAGCTATCATGATGAGAACTTTTCGTCTTAAAACCCCTGCCCCACCCCATCCATGACCAACATC 

CTTGTCTCCCTGCAGATGCCAGGCAGATGCAGCCATCCCCACCGTGGTCCTATGACCAGTCCTACCAGTACCTGGGATCCATCACCTCTTCCTC 

TGTCCACCCAGCGACACCCATTTCACCCGGCCGTGCCAGCGGCATGACCAGCCTCTCTGCAGAACTTTCCAGTCGACTCTCAAGTAAGCCCTGT 

GAAAACACACCTGCAGCGGGGCTGGAGGGGAGGATTCGGAGGACCGCGGGAGACTCGGGGAGACACAGAAAGACACAGGAAAGGCGGGACATGG 

CTAATGGACCAGAAAAGGGTTCAAAGACCAAATTTCCTGCCTCTGTGCGTGTCCAGTGCCTGAGCACTGATCTTTCTTAACATGCTAAGAGATG 

CCAGATGAGGAGGCAGCAATGCCTTAGTGCATCCCTTTGGGATTTGGGGTTTGGTGATATCTGGTGAGAAACGTTGGTGGCCAATGGTTACTAT 

TCTGATAAGTGGAAGTGGCCTAAAGATTTTTGTACCTTTGGCCAAGAAATTAACATCCCAACTGAATTCTAGACCGAGGCTATTCTTTCCAGAA 

GTGGCCAGTTTTTATGGCTCCTGCATAGAGCACAGTGGGGTACATACTGGAATAGGACACAAATACGCCCCAAGATAAACATTCCCAGCTAAGA 

GCTGTTCAGACTGAGGCTAGGAACCAGGTAGAAAGCTCAGGTGTCATGGTTAGCATAATTGTTGTTAATACGAGCTCATTACATATTAGTCATT 

TAACCTATGAGCCCTTTGGGCTTGGCACACTCACCTTCGCTCCTGGGCAGGGAAATCAGAGGTACTGGGGGAAAAAAATTCCTTTGTTGAAGGC 

AAAAGAAGAAACTTACTGTTTGGGGCTTTGAAATTGGAGCCGAAGCAAACTGTGAAATACTTCAGAGAGCTTCGTCCTTTAGAGGCCCGTGAAT 

GCACTCCCATGTGTGCCGGGGGAGGGGCAGGCTTTGCTTTCGGACTCTTGAAGGCAGATTAGAATAGATGAGGGGGCAGGGAGAGGAGTTGGGG 

CTGCTGCTTTAAATGTTGTGAAAGACTACATTTCCAGACAGCCACGATTGCTTAAGACTCCTCCAGCGGGTCAGCTGCTCCCTCAGAATCACCC 

TCAATTCACCCCGCCTTTCCCCAGCAACCATACTGACATTTGGGCTGTATCATGTTTTGTTGTGGGAACAGGGGACTGGCCTATGTGCCAAACA 

ATAGATAGATGACCCTTGACCTCCAGATGTCAGTAGTAAATGGCCCTGTCTGTCCATCAGAAATATCTCCAAGGCTGGGGACCAGCTCAGTGGG 

CAAAGCCCTTATCTTGCAAACATGAGGACCAGGTATTAAGGCAAAGTGCAGTGGCACAGGCTGCTAGTACCATCACTAGGACATGGAGACATGT 

GAGTATCGAGACTAGTTGAATTAGAAAGCTTCAGGCTTGGGAGAGAGCCTGCCTCAAAAAGCCAAGTTAGATGGCTGCTGAGGAACACACACAC 

GCACACGCATGAGTCTGCACTCGAGGGTACTCATCAATGAACACTCAGAATGCTCCCACTCACCCCTTACAAACACAAACCCACAGAAAATGTT 

GCTGGACATTGTCACTTGTCTCAGCTGGGGGCATTGAGAACTTACTAGCTTCAACTAGGCTTGGTGCTGGACTGAAATGCCAAAGCCAGNNNWW 
NNNNNNNNNNNNN^ 

AGAGAATGACAAACAACTGGCATAGAGTGAGCCTCAACTTGGCAAAACTCCCTCTAGAAACCAAGCCCCGAGCACAGGCCTCAAAAGCCTGTAA 
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TGTGTTCTCATAAACCTGGGCCAGAGAGGGTAGGTAGGGTCCCTGAAAGGAAGAGGCTGTCAGGCCCACAGCTTGTCAGCCGAACTTGACCCCT 
CTGTGGCTGATGTGCCTTCTAATCCCACCAGTGACAGCTTCAAGTTCTGGGCTTTCAGCCTCCCCCAGCCCGACCTGCCTAGCTGCTCAGCACA 
CACACATGCGTTCTCAGCAGACGGGCCCTGTCTGTCTCTGTCCCTTGCAGACAGACAGACTCCACACCTTGTCTGAAAGGAGCTGCCACGTGAA 

GACAGCGCATACTAATCTGAGTCACGCAGGAGAGCCTTTTAAGGCGGTCATTATCTGCTCAGGTTGTTTAATCCTTTGGGGGCAGTGGGAGGGG 
CCTGGGGTGGGACCTCTTTCATCCACATCAAGCTTTAGAGCCAAGACTCTGCGCTCTGTCAAGGTAGAGACTTAGCACCATAGAGGGAGAGACA 
CTGCCAGTGAAAGTGGCTGAACCTTCTAATCCTCACACTTCCTACTTTTAAAGTCTCCCCATGAATGGGAGAGGGGGCAGTTGTCACCTGAATT 
GAGTGGGTGGGGGCGGCGTGCACCGGACTAGCCAAAAGAATAGAGGAGCCGTAGTTGGGTGATGTATAAATTCTGTGTGACTGCTGATGTGTAA 
GGAAAGAGGTTAGACAGGATTTAAAAATGAAAACACGGGGAGCTGGTGAGGTAGCTCAGTGGTTAGGAACCTTTGTTGCTCTTCCCAGGCCCCC 
CACATTAGCCCGCTCACAGCTGCCCATAACTCCAACTCGAGGGCATCTCTCTCCTTCCTCCAGTGTCTGCAAGCACACACACACACACACACAC 
ACACACACACACACACACACACACACATGCGCGCGAGCACCTAACTAAAAATAAAATAGCTGTAAATGAGAACACGTATTCGAATAGAGCACTT 
GAATTTGAACATATCTAAAAGGCCCATGTCTTTTTTATTACAGAGCGTATACAAAGCGAGACAGGGAGGGATGGAAGGAGAAGGGGAGGAGGGA 
GAGAGAACCTGACCTGTCGTAGAAAGACGCCACACTATCTCAGATCTTCCACATACTCTGCCCCCAGCAGCTGAGACTGTAACATTACTCCTGC 
GCTTATGCCCATGACAAATCACGGACTCACTCGGGATTCCGGTAACGTGGTAGCATTACCACATTACCATGTAAGAACTGGGACAGACTGGCAG 




TCGGCTTCTCCCTAGACTGTATAAATCTAACTGGAAAAAAAAAATGGAGTAGAGCTTCCTGTTAACTCTCAAGCATGTCATGGCTCTCTGTAAG 
CAAAACAAGTGACACAGAGTTTGCTCATAGAGGTCCCCGGTGAGGGCGCAGAGATGAAC 



MOUSE SEQUENCE - mRNA 

CTCATTCATAGAGCCAGCGGGCGCGGGCAGGACGGGCGCCCCGCGGCCGGACCCAGCCAGGGCACCACGCTGCCCGGCCCCGCGGCTGGCACTT 
CCATCCTGAGCTCCCCGAGACGCAAGAAAGTCACCCTTTGCGGCTCTTTCTAGATCTGCGTTGGACCTTCTTGTTTTCCTTTCCTTTCCTTTTT 
TTTTTTTTTTAATTTTTATTTTTATTTTCCCTTTCTTACTTTTGAATGAACCGGCTTCTAGGCTTTGGATGTTTCAACTTCTAGGCTGTGAACT 
TTTCTCCGATTGTTTCTTTTGACAACTGCGGGAGAAAGTGTTCCGGAGTTCCAGGCGAGCGGTGAAGTTGCGTGTGCGTGGCAGGGTGCGTGGG 
AGTGAGCGTGTGTAACTCGAGCCTACTGGTCTACGGTGCCTCCTCCCAGGCCCGCTCCACCTGCTGCGGTTACACGGTGCTCGCTCGTGGGTAT 
TTGTGCGCCCCAGCAGAAAACCAGCCACCGCCGGGCGACGTTGGAGGAAGATCATCTTGCCAGACTCTGGGCTGACTCACTCAACCAATGTAGA 
CAGTGGCTGACTTCCGAAGAGTGCGAGTCTGCCTGTGTGTGTGACCCAACTGCGGCTCAACTCCCACCAAACCACAGGATCAGCCACAAACTTA 
ACCAGCGTTCCCAAACCAGAGTCCTCAGCTGTGGGAAGCTCTACCCTGAGTGTCATCGAGTTTGACTTTTTTTTTTTTAAGATTAGCTACAGAT 
CTTTGTAAAGCACTGACCATTTATTTGGCCAGAATTTATTGAGTAATGACAAGTGATCCTATCCAGCCTTCCAACTACTGAAGCTGATTTTCAA 
GGCTACTTAAAAAAAAAAAAACTGCAGCAAACATTAATGGATTTCTGTTGTGTTTAAATTCTCTACAGATTGTATTGTAAATATTTTATGAAGT 
AGATCATATGTATATATTTATATATACGAGCACATACATTAGTAGCACAATCTTTTAAAGTTACGGCTCTTGCTTTTGAGAAACGAAGTGAGTT 
TTTCATGGTAAGAGGGGCGCTCTGTATGGAAGACACTCCTAAGTTTTGTATTTTGTTGAGACTCTAAACAAAACTGACCCGCAAGAAAGAAAAA 
CAAACTGACAGGC^AACTAACTGGTGGAACTTCCAAATCTAGTTTTTGCTGGTCATTTTTTGGTTGTTGTTGTTGTTCTGCGCATAAATATTTTA 
GGACGCGTATGGGAATTTTGCTCCGGGACCGTTTGTAATAGCCAAAGACTGAACTTCAACTCTCAAAGCGAGGCTCTGTTGGGCATTTGACTTT 
GAATTCTGGTTGCCCACTTTTTAACGCACTAAGCGGCCAGTTGCTAACCCTGCTTGGGTGTGAGGCCGATCCGTGTAACTAGATCTCAGTCCGG 
GACTGATGGTAATTTAGTCTCCTACCCCCACAACCCTCCGGTAGTAATAAAGGCTTCTGAACTTGTATGTTGGTCTCCCGGGAGCAGCTTGCAG 
AAGATCCGAGCCCCTGTCGCCGTCTAGTAGGAGCTGTTTTCAGGGTCCTTACTCAATCGGCTTGTTGTGATGCGTATCCCCGTAGATGCCAGCA 
CGAGCCGCCGCTTCACGCCGCCTTCCACCGCGCTGAGCCCCGGCAAGATGAGCGAGGCGCTGCCGCTGGGCGCCCCGGATGGCGGCCCGGCCCT 
GGCCAGCAAGCTGAGGAGCGGCGACCGCAGCATGGTGGAGGTACTAGCTGACCACCCTGGCGAGCTAGTGCGCACCGACAGCCCCAACTTCCTC 
TGCTCCGTGCTACCCACTCACTGGCGCTGCAACAAGACCCTGCCCATCGCTTTCAAGGTGGTGGCACTGGGGGACGTCCCGGATGGCACTCTGG 
TCACCGTCATGGCAGGCAACGATGAAAACTACTCGGCAGAACTGAGAAATGCTACCGCGGCCATGAAGAACCAGGTAGCGAGATTCAACGACCT 
CAGGTTTGTCGGGCGGAGCGGTAGAGGCAAGAGCTTCACTCTGACCATCACCGTCTTTACAAATCCGCCACAAGTTGCCACCTACCATAGAGCC 
ATCAAAATCACAGTGGACGGCCCCCGAGAACCCCGAAATGCCAGGCAGATCCAGCCATCCCCACCGTGGTCCTATGACCAGTCCTACCAGTACC 
TGGGATCCATCACCTCTTCCTCTGTCCACCCAGCGACACCCATTTCACCCGGCCGTGCCAGCGGCATGACCAGCCTCTCTGCAGAACTTTCCAG 
TCGACTCTCAACGGCTCCGGACCTGACCGCCTTCGGCGACCCACGCCAGTTCCCTACTCTGCCGTCCATCTCCGACCCGCGCATGCACTACCCA 
GGCGCCTTCACCTACTCGCCGCCCGTCACGTCGGGCATCGGCATCGGCATGTCAGCCATGAGCTCGGCCTCTCGCTACCACACCTACCTGCCGC 
CGCCCTACCCCGGCTCATCACAGGCGCAGGCCGGGCCCTTCCAGACCGGCTCGCCCTCCTACCATCTATACTACGGCGCCTCGGCCGGTTCCTA 
CCAGTTCTCCATGGTGGGCGGAGAGAGATCGCCCCCGCGCATCCTGCCGCCCTGCACCAACGCATCCACCGGCGCCGCGCTGCTCAACCCCAGC 
CTCCCCAGCCAGAGCGACGTGGTGGAGACCGAGGGCAGCCATAGCAACTCGCCCACCAACATGCCCCCCGCGCGCCTGGAGGAGGCCGTGTGGC 
GGCCCTACTGAGCTGAGCGQCATCGCCATCGAGGGACTGGGCCTGCCGTCCATGCACAGACCCCGCCAGGAGGGCCCTTGGAGGCCACCAGGAA 
GAATCCCGGAGGGAAACTGTGAATGCTTCTGATTTAGCAATGCTGTGAATAAAAGAAAGATTTTATACCCTTGACTTCACTTTTTAACCACGTT 
GTTTATTCCAAAGAGTGTGGAATGTTTTCGGTTCGGGGTGGGGAAGACGCAGCCCATCCTGTTTGGCATCTATTTCTTATTTCGGAGTTTTCTT 
TTCCGCACCTTATCGATTGCAAAAATGCCTGTTTGCATCTGGGTGGTCATTTATTTTTAAGTGTGTATAGATTTGAGCTTGCTTTTTTTTCTTC 
CTTTGACCAACTCAAAGAAATAAAATTCCCTTCTCTGTAAGGTTTATTTAACTTTTAGACTTTCATGTAGCTTTGGGGTTTTATTTGTGTTTGG 
TTTTTGTTTTTGTTTTTATTTTTAAAGAGACAGCTACAGCTTTGGGTCATTTTTTAACTACTGTATTTCCACAAAGAAATCCCTAGATATTTAT 
GTATCTTGATGTTTGAACATTTACATATGTGTTGATACTTTTTTAATTATTTAAATGTACTTATATTAAGAAAGATATCAAGTACTACATTTTT 
CTTT AT AATAGC CAAAGTTAAATATTATTGCGTTGAAGATGT CTGGAAAAAAAAGAG ATCG CTTGGTTAACTAG AAATATTGTTTACATTAAAC 
TC C CTTTATGTTATT C AAACAAGTTGGT AGGTAACGCAGCAATGTTTTT AATTGGATTGTAGAC ACTG AGGGTCACTCCAAGGTC AGAAGTACA 
AAATTTT CTGCTAGGCT C AAC AAATAGTCTC ATACCTGGCTC CTT CC CTT C AAAAAGAGAGGC AAACT CTGTCCTGAAAGGGTT CAG AGAGGTG 
CCAAGGATTTGCTCTGAAGAGGATTTCATTTTGGCCTGGAGATATACTTGCCCCAAGGCCTCCTCATTCTGGCATGCTTTATCACAGAGCTCAA 
C C AAGTAAG CTGTTG GTC AGGGGTTTACTT AC AT AGT ATTT AC ATAGACCC AAAC C ACTGAATGTG ATTTTTAAATTGC CTTC CATTAATAGTA 
CCCGTTCATTGATGAAAACCAAAACTTGAGGCTGTACCCCAAAGATCCAAATAGAAGAGTTAAGACCAGGTGTCTTTGAGGCCTAAAGGCTGAG 
TTTTAAGAGAGTGTACCCCAAAAGTCTGAAGGAGCCGGTTTCCTTCTCCCAGTCTTAGTGGAATCAGTCATGGGAGGCAGATGCCACGCCCACC 
TGTGCAGGATGCTCCTCAGAAGCTGCCCCTTCACCAGCATCTTCTCCCACCAGGCCGAGCCCCTGACCTTTGGGGTGCATCAGTGTGATAGATC 
CTGGTCTCTGCAGTCCGCCATGGCTACGGTTCAGATGTGCATCGTGTCACTGTAAATGTAATGGTACTGTTGTTACAGTGGAGGACTTGGTCAA 
AATCCAGTTGTTCTACAACGTATGAAGCCTAACCGCTGGTTCTGACATACATGTGCTCAAAATGA 

MOUSE " SEQUENCE - CODING 

ATGCGTATCCCCGTAGATGCCAGCACGAGCCGCCGCTTCACGCCGCCTTCCACCGCGCTGAGCCCCGGCAAGATGAGCGAGGCGCTGCCGCTGG 
GCGCCCCGGATGGCGGCCCGGCCCTGGCCAGCAAGCTGAGGAGCGGCGACCGCAGCATGGTGGAGGTACTAGCTGACCACCCTGGCGAGCTAGT 
GCGCACCG AC AGCCCCAACTTCCTCTGCTCCGTGCTACCCACTCACTGGCGCTGCAACAAGACCCTGCCC ATCG CTTTCAAGGTGGTGGC ACTG 
GGGGACGTCCCGGATGGCACTCTGGTCACCGTCATGGCAGGCAACGATGAAAACTACTCGGCAGAACTGAGAAATGCTACCGCGGCCATGAAGA 
ACCAGGTAGCGAGATTCAACGACCTCAGGTTTGTCGGGCGGAGCGGTAGAGGCAAGAGCTTCACTCTGACCATCACCGTCTTTACAAATCCGCC 
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AC AAGTTGC CAC CTACC ATAGAG C C ATCAAAATCACAGTGGACGGC CC CCGAGAACCCCGAAATGCC AGGCAGATCCAGCCATC CCCACCGTGG 
TCCTATGACCAGTCCTACCAGTACCTGGGATCCATCACCTCTTCCTCTGTCCACCCAGCGAC^CCCATTTCACCCGGCCGTGCCAGCGGCATGA 
CCAGCCTCTCTGCAGAACTTTCCAGTCGACTCTCAACGGCTCCGGACCTGACCGCCTTCGGCGACCCACGCCAGTTCCCTACTCTGCCGTCCAT 
CTCCGACCCGCGCATGCACTACCCAGGCGCCTTCACCTACTCGCCGCCCGTCACGTCGGGCATCGGCATCGGCATGTCAGCCATGAGCTCGGCC 
TCTCGCTACCACACCTACCTGCCGCCGCCCTACCCCGGCTCATCACAGGCGCAGGCCGGGCCCTTCCAGACCGGCTCGCCCTCCTACCATCTAT 
ACTACGGCGCCTCGGCCGGTTCCTACCAGTTCTCCATGGTGGGCGGAGAGAGATCGCCCCCGCGCATCCTGCCGCCCTGCACCAACGCATCCAC 
CGGCGCCGCGCTGCTCAACCCCAGCCTCCCCAGCCAGAGCGACGTGGTGGAGACCGAGGGCAGCCATAGCAACTCGCCCACCAACATGCCCCCC 
GCGCGCCTGGAGGAGGCCGTGTGGCGGCCCTACTGA 

HUMAN SEQUENCE - GENOMIC 

AATCCACTGGTGCGTTTGTGTGGGAATGAGAGTGAATCTAGAGAGATGAAGACAATTATCTGGTGGGCTGTTAGGAGGCTCAATAAAAAACACC 
CCTGCTCTCCGGTGATCCACAATCAACAGTGAGATGACAAAGGAGTCAAGCAGATGGAGATAAAAATACCAGCTTGGTCACTGATAGAACTTTT 
GGAGAGCATGGCTTAGGTATGTGGCTTCCTGCTACTGAGCTCCAGAAATAGGGAGACTCACTCACCAATACCCAAGCAGTGTCTCCCCAAAAGA 
ATAAGGAGAGGGAAAGAGCATGCCCAGGGTACTTGTTTTCTTATTGCTGTAAAACGAGCAAAT^ 

CCACAGTTCTGCAGGTCGGAAATCTGGTGGTGCTGTACTAGATTCTCTGCTCACAGCTTCATAAGGCCAAAAATCCAGGGGTTGGATAACCTGA 

GCCCTTACTTG AAGGCTTTAGGG AGAAATTCACCTCCAAGCTCATG CAGGTAG TTGGCAGAATGCAATTCCATGGGGCTGTAGCATAGTGGCC C 

TCGTTTCCTTGCTGGCTGTCAATCAGGGGTCACCCTCGGCATCTAGAGACTGCTCTCTAGTTCTTGCAAGTGCCTGCTCTGTCTTCTAGCTACA 

ATGCTGACTTCACTTCTGCCCCAGCCTGAGAAAACACTGTGTTTGTAATGGTCTCCTGTGATTAGATTAGGGCTACCAGGAAAATCTCTCTGTT 

GCATGAGTCAAAGCCAACTGATTAGTAACCTTAATTACATATGCAAAAAAAAATCTCTTTTTTTCCATGTAAO^TAACCAGAGCATGACAACTC 

ATCATATTCCCAGCCCCAGGGATTAGGGTGGAAAGTTTGAGGGGTTCATTTTATGCTTCTGCCTTCTACAACCAGTTTCTGCTTCCAACGCTAC 

TAACTAGGTAATTCAATCTTTTATGGTGGAGGAGGAATGAGGGTGTAAAAAGAGGTCAAGAGTTTTACACTAAGGAATGTTGTTCCACATGGAA 

ACCTGAAGCCAGGGAAGGGGTGGTTCCACCACTTCCTCTCACCCGCCCCACCACCCAATATATTTAAATAGCTATAACCCAAAATATATTATAA 

TTC AAGT CACATAGGAG ATGTGGAAATG ATG ATAAAG CATGTG ATTGGTCTTTAAGAGG CAATTTC ACCTGAGGCAGAAGGATCTGCCCCCCT C 

C AAG ATGAGGACAGGAAGGGTAG CTCTTAATCCTGC AG AACTGTGCTAAAGACCTTGC ATTG AATTC CAG ATGCC CAGG AG AACAC AGCAG AAC 

TATGGTGCAGGAGACTAATCTGGAAGTACTGTATACAATTAGCAGGAACCCCCTTTTTCAGAGATCTTTGTAAGAAATCTTCAGAGAGGTAATG 

AGAACTTGAACCAGAATGATGTCAATAGGAATTGAAAGGTGGGGGCCGAATTGTTATCAACCAAAGAAATCAAAAAGAGATCTTGGCAACAGAC 

TGGATGAGGGCAAAGATCAATCCATGGATCCAAGTCTGGAAACTGGGAGAATGATGGTGCAGTGGGGAAAACAAGAGGAAGACCTGGGTTGAAG 

TGGAAACTGATGAATTTTATTTTCAGTAAAATACACATGGCAAACACTAATTTTCTCAGGTTGCTTCCATCTTACACACATGCACACATATATA 

TACACAAACACCTCTCAACACTGGTCTTTCTCTCCTCCTGCTACCTCACCAGTTTCCCTCCCTCCTCCAACAAATTTCATTCTCTCCTTCCCTA 

CATCCCATTCGCTTTCTACTCTCTGCTCCATTTCTGCTGCTGCCACTCAACTGAAGCTCCTTTGGCAAAGGTTACATGGCACTCTCTGTAGACA 

AATCCAGTGGAATATTTTCATATTTTCAGTCCTTGTTTTCATGGCCCCTTTGTGGCCTTTGGGCCATGGTTTTCCTCCAAAGCTGGCATTTTCC 

TTTATTCTTTTCTTTTCTTTTTATGAGACAGAGTCTCATCCTGTCTCCTAGGCTGGAGTGCAATGGCACAATCTTGGCTCACTGCAACCTCCGC 

CTCCTGGGTTCTAGTGATTCTCCTGCCTCAGCCTCCTGAATAGCTGGGATTACAGGTGCCCACCACCATGTCTGGCTAATTTTTGTATTTTTAG 

TAGAGACAGGGTTTTACCATGTTGGTCAGGCTGGTCTCGAACTCCTGACCTTAGGTGATCCACCTGCCTTGGCCTCCCAAAGTGCTGGGATTAC 

AGGCGTTAGCCACCATGCCCGGCTGCATTTTCCTTTACTCTTATTACrTATTCTCTCCTCTTTCTTTTCCTAGCTCCATCTCCTTGGTTGCTCC 

CTCTTCTGCTCACCCTGGAATGTTGATAATCCCAGAACCTGAGAATGGTCTCTTCTC!ACTGGAAACAGTCTCTGAAACTAGCATAGAGTTTGAT 

TGTACCCTAGATACAAT CTGAAACTAC AAT AGAT ATT CTAAGG ATGTT CAG CTC ATT ATTTCTACATG AAACCTCTCCCCAG AATTCCTGTTTT 

CCCCACCAGCACCTCCTATTCTGTTCTGGGCATCCAAAGCTCAGAGAGACATCACGATGTCTCTCTGTAAACCCGCTGTTTCTGGTCTTCTCTA 

CTACTATTAAAGGACAGATGCTGGGGAGACTCCTCCCCCTCCCTCACCTCAATCCCCTCTTCCATCTCCATTGCTTAATCCAGATCCTCATGAC 

CCCTTGTCTGACAACTGCTATAGCTCCCCACTCCTCATCTCTACTCCCTCCAACTCACCGAGCTGTTGTTGACAGACTTATTTTTCTAATATAT 

ATATTAATTTTGTTATTTCCGTGTTTGGCTTTGACAGATCAATTTTCCCGCATGTTGAAGTTCACATTTCCTCAGGTTGCTTGTGCTTCCAATG . 

ACCTATCTACGTCTATGTATTTTTGAACTGCTGCACTCCCTCCCCCACTCCCCAACCTGGTCTCAAACCTATGCCCCAACTGTACTGGAACTGA 

CACACTGATGTGTTTCATAAACTCACGCCCTTATTCATGATGCTTATTCAGCCCAGAGCACCATTTCCCCACCCCACCGTCACCTCCCTAAACC 

CCTCCTCTAGCTCTTTGAACCACCTAAAAATCTACCCAACCTCCAAAAGTCAAGTCAAAAATCACCTCTGCTAGGAAGGAAGTCTTTCCTGAGC 

CCACCAGGGGCTGTTGGCCCCTCTTCCTCTTATATTCCCTCCCACCAGTTCCTGGGACCCTGGACATGTGTCCACCAACAGCCATGACACTTCT 

TTACTCTCATCTGTTTGGTGTTTGTCATCAGTGAGCCTAGCACCTTGCCTGGGACAGAGGAAGCATTCAAGGAATGCTGAAGGCAGGTGAATCA 

AATACCTTGTATCrAGGAAAGTCCTAAAGATGCCCTTTTAAACTAGTGGAGGTGGGAAAAGACTAAAACGCCATTTTATATTATTATCAATATA 

AAAGCTTCTCAGCCAAATGGACCTTGGCTTTCTCCTCAAACTCTGTGGATGACAGAAATGACATTAAAATCTGACTCCTAATGATATGAGGTTT 

GCATGGTGAAGAATTTCCAAGATATTTTCTGATCTAGACCCTGAGACGGGGGGGATAAAAGTGAAAGATGAGATCAGAGTTAATTTTTTAGAAC 

TCTACCAAGGATAGCCACAAAAATAATCATGATCCAAAAGGAACATAGCTTACCATGCATGTGGACCTATATGTAGATATGAATATGTGTGTGT 

GTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTTTCTATGTAGGTCAAGAGTGATGTGAATTTGGGCAAGTTACCTGAACTCTCCAA 

GGGTGAGGTTCCTTATCTGTAAAATGGGGGTAGCAATGATGTTCTTGTGAG 

TGGCATATAATTACATTCAATGGGGGATGTAGGGAAGAGAGAGACAGAGAGAGAGCATGCAAGCTAGCACACTGGAGGATGGGCTACCAGATTC 
ATTGTTCACTGTCTTAAACACACGCAACCTCCCCTCTCTTGCAGTTTGGGTTCTGGCATCTTTAACAGTTTCATGGGCAAATCACTTCAAACCT 
CCACAGGTGCTACTTCACCTGGGCAGCAGTTGCTCACCCCCTACCCCTTCCCCCTCCCCAATTTAACCACACTTGCTGTGTTCTCAAGGCTGCT 
GATACACAACAAACTAAGAAAGTTTTTAATAGTTACCAATCACAGTTTTCAAAATCCACTCATTTTTGCCCTTGTTTTTGGGTTTAAAAAATCC 
TGGCATTTTCCTCAGAATTGCTGAACTATTAGGTGTGTAGATGAACTTGTGTTTTCTTGCTCTCCTACTCCAATTTCTTAGACTCAGACATGGA 
AAAGCTTCTCTGGGTCTCAAGACATAATTTCCAGGGTGCGTGGTTCCGCTGGGTGTGCTGTCTGGTCAGTCTTACCGTTGTGGATTCCACACCC 
CCACCCCACTGCCCCAACACCTATTAAAGCTGAGCTGACGTAACTTCAGGATACATTTATTATTTCTTACCTTATCATTCACAATTAGTGCAAA 
TGATTAGTTCTCTGCCTTGCTCTTTAAAAAGAAAAGTCTTCATGGAGTCATTTTATCTACTTGTGAACCACAATCTCGTTTTTTTTTGGATGCT 
CCTTTGAGACTATACATATTTAATTCCTTTAATATTTCATCATAGAGCAGTCCTTCAGAACCTCTTATTTTAGTTGTTCCTTTTACTTTGGCAA 
AAATATAAGACTAAAGAAGCTGCAAATCTTGTTTTCCTGCCTATTTAAACAGCATCTAGAAATCTGAAGTAATTGTCTCCTCTTATTTTAAAGG 
TTTTTTTTTAAAAAAAAAAAAACAGCATACTAAATATTGTGGCATGGAGTTGAAAGCTTTAGGTCTGCAGCATTTGAAATGCTCAAATCCTGTC 
TTTAAAGAACAGTATTTCCTCTTTGTGACTCAGTGCTGTTATCAATATACAAGGCTGATAGAGTAATTTCAAATTCACAACATTATATGTAGAT 
ATTCAAAGGAAAGAAAAAGAGCTTCATGTGACTTTGCTTAATGGGTTTACCTATAGTTGTAAATGTATACTGTAAGTGATCCATATTTGGGAAT 
TATCATGTAACAATTATTTCTAATAATAATTGATATAATCTATTAGAACTTGTGAGAGGTTTCGATGTAAATAATTTACCTGCCTAGCAGAGAG 
AAGGGAAGGAGAGTAAGCAGGGGAAAATGTTTCTAAAATGTCCTATCATTGGAAGTAAATGATCATAAATGTTTTTGCGTTAAGTTAGGGTTTG 
GTTTTAATTTTCCCTTGAATTCTAATGTTCCTACACCTTCCAAATATATTTTAAATCTTCATTAAATAAATCACATTTTAATCACACACGGAGC 
TTAAAAGAGGTGATTCTATGACAGATATTCAGTATTAGCTAGTGAAGGAGAACATTGGTTGAAGGTACCTAAAACCACGTGCATAAGGAACAGT 
TTATTTCTTATTTGGTGATTTACTATTTCAAGTCATTTTTGTGTCAAAGCTATAAAAATCTCCAGTGCTAAAAAGTGTAAGAAGAAATGAGCTA 
GCAAAAAAAAAAAAGTCGGGGGAAAGTTAATTTTTAAACTTGCATTACTTTTATTTTCCTACTTTCTGTTATTTCAGAATGCATACTTGGAATG 
AATC CTTCTAG AG ACGTC C ACGGTATGTTAAATTCC AAGTTATATTTTTAAATAAAGTAC AC ACCTT C ATAGATGTGTATATGATTTTATAT CT 
ATGTATCTCTATGTATAACTTGTGATATAATTTAACCAAATAATTAAGGCTGTTTCTGCTGATTCCAATATACTTAAAAGCAGTTCTCCATATT 
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GTAAATGTTATACCATATAAAATATTTCAATGAAAGCTTAAATGATACCCTCAGTTCTACAGCGTTTACCATAGGTGCATTCTGATGCTATTAA 
ATGCCTCTATACAACTCTCTAAAAACAAAACAGAGCTTGGCTTCCCTCACAGCCCAGCTTATTACCTGTGTTATAGCAGTGGTAATGCAAGATT 
TTTATGAGAGTAAAATGTTTACTAAGCATTCOTAAATTTTAAAAAGATTAATTTTAAAATGTCCTCAGCTTGCTACTTGTGAGGTACACAATGG 
GTTTATGAAGTGAAAGTGAAATCATCACACATTAACCATAGCATCCCACAGAAACATTCAGATGGAGGAAGGATGTAATGGAAGAACTAAGGGC 
TCTCCT C CCC CCTCT CATAGTAATTAGATTTGAAAAGTG AAGTAATCTCAAAGC CACTTCAGAAGAAAAAAATGTTTAATTAAATTC CAATGTT 
CAAAAGTGGATAGTGTGTATGGCAGGTGATTTGTACATACATGTTACTCTTCATCAAAATTGTTTTCCATCCCTGTGACATCAATACAAACTGC 
AGCTATTTGGTTCCAAACCATAGCAAGATACATTCTATTTTTTAAAATGTAAATGGTCATTTAAAATAGAAATAATTCTTTTAGACGTACTGCA 
TTTTTACAAATGTGATTTTGGAAATATATTGCTCGCAAAGGGTAATTTTAAGAGAATTGTTGAGATTCTAATCCCATCTTTATGCATATTTTGG 
GGAGGCTTTTGAAAGAGCAAAAAGGTAAAAGATTTAGTTATCTTCTGAGACCACCTATAGTTCTTTACCTAAAGTTGTAGAAGAAAAACGTCAA 
TGCACTGTTACTGTTTTCCAATGAAATTATTTTTCTTCCAACTAACCAAGCAGTACTTTTTAAATCCACTGCAGAAATGTACATTTCATTCCTG 
TTGTGAGCCGTTTTCAATTCTCCTCCCTCCCTCTCCCCGCAACAAAATTTGGAAAAATCTGTCACGTAGCATCCGCCCAACGTATCGCTTCGTT 
GTATTTTTTTTTTTTTTAATTTTGCATTATGACAAAAGTAAATTCTAGCATTAGTCCAGGGAAACACTGGGAATGAACCTGGTAATGTTTCCTT 
TCGTTTCTGCCTTAGGCAAAGGAAGGGGAATTCTGTATTGTCGCTAAAATGAGCGCTCTTGGTGGAAAGGAATTCCTCACTTCGTACACGCTGT 
GGCTGTCCTTGAAAGTGCAGGCTCCGTAAAATGCCCGGCCGACTAAGGGGTTCCCTTTCCCCGGAGCCCCTGCCTCTTTCCATTCATTTTAGAT 
CCTCAGTAAGGAAGGGCAGAGGTTGGTCTGTTTCTTCTTTTCAAGAGGGCACCGCGCTGCGCAGTTAACAGCCTGGGCCGCTCCGGGGAAACCC 
AAATGTCCCGCGATCCCATCGAGTCAAGGAGCAAAAGCTGTGATTGCTATCAGCTTTTTGTCGGGCTTCAAACTCGGGGTTTATCGGTTGAAAC 
TCCTAGCTGAGCAGCTCCCACGACGCTGCCTCTGACGGCTAAACTCGGTGCATGCAAGGCTGGGACCAACTTTGCTTACTCGATAAAGGAACTT 
GACTCCCTCCTGGGAGACCGCAGCCCGAGTCCGACTCGCAGCCCCCGTCGCGGGGTTTAGGGTTTTAGGCAAGCGGCCCGAGACCCAGAGGAGC 
CTCCCTGGACCTTTCCGAGGGGCAAATCACCCGAGTCTGCTATTTCCCCTGGAGTCAAAAGCCTACTTTTGGAGCCGCCACACCCTCGTGCTCC 
CTCCCGCATCTCGGGGGTTCCGGGGGATGCACGTGGGGGTGGCCCCAGGAGCCGTGGGTGGGATCTCGGGGAAATGCATTGGAGACCAGGCGAA 
AAGGTTTCCCTTGCCCAGAACTTGCCTCTAGAGCGGGCCGCGTCCGAACCCGCAGGCAAAGGCGCTGCGGCCCCTGCGGGCGGGCGGGCGCGCG 
CGATGCACTCTTCTCAGGGAGAGAGTTAGAAAGTGGACGTTTGGGCGGGGGGAGGGGGGGATTTACAACTGGAATTAGGCTTAAAAAAATCATT 
TTAAAAGAAAAATGTAGTAAGTTTTCTTTCCGAGACCCCAGGTCCATTAAAACAAAACTGAACTCGGGTGCTGGCAGTGCCCAGGGGGAGCGGA 
GGCGGAGAGGGTTGAGGCCGCGGGCCGCCCGCCTTAGCCCCCCGGAAGCCCGGGCTCCTGAAGCACAGATAGCCAAGAGCGGCCCGAGTCAAGC 
CCCAGGAACAGGGGCTTCGGGAAGAGACCCCGACCGGGCCGCACAGCGGGGAGGCCTGGTCCGAGAGTCCCCAGCTGGCCGGCTGCGACTCTAT 
ATTGGAACCTCGGAAACGCGCCTTGGCCGTTCCAGCTCAAGTGGGCTCTGGGGCGGCTTCCTGTCTTTTATCCTCGAACGCTAGTTCTTCCCGG 
GCGACCCGAAGGCCACGAGGCGGGCCGCACAGCCCCGCGCCGTCGGGGGCGTTCCGGGAGCTCCGGGGACTGCGCGCGGCGTCCAGGGAGGGCG 
GCTGCTGCCCCCTGGCGTCCGCCAGAGCCCGCGGCGCGTCCCGACAGCTCCGCGCAGTCCGGGCCCGCCCGGGAAAGGCCTCCACGCCAGTCAA 
CGCCGGCCCCCTCCTGCGTCCGGGCCCGCGGCAACGCCCGGGGACAGTCCCTGCGCGGCAGCGGCCACAGCACCCTAGCCCTGGGGGAGGGAGG 
AGCGGGCGTCAGGGGCCCCGTGAGGTCGGCGAGGGACCCCCGCGCCGGGGAGCTTAATTGAGGGGCTCCGCGGGGACCACAAAGCAGCCCGCGG 
TGGAACGGGGCCGGGATCCGGGGACTGGGTTGCAGCCCCGGGGTGGATGAGAGGCCCCGGGAGGTGCAGGGCCCGGCAGGGAGGGCGTGGAGGG 
ACTCATGGTGACGGGAGCAGCCTCCGCTGGGAGGGAGGGCCGCCGGGCGGGGTCGGAGTTGGCAGCGCACGCCGGACCGGGGGCGGGGCCCTCC 
GAGCTCCGCGAAAATGCCCGCAGCACCGCGGGGACGGGCGCAGGGGGAAGCGGCCGCCCGCACGCGAAGCCGGGGTGGGTTCCGCAGCTGGGGC 
CGGTCGAGCGCACGGGGGCGGGGAGAGGAGCGGGGGCCGCTTCCGGGGAGCCGGAGGGGAGACGCGGGGCCCGGGCAGGCTGTCCGGCTGCTGC 
GGGTGCCGGCGCTACAAGGCCCGGGAGCAAGCCGCGTGGCTGCTTTGAAGTTTCCTTCCAGCCGCGCGTTCTTGGGGTCTTTCCTGACTAGGAA 
ACTCTTCGCTGGCCGCTGACGCACGCAGCAAGTGAGACGCGCGGAGGGATCGAGCCGCGGCCCGGGCGCAGCGGTAAAAAACAGCCATTACAGA 
AACCGACCCAAGGGAAGACGCTGAGAGCAAACGGCACGCGCGGACGCCGTCCGGCCTCATGCAAGGAATCAGCGCCGGTTCGCCGCAGCTGCCA 
GCCGGACGGTGCAGGAGCGCGGAGTGGCTCCCCCGGGCCCCGCGGCCAAATCGCACCCCCGCCCTGGAAGCGGAGGCCTGGCCCTGGGCGGCCG 
CGCAGGATCTGGGGCCGTCCGCGGGCTGCAGCCCGGTTCGGGAGCGTCGTGGCGGCCACTGCGCCTGCCTGCAGCGGGTCGCGGGGCCGGGCCT 
CTCCGGGTGCGGCGCGCGGGCCGGGTCCTCCTCGGGCCGGCGGGGCCTGCTTTCTTTTTCCAGGTCTCCGGACCGTGGCCACTCGCGGAGCCGC 
ACAAGCCTGCGTGTGGCTGCGGAAAGGGGTCCGCACGCGGGCGGGGCCCCGGGCCAGCATGCAGGCTTGGATGCGGGGCGCGGGGGTGGCCTCC 
GACTCCCCGCCCGGGCTGCGTACAGTAGCGCGCGGCGCGGCGGCGGGGGCGCGCGGGCCAATTCCAGGAGCCGGCGGCGGCGAGGCGCGCCCTG 
GCTGATACCGGAAAGGCCTGTGATTGGCCGCCGGCCGCCCCTATGCAAACGAGCTGAGGGAATGGAATTCCTCCGGCCGGGCTTACAGTAAAAG 
CACGTTCATTTCCAGGCACTCTCATTCATAGAGCCAGCGGGCGCGGGCGGGACGGGCGCCCCGGGGCCGGACCCAGGCAGGGCACCACGCTGCC 
CGGCCCTGCGCCGCCAGGCACTTCTTTCCGGGGCTCCTAGGGACGCCAGAAGGAAGTCAACCTCTGCTGCTTCTCCTTGGCCTGCGTTGGACCT 

GAACTTTTCCCCAATTGTTTTCCTTTTACAACAGGGGGAGAAAGTGCTCTGTGGTCCGAGGCGAGCCGTGAAGTTGCGTGTGCGTGGCAGTGTG 
CGTGGCAGGATGTGCGTGCGTGTGTAACCCGAGCCGCCCGATCTGTTTCGATCTGCGCCGCGGAGCCCTCCCTGAAGGCCCGCTCCACCTGCTG 
CGGTTACGCGGCGCTCGTGGGTGTTCGTGCCTCGGAGCAGCTAACCGGCGGGTGCTGGGCGACGGTGGAGGAGTATCGTCTCGCTGCTGCCCGA 
GTCAGGGCTGAGTCACCCAGCTGATGTAGACAGTGGCTGCCTTCCGAAGAGTGCGTGTTTGCATGTGTGTGACTCTGCGGCTGCTCAACTCCCA 
ACAAACCAGAGGACCAGCCACAAACTTAACCAACATCCCCAAACCCGAGTTCACAGATGTGGGAGAGCTGTAGAACCCTGAGTGTCATCGAGTG 
GGCGTTCTTATGATTGTTGTTTTAAGATTAGCTGAAGATCTCTGAAACGCTGAATTTTCTGCACTGAGCGTTTTGACAGAATTCATTGAGAGAA 
CAGAGAACATGACAAGTACTTCTAGCTCAGCACTGCTCCAACTACTGAAGCTGATTTTCAAGGGTACTTAAAAAAATCTGCAGCGTACATTAAT 
GGATTT CTGTTGTGTTTAAATTCTC CAC AG ATTGT ATTGTAAAT ATTTTATGAAGTAGAG C AT ATGTATAT ATTTATAT ATACGTG C AC ATAC A 
TTAGTAGCACTACCTTTGGAAGTCTCAGCTCTTGCTTTTCGGGACTGAAGCCAGTTTTGCATGATAAAAGTGGCCTTGTTACGGGAGATAATTG 
TGTTCTGTTGGGACTTTAGACAAAACTCACCTGCAAAAAACTGACAGGCATTAACTACTGGAACTTCCAAATAATGTGTTTGCTGATCGTTTTA 
CTCTTCGCATAAATATTTTAGGAAGTGTATGAGAATTTTGCCTTCAGGAACTTTTCTAACAGCCAAAGACAGAACTTAACCTCTGCAAGCAAGA 
TTCGTGGAAGATAGTCTCCACTTTTTAATGCACTAAGCAATCGGTTGCTAGGAGGGCATCCTGGGTCAGAGGCCGATCCGCAGAACCAGAACGT 
TTTCCCCTCCTGGACTGTTAGTAACTTAGTCTCCCTCCTCCCCTAACCACCCCCGCCCCCCCCCACCCCCCGCAGTAATAAAGGCCCCTGAACG 
TGTATGTTGGTCTCCCGGGAGCTGCTTGCTGAAGATCCGCGCCCCTGTCGCCGTCTGGTAGGAGCTGTTTGCAGGGTCCTAACTCAATCGGCTT 
GTTGTGATGCGTATCCCCGTAGATGCCAGCACGAGCCGCCGCTTCACGCCGCCTTCCACCGCGCTGAGCCCAGGCAAGATGAGCGAGGCGTTGC 
CGCTGGGCGCCCCGGACGCCGGCGGTGCCCTGGCCGGCAAGCTGAGGAGCGGCGACCGCAGCATGGTGGAGGTGCTGGCCGACCACCCGGGCGA 
GCTGGTGCGCACCGACAGCCCCAACTTCCTCTGCTCCGTGGTGCCTACGCACTGGCGCTGCAACAAGACCCTGCCCATCGCTTTCAAGGTACTG 
GCCCGGAGAGGGTGGTGGGAGGACAGGCGGAGGCCGGCGAGGCCGGGGGAGATCCGCGAGGGCAGCGGCCAGGCGGGCGGGGCCGGATTCTGGA 
AAGGGGCCCCCGCAGCCCCGGGTCGGTCTTCCTAGCTTGGGATGTGGGGGATGCTGTGTTGCCGTGGCGACCCTCGGGAGGCACTCGTCTCAGC 
TTTCTGGGGCGGCCTCCCAGGAGGGCTGAAAACATCAGGGTGTCCCCAAAGATATCCACTGGGAGCCGGTCGGGACCTCCCTGGCAGGGGCCTT 
AGCTTTGATACAAAGTAGGAAAAGTTATAACCCAGCCCGGCAGAGACAGCCCGTCTGCTAACTTACTGCTGCCCCTACCGCTGGATTAACAGCC 
AAACCATTTTGTCTTCCTCAGATGAAAGGATCAGGAAATAAAATAGTAAGACTTTTCTGCCTTCAAGTCAGTGAAAAGAAACTAACTAGGGAAA 

CTGAAGAGTTCTCTGAGCTTTTTAGCCTGCTCCTGCCAGAAGCCGCAAGTATCGAATCCTGTTTCTTTTCCCGGAACCGTTCTGAATGCTATCA 
TCAGCTCACCTAGATTAAGCCAGGGGTAGCGAAAGGTGACGAGGCTGTTTTCGGAGAGCCAGGGGTCCCAGCGGCCCGCTTTCGTGCTAGAGGA 
GGGGGCGGCGCGTAGCCGGAGACTTCAGCGCGGCGGCTCCAAAGATCTCCCTTCACTTTTCACCCCTGATCATCCCCAAAGCTTTGAGCTGCCT 
TTAAAAACCTTGACCTTCAACAGGGGTATGAAAACAACCCCAGGCGTTTCTAAACAATCACCCTACTACACTAGCAGCAAGCAGTAGGAATTTA 
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ATTTCTGCAGTGGAGATTCTGTTTTGTCTTTGGTGGGTTTGAAAAGAT6CGACTAAGTAAAATCAGTGCGGGTCATTTCCTGTTCGTTTAAAGG 
GCGAATCAAGGCAGGTGGTTCCAAGTGTAAAGATAAGCTACTAAAAAAAAAGTTTAAATAATTGTCCCCTTTAAAGGGAGATTAATTTAATATA 
AGCTTTTTATAGTTCCAAGCCTCAGCTGGGTCTTGATCTTATTACAACGACGAATATTCACTTTTTAAAAAAGTATTGTTGCGGTTATTTTTAA 
G CTTTATACAGTTTCCACACTTAGATTGTGATTTCTAAAACAAAACGAAATTTG CAG TTGGCTGTGTCTATAGATTGGCCT CTTTTTCCACTCA 
CTTTTCTAAAAGCAGTTTTTTTTGTTTGTTTTGTTTTTTAGTGGGGGTGGAAATGAGGAGAAGGAACGAAGGAACGTGGTGGCTTGCTTGACTC 
TTTTTTCCCTGCCTCCGTTTACTTAGATTTGGGTTTGGGAGACCATTTTACTTTTAAATCATTCTAACCCTTTGCCTAAATGGACTCAGCGATG 
ACTCTTTAGGGCACCCGCATTGAGAGGGGACCCAACAGGGTTGGGCCATGGGGTCACTATCAGATAAAGAGCAGAGGCAAGACGGGCTGATAAC 
CACCAAAGGCCATTAAAACCTGGCTGCCCCAATGCACTAGGGCTCTAAGAGATTTGTGGCTTCCTTTTGGGGGGGAAATCAGGGTGTCTTCTGA 
ACTCCCrCGTCTGCCAGGGAACCCACACTCAAATATATTAAAAGACTAAATGATTAATAAATAATCTTCAGGAATTGGAGCAATTCAGAGTCTC 
AAGCCATTACATGAAAGTATTTATTTTGTTCTAAAAAATGAAAAATTATACATATTGCTTTTATGAGCTGTCAGAATTCTTTCTAGCAGAAACC 
ATAATAACCATAGAGTTTCCTTTTTAAAATGACTTTTGGCAATTCACTTAAAAACAATTAATTTGTTTTATTGAGTGATAATCTATAGGCTACT 
AAAAATCCAAATACAGAGCTCTTGAAAAAAGTTCAAGCAGATCCCCTGAGAACATTTAGGGGAAAGGAAAGGATAGCAGAGAAATCAGACCATT 
TG ATTATTGTCTGTC ACC AC C CCAAT C CTC ATAAAAAG AGGCTTCTTCCTGGAGG AG AC CTGCTC ACTGC ATAACTAG AAG AGTAGACAAAATG 
TTCAGTGAGACAGTAAACGTGAAGGGATAAAATGTTAGGGATAAAAGCAAGCAAAACATCAAAACCTGCCTACATCCCGGGCTCATTTAGTGTG 
TGTCCCTGGCTTCACTCTATCTGCCCJACCCAACCACCTCACAAGCAGCTTCAACAGAAATTATTACTTTAAAATTTGGATCTTAAATAAGCCGC 
AGGCAATCTCCCTAGGAAGTTAACCAGTAAATAArTATTATATTCCCTATGGTAAAGAGAAGCAAATGTGAAACAATGATAAGGCCTGATGATA 
TTGATGAAAAGATCACTGAAGGCCTTCTTAGGAATCTCCTGAAGTTCTGTAGGTAAATCCTCTACGTCAATCTTCTGAACTAAAGAGAGATTTA 
AAATTATGAATTTTCTTTAAAATAGATTACAATAACCCTACTTGCTTATTTTGAGCCCCAACCTGTTCTCCCCCTACTCCTTCCCTCCCATGGA 
ACACCTTTATTTTTTACAGTATGAGAGATACATGTTTTTTACTACTAAGAAAACCTTAAGTTTGCTGTGTGTTTTGCTGTACTTACAGAATTAG 
C CTAAAAAG CTGTTTTG ATGACTTAGGATGTATTTGGTAATAC CATGGTGTTATAGCTTGTT C AGGCC CTGGTACACC AGAGTCCAAAGACGTA 
AACGTGCCTTCAGCAGGGAAGTTCGGAGGTCTTGGATTCTGATGGTAATATTCTTTTCATAAAAAGGAAATAAGTAATATTTTTGTCGGCAAGA 
TCACAGTCCCTAGCTATGCCTTAAATATCATCTCAGCTGAATTGTGTGTTCCACTGCACAGCCTTCTTTGCAACACTGGAAGGTTAACGGATTT 
GAAGTAAATGAATTGTAACTGTAATTTCAACCTAATTAGAATTGGTTTAAAATGCCAGTTTGGACCGTGAACAGGCTAGCCAAGAACAGTATTG 
GGAGGTCCATGTAATATAGAAGAGAGTTGATATTTGGCCCAACTTCCTGATACTTTAAAAACAGAGAAGTAAAACAAAATATGAGATATCTTTG 
GCCAGCAAGTCCCTTCTTGCCTGTTTGGTCTGTGTTAAAATGTAAATGTTTGTGTTTCCTTACCTATTGTTTATAGCTTTTCATTCCAGTTGTT 
TCTTTTTTCTGTTTGAAGTTAGATATTTTTACATTCTCTCCATATTGCCCATCAGTGACAAAACCTGTATCAAATTAGCACGCATGTTAGTTTT 
GAATTAAAAAGAAACTTTTTAAACCTGGCTTAAGTATGCTTGTTAACAATTGGACGATATACAGTATTAATGAATTGCCCTGGATTTACTAGTT 
CCCCTTTACCCACCCGCCTCCACCAAAAAAAAACCCTCAGAGATCAATACAAGGCCAAGTGAATGATATGTAGGTGCCCAAATATGGTTGATTC 
TGCTGCATTTAAAAAAAAAGAGGAGTGGGAGTTAAACTTCTAATTTTTTTCTTCTTAAGTTCCAACATCAACAGCCTTTTCTTATTTAGCCTCC 

CACAGGCTTGGAGCACTGTGAGGGGAACAGCAGTAGGAGGCAGATAATTCAGAATACATTCCTGTAGTTATAAAAGAAGATTTATTTATTTTCA 

CCTTTTTACAGATCCAGACCCAACAATGAGTTATTCAGTTTGAAACCCACGTAGTGGAGGCAGTCTCTGTATACCTGCTGAATGTTGAGTTACA 

ATAGAGAAGCCTGGGTTACCACAGGGAGAGGAGGATGAGGAAGTAAAAATATGTGTTCAAAGAGGGCATTTCAACACTGTGAGCTAACTTTACA 

ACGGGAAGTGAAAATCATGAAAAAAAGGGGAAAATTTGTTGTGAGAGACTAAAAAGAGCAAAATAAAGCAAGCCCATTTTTCGGGAATAGAAAA 

AAAAAAAAAACAGTAGCAATAACCAAATAACTGATCAGGGAGATTTATTTCCGTGATATCTTTTTAAAACAAAAAGGGAATTGTCGTATCACTG' 

CTCTTAATTAAATGGCAACAAACACACTTATAATGGGAACTAAATAGCTAATTAGAGGGTGCTTGGGGAATAAATAGCAGAGTTTTAAAATCTC 

CTATATGGAAAACATGTGCAACAATTGGAATGAAAGGATTAAAAAGAGAGAAAAGGCCCAGACCTTGTTTGGCAGTGCAAGTTGGATAAAATAG 

AGGAAAATGCCTCCCTGGTTGTATGAGACTAGATTATCCTGGTGTAGTCTTGGGGTTGGAAGTATGTTCATCTCTCATAGTGAGTTAGTTCGTG 

TTCTGTGCCACAAGGACTGAAGCAGTTCTAATGAATAAAAACAATAGATAGTCATCTGGAGGCCACAGGGAAAGGGTGATGGCTAAGCAGATCA 

TGAAAATGGGAATCTTGAGAAACATGACTTCGATATCATACAAGTGAGTCTATGGCAGCCTTTTTTACATATAGAAAAAGAGGCCTGAAAATAT 

ATACTACAAAAAATTATGTAGCAGTTATTAAGGTAAAAATTGGGAAGTAGGAGGCAGAGGAAGGAGTGATAACACTAGATTAAGGAATGCTTTA 

CTGTTACCAATTCAAAAACAGCAACCAAAAATGATGATGTAATTGGAATGAGTAATATAAATGTCACTACTGACTTTACCGTAAAGAATGTCAG 

AAATGATCAGAATAAATACAGCTTGGGGCATTTCGATTTGAAGTTGTATGACTGCTTTGAAAAATAGAAACAAAGGAAATACAGCCAATAGTAA 

ATGTCTAGACCAAGAAAATAGTTTCTAGAAGGCCTAAATGATAGCCAAGAAATTGATGCTATTGTACAAAGTATCTTTAGGTCATGCTTTTCAG 

AGTATTTTACTTTGGAATTCATTTTCTTAATTACCTGAGTATAAAAACATTTATCTACCAGTTXTCTCCAATAGCCCTGATAAGACTTCATACT 

TACTCAGTTACATTAAATAAATTCCTGGTCAAGATCAGCTGGGCTAGCAGAAAACCTCAGGCATCTGTGAGGACATGAGTTTACACACGCTGAG 

ACTCACAGATACAAAAATGCAACCCAATTCCACCCCTGAATTGAGGGGAGTGCATAGAAGTGAATGTCCCGTCTTTCTGAGGTCTGTTGATTTT 

GTAATTAGTAAACGAAGGGTGCATTTCTGATTTTTTTTTCTTGTGTGCTAGAATTCATTGCTAGTAAAACTGAAGATAATAGCGATGAGTAGGA 

GGTATCAAAGATGAACTGTAGAGGGACAGTTTAAGTTACTTAAGAATCGTCAGCAAGATGAAATCTACTTTTAGCAGAAATTGGGTTTTTTTGT 

GTTTTTTTGTTTTGTTTTATTTTCTAAAAGTAAAGTCTGCACCTTGTTCAGCCTGTTAGTGGAGGTCTGAGCAAGTAAAAGATGGGTTGGATTA 

TAAACTTACAAACACAGGATGTTCTGTTTCTCAAACGGGAGAAATTAAGAAGAGATGCTTGTATTCAGGAGACGGCATAGCTACTCAAAATCCT 

TGATATCTTGCTATGGTTAGTCTTGTTGCAACTGTGCTATGTGACCTACTATGGCTTTATGAGGTAAATTTAGTATATGTGTCACTATTTGAAA 

ATTTACATATAGTTATACATAATGTATTAGGTTGGTGCAAATGTAACTGCAGTTTTTGGAGTTAAAAATTGCAAACACTGCAATTACTTTTGCA 

CCAACCTAAAATATAATAAAAAAGTGTCTTCTCTTTATAACTTTTCTGTTGTTTTGCTTAAGTTATCATTGCTATTCCTCTGCAACCTAAAAAG 

AAATCATTGAATATACATTTAATTTTAGAATAATCACTACACAAATGCCCTAAAAGTGTATGTATAACATCCCTGATGTCTGCATTTGTCCTTT 

G ACTGGTGTTTAGGTGGTGGC C CTAGGGG ATGTTCCAG ATGGCACTCTGGTCACTGTG ATGG CTGGCAATG ATGAAAACTACTCGG CTGAGCTG 

AGAAATGCTACCGCAGCCATGAAGAACCAGGTTGCAAGATTTAATGACCTCAGGTTTGTCGGTCGAAGTGGAAGAGGTACGTTATCTGTCAAAA 

CTATGCTTGAAACACGTTTCATGGCAACAAACCCACATTTCAAAATTCTAGTGATTTCTGTGATGGAATCCCTAGAAACTCGGTCTGTCTTAAC 

ATTCTTATTGCTATGTCAAGCTCTTAAAAATATTTATTTGAAGTTTAATATTTTTAGCAGAATCTCTATATTATTGCTTTATGTTACTGAGTGG 

ATTTAAGACTGATTTGGAACATGCAACGTAGGAATTGTGAATTTCAAAGAAACGCCTGAGATTTTTACTAAAATGCAAAAAATATAAAACTGAC 

TTTAATGAAACTAGGATTATACAATTAGAATGAGGATTCTCTCTTGGATAACAATACAAAAGCTATTTAATGGAAACTGTTGACGTATGATCTG 

TGGGCTATCTGTGAAAAGTGACAGAGTTTCGAATGACCACTTCTAATAATTTTAGGGATTTCTAGTGTATGATGTTGAAACATGGTTTCAAGCA 

AGCTTACCTTTTTAGAAAAAGAGATGAAGAAATAATGTTAGTACCATTGATGGCAGTATGATCTTCCTGTTGTATTTCTTTTCAATGCCTTATT 

TAGGAGGAGGGGTTGGGCCTGGTTAGCATTTTAGATACTAATAATATTAGAGATTGGATTATCCAAGAAATTGTTGCATTACTTCAGCTCCATG 

TGTGATTTTATTTTTCCTTGCCTTTAACTCATTATCAAAGCATTAGAGCAGAAATAGGAATCTTGGCTTATTGTAATTTTTTCTGGTTTCCAAT 

TATTTTCAAGTATTATGTTTTCTTTACATTGTAAGAACCAAATCATATTTTATAAATAGCAACAAGTAGTAAAAGTTTAGTTGAGGGAGGTAAG 

ATAGTTTTTTAAACTCATTTTTTGTAATATAGTACCGATTAAGCTTACAAATAAGTTATTTCAAGTATAATAAAAAGACTTATGGTAAATACCT 

AAATAACAGTAATAGTTCTCGTATTGAAAAAAATGGAAGCACCAATCA 

TAAAAACAAGAAAATCTCAGTTCTCAGAGAATTTGATTAGTCAGAAAGGAGAAAGGGGTAAATGTGAGTTGATTATTTTGGTGATTATTTTTGC 
TATCCTAGCTATGTGGAGGATTTTCATAATAGAATCATAGCTGGAGAAAATAAAAAATTTATATAATGTGATTGAAAATATATATTCATAGTAC 
TATATTAATAATAGGGTAATGCAAAGAAAATTATATCCACTTTTTGAAAGCATGAGTGATGCTATAAGATATAAAAGCATAAGTCATTAAATGG 
GTTCACTTGTTGTATTAAAAGTCCCCACCTTTCAGTAAATGGAATTTGCATTATGATTCAGAGATGTGTGTCTAGAAAACATCTTAAAGGCTTC 
GGATGAGTAGCTGGCAGAGTGGGTGAGAAGCCAATAAAAAACAAAGGCCCCACAGCCTGGTCCATGCCCATCGGCCTAGCTAACTCTCTTAATT 
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CAGTTCTTGTGGATTTCTGCTGTTAGGAATCAATAGCTAAGTATCATTGAATTGCTTTTCTAGAGAAAGTGTTATCATCATACTATGCATCTGT 
GTGGGTCTTCAAGTTAGGTTTTGGTCATAAAAGTTTTAAAAACTATTTAGTGATC^ 

CTTTGCGGCAATGCACAGTAAACCAGTGATAATAAAAAAATGAGATTTTGAAAGCAGTGTGCTTTCTTTTCTGGCATTGATGGCTGATCTTGCA 
TCCCTCATTGACCATTTCTGTTTTGAGTGGGTGACTAATAGGTGCTTGTGTTTACTTGGGTAACAGTGAACTGTTTCCCCAAGGTGTGGAGTGT 
TTGCATTTGGCTGCAGGATTCGTGCCAGTATGCCCTTGAGTTTGCATAAACCCCAAAAAGTAAAATAGCTGCAACCAAGGCTGGGCTGTCTTCC 
CATACTCTGGAATGAGAAAATTAATTGAAATGCCATAAACAGACAATATTTTGAACAGACTCTCCTTCCCACCAGTGATAATAAGCAATAAAAA 
ATACGGAAACCCTAATGGAACATTTGACCCAATTGTAATTACTGTGGATATGAATATTGTTGGTCTTGAGATGTATATATATATGTGTGTGTGT 

TTCCATAGTCATAAAATATAACTTGATTTTTCTCTTTCAAGTGTAAGTGTCAACACCAAAGCCTGCCAGATTTTTTTCTTTCTTTTTCCTTCTT 
CTTCTTTTTTTTTTTTTTTGGAATTTGCTTCCCATTAGGAAGAGAGCAGATCATTCTGACTAATTTTAACAATTAGTCTTAATCTTCCTCACTG 
AATGTTACCTTTAACAGTTTCATTACGTTTTATTAAGTGATCTTAAGACAACTGTCTCATTTTCTGTTTTTGAAAATGTGCTTGAAAATATACC 
CTTGGCATGAACACACCACGCCATGGCTCAGAAGGCCCTGGCTCTTGGCTCATCCAAACTTTCAGTGCCAATTTTGAATTCTGTCAAAAGCCAC 
CAGTCTGATGGATTCTCCAAGGGGCCTAGTAAGTGGTGCAAAATGAAAGGTAGAGAAAGAAGTTCTCTTTCTGTGACCAGCTGCCAGTCCATGG 
GGATTGTAAACCTCATAGAAACTGCCAGAGGTTGAACATGGAAGGGTTTTTCTCTGTTCTACAAAACGAATCTATCTGGGCGCTGGCTGCCATC 
CAGGATCACAGCTCCTAACCTCGGGTTCATTCCGTAACTGGGAAAACCTGCCTGTCCGGGTTTGATGGCCTCGCTGGCTACACTGGCCCTGTAG 
AAGCCTGAACCTTCTCTGTTTTCTTCCATTCCCTCGTTTTTCTCCTTGGCAGTTTAAATCTTGGTTCAGAGTGTATCTCACCCTTGGAATGTTT 
CTCTCTTTGATTCAGTATCTCCATGTAAATCGACCGCTCCTTTACAAAGGAGGAAGAGATAGCAGCTCCCAGGAGATGAGGGTTAGGGAGCTCT 
GGGGACCGGGCTGAACTCCAGAGGTCATGTGAGCACAGAGGTTATTGTTGAGAATAATTCACATTTTAGCCAAATGGACTGGGACTCCATGACA 
CCCCCAAAAAATTGAAGTTCAGGGTCAAAAGGAATTCTCTTATGTGAAACGAATTCACTGAGCAGGTTATATCAGTTTACATCTGCAGTTGAGG 
CAAGTGCTACATCACCTGCCACCTTTAGAATGACAAGAAAGTGTATCATGGCTTCAGCTGAGAGAAATTTAAGAAATTTTAGCAATTGGTATCC 
GGGCACAGTGGCTCACACCTGTAATCCCAGCACTTTGGGAGGCCGAGGTGGGTGGATCACCTGAGGTCAGGAGTTCAAGACCAGCCTGGCCAAC 
ATGGTGACACCGCCATCTCTACTAAAAATACAAAAAATTAGCCAGGTGTGGTGGCGGGCGGCTGTAATCGCAGGTACTCAGGAGGATGAGGCAG 
GAGAATCGCTTGAACCCAGGAGGTAGAGGTTGCAGTGAGCCGAGGTTGCGCCACTGCACTCCAGTCTGGGCAACAAGAGCAAAACTGCATCTAA 
AAAAAGAAAAAAGAAAAAGAAATTTTAGCAATGAAATCTGTGACTGCTTCATCCCAGTTGGAGTATTTAATCAGTCAGAGAATAACTGATCAAT 
CAGGAAATACAGCTTTAGTAATTTCATTTCAGAACCAAAGAAGAAATCTCTCCAGCTGCTTTATCAGCTGCATTGTTGCTGCAGGAGGAAAGAT 
GGTCTACTGCACATTrCTTTCTAGTTTTTTCTTAGAATATGATTTTTAATCTTTGGGGAACATCATAGATACTTTTGAAAATCCTTTGGAAGGC 
TTTTTCCAAGGACAAAAAAAAAATGCACGTGTTCACTTACACACAGAATTACGTATATCATTTCAGTTTCTAGGCTACCAGAACTCATTTATGG 
ACCTTCTGGGGATCCACAGACCCTAGGCCAAAAATTTGTGAATTTGGAACTTTGCATTGATCATGGAGGGCCAGCTTAGCCCTATGCCGCATAT 
AGTAGACACCTGAAAATGAATAAATACATGTACAAATGAGCTAGACATTTTCTTGAACCTGTGCTGTTTTGGTAACACCTGTGTTTTTGTTATC 
GCCGGGGTCTGGTTTGTCTAATTAAGAAAGTAGATCTGCTTGAAACCACTGGCCAGGCCTTTGGATGGCCATCAGGTATGCCCACATATCATCA 
CGGGTAAAGGGGAGGGGGCCTATTCTGTCATTGAAAGGACAGTCGCTTCCCTCGTACTGTGTCCACACCCAGCCCTGTAAGGCCAAGTGTTCTG 
TGGCCTGTCAGGATGGCGTTGAGTTTCTTGGCGGAATTTGTGTTTACATTGACCTCCCTGGCAGCTTTAATCTTGCCCACTTTCAAAATAGTAT 
CCTTTCCCAACACATTTATACAATGAAATTCCTTCGGTATGTTCTTGCTGTGAATATCTTCCCAGACATAATATTTATCCTGTCACAATCTGGG 
TTATTGCATATTTGTGTAATGTTAGTTGCTTAAGGCATTTTCATTCTTAAATTATTCTACATTATTTGGGCTAAAGTGTGGGAGGTTGCCCTTG 
AGGTGAGTGGAAGACTGTGGTCAAGAGGAAGGGAAGGTACATTTAGGGAAGGATAAACGGTACTGATATTCTAAACAAAGAGACATGGCTTGGC 
TTTATGT AGCGGTTGTTACCAAG AGATGATCTGAATGACTCG CAGTATTATCGTAGG AT CC CAGT C CTT CTCT ATT CTATTAACAGATTCATAT 
AATAGAAGAAGGAAAAATTCATCTGACCACCCCAGAGTTGTTTCACGGGTAATGTTCATGGTATAAACTGGCAGTCAGATCTCCTGGAGAGAAT 
ATAAGGAAAAGAGATGAGTTATATTAAAATCAAGTCTCCCATTTTCCCACTTTGTTCTGTTACATACTGATCTACACTTTAAAATAATATATAT 
AGTGAAATCTGTATTCAGATCTCATTGGAAGCAAATATAGATGAATAAAGACCCAGTCTCTGATATACCAAGCCTCAACCAGCCCTAACAAATG 
CTGCTTTTCGACGGGCAGGTCAAAAGCTTGCCTCCATGATCTGATGTAGAATTCATCTCTAGAGACGAAGTTTCTCATTTCGGTTTCACATTTG 
CCAATAAAAGGATAGCAACACTTTCCTAAAGCAAGTTGCTCCCTGCCCTGCTTAAAGCCTGGGGTGGCCCAGTCATGGCAAGGACCAGCAGGAA 
AAGCTTTCTTGAAAACTGCTTGTGCTTGCAACAGGCAGTTTCGCAGTTGATCCCTTCATAGTTTTCTTGCTGATTTTGTGAAGTGTCAGGCATT 
GCTGATGGCGTCACACAGCTTTTTTAAATTGAGGTTATTTGTATGAACAATATTTTATAGTTTGATGGGCAGAAGCTGTACTTCTCTCCACCCA 
CCCTCAACCCCTTCCTTGCCAGCCGGCTTGTGTTTGGTGGAGGCATTTCTTTTTGGTCGGGACAGAAGACTATCAATGAGAAAGTGCCTGCAAG 
AGAAATAATGGTTGAGTGATTTTTAGAGCTTCCTGTTTCAGCAACAAGCATTATAGACATAAACAGTGATCCAGCCAACGGCTGCAACCCTGCT 
CTGGTTCTAATAAATCAGTTTTGTATTTTCTTTTTTGTGCTGGTTGGCAAGGGGCAAGAGAGGGTGGAGAAGGTTGGCTAAAGAAGAACATATT 

TTTTTTGAGACAGAGTTTCGGTCTTGTTGCCTAGGCTGGAGTGCAGTGGTGTGATCTCAGCTCACTGCAACCTCCACGTCCCAGGTTCAAGCGA 
TTCTCCTACCTCGGGCTCCCAAGTAGCTGGGGATTACAGGCATCCACCACCACGCCTGGCTAATTTTGTATTTTTAGTAGAGACGAGGTTTCAC 
CATGTTGACTGGGCTGGTCTTGAACTCCTGATCTGGGGTGGTCCACCTGCCTTGGCCTCCCAAAGTGCTGGGATTACAGTCGTGAGCCAGCGTA 
CCTGGCCGGTGTACTGTGTTAAGGCTGTTTTCTTTCTGTAGATGATTATGACACAAGTTCAGATCAGTAAAGAGATGTTTATGAATAATCATAT 
ACTGTCAATATGGGGAGAGTGTATGCTTTTGAAGGCTTCATTGATTCTTAGCCAGTGGAGTGTGTGTGCGTGTGTGTGTGCGTGTGTGCAAGGG 
GGAGAGAGAGAGAGAGAGAGAGAATGAGAATATCGATACTTCCATTGAGAGACTTCTTGGGCCAAATTATCTTTGAGGAGTAAATTCATGCTAA 
TAACATCTTCTCATCTAAAGCCCAAATAAAGCAATTAATGGAAATTAATAAGTGAGCAGTGTGGATTTAATGAGCTGCCTATGAATACTATGAC 
ATGCGCTCGTTTTGTCGGCTCCCTGGCGGGGCATGGGGACAGATCGCAGCAGTTCAACGTCTGTATTTATAAACATGCATTCCTGGACTTCAGG 
CAGCGCGCATACTCCATCATTGGTTCTGCTGTGAGTCCTACATTCAACGGAGATGTATTTTGATCTCTGTTGAAGACAGAGCAATCGACGGCAT 
TCAGTTTGCACTGCACTGATTTGGGATTCCAGTACATTGCCCAGTGCCTGTTAGTCTATATTGGGCAGCATGTCCCATTCAGGAGCTCCATTTG 
ACATCACCGAACGTTCTCCAATGAAGGTGTCAGGCAGTTGAGGTCCATAGAGGAATGCCAGCAACTTCCTTTGAGAGGCTCACGGCCATTCTGC 
TGCTAGACTGAAAATGCGTTTCCTCTGATTTCCTTAGTGAGGAAGCATTCATTTAGGAGCCATTTAAACTGTGTTTTTCTCAAAGAAGATGTAA 
G T AC ATT T C CT G T T T ATT T C T C AACTTAG AT T AAT TTGGGCTTT T A G CT TG AG AT T T AAG AC CAT CAT T AAG AATGT ATG GGCAGGGC CAT CTG 
CAGAACTACCCCACCTGCCCCATCACCTATCCCAAGGACGTGCCTGTCCAGTTAATAGGAGGGCTGGCCAGCACTCTGGGGTGGTGTATGGCCC 
TAATTGAGTCAC CGTATG C AAACC AAGGT AAATC AC AGG AATATGGGC AGATTGAGC ATAATTGGTC AT CTGTGTGCT CATC AGATCTCTGG AG 
GTGGAAACACTCCAGTTTGCTCAAGGCATTGGGTTGGGGTCTTTACAGATTTTTTTCCTTCATTCTATTTGAAACTATTGTATAGAGGATAGTC 
AGTATTAATCATCTATCTTTCTATCTATCTATAATTAGTAAGGAGCTAGTCTAACTCACATCATAATAAGGGTTTGTCTGCCTCTTTAAATGGT 
GTGTCTCTAGTACCTAGGACAAATGTCCTGCCTTCATTATTCTATCTGAAACCACTGGGCAGTTTATTATCAGTATCTTGTCTCCCTGCTTATC 
AATTTTGATCATAATCTTGCTCAGTGTTTCCCAGCTGGGGTGATTTGACTCCCAGAAGACATTTGGCAATATCTGCAGACATTTTTGGTGGTCG 
TGTATTGGGTTGGGGAGTGCCGGTGGCATCTAGTAAGTAGAGGCCAGGGATCTACTAAACGTCCTACCATGAACCTGACAGCCTCCCCAACAAA 
GACCCAAATGTCAGTTGTGCTGAGATTGAGAAACTCATCTAGCTCCAGTCATGCGTGATCTCGCCCTGATCATGCATAGGTTGTAAAATGTTTC 
CCTTGCCCCTTTTATTCTGACATTCTGCCTCCCTACAAACTTATCAAAATGTATGAAAAACTTATTTTAAATTTTATGAAAAACTTATTTTTAA 
AAC ATTG CACAGAATAAAAAATAGAGAAC AT CACTG AATATTAAAAGTTTTTTTT AAAG GG AAAAC AGC AGTGTTCTGTATG CATAG AATTGCA 
CCATCCCCCTGGCGCCACTGACCCTGCCTGCTATCCTGGGTCAGGGATGTGCAGTGGCTGGAGGAGTGGCTGCAGGTGGGGGTGGTACACACAG 
CAGGGCAGCTTCTCCGAGAAGGCTCCCCACTGTAGCCACCCCCTCATGAATGTCACACAGGTGAGGTCCACGAGGACTGCAGAAACTAGGAAGC 
CCTCTGCCAGAGGCTCACTGCTTTTCCCTGAATACTTCAGCAGAGAGTCCATGGAGCCACTGATCTAGGAATGGGAATTGATGTCAGTGGACAG 
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TGTCCACTCATATTAAAAAAGTGATAAAGAGCCGGGCATGCTGGCTCACACCTGTAATCCCAGCACTTTAGGAGGCCAAGGCAGGAGGATCATC 
TGAGGTCAGGAGTTTGAGAC CAG CTTGG C CAACGTGGTGAAACC CCATCTCTACTAAAAATACAAAAATTAGCCAGGAGTGGTGG CACATACCT 
GTAATCCCAGCTGCTCTGAAGGCTGAGGCAGGAAAATTGCTTGAACCAGGGAGGCGGAGGTTGCAGTGAGGCGAGATTATGCCACTGCGCTCCA 
GCCTGGGTGACAGAGCAAGACTCCGTCTAAAAAAAAAAAAAAAAGTGATAAAAGCAAGGTCTTGGTGTGTGTCACTGACAGACAACTCCCAGAC 
ACCAAAATGGCTCAGTCTGCATACCCTAAATAAAAATGAAGGCAGTACGTGGCAGGAGGGGAGACAGGACCAAGGTTTGTGGGTTTGCCGCCCA 
CAGGATGGGCTTGCAGATGCCACCCGCAGACAGATGGCTGGGTTCCTCTGGAGCTTTATCCCACCTGCCCCAGCATGTCAGTTTTGCCATCACC 
GGTTTTTACACTGAGATTCAGGGC^CGATGATTTGAAAACAAAAATCCGTAGGGAGACTCCCCTAGGTGTTCCCAGTGCATCAAGGTAGAGCCT 
GCTGCAGGTTGAGTTTCTGGAATAGGTCAGGCTGTGTCTGCTTTGTTTGTTTGTCCGTTTCCTTGCTTTTGTGCTGCATGGGGACCCTCACGCC 
TAATTTTCCTTCTCCGTGTATACATCTGCTTCCTTTAAGCTCCCTACAGTAGAGCAACGCTCCTAGATTCGACAGAGATCACTTGTGTGTCATG 
TAATCTGTGACTAGTAAGCATTAACTATCCAAATGGGAGTTCGTGGACGGTGTCTGAGCCAGGGACTGCACAGAGCTCACGAGTTGCTGTAGGT 

GG AAGATGTGCT C AGG AGCCC CG AGGAAGTGGG CT C ACAGGAATTTTCC AAAATCAAGAGAT C C AGCCTTTAACTAG AAAGCTC CAGGTGGTAT 
CATGAGTGACATTAGATGATGCCTGATACATGGTCTGTGAATGAATGACTGTTCAGGACTGTTTGTTTTTTTGTTTTTGTTTTTTTTTGAGATG 
GAGTCTCGCCCTGTCACCAGGCTGGAATGCAGTGTCGTGATCTCAGCTCACTGCAGCCTCCGCCTCCTGTGTTCAAGCAATCCTCCTGGCTCAG 
C CTCCCAAGTAGCTGGGATTAC AGGCTTGCAC CAC C ACGCCTGG ATAATTTTTGTATTTTT CATAG AGACGGGGTTTCATCACGCTGG C C AGG A 
TGGTCTCGATCTCTTGACCTCGTGATCTGCCTGCCTCGGCCTCCCAAAGTGCTGGGATTACAGGCATGAGCCAGTGTGCTGGGCCCAGGACTGT 
TTTGATGTTAGGCAGTACAGCCTAGTGGTCAGCACGTGGACTTTACTGGCTTCCCCACTGTGTTTCAACTTGGGTGTTGCTGACATTTAGGGCC 
AGTTATTCTTTGCTGTGAGTGGCTTTCCTGTGCATGGTTGAACATTTAACAGCACCCCTGGCCTCTACTCAGGGGCTACTAGCACCCACCCTCC 
TGGTTGTGACAACCAGAAATCTCTGAAGCCATTGCGTCATGTCCCCTGGGGGCAAATCGCCCCTGGTTGAGAACCACTGGCTTGGAGCTATCTG 
TCCTTGAACAAGCTACTTGACCTGTCTAAGCCTGATTTTGCCCTTGTCTGTGGGAAGACAGAGGGACAATGAGGATTGATTACCTGAGACAAGA 
CATAGGTTAGGAGTTGTTACTTTTTGCAGTGACAGCAACACCATGGGGCAGACAATGGGGACTCTGTGAG'TGCATAGCAAACAACAGCAAACAG 

CGGTTCTGTGGTCGTGAAAGGGTTATATGCGGCAGGCCCTGAGATTCCTGTTAGCAATAGGAGAAACGAAATTAAATATGTACTGTAATTTGAA 
GCACTGCTTTTCATGGGAAAAGAAGTTCTCCCAACTCAGCCTTTCCAAGTCTTTTGTCCAAACATTAATGGCATGCAAATATTTATGATTCATA 
TGTGCCCCTTTTAATTCCCAATCGTATTTTAACAGTAAACACTTCATTTTAATAATGAAGCAGAATAATCCCTTTGTCCTGTCGCTGGGTTACA 
CAGGCTGGCACCTGGCAGCATCACATTCTTCCTGAGTGATCATTGCTGCCTCCACCCAAGTTGAAGGGGTTTTGTAGCAGTGCCACGGCAGCTC 
GCCTTGGACTACTTGAGGACTTCCGGATGTTCCGCTGGAAGCCATTCTTAAGGTTGTGTCTCAGCATTTTCATAAACTGCAAGTGAACATCCAT 
GCATATTTTTCTGTTTTGGCCACGTATAAACTCAGCAGTGGTTCATCTGGCTGTCACTTGGAAGGGTTCTTACTACACTATTATCTTGCATTCT 
GGCCAAATCCCTGAACTCTAGATTACACCGAACCCATTGTGTCCTATTTAATATTCCTTTGATTCGTAATGATGACATAGAAAACACACACATC 
T ATT AGCG ATGATTCTGTG AGTC CTAGAAAAGTAG CAT AATGT AATATGAGAAGAGGGC ACACCTGTAGGACTCAGATGTG CCAG CCTCAGTCT 
CCCCATCTGTGTTCAATAGGTTTAAGAGTGCCTTTCATCTATGACTTATATCATCTATGTTAGGATGATAAAAGCGAGATGGTGTGTATGTAAC 
TATACTTAGGAAGAAGAGCTAGGGCCC CT CTTG ATG ATGTTCTTCCTT CTAC AGCGAGAAT C CCTGAGGGAGG AGGGGAG AG AG CAAGCCAGAG 
GCAGCATGGGTCTTGCTGAATTTGAAAAGTTGGGAATGATGCTGTTTTTCAGGGCCCACTCCTCGATGGCAAGGAATTTATATTCCTTGGTCCT 
GCTAAGGGCCTACTAAAATGAGAGTGCATGAGATAACAGCAGGCATTCCATAAGTATTCACAAGTAAAAGCCTATGTAATAATAATATAATTAG 
AAACTTTTATTGGGCATTGACCCTGTGATGGAAATATAGTACCTATTCCTGTTTTATTAGAACTCTCCCTCTGCCCCACCCCCCAAGGTCATTT 
ACTAAGGGCATTTCTTTCATTCATTCATTTATCAGATATACATTGTGCACCTACTGTGTGCCAGGAACTGGGCTAGCATGAGAAATACGACGGT 
CAGCCAAAGAGAACCCACAGCCTTGGGGGCTAGTAAGGAACATGGCAATTAAGTAGGCCATCCCTGTTGTGAGTAGATAACACATGATAGATGG 
GTGTGGCGGGAGCCAAGGCTCAGAGGTACAGAACCTGGTGAAGGTTCAGAGGGTCTCCCTGGACCACTTGTCATTCACTTGAGACCTGCAGGTG 
ACAAGG AGACTAACCCGGTGG AGGC ATG AAG AATCATGTCC C AGC AGAGAAAG C AG AGTG AGGAAGGAG C AC CTGGCCTGTTGGG AGCTGAGAG 
ATGCTCCAGTGGCGGTGGTTGGGGAGTGATGGCGGGGAGCGTTACAGAGAGATAGGGCGGGGATTGCCTTAACATCCACGTTGGGAATTTGGTC 
TGATCCTAATGAAATGGAGAACCACTTATAACTAACTCCAGATACAAATTGTGGAAAGATACTTGGCTTACAGTTTAAAGAATGGAAAGGACAT 
TTGGAGGGTGCGTGGGGAGCTTAGAGACCCATCCAGAGACTGAAAGCTCTCCTTTCTCCTTTCAAGCAGCGCCAGGCATGTGTATATCCAGCTT 
GCAAGGACCCCATTTGGTAGATGGCACTGTACCTAGAAGTCAGCTCCCTCCTCAAGCTTGCCTCAAGCTTCCCTCTCTTCCCTCTCTACCTCCA 
CACTCACCTGCCTTTCTTCCTACCTGCAGTGGCAAGTGCTGCAAGGCTGGTGAGCAGGAGCTGACGCCCCCCAAGCCTTCCTTCCCTGAAGAAT 
GTCCATGCCTCAGGCCTCCCAGCTGCAGCTCTGTGTGGCCTTGGGCTGTGTGTTTGAGGCACCCGGCTAGGGGCAGTATCGGAATCAGGAGGAG 
GCCAGGCCCAGGAGGTCACTTTGGTCACTTGCCCTGTGTGACCCCAGCCCAAACACACAGCCTGATGGATGAGTGAAGACTGGTAAATCTGGTG 
GCTGTCCTTGGGGGAAGCACAGGGCAGCAGGTGTGGCCTTGGTCTCCAGGGGGCTGCGAATTCAGGGTTTTGGGGTGTTTTGGTTAAAACTTGG 
TTCCCCAGCTGAGATCCTAGGGAACTGTGGTATCAAAAGGAAAAGGAAGATTAGAAAGGGAAAATGAAATCTCAGGAAAGGAAATGCAAGATTG 
CATGAGAACATCATGGTGTTTTGTGGGATAGGTGATATTCTGCCAAATAAAGAGGCCCGCCCCTCCACTCCTTTTGCAAACCTGAGCTTTTCCC 
CTGCCTGCAGTTGAGCCCAGCATACCTGTGCCTTGGAAAAAGCAAGCTATGCCTTCCAAGTGAAATTCGACGTTGTAAAGGACTGGCTGTCAAA 
CTGAAAGTTTGCAGAGTGATTCATTGATTTTTAGAGACAGGGTCTTACTCTGTCACCCAGGCTGGAGTGCAGTGGCGTGATCTCGGCTCACTGC 
AACCTCCGCCTCCTGGGTTCAAGTGATTCTTGTGCCTCAGCCTCCCAAGTAGCTGGGACTGCAAATGTGTGCCACCATGCCCAGCTAATTTATT 
TTATTTTATTTTTTATTTTTATTTTATTTTATTTTATTTTTTATATTTTTGGTAGCAATGGGGTTTCACCAAGCTGCCCAGACTGGTCTTGAAC 
TCCTGAGCTCTAGTGATCCTCCCGTCTTGGCGTCCCAAAGTGCTGGGATTACAGGCATGTGCCACCATGCCTGGCCTCATTTATCAAACTTTTC 
TTTATTGCCT CAG AATAG AAG ATACAAAGATGAAT AAAATT CTGTCCCTGT CCTCAAACAACTC ATTTTC AT AG AACAT CTCC AG AGAAAATGC 
TTTGC ATGTCTT CGGTTTTCTCCAAGTAAAAC AGCTATTTTTCAAAC AAT C CATAATTCCAAACAAATG C CATTTC CATGG AAAACTGAGTTCT 
ATATTCTAAGGACCTGATTTTCAGTGTGACTTTTGAGGGTAGTCCTGGTGCCAGTAGCTTAGGCCTCAAGTCTGCATTTTGCATGTGTGATGTG 
AGTGCGATTGGATCAAGCAATCTGCAAATACAGGCACTTTGCACACAAGTATATACAGTACGCCGACATCTTAATTCAATTCAGCATGGAGAAT 
CAGGAAATTATGTGCAAGTTGAAGGATTTGTATCCCGTCCAGAAATCCCCAAATAAATTAATTATACAACTCCACTGTCAAAAATAGTGGCAAA 
TGTTTGGGTAAGGAAATGGAAGAGGAGCATAAGCATGAATTTTGGCTGTTAGGTTGTTCCAGTGGAAAAGTGAGAAATCAAAATTAAAAATACT 
TCATAAAAAATACTCCAAATGCAGAGTACTCCTGGAATCCGAGGGTACGTTAATTTTTATACTTAGTTATCCGCAATTAAAATTAGACCCAAAG 
CCATCTATTGTAAAAGGAGAAATCTCCCTGCAACCTTTCAGGATCTTGTGGGATTTCCTGAATTTGCAAAGAGCAGAACCTGAGCCTTCACTGA 
CTCTCTTGGTTTTTAAAAGCTGCGATGTTTTTCTTTTATTTTTCCTTTCTCACTCTTTGGGCGTTTCAAGACTCTGGGCACAACTGGCTTTCCT 
GCAGACAAACACAAGAGTGAAAAATGTTGCGATTGTGTTTCCTAAGGACTCTGAGCCCCCAGGGCAGACGGCTCCTTTGTGTCTGCAGCCTTCC 
TTTGCGTGACAAAGGGCAAGTTTCACATCCCCTGAAACTGTCCCCAAAAGAAGAAGATGACTCATGCTTACAGACCTACACTAAGGAGAGTGAC 
AGGAACAGAGTCTGCTGCAGAGCCAACTCAGGTAGACCGGGGATACCTGCAAACTAGACCTGAGGAGGCCGAGTCACAACAGGAGTCGGGGCTC 
GCCCGTCAGACACGGGGTGTTATAGGAGGATTCTGCTCTGATGTGGCCTGGATGCACTTTTAAATATGTTCTTCACACCTAGGCAAGAAATGAC 
CCCGAGCTGCATGTCTTTTTGCTTTGTAATCTCCTTGCCACCCTCAGCTCTTTGGGGAGCAGTGTGCACATTTGAAGCAATCCTGAGGTTTAGG 
CACTTCCCAGATGTGGTGAGGAAGTGGAGAGTGCGCTGGGCCATGCGGAACTGCAGGTTCCAGCCGTGGCTTTATTTGACCACAATTGGCTGTC 
AGAGTTCACCAGCCCCAGGGCCGCCAACGTCAAGACTAATCAAGCCTAGACCTGGGGCCTCCCCGCTGACTGGCCCTGGGGAGTGTGTCATGGC 
AGCGAGTGTCC AGG AAGACT CAC CC CTTG AC CTTCTT C CC AACTAAATAAAGC AGTTAGT ATTTTGCC CTGG CATTTGG ATGGACACACTGGCG 
TGGAGGGAGACAACACATGTTGCAGTGAGGAGCACTGGCCTGGCTTGTTTACATAGCATATCAGCCACTCACAGTTGTGCCTTACAAAGGTCGC 
CAGCTGGCGGGGCAGGAGTGAACTTGAACTTGAAGTTCAAGTTGCGTTTAGGCCTGGTAGCAGCCCCATCACCTGCTGAACACACACACACACA 



336 



WO 03/039484 



PCT/US02/36071 



SAGRES DISCOVERY 02-18 



CACACACACACACACACACACACACACACACGCACAAAACCCCTCCTCATGTCAGACGTCAGTGCCTACTTCATCCCCAGCTCCTTCTTACGGG 
ATCTGTCACAGCTCTGGTCTTTGTGGAATCACCTTTATCA.TGTCTTTAATGATCATTCCACTGACATTTACTGAGACCTTTCCCTGTGCTCTGG 
TTGTATATTCAGCATTCCATTTAACCTGCAGAACAATGCTACGAGATGGAATGACTGTTATTAACCCCCTTTTACAGATGACAAAGCTGAGGCC 
C CAG AG AGGTCAAGT AACTTG C CTG AGGT CACACAGCTAG CAAGTGGC AG AGCGAGGTTTTGAACCTAAGTAGGTTGCCTTGAGAGTCCACACT 
GAATGAATCACCACTGTGTTTCCACCTTCATGGGATTTTATATGGAATTCTTCTCTCTCACTGCTTCCAAGCCTACATCAAGACAAACCTCATC 

CTGGCTGGAACTGATGCTGCTGTGGTGGTCAGGGTTCAGTGAGCAGGAGGAAGGACTTGGTGTTTACGCCTTGTTTACCCCTTTCCTTGGCTTC 

GTTCCATGCAGGCCACCCTGTGACGCCGTGGTGGCCCCCTCTGGAACCAAGAGCTGCCGACTTCCAGCAGCACACACAGGATCAGTGCTGGGGC 

CAT CTGTGCACTGACCAAAG CCTCTGCTGGCCTCACCAG ACCAAGGCCAG TG AGTGCTTCAGGGAGCCTTGGAT C CT C CAGGCTGCC AACAGAA 

ACACCGGCCCTCTCGGCAGCAGCCCCATCCTTCCACCCCTGCACTGGGTCCTGAAAAGCCCATTTTGGGGCCGTTGCTATTTAGCCAACCTGCC 

CTCCCTTGCTGTCCTGTGATTTCTCACTATTCCGGCTGCAGCTCGCTGGGAGAAACACTTGAGAGTCTTTTGTGCTCCACACCCATGTACTTAA 

AATACCAGGCCTATAGGTCATTTCAATGAGGGAATTTGGCTCATAACACGTGTGCCCCGAGGCACAGATCCTACTTCTGCAGATGCTGGCCAAG 

AAGGGCTGTGTCCCAGCCGCCATGGGGTGGGGCCACAGAGAGGGCAGGGCCACGTGGAGGGCAGAGCATGTGGCTCCTGTCAGGTGCGCCCGTT 

GCTGACTGCAGCCCAGTATCAAGGCTCTGCTGGGTCTCATTGGAAGAATACAAAGGACGTGTAAGGCAGTTTTCGTGGTGTGGAAAAATGTCAC 

CTAC AC CTGTG AAG AAGT C ATC ACTGTGTCTGT AAG ATAATAAGC AAATGT CCTTGT AC C C AAAGCTGT AAAC AAG AGC C CTTTGTG AGGGAGA 

ACCACATGACTGGCCAAAACGCCCCACCTACTAGTGTGTGCTCGGTGGAAATGTCTTGTGACTGTGCTTAAAATGAAGGGCATGATTGGGAGGC 

CAAGGTGGGCGGATCACAATGTCAGGAGTTCGAGACCAGCATGGCTGACATAGTGAAACCCCATCTCTACTAAAAATACAAAAAATTAGCTGGG 

TGTGGTGGTATGCACATGTAATCCCAGCTACTCGGGAGGCTGAGGCAGGAGAATCGCTTGAACCCGGGAGGCAGAGGTTGCAGTGAGCCGAGAT 

CACGCCATTGCACTCCAGCCCAGGAGACAGTGCAAGACTCCATCTCAAAAAAAAAAAAAAAAAAAAAAGATGGGCATGAAATAATGAGAATTC^ 

GATAATGACCATTCATTTCACAAATTATCACTTTGATTAAGTTTTACTCCTGATTATATAGGTTAGTCTGTGGTTTACCAGACGGGGTGTCATG 

AGTGCTCAACTGCCAGAGGCCCAAACGCAGCTCAGTAAGAAAATGCTTTTGAGCTATAACCCAGGTTGAGTACCATTGGTACATTAGAATCACA 

GAGTCAGATTTTACTTTTTGGGGCAGTGGTAGGTGTGGATAAAGTATCTCCAGTCCAGATTTCTTGTACTGGTGCTATTGGGTTTGCGGGTGGA 

GATTTATGACCTCAGGGATAATAACCGGAAGAACAGTGAGTAGAAAGCTCAGGGATATGAGTTTTGCTGTATATCAAAGCTGTGTGACTTTGGG 

AAAATTACTTAACCTTTCTGGGCCTTAGCTTTGCTACCTATTCATCAAGAACAATAAAATCCATCTTGTTTATTTCATGAGATTGGTGTGAGGA 

CCAAATGAAATAGTATATGGGAAGGTGTTTAAAAAGTTGTAAGTTCTACACGACTTAAAAATGCCAGTATTATGAATGCAACCATTCTTTGTTG 

TCATTTGGGTAGTCGTGGATAGCGTGGTGGTAGGAGAGCCACTATCGGAGCAAGACTGTTCCAGAGGGTAAAACACACGCGTGCCTGTAGAGCA 

GTTGTCACTGGTAGAGCCATGATGGGAGCTCTTACTACATTGCTATTTGTACTGAGTTAAATAGTGTTCTCCAAAAAGTGTATGTCCACCTAGA 

ACCTTAAAATATGGCTTAAGGTCTTTACAGGTGTAATCGAGATAAAGTCATACrGGACTTGGGTGGGCCATAAGTCCAATGACTGATGTCCTTC 

TAAGAAGAGGGAGGGGACACCCAGTAGGAAGACAGTCATGTGAAGATGGAGGCAGAGGCTAGAGTGCTGCAGCTGCAAGTCAGGAAACGCCAAG 

AAATGCTGGCCACCATCCGAAGCGAGAAAGAGGCAAGGATCCTCCCTAGAGCCCTCAGGGGGAGTGTGGCCCTGCTGCCACCTTGATTTGGGAC 

TTCTGACTTC CAGAATTGTG AAAGTCTTAATTTCT ATTGTTGT AAGC C ACCC AGTTTGTG ATAATTT ATT AC AG C AGCCCCAGGAAACAAATAC 

AGTATTTTTATGAAGTCACTGAGGTGCTAGAGTTGTAGGCAACAGAAGAATCACACGTGGACCTGCCCGCCTGCACATGGCTATGGGCATCTCA 

GGCCAGCTGCATTCTTGGAAGATGAAATCAGAGAGTTGAAAGGGACATTGCATGCATCCCATGAACCCCCCTCATTTTGCTGATGAGGAAACTG 

AGATCTGGAGAGGTAAAATCGTTTGTATTGCATCCCCAAACTTGTAACTCTCTTGCTGAAAGAACCACCTCAGTCTCTCTCTCTCTCTCTCTCA 

TACACCCACATGCACCCCTAGACCTACTCAGGACTGGGACAATGGCATTATCTATTGTTGTGTCCTCAAGGGACTTTTTTTTTTTTAATTTTAA 

ATACCCCCTCTCTCCTAAAGCCCCTTCCCACTTGCACCCTTTCCCACCTTTCTGTGAGGGCTACATGGGTATATAGAAAAGGGTCCCCACCTTC 

TGGG AG ACTAGGT CT AC AC AG CCGCAAACTG CATT C AGT ATGACAC CCTAAAT AATCAAAGGTGAAGG ATG ATTTATG AGGCAGCCCAAACAGC 

CATAAAGCAAAATGTAGTCATCAAGGAAGGCTGCCTGGAAAACAAGTGACTGAGTGACTGCCCGTTGCCAGATGCTGAAGGGCAGGAAGACTCG 

GGTGAAGGGTGCAGCAAGGAGCCTTGGATTGGCGAAGTGGCTGGAGGAAGGAAGACGTCAGCATCTCAATGCCATGGCTCATGGGTAGAACTCG 

GAGGGTGCACACTGGGAGTCAGGTATGCGGAGGAGAGGGGGTGAGTGAGAAATTACTTGGGGCAGGGTCTTATTAGTGAGAAGATCCTAAAAGC 

AGGTTCTGGAGTTCAGTCTTGATGATACAGGTGATAACCTTCATGGGTTCTTGACAGAGAGGGAACAGGCTGACCATGAGGCTTGTAGGACAAT 

CTGTTAGTCAGCTCTGGAACATGTGGATGTGGCTGCTCCCCGTCTGTGGCTGTCATTGCTCCTGGATCTGTTCTTGGAAAGCCAGAGACTGCCC 

AGTGAGATGGGCAGTTGCCCCCAGGACCTGCCTCCCTCTGCGGCAGCATCTTCCTCCACATCACATCACATACCCTGCTTGCTGGGCCTGGCCA 

AGGCCTCTTCTACCCAGTCCTCTCCTTCAGCTAGATGCCACGGTAGGAAAGCATCCAGAGTGTCGCCTGATAACATCTGAACGATGTCCTAAAA 

CTGGCAAATCCCCAAAGGCCAACAAGACTCGTCTCTAGGTTCTGGGGACAGGCCAGTTGATGGGAAAGATGGATTTGGAGGCAGAGTCTCCTGG 

CATCCCTGATGCTCTGCTCCATGGAAGTCACTCCCCAGAAGCATCCTCACCTCGTTTATTGGACAGGTCAGCTGAGACTTTAGTTATAAAGGCA 

CAATGGGCAGAGCAGCCTTCATCATCTAATTGTTACTTGCTATTGCTCTTTTTATTATAGACTTTAATACAGATAGAATCCACATCTTTGGGGA 

GTGTTCGGTGGAGATTTCTCACGATTAGGAATCGTGGCTTGCTGTGGCCAAAGATTATATTTTCATTGAGCATTTTTCTGTGGCCTTCCTTTGT 

ATTAAGACACGCATGACATTTGTTTTTCTGTGGCCTTCCTTTGTATTAAGACATGTGTGACAATTGAAAATATTTTCCTTTCATCTGTCTTTGA 

TTTACTTTATGCTACATGATTAAGAGGAGAAACTATGTTGATTAAAGAACTACTGTATTGATGTAGGAAGATTGAACATCAGACTTAATCAAAT 

GTTAGGGTCCTATTATAGACCCGTGAGAAACAGAGAAGAGAAATAAAGCAGACAACATACACACACACACACACACACACACGCACAGACACAC 

CCTGTTGAATACCGTGTGCCAGATAACTGTTTTAACAGGGTTACTCACGGTAAATCATTTAATCTCCCCTAAAACTCTCTAAGGTAGGAAAATT 

TGCATGTAACCATCTTCCTGGTAAGGATACTGAGGAACATAGAGGTGTCTAGTGACTTGCCAAAGGTCAGCTAGCCAGATTTATCTTCTGAATC 

ACTTTACCAACAAGAAATGTTTTTAGATTAGTAAATCTATGCAATGAAGATTTTCTCACCTTTTATAAATATATGTAAAATGTGTAATGGAAAT 

tttgtgcattttttattactagtacttattgaatctcagtctgtcagttacatatacttaagtccatttatgXgtcatcaattttattctgact 

GATCCCATGAGTACCTCTAATAACATCTGGCATTTTCAAATAATATTTAAAATCAGCCAGACTTCGTCTTTTAAAAATATAGACAGAATGATTC 

taatttagcctgttttcaaacttagaaattctatctttcctgatcttcaaaggtacaaagtaagaagagaaagatggatatggtttcttctact 

CTTATTTGCCCTGAATTATAAATAATTGGGAAAGATGGGAGCAGGGAAGTTGGGAACCAGAAGTGGAGAGCTGCCAATCTGACTCTATGGTTTC 

cggaaatcctgacttaacagaaaataaattctaatctttcttgatcttgtattgtttattgatgattacattaaagccatataactatgtgaag 
tgttacacttaggcaactatcataggtgtgtattccagaattgaagcaaagccaaaattccgggagtgttgtcaaaactggtaacttgtgctga 
agggctggacagcataaattaatgattggttattcaacagatatgttcaggccaccaacctcattctgttttgttctctatcgtgtccccacag 

GGAAAAGCTTCACTCTGACCATCACTGTCTTCACAAACCCACCGCAAGTCGCCACCTACCACAGAGCCATCAAAATCACAGTGGATGGGCCCCG 

agaacctcgaagtaagtgcatccacttggggctggtacaccctccaggctggtacaccctccaggctggtatactcagggaccatgtctcagat 

TCCTTGGGTTCAACCTTTCCCCCAGGGGGATGTCAGGCCCCCGTAAAGCCAAAAAGTTGCATTGTCAATACTCTCGCTACTCAAAGCTTGTTTC 

tgtgcactgagctctttttgaagcatccttttagagggcaaaaggaaattaggctgactgaatcatatgttagaaccattcagggcagcatgaa 

ACTAAGGACTGCTTCCTCAATATACAGTAAAGTTCAACAGGATCAGAAACAAATAGTAAATGGAAGATTGGCCAGGCACAGAGGCAGCCCAAAG 
AGGTCTGAGGGTCAGAGTGGACCACAAGGGAGTAATTACCGTCTATGCTGGCCTTTTATTAATTCATGAGGGCCAGAGATGAAAACTATGAAAA 
TGACCCTTTTCTTTCTATGGCACAGATCAAAATCTTATTACAGGCATTTTTAAGATAGAGAGTGGGAGGGTAGAAGAATGTCTGGGGAAAACCA 
GTAAATATAGAAAGATAGTACCAAAAAATAACTCCTGTGAGGGAAGCTTTTAAAAAAATGAGTGAGGTTGTTTAGTCTGCAGAAAAGATGTCTT 
CACAGTGACTTAATGACTATCTTTGAGTAAACACCAGAGTAACGCTCTTTTCCAGAACCACACCCTTCCCCAGGATCTGAGGCTGGGTTACAGT 
TCCAGGTCTGTGGAACTGCCCAGCACCCCCGCCCAGCATCCAGATGTCTCCAAACCGTATCAGGTCCCTGGTGGAAAATTAATATACTCTCTTC 
TTGGAGTGAGGGATATTGAAAAACAGGGCTTCCTACTGTCCCCAAAAGCCAAGATGCAGGGAGGTCAGGTTGTAAAATGAAGTGGTTAAGAATT 
TGGGCTTTATGGGCAAGCCAGTGGAATTCTTAAGCCTTCAGTGAGCTACAGAGCCTTGCTGAACCTCACTTTCCTCTTCTGTAAAATGGGGATA 
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* ATAATGAGAGCTTCTTTATAAGATCAAGCCAAATGATGCTGTGTGCCTGATGCAGAGAATGAAGGCAGGAAATGTTAGTGATCCCCAGTAGGGC 
ATCCCTGCTTTCATCCCTGGCTACTGCTCCAGTCCCCTCTAGATGACCTTCCCTGCATGGTGGTTTCTAGGTGGGGTTTTAAGGTAGTTCTCTG 
CAGGCTATCCTGTGATCACGGCAGCTTTTATGGCAGCCTTCCCTGTGGTCCTGGCCACAACCTCATGGCATCTGGGTCACCTTCTGGAACCATT 
CCCCAAGCTGCATCAACTTTCCCAAAGTCCTTGAGTGGATGGAGCTCTGCAAATAATCACCATGCCCACCAGGGGCAGGCCACCAGGATATGGT 
GTTCCTCGTCTGCTTTTTCCCTTCCTTCCATTTGCTGTGCTCGGTGACTCCCTCCAGATCTGACTGCATTTTTCCCCAGAGGGCCCTCTCAGCT 
TTTTCTGATCGAGACTTTCTGGCCATGCCTAGACTTGGGAGACTGTGGGACTTGATAACAGACCCTGATTCTTCTTTATGAGTGAAAAGCAGGC 
CATAGACACAGACAGGACCACACAGGTCTAAGGAATGACTGTGAGCTCTTCTTAGGTTTCCAGAGTAGGAATGTCAACCTGGACATTCCTAGGT 
TAATGTAACCCTGCATTAAACAGAACATAAACACCAAAGCAAGTTTGTTCTCCACAGAGGACCAAAGAGGAAGCAGGCTTGAATTATGGCAAGG 
GGCCTGGCTGGGAGGGAGGCAGTTGTTAGGTATAAGAAAATCGACTTTGAGGGTGACTAAACTTAGAGAAATGCTCCTTCAGGAGGCTGTAGAA 
CCACTGTATTTAGAACTAGAAGCAACAGCCGTCTGTGGGACAGTTGAAATGCCGACCAGCCTGAAGAAGCCGAAGCCAGGTGACCCTGGGTATA 
CCCTCTACTTCTCTTATTTCCTCATGCATAAAGAAGGCTGGGTTTTGCCTCACTGCCAGCATTTCCTGTAACATTCAAAGAAATAACAAAGTTA 
TTGAGCTTCAGAAAACAAATGGTGGCGACTCTGACTTTTAAGAATTGGCAGTCAGAGGGGAAAAAAGATGTCTATGCGATTGTAACGGTCTGGC 
TGTATATACAGTTTACTCTGCCCCTGCTGTTTTACAACTTAAGAAAACAGTTGTTATATGGAGAAGCACCCTCTGAGCAGACAGAAGGGATTTG 
CGCCAAAGAAGCATCCATTTTTACACAGTCTTCCCTGCCAAATGGAATTTGGGGCCTGGGGAAAAACTAAATGCGTGGAATAAGTATAAGTATG 
ATATATAGAGGTGCAATAGCCCCAGGTAGAAAGTCTCACATTTTACAAGGGACTTCTAGAAAAAAGCCAAGTGCATGCAGACTCCCAGGTTGAC 
TTGGGTAATGCTGACTTTTGTATTTGCCCTGTGAAGCAAGAGGGGCCATCACTGCTAATTTTAGTATGCTGGTTTCTTATGGTTTGAACGTCTT 
CATTCAGGGTGGGAACTTTCTATAGTAAGCTTTGCTCACAGTTGCTTTCCAGTGTAACATAAAGAGAGGACACTGCATGTAAATCAGGATGCCC 
AGATGTTGCCAGATCTCTGGATGAATAAGACCTCCCGAGTCCCCTCCATGATTATGGTGCAATGAATTCTGGGAAATCCTGGCAAAATGGCCCT 
GGCATTGCCAAGGTCAAATTGAATCATTTTGGAAAATTCTCTAGTTTCATAAAATCAAAGACAATGAGAGCTAGGAGGGGCCTGAGAAGAGCCT 
TTAGGATCATCACCCCATAGGTAAGGGAAAATAGCCCCAGAAAAATGAAACGGTTTGCCTAGCTTTAAAAGAGATAGTTGATGATGAAGCGTTA 
ACAGAATGAGGAGTTCCTGATGTCTACTTCTGTGCTGTCCTTCATTTATCTACCTGTCCATTCATCTGTTCATCTCTCTATCCATACCATACTG 
TCTGTACATCATCTATTTCTTTCTTATAGACTCTTTGACCTGGCCTCGGTATCCTCACATTTAAAATGAGGAGTTGGCTTATATGATTGGCTGG 
CATATTTGGCTCATCTCGAAGACTGTCTATTATAGAAGGGCAAATGGTAGTGCCTCATTGCAGGTGTGGAGCCTTTGACTTGAGGTATGCGTGC 
AAGCTTAACTAAATAAAGCAGTTATCTGGCATTTGGAGGGAGAAACTGCCATTCAACCTGCCATTCCGCTGACTAAGTTAAGGACTGAGAATGA 
GAAGCTGTGCCACAGCTCGTCTGTTTTTCATGCCGACGGGTAAAGTTGATGCATCCCTCCCCTCTTCCAGGGTTTTCAGTGGTGAAGCTGTAGC 
CAAAAGTATACGCCAAAGGGAATTTAAAGTGTTTTTCGTTTCAGATGGTTTCTTGCTCTTTTACAGTAATGGACCTGCCGCTTAGAAAATCAAA 
ACTTGTTTTTCTCATATTCCATAGGATTTTAAGAAATATCTTAGAGTAATATAGAAATTATTAATTGTTGAAAAATTAACTTTATCATGGAGCA 

CTTGTTGATATACTGAGAGTGTCTCCTCCTTAAGCACAAAAGATAGAGCGAAAGGATTTTTCAAGAAAAGGATATTTGAGAGTTTTTTGTTTGT 
TTGTTTGTTTGTTTTTGAGACAGAGTCTCACTCTGTTGCCCAGGGTGGGGTGCAGTGGCACAATCTCGGCTCACTGCAACCTCTGCCCCACTCC 
CAGGTTCAAGCGATTCTCCCGCCTCAGCCTCTGGAGGAGCTGGGACTACAGATGGCCACAACCACTCCCAGCTAATTTTTGTATTTTTAGTAGA 
GACGGGGTTTCACCATGTTGGCCAGCCTGGTCTCGAACTCCTGACCTCAAGTGATCTGCCCACCTTGGCTTCCCAAAGTGCTGGGATTGCAGGC 

TGTAATTTAGGTGTCTCTATGCTAATATTGAGATCCCAAAGCATCTTCTCTACAGAGATTTCATTAAATAATTTCAATGCAGGAATTGGTTCAA 
TG CCATGG AGG AAG ATATTTTGC CAAGGAGAGGTTG AGG AGAGTGAGCAGTGGGGACCCTAACTG ACCCGTCTTGGGGGG CTGGTCCTGGTGGT 
ATGGATTGGGCAGCCTTTACCTGTCTGGTCAGGTGTTTGTTACGTCTGGAACATTGAGAAACTAAATTAAAAATCAAAAAGGTTAATTAACGTA 
TTGGCCATTTCTGAGATAACTTCTGTCTGTCCCCAGGTTAAAGGAGTCTTTCACGTGACTGTGTTCTGCTTGAGCTCTTGATTTTTTTGTTTGT 
TTGTTTAATTAAATATAGTTATTTCTATTTTAAAAGTGAAAGAGCTGGCTGTAATTTTGGAAAGGTGTAACCCAGCAGATGCCGGGAAGTACAA 
ACCTGGAGGGAAGGACAGGCCTCTGCAGCTGCCCCCCTCCTCACAGGCAAGGATGACCATGTCTAGAGCTCACGGGATTGCTTTTGGGTGGAGG 
CAGCGTTGCCTCTGCTCTCTGGGCAGCCCGTCCTTGAGGACCAGGCTGTTAACGTAGAGTCTTGTGATGTGGTCTGTTTAAGGGTGGGGCTTCT 
AGCATCCATACATCAGGTGACATCTGGGATACTGGCTTAGAGGGCAGCTAGGGAGTAAGGTAAAATGTGCAGCTTTCTTTTTTCTTTTTTTTTT 

AGCGAGTCTCCTGCCTCAGCCTCCTGAGTAGTTGGGATTATAGGCATCCACCACCATGCCCGGCTAATTTTTTAATTTTTTTCATAGAGATGGT 
AAGGTGGAGCCATTACTTACAAACTGTAGAGTGCTTCCTGAGGCACTAGCTTTCTTTCTGTCTGATTTTTGTTTTTAGAGGGAGTTATAGTTAA 
AATAGGTTGATCAAAGGGCCTAATCTTCACTCAGCTACTTTTTAAAGTACTTGGTTGAGATCATGTCATATGAGTATAATTCTTCTATGACTTT 
GAGTGTGTATAGCAAACCTATTATATATGTGAACATGAGAAATAGGATCTTTATATATGGAGAATGTGCTTCAAGTGAAGAAGAGAAATGCATG 
AAAAGTACCTATGGGCCAGGCGCAGTGGCTCCCGCCTGTAATCCCAGCACTTTGGGAGGCCAATGCGGGCGGCTCACTTGAGGTCAGGAGTTGG 
AGACCAGCCTGGCCAACACAGGAAAACCCCATCTCTACCAGAAAATACAAAAATCGGCCTGGTGTGGTGGTACAGGCCTGTAGTCCCAGCTCCT 
CAGGAGGCTGAGGCAGGAGAATCGGTTGAACCCAGGAGGCGGAAGTTGCAGTGAGCCGAGATGGTGCCACTGTACTCCAGCCTGGGTGACAGAG 
TGAGACCTTGTCTCAAAAAAAAAAAAAAATGAAGGAAGGAAGGGAAGGAAGGGAAGGAACCAACCTGTAAACTGGTGGTGATAATGGAGCTAAA 
AATAATTGCTCTTAGGATTGAGTAACACCTAGTTCACATTGTTATTTTCTCTTAATCATAAAAATACTCGATAATAGCAATAGCTAACATTAAA 
TAGTGTTATTX'GCCCAACACTGTTCACAGTGCTTCACGCATATTAATTTATATAATCTTCAAAAGAACAGGCAGGGAAATTGAAGAAAAAATAA 
ATCGTATACCTTGCCCAAAGTCAGGCAACTAGTAAGCCAGCATGTAAAGTAAGGCGTCCAGATGCTGGCACGCACCGATGCCAGGGTCTGTTTT 
TAAGAACTGCACTGGCCGCTTTTTGAGCTTCATGGTAATGTAATTCCTGTATTTTTTATTGGGAGAGTTTATCAGTAAAGTTCTGGGTCACATA 
CAGTTTTCTTCAAGAAAGCAGAGCCCTGTTGCTTTGGCATTCATCATTTTTTTTGTACTGACAGGAGGGAATCAGTGTTTTCCCCGGCAGGGCT 
GCAGGAAGTAGCCTCCCCTCGCACACCTCCCCAGAGTTCATAATACACAGCCATGGCCATGCTGGTCACAGGTGCCAGCAGTTGGTTCTGCTTC 
TGTCACCAGGGTCCACTTGGGGACCTGGCATGAAGGGGGACCTGACCCCGGGGTGTTGTACAACATAGACCTCTTCTTCCGGTGTTGGCCTTCA 
CGAAAGATGGGTAAAGTGGAGTGACCTGCAGAGTAGTGGTCCAAGTCTGGGTCCCCCTTTAACAAAGGGTTTCGTGGAGGGCGCGTGTGCACAG 
CACGTAGCCGCCGGGGGGATGAAAAGATGTGTCACTCTTTGCTCTTGAATGATTATGAAAATGTCAGATGGTTTTATGGATCTGTGATCTCAGG 
ATTGTAATTACCAATGCACAATCGCATTGCTCACTGGGAATTGCTTCAAGCGTATTTTCCAGGTAGTGAATGATGAGCTACTTAATTCCTCTTC 
CCTTGAATTCATCAGATTTGGACTTGGACTTTAGTTCTTTCTAGATGCAATCCTGATCCACACAGGAATTAGAAAGTAATTCTTCCTCCCCTCC 
CACCTAAAGCAGGAGCAAGGCAGAGGCTCAAAGAGGAGGAAAATGCTGTCGTGACTCACATCCCCTCCTCCCCACTTTGAAAGGCATTTCAGGC 
CAAGCTGAAAGTTCTGGGGGAACTTCCCCCTGGTACTTTTAATTCCTTCTGTGTTAAGCTCCTCAACTACCTGATGACTTGGCAAAGGCAGTTT 
TTAAAGCATTAATAATAATCGTGC CTAAATGTTTC CAGCG AATTTTAGAATGT CTTT CTGTTGAATATTTTTAGT AGTAT CAAAC CAGTC C AAG 
AAGAAGAATTTTACATGCATACAGACTTCCTTGACCCTAGAGTGGAGGTTAAGGTCTGAAAGGGCCCCTGGGGTGAATGGGAACCTAAGAGGAC 
CGTGAAGGGAATGGGCTTCTGTCCCAGAAGCGGCAGTAACCCACCTGGTGCAGCTCTGAGTGAGCTGGCGTGGCCTGTGTATTCTTGGTAACTT 
TTCCTGTCTTATACAGAAACCACTGAGGTTTTTTGTGTGTGGTTGTTGTTTTGTTTTGTTTTGTTTTGTTTTGTTTTTTGAGACAGAGTCTTGC 
TCTTTCGCCCAGGCTGGAGTGCAGTGGCGCCATCTCAGCTCACTGCAACCTCCACCTCCTGGGTTCAAGCAATTTTCCTGCCTCAGCCTCCCGA 

CATCTCCTGACCTCAGCTGATCCACCCGCCTTGGCCTCCCAAAGTGCTGGGATTAAAGGCATGAGCGACTGTGCTTGGCCACCACTGAGATTTT 
CTAAGATGGCATTTGTATTGCTATAGAAAGAAAACAAAATAAGAGTTCCTTCCAGGTAATGTGAAAACCCAAAGAGATGATCTAGGCACCTTCT 
CAATCCAATGTGGGAGCAGAGAAGAGGGAAGAAACTTACACCATTACATTGAATTTCTCTTTCGGTCTGGACCCTCGCAAAAGCATATCACTAA 
TTTG AATGC C AC ACCAGTG AGGTCAGGATCTAAACTAATATATTG CAGTCCTTGTTAGAATTCATTG TATG ACATGCCATAAGAAAAAAAAAAC 
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CCTGTCTGC^TTTAGGCTTCTGTTTCTTAAGCTTCAAACATGTAAAAAGTTTTCTGGATCCTGAATTTAGGGACCTGGGTTTTCAGACTGGTGC 
CACCAGGCCAGTGGGTGTGAACTTGAGCAATTATCTTAAATACTTTCGTCTTCATTTTCCTCTCCTGTTGAACCAGGCAATGGGACGAGATAAT 
CTCTAAATTAGTTCTCATGCAAAAAGGGTAACAAAATATGGTCAGCAAAATAAAGCCGTAAGTTCGTTCCCGTAAACTGGCCCCTTAGAGGCCG 
AGGCCTCCAGGCCTTCCCTGGGCAGTGCCATCCTAAATCACATCAGGCAAATCCACATGCACTCAGGTGGTACATGAGATAGACGTCGTTTTTT 
TGCTGTAAAGTTTTTAAAGGGCTTTCTAATTTGTTCTGAAATTCTCTGGCTGTAAGTGGCTGGCCTGCCTTCTCTGCCACCAAGATGTAATCAA 
. GACTAGGGGTTGAGGTCTCCATTTTGGCACTTGCTAACACTATGAGAGCCGATTCCTGGGGGAGCAGCTGGTCTGACTGAGCCTCTCCAAAACG 
GGGAC AGTTGGT AGTAC CAC CGT CAC ATC ACTGGAAGG CTGAATGC AGCAG CCTCTGTGGCTTAG AAC CATG CCTGGC ACACAAT AC ATACTCA 
AAAGAGGACAGGTATAATTCAGATTTAGTCTTGAAATCCTTCTGGAAATGAGAAAAGTTTAACCAAAAAAGATCTGTGGCTCCTAAATTTAAAA 

GAGACCCAGTAAAATTTCTTTTCTAGTATAGCATGGGCCCTGGAAACACTCTGGGCACTGTTCCTAAGTCACTAACGGGTGAAATGGCCTTGCC 
CCCAAATGTTGCACTTTGTGAAAAAGTCAGAAAGAAAAGTCAGGTGTGGGTGACATCAAAGATGAGTGCTTAAGATCTAACACATGGGTCCTGT 
TCAGTAGAGGCATGACACAGCTGCAGAAGTCTCCACACTGTCCTAGAAACGTGACGTGTAATGTAGCAGGTGTCTTGGGGTCGGAATTCTTGTA 
CTAGGCAAATGCAGTGTGTCTCCCAAGCGTGCCTGGGATCTCTCCCCGCAGCCAAGCTTTGCAAGCACATAAACATGGCCGGCCACCCACTGAG 
TTTCCTAAATCAGTGACCAGCAGTGGAGACCCTTCCATGTGTGCAAGGCAGCTCCGCCTGCTGCCTGTGTGCTTTGGGGGTCTGATGGGGCAGC 
CCCAGTCTGAGATGGTCAGGCCTTGTCATTGGGTGCACGTCTCCCATGGGGATGGATGGACCCACAGCTTTCAGATGGATTGCGGTTGGCAGTC 
ACAGCATCCCAGCACATTAAAATACATCAACTCCTGTGCTTTCAGGTAGATTTAGAATTTTTCTCATACCCTAGCCACTTTCCATTTTTCATTT 
TGAAAAATTTCTCCTTGAGTTTTCTCAAAGGCTTCAGTTTTTTTTGTTGTTGTTGTTTTTTCCTGTAAGCCATGTAACTAGGAAAGGCATTAGT 
AAG AATTTG ATAC ACTGGGTCTC ATGG AACT C CACT ACT AC CACC AAAATAATAATAGTAATAATAATAATAATAATTC C AGTTT AGCTTAAAT 
AAGTAAAAGCTACCCCCTTACACCATATCTGCATTTAAATTCATTTGAGCTGATAGGCAATTTCTGTGTTCTCGTGTTCATCGCATATTCTTTT 
CCTTTAAAGGCAACTTTTAGAGAAGGTTTGCTTTTTTTTGCTATCAAAGTATTAATTATGAAAAGTTGGCAATACAGAAAGGGTAAATTAGGTA 
TAATCTATTACCGTACATTATGGCTATATTATCAGACATATCACAAGCCAGTGACATTTAGTTGGATGTGAAATTCCTTTTTTATAGTATGATT 
GACACATGGTATATTTTCATCAACTTCTATGTGTAAATTATGCCGTGTCACTGGTAAAATTTGCTGTCATGAATAGCCAAATATTCTGGATTCA 
CATTCATAGGTGAAAGCCAAGCTAATATATATATATATAATATATATTATATATATACTATATATTATAATATATAGTATATATATAATATATA 
TACTATATAATATATTATATATAGTATAATATATTATATATACTATGTATATAGTATATATAATATATTATATATACTATATATAATATATATA 
GTATATATAATATATATATAATATATATTATATATTTTATATATAATATATATTATATATATATTATATATATATATATGTACCCAAAGCAAAG 
TTCTTTTCTGTTTGCCTTTTCAAAAAGTAACACAATGGAATCAATCTGCCAACTCTCAAGACCCCTAGAAAGTTATTTAAAGGCAGTACATTGG 
TTTGGTACTTTCATGATATACATATACTTAGTTTCCATTAAAGCAATTATTGACAAAAACCCAGACTGCTATTGAAATCTTTCAGTGTACTTCC 
ATATACTGAAATGTCGAACATTTGATACTTGTTTGATTTTGTATTTGTTTTTGTTCACCATGGCTTAAAAGTCATATTCTGATTATTTAAAATA 
AAGAGTAAACATTTGAAATAAGTTCCTAGATACTACATAGATTTATGGCCCTTTGAATATTTTCCTGGTACCACCTTATTTTCACTTACCTTTG 
AAGTGGTTGTATGATATTTCCAGTTCATTCATTTGAAAGAGCTAGGAGAAATATGCGGAGCCACGTCCCACGCGCCTCTCGGACACTACTCGCC 
AGGCATAGCCCAGTGTTTCAAAAGTGAACCAGGGGGCTGGGCGCGGTAGCTCACGCCTGTAATCCCAGCACTTTGGAAGGCCGAGGTGGGCCGA 
TTACCTGAGGTCAGGAGTTCGAGACCAGCCTGGCCAACATGGTGAAACCCCGTCTCTACTAAAAATACAAAAATTAGCCGGGCATGGTGGCAGG 
CGCCTATAATCCCAGCTACTCGGGATGCTGAGGCAGGAGAATCACTTGAACTCGAGAGGCAGAGGTTGCTGTGAGCCGAGATTGCTCCACTGCA 
CTCCAGCGTGGGTGACAGAGTGAGACTCTGTCTCAAAAAATAAAGTGAACCAGGGTGCTCAGGTAGCCTCGGTGAGCGAGAAAGGAGTTTGGAG 
CTTCAAGTCTAAAACTGCGTTTCACAGTTTTCCCATCTGTAGAATGGACTGCATGATACCTCTCTTGCTAGGGGATGTGAGGATTAAAAGAGAT 
AGCCTGAAAGGCGAGCTGGAGCAGTGGCTGATGGCGAAGCTCCAGAGCTGGCTTCCTGATTCAGCCTGGCCTGCCCTTCGGGATCAGATTAACC 
TCC CC AC CCTC AG CCTC CTTGGGTATAAAAC C AGGAGTATGATATCCCTCTGTTGGGGATTATTGTGCGGATTGAATAAAATAATTCATGTTAG 
GGCATAGCACCGTGCTGGGCACAGAAGTGTTCCTTAAATATTAGCTGCTATTATTAAAGCACATGCTCTAGACGGGTAGGCCCCTTGACCATGT 
CCCAAAGACCTTATGAGAGGAAACAAATGGAATTCTGTTCAAGTGGGGGCCAAATATTTACCATTGCCAAGTACTTAAAAAAAAAGAAGAAAAA 
AAAAAGCTTGGCAGATTTGGCCCTCACAATACAGTACAATAAGGGCTTTTTCTCTTTTCCTTCCATACTACCTATTATTAATTCCAATTACTGC 
ATCACTGAACTGGCTTCAACAAATGTATTCCTCATTGAAACATAACCCTGTCAACCATGTTGCCCTACTTCCTTGAGGGAGAGGTGATCTTTTT 
CCAATTAAAGGTTTTATCAAAATGCAGTTCTGCTTCTTAACATGAAGCACCTATGCTGTTGTGTGACCTGCAAAGCTCTGAGCATCTAGAAGCT 
TCCCCTGGGTCATCTATAAGATGGGAATAATACTATGAGTTCTGCCTACTGCACAGGGTTCTTGAGGACACATTGAGATAATATATATCAATGT 
GCTTTTTAAGTAGTCTGTCAATTAGATAATATAAATATAATTAGATAATTAAAAAATAGAAAATCTATTATTGTTTTGCATGTACTATATTAAA 
AT CTTAGGGATTTT AAAT AAAATTAATTG ATTT ATTG AAAGTAG ATATTATCTCGTCGTGT CTTT C AGGATTGGTG AGAAG AAATTAAAG AGAA 
AAAATTTAAACATTTAAATCAGACCCCACTGTGAATCCATACTTTTAGAAATTTTACCTTTTTCCATTCACATATCTTAATGTTTTCTCTACCT 
ACAACTAGATACCCTTTTTAAATGTTGGAAACAAAAGAAGTAACCTTGGCAAATAGTTGAGAACTGAGTTTTATATGAATATACTTTTCTCTTG 
CAAGACCAAATACAGTTTTTCTTCTAAAACTCTGTTATTCCATTTTCTTTCAATGAAATGCTCACAGAACCAGAAGGCTTGGGAAGAGGCTCAG 
AGCACCTAAGAGTTGCTGAGTCCGTATTCCTTTTTTCCCCTGTGGCTTTTTATATATGCTGCTCGCCTGAGATTTCTGGATTTGATTTCAGGGA 
GGTGAAATGTTACACCCCTGAGTCTCAGTGCCAGTTTCCCAGGACGAGTCAAAAACTGCAGCTGCTTGGAGGTGAGAATCTTCCAAGGCTCCAG 
AGGCCAGCTCGCTGTCCTGTTCATTTGCTGACATGCTGCCGGGAGCAGCTTCAGAGAAACCCGTTCTATTCTTCGGGTGATTCAGCCAGTCTCA 
AAATAAATAGGTAGCTGAGTGCAGGGAGAAAGAACTGGAAACCACTGAAATTTGAGTCTTGAGGGCTGGTCTGTTCTCGGGAGCTGCTCTGTTG 
AACTCTAAAAGGAATCTTGAGCCCTGGGCGAGGGAGTGGCCTGACCTGGTGGAAAGACTGCGGGCCTGCCCGTGGAGTCTATGTCTGGCCCTGC 
TAGCTCAGTCAATCTCAGCAGCTCATGTCTCCTCTTAGACCCTCAGATTCCTCATCTACAGAAGGAGAAAGAAGAGGAGATTGAATGATTTTTA 
AGGTCTTTATCAGCTTCTAAAAGTTTGATTTGATGGTTGTAGGAGCAATTGTTCTTTCAAAGCACCATCTTCTAACCTCAGGAAGGAAAGCCCA 
GGGGCCCCTGGGATGTCCTGCCAAACTGGGAAGACAAAGATTGTGACTGAGAAGGTGGGGGCAGGGCAGGAGAAGGGGGAAGAAGGGAGAATGG 
ATCAACCCCAGGCCGGGGAAAGAGATGAATGAAGGTCCACGCCAGAGTGACATGCTCTAAGTAGGGGAAATCTTCCTAACTAGAGTTCCCATGA 
CTTTGGCAACATTTGAAAAAAAAAAAAAAAAAAAAAGACATCCTTAAACCCACAAAGTACTCAATTGTCCAAGCCCCATTATGGCCAACTTCCC 
AAAGCTGGCTGGTCAGAGACCTTGGTGTTAATTCCTCAGCCAACTAAAAAAAGATGGTGTAAGTTCTGTTGACTTAATTGTTGGAGTGTTTCTG 
AGTGGGGCCGCCTCCCTCCTCTGCCTCCTCACAGTATTATGGGCTATTCTGCATTACCTGCCCTACCTATCTTCATAATCTAGCCGCAAACAGC 
TTTGGTTGACCACACCACTTCCCTATTGAAAGTTAATACTGTTTGACTCATTCTGTGTTACTAACCTGAAGCCAAAGAAAACAAGGCAGAGAAT 
AACTGGCTTGTGTGGAGTTTGGAAAGCTCTTGGAGGCCCTGCTTTCAAAATCCTATACAGTAGCTTTACTATATCTCTCCGCTGCAGCTGCTGA 
GAAAATGAAGGAAGCAGAAGTGGTTAAAAAAAAAAGTTGGGGGTGGGGAAGAGACTGGGAAGGGAGTGGGGCGGGGTCCCCCTCCGGCTGGGAA 
AAGACAGGGTAATCTGCGGCAGTTTATGAGGGCTGTCTGCCTGAGCTGAGGTCTTGCTTTCACACACCAGAGTGTTCACACAGAAGAGGGACTG 
TTGAAGGAGTTAAAAGGAGAGGAAAGTTCAAAACAGTTGTTGAAAAGGCAGCTCTCCTATTGCCTGCGTAACACAGAGGAGCTGGGAGGCTGGT 
CTCACCAGGCCAGGCAGCCATAGGCAGAGACTCAAGGTAGACAGGCCAGGGGGAAGTTGTGTACCTTTCGAATCGGGAAAGGATTGAGGAGGGG 
GAATGTTGCCGGACAGAAGGCTGTCCTGGGCGTCCATCCTTGCCCTCCATCCCTGTCTCCATCCCTGGCAAGGATGGAACCTTCCCTTCCTTCA 
TTTCCTAACTGGCTCAAATGTGGTCACCAAGGTGAATAGGAGGCACTAGTGTCTTGGAATAAACAGAACTTTCCCTCCCAATGTTACCTGGCAG 
ACAGTGGGACCAGCATCTTCATCACCATGCTGTGCTCTGTGGGAGTCTAGGCAAACAGCCACTTGCCCATTCAGGTAACTTTAGAAGAGGTCTC 
CCTCCTCACAGATGCCCTTCTCAGCAGGTGGCTGCTTCTGGCACGTGGACAACAGTGCATAGAAGTGAGCCTGATGCCTGAATGAGGCTGTCAT 
GACACAAACAACCGGAAGCCTTATTTGTGAGGGAGGGTCAACGTTCTGTTCAAAACAACTTGCTGCGGTTGGCTTTTGTACTAGTGAGTACTCA 
GGAGCTGTGAGTGGCCAGGGTACCCTGTCCTTCTGTACCAGCCAGGACCTGCTCAGCCATCTGTCCAAGGGCTTTGCAAGGCCAGCCTAGAACC 
TCAGTTGGCGTCTGTGACAGGAGAGAGCGTCAGAGTCAGATGCTGTTCCCCTGCTGTTGGGAAAGTCCCCGAGGCCCAGGGGGCAGGGCTTTTA 
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G AAATAGGAGGG AATTTCCTTC CCTCTTTTTAG AAGTACAGAGG AGGAG AGATC AT CCTC C ACACTGCTGGATGAG CATTCCAG AATAAATCTA 
GTCCAGGAAAGGGGCTCACTCATTCATTCATTCACTCACTCACTCATTCATTTATTTGTCCAGCATTTATGGAGGCATCACCCAACCTTGGAAG 
GGCCCTGCCTTTACCTCGGTCCTGTCCAAACATGCTCAGTGTCTCTGCCCATTATGTATGAGATCTGCTGCTGCGGGAGGGGAACTGAGATTCC 
' TGCAGGGAGGTTAGGAGGCCAGTGTGGAGAGCCTCAGTGCTGGTAACATGCTCACGCAAGCAGTGTGTGTGCGCCTCCTGGATCTTCTTCTCCT 
GGCCCCCAGGTCTTGCCTGTCTACCCCAGGACTAGCCCTGCTGATGCCTGAACTCCAAAGCCATGTCAGAAGCTCCAGGCAGCGTTCTGTGAGT 
CAGTGCTCATATCTCCATAGTGCGCCACCCGCCACCAATACTTTCTTTCTCTTCTGCAAGTCGCCTTCTCTTTAGAGTCTGTCCCTGGGCAGGA 
GCTACTCTGATCAACAAATCCATGTCACTGGTGGTTACCACTCTCTGGTTACTTTTCAGTTACGCTGTAACTGGGGGTTTCCTTGAGATAAGAC 
CTTAACCTAGGGAGGGTTGCTAATATTTGGGATTATAGGCTGGTAGAAGAAGAAAAACCTTGAATTTGGGAGCTGTCTGCACCCTTCTTAAGAA 
ACTGCCTCCACTTCCCCCACAGAGGGCTACCTCTGGTCAAGAGCAAAAGCCAGCAGGTGGCTTCTCTGCCCTGAGCTCAAGTTACCTCCTTAGT 
CACCAGACAGAAATGGACAGTGAGCCCTGGCGACCGGGGATGGCAGATTTAGATTTTGAGTGCTCTGCTTTXAGGAGAGGCCCGAGTCTCATGT 

TGGTGCAGGGGGGCTGGGGAGGGGCAGGCCTGTGTGCGTCTCTGGCTTGAAGTTGTATTGGTTGTTGATCTTGCCTTGGCGTTGGCCAGCCTTT 
CCTGTCCATTGACTGTTGCTTGCTACACTTGTCTTGGCCCATGTCCTGAGGGCGATCACAGAACGGTGTGTGTGTGTGAGTGGATGTATGGATG 
TGTGATGGATGTATATGTATGTATGTGTATATGTGTGTATGTCAGTATGTGTGTATGTTTGTATATATGTGTCCCCATGTCTGTATATCTGCCT 
GTGTGTATATGCATGTGTGTCCCTGTGTGATATATGTATATGTGTGTGTGCGTCTGTATATATGTGTCTGTCCTGGTTTGTGTCTGTATGTGTA 
TGTGTGTCTGTGCATGTCTTAATATATGTGTCTGTGTGACGTATGTACATGTGTCTGTGTGTATTTATATGTGTGTATCCCCATGTGTGTTTTA 
TATCTGTGTGTGTGTCCAGGTGTCTGTGTATGTGTGTGTCTGTATGTGTTTACATGCATGCCTGTGTTTGTGTGTATATGTCCATGTGTGTCTG 
TATGTGTGTTTATACATGTGTGTCCATGTGTATCTATATTTTGTTTTGTTTTGTTTTTTGAGACAGAGTCTCGCTCTGTCGCTCAGGCTGGAGT 
GCACTGGCATGATCTTGGCTCATTGCAACTTCTGCCTCCTGGGTTGTAGCAATTCTTCTGCCTCAGCCACTTACTTGTAACTGGGACTACAGGC 
ACGTGCCACCATGCCCGGCTAGTTTTTGCATTTTTTAGTAGAGATGGGGTTTCACCATACTGGCTAGGCTGCTCTCGAACTCCTGACCTCATGA 
TCTGTCCGCCTCAGCCTCCCAAAGTGCTGGGATTACAGGCATGAGCCACCGCGCCCAGCTGCATCTGTATGTTTTTATGTGTATGGCTGTGTCC 
GTGTGTATGTTTGTCCATGCATGTCTGTATGTGTGTATGTGTGTGCATGTGTGCCATCTGTGTTTTTGTATGTCTCTCTGTGTGTGCGTGTGAG 
AGGGTACTCACTACAAAGAAACAGGAGAAGCTGGTGGACTTTGCTTATGTCAGAGTGCCACTCTCAACTCAGCAAAAGAGCCTTTGACCTATTC 

CAGTCTGGAGTGCAGTGGAGCGATCTTGGCTTACTACAGCCTCTACCTCCTGGGTTCAAGAGATTCTCCTGCCTCAGTCTCCCAAGTAGCTGGG 
ACTACAGGTGCGCGCCAGCATGCTTGGCTAATTTTTTTATATTTTTAGTGGAGATGGGGTTTCACAATGTTGGCCAGGCTGGTCTTGAACTCCT 
GACCTCAAGTGACCCGCCTGTGTCGGGCTCCCAGAGTGGTGGGATGAGCCATCAGGCCCGGACTGATTCAACTTCTAATGAGACAATTCTCATG 
AAACTGCTCAGTTATGATATTGTATTTTTTCTCAACAAGAAGTTTTTCTGTAGTTACATTTCAGCTGAAAACTTTAATTACAACTTCCTTCACC 
TGAAATG ATTT CTGCTTTC C CACAACCTAGTGGAGGGTGATTGG ACAG C ACCAATC ATGAAGGACCTGAGTACTC ATTCATTC ATT CAG CCAAC 
ATTAGTGAGCCTCCTAGGCTCCAGTTGGTTTTATAGGTGCTGGAGACATGGCTGTGCAGAAAAAATACAAAATCCCTGTCTTTGTAGACTTTAC 
AGTCCCATGGGTGCAGACAGACCCTGGATAACATTAACATGTGCTATGGAGAAAACCTAAGCCAAAGGGCTAGGGACTGGCTGGATGTGGGATA 
GTCTGCAACTTAAAAGGGGATCTCCAGGAACTCCTCAGGGAGAAGATGACATTTCAGCAAATACTTGAAGGGTGGGAGGGATCAGGTCCACAGG 
GATCTCAGGGAAGAGCTTCCTGAGCAGAGGAAACAGTAAGTGCAAAGGCCCCAGGGCAGTGACACAGGGGCAAGAGCAAGGTGGCCACTGCTGC 
CGGAGCAAAGAGGGGAGCTCAACCTATCTGCCTTCTAGTTTCAAGTAGGAGGCATTTGCCTTAGAAAACAGGCTTAAGAAAATGCCACCTGACC 
TCAGGTGACATGACCTGTACTTCATGTCACCTGAGAGGCCACTGTAGGACCATGGTTCGGGAAGGCCCAGAGTAGGAAAGCGCCATACACAGGT 
GGAGCCAGTGAGTGCTTGCTTTCCTGTTACCACCCACAAGAGTACAAAAGCTCTTTCCGACCAAAGGCTCTGCTATTCCTGCTGGTGATTCTCT 
G GGG CT AAAG CAT CACCCCTC T AG AAAT C G CTG AGTG G GTAAAAG G G ATT C C T AGG AAGT G GAG GT AT C C TAG GGGACTTGC C AGG ATT CAT C C 
ACCTCTAAGAGGCTTAGGGGCATGAGCTAGAGGAACAGGGGCCTGCACAGGGAGTGTGGGCGGGGTGGGTGACAGGTACTCACCTAAGACTTAT 
GTGCCTACTGCCACTGATGGAAAAGGTGGGCATTCAGGGCAGATGTCTCATTGTTTTCCAACCCAGACAAGAAGCTGGGAAATGAGAGCCTGGA 
TGAGTGTTCCGCAGAGTGGCTTTCTTCCCAGGTGCAGCCTCTGACAACTTCCTAGCAAATTTTAAGGTGTGTTTAATGTCCCACTCCCTCTGGA 
CTCAGCCTTGGGATGGTAGAGGGGGAGGGGTGAAAGCAGAATGGAATGTCCCAGTCAGTAGGGTAGCACGAAAGGCTCTGTGAAGGCTTAAGGG 
AGAGAGGAGGGCACCTTTGAATACTGAAGTCCAAGGTCACTCATAACTAACTGTCCAAAGGGTCACTGATGAAACAGCTGGAGGCAGAGGGAGA 
GTGAATTCTTAGGACACCTCGTGCAAAGCTGCTGACCCCCAGCACACAGAAAGATAGAGCAGGCCAGGTGGGATCGCAGGCTGGGCGACCTGGT 
GGGGATCAAGACAGAGCTCTGAGACCAACCTGACAGCTAGACTTGGCAGTGGCTCCCGCAGCC3AGGTGTCTGCCTGAAAAAAGACAAAAGGGAA 
AACTTTGAAAGTCGTAACCTCATTAGAAGTTGTTCAAGAAAGACCGTGCTTAGAACCAGTTGAGTAGATAATGGCAGCAGATGTAATTGTTGTG 
GATGCTTTTAGAGTCCCTTGGAGTAATCCTTCTTAGTCTCTTAATTCCAGGCTTCCAGATACGGAGCCTCAGTGATGAAGAGACTTGTTCTTGT 
CCACAGCAAAGGTTGGTAGAAAAGCAGATTTAGAATGGAGAATTCTTAACGCCTACTCTAGCATTCACGTTTCCCTGGGACCATGTTGTTTCTC 
TAGAGGGGAGGAGGATTGTGGCATCTGCATTAACACCCGGTCCTGTGGGCACTCAGAGAACTTAACTGCTGCATTTGTGGAACGGAATAAAGGT 
TCCATGTAACCCTTCCCTGCCATTCCCCAAAGTCTTTCTATAGATGGCACAGCAGAAATTACTTCCTACTTGAGAATCTGGGGTTCACCTTAGC 
AATCAGACTGATTATCATGACAGTGACTCTGACAGAATGTGCCCAGTTATTGTAGGAGACAGAGACGGTCACACACCGGCCTATCTGCAGGGCA 
GAGTTTGGGCATTTTCAGCTGCTCTGTGTGTATTGAAGAGTTAAAAAAATGAAAAGACGGCCAAATAGTTATCACCAAAAGGAGGCCGTCAGTC 
ATTGCTCATGAACACAGTCTAAACACAGTTCAGGCATATTTAGTTCGCGTGTTTCTCCCCAGCACACAGCAAATCAGAAGCAGGCAGGAGAAGG 
GAAGTAGTAATGCACATTGGAAGCTTGAGTATCAGGAGGAGCTCTCCCTCTCATGCAGATATTCCCAGCGTGCTCCCTGTATCGGCAGCCTCAG 
CATCACCTGGGACCTTATTAGAACTCCAAATTCTCAGGCCCTTCACCCTAGACCAACCTACCAAACTAGAATGCCCAGGTAATTCCATTGCCCA 
CTCAAGCAGGTGAAACACAGCCTCACAGCCTGCAGGTCACAGTGTGGCTGGGGCTGTCTTCTGATTCTACACACACACTGGGAGCAGAAGTGAG 
ATGGTTGAGGCAGAATGCAAAAGTTCAAGTGCTTTCGTGTCTCTGAGATCTAAAACTATGAAGCATTGTGCACTTCTCCACCCTGTTCGCTTTG 
AGTTCACAGAAATGTGTATTTCTAGGTGCACTGAGTGTACATCCCGAGTGTGTGTGTCGGTGGGTGTTGAATTTCTAGGCACACTGAGTGTACA 
TCCCGAGTGTGTGTGTCGGTGAGTGTTGAATTTCTAGGTGCACTGAGTGTACATATCTGAGTGTGTGTGTCCGTGGGTGTTGAATTTCTAGGTG 
CACTGAGTGTACATTCCGAGTGTGTGTGTCGGTGGGTGTTGAGAGTGTGTGTGTTTTCAGACCTGCCCTCTTCCTGTAACTGGCCGTGTGAGAT 
TGGGCAAATGACATAACCTCTCTGAACCTCACTTCCCACACATTAGTTAAAAACCAAGGCTGATTTCTGTGGCCATTCTCCAGTTCTGAAGTAC 
TCCAACCTTGTGGTGTTGTCTTAGCTTAACGATATGAGAAGAAATTGGGGTGGGGGAAAGTGAGGCTACCCATAGTTACGTAGCACTGGACAAT 
ATATAAGCATGCATATATAATATGAATTAGAATGTATACTGACATACTATATACCATTATATAGTTTATATTATATAGTATATATAATATACAT 
GTGGTATGGTAAATAATATTGAAGAATATTTCCCAACATTAAATTAGCCAGCATATGGTTAGGTTTGCAATTAGGGAGATTTATTTTACCATCT 
GCAAGGGGCTTGAGGAAGAGTCACATTCAGTACTGTCACTTTGAAATCCTAATGACCCTGCAACCTAAAGGTTAGACTGTGATACCAGGAAAAG 

ATGTAGTGAGTATCCAATTGACTGGCCAACATCTTCTGAAATACAGATATCCTTTTAAAATTGACTATATAAAATTCTTATATGCTTTTAGAAG 
AACCACAATTTTATACATGTATATACAGAGAGAAATATATCTTTTTGGTATTATGCTTTTGCATAGATTTGGCTCAACGGCTCATCATGACAGT 
CTTCTGAGTATATACCTTCCTCATTTTTCTGCTAAGAATCTATCAAGAAAACTAGTAAACCCATATCGGAAACATAGACTAATATGTTGTTGAC 
TGCCAGAAAATTCTTTATTCTATCTAACCAAAATTTTCCAAGAAACGGTGGCAATTTAACCTTATCTGGTTTCTTTAATGGAAGATCATATATT 
ACATTTATGTTACTTACAGCCACAGATCACAATGGTGTCTTGAAAAAGGCAGCTCGGTTATCAACGAGATATGCATACCTGCTCAGTTTATTTT 
GTATGGC AGAAAAGTG AAAG CTGGTCTC ACTATCCGTC ACAAAATAT C ATAACATTTAAGGATGG CCT AATGAGCAG C CAACC CCG AAAACAAT 
AGGAATGCCTTTGGAATGAAGTAAAATTTTGCAAACGGCATTGACTTATTTTTATTATATACAATTTTTTCCCCTTTTTTGGATTTTTATGACT 
CTGCATACATAATAAAATTCCAAGCAAGTACTTTCATTTTTTTCAAAAATGAGAAAATGGTACTAGAAGAATTTAGGACCTTTTTCAACTCTGC 
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TTAAGATTAAGATGTCCCAGGGTGAAATCTTGATGTGCCCACTACTTTAAAGCACCGCCCTGTAAACATTCACAGTTGATTCCAAACATGCTGA 

AGAAGCCAAGCTGCCAGCATGCAGGTGTTCAGAGCTGCATCCTGGTTCTACCCAAGGGCTTGACCCAGGGTCGAATTCCCTGTTGCCCTCTAAA 

GCCCGGTACTCAGTGAGAAAGAAGAAAAGTGAATTGGATAGTAGACATTTTCCATACTCCTCTATTTAACATTCGGGGGGCAAATGAGCCTTTT 

AACTGAACACAGATACAGGAAACTGAAGACATAAAGTATTCATTTTCCCCAGCTTGAAAGTTTATATCGGAAGTTCCTATATTTCATGCAAAAT 

ATTG CTATTTGGC AC ATGAG GT CTG ATGGTTTC AG AAAGTAAGAATTAGATGTT C CTT CG AT CTAG CTTGTAAGTG C AT C C AAACCACAC CCTG 

AATATGATAATGCTTCTCATTTCCCCTGTGCCTTGGTGTCACAGCTCTCCAGCACCATTGTGAGCCTGAGGGTCAAGACCCCTACCAAGGCAAT 

AACGTTCCTACTGACTCCCAGGAACACACGTGGGGAGAGTGGAATGGGCTCTTCCCCAATCCTCCAGCATTAAACTCAGCCCTGAGACTCCCAG 

GG CTTAGAAAAC AGCTTAG AGTG AAGAATTGTTTTCTCTGAGAGTTATG C CTGAAC ACTTCTG CTAAAGC AGACAGTCAT C AGTTAATCTCT AT 

AAATGACTACAATTTTGGCAGGTATCAGCTGGTATAGAAATTGCTCACAAGTTAAAGCTCTCATTTCTAAGTATATAGTAATGAGGGGGACTAA 

TTAAAATAAAAAACAAAGAAACAAACAAACAAAAAATACCTCACGTTGTGCCTGACCACAGGACTGGCTTACCTGGAATGATGATTCCTGTTGG 

GTGTCTCCGTGGCACAGGTCCCCACGCTTGCTGGCTAAGAGAGACACAAGTGCCAAGAGCTGTTTTTCCAAGCTGTGGCTGTAGACTCTACCAC 

GTCAAGTGCTGTGTATTCAGAATGACCTCGCTCACATCACTCTCCTGGGTCACCCACTGTCCTTGACACAGTGTTCTTCAAAAATGCCAGTAAG 

TGCCTGAGGAATGTGAAGTTTTGAAATGAGCACAAAACCTGCCGGCAGCCTTTGCCGACTGGCATTATTTCTGAGGCAGATAGAGCTCTCCACA 

ATCATTGTTCCTGCCTTCTTCTTTACCCCAACTCGTAATGCCAGGCATTAGACTGTGGTAGGAGGTTAAAGGGCTGAGTTATTATGTTTTGAAT 

GGTTGTTGCATTGGAATTGTTTGTTTTTCTGCAAGAAAACTGCAGATTTTTCAGTTTGATCATCAGGAAGCCAAGGATCTATGGCAGAGATAAG- 

AGGAGGGAGGAGCTAAGGAAGGCTTCATCCAGAGGCACTGAGTCACAGCATGGCTGACCAACACAGAGCGCTCTAGAAAAAAGACATTTTCATA 

CTTCTGAGGGAAAGGGATGATGGGGGTTGCTGCAAGACCTGGCCCCATGGCCTTTCATCCACAAAGCCGGTGCTTAAAATACGCAGCCAAGAAG 

AGGCCTCCCACATGCATGCTGAGCCTGCGTGACTCAGGCTGTTTGCGTTCAAGTCTCCTGTTGTGGGCTGGAGCGCTGAATCAGAGTCCAGATT 

TGCCTTGGTGACACATGACAAGAGGGGCCATTGCATTTGAACTACATAAATATTATGCTTAAGTGTTTTTCCTCATTTTGGAGCCAAACAGGTC 

TCGTTAATGATAAAATCACTGCAATATAGTGGGCCCTTTTTTTCTGGTCTGGAATTTGAGACAATGTCAACTGTGCCAAGGGGCCTGGCAGCAG 

GAAGAAATGGCCAGCCATGGAGATTTGCAGCCATCATGCAAGTTATACCATTTAATTTTATAATTGTAGCCATTGGGAGCTGGACTACAGTGCA 

CTTCTCGTGGTCTGCTCTTACCCCAGGCTGCGGGAGTGGAATCAAGGGGGCCTCTTTCTAGTCTAGGATTGGGTCAGGGCATGTGAAATAGCAC 

TTTATGGGGGCAGCGGGCAGGCTGTTTCTCAGTCTGGCTTTGGGGACATTTGGCAATAGGGAAGAGAGGTTGTGCAATCGATCAAGGACTCTTT 

ATTGGAACCATAAGGCTGAGGAAGCAGCAGGAGGCCATTGTCTTTAAAAGAGAAATGAATGGCCCAGGCCTGCTGTGGCTACCTCCCTACCTTG 

GAGCCTCAGCTTTGCACGACAGGACTGGCTCTGGTTTAAGGACATTTTGAGAAAACCGTAGGCCCCAGTCCCCCATGAGTGGCCTCTGCTTGCT 

GCTTCCTGGTGACGGTTGTTTTGGTGAAGAGCATGATGAGGACACTTGCTATCTATATAGACACTGAGGGGCCCACCATCCCACCCTATATAGA 

CACTGAGGGGCCCATCATCCCATCCCACCAGTCCTGAGCCCCCTGGGGAAGCTCACCAGATAGGCTGTAGCTACCTCTGGGCTCCAGTGGGCCT 

ATTCTGCTGGGAATATTGGACAAGACACAGGCGAGGCCTTCCTGTCAACTCCTCCTTAGGGGTACATGGGGGAGTCGGCTTCAGGGAAGAAGGA 

ATGCTTGTGAAAAGCCTGTGAGGAGAGGGAGAGGGAGAGGGGCTGAGGGGCTGAGGATGGCCTGCGTGTAGCTGGAAATGGGACCTCCCCAGAG 

GCTGTGGGTTTGCAGCCACGCCTCATTTCCTCTTGGAAGGGGCCCTACCACTAAGCTGCGGGGCCCACTTTGCCGCCTCTAAAACGTGCCAGTG 

GCTGGGTTTGCAGTAAGGAACAGGCGTTCTGATGCCCCTGGGAGGCCACCTTTCCTGGCTGCCACAGCATAGCCCCTGGCATGTGGCCATGTGC 

CAACAATTAATGCGCCTCTTTCCCTCCCGGCATCACCACCACCGCCAAGTTCTGTATCTCAGTGAGTTGTGCCCATTGGAAGTGGGTGTAGAGG 

GTTGGGGAGGGTGCCAAGGCCCAGACTGGGGGAGCACTCTGTGGCCGAGGCGGTGAAAGGGGGCCCATTCTGCTGAGAGGACAGTGGCCCCAAA 

TTCAGCTGGCATATCTCTAGCGAGTCTATGTTGGGGTGAGGGGAGAGAGAGGGGAAAGACAAGAAAAGCCCCAGTTTTAGGAAATCCACAATAC 

TTTTTGTGATCTCTTCCCTCCCTCCTTCCCTCCCCCCATCCCCTCCCCTCCCTGCTCCCCACAATAGGACATCGGCAGAAACTAGATGATCAGA 

CCAAGCCCGGGAGCTTGTCCTTTTCCGAGCGGCTCAGTGAACTGGAGCAGCTGCGGCGCACAGCCATGAGGGTCAGCCCACACCACCCAGCCCC 

CACGCCCAACCGTCGTGGCTCCCTGAACCACTCCACTGCCTTTAACCCTCAGCCTCAGAGTCAGATGCAGGGTAAGTACCAGATGGAGCCCACT 

GCCCGCCTCTCCTGCACCTGGGCCACCACCCACAACTGGCCCCCATGTGCACACACCTTCCCAGACCAACTGGGGTTTCCCCTTGATGCTCAGA 

GAAAGGCCTCGAACCAACAGCACCACCTGGGAGCTGTTGGAAATGCAGAGTCTTGGGCCCCACCCACCCCAGACCCACCGAGTCAGATCTGCAT 

TGTAACCAGATCCCCACAAGGAAAAGCACTGCTACAGAGGATACGAGGAGCTCTGGGTATGGATATCCATATTGGATAGATAGCTCTCTTGAAT 

TTTTTAAGAGTTAGCTTTGGCTATGCTATTTTTTTACCTACCCATTAGGCTTGAAGACACACACGCAGACACACACACACACACACGTCAAGCA 

AAGTGAAGATGGGATGTTTCAAGTTCTCGCTATTGCCAGATTATTTGTGGGTTTTGTATCTAGTGTTTTTTTATTATTAAGAAATAGTTGAAAT 

GTATGGATGTCATCACATCAAGGGTGTTATTTGCAAATCAATAGAGAATGCAGGTCCCCCCAGCCCATGGGCCTAGCTGGCAATTACTAAAGCG 

CTGTAAGATGCAATAATTGCCTAAGGCCCAGTGTGCCAAATTAGATAATACAAGAAGTTCATTTACACTGTAGACCAGTGACGTCAATGACTGT 

TTGCTCTGTGATACCGTTTCAAAAATCCAAAATGCAGACTTTTCTCTGTGCCATGCAGGATGCAGCTGTGTGTGATATGGTTTACAGTAATATT 

TCTTTCTCAAAGTAGCAGGCTTGTTAAGGAAAAGATAAGCAACACATCTGGGGAAAAGGGCAGGTGGCCAGCAATCGATGTGGTAGCTCTTTGC 

CCCTCrCGGACAGCAGGAATTAGCTTCCCCAGGCATTTTCTGTATGTGAGTTGTATTGTGGGATGTACAAATATCATCTGTTCCTTTGGGTTTC 

CAGGCCAGTAGCTCTCTATTTTGGGTTCAAACATGGGTTCTCAGGCCGGGCGCGGTGGCTCACACGTGTAATCCCAGCACTTTGGGAGGCCAAG 

GCGGGCGGATCACGAGGTGAGGAGATGGAGACCATCCTGGCTAACATGGTGAAACCCCAACTCTACTAAAAATACAAAAAATTAGGCAGGCATG 

GTGGCGGGTGCCTGTAGTCCCAGCTACTCAGGAGGCTGAGGCAGGAGAATGGTGTGAACCCGGGAGGTTGGAGGTTGCAGTAAGCCGAGATTGC 

ACCACTGCACTCCAGCCTGGGCAACAGAGCGAGACTCCATCTCAAAAAACAAACAAACAAACaAACAAAAACATGGGTTCTCAAAAGGCATGCC 

CACTGTCTCCCATGGAGCTTGACAGCCCATGCCATTAGCTCTCACTGTTAGGTTTCTGGGGAAGGTTCTTCTACTTGATTGGAAAATTTCCAAA 

TAAATGTTTCCAGAAGATACTATGCACACAGCTAAGTGGCCTGTCTGTGGAGTAACCCTTTTGTAAACAAACAGAAACCTAAAGCTTGATGTTT 

TGGGGGGCTGCCTGTCATCTATAGGTTCATTTAGGTGTATTTAGGAAGAGGATCCATGAAACCACTGGTTTCCTGTTACATAATAATCATTAAT 

GGGCTTGGGGCAAAACAATACTTTGCTTCCAAAGAGGATAGAACTCTCAAGGAGATTCTTTCATCTTGCCTTTAAGGTCATTTAAACTAATTCA 
CATAATCTTCAGAAAACTAATTCACATCATGTATTCATGTGTAAAATCAAAAGGAAGACTGTTTTCTTAGTCTCTCGTTGCCTAACTGGCCATT 
TATACTACTAGGTTGATTAAGGGATTTGCCTTTTTCTGCTGATATGGGAACAAAAAGTCTTAAGCATTTTTAAAGGCAATGGAAAATTCAGCCA 
CATGGGGGAAAATTGATATTGTCACCATTGAGTTGCTCTGTTTCTTGGTGAAGAGTGAATCTAATCTGATTTCCTTCTTCATCAGATATGCCTC 
TTTAACAACAAAAACAAAAAAATGGGGGGAAGTTGCACATTGAGTTCTCATCCTCTGAAGCTCCTGGGCAAAAGCATTATTGTGGACCGTGTGA 

TTACTTCTGCAACATTTAAGAAATCATAACTCGCTTTTAGAGTTCCTACGGGCTTGGTTGCTACTCTAAAGAATGTGTGAACTATATTGCTGGT 
GTTCTTTCTTTCCAAAATATGAATTTGATATTCAGTACTTCACTTGTAAAATTTTAGGAACAAGTTTTAAAAAATAAGTATCCAGAATATTTTC 
ATGTGAAACAACTTTTCCTTTTCCTTTTGTTCTTTCTTTCCTATAAGAAAACGCTGTTTTACGCTAATCATGTTTTGAGTAGACCCTTGGGCTT 
TTTCTCTTGAAATTGGAAAGTTAACAGGTATAATATGCAAGTCTTGTTCAGCCAAGACCTTCAGTTTGTTCTTGACAGTAGGAAAATGCTTATT 
TTCCAGGCTCAGCCCTGAAATTTCTATGTTATATTTACGAAGATACTTTAAGAAATACAGCATGTGTTTCTGGCTTTCTTTGAAATGGCAGTGG 
T AGTTTT C AG AAAAATATC C AATTTGT CAG AGTAGTTC C AC AGTGGTG CTGTCC AGATG C ATGAATGTTTTTC AG CTTTAC AG AAATGTCAGTA 
AGCGGGGGTTTGGCGAGCTTGCCGGGATTTATAGAAAGGCTCAGGAACCCTACCTTGCTAGGACTTTGTCAGAAGGGTTATGCCAGCTCCTCTG 
ACTCTGTCAGCAAGAAAATACTGATATAGAATAGCACCAATACTTACCTAGAATCACATGTGCTGGAGGGTCACTCAAAATAGACATCTCAAAT 
TATCTGAAGCACGGTACAGATTGAGAGGGGGCAAGTTGTCATGCCACTAAACCACTGTTTATTTGTTGGGGTCTTAACTATTAAAGGGCTGAGG 
TTTATTTCAACTTCCTATTTTACCAGGTCTTAAACTGGTAAAGCCATTTTGTCATGAAATAGAATAGAAAGCCATTTTGTCATGAGTAGACCCT 
TGGGCTACACGTTTCTCCCAGTCAGGACACCATCATTAACTTCTACGATCGAGTCTTAGAATTCTTTTTTAATTTATTTCAAAAGATAGAACAG 
GGCAGATTCTAGAGCTAGTGGTACCGATGCCTGTTCAGTCACAACTCCCACCTAGAGATGGGTTTGGGCAACCCGAGTGAGTGATTTTAAAATT 
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TCACCCCTGATTGACCAAATATGATGTATCACATTTAAGGTGTCGTAATTTCCTCCTTTCTGGGAATATGAGGATGGAGTAATAGATGCTGGTA 
CAGAAAACTGAAACCTAGATAAACTAGGAAGCCCATTTTGTTGTTCTTCTGCATGCTGGTTGTCATAAGCATGTAGGAAGAAGATTTAACTCTT 
TAACTGGACCAGTTGTGAGCTATTTTGACGTGGGTCAGACATTTGTACATATTATTCCATTCCCTCAACAATCCTGTGGTATCATTTATAGACA 
G AG AAATCG AAATT CAG AGGTTAAAAATTGCC C AGTATCTCAAAGATTGTAAGTG ATG AACTTGGACGCAAAC CC AGAC CTTCCTTG CTACAAA 
GCCAGTGCAAGTGGGATGGCCGTTCCCTGGGCGTGCACTCTTGGGTCAAGGATCGATTTACTACAGGGCTGACCAGTGTCGAGAAGAATCCCAA 
TCACCAAAGGAGGGATGGAAAAAGTGTTGGGCTATCCACTCACTTGGCATTCTTGTATTGAACATGTTGTATTATAATTAGATGTTGATAATAA 

AACTCAGAATAATGAATCTCTAAATAAGAGTGAAAGAGGGGGTATATGAGCAGGGAGAAGGCTTACCAGCGACTCTGTTTACTTTATTGGGGCC 
ATTGCCTTCCTACTTTTGAAGTTCATTGGGACCAAGTGCTTATCATCCAAACCCAGTCAACATCTAATCCACTTTTATGAGTATGCGTGCCTCA 
CTTTGAGTGTTCCATATGGCCAAGAGGGGTCCCTGACCTCTCAAATCATCTCTTGATTTTTAGTATTCCAAGTAACTTCTGTCTTGCTAATTAT 
TTTCCCCCAAAATTAAAGTTACTTAGGAAGGACTATATTCTGGTGCTGCTGTCTGCAAAACTCTGAGATACTGAAATGACGCTGTTTCTCAGTT 
GTATAGAGTTATTTAAGTCCGTCTGATTCTCTCTTTATCATCTGGATAGACAAAAGGAAGAAAACCTTTCCACCTTCCTGTAGGAGAAGGAGAT 
AAATCCTCTTTCCAGCCTTGGAGGTAAAATATCCAACTGCATTGCATTGCTTTCCTTTCTCTCTCCCTCTCCTTCCCTCTCTTCCTTACTCTTC 
TAGC AATTTGAAGTTTG AAAAC AAAGGGAGTAGGG ACT ATTTG ATT AC CTTG AAAGTGGAGG CT ACAATC AAACAC CAG AAATC CTCATATGTG 
AAT CTATAAATGGT C ATTTAATGGTTACAC AAAGTAACATATTC AGAATGTG AG AAATT AATTT ATATAATAGG CTAT AAAC ATGACAGGTGAA 
TGATTTCATTTAAAAATAGCTTTTAACAAGGTGTAGTAGGGTATGAGAGCCTTTCCAGGTCTATAGCATTATAATCTTACCCCGACAACAAGCC 
TGAATCAGGTGTTCACAGGAATAAATAAAAATAATTAAAGGAAAGAAGGGAGAGAGAGAGAAGAAATGAAAACCAGTGGGATGACTGCAGAGAT 
TCACTGCAGGGCTTGATCTTAGTGATGAAATATTTCTTCTGTAGACTGCATATGTTCTGAACTTTCCCCTTATGCTTGTAAATATGTAGGCCAG 
CACACCCATGCACTAAAAGGTTTCATTTGGAAGATTAATAGTTTCAGCAAAGTTGTAGTTGGAGCATGTATTTGATATTGATGGCTACATATCA 
GAAGGCTTGAGCTGGGAATCTAATAGCCAAGAAAGATAGCAGATCATAGTGGCTAAGAAAGAATGAGGGCTCAACAGGCAGACTACCTTAGTTT 
CTACCACATTCACTATAGGACTTTTGGCAAGTTACTTAACCTTTTAAAGCCTTAGTTTTCTTATCTGCAAAAGACGAGTAATAATTATACTAGC 
AGATCCTAGGACCACTGTGAAACATAAAGCAGTGGACATTAGAGCCAGCCCATGGTTAACACTCAAAAACTGTTAGCTGTTATGATCAACATCA 
ATAATAT CAAGTTGTCGTAGTCTTATATATTAT AGACTGGGTAAT ATATAAAGAAAAGTTTATTCGGCT CATGGCTATGG AGG CTGGG AAGTCC 
AAG AGC AAGGTGCC ATCAT CTG CTGAGAGTC AT CCC ATGGCAGAT AGGTGG AAGGG C AG AGAGCATCTGTCAGAGAGCT C ACTTTTATGAC AAA 
GCCACCTCCATGATAACTAACTTACTCCCTCAATGGTAGCATGAATTCATTTGTGAGGATGGAGCCCTTATGACTCAATCACCTCCCAAAGGCC 
CCACCTCTCAACATTGCCATGATGGCAACCAGGTTTCCAACATATGAACTTTTGAGAAGACACATTCAAACCATAGCATTCCACCTCTGACCTC 
CCCAAATTCATGTGATTCTCATTTTAAAAATACATTTATTCCATCCCAGTGGTCCCCAAAGTCTTAACTCTTTCCAGCATTAACTCAAAAGTCG 
AAAGTCCAAAGTCTTGTCTAAACCAGATATGGGTGAGATGCAAGGAAACATTTAAAGCAAATTCCATTAGCTTTGTGAAATCAAAAACAAGTCT 
ACTATAATACTTCCAAAATATAATGGTGGGACAGACACAAGGTAGAAATTCCTACTCCAAAAGAGAAAAACAGGCAAGAAAATAGGGGTAACTG 
GTCCCATATAAGTTCAAAATCCAACAGGGTAAACAATATTAAGTCTTAAAACTGGAGAATAATCTCCTTTGACTCCATGTTCTGCCTTCTGGAT 
ACAATGGGGCTAAGACTAGGCCCCCAAGGCCTTGGGCAGCCCTGCCCCTACAGTTTTGCTGGGCTCAGCCCAAACTTCACCTCTCTCACGTTGA 
AGTCTTGTGTCTGCAGCATTACCAGGCTAGAGTTGCACACTGGTGGCTCTGCAGTTCTGGGTTCTCAGGGATAGCCCCAATTCTGTGTCTCCAT 

CCTGTGGTAGGTCTTGGCCTGAGCTTCTAGGCAGTCTGTGGCATCCTTCGTAATCTAGGTGGAGGAAGCCATGCTTCCACAGCATGTATTCTGC 
ATGCCTACGGAATTAGCACCACATAGAGACCATCAAGGCATACTGCTTGTGCCCTTCAGAATGGCAGCCTAGCTATACCTAGGCCCACTGAAGC 
CACAGCTGGGGTGGCCAAGGTGTGCTGCACCAGGATGCAGGAAGCAGAGACTAGAGGCAGCCCTGGGCAGTGAGCCCATGAAGGGTGCCCCAGG 
CCTGTCCCCTAAAATCATTCTACCCTCCTAGAGCTCTGGGCCTATGATGGGAGGAGCAACTTGAAGATCTCTGAAATGCTTTTCGGGGTCTTTC 
TCCCATTGTTTTGATGAACAGAATCTGGCTTCCTCGCATTCATACTAATCTCTTTGGCAAATGGTTGCTTGGCCACACCCTTAGTACTCTCTTC 
CAAATACACTTTCACTCTTTACATGGCCAGGCTGCGAATTTTCCAAATCTTTCCACTCTGCTTCTCTTTTAATTGCAAATTTCATCTTTAAGTC 
ATTCTTTTGCTATCACATCTCACTATATGTAGTTAAAAGTAGCCACACAGCAGCCTCAATGCTTTGCTGCTTAAGTATTTCTTCCACAAATATC 
CTAGTTCATCCCTCTTAAGTTCTGCATTCCATTAAGTCCTAGGACACAGACACAATTTCACCCAGCTCTTTGCAACCTTATATTTTATAAATAT 
GGCCTTTACTCCAGTTTCCAATACCTTGTTCCTCATTTCTATCTGCAGCCTCATCAGAATGGCCTTTACCAGCATTCTACCAGCACTCTGGTCA 
CATACACTTAAGTAATCACTTAAGTAATCTCTACGAAGATTTAGACTTCCCCTAGTTCTAAGGTCTTCTTTCAGAGCCCTCACCAGAATTGCCC 

TTACIACACTTTCAGGTATTTGTTGTAGTAACAACCCCACATCTTGGTACCAACTTTCTGTCTTAGTTCTTTTGTTAAATGCCTGAGACTGGGTA 
ATTTATAAAGAAAATAAATTTAATTCACAGCTGGGCACAGTGGCTCATGCCTGTAATCCCACCACTTTGGGAGGCCAAGGCAGGCAGATCACTT 
GAGGTCGGGAGTTCGAGAGCAGGCTGGCCAACATGGTGAAACCCCCATCTCTACTAAAAATACAAAAAAAAAAAATTAGCTGGGCATGGTGGCA 
CACACCTGAGTCCTAGTTACCCGGGAGGCTGAGGCAGGAGAATCGCTTGAGCCGGGGAGGTGGAGGTTGCAGTGAGCTGAGATCATGTTACTGC 
ACTCCAGCCTGGGTGACAGAGTGAGATTCTGTCTCAAAAAAAAAAAAAAAAAAAAAGAAAGAAAGAAAACAAAAGAAATTTATTTCATATGGTT 
CTGGAGGCAGGGAAGTCCAAGAGCATGGTGCTGGCATCTGGTGGGGTCCTTGCTGCATTAACCCAAGGCAGAAAGCAAGGGGCACAAGAAAGCA 
TGTG CAAG AG AG CTTG CTTTTATAACAAAGGC ACTTCACCAATAAC C C ACT CAC ATG ATTATGGC ATTAATC CATTTATG AGGGCAGAATCCTC 
ATGACCCGTTTGCTCCCTGCAAAGGCCTCATCAACACCACCACAGTGGGATCTAAGTTTCCAACATGTGAACTTTTGAGGGACATAATCAAACC 
ACAGCACAAGTATATTAGTTTCCTGTGGCTGTTTTAACAAATAACCACAAACTTGGTGGCTTAAAACAACAGAAATGTATTCTCTCTTAGTTCT 
GGAGGCCAGAAGTCCAAAATCAAAGTGTTGGCAAGACCATACATTCTCTGAAGCCTCTAGGGGAGGATACTTCCTTATCTCTTCCAGCCACTGG 
TGGCATTCCTTGGCTTGTGACTGTATCAGACTGTATCATTCCAACTTCTTCTTCCCTCTTTATATGGCCTCCTTTGTGTCATCTCTTTTGTCTA 
AGGATACATGTTACTATATTTAGACCCACCCAGGTAATTCATGATGAACTCAAAATCCTTCACTTAATTATAGCTTCAAAGGCCCTTTTCCAAA 
TAAGGTCACATTCACAGTTCTGGGGGTGAGGAAATGGTTCTGGAGCCACCGTTCAAACTGCTGTATCTTTGTACAAAAGACAGGGGACATCAGA 
C C ATTG AC CAGGCAC AGC AGGTGAGT C CAG AG ATAACTCT C CC AAGT CCATC CCCCAGAACAAACATGGTAGACAGGTAAATGTGAACTGAAC A 
TCTC ATGC ACAAATGC C C C AATCGTGTTACTATAACCTC AGTC CAT CATTTGTTTGAACGCAACATCATAGTATTTTTATTTC C CAGCC AG AAA 
AATGTATGATTTTTTTTAGATGAGATCAGATATTTCCTTAATATTTTCTAGAGCACCTATACCGATGGAATCAGAGGTCCTGACAGTGATAGAG 
AAAGAGCTCTCTTCCCTGTGTCCCGGGAGCAGTGCCAGATGGGGAAACAGGAGGCCCAGGTGCCTCTTGTCCTAGCCTCCAAAAGCTCATGACA 
G CTTAG ATGGTAGG AAC AGAAAAATGGGAAC AAAAGATGACATGATG ACC AAAGC C AGACAGTTGGG ATGGACT C AAGAATTTGAC CTC CC AAA 
G CCAGGCATGTCACTGTTGTTTTG AAG CAAGCTGCCTTTTAAAAAAGTGACTTG ATTGC C AGGC ATTGTTGACT AC ACACCCATTT CTAAAGGA 
TGGTGATTTACAAATCGCCTGAAGATAGTCTTTCAAATTTGGACATTTAAAAAAGAAACTTTTACTGTAGTCATGAAGTAGTATCAAAGTTTAC 
CACAAGTTTGTATTGAGAGAAGAACAAACAATATATGCTAATATGAAAAACAGCTCTACTTAGAAAGCTACTGCTTGGGTTTTCTTATTAGGCA 
TAGTTCTCCAGACTGAGTTGGTTTTACTCATCTACATGATTTTTCCTTGCCTTATGGAACAGAAATTCAGGCCCACTCGAATTCAGTTATTTTA 
GGGCTCTTTAAAATCCAGTATTTGTGATTTAAATGATGCGGAGGGACTTTCATTACCTGTGTCTTTGCTTATTTCTCTCTGGCCCTCAGAACAC 
CCCACCCTGACCTTTAGGGGAAATTGACAGAGGCAGAGGGTTTCACCTGCCTCAATTGTCACCAGCCCTGTTACATTCTTCCTTCCAAGCCTTA 
GCCTCACAGGGACCTTCTCATTATTGAACAATTGCCTTCAAAGCAGTAGAATAGCCCAATTGTTATGGAGATTAAAGATACCGATTGCAAAACT 
CCTGTAAATAAAATCTTCACTGACAAACCCAGTTTCTTTTCATAGGCTTTTCTTCTGTAATCTCTTTCTGGCAGAACATCTCATGTTTTGATGT 
TAGAGATTCAGTTACCAACCACAGTAAATAAAGCAAAATAATAATAGAAAAATAGTATAGAACTCACCCTAAAAACAAACATTGGCCAACCATG 
TTTATTTTTTGTCTCTCTTTGCACTCCTGAGAATTGATAGGGGAAGAATGTACCACCTCTAATTCAGGTGATTTCTGATTAGCAAGCTATGGAA 
AGTCTTCAGGTTGAGTTTTAGCCAGTTCACGCTCCCCTAAATGGCATGGAATAGACTATTTTCTGTTTTAAGAAAAAATAGAACAATGGCACTA 
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AATGCTTGACTGAATGTTTGACTAAATGTTGACTGAATCATGGATAGGAAAGATTGGGCAGAAAAGACAGCCACTGCCTCCAGACACAGGATGC 

CACAATCCTGGGCACCATCATTATTCCATACAACCTTAGGGTCATTTTTAGGGTTTAGAACTTTCTCAATAGGGTTTCAAGATTTTGAAAAGTG 

TCTTCCAATTCTGATCTCCGTAGATCCTGTTATGGGAATTAACCTTTTTGGAAGGGGATTCTTGTTCTTAAAGATGAAATTCCCTACTTTCTTT 

CCTGGAGGGAATCAGTATGGGCAGAGGGAAGAGGAGATGGCGATTCTGACCTGTGTGTCTCATGTCACCTAACACeTATGGGGTGGCATGAAAC 

TTGAGCTTTAAAACACACCAGGGGCCAGGCACAGTGGCTCATGCTGGTAATCCCAGCACTTTGGGAGACCGAGGTGGGTGGATCACCTGAGGTC 

AGGAGTTCGAGACCAGCCTGCCAACATGGCAAAACCCCGTCTCTACTAAAAATACAAAAATCAGCTGGGTGTGGTGGCGGGCACCTGTAATCCC 

AGCTACTTGGGAGGCTGAGGCAGGAGAATCGCTTGAACCTGGGAGGCAGAGGTTGCAGTGAGCCGAGATCAGGCCATTGTACTCTAGCCTGGGT 

GACAAGAGTGAAACTCCATCTGAAAAAAAAAAAAAAAAAAAAAAAAAAAAAACCCACCAGGAATGGAAATGGTGCTTAATTCCTCTACCGTCTT 

GGTTCTTCCACACAATCTGAACTGGGTCACTGAATGTTAGCCTCCGTAAGTCAACATCATCAGTTCCGTTTAATAAGACTTGGGCCACTATAAT 

GTCCAGCTCAATCCTCCTGGAAGTATGGAGGACACTGCAGGATCCTTCAGTTGATGTCATAAAAGCAAAGCATCCCTAGGGAAGATCTGTGAGT 

CAAGCCTCAAGGCCCTCGCTGAGTGAGCGCTAACTTGAGTATCAGGAGCTCACCCGTCTGGGACGGTTAAGTCTCCCAGCCCTGTAAATTGCCA 

GTTCCTGCTATGGATGATGTCCTCTTTACCTTACGGCTTTATGTGTTCAACCTGAGTCATTCTAAAGCCAGATCCAAGACCCAGAGAGCTTATG 

CTGTGCCAGTTCCTCTTTATATCACTGGAAGGACTACATATGTCCAGTTGCTTTGGGATTTTTTTAAAGAACATCTCAAGATAAAAAGGGAGGA 

AGAAATAATGTGACTAGGGATTGCACTTCCTGGAGTTGCAGGTCACATGAGGGACACGAACATGGTGGTTTGATTAAGTCTCGCGGGATTATAA 

CACTGTTGTGGCCACTCTCACTCCATTAGTGCATCTCTCCGCACATATCAGATAGCAAATTATATAATGATAAAGTTATTAAAATATCTGTAAA 

AGTCAGCACAAGCTCAAGGGCTCGACTTGGCCTTTCTGCCCACTAAGTGGTTTATTTAGCTCTCTCATCTCAAGGCCGGTTAATCTTCATCTAT 

ACTTTGTTGTAAATCACCCGCTATGTGGAACAGCCATAACTGCCTGAGTTTTAAGATGCGCTTGTGTTGGTCGTCCAACAAGGCTGGTATCTTA 

AAGATGAATGCAGAAGCTTTTGAAGCATGAGACTCACCCACTTCCCCGTTTTAAAATGATAGCCTTTGTTTGTGATTGTGTCTATACCTGGGTT 

ATCACAGAGCAGTTATGACAGCAAGATTATGACAAGGACATTGCCTGGTTCACATGTTTACTGAAGGGAGTAATAAAATAATGATAGCTCGTAT 

TTATAGAACAGACCAATGTTGCTGGTTCATTGAATCCCCACCACCAGTCACCTGTAGGTGCATGACATGGTTAGGGGGAAGCATTGCCCGGAAG 

GTCCTGCCTGTGGTGTCTGGTTTGTTTTCACGTGACCCAGCACTGTTTCCTTTACCACCAAGTCCCAGTCCCTCATCTATCATGTAAGTGATTA 

ACCAGGTTGTGTTCAACACTAACATTCTGTCATTCTGGATACTGCAGTTCCCGTGAATTAATGGTCACCCGTAACTAACATTCTCAGGAAAACC 

AGTAGGGTTGCCCCAGAGCCCCTCACTCTGCTGCTTATTTGGAAGGAGCCTTTATAGTTCTGCTGTGTGAGAGGCTCTGAGCCACCATATGTTC 

CTAAATGAGAGAAGCCGTTGCCCAGACATGGATCTGTTTAATTTAATATGATTTACCACAAATTACGAAGCATGACTTCAAAATTGAATTTGTG 

CAAAATTACTGATGGCCAATTCAGTGGAAGGGAAGGGAAATCTTGTTATTCCTATTCCAGAATCTCTT?CCTGATTTCCTCATTTGATTCTTTCA 

CGCCTTGGGGTAGGGGAGGGGAATGCATTCGCGGCTCTATAAAGAATTGTCGTTATTTTCGAACTTTCTCCCTGGTCACACATGGCTCCCTCAG 

AGGAAGACACAGCACCCTGGAGATGTTAAGGCAGAAGTCAGTTCTTCTGTCCATCCCTGTCCCCAGCCAGGATAGAGCTATCTTTTCCATCTCA 

TCCTCAGAAGAGACTCAGAAGAAAGATGACAGCCCTCAGAATGCACGTTATGAGGAAGGCAGAATGTGGGTCTGTAATTCCTCCGTGTCCCTTC 

TCCCCCTCTGCAAACCGTCGTAACAATAATAGTTCCTAACACATGGGACAATTGTGAGGATTAAATGAGTTAGCCTGCAGAAATCACTTGATGC 

ACAGCACATGGG AAGCATTGTGTGTATTTATTAATC CTT C ACAAAGTCTTTG AG ATATATTTTT ATCAAATATTTAGC ATGG AT C C CGGT AC AC 

TTTCAATACTTAATAAATGGTCAATGTTATTCTTTTTCACTATTATTGCTATTTATGTGCTCTTATTGGCGGCATTGTTGTATCACCAGTTAGT 

TGTACCCATCGGTCCTCTCCAAGTCACACAGCTACTCTGCGATAATTCCCCCGGTGTCTCCTTATTCCTCGGGAGCCCCAGAGTGGATAAAGGT 

ATTGGTGGTTTTAGTGGTATTTTCATTTGAGTTTTGTTTCCTTGGATAAACCCAAACAGGAGACCTTCCCATAACCACTGTTCCACAAGACCAA 

ATGGTAAACTGTTAAAGTTGAAAGGACCTTAAACTTCTTTGCTCAAAGCCCTATATTTTACTCATGAGACACTCGAGGCCCAGGGAGTTTCAGT 

GATTTTCCGAACTAGAGGCAGACCTAACATCCAGGTTTTCTGGCTCCTGGCCCAGTGCTCTTCCCATTGGCTGGTTCGGGTCTGCCTCAGAGGT 

AGCCTCAGAACAGTCTCTAGGGTTGGTGTGGATCATTCACTTGGGCACTGAACCATGCTGTACGTCACACTGCCTTTTTCTGGAAATACACCAT 

CTCAGGGAGATGCTAGGTCCCATGGTTGGGTTCAGTATCATGTGCTGCTTCTGAGTCTCCATTTTTAAAAGGTTGAATTCGTGCTAAGGAGGAG 

TGATGCTTTTTTTTTTTTGAGACGGTGTTTCACTCTTGTCACCCAGGCTCACTGCAACCTCTACCTCCCGGGTTCAGGGGATTCTCCTGCCTCA 

GCCTCCCGAGTAGCCGGGATTACAGAGTCGGGATTACAGAGTCTGCCACCACCCCCAGCTAATATATATATTTGTATTTTTAGTACAGATGGGG 

TTTCAGCATGTTGGCCAGGCTCGTCTCGAACTCCTGACCACAGGTGATCCGCCCGCCTCGGCCTCCCAAAGTGCTGAGATTACAGGCATGAGCC 

ACCATGCCTGGCTGGAGGAGGGATTCTTAAAGCATGCAAGGAAGGGAAGTCCTCCTCAAAGCCACACCTACCCTCCTCAGCCCCACTCAGCAAG 

GAAGGGAAATCCTCCTCAAAGCCACGCCCATTCTACTCAGCCCCACCCAGCAAGGAAGGGATATCCTCCTCAAAGCCATGCCCACCCTCCGCAG 

CCCCAGCCGGCACCCCAGCCCTGCTCCCTGTTGGGGACAACCAGCTACAGGAGACCGACAGGTCACTTCCTGAGCACAAAGCCCACGTGGGTAG 

C AGGCAAGGGTGAAC C CTGACCTGT CCCATTACTTGCATGAATTGG ATGCATT CAACAAATGTG AATGGTC AG CCTCTTTGGTGTTTTTAATGA 

AGCAGCTACAAAAGGATTTCTTTTAACCAAGTTTCACCGTCCTGTGTGATTTTGAGTAAATACCATCCTGTGCCGATTCCTCCCACAAGCCCGG 

CCCTTTAAGCCTGCTTGGGGGCTGTGGCTTGGGCTGGCGGGCCAGAAGCAGGATGGCAAACAGGTGTGCGAGTGTGACAGGGCAGAGGCTGGAG 

CCACAGCTGTGGGAATACGAGGCTTTGGCAGGCCGAGGCCAGGAGGGGCGGGAGGCTGGTGCTGACTGATGGTCCTGTCATCCCGGTTCAGGAT 

GCCACTGCCAAACTTCATGCCAATTGCTCCCAACAGAGTACACGGCTATGAGAGGGAGAGAGCTGGGACCAGATGAAGGCATCCCTGTGACGGC 

CACGTCCTTGTCCATGAATTCAGGGTCAGGGTGACGAATGGCAGGGCCAAAAGCTACCCTGGAATGTCACAGGAATTTGCAGAGACCAAATGCC 

CTTCTTTCAGAGGCACCAGAGTGGGGGCTCCCGCATTGACGGGTGGCTTCTGGGCCCCCTCCCTTCACTAAGACTTGGTGACTTGGTAATCCTC 

CCTCCTCAATGAAACTTATCTAAGAATTGATTAGGAAGAGGGACTGGAGCATGGCAGTAACTAGCAGTGCAGACCTGTCATCTCCATCTTCCCC 

TCCCATAGCGTGTGGCTCTTGCCATGTCATGACCACACTCCCGGGGGCTCGAGCTCTGGGCTTGCCTCAGCAGTCTGAGAACCACAAGTTTCTA 

AAGAACAGGTATGAGGAGGAGAGACTTTTCTTGCTCAAAGACATGGATCCACTCAGAAACAGCATTCAATGGTGCTGTGAGTTTCCTCCCAAGT 

GTAATGACCTCCTCTGACTTGGGCACTTCTTACAGTGACTTTGAACTTCTGAGCATTAGAGATGAGTGAATCGCAGAAAACTAGACCCCTTGTT 

AGATGGATGAGCCCAGAGAGGTTAAGAGACTTGCCCAGGGTCACACAGATACCACCCATATCAGAGCGCTCAGCTTTCCTTTCCCCTCCTCCCC 

AGCTTGGACACATTCCTAGGATTTGGATGTAGCAATGTGAACCGTCCTGAGCAGTCCCTTCAAAACAGCACTTAGGCGAAAGAGGGGCTGTTGG 

AACAAG AC AGG ACAAACAC CCGTGTGC CT CTG C ACG CTG CTCC ACCC AGTTTCT CATCTTTATATTACAGAAAAAGAGTCT CAAATAACCCAAA 

CAGGCAGGGTATGATCTGCAGACAGTCTGCAGGCATCTGCCCAAGAAGCTGCCGGTCGGCTGGTCCATCCTCCTCTGATTTATGTTGTGTGTGT 

TAAGCCTTAAATTGTTGAGTCTCTGGCTGGCTGCAGTGGTATTACTGGAGGGCTGGTGCATGTTTTCGGCTCACAGAGCTGGCTCCGGTACTGG 

AGGTGTTGGCCCCGAATCAAGTCCAATCTCACACCTGTCTGAGACAATGAGGGCCTTGTTAGACACATCTCCAGTCGAGGAGGTGCAGGCTGCT 

TATTTTTCACATTCAGAACCAGAAGGAGGGGGGTCTGGGACAAGGGGGATGGGAGAAGCCAAGGGGAGACGGGAAATGCTGGGGTCAGCTGCCT 

CTCGGGCCCTTTCCCTCTCCTTCTCCCTCCTCCCTTCCCCCGCTCTTATTTAATAAACTTCTCCTTACTTTTGGAAATTAAAAAACAAACAAAC 

AATACTAACAGTTGCCCTCTTATGAAGGATAATTTCCTACTGCAGAACAAGGAGCTCGTGGCCTGTTGTAGGATAAATTCCCAGTCATCATGGG 

AGTGGAGCAGCCCAGGGGAGGAGTGGGGTGAATAGGCAGGGGCGCAGCCCCCACCCCACCCCAGCACTGAAACTTGAGCTCTTTGCACACTGAG 

GGCGCCTGTCAGTGAGAGGTTTTCTCTTCTGGTTTTCCCTCCACTGCTGACATTTCAGTGACAGCCGCAGAAAGTAGAGGGGACTTTGTCCCCA 

GCTCCATATTATTCATTGATGAAACCGCAAACTGTTCTGTCCTGGTTCAGCCTTCCTGTCCCCTGTGATCAGAGCAGACAGAGCAGGCCACCAG 

GACTTACGTCTGCAGACACTTTGCAAATCCAGTTCTCAAGAGGCCCTGACATGAGGCGGCCCCGGGCAGGAGTCCTTCTGGGTACAGGCTGGCA 

CCCCTCAAGGGTGATGATCGCTCTGAAGGATCATTACTTAGTCAAAGCCACCCTGAAATGACTTTCTATTGCAGGACCACACGACGTGGAGGCC 

C AT AGTGTAGG AGTCAGGAAAAG AG CTTC C C AG AGTT AT CAAAAAC CACTCTTTACTGCGAGAGC C AACAGT AAGG AGCCTGTGTAG AAGAGCT 

AAGAAAATCTCACACATGTAGTGGCCATGTCTTGGGGGCTTGAGTAACTCGACAAATCTCCCAGCTCTGTTTGTGATCAGGTAGGCTCTTACCT 

GAGCCGGGAGGCATTTAGGTGCCAGCAGTCACTCAAACAAGGAATGGGCAGCCCTATCCTTCTCATCCATACACAACTTATTTAAGCACTAAGC 

CCCATTGCTGACTCCTAATTTGGCCTCAGCGACACAACAGGGAAAATCCATATGCTGTTTATTTCATTTGAGACTGAGGACTTACCAGAGATGA 

GGTTGCGCCAGTCTGTTTCTTGTAGTATAAATCATTTGTAGCTCAGCCACCCTTGTATCTCTGTATGTACATCAGTTGACAATCCCAGAGAAAC 
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AAAAGGACAACTTTTCAGAGGCAGCAGAGTGACAGACGGTGAATAGCAATGAGCATAGGCAACCTGGACTTCTGGCTACACTCCAGCCTGAGTT 
TGAATCCCCTCTATGTGACCTTGAGTGACGTGTGAAGACCCAATGTGCTCACTGTTGATACTTTGGCCTTCAGAGAGTCCAGGGACTGCACTGC 
ATAGGTTCCCTTAGCCCTGCACTCCTGGTAGAACCTGTCTGAATATGTCACCTTTGGAGGAAAGTGGCCGAAGAAGCAGGTGTTGCTATTTCAG 
GTCAGCTGATGCCAGGGAGGCCTGATACCTATGGAGACCATGGAACCACCAGTTTCCTGTCTCCTTCTCTAGCCATGCCTCCCTGCCTTGTTCT 
GGGCCACAAGGTGCTCCATTCTTCCGAAGCTCATTCTTGCTCTGAAATGACCAAAAAGTCAAGCCAACGAACAGGAGGGAGGCTGGACACTGAG 
GTGGGTGAATGCTGCAGATCTTCCTGCTTGATCTCTGAACACCCATGACCAGTCCTGCCCACAAGCTTTGGTCCATGCTGGATGCCTACCCAGA 
AAGTTCCTTCCTCTCCTCCCCACCACATCCCCGAATCCTGCCATTCTTCAGGGCACCTCACCTGCCCCATCTCCTCCAGAACATCTTTGTCCTC 
ACTGAGGCCCAGACTGACTCCCTTCCCGACTCCTGACTGATCTGTTGGTCTCTGTCACTTTGGCATTTCCCCACACATTGCCTTCTGCTGTTAC 
CAGATAGGCTGCATGTTTGAGTGACGCTTCACCAACTGTCATGGCTATGATTTTCCACCATCTGTGCTGTAAGACAGTAAAAACTCAACCACCA 
GCACCGAGATGCCATCCAGGCAGGCAACCCTGAGGGTGCCCCCACCCGCTACACACTCTTCTCCCCAGAGCACATCAGGGTTCTGAGATCAACA 
AGTTGGAAGGAGACTTCCAGGTGGGCAGGAACGCTCTCTCCTTCCCAGGACCCCCACGAACCTAGCCCAGAGCTGCAGAGAAAGGGGTGCATGA 
GTCGTTGAGGAAGGATTTTTCCTTGCTCCTGGGACAGCAAGTCAAAACTGTTTGTTTTAGGTTTTAAGTTAATTTCAGAATATCCTGCCCTAAA 
CAATTTCTTTCCTTACATAGCACCAACTCTCTGCTGGGGCCCTTTGGCTGTTTCCTTTCTCCATTCTTTCCTTCTCCTTTCCCAGATCCCAGCT 
GGGAACCTGGGGGGAGAGCCTGGCTGGCACCACCTGCCCTTTCTTGGGCCATTTCCCTTCTTGTTTGTGATGAGGAGGAGCCTAGGAAGTCTCC 
ATGCTTCTTGGCTTTCTGGCCCTCATCACTTTCACAGCCTTCTGGTAACTAAGCTAGTGAGCCCCCCTGCCCTTTCCCATTCCCTCTCTGAGGC 
CAAACTCTCTCATCCCAGCTTCTTTCTTTTCATCTTCCTTCCTCTAAAGACTGCTCAGCCTCATCGGAGGCTGCCTTCTGAATCCTGACCCTGC 
TTTCCACATTTTGTAAGACATCTCGGCCCCAGAGTAAGAGTGCATGATTTACCTACCACTTCCTTGGATCCCAACCCCTACTCACTGCTAGCTC 
CTGGCAGTGGCGTTCTTCCTCCTTCCTTGGTGTGCAGATGTGCCCCTGTGTGGCCTCCTTCTCTAAAAGCATTCTAGATTGTTCTTGGTTCCAG 
CACTTCTGAAACCCATCCTTCCAAGTTTACTCTTTTTCTTGCTATCCCTCGTATTTTCCCACTCCTCATGGAAGCTTCTTTCCCACACCCACCC 
TGTGCCCTATGGCGGGGGCTTCAGGACCCCCAACCCCAGCCCTGGAGCGTTTCAGTGGTGCCATCCTGCTGGCTTCACTTGGTGCTTCCTCCAC 
AGC AACTACAAAAGC C AAGG AAC CTTCCCCAGTC C CTC CCCT CCCC AG C ATT CTC CTAG CAGAATT ACATTTTAATTTT C AGCTG AATGG ATG A 
AGAAC C ATTCC AAC ACCTCTGTGTC AC CCAC AGTTGTCTAAAACAC ACAAAG AAAAAAAAGTCTGGGTC AGCAGAGGGGAG AC CATGGTC ACT C 
TCCTTGTCAACCTTCCCTTTGCCCATTCTTTGTTTTCTCTTCCCTCCACCTCTGTTCCTCTGAAACCTCTTTTGTTCAAATCAAGGGGAAGGTA 

aagaagttacacagccagtcagctataggatgattcctggctgcattttttcggggtagtacacaatacaaaaaaataagtcaatgagagagag 
agagtcagtcagtgaacacaaagggagatgttataataggcttttgttggtacttgcattttcttgttgaaaaacagagcaaagaccccgaggt 
gctgaggtgtggacagaagcctgatgttatcaggcccccagaaatcctgcctgcagtccagtggcaggcaggatccagaactggaaaagacgga 
ggcaactggtcctgctcagcacaaacggtgcttttagtctttcgtaaacagcctgtgccccagggctcaaatccttcaaaagtttgcctgggta 
attgcatttcattgctgtctggcatgtgctcatcagtctaatctggaggttcagacagccaggccaaagcttgcgagactggaggagagcgagc 
ctgtgaatttaatccacttgaaagacagaataatacaagtgCatctaactcattattttaagtgatgctagtcgaaaaggggatggtgctttcc 
ataaaagcatttaaaatcagcacgctgcagttgcagccacttggcagtttaaggccattagaagaaaaggcgcacacaggtgacagtgtgatcc 
ctgtcgccgtctgcttgtccctgaaagccttcctcctccccacgaccacctcaaaacacagaaggcaaaaggaatggtaacttccatccctaat 
tttgactttgggttatttgtacatttacagcaacagacaccaacttttatttgagatttggggtcattttqgcatcgtttcagggtggagagaa 
gacataaatgaagttaggacttcccagtccatctcaccaagctcaggatctcacagagctataagcaggcaaaggtgttccccaccagaaccat 

CTGGACAATGTGCTTTCCAGTGACTTCTTTTTTTTTGAGGTTTAGCTAGGTCTTTTTGTTCTGTCAGTACATGGTAACTAGATTGATGGGAGGG 

ttatagtttctaactatcatgtagttaaagcagtagtctacaaagagccagaaggtctgtccctgctctgttgctatctgctgtggagaatagg 
gggagtcccttcaccattccgcactgcagctttctctgagatggggctggcatggttgtctctgctgtctcggaggttgctttctgctctatca 
ttccataagacattagaatgaaaccttaagtaatgttgacggtgatttgcgtcattatctagttacatgtgactcatgcccaggaagcccagga 
gaggcaagtgctagcctgtaccctcccagatggcaaagccgacggtcagctcaggagcagtcttgttggtagttcacacctgcagctcacccag 
ggctcaacatgccagctctaagtctgggtgccaggccatgagactgagagagcagtcgccttaaaccttacatggggatggagtttccccctgg 
gtgcatcatgactgcagccacccaggattctcacaagggctccagaaagtgctcaccacacacctcatctcctcatacccctcagttcatttgt 
actgtgcccaggggacaatgctgtgttagctttccccgatcctgaagagcacctctagaagtcacatcttccgtcttgtcatcatggtagctga 
aaccattgtggcagtgtgtgctttccctgagcaaggttttctttgacactttagggcacgcttgatcttgtgggcaggatcattctctgttgta 
ggggccatcctgtgcattgtaggatgttgagcagcattcctggcctccacgtactagatgacagtagcactcccccttcctcagttgtggcaac 

CAAAAATGTCTCCAGACATTGCCAGAAATCCCCTGGAGGAGAAATCACCCGTTTGATGATCGCTATTTAAGAGTAATTGGGAAATTCACAAGGA 

tcttctagtcaatatacacaggatctcaatgcctgaaaaaaatgtgagttacttagctatctaaacttggtagtaagtcaattttgacccttca 
gttctgtaggtcctagcattcctgtcttccataggtcatccctcttgttgagcaagagtttcatagttgtctgctatctcaacctctacattta 
atttttttaaaaaaaattactccattttagcccaagtatatggcttctatgagaaagccttccttggccttgtaaatcaaagcagttctctgga 
gggaggtttcccactgctgggctgagtatcatctttctcagggtgacctcatctattgaagtatgaaggttgtatttgaaatgccatttacttt 

ctgtgttggagtttaaaagaattctggcagatttccatttgcctttctgaatcagagtttggggtgagcgagtgtagattgcccctagatgaat 
ctgactttattagtttgtgtcctttgttcagagcaccagggatgagcttatgaaagcacaaatggctcttatcttcaagtgtttcctttatgct 
gcaaattccacctcaccaacctgtgttattaacccactgcaatcccaattagttcacatcaaggtcaactctttggggtgtgcaaaatggctgc 
aaacttaagtgaacaaattccccttgtgtagctctcacatgaaggtgggggagaagactgcagcaggggaacttagaagaaagagggagttttc 
tgataccatagaagaaagtgatagtgattccccttggctcacaagccaaagaaatccaattattccaaataattcaaaacttgcataggaactt 

GT C ACCAAATGAGGG AAC ATTTTAGCCTCTTATT CACTCTGTTGCTTGGTGGC AAATATTTAAGAAATTT CAAAAAATAGAGAGGTGCAAGAGA 
GCTATTTCTCAGGGGCATGGAGGTTTCTTGGGGGCATTTCTCGGGGGTATAGAGGGCTGTTTCTTGGAGGCTATTTCTGTGCATGGAGAAGCCT 
TGAGTTTCAGAGGTATAATAAACACTACTCCTCCAGAAATATGTCTGTGAAAAATAAGCTGGAGCGGGTGGGTCTGCAGGACACTGTGTTTAGG 
AATGAAGGCTGCCTGTCCTGCCATCTCTCAGGAGCTCCCATCAGAACAGACAGTAAAGACAGGAATGGCATGTCTCCAGTTGTGGGGCAAGGCC 
CCTCCTAGTGTGAAGAAAATATACTTCCTGGATCTATCATTATCTCTAGCATATCAGAGGGGGGAATAAAAACAACTGGGGTGGCAAGGCCCTG 
CTGAAAGAGAAACTCATTGTTCTGCACATTCAGAGACTTCCTAGTTGTAAAGCCGTTCAGAGCTCTTGGAGGTGAAGGGGCAGCCAGGGAATCA 
CATAGAGTGAAAGACCTGTGTGCAGCGGCCAGGTCAGAGGGCGTGTAGAAGACGACATGAAGCATTCCCACAGGGCAGTTCCCTGAGGTTCTGT 
CCTCCAGCTCTTGCTGCAAGGAATTCTAGAAGCCTTGGCCTGATGTGTGGGAAAGGAAAACAAGGTGAAGAGGATGCAGGTAGGAAAAGAAGAG 

ctgtg acaaggtagt c ag atggg agg actgc atgagaaaaacag aggaagag ag c acag aag cag c cctttgatttcact cg cgtttattgaag 
gggacgaggcacttccacttggggaattctacttccctttgtcaggatatccttcaaattgggagcatggaatggaagctcttaaagaaagaac 
ggttgccattcattgtgggtcacacttcacaagacaaagagcagtgaatcctcgatttgtaaaatgcagctttcagaatctgtgttgtggctgg 
cacggtgcaacactgctgtgaggccctgacgcagctgtgttctgcagggtggctatggtgctccttgtgaaggaggaggctgctgctctgcagg 

AGGAAGGGCTTATGTTGCATCCTAGCGGTGCATGCTACCCCGCTGGAATAGTGCACCTTGGAACTCTGGCTGCCTAAGGAAGGTCTCATTTCTG 

gtggctttgtgagaccaagcctctccctcttctgttacctggagcaacaaccagctaagccaacagtactctccagacactgttatcctttcct 

GGAAGGGCAGGGGAGAGAAGACTGTTTCCTGCCTTCAAGGTGCCAGCTACTGCATTGACAATATCGGGCAGAGGGGCACATTTCACCCTCCCAG 

gaatctaagggacagatgcaataacatctccttatggggggaaactgagtctccaaggcattaagttacttgcttcagcacactgtgagtgagg 
ggccaagctagggtctctgtccttacctctcagactgcagaactatgcccttattgtatccttactgaagcccttttggcttttagagagacag 
ctctgggatgaggttcccaaatcctgaaaatgtttggggccagaacaaacaaaagcatctttatgttaagccatatttcatgtttattgttttg 



344 



WO 03/039484 



PCT/US02/36071 



SAGRES DISCOVERY 02-18 



AATTGTCCTTTTCCCCCATTCATATGAGTTTTTCTTCTGATTTTATTAGAATGCCATGCCTCAGAGTTTGCTGCTTAAAACCAGAATCCCTGGC 
ATAAAATCCAATAAGCCTGCCTTAGGGCCCATGTCATATGGAAGCAGAAGACAACAGAGACTGCTTGCTGGGCTTCAAGCCACTCTAGAATTTT 
TGAAACAGTTCTAACATTTTAGAACATCAAAAAAGTGCCAAAGTAAAAACTAAGGCTGCAGCTAGGAGAATGCCCACTGAGAAACCCGTGGTTG 
GGTTTGTGTAGAGAGGAAGGCTTTTGAGATCACTGCTCCATGCCCCCTCGGCCTCTCCCACCAGAGGTCTGGCTCAGGGACAGCACTTGGGCAC 
AGAGAGCTGGG G C AGTGGC AGAG ATGGATGGGGTAGTCACC AGAGGAAG CC C AGG CTGCAAACTGGCATGACACAC ACCTGTGTGGAAC AGATC 
TCCATCTGAGCTGGGCTCAAAAGCATCGTATTCTCCAATATCGACAACTCATAGGTTAGGGGGTTCATCATTTTGTAGCCTCTGCAGTCCCAGA 

CCCCAGCGACAGCTCTTAACTGTATCTGTTTAGCCAGAGATATCACAGGTGCCTCTCTAGGAAATCCCACCGGCCCCTCATCAGCACAGTGGAG 
ATTGGCTGTAAAGCACGGCCTTCCATGCCCAGCCTGGACTGCAGGTTGGAGATGACAGTCTCCCAACCCAGGCCTTCCAAGCATAGACTATGAA 
GCGTGCACAATCCTCTTGATATCAGGTGCCACCTCAATGGAGTGTTCTTCAGAAAATTCTGTTTCTTTAGCTGTGTGCAGTCCTGGGAGATGCT 
GTGCCTCTTCTGCTTGAAGCTTCCCAGCTCCCACTTGAGGTGTCAGTGATTTGTTTTACTGGAGTGAGTATCCTCATTCTCCACCAAGGGTCCA 
GTCTCAGGATGGAGGCTGCTTGAGATATCCCAGCCCTCAACACAATATTTCTGGCTCATGTTTTTCAAGGAACTAAGCGGGGCAAAGGTGCCAG 
AGGAGTAGAAGGGAGCAGAAAGTTGTCTTTACCCTCGTGGAGAAGAAGGACATGGAGGAGTGGAAGGAAATAAATAGGGTGGCCATAGAAGAAT 
CTAAACATCCATGATGTGCTGGTGTTGCAGGAATGTACCCAACCTGTCTGTAGAGCTCCTTCAGGCCTGGAAAGTTGTATACGGGGGGCAGAGG 
TGCAG AAAGTGCAC AGTG CAG AAGATC CTT ATGGAAAAG ATGTCTG C AAC AAATGTTT ATTTAACAAAGTACAG AGAAAG AATCTGTCTG C AAG 
GGAGGAGGCAGCAGAAACCAGAAGGTGCCTTCTGTTCCCTCTGAACTATGGTCCCTCCAGCTGTGTGCACTGAAGGCCACTCTCCCTCTGCCTC 
AGGGACACGATGCCAACTGAGAATGAGACATGTTCTAAAAACACCCATCTTTTCTGGAAGCTAGTGACCTATCCTTGAACCCTCCCTCCAAAAG 
CACTCTGCCTAAATACGTAGCCCTTTCCCAGACGTGTCTCAGACTCATCTGGCTGAGGGTAGCAGCCTCGTGGTGCAGGGTGAACTGTTTCCCC 

tgggaaccgtctgacagtgctaatgaggaattgcattttgcgtttatagagcacctttcatctgtggatctcaaagctgccccacaaacattaa 

ttaactctcacacgtgtgaggcaagtgagcctggttacccccatttttagaggtgaggaaacagaggtttgaaaagaaaaggactccagggtga 

accagcagggttgggggcggcctgatgtgaggaaccagcattcttgattcacagggccctgaccacaaagccacaaagcttccccggcgaggtg 

atgaatacgggtcgcggaagcagggagtggtggagaggcggacacagggctcccttcttccttcccgcaggcagcctgccacctcccaggctgg 

caggtcggcagtgaggatgggatccctcaaaacctgaggcctttaaaacagcatacccaggcagggttctgccccggcttggtctgtctgcttc 

tcttcaaAgtaattgctggaacaacgaatgcatctgagctacacatgactaaccaagatgtctgcagccggccagagacgaacggttggcaaat 

cctggagctgtttcacaacctcccttttttccaggatgcagagctggtgctgactgactcatgttatcatgggatttcaatgatatagcaacag 

tgtgctgagccggtgtctgctacctgggggtacctgtagtaggaataggtgactgctcttcttacttgtgctgtgccggagctttgctgcctgc. 

tgcagaggccagaggaaacactgcttctcaaagacagtggaactttcagggaaatgtccctttcagagcagagtcacccacccccagggactct 

gaaaggcccctgacatcacacacctctgacagatgtgatgctgggaagcatctggggtcaccccctttgtctgcaaggggagcctaggcctttc 

ttcccaggggtcccagacagtgagatgcaaaccaccactggggctcgccctaacacatcaccgtggaaactgactcacatctctgagtcctgag 

tcacatcctgttgtgtgttctgaggtctgcaagagggcattagaccagctccccatgagtgaggtgaatctggagggaaccctgggaacgtccc 

taccttcctccaggatgaaggagggaaaaaattcctccagggaaataaccagggctgcccctagggtttatatgttcaccaagctgatttgcct 

ttttcaaaaatagatggtagaaccctgtggtctatgtgacttttatttttaaatagctctgagagatgactgaaagacctggcgttttaaagat 

gtcagccacacaatcaaggaaggggctttctaactataaccttctccaagcccaggatgaagggtgccaccgctcaaggggtgctgttggaaac 

ccagcttctgagggtgggtgtttaaaagagcctagagtggacagtcagaggagggccgggaggggtctctatccatcttctcccagcgcctgtg 

gggagcacgaggacaaagagggatgttttgaacttttcaaagaacaagatattttgttctattgattttgtctattattttcctgtacttaatt 

tcactggttcctagtctaatttttattatttcttctcttctgcttgcttgaggtctgtattgctattttctccagtctcctgaggtggaagctt 

cagtgactgattctggatctttcttttctaatatatgtattcaatgctataaatttccctctaagtactgttctatctgcatcgaaaaattgta 

ATAAGTTGTATTTTCATTTAGTTCAAAACATTTTTTAATTTCTCTTGAGACTTTTTATTTGACTCATGTCTAATGTAGAAGTATGTTGTTTAAT 
CTCCAAATATTTGGAGATTTTCCAGTTATCTATTATTGGCTTTTTAATTTAAATCCATGTGGTCTGAGAAAATACTTTGTATGCTTTCTATACT 
TTTAAGGATCTTAAAGTGTGTTTTGTGGCCCAGAATATGGCTTATCTTGGTGAATCTTCCATGTGAGCTGAAGAATGTGTATTCTGCTGTTGTT 
AGAGTATTCCATAAATGTTAATTAGATCAAGTTGAGTGGTAGTGCCGTTTAGGTCAACTGTGTCTTAATTTTCTGCCTGCTTGATGTATCAATT 
ACTGAAAGAGGGTTGTTGAAGTCTCCAATTGTAATAGCGTATTTACCTATTTCTCCGTGTAGTTCTATCAGTTTTTGCCTCATGTTTTTTGACA 
CTCAGTTTTTAGGTGGACATATATTAAAGATGCTGTCTTCTTAGAGAATTCACCCACATTATCATCATGTAATTCCCTTCTTTATCCCTGAAAA 
TTGTCCTTCCTCTGAAGTCAGCTTTGTATAAAATTAACATCGCTGCTCTGGCTTTCTTTCAATCAGTGTTAGCATGGTGTACCTTTTTCCATCC 
CTTTACTTGTAATCTGTATAAATATTTTTATTTAAAATAGGTCCCTTGTAGACAATATGTAGTTGGGTCTTGTCTTTAATCCACACTGCCAATC 
TCTGTCTTTAAATTGGTGCATTTAGAGTATTCATATTTAACCTAAGTATTAATATAACTGCAGTAGTATCAATCATATTTATAACTTTTATATT 
TGTTGCACCTGATTCTTCCCCCCACACCTCTTTTTCTACCTTTTATAGGTTTAACTGAACATTTTATATGATTCCATTTTATCTCCTCTGTTAG 
C ATATTAATCATT CTTTTTAAAAATGTTTTT AGTTACTG C CCTAAAGTTTG AAAAGTACATGTATAACT AATCTAC AT CTAGC ATCAAATAACT 
ACCACTTCTTCCTTCCTGTTTATATCATTACTGCCTTTTATTTCATTTATCCACATGCTATAATCACTCAATACTTTGTTACTATTATTGTAAA 
CAGTT ATCTTTC AGATCAGTT AAGAAAAATAAAAGTTAATTTTACCTT AATAT AGT ACTTTTCTAATGCT CTTC CTTTTTTATG CAGTT CTTTT 
TGACATTTCTCATAGGGCAGGTCAGCTGGCAATGAATTATTCCAGTTTTGTTTGTCAGAAAATATCCTTATTTCTTTGAATTTGAAGGATAATT 
TTGCTGAATGCAGAATAATAGTTTGGTAGCTTTTTTGTTGCAACACTTCATGTATTCTCCTTTCTTTGTGTTTGCATGGTTTCTGAAGAGAAAG 
ATAATGTAATTCTTATCCTTTTTCCTCTATGGATAAGGTGTTGGCTTTTCCCCCTCTCTAGCTTCTTTCAAGATTTTCTCTTCTCTTTGGTTTT 
TTGCAGTTTAAATATGATATGCCTGGGTGTAGATTTGGTATTTATTATGCTTGGTGTTCTCTGAGCTTTCTGGATCTGTGGTTTGGTATCTGTC 
ATTAATTTTGGAAAATTCATAGCCATTAATACTTCAAGTATTTCTTCCACTGTTTTCTTTTTCTTCTCCATCTGGTATTCCAATTACACATTAC 
ATCTTTTGAAACTTTCTCACAGTTCTTGGATGTTCTTTCTTTTTCCTCTTTATGTTTTTGTTTGGTAAGTTTCTGTATCTTCAAGTTCATTGGT 
TCTTTGCTTTGTCATGTTCTGTCTACTAAGTAAGCCATTCCTCATTTCTGTTAGGGTGCTTTTGGTTTTTAGAATTTGCTTTTGAGTGTTAAGA 
GTTTCAGGCTGGGCACGGTGGCTCATGCCTGTAATCCCAGCACTTTGGAAGGCCGAAGTGGGTGGATCAGCTGGGGTCAGGAGTTCGAGACCAA 
CCTAGCCAACATGGTGAAACGCTGTCTCTACCAAAAATTAGAAAAAAAAAGAAAAAATAGCTGGGCGTGGTGGCAGGTGCCTGTAATCCCAGCT 
ACTCGGGAGGCTGAGGAGGAGAATCACTTGAACCCAGGAGGCGGAGGTTGCAGTAAGCCAAGATTGCGCCACTGCACTCCAGTGTGGGCGACAG 
AGCGAGACACTGTCTCAAAAAAAAAAAAAAAAAAGTTTCCATCTCCCTGCCTACATCATCCATCTCTTCTTGCACCTTGTCTTCTTTTTCCACT 

TCTTCAGACTGTGTTTTTTTCTTGCCTTTCTTGTAATTTTTTATTGAAAGTTTAACATGATTTATCAGGCAATAGGAACTTAGTAGGCCTTTAG 
CGTGAGTTATTATTCTCATGTACCCAAGAGTTGGGCTGTATTTAATGTTTTCAGAAGGTACCAGAGACTTCAAATTCCTCTAGCGTCCTTGTTT 
TTGTCTCCCATGTCATCTGTGAGCTTCTCTATGAACTCCTCCTTAGTCAGTATGTTGAAGCTCTTTCAGCCATAACCCACTGTTATAATAATAT 
ATTGGATCCTGTGAGAATCTGGTGGAGTTCCTGAATGAAAAACCCACAACAGTGCACTTCCTCCTGAAACTGTAGCCCCTAGGAGTGTCTTATT 
CGCACACTAGTCTGTACTGAGCCTCTAGCAATCTGTCAAAATCACCATTAAGTGTTCTCATCAGTTTATGAATTCAGAAATTCTGCTCCCAGCA 
AGCAGACCTCACTATGATTCTCTATATTTGCCTGCTTCTCAAAATTTGGGGTTGCAGTTTGCCCTGCAACTTCAGCTTTCCATTGGACTTAAGA 
AAAGTCATGGATTTTGAGTTTGTTCAGCATTTTTTCTTATAAAAACAAGAGTGATGACTGTCAAGCTCTTTAAATTTTGGAACTGAAACTAGAA 
GCAACAGGACATTCTGACATGAATTATTTAAAAGGGTCATTGTTGACTCTAGAGACATTTTAATATTGCTGCATCAAAAGATAAAAGCATTCTC 
CTTTCTTCTTGTGTGATATATGCCGTGTACACCTCTGAGCTCACCACTAACCTCAACTCTACCTTATCCCTAACTTCCCATTTCAAATGGAAGG 
G AATGGGG AT C AAGG AGT AG AAGGC CTGTTTTAC CC ATT ATTG ATGATT AAAAAG CTG AAAATAAG C C ATC AC AAAATGG C CTCAGTAAAGTGG 
CTGCATCAGACATCATTTAGCCTGGAAAACCAGTATGCATAAAGGCTCAAATTTAAATTTTTGAATCCAGTGTTTTTTATTTATTATTATTTTT 
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TTTTTTCTGAGACGGAGTCTGGCTCTGTCACCTAGGCTGGAGTGCAGTGGCACGATCTTGGCTCACTGCAAGCTCCACCTCCTGGGTTCATGCC 
ATTCTCCTGCCTCAGCCTCCCGAGTAGCTGGGACTACAGGCGCCCGCCACCATGCCCGGCTAATTTTTTGTATTTTTAGTAGAGACAGGGTTTC 
ACCGTGTTAGCGAGGATGGTCTCGATCTCCTAACCTCATGATCCACGCGCCTCGGCCTCCCAAAGTGGTGGGATTACAGGTATGAGCCACTGCG 
C C CGG C C CTG AAT CC AGTATTTTTTAATAGAAACATG AGTTGGTTG AGATACTG AGTTCCTGCCTTCTCCATCCTAATCCCAAATTTCCAATCT 
TTGGAAATTTGCCCCTTTACCATTTAATCTCCTGAGCCCAGCTCCTCTCCAGCCTGAAGAGTGTGTCTGTCAAGACTGTAGCTGTGAACAAAAC 
ACTATTACTTGAGCCTTATCCTGGAGCAAATGTGTGTGGTCTCACCAATGAACATCAGATAAGTCCCTTGGCATGGATTTCTTTTCCTTTTTAG 
TAATACAATCATAAAGGTTATTCAGACTTATTGAGCATTTACTATGGCCAGAAATTGTGATACTTGCTTTCCATATAGTTTATCTCACTTACTC 
GTATTACCCTTTGAAGTCAGAATTCTAACTATGAATCAGAGAAAATAAGTGACCTGCCTAAGGTGATCCAGTTGGTTTATGGTGAAGGCAGGAT 
GCAAACTGAAATTTGTCTGTGATTTGAGTTCGGTGCTTTCCCTAGTCTCCTCCTCTCAGAGGCAGAACATAAGCATGTAATAGATACCACTAGG 
GTTGTTGTTTCTACCTTGGGAACAGCTGTTTGCAAGTCCAAATTAGGCAGCTAATCTAGCAGTTAGCCCAGATACAGCCCTTGGGCACCCTAGT 
AG CTGTAACTTC CAG AAGGC AGGAACCTT C C ATTC ACTAGTG AGT CCCC AAAACAGTGGCC CAAGTGAAGCAAAAATGTTTGTTGGAAATATGA 
GTGAATGAAAAAGTAATTTC ATGAACACATGAATG AATAAATGAATG AAG C AAC ACCCAGTATGATG ATT AATG C CACAGG AAG ATG CCTTT C C 
AAGCATCACAAGATCCTGGGATCTTCACTGACTGTAAGTGCCTGTGGGGCAGGGACCATGTTGGTCTTATTCATCACTCTCCTGCCAGGTAAAT 
TAGCACATTCCTGGCACACTGTAAATGTTCAATAAGCTTTTGTTCTTTTAGATGGATTGACTTATCAGAGGCAACTCTTTCAAGAACAAGTAGC 
CCTGTGCTCTGGAGAATGATTTACAGTGGTTCTCTTCCTCAGCCTGGGGCCTTTTCTGGATAACTCCCATCGTACTCTCCTCTACTTCCTCTTC 
CTAGAATACACAAATTTATTATTACAGGCACCACTCTTCACCCCACATCTGATTC 

HUMAN SEQUENCE - mRNA 

GCGGGCGCGGGCGGGACGGGCGCCCCGCGGCCGGACCCAGCCAGGGCACCACGCTGGCCGGCCCTGCGCCGCCAGGCACTTCTTTCCGGGGCTC 
CTAGGGACGCCAGAAGGAAGTCAACCTCTGCTGCTTCTCCTTGGCCTGCGTTGGACCTTCCTTTTTTTGTTGTTTTTTTTTGTTTTTCCCCTTT 
CTTCCTTTTGAATTAACTGGCTTCTTGGCTGGATGTTTTCAACTTCTTTCCTGGCTGCGAACTTTTCCCCAATTGTTTTCCTTTTACAACAGGG 
GG AGAAAGTGCTCTGTGGTCCGAGGCGAGCCGTGAAGTTGCGTGTGCGTGGCAGTGTGCGTGGCAGGATGTGCGTGCGTGTGTAACCCGAGCCG 
CCCGATCTGTTTCGATCTGCGCCGCGGAGCCCTCCCTCAAGGCCCGCTCCACCTGCTGCGGTTACGCGGCGCTCGTGGGTGTTCGTGCCTCGGA 
GCAGCTAACCGGCGGGTGCTGGGCGACGGTGGAGGAGTATCGTCTCGCTGCTGCCCGAGTCAGGGCTGAGTCACCCAGCTGATGTAGACAGTGG 
CTGCCTTCCGAAGAGTGCGTGTTTGCATGTGTGTGACTCTGCGGCTGCTCAACTCCCAACAAACCAGAGGACCAGCCACAAACTTAACCAACAT 
CCCCAAACCCGAGTTCACAGATGTGGGAGAGCTGTAGAACCCTGAGTGTCATCGACTGGGCCTTCTTATGATTGTTGTTTTAAGATTAGCTGAA 
GATCTCTGAAACGCTGAATTTTCTGCACTGAGCGTTTTGACAGAATTCATTGAGAGAACAGAGAACATGACAAGTACTTCTAGCTCAGCACTGC 

TTGTAAATATTTTATG AAGT AGAGC AT ATGT AT AT ATTTAT ATAT ACGTGC AC AT AC ATTAGTAGC ACT AC CTTTGG AAGTCTC AG CTCTTG CT 
TTTCGGGACTGAAGCCAGTTTTGCATGATAAAAGTGGCCTTGTTACGGGAGATAATTGTGTTCTGTTGGGACTTTAGACAAAACTCACCTGCAA 
AAAACTGACAGGCATTAACTACTGGAACTTCCAAATAATGTGTTTGCTGATCGTTTTACTCTTCGCATAAATATTTTAGGAAGTGTATGAGAAT 
TTTGCCTTCAGGAACTTTTCTAACAGCCAAAGACAGAACTTAACCTCTGCAAGCAAGATTCGTGGAAGATAGTCTCCACTTTTTAATGCACTAA 
GCAATCGGTTGCTAGGAGCCCATCCTGGGTCAGAGGCCGATCCGCAGAACCAGAACGTTTTCCCCTCCTGGACTGTTAGTAACTTAGTCTCCCT 
CCTCCCCTAACCACCCCCGCCCCCCCCCACCCCCCGCAGTAATAAAGGCCCCTGAACGTGTATGTTGGTCTCCCGGGAGCTGCTTGCTGAAGAT 
CCGCGCCCCTGTCGCCGTCTGGTAGGAGCTGTTTGCAGGGTCCTAACTCAATCGGCTTGTTGTGATGCGTATCCCCGTAGATGCCAGCACGAGC 
CGCCGCTTCACGCCGCCTTCCACCGCGCTGAGCCCAGGCAAGATGAGCGAGGCGTTGCCGCTGGGCGCCCCGGACGCCGGCGCTGCCCTGGCCG 
GCAAGCTGAGGAGCGGCGACCGCAGCATGGTGGAGGTGCTGGCCGACCACCCGGGCGAGCTGGTGCGCACCGACAGCCCCAACTTCCTCTGCTC 
CGTGCTGCCTACGCACTGGCGCTGCAACAAGACCCTGCCCATCGCTTTCAAGGTGGTGGCCCTAGGGGATGTTCCAGATGGCACTCTGGTCACT 
GTGATGGCTGGCAATGATGAAAACTACTCGGCTGAGCTGAGAAATGCTACCGCAGCCATGAAGAACCAGGTTGCAAGATTTAATGACCTCAGGT 
TTGTCGGTCGAAGTGGAAGAGGGAAAAGCTTCACTCTGACCATCACTGTCTTCACAAACCCACCGCAAGTCGCCACCTACCACAGAGCCATCAA 
AATCACAGTGGATGGGCCCCGAGAACCTCGAAGACATCGGCAGAAACTAGATGATCAGACCAAGCCCGGGAGCTTGTCCTTTTCCGAGCGGCTC 
AGTGAACTGGAGCAGCTGCGGCGCACAGCCATGAGGGTCAGCCCACACCACCCAGCCCCCACGCCCAACCCTCGTGCCTCCCTGAACCACTCCA 
CTGCCTTTAACCCTCAGCCTCAGAGTCAGATGCAGGATACAAGGCAGATCCAACCATCCCCACCGTGGTCCTACGATCAGTCCTACCAATACCT 
GGGATCCATTGCCTCTCCTTCTGTGCACCCAGCAACGCCCATTTCACCTGGACGTGCCAGCGGCATGACAACCCTCTCTGCAGAACTTTCCAGT 
CGACTCTCAACGGCACCCGACCTGACAGCGTTCAGCGACCCGCGCCAGTTCCCCGCGCTGCCCTCCATCTCCGACCCCCGCATGCACTATCCAG 
GCGCCTTCACCTACTCCCCGACGCCGGTCACCTCGGGCATCGGCATCGGCATGTCGGCCATGGGCTCGGCCACGCGCTACCACACCTACCTGCC 
GCCGCCCTACCCCGGTTCGTCGCAAGCGCAGGGAGGCCCGTTCCAAGCCAGCTCGCCCTCCTACCACCTGTACTACGGCGCCTCGGCCGGCTCC 
TACCAGTTCTCCATGGTGGGCGGGGAGCGCTCGCCGCCGCGCATCCTGCCGCCCTGCACCAACGCCTCCACCGGCTCCGCGCTGCTCAACCCCA 
GCCTCCCGAACCAGAGCGACGTGGTGGAGGCCGAGGGCAGACACAGAAACTCCCCCACCAACATGGGGGGGGCCTCCTGTTCGCGACAAGCCCG 
CCGGGATCCCGGGCCCTGGGCCCGGACACCGTCCTGGGGCCGAGGGCGCCCGACGGACAGGATCTCGCTGTAGGTCAGGCCCGCGCAGCCTCCT 
GCGCCCAGAAGCCCACGCCGCCGCCGTCTGCTGGCGCCCCGGCCCTCGCGGAGGTGTCCGAGGCGACGCACCTCGAGGGTGTCCGCCGGCCCCA 
GCACCCAGGGGACGCGCTGGAAAGCAAACAGGAAGATTCCCGGAGGGAAACTGTGAATGCTTCTGATTTAGCAATGCTGTGAATAAAAAGAAAG 
ATTTTATACCCTTGAGAAAAAAAAAAAAA 

HUMAN SEQUENCE - CODING 

ATGCGTATCCCCGTAGATGCCAGCACGAGCCGCCGCTTCACGCCGCCTTCCACCGCGCTGAGCCCAGGCAAGATGAGCGAGGCGTTGCCGCTGG 
GCGCCCCGGACGCCGGCGCTGCCCTGGCCGGCAAGCTGAGGAGCGGCGACCGCAGCATGGTGGAGGTGCTGGCCGACCACCCGGGCGAGCTGGT 
GCGCACCGACAGCCCCAACTTCCTCTGCTCCGTGCTGCCTACGCACTGGCGCTGCAACAAGACCCTGCCCATCGCTTTCAAGGTGGTGGCCCTA 
GGGG ATGTT CCAG ATGG CACTCTGGTCACTGTG ATGGCTGGCAATGATGAAAACTACTCGG CTG AG CTGAGAAATGCTACCGC AGCC ATGAAGA 
ACCAGGTTGCAAGATTTAATGACCTCAGGTTTGTCGGTCGAAGTGGAAGAGGGAAAAGCTTCACTCTGACCATCACTGTCTTCACAAACCCACC 
GCAAGTCGCCACCTACCACAGAGCCATCAAAATCACAGTGGATGGGCCCCGAGAACCTCGAAGACATCGGCAGAAACTAGATGATCAGACCAAG 
CCCGGGAGCTTGTCCTTTTCCGAGCGGCTCAGTGAACTGGAGCAGCTGCGGCGCACAGCCATGAGGGTCAGCCCACACCACCCAGCCCCCACGC 
CCAACCCTCGTGCCTCCCTGAACCACTCCACTGCCTTTAACCCTCAGCCTCAGAGTCAGATGCAGGATACAAGGCAGATCCAAGCATCCCCACC 
GTGGTCCTACGATCAGTCCTACCAATACCTGGGATCCATTGCCTCTCCTTCTGTGCACCCAGCAACGCCCATTTCACCTGGACGTGCCAGCGGC 
ATGACAACCCTCTCTGCAGAACTTTCCAGTCGACTCTCAACGGCACCCGACCTGACAGCGTTCAGCGACCCGCGCCAGTTCCCCGCGCTGCCCT 
CCATCTCCGACCCCCGCATGCACTATCCAGGCGCCTTCACCTACTCCCCGACGCCGGTCACCTCGGGCATCGGCATCGGCATGTCGGCCATGGG 
CTCGGCCACGCGCTACCACACCTACCTGCCGCCGCCCTACCCCGGTTCGTCGCAAGCGCAGGGAGGCCCGTTCCAAGCCAGCTCGCCCTCCTAC 
CACCTGTACTACGGCGCCTCGGCCGGCTCCTACCAGTTCTCCATGGTGGGCGGGGAGCGCTCGCCGCCGCGCATCCTGCCGCCCTGCACCAACG 
CCTCCACCGGCTCCGCGCTGCTCAACCCCAGCCTCCCGAACCAGAGCGACGTGGTGGAGGCCGAGGGCAGACACAGAAACTCCCCCACCAACAT 
GGGGGGGGCCTCCTGTTCGCGACAAGCCCGCCGGGATCCCGGGCCCTGGGCCCGGACACCGTCCTGGGGCCGAGGGCGCCCGACGGACAGGATC 
TCGCTGTAG 
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TABLE 19 



MOUSE NOMENCLATURE 
ICSGNM Il2ra 
Celera mCG95 69 

HUMAN NOMENCLATURE 
HGNC IL2RA 
Celera hCG23482 

MOUSE SEQUENCE - GENOMIC 

TAATGATTAATAATAATAATAATAATAATAATAATAATAAGAAGAAGAAGAAGAAGAAGAAGAATGAGAGACCTTGGAACACTCAGCCCCTTGT 
TGTGC ATGGAAC CC AGTAG AAG AAGTGGG AAG AATGTGAG AG C C AGAGGGGATGG AGG CCATCAAAAAAACAC AATCTTCTAAAT CAACATGAG 
CAAAGCACCTATGAAGAGTGAAGCAGGACTGGAGAGATGGCTCAGTGGTTAAAAGCACTGACTGTTCTTGCAAAGGTCCTGAGTTCAAGTCTCA 
GCAACCACATGGTGGCTCACAACCATCTGTAACAAGATATGATGCCTTTCTCGTGTGTCTAAAGACAACTACTTACACATAATCAATCAATCAA 
TCAATCAATCAATCTTTGGGGTGGAGCAAGAGGGGCCGGAGTGAGCAGAGGTCCTGAGTTCGGTTCCCGGCAACCACATGAAGGCTCACAACTG 
TCTGTACAGCTACAGTGTACTCACATACACAAAATAAATAAATAAATCTTTAGAAAAGAGAGTGAAGCAACATGCACAGGGCCTGCATGGGTCT 
ACACCAGGTCCTTTGCATGTATATTATGGCTTCCAGTTTAGGGTTTTTAAAGGATTCCAAAATGTGTGAACAAGGTGGACTTGATTCTTGTACC 
TTCTCTTGGGCTCTTTTCCTTCTGTCTGTTTTGTCTAAATCCAATGTGTTAGTTTTTTGTATAGTTAAGGTTATAGTTAGAGTAGCATAGCATA 
GCATGTCCTTCAGAAGCCTATTTGTTTTCTAATGAGAGACAGAAAAGGAGTAGATCTGGGAGGGAAGGGATAGGAAGGGGACTGGGAGGAGTAG 
AGGGAGGGAAACCATAATCAGGGTATATTATATGATGGAAAAATCTATTTTCAATAAAAGGAAATAACTTTAAAGAAAGATAATTAGGGAGTAA 
ATATGATCAGGTGAATATATGAATGTCTGAAAATGTCATAATGAAATACATGACTGTACACTAACTTTTTAAAAAAAGGAGTGATCTTGGGACT 
ACAGACTCTTCAAAGATAACCAAAAAAAAAAAAAAAAAAAGAGAGAGGAGGCTGTTGAGCGGAATAGTGATTGAACAGGAAGTGTAGGGGAAAA 
AGTGGGGAAGCCATGTTGAAGAGGGTAGTCTAAGGCAGATTTCTTTGGGAAGATTTGCCTGGAATTAATAGATGAGACTGGAGGAGGTGTGAGG 
GCTGGCTCAGTAGCTAGGCACTTGCTTAGCATGTGCCAGGCCCTGCTTTAAATACCAGCACCGGAAAAAAAAAACATAAAGGATTGCAGAATGT 
TTGAGTCAATGATGTCAGTCGGAAAGCTATAGTTANNNNNNNNNNNN^ 

CATGACTTCACCTTCCTCCCCAAACCCCACAGACTAGTGCTTCAGAACCTCACAATCTTTGCTTCCAGCAGTCCCTAGAGGTCACCAGTGCTGG 
AT CGAGAG ATTG AGCGATATACTATTGT CCACC CTTG AGCTAGAAC C ACATC AG AGGAGGTCAGGG AGCCTTTCCTG ATACCT ACGTGC CAAAG 
ACACAATAGAAAGTGGGATCATGGATTGGGGGGTGCATCAGCCAATGCAGTACCTGCAGTAAAAGCATGAAGACCTAGCTTTGGTGCCCAACCC 
AACATTAGTGGTGCCCTATAATCTTATTACTAAGAAGACAGACAGGATCTGATAGCCAAGTAGTTGAGTAAAACTTGGCAAGTCCCAGGCTCAG 
TGAGGGACCGTGTCTCAATCTCTGATGAAGAGTGATTGAGGAAGAACCTCCAACAACAACTTCCTCTGGTCCCCAGACACCTGCAAACACCAGC 
ACTCATGTGGGTGCGCGCGTGCGCACACACACACACACATGCACAGGTATGCACACACACATACACTCATAGCCACACATACATACATATACAT 
ACAAACACAC AC AT AC AC AAATG C AG ACAC AC AC AAAAAC AGT C ATGTATAC AT ACAAACACACATAC AC ACAT ACAGG C ATGTGTGTGCAC AC 
AC ATGTACATT C AT AC AC AC ATAAAC ACAC ATG C ACATGTGC AC ACACAG CCAC ACATG CATATACACAGTC ATGTGGG CACAC AC ACACACAC 
ATACACACACACACACACACACACACACACACACAAGGAATCTGTCTACAAGCTAGCATAAGCTGCAAATGATAGCAAAGCTGCTGTTTGGTTT 
TCAGTGTAGGGACTGAGTTTGTGAATCTGACAAGCTGTTAGTCTCCCAGTACTTTATTAGGGGAGTAACTCACCAGTCAGATGGGCCCCTCTGG 
AGCTCAGCATTTGCACAGAGGACAGCTCCTTTGCGCATAGTGGATTCTGGTTTTCCACAGGACCCTGTCTAGTAAAACCTAGTGGAAATTACAA 
GCTGAGAAATTCAGCCTTGTGCCACAATAACAGGATGCACCTGTAGATTTCACAGAATTAGCTGCTGTCTTCTCTTAACGCCAATTTGAGAGAA 
AGAAG CCTGTTTGTCTG CTGC C AAACAGGG CAGAATCTC AAGT ATTCC C ATATATCTGC AAATG ATGGAAGTTATC AACC ACAGTG ACACTGTC 
TTTCTAGCGGTCACTTGACAAAGACAGGGACTTGCTTGCCTCTCTTTTCCACCATGCTACCCCCTTGTTGGCTCCTTTGGGACTTACCCATTTG 
GAATGTGATATAGTTAATAGGGACCTGTCTGGCCCTGCCTCCCCATCTCCATTTGAGAGCAGGAATCCTTTTCAATTCATTTTTGATTACACAG 
TCTGGCACAGGGCCCACTTTCTAGATCCTTAACTAGTATTTTATGGAATTGAATTCTAGAAAAGTACATGAACTGTGTAAAGGTGACATCATGA 
GCACTTAAATAG AC ATCC AAACCTATGTCC ACGC AATAAAGACTCCGTGC CC CATAGGCTGACAACCACCTCTAACTAACCCAGAAATG CAGTA 
AATATATAAATGATGAGTTCCCTGAGCTACTAGCCATCCTCCAAGAAAACAAAGGCCCCTTTCCTCCTCAGCTCTCTCCTTTTCGACTTTCCCT 
TCCTCACCTCCATTTTCTTCCCCTCTCTTTGCACCTACCCTTTCCAGTCCTCTCTCCTACCCCTCCTCTCTCTATTCTTCCTTCCTTTCTTCTC 
TCCCCTTTCTCTCCCCTTCTCTTCTTTCCACTCTTCTTTCTTCCTTCTCTTCTCTGGTTTTCTTCTCCTCTCTGCTTTTCCTCGCTCTCCCTCC 

AGTGAGGGAGCTTTTATGTGGTGTCACTCGGGTAGGACAGGCAAGTCTGATAGTGCCAAGGATCCAGTGAGCAACAGCTTCCCTTTTTAAGGGC 

TGGTTTCTTTTTCTCCTTGAGTAGATTATGGGCACAGACAAGGCCTTGACTTCTCTACTTCAGAGCCCAGTGTAAGAGCTTGTGTAGTTGCAGG 

TGCTCAGTCAACATGAGCTCATGGCCTGCTTAACAGAAATGAAACACTTTGACCTGAGTTTCAGTTCTTCCTCTCTGTAGACTTCTCTGTAGAC 

TTCTCTGTAGACTTCTCAAGACATTGATAGACAATGAATAGACAGGGGTAAAGGGGAGAAGAGAAGAGAGGGGCGAGAGAGAGACAGAGACAGA 

GAGACAGAGACACTGAGAGAGACAGAGACAGAGAGACACACACAGAGAGAGATCGTGATACTCTGAACTGCACACCTCCCTCTTATGCCTGGTA 

C ACAAAGAAAGCCGGGCTCAGAATT CTAACACACCCT CAAACC CG ATTCAACTCCAGAATGTATAAGAAAAAGTAATTT CATTTAAAAAG AACA 

TCTTTGAGGTGTTGAAAAAAAAGAGTTACTGCCACAAAAGGAACTATAAACAATTACTGTCAAATGATTTTTAGGATTATTTATTTATTTAATT 

GAGACAGGATTTCTTGGTGTAGCCTTGGCTGCCCTGAAACTCATTCTGTAGACCAGGCTAGCACTGAACTCAGAGATCCACCTGCCTCTGCCCC 

TGGTATTACAGGCATGCGTCACCACCAACACCCCCCCCCCCCATTTTTAAGGATTTCTTTCCCTTTTTTCTTTTTAAAGATTTATTTATTGTTA 

TATGTAAGTACACTGTAGCTGTCTCCAGACATGCCAGAAGAGGGAGTCAGATCTCATGACAGGTGGTTGTGAGCCACCATGTGGTTTATGGGAT 

TTGAACTCAGGACCTTTGGAAGAGCAGTCAGTGCTCTTACCTGCTGAGCCATTTTGCCAGCCCCCTTTTTAGGATTTCTTTTACTCTCTTGATT 

GTGCCCCCAAAATTGCCCCAGTCTTTCTATTCCATCTTGATACCACATTTCTTTTTCTTTTTCTCTTATTAACTCACTTTCTATGAGTATTTAT 

GTGTGTGGAGTGCACACATGTGTACATGGTTGCACATGTGTGTGTATCTGAGCTCCTTGGTGTGTGCACACATACACATGCATATTTGACGTCG 

GGGTGTCTTCCTTGGTCACATTCTACTTCATCTTTTTGAGGCAAGTCTTTTGCTGAACCCAGAGTTCCACTGATACAGAGTCTAGCTAGCCTGC 

TCATTCTGGGGATCCCTTTCCCATCCGCCAAGTGTTGCCGTCAAAAGCAGCCACTGTGCTGCGCTTTCCCATTGGTTTTGGAGGTTTGTAGTCC 

AGTCTTCACACCTGTGTGGCCAGTGCTTTATCCACTGAGCCATCTCCCAGTCCTTCAGCATCTTTTCTAGAGCAGCAATTTTCTCTCTCTTTGC 

ATCTCTAGTTGCTGAAGCCTTACCTGCCAGGTCAAACATGTCAGAGAGGCAAAGAGACAGAGAAGTTCTGGGAATCAGGGCTTCACACTTGCTA 

ACCCAATACACTGTCTTTGAACTATGCCCCATCCTGAACTATGTCTTAACAACTGAAAGTAATGGTAAAATAATCCAACTGATACCTGTCTTAA 

AAGATAAATATTTATTTTTACTTACTTATTTATTATTCTATGATCATTGGTGTTTTGCCTGTAAGTATGTCTGTGTGAGTGTGCCAGAACTCCT 

GGAACTGAAAGTATAGATATTTGTGAGCTGCTATGTAGGTGCTGGAGATTGAACCTTGGTCCTTTGGAAGAGCAGCTAGTACTTTTCATCACTA 

AGTCATTTCTCCAGACCAATTATCTTTGTTTTTTCTATGTATGAGTCTTTTGCTGTGTGTATGTATACAAATGCATCGTGTGTGTGTGTGTGTG 

TATGTGTGTGTATGTGTGTGTGTGTATGTGTGTGTGTGTATGTGTGTN^ 

NNNNNNNNNNNNNNNNNNNNNNNNNNN^ 

NNNNNNNNNNNNNNNNNNNNNNNNNN^ 

NNNNNNNNNNNNNNNNNNNNNNNNNNNNN^ 
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NNNMNNNNNNN^ 
NNNNNNNNNNNNNNNNNN^^ 

NNNNNNNNNNNNNNNN^^ 

ATGTACTGTGATACTGCACTTCATAAGTGAGTACAAACATTATCTTTCAATTCTTTTAAACAAAGAATACGCCGGGCGGTGTGGCGCA'TGCCTT 
TAATCCCAGCACTTGGGAGGCAGAAGCAGGTGGATTTCTGAGTTCGAGGCCAGCCTGGTCTACAAAGTAAGTGCCAGGAGAGCCAGGACTATAG 
AGAGAAACCCTGTCTTGAAAAACCAAAAAAAACCAAAAAAACAAAAAAACAAAACAA 

T AGC AACGG AG C ATGT ACCCC ATTG ATGGG AC ATGT ATC AGT AC ATGTAAG AC CCTGGG CTCC AACC CCAG C CACAAACT AAACAACAAC AAAA 

GAGGAATAGAAGACAAAACCTCAGTAATAGGATTTAAAAACAAACAGATGACTAGTTCTACAAAATACCTTTGTTAAAACAGTTTACATGACTA 
TTTTAAACTGACCTAACAAAAAAGTAATGGAAATCTAATCTTGGCATGGTAGCCTATGCCTTTAGTCCCAGCACTTGAGAGGCAGAGGGAATAG 
ATCTCTGTGAGTTCAAGGTCAGCTTGGTTTGTCTACATAAGAAGTTTCAGGGCAACCAAGGCTTCATAGAGAGACTATGTATAATATGCTAGGC 
CCTCCCCCATCAATTACTAGTTAAGAAAATGCCCTACAGCCAGATCTTAGGGAGGCATTTTCTCAGTTGAGGTTCCCCTCTTTCAGATAACTCC 
AGCTTGTGTAAGATTGACATAAAACTAGCCAGCACATTGTTTCATCCTGTTTGAACATGTCCTGTGGCTCAGATTCTATCCTTCAAAGTCTTCC 
TCGCCATCAATCCAACTGACATCTCTACCCTCACATTCCTTTGGCCTCCCAGTCAACTGTACTTCTAGTTAGCTGTTGAGCACAGATTATACCT 
GAAGGACCTACCTAAAAAGGCTACATTCACCCTTCAAGGACAGCAACTTATGTCTTTCCTGAACATAGTCATCCATAACGTTCTCTTTGCTAAG 
CGTCTCCCGCTCTTCTTCATCATGATCACTGGGCAACTACCACCTTCTACTGTTAGAAAGAGCAAAGGCTCACCTCTAACCTAAGAGGAGGCAA 
T CTGGGTCAGATAGTTG ATGCATGATATG ATGTG CAGTTT CTTCTG AG AAGTAC CAG ACATTTCTG AT AAG AG AGTTG AG C AACTTCCTG AT AT 
GTGAGACTCAGCTTTATACAGTTGACCAACCAACCACCAGTCCTGAAGGAACATTAGTGACCCTTAGACAAATGTTCCTTAAATTAATCTATTG 
GGGT CATCT AGCCT ACCTTTTT CCTT CCTT AAAAGTCTTTGCC AGGAAAG AAGT ATTTGAAATAGACTTAGTGGAAACTACCTATTTCCAGCAG 
GTTTGAAACAAAACTTGGACATGTGCTCACAAGCATTTGTCTGAAATGGCTTGAAATGTATCCTTGTTGTATATTCACATTCACATATCTCAAT 
GCATCATGGTTGAACACCCATATGTGTTATGAAATCAGTGCTTATTTCAAAAATATATTGGATGTAGCCTGTCTCCAGAGCCCACAGTGTGATA 
CCTTTATCCTAAGATCCTCAGACTCTTATGAGTTCAAAGTGCCTGTGACACTCCTGTAACACTCCTGTCTATAAATATACTGATTATATGCTGG 
CGTGCATTTTTCCCTCAAGGGAGGAAATTAAGATTTCACCAGATCTTATTTGCAAAACAAAACAGTCAGCAACTAGGCTAGAAGTAAAAAGTTA 
TGTCAATAGTGGGTGAAAAGACAGCTTGGTGACACTATGAGAGAAGGCAAAGGGTTGTTTCTGAAAGGCCTCCTGGGAGAAGCTAGACTTAAAA 
TCTTCCATTGCAGCTGTAAACACATCTGGACAATAGTCTGTTTTCTGCATTTGTGAATCCCACACCCATGGAACTATGAATCGTGCATCAGAGT 
TATTTAAAACCACCGTGCATGGAGTGAACCAATACCGAGGTGTTTGCTTATCATTTTCCTTTGAGCACACAGCACAGCCTTGAACTCAGTGACA 
CTCCTAAGAGGGCTCTAGGGTCAGGCCAACTTAGATGAGATGCTAGTCTTTAGCTAAAGATGCCCTTCCACCCCCGTTGCACGACCTTGCTTCT 
CAGTCTTTGTTGAGTCTTCTGGGGGAGAATCCCCCTAGAGGACTCAGTTTACAAAACCCTAAGTGAGACCACTGCCAAGAAGTGCTTGCTCACC 
CCTCCTGCCGCGGCAGGGAATCCCCCTTTCCTTGTACAGGCAAAACACAAAAAAGGACTCATAAGTGAAGCCTGATCCTTCTCACCAAACACTG 
CCCACACCTCCTAGTAATTGAACTTGAAAAAAAAAACTGGTTTGAAAAATTACCGCAAACCATATTGTCATAAAAAAAAAAAAAAACACTTCCT 
ATATG AG ATCACAGAAC AG AGTAGGCACAAGTTC CTG CTG AGC AG ATC AGCCTAATGCTT AAAT AGAAC AACTCCTGGCTGT C ATTG AC ATTGT 
CTAAAAGCCAAGATGACAGACTGAGAGGCCTGAGCCCTTGTTCTGGCATTCTCCCAGGAAGATGCAGTAAAGGGGTTGACCCAATATACTGCAG 
AGAATTTCATCCAGTTCCCTCCTCCATCCTGATCCCATGTGCCAGGAAGATGGAGCCACGCTTGCTGATGTTGGGGTTTCTCTCATTAACCATA 
GTACCCAGTTGTCGGGCAGGTAAGAGACCAGGAACTGCCCTGGGAACCTTGGGAAGACTAACAGAATCTTGGTAAGCCTACATCTGCTCAGCTA 
TACAACCAGAGGGAACAATGAGATGGAAAACTTTGAAGAGGGAGTTGAATCATGGGTTCTAACTCTTGTCCAGGGTCCACTAGGACCTCTTTTT 
GTGCCTCAGTGGTCCCTAATCTATCAACCTTTCTTAAAATAGCAGGAAGGAATTTCTCATTCATAGTCCTTTTTAGGTTTCATTCCCAGGGATG 
GTTTGGCTTTGCTGTCTTGGAAGTTTCTTGTAAATATCATTTTATGGCAATTTCAGAAAACATAAATATATTCATTTTTCAGAGCATGACTTTC 
CTCTGCTTCTCTGGGTGTAACGTCTGTGTGTTTTACATAAATATGAATTCCATCATCATAGATTTTGTCAGGTATAGTTTTAAGAAATAAAAAC 
CATCACCAACTCAGACATCAAACAACTCTTCTTAATTGAGGATGAATTCCCTAATACCATTTTTTCTTGCTAATCCAGAAAGAGAAGTGAGGTT 
TGTGGAAATACATATATTTCAAGTCTATTAGATAGATTATAGATAGATAGATAGATAGATAGATAGATAGATAGATAGATAGATATGGGACTGT 
CTCACTATGTAGTCTTGGGGTGCTTGGAATTTGCCATGTAAACTAGTTTGGCCTCAAACTCATAAAGATCTACCTGCTTCTGTGCATAACCCCA 
CACTAGGCTGAAAATATATTTTTTGAAAGCCTACAGTTTCATATTCTTAATTTCTAGGAATTTATTCTTAAATGACCCCAGAAAAATGTATTAA 
GAAGAGTAAAATAAATAACATATACACGAAGCTTGATTGCTGACTGGGGGCAAGTGATCACATTGTGTTGGGTCACTTGGGAGCATCTTGGCTT 
TGGAGTTAAGATGTTTATGATTTTAGGAAGCTTTTATTGTGTGATTTCTCCCCTAAAAGTATCTATCCCTCAATGGTGTCTTTGTCAGGTTAGT 
TCAAGTCAGAACAACCAAGTCTTTACAGTTATGTGTATTCTGTCTCTGAGGAAAGGCTTTCAAGTAAACTTGTGTTATGAGCTGTGGTTGATTT 
ATATAAAGCTCATTTACTTGGTTTTGCAAAACATCTGTCCACTACTTCTTATGCATGTGTATATGGGGAAATGACAGCATTACAGGTTGGAACA 
TGCCTGGAGCTACAGGGGTGTGGGGCTGTCAGAGAAGACTTCATGAAGATAGCGTGTCCATTGAGCCCTGGAGACTGGTAAATTTCCATAAGGA 
AAGATTTTAG ATGAGAAGG CAC ATGG AT CAGGAAATAG AAG AGTCTG AGG AGTC AGTATATGTATT CTCTG AATATGGGG CTATTGGATAAAG A 
ACAGAAAGATAGGAATGGGGCCAAAGGCATTAAAGCTCTGGACAGGAAGCTCAATCCTTTTCTTTTCCTGTGTTGTTGGGGATAGAAATCCAAG 
GCTTTGAGCACACTAAGCAAGCACTCTAACGCTGAGCTGCATTCCTAGCCCACAACTTAAAATACTTTAGTTGTATTTGGTAGGCAACAGAAAA 
CTACTTGAAAAATGTCAGGGAATGCCATTTATAGAGTACACTTGATAAATCAGATGTATACATTTTATTACAACTTCTAATCACTTTACAGTGT 
GGGTGTCATGAATCAGTAGAAGTAACCCCAAAATCAGAATATCAGTGTTGCAAGGCTCACATCACTTTTGTATTTTCTATTGGAGACAAGACCA 
G AGGTG ATT CTGGCTGATAATAGAAAGAGATCAGGTG CAAGG AGTTATGTCAAGAGG CAACTTGGTTCC CAGTGGG AAACAG AAAG AAATGGCC 
AGAGGTC AGCAAGTAG CTC AG AAACTAAC C C AGGGCAAGAG ATG ATCTTATTT CAACTTTGTTTAT CGT C C AGGAAG AATTTAGTTTAAGC AAT 
TAATGGGGCTGGAGAGATGGCTCATTATTGGTTTAGAGCACTCATTACTCTTGTGATGCGTTGAGAACCCAGGACCCAAGATGGTGGCTCAGAA 
CCATCTGTAACTCCAGTTCCAGGTGATCTGACAACTTCTTCTGGCCTCCATAGGCACCGTACACATGGCAAATAGGCATAGATGTGGGTCAAAT 
GCATATACACGTAAAAATAAATAAATATTAAACTTTAAGAAAGGGTAGAAAAATAAACAAATCTTTCTATTCCTTGGGGGCAAGAGGTCTTTAA 
TGAAATAAGACAGACTGTCAACAGATTCAATTTCTAGCTGATTCATAAGGCAGATTTTCATTTTGAAAATTTCCAAAGCCACCATTTAAAATTG 
TGATGTGGTACAAGGGATGTATTAGTCAACCCGGGTGTTTTTAGTCTCTGTATCACTGGGCCTTGGGATGTGGTTAAAAGAGAATTCTCCCTGA 
TGTTGCCAACACAGCAGCAGCTAACTGAAGCCACCTTTCTTAGAACTGTGGAAACTCTGAGCTGTCTCTTGATCATTTTTCATTCTAGGAATTC 
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TGTAATCAAATCCTTATCCCTCTAGAGTCAGAAGACAGAAGGTATGGAAACATGTTAAGGTGGTACGCATGTCTAGTTATCCCTTCTGGTAAAG 
GCTACTGCCCACACTAGAAGTTCCGGTCTTCAGCTCCGTTATGCTTCCCAGTGCCCCGTCAGTTTCTTCACAGTGTTAGAGCTATTGTGACTTT 
GTT C ATCAT G CAAAATAGACCTTGGAG ACATGTGGTTTTGCT AAG CACTGGG AATACTTAATAAAGCAAAC ATTAC ATTTGT CCCTAAGGGTCT 
AAGATAGCCTGATATGGAACTTATGGCTGTGCTTGATTTAGCTTGGAACATTGAAAAAACAGTAATTTATTTCATCCACTTACATGTCATCTGG 
CCATGCTCTGAAAGAACAGCTTCCGAATGCTCAACACCTCCATCACTGGGTCCCTCCCAAAGGCAGGGATTTTTGTGTTCATGTATGCATATGT 
GTATTTTTGTGGCTATGTGTGTAGATGAATGTGTGTGGAGGCCAAAGGTCAACTTAGGTATTAATCCTCAGGTGCCATTCACATGAGTTGGTTT 

TCTGCCTACTTCTGCTTTCTTAGGGCTGATACTAAAGGTATGCACTGCTGTAATATATACATACATACACACACACACATATATATACATTATA 
TATAC ATATAC AATATATATAGATT AAATGTATC AGTGTTTTG CCTGCATGTTT ATATGC ACACCAC ATGCCTG C CTGGTG CC CTCAG AGGTCA 
AAAGAGGGCATTGGCTCACCTTGGAGTGGAACTATAGAGAGTTTTCAACTCCCATGTGGGTGGTGGGAAGCAAACCTGGGTCCTCTGCCAAAGC 
AGGTGCTCTTAACCTCTGAGCTATCTTTCCAGCTGCATAATGATTTATGTGAGCACCAGGGATCAGAACAGAGGTCCTCATATTTATGAGGTAA 
GCACTTTATCTACTGAGCCATCTCCCCAGCCCTGAACATCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTGTCTCTC 
TCAAAAACTTTGAGAATTCTAGATATTTTTGTGTAATTTCTTATGGAAACCATTCCTGTGGTAGCACTGAGTGCCATGAGGATAGGCTGCACCC 
TGACATGTTCATGTCAACTCTGCTTTCCTTACTGTCCAATGATGGCCGGGCATTTTACAGATAGAGGTTGAATTCTCTTAAGAAATAGTGTGCC 
ACCAGTGGTCAGTGAGAAATAGAGCTAGGAGGCAAATGAAATTTTAAAGATGTATAGTATAGAACAAGGCACCTAATGATGTTAGAAAAACCAA 
AGGCAAGACCTAGCAAGTCACAGCTTTCAGCAAACTTCTCTCTGCAACAGGAGAAGGTTGTTGCAAAGATCTTGAAATCCCCTTACAATTCCAT 
CATTATACATCAAGAATTCTGGGGGGAAAAAGACCTACTCTCTCGTCTCCTCTATCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTGTC 
TCACAAACACACACACACACACACACACAGTCACTCACAAGTCTTTTTTATCCTGGGGTACTTTTGGAAACAAGAAAAGTTCCCAACCAAAGAT 
ATGCCCACTACCATGTGGATTGAAAGGTCACCGGGTATCAGCAGACCCAAGCCTGAGAGCTGGGTTCCAGGTTATTTCCCCACTCTCCAGAGTG 
CAACGCTCTGCACTGCAGCATGACTACTAATTCTGTACTGCTCGAGTTGTGGGTGTAGGGTAAAAACACCACTGTGTTTCGGTGAAGTCTTCTC 

GAGGCATTCCCTCTGGGGGAGGGAGGGAAGGGAGAGTCTTTATTCAATGCATTACTTCAAAAAGTTATAGATCCCAGACCTGAGATGCCTCTGT 
GGTTAAGAGTGCATACTACTTTTGCAGTTTGGTTCCTAGTACCCATGCTGGGAGACTTAGCCTGCCTATTTGAATCCAATGACCTCTTCTGTCC 
TGCATGTATGGATAGACACATACATAAATAAGACCTTGCTGTCCTGGAAATCAACCTGTAGATTAGAACAGCCACCACCTCAGAGCTCCACCTG 
TCTCTGTCTTCTGAGTGCTGGGCATGCACCACTTCTGCCCAGTGATCCCAGGCCTCTTGATGACTTGATTACATCTTCTGTATGCCTTTATTCT 
GATTCTCAGAAGTGATATCTCTTTATCCATGCAGCCAGCCATTCATGCATTAGGATTATAGAGGTGGATAAAGGTACAGTCCTTGTTCTCCAAC 
ATGAAGACTAAACATCTGCTGATTGATTCTGATTAGGAAGACTGCTAAGGGAAAACTTGCATCTGCCAATGAGTCAACATTGTGTTCCCTTTCC 
AACCCTCTGCCACATTTTCAAGGACATCACCCATTTGCAGGGAAAACTACAACTAAGTGATGTCTGAAGATGTTGGGTGTTTTCTACTGTAATG 

GGAATCATGTTTCCCAACCCCAGCTTCAGTTACAACATGCATCTGGAATGGCTGAGACTTCTTCAGACCAGTGAAGTCAGACTCTCAGGGGAGA 
AGAACCAGACGTACCAATGACATTATTTTTATGTCCCCCCAAACAATGAAGATGCAGTGAGGAATGAGATCCGTCTAATATTGTAGAGAAGTAA 
TATAATGGAATAATCCTACAGCCGGGCATGGTGTACATCGCTGTGACCCTTGCTTGCACTTGGGTGATTGGTGCAGGAAGATTTTGAGTTTGAG 
GCCAGCACAGAGCTCCACAGTGAAACTATTTTAAAAAGAACGAACAAGAAGAGAAGGAAGAGGGGAAGGGAGAAAGGGAGGGAAGGGAAGAAGA 
GAAACGCAAATGGTTTTTCATGCTGGTTAATTTCATTGCTTCATTTTTATTCTTTGAAAATAGAGGAGAACTTCTCAAACTTTACAAGACTCCT 
GGGGATTTTGTTATAAAGCATTCTGTTCGGAGAGGGATTCGGTAGCTTGAAATTCTGTTCAAACAGGCTCCAACACGAGATGTGTGTTGTCAGT 
GCATGGGCCCAGTTCTGAGCAGCAGGCTATCATGTAACAACAACAACAACAAAAAAATGCACACTATGTAACCACACAGAGGTTTCAACTAAAA 
TGGGAGACAACTTCAGAGAAGATTAAATATTGATCAAAGGTTGCACAGTCTATATAACACAGCCTATAAATATTATAAGTGGTCAGAATAAAGA 
GAGCAGCCTACTGCCTGGGTAATTAAAGATGATGCTTTGAGAAGGGCTTTTGGAGAACCTAGCTCTGAATGATGCTTAAGAATAACAGAGCATT 
AGCCGGGCAATGGTGGTGTACACCTTTAATCCCAGTACTTAGGAGGCAGAGGCAGGCTGATTTCTGAGTTCGAGGCCAGCCTGGTTTACAGAGT 
AAGTTCCAGGAGAGTCAGGGCTACACAGAGAAGGCCTGTCTCAAGACAACAAAACAACAACAACAAAACAAAACAAAACAAAACAACAGAAAAT 
GTTAGAAGACAGTATTGTGTGATGATTCTGCCAAAGCTGTACACATGGGCCATTATCCGTTTGCAGAGATGTGTGTCTGAACAAAATGATTTTC 
AAGTGCACAGTGTTTCTCTGATAAAAATTAATACTTTCCCCACATAAAAAAAAAAGCTGAACATGGTGGCACATGTTTGTAATCGCATTGCTGG 
GAAAACAGAGATGGGTAGATCGCTGGGGCTTACTGGTCTACCAGGCAAATCAGTGAGCTCTAGGTTGTTGGGAAACCATATCCCAAAAGAAAAG 
ATAGATGGTATACACACTACACACACACACATATAGTAGTAGTAGTAGTAGTAGTAGTAGTAATAATAATAATAATAATAATAATAATAATAAT 
AATAATGATAATG ATAATGATAAT AATAATAATG ATTTTGCTCAGGC ATAAGACTTTGC ATGTT CCC C ATC CT ACTTAAATC CTC CAGTGC CCA 
TAGGC ATT AGTT ATCTCTAGTAG AT TTCTTTGAC ATGATG AATTACTGAGTAGCCTTG C CAGTACC AC ATG AC ACCCTGG ATATAGT CAAAGAA 
TTTTTTAGTTTTCTTCTACCTCTACATCTGTGTTTTTAACTATGATGCAGTCCTGTTAACCTCATACCACAAGGTCAGAATCCCATGGCTTCTA 
ACACGACAGCCTCCTTTTACCCTGCCAGTTCACTAGGCTTCAACCAGCAACTCTCAAGGTAGCACCAGACATCCTACATGCAGGAGGCTGAGGC 
TCACATGACTGGACTACCAACAGTAAACGGTTTCACCCAAAAGAAGCACTGTTTTTAAATTTTTATTTATTTATTTATTTATTTATTTATTTAT 
TGGTTTAAATTTTTTCTTTTCTTATATGTATGGGTGTATGGATATTTGACCTGCATGTATATATGTGTACTCTGGGCATGCTTGGTGCCAAGGA 
GGCCAGAATAAGGTATTGGATCCCCTGAAACTGGAATTATGGAAAGTTGTGAGCCACTATGTGGGTCCTGGGACTTGAACTCAGGTCCTCTGCA 
AG AGC AGC AAGTGTT CTT AAGTTGTG AGG CTT CTCTCC AGTTCC AGAAG AAAC ATTT C AAACAGTGATG ATGAT AG CG AG AG CTT ATGCTCACT 
GTCTACATGCCATCTCTTAGTATTGTGTTAAATCAGTGTCTCTTGGTTCAGTTTTCAAAATAAGGTAGTTGTGTTGGGCATTGTGGTCTATGCC 
TTTATGTTCAACACTTGGGAAACAAAGGCAGCAGCTCTCTACACAGTGCCAGTCTCCTCTACACAGAGCAGTGTTCTCAACCTAACACTGCAGC 
CCTCTAATGCAGTTCCTCACACTGTGGTGACTCCCCAACCATAAAATTATTTTTGTTGCTACCTCATAGCTGTAATTTTGCTACTTTTATGAAT 
TTTAATTTAAATATCTTTTTTT C CCAATTGTCTTAG C AACCC ACAGGTTGAGAATTGCTG ACACAG AGAGTT CCAAGCC AGTTAGGG CC AC ATA 
GTGAGCTCTGGAAATAAAACAACATAAAAAGCAGTTCTTATTATCTTCCCTTTGCAGTTGACCAATGGAGTCTTTGGTCAGTTAAATCAGTAGC 
TGGTGTAAC AC AACTAGGAAGTCTCT AG AAT CTGAGTTTACAGAAT CTCTACCCACCATCCTGAG C CATGAC C AC CTTACAC AGCAG CTC C ACA 
GTCTACCTGAATGGCCACCTGTTGAATCTCTTGTCTTTACTTTTGTGCATGTGTGTGTGTGTGTATACATATGCATGTATATACACATGTGTGT 
GGAGGTCAGAGCTTCATTCACACGACATCTTCTTTTATCCCTTGACCTTATCTTTTTGAGACACTCTCTCACTGAACCTGGAGCTCACCAATTC 
AGCTAGACCACCTGCTCAAAAGCTGCAGTGGTCTTGTCTTCCCCAGCCCTCTGCTGGGGCTACAAACATACATCATGGTGCTGGGATTTCTACC 
TGGAGGGTAGGGAATCCAAGCCTGAGTCCTCTTGCTCTCCCAGACAGTTACACCTCAGCATAGCCTCAGCCTCTTTTTTTCCCCCTGAATGTAT 
GTAGCTCAGGGTGGCTTAGAAATTCATGAAGTGATTAAGGCTAATCTCAAACTCCTGATCACTCCACCTTACTTACACGTCTGGAGTTCACTCT 
GGTAGGACCTCCTCAGGACCCTGCTAGTCTTAGATCCTGTATTCTCTGAATCCTTCTGTTACCTTCAAAGAGCAGCCTGGGGTGTTTTCCTTGC 
ATCTGATAGCATTTCAAAGAAGTCACAGCAGCAGAGTCTGGGCTAGCAACCGGCAAAACAGAGGAAATTCTGAGCACCTTTGGCCATGAGTCAC 
CACACCTTCTGAGCACCTTTGGCCATGAGTCACCACACCTTGTTCAGGAATTGCCATCTCTGCCCACAGAATCGCCCACTGTTTTCTGTGTGGG 
ACCAAAATAGATACCTCCTTCATAAACTTTGTGTGTGTGTGTGTGTGTGTGTGTGTTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTC 
TCTCTTGGTAATAAAAAACAAAAGACAAAGATGGGTATGTGCTTCCAAGGGCAGACTAAGAAGCCACTTACAGGTGAGTGTGACAGGTGAGAGG 
AACCGTGGCAAGGAACACCCTACCCTGGTGGCAGAGCTTCTCGATATTTGTATGTCTGCTGCTTTGCTTCTCAGTTCATTCATGATCTATTGAG 
CAACTTCACGCAAGGTTAGAGAGGCAGAGATGAATAAGACCCAACTCTTGGCCTCCAGGAGCTTCTTGCTTATGCGGAGAGAATACCCAAGCTA 
AGGGCTGAGATTTAAGTAAGAGCACAGAGCTGGTGGACACACACTCCACTGCCCACTCCTCCTGCAAGACCGACACACCATAAGCTAGGAACTG 
CTTCCCATTATATGTACATGCAGAAGAGAGAAGGGCTCACGCTGTTTTGTCAGTGTGAGTGACTAGAATTAGAATCCAGCACTTTCCATTTTGA 
GTTTAGAACAATCTGCAGAGGTTTTGTGCTTGTTTGGCTCAGCAATACCTTTCAGGGACATCTCAGGTAGGACGTACTGGGAGTCCTTCAGTAA 
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CAGACTGTTTCCACAGGCTGAGGAGTCTCTGA'GGCACCATCTATAGGCCAACTCTCJVCATGTCTGAGTACATTTGAAGATCTCCCAGGTCCTCA 
ACATCTATGACCTCTTCAAGGAAGAAAGGAAAAGGGGGAGGGAGGGCAGGAGGGAAGGN^ 

AGTTCTTACTATACTGTATAAAGCCGAAAAGAAAAGCAGTGCTTTAAAGATGTATTAATAAACTATAAGAATAATACATAATAAATTGATATGT 
AAAAAACCACAATGTATATATGTAAATGAGAGCAGCCCTAAAACCAAACAGGCCTGTGTCCCCAGGGAAAAGGTCACTTTATCATGTTGTGGGG 
AACGGCAAAAGAAATGTTTCTAAAAGTTTCTTTTGAAGTCCCCGACATCTATGCTGACGTCAGCCTCTTCCTGGCCAGCGCTCTGAAAGTTTCC 
AGGGAGTTTTGGGGCCAGTGACTTGACACAGGGTTGTATGTTTGACACTTGCTGACTGTGGGCAGGTTGTGGTGGCTTTCCCTGCCTGCCAAGC 
CCCACTCAGCTGAGCATCAGCATGGTATGTGCTTCCTGTCCCCGTGCTAGTGACACCTCTCTGTTCAGACCTTGATTTAGAACAAAAAAGAACC 
TTTGTGAAGAGAAAACTGCTTATTTAAAGGAAAGTAAACCGAACTTTTGAGAGTCTTTTTAGAATAAAAGGGCGAGTCCTCAGGAGTCCCGCTG 
GTACCCCTGAGGGGAGGTGAGCCTTGAGGGCTCGCTGCTAGGTTTCCCTGTCTGGTCCCAGACATCACTTTCCCTTTCTAACTGTCTCCTCAGA 
GGCCGCTTCTGGAGGTAATTTTTAGCTGCCAATGCTGAGGAACTATTGGCCAGAGCATGCCACGCTGCTTCTTAGAGAATACAACTGCCACCAT 
TGAAAACCTAGGCTGTCTAACCAGTGAGCTCAGGGCGTCCGCCTGTCTCCACCTCCCTTTTCCTCCTGTGCTGGGATTTGCATGTGCACAGCCA 
TATAGAGTTTATAGAGTGCTGGGGATGTGAAGTGAGGTTCTCATGCTTCTGTGGCAAACCCACGAAACCATCTCCCATCGTTAGTTTTATATAT 
TTCACTATACATTCATATTATAATATACATTATATATTATATAATATATATTATATAAAACATATGTAATATATATTATAATATATAATACCAT 
GGTATTGGCAGTGCTTAGAATAGGTGGCCCAGATTTTCGTAACTTTTTCTTTGTTTTCTGTTTCTCTTCTAATCTTTTTTTTTTAAGTTGGTTA 
TTTTATTTTTTTACATTTCAAATGTTATTCCCCTTCCTGGTTTCCTCTCCGCAGGCCCCACAATCCCATCCCCCTCCTCCCTGCTTCTAGGAGG 
GTGGCTACCCCACCCACCCACCCACTCCCACCTCACTGCCCTGGTATTCCCCTTCACTGGGCATCAAGCCTTTACTGGACCAAAGGCCTCCCCT 
CCCATTGATGCCAGATAAGGCCATCCTCTGCTACATATGCAGCTGGAGTCATGGGTCCCTCCATGTATGCTCTTTGGTTGATGGTTTAGTCCCT 
AAGAACTTTGGGAGGTCTGGTTGGTTGATCTTGTTGTTTTTCCTATGGAGTTGCAAACCCCTTCAGCTCCTACAGTCCTTGCCCTAACTTTTCC 
CCTGGGGCCCCTGGGCTCAGTCCAATGGTTGGCTGCAACTTAAACAGCTGTCCCACACCATGGTTACTTCTCCAGTCTTTAATTGCATTTGTTT 
AACAATTTATTTTAACAATTTATTTTCTTATGTAATATATGTGTGTGTGTGTATACATCTATATATATATGAGAGAAGAGGGCATCAGAAAACA 
GAGGGTATCTGATCCCTTTACAGGTTGTGAGCCACCATGTGGTCGATGGGAATTGATTTCAGGACCTCTCTGGAAGAGCAGCCAGGGCTCTTAA 
CAGTTGGGCCGTCTCTCCAGCTTGTATTTGTTTGTTTACTTATGTATTCATTTACTTATAGACAGGGTCCAGCTATGTATCCTGAACTGACTTG 
CAGTGTAGCTAGGCTGGCCTCAAACTCATGGTAATCACCTCTGTCAGCCTTCTGAGTTCTGGGACTACACATGCAGGGGAAATCCCACAGATAT 
CCATTTGAAACAAGCCCTCACGATTACAACTTGCTTCTCAGAAGGCTCTGTGTTTTTTCAGAAGACTGTGGGCGGGATTTACGAATTTAGCAGT 
GCTCCGCTAAAAATATGGCCCCCTCCCAAGAAATCCGTTTCTAAGATTTGAGGGGAAAACTGTCTTTAGTTTTCAGAGAAAGAGGAGGAATATT 
TCTTCCCAGACTTTTCTCTCTCTCTCTTTCTTTTTTAATCTGATAACAGTTTAATTTAAATCAAGTTGACATTCTGTGGTAAGTTTGTGGTTAA 
CTCTTTCAAGTGCTGAAGCTTGTTTTCTGAGGTGACTGGAGAGTTAGAAAAAGACAGGCAGCCCAACCACTGTACTCTGTAAGCATTACAGGCT 
CCTGGATGTGACAATCTAGAGGCCGCTCTGTGAGACAGAGGGCAGTTCTCAGCTCCTTGCCTGGGTTTCTCTTTCTAAGAGGAAATTCCTAGTT 
TCTGTAGACCTACTGTTTGTTGTTTGTGTAACTACTGCCAAGAAGGCACAGGGTTTTCTCCAAAATGGTCTTACTAGTGAGTCACACATTCCTG 
CCTTATGGAAACCCAGGCTTTGACGAAGCCTGAGAGAACTGGGCCTCAGAAACGTGTGTCAGATGACAACAGGACTCACAGACACAAAAGGCTA 
ACCACCGTTCTGCAAATATTGTTATTTCAGTGTTTCCCCTTTAATTTTAAGAAACTTTTCTTTAATAATGACACACACACACACACACACACAC 
ACACAGACACACATTTTTGAGAGGGTCTCACTGTGAAGCCCTGGTTGTCATGGAACTATCCTGGAACTCATTATAGAGACCAGGCTGGGCTAGA 
ACTCAGAGATCCACCTGCCTCTGCCTCCCGAGTGCTGTGATTAATGGAATGTGCCACCATGTCTGGCTTTCATGAGTATTCTTTCAATCATCTT 
TGGATTCATTXCCTGCTATTGGCATGGCCATATAATTTTCCACCTTTAAACAGAGTCATATCAAGAGATTTTCCACTAGTGAACCATCCATCAC 
TG CTGAG ATAAATT CTAATTG ATCAG AATATTAGTTTTTGTC AT ACCTGG CTAGAAC CAAGTAC AAATATTGTAATCG ATATTCTGTTGTCTGT 
TTTTATAAGTGAGATGGTCTTACGGCCATTTTCTGTGCAGTTCATCCCAAGTTTAATAGGAAGACTAACATAACTCTGTAAAAGGAATTAGAAT 
CATTGAAGTGTCTGTGCTGGTCTGAATGAGAATAGCTGCCATAGGCTCATAGATTTGAATATTTAGTCCCCAGTGAGTGGAATTTCCAGTTTGG 
GAAGGATTAAGAGGGGTGACCTTTATTCAGGGTTTTGAAAGACTCATGTGATATTCCAGGGTTGTTTTCTCTCTCTCTCTCTCTCTCTCTCTCT 
CTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTTTCTCTCTCTCTCTCATGGCTGTGGACAGAGATCTGAGCTGTAAGCTGTTCCTTTACT 
CTACCATCATGGATTCAAACTCCCTGAAACCATATGCCAAATTAAATGTTTTCTTTGTAAGTCCTGGTACCCTATCTCAGCAATGGAAAAGTTA 
ACTAAGATGCCGTCTGAAACAGTTTGTATTAAGCATCTGCTACCTATTTCATATATTTGTTCACAAGTTGATTTTTTCAAATGATTGGTTTATT 
AGGTATAATTCTCCTCTTTCTTCAGCTTCTTTCTCTCTTTCTAAGACAAAATGTCGCCATGTACCTCAGGCTGGGCTTGAACTCACAATCCTGC 
TCATTTTTGAGTTTTTGGTGGATCAGTAGTTACAGCTCCCTTTTCTTCAAACTGATGCTCTGTTGTTCTTGCTCCTTCTAGTCCTGACTATTTT 
CAGAATCTACTTAAATGAATAGTTTTTAATTTGGAGGACATTCTCTGCTGGTTTTTTTTTTTTCATCTTGGTCAATCTTTCATTTACAGTTTTG 
ATCTCCTTTCTTTAACATTATTCCATGGTTTTTTAACTTCCTCCAGTAAATATTAAATGGGATAATGCCTGTTCTTTGAACAGGTATTTTCCTT 
TGAGGTTGTAGACATGCCTGGAGAGGCTGTGCTGGCTCAGTACTGCAGGGTTTGTGGTTATGATTTTTGTTGCTATTCGGTGCAGAATATTTTA 
CAGAATGAGTTCTGAGTTTCCCTTTGATCCATGGATTTGTTTGGAAGTTTGAGGTTTCTTTTTTAAAATGTGTGAAGTTTTATTGTTGTTTGTG 
GTTTCGCTCTCTGTTTTTAACTTTTAATTTCATTGCGCCATGATTAGAAAATGAATCTGTGTGATGCTTATTCTTTGACACTTGTGGAAACCAC 
CTCTGGTGCCTAGTAGGAGCTCAGTTCTCTTTACCACTGTCCCATGCGTGATAAAGAGAGTGTACATTGCCTATGTATTGGTCACACAACTACA 
TAAATATGCACAAATCAAGCTTACTGACAACTAACAGACGTTCTTATAGAGTAAGCTTTTCTTATTAGTGGTCCTTGCAACATCAGTTTGTTTT 
GTAGTGAGTTGTGGGCTTAATTCTAGTTGGGTTACTTTTTGTGGTTTCCCTTGGCTTCCTGAGGTGTATTTGGTAGCATCTGATTGGCTGACCT 
GCTTTTACTATAGGATTCCCATGAGTGTGGTCTCTTTGATAGTTCAGGAGTTGTGTTGTAGACACTGCAGTATGTGAAATGTATTATCTTTGGT 
TATTGCCGTAGAGTCTGTGTTATGTAACTTGGAAGAGTGTAGGGTGATTTACAGCAGTGGCTCCCTTGTGTGGAGACAGCACAGTGTGTTACCT 

ATGTTGAGATTTTGTCTAAGTTTGAGGAGGACTAAGTAATGAATGGAATATGGTATAAGTTCTCTCATCT,GGGATGGAAGTATATCTTACCTCC 
TACCTTGTGTGTTCACAGTGTTGGGCTTGATCTCCAGAATCAACAGGAATGTCAATGGTTCAGAAGCAAATATGTTCTACAACATTTATTTGCG 
TTTATACAATAAAACCCTACTCAAGTAACATCTACAACACCAATGACCGTAAGAAAGTGAGGAGCTAAAATCAAACACACAGAAGAGATATATA 
ATAATGAAAGTTACTTATGCTTATAATATTTCTAATTATACTTATAATAATTATAAGTATACTTATACTTAATTATACTTATGTTAATTCTACT 
TTCATTATTTAATTATTTAATTATTTAATTATTTAACTCTACTCTCTCTATAAAGGCGCGAGTTAGATTATTAATAAATACAACTAGATAAAGG 
AGTG AGAAAAGACTAATGATGGGAC AG AAGG CAAACTTAAC AGGC AAAGTTAAGCAAGCTGAAGCTTC C CT CTTGCGTAGGTGATGAAG ATGC C 

TTATGTTTGTACATGTAGTGTGTATTTATGTGGTGTGTGTGTGTGTGTGCGTGCATGTGTGTGTGATATATGTGGTATGTGTGGTGTATGTGGT 
GTATGTGATGTGTGTGGTGTGTGTGTGTGTGTCTGTGTGTTGGGGGTGGGCCTTGTGTTGTAGTCAAACAGGTCAAACCAAACAGGACAGCACC 
TGTTTGGTGCTGTTTGGTGCCGACAGAGACTCGGTTCCAGATGGCTTGACAAAGTCACTGCAAGGCTATATTCACACCCCTGAGCTACCCTAGC 
AAATCCCAGGACTCTGTGAGGTAGGAGTCACAAGGATGCTATTCTTGGTATGTTTTGTGATGCAGCAGGAGGGGTTGCTTTAGCAGGCCCATGG 
TGAGGCATCCCCCACCTCTGGTATGAGGCGTAGGACAGCTCTAGTATAAAATGGAGTTTATTTGGGACATGGGAGTAGAGGCAGAGGAAGGAAG 
GGGACAGAGAAGAACAGAAAGAGAGAAGAGAGGAGGAGAGAGAAAAAGGGAAGAGGCCTTCCAGGAACATGCTGAGGGAGTGGGAGAGAGAGAG 
AGAGAGGGAGAGAGAGAGAGAGAGAACAGGGAGAGAGAGGAGGAGAAAGGAGGAAGAGGGAGGGAGAAGGGGGAGGAGGAGGAGGAACAGGAAG 
GAGAGAGAGGCCAAACAATCCTTTTTATAGCAAGTCAGGCTAGTACCTGGCTGTTGCTAGGTAACTGTGGGGCAGAGCCTAGAAGAAAGGCTAA 
CAATTCTCACTGGCCATTCTTGTCCCTGTGCCTGCAGGAGTGAAAAATGCCCATGTCGTTGGCTAATCCTCCAACTGTCTCAGAACCTCAGAGC 
AGGAGACCATGACCAAGCCAAAGCATTTAGTGCTGAGGTGCAAGTGAGGGGTCATCACTGACTGACTCATTGCCTCCTCCAAATCCCCGACAGC 
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TGCCCTTCCCGTGCTTATTAATAAGCGGCATGTAGCTAGGCATAATGGTGGAGAAGGAGCTGAGAGGTTGACGTCrTGATCTGCAGGCAGCAGA 
AAGAGATGTGTGTCACACTGGTCATAGTTTGGGCATATGTGACCTCAAAGCCAACCTTCAAAATAACACACTTCCTCCAGCAAGGCCACACCTC 
CTAATAGTTCCAGTCCCTATGGGTCTTTGGGGGGCCAATTACATTCAAACTACCATAGTGCCTTGGTCAGGGTTTGTATTCCCACACAAAATAT 
CATGACCAAGAGGCAAATTGGGGAAGAAAGAGTTTATTCAGCTTGCACTTCCATACTGTTCTTCATCTCCAAGGAAAGTCAGGACTGGAACTCA 
AGCAGGTCAGAAAGCAGGAGCTGATGCAGAGGCCATGGAGGGATGTTACTTACTGGCTTGCTTCCCCTGGCTTGCTCAGCCTGCTCTCTTATAG 
AACCAAGACTACC AG CCCAG AG ATGG C AC CACCCACAATGGGCCCAC C C ACC CTTG ATCACTAATTGAG AAAATG CTTTAC AG CTGGATCTC AT 
GGAGGCATTTCCTCAAGGGAGGCTCCTTTCTCTGTGATAACTCCAGTTTGTGTCAAGTTGGCACAAAAAACCAGCCACTACACACAGCTACCCT 
TAATATCCAGATAGTTTCTCACTAGTGTGACTCCTGTGTGCTTGCCTCCTGTGTGACAATTAAAAAGGACCATCACGCTAACCTACTATATGCA 
AGGGAGTGCAGTAAAGAAACAGCTAACATGATTTCTCCCATGGTGTGGTTAAAGTTTTTACTGTAGAGATGAGAAAAAGCAGAGAGGAAAAGAA 
GCAGACTGATCATGGCCAGGACAAGGGAAGCAGGAGAGAATAGTAGTGCTCGGGAGGGACCAAGAGATAGACGACAGAGCCTAGTAAGAGAGGG 
TAAGTGAATAGAGAGAAAGAGCAGGAATAGTGGAGAATAGTGGGTTATAAGGAGGGTGCATAGGCAGGGAGAGGGAACAGCCTGGGGACTGTCA 
CGGTGGCTTTGAAACATATAACATTGTTGAAATAATTAAGTAATAAGTTAATCCCAGCACCGGTTACTTCCCACCTCAATGGTTTATGTTCCCG 
AACAAAAGATATACACACAGTCTTTATATTTTAATATGCCTTAAACAGCACAATAGCTGGGTCACTGCCAAACCTCCATGAGGTTAATCCTGAA 
TTATTACTTACTAATTCTGTGTTCTATCTTGGCTGCTCTAGACCAAGTTGGGCAGCCCCCTAGGCO^TGCTCTCAGTTTCTTCACAAGATGGCT 
ATGCCTCTCTGTTCTCCATTCTTCCCCCATCTCTCCTCTCCTCCACACTCCCCCTACGTGGTGGATCATCTCTTTCTCCCTCCTCAGGGTCCCA 
AGCCTGGTAATCTTTAAATCCTGCTTCTGTCTGTCCTCTTCAGCCATTGGTCATTGGCATCTTAATTTACCAATCAGAATCAACTATATGTAAC 
TTTATATATCAGTAAACAACAAAACAAAACAAAGCAAGATTGGGAAGTAATCTAAGCAGCCATTAAGACTTGTGGAGGATTTGTAGATAATAAA 
GCAACAAGAGATTATTTCAAGGGGGGGTGCTCATCTTCGCGCCCTTTCCAGCAAGAGACCCTCCTTGTAGTCTACTGAACACAGCAATGCATTT 
GTGATGATTAATCTCCTTGTTGACTTGAGGAGGGTTAGAGTCACCATGAAAGCAAATCTCAGGCATATCTGTGAGGGACTTTTCAGATTAGGTT 
AGTAAGTATGAAGACTG ACC CT AAAGTGTGTGGTGTC ATTTC CAGT AGCTGTAGTCCTAGTTGGC ATTAAAAGGAG AAAGCTAGC ATC C ATGAA 
AGGATGGATCTCTAGCATCCATCTCTCTCTGATTCCTGATTATGGATGCGGCATGGTCAGTGGCTTCAAACTCCTGCTGCTGGGACTTCCCCCC 
ATGATGGACTGCACCTGAGCCAAGATAAATTCTTTCTTTCTTTCTTTCTTTCTTTCTTTCTTTCTTTCTTTCTTTCTTTCTTTCTTTCTTTCTT 
CTTTTCTTTCTTTCTTTCTTTCTTTCTTTCTTTCTTTCTTTCTTTCTTTCTTTCTTTCTTTCTTCCTTCCTTCCTTCCTTCCTTCCTTCCTTCC 
TTCGCTTTTGTTGGGTATTCTGTTACAGCAAAGAAGAAGTTGGTAGGCTGTGTTTCACAACGCCTATGCTAGGATGGCTTGTTTTGTTTGATCT 
GAACACCCGTCAAGCCAGGGTAAACTTGAACCTGGCTATGAGGCAGGGGCCAGGATTCTCCCCAATGGGCACCAATGTCAAAAGCCCAGAAGCA 
CAAATCCATATGGCGAAAGGCAATGTCTTAGAGAGTTTGGGATGCTGTTCTCATCATATCGCTGATTGACGGTTCAAGGAAGGTGCCACATGCT 
GTTTGATTGGCATTTGGATGCTTAAC^TAAAGCAATAACAAAGTCAACCTTACTTGCCAAGAACTTAGCATATGTTAGACAAAAACTTCCTGGG 

TATTATGGAGGCAGTTGATAGGGTAGAGAGAAGTGGTACAGAGAGAAATGGTGAGATGCTGTTGCCACAGAGGTGGACAGTTGCTGAGTTGTAT 

GGGAGTCTTGAACGTTAGTGGAGAGGGAGTATGAATGCCAGAGTATTGTGGCTCTTGGGAACTGAGCGGACATCAAGAATCAGAAACATGTGGA 

ATTGGCTCAGATGGTGACAGTC^CTAAGAGAAGCAGGTCAGAAAGGGAAC^GGGTGGTTTGTATGCTTATTTCTAGCTTTTTGTTTC^AGAGCA 

TTGGAGATTCACACTCTGTCCTCATTCTCTTTGTTCTGTATTACACAGTGAGTTTTCTATTTAAAATAATTTCACGAAGGTAAAAGGGAATTTT 

TAAAAAAAGGATAAACATAAAGGCAGCCATTAGACTCCTGGCTTTCAGTTCCCCCCACTATGAAAATGCGGTTTGGGTAGCCTGACCTCTTGGG 

ACCT CAGTCTCT AACTGTATGAAGCCAGTTG AG AATAT CTTCC CTTTGTGG CTGCACAG AGCATTGG AGGT AATAT AC AC AAAGTGGAGTT C AG 

AAATTAGGTCTGTTATTACATATCTTAAAAATCCAAGCAGAGGGACCTGGGTGCTCTAACTTCACAGATAATGATCTGAACTGAACCACAACAT 

CAATAAACACTGCCTGGTACCCAGATGGCTTAGACAGATGAGACATCTCCCTGAAAGTGACAGCTGTCAGATGGGGAGTGGGGGCAACCTGTCT 

CCTGGAGGTTACATCTCTCTGACATGGAAGGAAGATTTCTGAACTTGGAGAACTCAGGGTTTTCCACAATTCACAGAAAGGGCGCAGAAAGATC 

AGTTTCTTTTTTATGAGTCTATCACTCTCAGAG12ATTTGATCATGTTAAACAATATTCATCATGTTCTACTGAATCGTCTTTCACATACCCAAA 

CACACACACACACACACACACACACACACACACACACACACACTTTCTGTAAGGCCCAACCATTGATTTGGTCTGGAGACAACCCTGACCTTGG 

CTTTCTTATCTGATCTGATGAGGAAGAGGATGGCTCTCAGGCAAAAGCCAGACTGTTCATCAGGTGACTCACACTCTTTTTTCTTTTTTCTTTT 

TTCTTTTTTTTTTCGAGACAGGGTTTCTCTGTGTAGCCCTGGCTGTCCTGGAACTCACTTTGTAGACCAGGCTGGCCTCGAACTCAGAAATCCG 

ACTGCCTCTGCCTCCCGAGTGCTGGGATTAAAGGCGTGGGCCACCACGCCCGGCGACTCACACTCTTGTTACACTCATGAGTCCCTTATATAGT 

TCAGTCAATACCTGTCCCGCAGACACCATGCTTGGTGAGTGTTTTCTAACCTCGCTTCTCACTCCCAGTATATGGAAAAGCAGGAGGCAGCAGG 

GAGAAGAAGCCCTTACTCAGCGTTGGCTGAGCTACAGACAAAACATTTCCTTAACGACTCCTTTCTCAAACTCTGTCCACTTTCTTAGGGAGCC 

CTCCTTTGGAGTCATTTACCTAGGGCACAGGAGTCCCTATCGTTCTCATCTTAAATATCATAGATAAACCAACGCTACTGTCTCCCAGCCTACC 

TTTCCTCGGGCTACCGACTAGATCCCGAGTAAAAATACAAAGCACTCTGAAGGCACGTTCCAAAGCACGAAGGGTCTGCTCAGTGTGCGCTGGA 

AGACAAGAGTAGCTGGGCAGGGAGTACAGACAGAAAGTAGGGTGCAGCAGCCAGAAGTTCCCCCTCAACCTTAACTATCTGCTGTGTGACAGTC 

GACAGAAAGCATCAGCACCGCTAGAGGGCTCACTTCTCCAGCCCAGTCTGTCTCTTCAGGAGGTTTGAATGCCTGCCACTGGGAGCTCTCTGGT 

CGTCCTCCATTTAGGGGGCGCTGTCTTATTGATAAAAGAACCACTTGCCTCCCGAGAACGCTTCAACTGTCAATATTGCTGTTTAATTCAAGGG 

GCACAGAAGAATTCAAGGCACAATTAATTCTAGTTTCATTTTGTTTCTAAAAATAAAACTGTTAAAAAAAATCAAGGGGAAGCTTTTCTATC 

AGGAGTGGAGGCGAAGCCATAAAACCATGTAAGGAGGATGGCAGTTAGGGTAAGAAGTACGGAGCCATGTCTGTGCTCCTTGATCTTGTTACTA 

CATATAGAGGTCTCTTCCTGGGAGCAGAAGGGTTTGGCGAGAAAAGCACAAATGACCTCATCCCACAGCAAGGCTCTACCCCTAAAGGTTCTGC 

GATCATCCCAAACAGCGCCCCATGCTGGGGACCAAGTGTTCAAACATAGGTGCCTATGGACTGACATCCACATTCAAACCACAACAAGCACCTT 

TCCCTACCTGCCCTGTGCTGCAGCCCACAGGGAGGAGGCTTTGTAATTCCCAGAGTATTCGCTGAAGGAGTCACAAGTTCCCAGAACGTCTTGT 

ATTCCATTTTTCCTGGAGACACTAGATCCCCAGATAATTGCTGCATTATGGTCTTATTTCAGGGAGAGTGACTGGGGAGAGATTTGGCAAGCAT 

GGGACTACCCCTCATACAAGATGGGCAACATACTCCATCCTGGAAGAGTTTGGCGTTAACTTTCCCAGTGTAGGTCTCTGGTCTGAACCCTTGT 

ATTGGGTTGATTAACAACTGCTGGCCGCTTCTTTGGCCCTGTGCCTACATGAAAGGCAAAACCACATCCAAGTACCTCGGAGTCTGAGATAGGA 

GTCTCCCAGGAGCCCCATATCCCAAGAATTAAGGTGGAAAAAGGCTGGGAGGTGAATTTGGGAGAAGTGGTTTGGGAGTATTCAGGAGGTAAAA 

GTAGAGAGGGAAGACGCCAGTCACCTGAAGTCATTrTAGACAATAAATTAGGATTCCTTTTTTAAGTTGTGTACATGGAATTCTCCTTCATGAC 

CTCCCAGAGAAGCTTGTAAACAAATTATTTTTACTCATTTTTGGCTGTTGCGCTGATGTTTCTTTTATGACACCAGAGCAACAAGAGCTAAGAA 

TATCCCCAATTTACTCTTAAGGGATTAAAAAGAATAAAATCTCTAGGGCTGCCTTTCCCATGGGCTCTTCTGCCTTGGAGTCTTTGAATAAGTT 

TTGGAACACATTTGGCAAGGCCTTTCAGGGAGAGAGAATCATAAGCAATTCTGAGAAAGGTTCTTTTAGAAATGGAAAATCTGTGAGAGTACAA 

AATTCTACAACTGTCTCCGTGACCCCACATGACCTCCTTGGACACTGGACTAGTTCCGGATGACTGTGGAAATTTCCATGGCAAAGCCTTGTCT 

AGAAAAACATCACCGAACTCTGAGGAATGCTTAGGGGTGCAATGTCATCCCAAAGAAAACTTATCTGACCTTTCTTAAAGTTATGCATGTGAAA 

GGTTTCTTAGCTTGTGGTTTGGTACCAGATTCCAAATATGATCAAGATGAATCCCTGACTATTTGCACTGACGAGTAGTTACTCAAGAATTGCT 

AAATTAATTGGTTTTGTTTCAGTGAAATTAGCTATAGAGGAGTTATTCTTAAAAGGTTTTATTTATTATTTTAATGTATTTAATGTGCGTATCT 

GTGCCTGTGTGAGTGCATGCACACTTGTGTGCATAGAAGCACATGCCTGAGTGTTATTAATGTCCATAAGATATTCCGGTGTGCCATTCTGCCT 

ATTCCTTTGAGGCAGAGTCTCTCCCTGAACCTGAGGCTCAGACTCTCTCAGCTAGTCTGGAAGCTAGACTATTCGAGCTGTCTTCCTGTTCCTG 

TCTGCACTTCCCCTCCGGGCTAGTGTTCCAGGCTTTTGGAGGAAGCCCCCATCTTCTGCAGGGGCCCTGGAATCCAAAATCTGGTCCTTGTGAT 

TGTGGGGCCAAGAGCAACAGCGGATCTGTCTTTCCAGACCCCAAACATGCAGGCTTTATTTTACTAATCACTATTGTGGGGGTGGTCATTGGGG 

TGTGTGTGTGTGTGATGTAAGAAAGACCTTATAGGGAAGCTATATGAATAGGTCTGATGCAACTTGATGAGTTTTGACAACTGTGCGCAAGAAT 

ATGAAGAACACTCGGTTGTTTTTTTTTTTTTGCTGTCTCCTTCGAGTTGACGCTGCCTACTACAAGAAACCACTGGCCTAATTTCTCTCTGTTT 

AAGTTCTCTACCCCCTCTCCCTCTCTCTCCCTCTCTCCCTCTGCCCCCCCATTTACATCTAAGTGAATCATGTAAGTGAAGTCATGTAAGTAAG 
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ATTTTTGAA 



AACTCATAACTCTCCTGCTCCAGCTTCCGGAGATCTGGGATTATAAGTATTTCCCACCATGTCCCAACTTGGGTTCGTTATTAATTAGAAGTCT 
GTGTCAAATTCTCTCTTGGTGCACATTATTTCACTACTCTGAGACAAATACTTCAGGGTGGAATTGCTAGACAGGTGTATATTTAACAGTATCT 
GAAATATATTCTTTAAATTATTTTAGATTTATGATGTGCTCATGAGTATTTTGCCCACATAAATATATATGCACCATACTCATGCGGGGTATTT 
GCAGAGGACAGAAGAGAGCATCAGGTCCCCCTGGAAATGGAGTTACAGAGAGTCTTGAACCACAGTGTGAGTTCTAGAAACCAAATCTTCATCC 
TCTACAAGAATGCCAGCTCTTAATTCCTGAGCCATCTCTCCTGTTCCATTTTAAATACCTTAAACCATTGGTTCAAAACCTTCCTGATGCTGCG 
ACCCTTTAATACAGTTTCTCATACTACGGTGAGCCCCCACCCATAAAATTAGTTCGTTGCTACTTCATAACCATAATTTTGCTACTGTTATGAA 
TCGGTATGTAACTATTTTTGGAGCTAGAGGTTTGCCAAATGGGTCACAACCCACAGGTTGAGAACTGCTACCATAAACAGTTTGCCCAAGTAAT 
TTTATCTTGTGCTCTCAACACTATATAAAATAATTCCAGCAGCTCAGATTCCCCTTCACATTTGGTGCAGATTTCTGTCTATTTTTTTTTTTTT 
TCTATTTCACCCATCCTAACGGGCAAATTCATGGTGGTTTTCAATTTGTGGGTTTTTTTTTCGCTTGAAAAAGTTATTTATTATTTGTGTGAAG 
TGCATAAGCACACACGTGTGGAGGTCAGGGAGCAACTTTCAGGAGTGGGTTTTCTCCTTCATCCATGGGTTCTGTTCAGTTAACTTGGGCCATC 
GGGTGTGGGGGTCAAGCACACCTAGCTTGCCTCTCTCTCTCTCCCCATCTCCCTCTCTCCCTNNOT^ 



NNNNNNNNNNNNNNN^ 



GTGGTTCTCAGCCCTTCGGTATTCCTCAGTTGAGAATTCTTTGTTTAGCTCTGCACCCCATTTTTAATGGGGTTACTTGAATTTCTGGAGTCCA 
GCTTTTTGAGCTCTTTGTATATATTGGATATTAGTCCCCTATCAGATTTAGGGTTGGTAAAAATCCTTTCCCAATCTGTTGGTGTCCTTTTTGT 
CTTAATGACAGTATCTTTTGCCTTACTGAAGCTTTGCAATTTTATGAGGTCCCATTTGTTGATTCTTAATCTAACAGTACAAGCCATTGCTGTT 
CTGTTTAGGAATTTTTCCCCTGTGCCCATATCTTTGAGGCTTTTCCCCACTTTCTCCTCTATAAGTTTCAGTGTCTCTGGTTTTATGTGGAGTT 
TTTTGATCCACTTAGACTTGAGCTTTGTACAAGGAGATAAGAATGAACCAATTTGCATGATTCTACATGATAACTGCCAGTTGTGAAAATGCTG 

TGATCTACCTGTCTGTTGCTGTACCAGTACCTTGCAGTTTTTATCAGAATTGCTCTGTAGTACAGTTTGAAGTCGGGCATGATGATTCCACCAG 
AGGTTCTTTTATTGTTGAGAATAGTTTTTGGTATCGTAGGTTTTTGTTGTTGTTGTTGTTATTGCAGATGAATTTGCAAATTGCCCTTTCTAAC 
TCAGTGAAGAATTGAGTTGGAATTTTGATGTGGATTGCATTGAATCTGTAGATTGCTTTTGGCAGGATAGCCATTTTGACTATATTAATCCTGC 
CAATCCATGAGCATGGGAGATCTTTCCATCTTCTGAGATGTTCTTCAATTTCTTTCTGCAGAGACTTGAAGTTCTTATCATACAGATCTTTCAC 
TTCCTTAGTTAGGGTCACACCAAGATATTTTATATTATTTGTGAAGGGTGTTGTCTCCCTAATTTCTTTCTCATCCTGTTTATCCTTTGTGTAG 
AGAAAGGCCATTTGTTTTAGTTAATTTTATATGCAGCTACTGCACTGAAGCTGTTTATCAGGTTTAGGAATTCTCTGGTGGAATTTTTGGGGTT 
CACTTATATATACTATCATATCATCTGCAAATAGTGATATTTTGACTTCTTCCTTTCCAATTTGTATCCCCTTGATCTCCTTTTGTTGTGGAAT 
TGCTCTGGCTAGGACTTCAAGTACAATGTTGAATAGGTAGGGAGAAACGTGTATTTTCTTAACAGCTTGGTGAGTGCCACTTCAGTGAGTGTGT 
GTCTTCAATAATCACAATATTTTCTTTGGAAACATGACTATTCGAGTGTTTGTTCATCTATCGATTCAGTTGCGCTTTAGTGTTGCTATGTAGG 
TTTTTGTGTATTCTGGAAACAAATATTGTCATATATACATTATAAATGGTTTTCTCACAGCCTGCCACATCTCCTCCATTTTCTCATGGTCTTT 
GGATTAGCTGATACTTTTGTAATTTTTTTTTCTTTTATAAAATCTTTAACCTGGAGCAGGGCATGGGAGGGTGGACTCAGACCCTCTGATGCTG 
GGGTTACAGGTGCTTGTGAGCTGCTTGGTTCAGGTGGCTGGGAAGCGAACATTGGTCCTCTGCAAAGGTAGCAAGCATTCTCAGCAACTGAGCC 
ATCTCTCCAGCCCCCTTTTCCTTTTATATTCAGTGCATGCTCTGTCCTAAGAAATCTTCACCTATCCACAACTTCTAAAGCTGTCTGCCTTTAT 
TTCCTTTTAGAAGTTTTACAGTTTTAATTCTATGATTGCATGTGATACACACACACACACACACACACAGACACACACACACACACACACGTTC 
TTATTATGGAAGAGAAATAAGTTTTCTCTGTGGAAGGAAGCTCTTTTCCCTTTTCACATTTATCCACACGACTCAAGAGTATTTGTTGAGAAGG 
TTGTCCTCTTTTCATGAATTGCTTTGGTAAATGGGGGGGGGGGCAGTAATTAAATGTTCCTGAGTTTCTAGAATGTATATTCTGTCGCTGTACT 
TGTTTTTCTCCCAGTTGGTTGCTGTCTTGATGGCTAGCTTTATAGTAACAGATGTTATGAGTCTCCTATCATACACTTTATCTTACAGTTATCT 
TAGATACTTCCAAGGAAGTTTGAAAACAATTTTCCAATTTTACTAATATGTACATCAAACCAGTGAATTGAAGGTAAACTGACATGTCTTTTAA 
AAATCAGCGCTCCAATTTATAAACAGTGTATGTTTCTCTGTTTATTTCACTTAAAAATTTTTTCTCAGCAGAAATTCTTTTGCAATTTTCAAGT 
CTGTTCTTGTAGGTGTGGGTGAATTTATTCTTGAGTATTTTATGATTCTGATGTGTAATTACAATTAACTTTAGATCTTAATTAATTCATTCAG 
TTTAAAT AT AT AAC AAGTG ATTTG AGATAGCCAC ACCTAC CTACTT AC ATACG CCATTATGTAG AATT CT CGGT ACTTTCATGG AAAG AGGC AT 
TTTTAGCTGTGTTAAGTGCCCTTTCCCACAAAACTACTTTCTGATAGTAACATAGCCCATATCAGCTTTCCTATGCTTATCTCTGCATATCTTT 
TTCTATTCTTTCACTCAATTCATTTTGGTTTTTATATTTTAGCATTTTCTTTGTGAGATAGTATGCAGTTGTTGTGGTCTGAAAGTTTCTATTT 
TAGAAAAAATTGTTCATTTATGTTTACTATAATCACTAGTAGTGGGTTGACGTTGATGTCTGCCTTCTTGCTCTTTCTTCGTGCTTCTTCATTT 
CACCTAAACAGATCTGTTTAATACATATTGGAATGTTCTGTTTAATTTATTCTGTTATCTTTTAATGTGTGCTCCTGGTAGTATTTCATTATTG 
GGTGC CTTC C CTGG AAT ATTTACT ATGC ATTCTTAATTTTCTATGTTCTATTTAGTTAG C ATTGTAC CATTT C AG ACATG CTAGAAAAATTT AA 
AAAGCTAAAGGCCCATCAACCTCAGCTTTCTTGCCCAAGTTGTCACGTTTTACATTTAAGTAGGTACTAAGATCTGTCCTGTAGGGACCAGCAC 
GGTGGCTCAGTGGCTAAGAATGCATGCACACTGCTCTTCCAGAAGATCTGAGTTTAGTTCCAGGCACTCACACTGTACAGCTCACAATCACCTG 
TTTCTGACGCCCTCTTCTGGTCTCTAGGAGAACTGCACTCACCCCCTCCCCTAACAC^CACAGTTAAATCAAAAATAAATAAAAGACCTACa\T 

CAGTAGATTTCTATTTTTGACTAATATAATTTCCCTGGGTCTTGACATTTTGTCCTTAGCTTTCTTTTCACTTTTAATATGCACTATAAGTGTG 
CTAGTGGGGTTTTGTGAACTTTCTTTTACCTGAAAATGTGCTAACCCCATCCTCATTTTTGAAGGGTGTCACGTCTAATCAGGATTGAGCTGAA 



TGTTCCCACTAATGTGTGTGGCCTTTCCCTCTGGCTCCTTTAAGACATTCTCTTTAGATTTTTGGCAGCTTGGCATTAGATGCATAACAATTTG 
CTTTTAAAAGTCTACTCTGGTGTCATGAACATCTTGGATCTGTAAGTTAACATCTGTCTTCAAGAGTCAGAAATGAGCTGGCAAGATGGGTAAG 
TGTGTACAGGTGTTTCCTATTGGTGGCCCTCCCACATTTCATCCTTCCCAAACAGTTCCACCAAGCAGGACCAAGCATTCAAATATATAAGTCT 
ATGAGGGACATTTTCTTTCGAACCACTAAACAGAGGGATAGAAAAGGGGGCGGGGACTGGATGTGTGGGTTGGGGTGATAGATAGAACATACTT 
CTTTGCCTTCTACTTCCTGTCCCAGCTACATCTCCAGCTGACTCTTGGGTGCCTGCCCACACTGAGGGCGGGGTCTTTTCCCTATTATTTTGCT 
GACCTGTAGTCAGTCTTCTCAGGCAATGTGCTTACAGATACACCCAGAAGTATGTTTCAAATTCTCTAGGCATCCATTAGAGCCTTCAGTCGAC 
ACCTCAAACTAGCCGTCATGATACTCACCAGTCTAATGTATAAGCAGGTGCAGTGTTGGCCTCGGTGTTGGCCTCAGCATGCCGTTCCAGATGG 
AGCAGGTGGGCAGGATGGCAGCTTGATTACAACCACCTTCACACACTCAGCCATCATGCCATGACAGCCCCCTGCTTTCCTGCCACTCCCACTC 
CTTACCATCACTCACTCCCCCCTCCACCCCCCACCTGCTGTGGTAGTCTCCTAGTCACCTGATGTCTTCAAGCACAAGAGCTTGTTGCAATGGA 
ATGGTTTTCACTTACATCAGGGTCCCTCTTCCCTTCAAGAGTCGGGCATAGAGAGCTGGCTGTGGCAGTGTGCACCTGTAATCGAAAGACTTGG 
GACTGAAAGCAGGATGGTAGGAGTTCATCCTCAGCTACATAACGAACTTGAGCCCAATTGGGCCTACAGGAGAACACTCCCTCTCAAAATGATT 
ACATGGGAACCTCTATTTCTGGTGATCATGCTAGGACACCTGACCTGTCTCAGAAGCTTTGGCCCACCCAACCTCTCTCCTGTGTATGCTAGAC 
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ACAAAGTACCTTCAGAGTGAAATTCTACTTATTTGTACTTATTCCTTCTACAGTTTGCATTTTATACTGTAGAGGAACTTGAGTGAACACTCCT 

ATAGCATCTCTGACACAAATATTTATCTCTTCAGTTTTATACAATGGGTTTCATTGTGACTTTTCCATAGATGCATATAATGTATTTTGATCAT 

ATTCACACACACACACACATACACACACATACACACATATCATCCTCTGTGCTCCCACTGATCCCGAGGAGGTAGAGTACGTACCAATCCTTTA 

AATTGAGAGAAGAAGCATGTGAGCAAGCTACTGCACAATCAAACTCATGTCTCACCAACATTCTCCTTGCCTTTGCAGAACTGTGTCTGTATGA 

CCCACCCGAGGTCCCCAATGCCACATTCAAAGCCCTCTCCTACAAGAACGGCACCATCCTAAACTGTGAATGCAAGAGAGGTTTCCGAAGACTA 

AAGGAATTGGTCTATATGCGTTGCTTAGGAAACTCCTGGAGCAGCAACTGCCAGTGCACCAGCAACTGTAAGTGTGACCCTTTTGTAACCTGGA 

TGGGAAAGGATCTAGAGATAAAAGGTGACAGACTCCAGCTCCCATTAATTTGGGTCAACAGATAAAAAATGTGGATAAATCTATGAATAACAGA 

TTTTAAAGGCTTCTGTAATATCCACTCACCTAACGTTATTTAATGACGTCTACTTGGTCTAAGAGCTAGGCTTACTAAGTTCTTGACTAAGCCT 

GAGTCAATCTGATAGATGCACGACTTTGCTGTTGGCTTCCCCTCTTCATTGAGTTCAGACTGCTCCTTCACACAGCCTGTATCCAGACTCAGTT 

TCTTCTCTATTTTGGGGTGTGCATGTATTTTTTCATTGCATATATCTATTATATATAGCACTGTGTTACATAAGAATATTATCATGCAGGTATA 

AACTGTAGAATGAGCACTTTCTGCCCTGACCTGAAACAGCCACTCTCTTCTATATTCCCCCTCCCCTCTGTTACTAACTTTTAGATTCCTTAGA 

CAGTTTTCTTTATACTTTTGGGTTATATAGACATACTTATGTTTAGTTACATAGAGAAAGTCTAGGAACTGCAAATGAAAGAAAACATATTTCT 

CTTTCTGAAGCTGGCTTAATTTGCTTAATATTGTTATCTCTAGGTGCATTCATTTTCTTCTTTATGGCTGAAGAAAATTCCATCCTAGCTGCTG 

AGGTGAGGGTAATGGCACATGTCTTTAAACTCAGCACTCAGCAGCCAGAGGCAGGTGGATCTCTGTGAGTTTGAAGCCAGTCTGGTCTATATAG 

TCAGCTCTAGGCAAATCAGGAGCAAATAATGGGATCCTGACTCATGTGTGTGTGTGTGTGTGTGTGTGTGTGTTTATGTATACATATATTAAAG 

AAAAATCCATATATTCCACATTTGCTTTAATCATTCCTCTACTGTTAGACACCTAGGTGGGTCCCATAACTGATCTGTTGTTCCAGTCTCCTTT 

ATTTTTGACCATGAGGATGGAATGGGTCAGTGAGCCAACCTATGGGTGGAGGGCAGAGTTTAAAGATGACTGCTCTATTGAAGGGCTtGGCTTC 

CTCATTTTCCAACCATGTCCCTTCATCCAAAGCTGGATTTCTATTGTCCTCTCACTGAGGTGCTTGCCTGTAACCTCTCTGCCAGTTTTTCACA 

AGGGCCAGAGTTTTCTGATCATTGCCTTAAGAGCACATTTCTCCAACTTGAACTGCTTTGAACCAGGAGAGGGGAGTGGAGGAGTTAAATAAAC 

GTTGTGGAGTTAGATTACTCCTACCTGTCATGTGCCACACTGGTGGCACTAGTGACAAGGAACAAAGCCACTTATGTTTGATCCACATGCACAC 

AAGGATTTTCTAGGAGAGAATCTTGCATTTTTTTCTAGGAATGTGTTGTATCCAATGCCAATATGTATATGAGTATGGAGAGGTCAGTGCTAGT 

CTAGGTGTGCTGGCCCTATCCAAGATGCCCTACTGAGCCCTGCCTGGCTGGGGTGCCTGGGCACAGATGACGTGCTGCTCAGGGGAGGCAGAAG 

GAAAGGCAGAATGATGGTACACAGCTCATCTTTTCTCTGAAGGGCAAACGGCAGAGTGTGGGATAGATGCCATGTTTCCCAGTCACCTGTGTAT 

ACCTGGGTGCCACAGGTGGATCACTGTGAGTCAGGAATGTGGGTCCCCCAGTCCACACTTCCCCCTTAGGGTGCCCATATGCCAGGCAGGAAGG 

GGAAGGCAGAGCCCAAGTGAAACCCGGTTTGATTCAGAGTGAGTGCTGGGACAATGGAGTGGCTGGAAGAGAGAAGGCCTTCTTTAGAGATTCA 

GGTGTGGCTCTTTAAGACCAGGGAGATGATCTTTGTCTCTTCATACTGGTTTATTTGATGGTGGGTGTGACTACATACACTTTAGTCAGGGTGA 

ACCAGGGATTAAATCCCTTTTGCCGGAAGGAAGGAATACCCAGGAAGAGCAGCTCATTGGCTGATGGCTAAGGGATACCTCATTAGCAAGGAGA 

AGAATTCCAGGTGCGTATGCTATGTGACTCAGTGGCCATGGTTCTCAGTGGAGTGTCATGGTTACATATTCCAGAGCAGGTAGAGGCAAGCAGG 

GAATGGCTTCACTCCTGCCATTCTCAATTCTGAGATTCCCGGGATTTAAGCTCATTGAAGCTTGCCATTTCTCATGCCTGTCTGGTAACAAGGT 

CCCTCATGCCCTACACAGGAGCGGTCTTTTGCTTATCTTTGCACACCCAGCACAGATATGTCTCTGGGCACCAGAGAGGTGTCCCAGGGTAAAT 

GACCGCATAGACAGCTCTTTCTATTCTGAACATTTGGGAACTTACTTGCCTCATTTCTCCCATATTCTCCAGCCCATGACAAATCGAGAAAGCA 

AGTTACAGCTCAACTTGAACACCAGAAAGAGCAACAAACCACAACAGACATGCAGAAGCCAACACAGTCTATGCACCAAGAGAACCTTACAGGT 

AAGACGTGCATCTCAGCAACCATCCTCTAGCCGGCTCCTGGGAACTGAGAGAGATTAGTCCTGTTCTCAACAGGCAGGTGCAACCCATTCTCCT 

CCTCCTCTCAGATTTCCATGCAGATGACAGCATTGCTGATTGTTGGCAGGCTCGCTGCTTGGGAGCATAAGAATTCAACTCCTATAGACTCAAT 

TCAACTCAAAACCATGTGCTGGGAATATCTGCCATCTAAGCACCACCCACAGAGGAAACAGATCGAATAGACAAGGGCCTCTGCCCTTACAAAT 

TGCTCCTATTTTCTCTTAAGCACATGCCAATGGACTTCAAGCAAAACCATTGATAAAAATTTGCCTTTTACAGCACAGAGTTCTAAAATGGTAA 

CC CCACACACTT ATT C ACT ACTTAATGTGGTGTGGATGTGTGGG CTCTGTGTCTACATAC AGTTT CCC AGATGG AATG ATAAT ACTTAAATTAA 

GCCATAATGTCAAGAAGAAAGAGGCTTACTAGTGTTAGAGCCGGGGTTTCAGAGATCAGTGAGCCTTAAGAAGACCCTAATAGTCTTATGATAA 

AGTTATAACCTTACAAAGAACATTATTACATCATGTATAGTCCATCTGAACCCACAGCTGAGTGAACCAGCGAATAGGAAGATGTTCCTTGATT 

ACCAAAGAAACTAAGACACAGAGCCTTGAAACGGCCCAGCTACAGTCACATCACAGAGGGAAAGCAAAACCTCTAGTCCCCCTTTCTTCTGAGA 

CCTTATTTTTAGCTACTTAAGAACTAGTCACAGCATCCAGTATTGGGGTGGGGGGATAAAGTCCAATCTAGAAGCATTATTGCAATGTGATGCT 

TTCATTTCCCTTTCTTTCCCAGCTCTGTCCTGGAATAGTGTTTTTCAAATACATTTAATGTTTTCTCTGCTCTCCTGGTATCTGGTGCCAACCT 

CGACAGTTACTGAAAGGTCTCTGTTGGTGGGGTGTCAATATTTGTTCTTACTCAAAAGACAATCAGATGAACTTGGCATGGTTGTACATGTCTG 

TAATCAAGCATCTGGGAGCAGAGGCAGGAAGATGAGAAGTTCAAAGCTGTCCTGAATTGTATGATAACCTCTTCAGCCCCAAATAATGAGGGAC 

GGAGAGAGAGGGGAAAAGGAAGGGAGGGNNWNNNN^^ 

CCTGGTATTCCCCTGTACTGGGGCATATAAAGTTTGCAAGTCCAATGGGCCTCTCTTTCCAGTGATGGCCGACTAGGCCATCTTTTGATATATA 
TGCAGCTAGAGTCAAGAGCTCCGGGGTACTGGTTAGCTCATAATGTTGTTCCACCTATAGGGTTGCAGATCCCTTTAGCTCCTTGGCTACTTTC 
TCTAGCTCCTCCATTGGGAGCCCTATGATCCATCCATTAGCTGACTGTGAGCATCCACTTCTGTGTTTGCTGGGCCCCGGCATAGTCTCACAAG 
AGACAGCTACATCTGCGTCCTTTCAATAAAATCTTGCTAGTGTATGCAATGGTGTCAGCGTTTGGATGCTGATTATGGGGTGGATCCCTGGCTA 
TGGCAGTCTCTACATGGTCCATCCTTTCATCTCAGCTCCAAACTCCGTCTCTGTAAGGGATGTTTTATAATTTGTAATAGTTTGGGGTTTACAG 
AAAAGAAAAATTAAGTTCAAACAGGTTCCATCAACTATAATGTTTCCTGGTCTTAAAATAATTTGTTCTGAGACTAAAACTCAGTCCCAGTGTT 
GTTACACAAAGTGCAATGTAACAGAAAATGGCTCAGGTCAGGGCCACCCAGCTTCCTGTGGGGGCAGAGAGCTTGAATGTGGTTCTTTTGGGGA 
TTGTTTTGGGTAGTCAGGTGTTTTGAAAATCTGGAAGGTTCTAAACCTACGAGTAATTTATGATTCAGAGTCCGACAGCATATATAGTTGTGTC 
TGATTAAATGGAAGGCCATTGATAGGGAATTCCAAGATTAATTCAGAATAGGCCACGATCTCTGCGGCCAAAGTTCAGCCAAGCCTGGGTTCGT 
TCCAGTGAGTGAGAAGTTGCTGGGTGTCGGGGATGTTTAGAAGGGTTGACATGGTCGATGTGGGTCGTGCTTCAGCTGTGGTTTAATCAAAGAT 
CTATTTCTCTGAGATTCTCTCAGTGACTCCCGTCCTCCAGACATTAGCTTTGTCCTTGGTCAGCTCCCCCAAGTCCTAGGCTGAATGCTAACAA 
TTTGTTTGTTCCTCCTCACGTGTTCAGCAGCTGTACTGAGAGGTGCGTCCATCTGCTCCACCCAGCTGCTGTGTCTCAGCAGAGTCTCAGGGTC 
TTTGCAGCATGGGTCAAATGAAAAGCACATTCCACCTGGGCTCCCGGCAAGCATCCCCTCCGCACCTGCCGCTCCCACTGCCGGTCCACCTTCC 
TCTGTCTTTCTCACCTCATCACCTATCCGACCCTTGTGGGAGTGACCACCATGTGACTTTTCCTGGGGAGACCTGAACAAACATCTGGTCACTA 
GATAGAGCAATGACTGCAAACTAAAGAAATGATTCCACCCAAGTATCATGTAATGAACCAATGAATTCACTGGGCTTACTCTTGGGAGCAAGGA 
TAGTTCAAATTCAGCTGCTTCATCAGAAACCCCACCCCAGCTTGGATAAAAACCCTCGTAAGCTGGTTTGCTGGAGGTCCCAGGGGGACCGGCG 
GACAGCCCCAACAGTTTGAGTCTCCTTCTCTCCCGTCATTGTAACTGCTTATGTAACAGTAAGAGAAGAGGGGCGGTGAGCTGCAGGAGCATCC 
TGTCATCTGTGGGGTTTGTTTATTTTATTTTTCTGAGTCTTAAAGAGCCGCTCTCCAATTCAGGAAATAGCTGGGCATCCCTGGGTTCCATGCC 
TTC CTACAATGCCTAC ATTT CTG ACAG CTGG AATCTAT C AACACTTGTAGGTTCAGTG AAAG CAAAACAAGTAAAT AAGAAC CG ATGTCCAGTT 
TTAGCCACCAGAGTTGTTCTGGGTGCAAGAAGTAACCTAGAGGCATTTGCTGTGTCTTCCCAAACTTGCCTTCAAAATTCTCTTCCTCGTCCAG 
GTCACTGCAGGGAGCCACCTCCTTGGAAACATGAAGATTCCAAGAGAATCTATCATTTCGTGGAAGGACAGAGTGTTCACTACGAGTGTATTCC 
GGGATACAAGGCTCTACAGAGAGGTCCTGCTATTAGCATCTGCAAGATGAAGTGTGGGAAAACGGGGTGGACTCAGCCCCAGCTCACATGTGTA 
GATGAAAGAGAACACCACCGATTTCTGGGTAAGTTGTTCCTTTCTTGTGTCCTTCCCATTCTTTCCTCATCTGGACCACACTGCCATGGGATCT 
GGGAAAGCCACGTGGCCTTCTGGGTGTCACCTTTTAAAACACAGAAAGAACACTCGAAATGCTGAGGTTCCCTTAACTCTACATAGAGATGGTT 
AAAGGCAGGGAAATGAGGATCTCTCCGGTGCTCCGAACCATACAGGATGCTGTCTCTAGGACAGAGTGCTATCCTGTGTCTATTGAAGCCAGAG 
CTTCCACAACTTCTGCCCATCACCAAGATATCCTATTGTTCACAAGGGAAAGTTCAGAATCACACCCATGACTCTTCTTTGTACTTATATGTCA 
TTTGTACTGTGTTCCATGGTCATTACAGTCCCCTTAAAGGTCCCCCTGATTTTCGATAAAAAGTACAAGTGTGTGGGAAGTGACTTGCCTTAGG 
ATGGGCCTTCACATGCCCAGTCCTGCTCACATGCAACCTGCCTGTGCAGAGGTCTTCAGCCATCATTGTTTGAAACCTTACTACTTCCATCATC 
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TCTCAAAACTTCCCTCCAGAGAGTCACCCCCATGGCCAGGGCATACCAATACTTCCTAGCAAGACCCTGGGTTTCTGAGTTAGGGTTACTATTG 
CTGTGATAAAACACCATGATCAAAAGCAACTTGGGGAGGAGGAGGCTTATTTGACTTTCATCTCCACATCATCATTTATGATAGAAGGAAGTCA 
GGAAACGGCAGGAACCTGGAGGCAGGAATTGATATCATGGCCATGGAGTCATGCTGCTTATTGGCTTGCTCCTCATGGTTTGCTCAGCCTTGCT 
TTCTTATAGAACCCAGGACCACCAGTCCAGAGGTGTCCCCACCAACAATGGGCTGACCCTTCCCACATCGATCACTTATTAAGAAAATCCCCTG 
CAGGCTTGCCTACAGCTCAATGTTATGGTAGCATTCTCAATTGAAGTTCTTTCTTCTTCAACGACTGATCACAAAGGAACTGTCAAAGCTCTAT 

ATTCTGACCCATTTCCAAGTCAGGGGTGGAATCCAGGGCTGGGTACAAAGTGTGGAGAGAAAGATTTGTCCACAGTTCCATAGATAGCCACTGT 
CAGGGTTAGAATTCCCGTTTACATACTTTTCTATGGTCCCTTAACTGTTTTCAGTGCCCTAGTGTGGACCTGTATCCCAGAGACATGCCCCAGA 
AAAGCTGCCAATGTTTTAGCGGGTATTTCTAGGAACAGGAGCCCCAGATGGTGAGTGGAAGAAGGCATTAGATCCCATATCACCATCTTTGACT 
CCAGATACATTGCTTTCTTTCTTCTGCAGCTAGTGAGGAATCTCAAGGAAGCAGAAATTCTTCTCCCGAGAGTGAGACTTCCTGCCCCATAACC 
ACCACAGGTATGGAGAAAACGT CC ACG AACAG ACAG AC ATTTGGCC AT C AAG CAAGG CTATG CAAG C C CCTC AAGCGATG AATAC AAAG AGGAA 
AGGAAGCTAGCCCTACTTGCTTCCTTCTTCTCCAAAGCAAGAATATGGCCATAGCAGCATAATCAACCCAAGGCAGTCTGGGAAGATGGCTCAG 
TTGGTAAAGTGCTTGTCATGCAAAGCACGAGGACCTGAGTTTGATCCCCAGAAATCACACTCTATTTTTAAAAGCGCTAGTAAGGCAGTGATTA 
CCTATAATCCTGG CT CTG AGG AGG CAGAGACATGGTGATCT CTG C AG CTTG CTGG CCATCAGCTAGTGTAGCAG AACTAATG AG CT C AGGTTCT 
GTAAG AG ATCTCCAAGAAATAAG ATAGTC AATTAAG AAAGACAT CTGATGTTG AC CTCCGG CCTC C ATAGGCAC ACATG C AC ACGCGTGCACAC 
ACACATGAATGTGTACACCCTCTCTCCACACACACACACAATCTAAGGAAGGAGAAACCACAGGACAGAGGTTGAAGTCTCCAGACACTCACCT 
GGCCCTCACATCGCTTCCCTCAACCTGAGTTGTAGCCGGCGGCGGCCACGAATTACTGGGTTCCTGAAAGGAAAGCTGGGCATGGATGGGAAGG 
ACGGTGAGAGAAATAATGAGCCAAGACAAAGTTCTCTGGTCAAGACTCAATCTTTAATTGTAGGGTCTTGGATTTAAAGGAAGGAGGGAGACTC 
ATCCCCAACTTTGCCAGGATCTCCATTGCTTTGTCAGGTTCTCCTCAGGAAAGCAAGCTCAGCTGCTCAGCAGGTAGCTTCATGCAGGAAGCTG 
CAGATGTGGCACACAATAGACTTTACCTAGGTAGGAAGACTCCACCCTAGGTGGGCTAGCCAGCTGTGGCCGAAATAGGTCTGATTCAGCCGCT 
CAAGGCTGGGGGAAGGGCGCACTGAGTGGCTACCTACTGGGAAGCCCCTCCTCTCCCAGCCTTGTGCAGTCCTATGCTAGCCATAAAATAAGTA 
TCCCCTCATCTCTCTTCTCCACAGACTTCCCACAACCCACAGAAACAACTGCAATGACGGAGACATTTGTGCTCACAATGGAGTATAAGGTAGC 
AGGTGGGCCAGCTCATTTACTTTACGGACAATGGTGAAGCATGCAAAGACGTGGGTAGTTTAGCTGGTTGAAACGGCCACTAATTCTTTCACTA 
ATGGTTGTAAGGGTAAAGAAGACTTTAATCGCTATCATTGCTCAAAATCCCATGGGTCAGCTGTAGTACGTTGGGAGTTGTATCAGCTACCTTT 
TGTGTTGCTGTGACCAGAAGCCTGACAAAACAAACCGAAGGAAAGAAAGGTTTGTTCTGACTCCCAGTTCTGGGATCCAGTCCATCACTATGGG 
CAACCCGTGGGAGCAGGAGACTGAGCAGCTGGTCACAGTGCATCTGTGGTCAAGAAACAGAGAAAAGCTAGCCACTGTGGTGTAAACCTTTAAT 
CCCAGCACTTGGAAGGCAGAGGCCAGCCTGGTCTGCATAGTGAATTCCAGTATAGCCAGAACGACATAGTGAGACCTTGTTTCAAAGAAATAAA 
AGAATTTTTAAAAAGAGAAAGATAAATGTTTGTTCCCAGCTTACTCTCCTTTTTATGGAACCTATGGAATGGGGCCCCACATTTAGAGCAGTCT 
CCCTACCCATTTAGCCTAATCTTGATAACCTCTCAAGGACGTGTCCAGAACGTTATCTCTAATGTGACTCGAAAACCTGTCAATCAACATAAAC 
CAAGAGCATCATCAGAGTTAAATCACCCAAAACCAGTTTCTCCCACATACATTTTCAAGAACAATGCCTCCCAAACTTTGGTGAGAGACAAAGC 
AAGGATCCAGGGAGAGAAAATATAGTGTCCATACGCACCTCAGTTATTCCTGGTAGGAGGCIAAAAGCAGGCCTTCCTGAACCACGGAATCAATG 
GAAGCTTCTGGAAGATTCACATGTCAGCATTTGGGAAGTGTGAGCACTTCCAGGCGATATCGGTGTGTTTAGGATTTCTTATCTTGTTTCAATA 
GTTCCTTTATGAAGGATGATGCTGCTAATGAGGACTATCCTCTGGGCCTTCCTCAGGTTGAGCTGTTCTGTCAAGTACCAGCCTCTTTCTATGG 
CTGTTCCTTCTATGCCCCCTCTGCTCTTTGAAGGCTCCTTGATCCTTCTAAGAAATACCCAGGGAGAAGAGGAAAGAAAGAAGAAACTGCAGGC 
CCCAGCTGTTCAGGAGGTCCTTGATCACCTACAGAATTTTCTCACCTGATCTACAGATCCAACCCCCGATCCATGCATTCCCAAAGCATGGTCC 
TGACCTGAACTCCATCTCCCTCTCTTGACAGTGGCCAGCTGCCTCTTCCTGCTCATCAGCATCCTCCTCCTGAGCGGGCTCACCTGGCAACACA 
GATGGTAAGTCCAACACTGGAAGGACCCAGCACCCCAGTGTCTGGTCCCTGGCCTGGCATCGTGAACATTGCCTAGAGCTTGACCTCAGCTGAC 
ACGCTGGGAAGATGGCTCCGACGAAAGCATGAGATGGGTGTGCAATTCCTAAAAGCTTTGTTTAAAAAAAAATCGAATGTGATGATGGCATTTG 
CCTATAATTGTATAATTCAAGAG CTGAGG AGG CAGGC AG AGGTGGATC CCTCATACTCTCTGGCCAGCC AG CCTAGAG AAACTGGTGAACTC CA 
GGTTGATCAGGAGACTCTATTTCAAAAGTAATGTGAATAATATACTAAGGAACAAGATTCCAGGTTGACCTCTAGACTCCACAGTCATTTACTC 
CCTGACACACGTACTCTTACTGAATGTGTATGCCCGGTACTGAGTGGGTTACATTAGCAAATGTCACCCCTACTCTCAGAGGTCTGTGCTGTTT 
AGAGATTAGGAAAACCTAGGCTTCCCGAATGTGCAGATAGCAAGAGTTTGAATCCTATTTAGAGATCTTCAACCTTGCCATCCATCCACCAGGG 
CTCTACCAAGGTCGCTGGAACAGACCATGCCACCCCACCCTCCCTCCAACTCCGCTGATCATCCACTAGAAACCAGCATGGGTAGCAAGGGATG 
G AGAG AGG AGACGGGG AC C ATGGCT AGACC AGGCTTG ATGGTATGG ATGAAGGTTG CTAGATACTC ACAAGG CTTTAAAAAAAAC ATTCTTGC A 
TTTATCATTAAATACAGTGAAAAGCTCCCGGATAGCAAGAGCAGGGGGAGGCTCTGTATTCTGTGTCTGTGTGTCTGGCTGTGTCTGTGTGTCT 
GCCTGTCTGGGAGTTCCCTTGTTTTTTAGGCCCTAAGTATCTTGGTCAGTGATATCTGCCATGGCTCATATAATGTCTTTTTATGGATAAACAT 
ATTTTCAAGCCATGATTAAGTAAAGAGTTTTGTGTGAGACAGAAACCAGAAATCAGAAATCTAGGTGAACATACAAATTGCACGTGCATGTGTG 
CACACACAGACACACACACAGACACACACACAGACACAC^CACACAGACATAC^CAGACACACATAGACACAGACATAC^CAGACACACAAACA 
CACAGACACACAGACACACACACACACACTGGGGGGTTGGAGGAGGACTGTGTATCATGGTACATTCCATTGATCTCAGCACACAAGAGTTGGA 
GAC AGG AAGATCATG AGTTTG AGTTTGAAAGC AGTCGGG CTGTATAGAAATTCGAATG C C AGC CT C AT AGTGAGAG CTGTCTC AAAGTAAATG A 
GTAAATAAGATGCC AAGGGATGTAGTTCATTTGGTAGAGTG AGAGCTG AGCATGC CC ACGAAGCC CGGACTTGAT CT CAG CACC AT AAGAAACC 
AGGTATAG CGGCATAAGCCTCTAATACCAG CGCTC AGG AGGTAG AAG C AGGG AAAT CC AAAGTTCAAGGT C ACCCTGGGCTAC ATG AGATCTTA 
T ATTAAAAAACTAAAC AC ATTATTTTTTAAAG ATTTATTTATTT ATTTATTTTATGTG AGTGC ACTATAG CTGT CTTCAG ACAC AC CAGAAG CG 
GGAGTTGGATCCCATTTCAGATGGTTGTGAGCCACCATGTGGTTGCTGGGAATTGAACTCAGGAATTCTGGAAGAGCAGTCAGTGCTCTTAACC 
ACTGAGCCATCTCTCCAGCCCCAATACATTATTTAAAGAAGAAGAAGAATTAGAAGAAGAAGGAGAAGGAGGAGGAGGAGGAGAAGAAGAAGAA 
GAAGAAGAAGAAGAAGAAGAAGAAGAAGAAGAAGAAGGAGGAGGAGGAGGAGGAGGAGGAGGAGGAGGAGGAGGAGGNNNN^^ 

GGAGAAGAAGAAGAAGAAGAAGAAGAAGAAGGAAGAAGAAGAAGAAGAAGAAGAAGAAGAAGAAGAAGAAGAAGAAGAAGAAGAAGAAGAAAGA 
GTTAAGAGTATAAAACCATCTTGAGAAAAGCCAGATACATCCTCATTAGAGTCAGCTGTGTGAGATGTTCTGTCCCTGTCTTTGTTTCATTTCC 
TGTGGGTGATATAAAATACCCCAACCAAAGCAGCTTAAGAGAGAAGGGGCTTCTCTGACTTACAGGTCCAGGATGCAGTCCACCCTTGTGTGGC 
AGCTAAGGTGGCCGAAACCCGAAGCCTTTACTCATATCACACCCTCCATCAAAAGCAGGGATCAATGAATTTGCATGCACACTTATCCCAGCTC 
ACTTCCTCTTTCTATACAGTCTAGGACCCAAATCCATTTAGACTGGGTTTTCCCACATCGATTACAGTAATAAAAACAATCCCCTGCAGGCATG 
CTCACAGATGACCTAATCTAGGTAATCCACCATTGAGATTCCCTTCCGGTAACTTTAGGTTCTGTTAAATTGGCAATTAACACTAAATCATCAC 
ACGCCTGACGTCAAGGGTGTGCCCCTCCTGCCCGAGCAGGTTCTGGCCAGCCCTGATACTTTAAATCTTTAATAACAGAGTCATAGGTATGTGG 

CATGAGGGTACCCCGATAGTTGCTGTGCTAAGAGTTACTCATGGCCCTGACACTCTACCCATTTCCTTAAGATGTTCTTTTAGAGTTCTGGGAG 
ATAAAACGTGATGTAATATGCCTTGACAGTCTAGGCCCCTCAGTCCTTGTGAGACCTTCTTCCTGCTCAGGACGAGCATCTACCTGGCATGGCA 
TTTTCGTTTGGTG AAG ACAC CAG ACT CAG AAC CAG AGGAC AGGG CTCTT CATGAG C AACAATAG CTTAGAGTTTACAATGTG AAG CAAGGAG CT 
GTCTAAGACTGTGAGATTCCCCTAGACCTCCCAGTAGCGGGGCCATTAGGGAGACTGAAATAGAATCTCAATATGACCCCTTTGGTCAAAGAAT 
TTGTCCAAGAAAACAAAACAAAACACTTCTGAAATCCCAGCCACAAGGAGTCCAGCATAACAAGGTCCTGTTGCAGACACATAGGTGCCTGTGC 
TCACGTTTGTACATATATATATATTTACATGTGTGTATATATGTGTGTATATATATGAAAAAAGTTTACTTTCTAGAAGCTAATTTCATCTAAT 
GCTGCCCTCTTGTGGCCAATTGGAAATCTTACCTCTGAATTCTGAAAATTTCAGTCTTTGCCACTTTGGAACACTTACCAGGAGCTAGGAGGGC 
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ACTGGCTGGCTCACATTAGTTACGTTTTTAGGAATTTCATGGGTTTTGTTTTGTTTCGTTTCTTTTGTTTGTTTGTTTGTTTGTTTGTTTGTTT 
GTTTGTTTGTTTGTTTGTTTTGAGACAGGGTTTCTTTGTGTAGCCCTGGCTGTCCTGGAACTCACTTTGTAGACCAGGCTGGCCTCGAACTCAG 
AAATCCACCTCCCTCTGCCTCCCGAGTGCTGGAATTAAAGGCGTGCACCACCATGCCCGGCCTCATTTTTTGTTTTAAATGTTCGCCCTGGGAA 
TTTAATCCAAGGCCTTGAGCATGCTAGACACATGTTCTATTCAGCTATGATCCAGCCCTTTGAACTGTTTTGTTAATACTTTTCTCTCTTTTTC 
TGTTTCGTAATGTTGATTTTTGGGTGGGATTGGAGCACGAGCATCCGGAAGTTAGAGGACAAGTTTTGAGAGTTGGTTTTCTCCTTCATTCACT 

TCCTTAGCCTTCCTAATTCTGTGACCCTTTAATATAGTTCTGTATGTTTAATGGCTAATCTTACTCCAACTCAGCAGTTATTAGTCCACAGGAC 
TAAATGAGG AAAAATCCAC AACTGCC AAGTGTC AG ACATTGCAC CG CAGGC CAC AGACATGC AC AAC C C AGC CCTGCTCGTAGGAAGTAGTAGA 
CTGGAAGAAAAAAAAAACTTGAAATATTTTTGTGGTGCTGAGGATACAGGTCAATAGTAGAATGTTTTCTCAGCCCTGGGTTCAATCCTTAGTA 
TAGAAGAAAAAGAAGAAAGGGAGATATGGGTGGAAGGAAATACGGAGGGAGGAAGGGAATGAGGGAGGGAGGGAGGGAGGGACATTTGTTGAAA 
GTCTAAGATGGAGATATGTAAGCAGAAGGACATTTAATCTACATGGGAATCAAAAGACAGCTGACTGAGCTGGTATACTCTGAAGTGTCAGATA 
AAACGAGCCAGGAAACATCTCCTGGAAGAGGAAGCTGGGGCACCTATGGAATTGTGAATCTGTGTGGTGATGTCTGAGAGAAGGTTGAGTTGTA 
GGACATAAAATGAATGGGCACCATGG CCAC AATGATAC CACACTGC CC AGAC AGTCAGAAAT ACTGTCATGG AAGATG AGG C CG CATTG AGGAG 
CTGGGCCAAGATGCTGATGGTGGTGGCACCTCAGATCACCTCACCTAGGAGAGAAACCGTTATCTTGGCCTTCTGGGTGATCTGCTGCGTAGAG 
GCTTACCGTGGGCAATGTGTTGACAATATGATTGCATTATGGTGGAATAAATCCACATAGAAGTTGGTGACTGTGCTTTTGTGGGTCTGTGGAT 
CTGAGTGAATGGAGGAAACAAACCAAGGGGTATAGAAAAGAATTGAGCAAATTAGTATGACTGGTAAGCTGGATAAAAAGATGGAGTATGGAAG 
AAGGATGAGTCAGAGAGGGGCCGTGGGTTTCTCAGACAGGGAGCCTCTGTAGCCACTACATCCTACAGTGAAATGCAAATTGGGGGTCTCAAGC 
AATGCATCCCTTAGAGGTTAGCCACAAGCATAGCCCAGTAGGACATCTTGCTCAGACCCACTCAGCTCTATAACCGGCCTAGAGTTAGTTGTGT 
TGTGAGATGACCTTGTGTTTGTTTGTTTGTTTGTTTGTTTCTCAAAACACTGGGTTGAATTGCCAGTGCACAGAGCAGAGACTGAGTGCACAGC 
CAGTGTTGGGCCCCTGGGTGGTTGCTGGAGCTTGAGGCTGTTTTTCGTCAGGTGGGAGGGTAACAAGATTCTGAAGTAGAACTCCAAGTTAGAC 
TCTCAGCTAGGGGGCTCAAGGGGACTGTTCAGATGGAATGGGTTTGGGTGGAGACCATGTTGTTCTCAGTATACAATGGCATGCATGGCTGTGA 
CAGGGTTATTCTTCTTCCAGGAGGAAGAGCAGAAGAACCATCTAGCAAGCTAGAAAAGTCAGAGCCCAGGCAAGCGGATGGGAATCACAAAGCT 
CAAGCCAAATCTGAGACGCCAAGCATTCACCTAACGGCTGTTTCCTTCTGATCCCTGGGTTTCTAGAACATTCTGAAGTCACAGGACATAACAG 
CAACTCTATCACTAAACTGGACTTTGCCATTGAAGAATAGGATCTAACCACTTCAGCACAGCAGTTCTAAAGCTTTAATGGGAGAGAGGGCCCA 
ACAGTGCTCTGTGTGTTTTGTTTTTGTGTATATCTGTTGATGGGAGCTGAGATGGTGTGGTCACTTTTCATGTAACATATAGTATAGAAAAAGT 
AGCTTTAGGTTGACTTCATTGTTACAACCCAGTTTGGAAAGCCCAAGTAAAACTCAGCACTAATGTAAATAATTCCTCCTCCTCCTCCTCTCTC 
TTTTCATCCTCCGCTCCATCTTCCTCTTCTTCCTCCTCCTTTTCCACCTGCTCTGTCGCTACCCACCCCCACCCATCCACTTTCCTTCTTCCTT 
TCTGCTCTCACAAGCTCATCCTAGCTACACGTGCATGGCTGGCTCCTTTTTCAACCTCTGTTTGCCTAACTGGCTCTTCTGATTTCATCACTTA 
CTGATCAGCCTTTAAAACTCTGAGCTGGCAAAGATGACTCTATCTATGTTCTTGGCTCAGTCCCAGAAGGAAACCCCCTTTTCATGAAGCTTCA 
GTTTTGACATCCTGAAGAACAGAAACTGTGGCAGAACAATCTTCAGATAACATCAAAACAAAGTGGAGAAGCCACGGGAACTGTGGAGCTCTGG 
TATTCAGAAGCCTGTGTCTAGGGTCTGCGCCAGGAGCAGAAGGCTGAAGGAAGTCCCAGGACGTGGACTTAGATGCTTTCCCAGCAGGCCACTC 
TAAGCGCTGGTTTCTTTGGGACAGCTGTCAATTGTACGCTCAATTTAGCCTGCACTAATCTGATGCTTACAGGTGAACACTCAAGGCACAGGTA 
TGGACTTGGTACATACCGTGAAAACACTGGAAAGAAAAGAATACTTTCAAGTTTACAGAAGGAAGGAAGGAAAAAGGAAGCAGAGGTGGTGATT 
ATACAAAAGATTAGCTGTAGACTGGATATCCCAGGCATCCTCGGATAATGCCCCCGCCCCAGCACCCTGATCCAGGTCACCAAAGCCTTGTGAG 

TTTTATTAGGTATTTTCCTCATTTACATTTCCAATGCTATCCCAAAAGTCCCCCATACCCTCCCCCACACTCCCCTACCCACCCACTCCCACTT 
TTTGGCCCTGGTGTTCCCCTGTACTGGGGCATATAAAGTTTGCAAGTCCTGGTGGTGTCTTTATGCTGATCTCTAGCCCACACTTTGTGAGGCA 
CTGGGCTATCCCAGTGTGCTCTCCTCTTCCACAGATACCAAAAGCACCTGGGTTTGATGCTCAGACTTCTGAGCACGTTCTTGTTCAATCTCTT 
GCGTAAGATTTCCTCTCAGATGAGTTGAGTCAGATTCTCATGTTTAACAGTGTTTTAGGGGATTCACAGAAGCCCAAAGTATCAGTTTTCATTT 
CTGAAAAGGCTGGAAAATTTTATGAAAAACTTTCAAAGGTCAGACAGAGCCATTTTGAGTCTTTTATGTGACCAAGTATGAACCAGATCTTTCC 
TATCTATGGTCTCCCCTTTCCAAAATATATCTTTTGTGGGGACACGGCAAGGAGGAAAGTTAAATAGAATCTCAAGCTACTAATTTTAGAAAAG 
AAAAAAATATTAAACTCTTACTAAAGAGCTGTGGGTAGTGGTACACACCTGTAAGCCCAGCTCTCAGGAGACTGAGGCAGGAGGATTGCAGTGA 
GTCAGAGATCAGCTTCACCTACAAGCAAAACCCTGCCTTACCCCTCAACCTTTCCATAAAAACAGTCTTACTTGTGTAAAATTAATTTTTAATA 
CATATTTGTGCACGATGTGTGTGCCTGGTGCCCAGGGAAGCCAAAAAAATATGTTCAATGTCCCTGGAATAGGTGGTTATGAGCTGCCATGGAG 
GTGATGGGATTTAAACCCCTGTTCTCTGAAAAAGCAGCTAGTTCTCTTAACCACTGAGCCATCTCTACAGCCCCATTAAATTGAATTTTATTGT 
CATTACTCAATATGGGAGATGGGGTAATGATAACAATTTTTTTTTTATAATACTAAGATGTTTAGCTATTTTACTCTCCTTCACAAGTGTAGAG 
TAGAATTTTCTAGAAGCTACATGCATGATATTATCGCTCTGGTGTTAACACATAATGGATTTATCTTGTTAATAAAAGAATTAGTAAATAATAT 
TTTAAATTTTTTCTTTGTTTTAGTTTTAAGATG ATTAATAT CTATAGATACT AGTGTAC ATTAAG AAAGC CTTTGGGATCCT CAAT C ATTTTGC 
ATGGTTTTAGTAATTTTTTAATAACATAAAGAAGGTCTGACAGATTATGCTAAAGAGCTATTGTGGTATGGATTAGAAATGGCCCCCACAGGCT 
CCTGTGTTCAAACATCAGCTAGCAGTGCTGCTTTGGGTTTTGGAACCTTTAAGAGGTGGGGCCTTGCTTAAGGAGATAGGTCACTGGAGGTGAA 
CCAGACTTGCTTCCAGTCTCCCTCTCTGCTGTCCCAGGAAGCCATCATATGAGGAGTTTCACAACATACTTCTGCTGCCACAGAGTCCCTCCAG, 
TAAGGCACGTACTGGCCACTGTGTAGTGTACCCTCTAAAACTGAGCTAGAGCTCCCCTCTCCTCCCTACACTATCTCTGTTGATGCTTTGTCAC 
GGTGATGAAGAACATAAGTAAGGCAAAGACAAGACATAGTTTGGAGACTCACGTGAGCATCTCAGCCAGACTCAGGCACAGCTGCGATGTGGGA 
ATTATCAAGCATGAGATGCAAAGCAATGGAAAATGAATCGTTATGACAGAAGCCTACATCTAGTCTTCCCTTCTTCCCATTAGTAATAATAGCC 

GTGAAAGATTCTCCTTGATCAGATTGTCCCACTGATGATTGATATGGGAAGGCCCAACCCACTGTGAAAGGCACCACCCATTGGCAGGATGACT 
GGGGTTATAGAAGCAAACAGGCTGAGCATGAGCCAGTGAGCAAGCCAGTAAGCAGTGGCTTCTCTTTGGAAGAAGCATGGCTTTCTTCCGTGGC 
TTCTGTTTGATCT CTCTC AATG AT AGATTGTGAC CTAG AAGT ATAAGCTAAAATAAAC C ATTTCTTAC C CAT AGTTGCAT CGGTTGTGGTGTTT 
ATTTCACAGCTACAGAAAAGTGAAACAGAACATCTTTCTCCCAAGCTAATGGTGTTTGCCAGCCTCCTTCAGCTACCTGTGGGCATGTGGTTAA 
GCTCTGAACACAGAGGTGTGAGTAGAAGCAGTGTGTGACGTCTGGGCTGTGCCTTGAAGAGAACATAAGTGGCATTTTCTCTCTTAGCTCTTCA 
AACC AGCAGGCAC ATGGCCTTGTCTTGGGAGCTAGAAATC C C AATGGCAAG AAC C C C ATTTTAAGTTTGACAAGG AGACAAAGTTGAAG AAGTC 
TAGACATTTGTCTGATGCCAGGGAGGCATTGCAACATGGCTGATTGCATTGGACTGAACTTTGGTAAAAAAACAAACCAGTTGAGGCCATGACT 
TTTACCTTGTGAGGACAAAATTAACGATCACTAACACCGGTACTGTTACCAGCTATATACAAACCCTCTTCCCATAACAAATTTTTTCTTACGG 
TAATACTGGCATCAAAATATTTTGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAACGAACAATTACTTGTTTTGTGTTGAATGACTCTG 
CCTGAGAGTTCCCCTCCAGCAGGCAAGTTCCTGAGATGAAATGCATGAGTTCTTATGGAGACATCACCATCTCTCGGGGCTTCTGGGTAAGTCA 
TGAATCGAAAATAGAAAGCTTCTGGGGTCCCTAAAGCCCTTCCTCTTATTTCCATTCCACTCCTCAAGCGTGAAGGATAAAATACATTCCCTGT 
TCTGCTGTAATATTAAGGATTTGGATTATTTTAGTCTGGTTCCTTGGCCATATATCAAAACCTTATAGTAAGGGGCCAGTGAGATGGCCAGTGG 
ACAAAGGTACCTGCGGCCAAGCCTGATGACTGAATTCAATCTCTAGAACCCAGATGTTTAGAGACCTGGTGCCATTAACTCCACATGTGCACCA 
TAGTACAGGCTTTTTTCCCATCACACATGCACACACACACACACACACACACACACACACACACACACGAAGCCCTTATTTGTAGCAGCAAGTT 
TAGCTACACACACACACACACACACACACACACACACACACACACACACACATCAGTTAATTTTTGACTAGCTCAAAGGCTGAGCACTCCTAAA 
CCTCCCTCTGCTAGCAAATGCTCCCTTCTGGTATTCCTGAGACTCCTGAACCTTCCCCTGTCACCCCAGGCCCAATGTAGAAGTGGCCAGTGGC 
TACTCACCTGAATTCTTACATGGCTGGTTGGCTTTCTCTCCTGCAGTGCTTCCGTTCTATCCTTCTCCCCTGAGTGTTCGCCATTCTCTGTCTT 
CATTTCTCCCAGTTCCTAGCCTGCGCAAATCTAAAGGTCCCACCTTAGTCTACCTGTCCAGCCATTAGCTTTTGGCTCTTTATTGATTGAACAA 
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AAACCAATTGGGGACAAGGACCTTCAGCGTTAGGACATGCAGATTCCCAATTTGGGGGGCCAGATTAATTCAAAGCATTGGAACCAATCCCCAA 
CACTTATATATTAGAGGCAGAACTTGGGGATACAGTCTGCTTGAAGCTAAATTGTTCTTTGGATAAACAACACTACTGGTGACATAGAAGAGAT 
AAAAACCCTACAAACTTGGTGTTTTTGTTATTGAGACAGCGTCTCACTGTGCAGCCCAAGCTGGCCTTGAGTTTACAGTCCTATTTCAGCTCTC 
TGGTATTTCAGGTATGCATCAACTTACCAAGCTATAAACTTGGCTTTCTTGAGCCTTGAACTTCCTATGTATTGACAAATACCCTTGAACTTCT 
GGTCCTCCTGTCTCTACCTCCTGAGTGCTGGGATCACAGACACATACCACCATGCTCCATTTACACAATGCCGGAGATAGATCACAGGGCCTAG 
TGCAGATTAAGCAAGTACTCTGGCAAACCAGACCAAAAAAAAAAAAACCAAAAACCAA 

ACAAAACAAAACCTGAGACAGACACCAGTATATTAGGATACTCTTGAATCCTCCCTTTTTCGTCCCCTCCAAAATTGCAACTAGAGTTGTAAGT 
TCTGCCCCCCATGCAAACAAACAGTCCAGATAAACTGAACTCTAGTGGTAAATGTCAATGAGGGGGACCTCTGATCCACATATGTCAAGATGGA 
GGTTTGGAAACACTACATGCAGAAACTCCATAGCTGAAGTCACAGGATGGCGGGGTGACACTCTGTATTCCAGCTAACAAGCTAGGGAACTCGA 
CTGTGTGCACGTCCCTTGTAACCACCTACACATGAACTGGGAAA.CCTAAGATCCCTGGATGTTAATCTGCTGGGTTGAAAAACATTCCACCTCC 
TGTGTGACCAGAGAAGTGGGGGAGCAGGAAACAACAGAACTGGTTTCCTTCCTACGCACTCACAGCCTCTCTGTGATGGCAAAGGGAAAGATAC 
AGAGTACTTAAGGCCAAAGCTTGAGACTTCTTGAAGCTTTGTGAGTTGTGGAGGAGAGACAGTTCTAAXCCCAGAGTCCTTGTTAAGCTGAGGT 
ACCTGAGAATTTAGAATGGTCTAGCTGTGTTTTGAGACCAACCACTATGAATACAAGCCCGGCAGACTGGACTTGGAAAAACAAGGGAAAATTA 
GAGACGTCCTCTGAATTTTCCTTTAATAAATATGGCTCAAACAAGATCCAAGTGTTCCTACCTGCCCAAGTTGTAAGGCATGGTTAGCTGAGGA 
CACAAACAGGCATACCTCTCAGGGGAAAGAGCTCAGGGACCCTGCCACAGGCCTGCAGCAAAGTGAGTCTCCAGATGGGCACTGTCCTGGGAAT 
TGAATGGACACCCACAGACATGCAGGCTGCTACCTGCTACACTCCGTCTCCATTATACAACATCTTTGACGCCAAGGTCAAAATTTAAACCAAA 
TTCGAATTGAGTTAATAATTAATCTAGGAAATTCCTGCAGTGGATAAAGGAAATAAACTTGGGATGAAAAATATTCAAGCGAGGACACTGAGGG 
CTTAGAATCAGATATTAACCACTATGACTATAAACTATTGTTCTTACCCTAGGTTTGGAGGCCAATCTGTTCCCTTGTCTTAGGAAAAATACAT 
AATATTTTGCTCGACAAAGGACACGTTTGGGAGTCATGGCCATTTCCTTTCCTCTCCAACAATTTCCATCCCTGAAGATGTCTTGTGTGTATGT 
GTGTGAATGTGTGTGTATGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGGATCAAACACTCAACAGGAAGCAACTTAAGGGAAAAAGGTTTG 
TGTGGAATTGCTGTTCTAGGGAATGTGGCTCATCTTGGCAGAGAAAGTATGACAAGAGATGTAGAAGAAGCAGGTCACATCTAAAATCTAGAAA 
CAGAGGGATAGTGATGGTCAGTTTGCCCATGAAACGGTACCAGACATTTCAGATGGTTCTTCCCTATTCGGAAGCATCTTAATAGACCCACACA 
GAGGTGCGTTTCCATGGTGATTCTAAATTCAATCAAGTTGAAAATCGTCATTAACAATTACAAATTCAAAGAAATCCTAAAAGACACGTTATGG 
AATACAAGGCG AAC C CATTATGCTAT CTC AAAGCAGGTACGAATGT CC AT C CGTCGTTGGTGGTCCAC AAGGGG AAATACT CTT CACCAC ACTC 
GTATTTTTAACTGAAAAATACGATCGATGCATGCGTATCCATTCCTGTGCTGGCTGGTTTTGTGTCAACTTGACACAGCTGGAGTTATCACAGA 
GAAAGGAGCTTTAGTTGAGGAAATGCCTCCACGAGATCCAACTGTAAGGCATTTTCTCAATTAGTGAGCAAGGGTTTGGAAAGGCCCCTTGTGG 
GTGGTGCCATCTCTGGGCTGGCAGTCTTGGTTCTACAAGAGAGCAGGCTGAGCAAGCCAGGAGAAGCAAGCCAGTAAGTAACATCCCTCCATGG 
CCTCTGCATCAGCTCCTGCTTCCTGACCTGCTTGAGTTCCAGTCCTGACTTCCTTGGTGATGAACAGCAGTATGGAAATGTAAGCTGAATAAAC 
CCTTTCCTCCCTAACTTGCTTCTTGGTCATGATGTTTTGTCCAGGAATAGAAAGCCTGACTAAGACAATTCCCCAAGCTGAAACTTAAAAGAGA 

AATTAGAATATACTCAGTCAATTTTTCATAGAATGTAGCTCAAATACAAAACACATTTGTATGGTTACAAACCATGAATGAGCTGTCATAGTTA 
CTGAAGCTCACCTGGCTGGTTGTGATGGATATCCAGACTTCCGGACCCACATGGAAATTACAGCTGTGCTAGCTGTCTTAGTGTTAGAAGATGC 
TACTACGTAGGCTGAGGGAGAATTCTTTATAACAGTCTTACTCAGTTATGAGTCCTGTATGTTATACTACTGACCTGGCAGGCAAGATATGCTC 
ACTGGTTCAAGAGCTTCATGATTGATGAGCAACTACTTTCTGATTCAATTTGAGGCCTGTTCCATTCAACTCATGTCTGGTACAGTAACCTTGA 
TCAAAAGTCAGAGTCCAGGCAGGCCATAGGTACCACTAGAGAAGN1>^^ 

NNNNNNNNNNNNN^^ 

NNNNNNNNNNNNNNNl^^ 

NTSTNNNNNNNNN^ 

NNNNNNNNNNNNNl^^ 

TCTTTACAATGGAGTGTTGGTAGACCCTATGCAGGTTGTGAGCATGTAATGACAGGTTGTGAGTGCAATACACATACACACACACATACACACA 
CATACACACACACACACACACACACTCTGTGGAAATAGAAAGAGAACTATCTGTAATGATAGAAGAGATCAGTGGTAGAGGACAAGCGAGTAAT 
GAGCATGAATATGATGCAAGTGCATCCTATGTACATGTTTATCTGTGAGAAAAGAGACCATCAGCAGGAGGGAGGGGACAAGAGGGTAATGACC 
CAAATGCATTATATATACACGTATTAAAATGTCATAATGAAGTCTATCATTATATACATCATTATGTACACAATGAATATATGTATCAAGTTTA 
ATTTTTTCAAAACAAGAAATTACAGCTTTCTCATTGAATGTAGAGTAAATCTGGCCTCATCCACTAGTTGGCAGGAAAGCAAAAAGTCTTGTCT 
AGTTTAAACAATTCTAATAGGCATTGCTGGATTTCTAATGAACAAAAATGCTTCCTGCAGATCAGCAAAATGGCTCAGCAGGGAAAGCACTTGC 
CACGAAACTTGACAAGTAGAATTTGATCCCTGGGATCCACGTGGCAGAAGGAGAGAAACAATTCCCACAGGTTGCCCTTTGACCCGCTTCTTCC 
AAGCAATGTGGAGACAGCTGGAGAGAAAACTGGCTCCATCCAACTTCACAGTTCTGTAAAGAGTCAGAGTCTACAGAGGTGACCGTCCACAAAG 
GCAGTGCTCCCAGATGCAGACACTGATTCAGCCTCACAGCTCACAGTTCATTGTGAAGGGGGAGTCGGGGGCAAGAAGAGCTCAAGGCAGGAAG 
TGlSTNNNNNNNmnJN^ 

NNNNNNNNACACTGTAGCTATCTTCA 

TGCACTCCAGAACTCTGGAAGAGCAGTCAGTGTTCTTAAGGGCTGAGCCACCTCTGCAGCCCTATAGCACCCGGGGCAACCTGTGTAGGGATGA 
TATTGCCCACAGAGAGCTCAATTGTCCCTCATCGATCATCAATCAAGAAATGCTTTAGAGACTTGCACCTCCTCAGATGAG 

MOUSE SEQUENCE - mRNA 

AAAAGCCAAGATGACAGACTGAGAGCCTGAGCCCTTGTCTTGCATTCTCCCAGGAAGATGCAGTAAAGGGGTTGACCCAATATACTGCAGAGAA 
TTTCATCCAGTTCCCTCCTCCATCCTGATCCCATGTGCCAGGAAGATGGAGCCACGCTTGCTGACGTTGGGGTTTCTCTCATTAACCATAGTAC 
CCAGTTGTCGGGCAGAACTGTGTCTGTATGACCCACCCGAGGTCCCCAATGCCACATTCAAAGCCCTCTCCTACAAGAACGGCACCATCCTAAA 
CTGTGAATGCAAGAGAGGTTTCCGAAGACTAAAGGAATTGGTCTATATGCGTTGCTTAGGAAACTCCTGGAGCAGCAACTGCCAGTGCACCAGC 
AACTCCCATGACAAATCGAGAAAGCAAGTTACAGCTCAACTTGAACACCAGAAAGAGCAACAAACCAC^ 

CTATGC ACC AAGAGAAC CTTGC AGGTC ACTGC AGGGAG CCACCT CCTTGG AAACATGAAG ATT CC AAGAG AATCTAT C ATTT CGTGGTTGGACA 
GAGTGTTCACTACGAGTGTATTCCGGGATACAAGGCTCTACAGAGAGGTCCTGCTATTAGCATCTGCAAGATGAAGTGTGGGAAAACGGGGTGG 
ACT C AG CC CCAGCTC AC ATGTGTAGATG AAAGAG AAC ACCACCG ATTTCTGG CTAGTGAGGAAT CTCAAGG AAGCAG AAATT CTTCTCCCGAGA 
GTGAGACTTCCTGCCCCATAACCACCACAGATCTCCCACAACCCACAGAAACAACTGCAATGACGGTGACATTTGTGCTCACTATGGAGTATAA 
GGTAGCAGTGGCCAGCTGCCTCTTCCTGCT CATC AG CATC CTC CTCCTGAGCGGGCTCACCTGGCAACACAGATGGAGGAAGAGCAGAAGAACC 
ATCT AG C AAG CTAGAAAAGTCAG AGCC C AGGC AAG CG G ATGAGAG C C C AGGC AAG CGGATGGG AATC ACAAAG CT C AAG C C AAAT CTG AG ACGT 
CCAAGCATTCACCTAATCGGCTGTTTCCTTCTGATCCCTGGGTTTCTAGAACATTCTGAAGTCACAGGACATAACAGCAACTCTATCACTAAAC 
TGGACTTTGCCATTGAAGAATAGGATCTAACCACTTCAGCACAGCAGTTCTAAAGCTTTAATGGGAGAGAGGGCCCAACAGTGCTCTGTGTGTT 
TTGTTTTTGTGTATATCTGTTGATCGGGAGCTGAGATGGTGTGGTCACTTTTCATGTAACATATAGTATAGAAAAAGTAGCTTTAGGTTGACTT 
CATTGTTAC AAC CC AGTTTGG AAAGCC C AAGTAAAACTC AGC ACT AATGTAAAT 
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MOUSE SEQUENCE - CODING 

ATGTGCCAGGAAGATGGAGCCACGTTGCTGATGTTGGGGTTTCTCTCATTAACCATAGTACCCAGTTGTCGGGCAGAACTGTGTCTGTATGACC 
CACCCGAGGTCCCCAATGCCACATTCAAAGCCCTCTCCTACAAGAACGGCACCATCCTAAACTGTGAATGCAAGAGAGGTTTCCGAAGACTAAA 
GGAATTGGT CTATATG CGTTG CTTAGGAAACTCCTGGAGCAGCAACTGC C AGTGCACC AG C AACTC CC ATGACAAAT CGAGAAAGC AAGTTACA 
GCT CAACTTG AACACC AG AAAG AGC AACAAACCACAAC AGACATG C AG AAG CC AACACAGT CTATG CAC CAAGAGAAC CTTACAGGT CACTGCA 
GGGAGCCACCTCCTTGGAAACATGAAGATTCCAAGAGAATCTATCATTTCGTGGAAGGACAGAGTGTTCACTACGAGTGTATTCCGGGATACAA 
GGCTCTACAGAGAGGTCCTGCTATTAGCATCTGCAAGATGAAGTGTGGGAAAACGGGGTGGACTCAGCCCCAGCTCACATGTGTAGATGAAAGA 
GAACACCACCGATTTCTGGCTAGTGAGGAATCTCAAGGAAGCAGAAATTCTTCTCCCGAGAGTGAGACTTCCTGCCCCATAACCACCACAGACT 
TCC CACAAC CCAC AG AAAC AACTG C AATGACGG AGACATTTGTGCTCAC AATGGAGTATAAGGTAGCAGTGG CCAG CTG CCTCTTCCTGCTC AT 
CAGCATCCTCCTCCTGAGCGGGCTCACCTGGCAACACAGATGGAGGAAGAGCAGAAGAACCATCTAG 

HUMAN SEQUENCE - GENOMIC i 

CTGTGCCTAGGCTGGAGTGCAGTGGCACAATCGGTAGCTCACTGCAGCCTCAACCTTCCAGGCTCAAGGATCCTGCCACCTCAGCCTGCTGAGT 
AGCCGGGACTACTGGCACGCACCAACACACCCAGCTAATTTTTAATTTTTTTCTAGAGAATCTGGTCTCACTATGTTGCCTAGGCTGGTCTCAA 
ATTCCTGGTCCCAAGCAATCCTCCTGCCTTAGCTTCCCAAAGTGCTGGGATTACAGGTGTGAGCCCCCACACCCAGCCCACTTCCGCTCTTAGG 
GAGAGGCGAGTGCATTTCAGAGAGCACTCGATGCTCCCAAAAGAAGAAGTTGACAGAGCCCACGTCCCCTCAGCCCTTCACACAGCCTCCCCTT 
GTCTTCCTCTCCTACTCAGCACTGTGGCTGCACTAGGACCCCTCATGATGACCAAGATCCTCATAAAGAGGACAAGAAGTTCATCCAGTACCAG 
TC AGG CCAATAT CC CAAAATTAG C ATAACTGGC AGAAATG CAGAGGCATCAAC AACTC CTCTTGACAACAGGGTTGGT AG AAGAATCAAGGG CC 
TAATTTTGATGCCTGGCACAGGTTATGGGAGCAGCAGAGTACATGCTGCCCAGCGGCTTCCAGAAGCTCCTGGTCCACCCCGTCAAGAAGCCGG 
AGGTCCTGCTGAGGTGCAACACATCTCAGTGTGCTGAGACTGCCCTCAATGTTGCCCCCAAGAACTGCAAAGCCATCCTGGAAACAGTGGCCCA 
GCTGCCCATTGGAGTCACCAATCCCAGTGCCAAGCTGTGCAGCAAAGAAAAGGATTAGACTGCTCATGTGCACGTTTTATTTGTTTTTAAATTA 
AAAAACAAAAAAAAGAAAGAAGGAGGAAGTGGAGGAAGAGGAAGGAGGAGGGAGGAGGAGGAGGAATTTACATCAGCAGGCCGATCACATACTA 
GTCCTTGAATTCATGGTTGAATGTACTGACCATTCTCCCTACGGACACTTGAAGGTTTCCATCAAACCCTTCATAACATATTGCATAATTGTGG 
ACTCTAGACTTGGGCCACAACTGAGTGATTTTTTTTTTCTCAAACCCAATTCCACAAAGTAAAAGCCTGATGAAATACAGTGAAGGCTGATGCC 
TTATTAACTGTGTTTCCCAAATCCAGAGCTCTAAAAAGGTTCTGCATACAGTCATTCATTCAATGCTTAACGACTGAGCATTAATTCCATGCTA 
AGTACTGAACTCAGCACTAGGAATAAGAAGGCGACCTAGAGGCATATCCTCTCTCTAAAGATGCATAGAGCCTCATTGGAATGATCAGCCGTGT 
CTCCAGAGAGCTACAAGGCAGTTTTCAATTGGTAAATGCCCTGAGAGTGATGGGCTTGTGGCATGTGTAAGGGTTAGACAGACCTGGGACCTAG 
ACATGACACCACTCCTGACGAATTATGTGAGTGTGGGTGTTTCACAACCACAATGAGATGCAATGCCTGCACTTGTAACATGGAAATAGTGATG 
GCATGCCGGCCCCGCCAGATTGCTGTGAGAAGTCAGCGGCAGAGACATGCAACATTCTCAGCACAGTGCTTGCCATGTAGTAAGGGCCTAGTCA 
GTG CTAGTGATT C CTTTC AATATTCCT AAG ATG C AGAT AAGGGAACAG CCCAG AGGAGGGGGAGCACTT CC AGAGGG AGGG ATGCGGTGAG ACT 
TCCTTCAGCAGGGTAGCACTGGAGCTGGGTGTTAAGGAGTGAGTGAGCTTTGGGCTTATGGATTTAACAGAGGAAACCAAGAAAAGAGGAGGCG 
GTGTTGCAGGAACAGTGAGCAGTTGATGATTTTTATTTTGTTCTCTGGTCTGCTTGGGAACATTTTTGTGGCAAAGACAGCATGAAGGATAGCG 
AAGAATTAATACTGAAGAGATAGGCCAGGGCAGGTTATGAAGGATTTTGAATACCGGGCTAAGAAATGTGGGCTTAATTTCAAAGACATTATGG 
ACACTCCTAAAATGTTACGTTGTAGATAAGGGAAAAGTATTCTTCCAGAAGATTAAATTGGGGCTGGGCACGGTGGCTCACGCCTGTGATCCCA 
GCACTTTGGGAGGCGAAGTGGGCAGATCACCTGAGGTCAGGAGTTTGAGATCAGCCTGGCCAACGTGGTGAAGCCCCATCTCTACTGAAAAAAA 
AAATTAGCCGGGCATGGTGGTGGGTGCCTGTAATCTCAGCTACTTGGGAGGCTGAAGCAGGAGAATCACATGAACCTGGGAGGCAGAGGTTGCA 
GTGAGCCAAG ATTG C ACCACTG C ATT C C AGTGGGCG AC AGAG C AAGACTC AGTC AAAAAAAAAAAAAGATTAAACTGG AAG CAATGGGTAAGAA 
TGGTGGAGTGGAGAGACACATTTGAGTGAGGGAAGCCAGCTGAAAAGCTGTACAGACGTCTAGACAAAATGTGACACAAGCATGCCTTCACCTC 
CCTGCAAAGACCACAGACCACTGAGCTCCAAAGGGGGTTTGGAATCCTTGTCCTGGGCCGCCATTGGTAACTCATCAGTGCTGGCTTGAGAGAT 
AAACTCTATTATCCATCCCTGAACTAAAATCATGACAGAAGTGGCCAGGGAGCTTTGCTGCTATCCCCCCAGGAAACACGTCCTCCACTCAAAT 
GGAAAGAGGACCCTCTGACAACATCTGTGGGACCCAACAGCACTGGTCACCACAAGCCACAAAATGTTAACAAAGTCAGTTTTCAATTGTTAGG 

CTAGACATTTGAGTAGAGTTGGGTTATTTGATTCATAGTGGATTTTGGTTTTCCACGGGACCCCTGTGCCCTTGTCTAGTAGAATCTGGTGGAA 
ATTACAAACTGCAGAAATTCAACTCAGTGCCGCAATAACAGGATGCACCTGTAGATTTCGTAGAATTAGCAGCAGCATTCTTTCAATACCAGTT 
TGAGAGAAATAACCCTGTTTGCATAGTGCCAACTGGGGCAGAATCTGAAGTGTCTTGCCTGCCTCTCGGCCATGGGAGGCACCGATCTCAGCAA 
CATCTATCCAACCGCCATCCACTTAACAAGCAAAGATGGAAGGCCCTCGTGCTCCAGGCTATCCTGCAATGGTTCATTTGCTTTTGATGGGATT 
ATCACTTTGACAGATGTGCTTGCAATTAACTGGGGGCTTTCTGCTTCCAATCCAAATTCCCACAGGTGGATCACTGGCTCTTGGGGAGCAAAAA 

AGGGTG CACC CAAGAGTGC ATG AG CTAAGTAAAATGTAATTTGTGGG AC CT C ATGTGG AC ATTTC AGGTC CATGTGTACAAG ATAAAGGAGAGA 
AAATCCTGGGGGACACCACAGGCCTGGGAAAATGACCTCCTACTAAGCCTAACAAGAACATCCAGTACATAAACAGCAGGCTCTCTGCAACCGC 
TTCGGTCCTTCCACTGCCACGCTCCCAGAAAGCAAAGGGTTATCTCCTGTTCGGATTTTGGCTCTGAGACCACAGCTCAGCACATCACTCCTCT 
AGAGAAAAGAAAGTCTAAGATGAGAGAGTGAGGCTGCTTTCATGTGGTGCCAGCGTATAGTGCAGGGCAGGCCTGATTGCTGAACGGATCCCTG 
CAGACGTGAGCGGTCACTTCCCCTTTTGAGGGCCCATTTCTTTTCCTCTTTGAGGAGACTGTGAGCGTCCTCAGTGCAGGGCTATGTTTTAGCT 
TCTTGGCTCTCCTCACAGGTTCTAGCATAATTCTTTGATTAATTGCAGTCAACGTTTATTGATGGATTATGTGACAGAGGTGAAATTCTTTGAT 
CTGGGTTTCAGCTTTTCCTTTCCCCCACTCCCTCCTTTTTCTTTTTTTTTTTTTTTTTTTTTAGAGGCGAGGTCTTGCTCTGTGGCCCTGGCTG 
GAGTGCAGTGGTGCAATCATAGCTCATTGCAGCCTTGACCTCCTGGGGTCAAGCGAACCTCAACGTCTTGGCCTCCTGAGTAGCTGGGACTATA 
GGCATGCGCCACCACGCTCAGCTTCACCTTTTCCTTTCCTTGTGCTCCCCTGGCAGATATGCTGGTAAACAATGAACCAGTCAAGAGGACAGCA 
ACAGGAGGAAAATGGGAGAAACCCCATTATTCGTGGACTAAACAGGCTTCCCACTAGTCCTGGCTCACAGAGGAAGTCATGCTCCATGTTTCAA 
ATGTCCTCAAAGCTCGTTCAACTCCAAAATGCATGAAGACAAAATGGGAATTTTACTCAAGATTTTTGTGGGCTGTTGGGGAGAAGAGTTAACA 
TTGCAAAGCATATTGC!AAACTCTTATCTTCAAATGATTTTAAAATTTTCTTCCAAGCTCTTTATTATTTCTCCAGAGCTGCCCTGCTCTTCCCA 
CTCTGGGTCCTTTCTCTGCCACTCTCCTCAGCATGACTTCTCCCTAATCGGCCAGCATTTCTTTTATTCTATAGAGCAAGTTTTCTTGCCCTGG 
GCACCTCTCATTTGCATGTTATACCACCACACCAAGTGAGCCTCAGAGCACCAGTGTTTTAATCCCTGAAAACAGTCCTTACGGGATTCAGCAC 
AGAGGTCCTCTTGGCAGCCTGTAGTCTCCAGAGTGACACGTCCTCAACAGTCAAAGTGAGCAAGCTATGGTGCCCATCACCAAGTGGGGCTCAC 
CATTTCCCTCTGCGTTCACTTCTCTCCTACCTTCTTCCTTATCCCATCCTTCCTCCTTCCTTTTTTTTTCTGCATTCAATTATTCATGGTTATT 



GTGTGATCTTGGCTCACTGCAATCTCCACCTCCTAGGTTCAAGCAAGTCTCCTGCCTTAGCCTCCCAAGTAGCTGGAATTACAGGCATGTGCCA 
CCAAGCCCGGCAAATTTTTGTATTTTTAGTAGAGACAGGGTTTCACCATGTTGGCCAGGCTGGTCTCAAACTCCTGACCTCAGGTGATCTGCCT 
GCCTCGGCCTCCCAAAGTGCTGGGATAACAGGCGTGAGCCATCGTGCTCGGCCGGTTCTATGGGCATTGTGGAAGTGACCGTTAACAAGCCCCA 
AGGGTAAGTAAAGGAAAATGAAAGGTGATTGATTCCTCACCACCTCTCCCCTTTTTTCCTCTACTCTTTGCCCCTGCTCCCCAATCTAGACTCT 
AATAAACAGAAATGATTTTTGTTGCAAGCTGAAAACTCGTTCTTGTGGTTGGGGCTAGGGGGGTGGCAAGTCAAGCTTTAGAGTTGTCTGGATA 
ATAAATGCTGTCTTCAAGGACTGTCCAACATTGTAGGAACAAGAGAACAACCCAAGTGAACAACTAACTCCTGTTCACAAATGCTACTGCCTCT 
CTGCCATCCCCTAACCTCAGCCTCACACACTTGAATTTCGCCAATCCATTTGATGAGCTCAAATCAGTGAATTTTCTCCTCGCCAAAGCTCACA 
AATTCTGTTCCCCGCTTCTTGCCCCACATCCAGGCATTACCAACTGCATTTTCCCTTTGCCTGATATTCTGGCATCAAGCCTCCTTGCCATTCC 
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AATTTATTTCACCTTCCTCCAGTCCTTATGATTTCCTTCCTGAAGAGTATTTCAGCATCTCTATGCCTCAATCTTCCCTGCACACCACACCAGC 
TCGGCCTCATCATCACATCACTTGGCTATGTCCCGCCTGGGTTAGACAGCTTCAGTGGCTGAAGTCCATAGATCTTATTCTGTTTTTCGAGGTC 
CACCTGACTCTGAATCCAGCTGATATTTCTGCCCTTAGCTTCTACCCCTCTCTACTTCTGGTTAACTATGGACCACACTCTGCTTCCTCAGGAA 
CCACCTACC AAGG C CGT ATC CATCCTTCAAGGACAATACGTGGGCCTTTCCTGATCACATCAG CTCAACAACTTTTCCCTCCTACATTTCAATT 
GCTCTTCTTACCATAATCATTAGTATTCACCCCACTGTACGTCTAGAAAGAAAGTGGTCTTAAACCTAAGGGAAGGCAGTCTAGGTCAGAAATT 
TGTTGTCCGCTGTTCTGAGCAGTTTCTTCTAGGAAGTACCAAACATTTCTGATAATAGAATTGAGCAATTTCCTGATGAAGTGAGACTCAGCTT 
GCACTGTTGACCGGCTGTCCCTGGATGAACCTAGTTACTTTTAACCAAATGTTCCTTTCTTGAACTTGTTCCTTTCTTGAACTTAATCTACCAA 
TGTTATCTAGATAACTTTCCTCAAAAAAAAAAAAAAAAAAAAAA 

CCTTGCAGCAGGTTTGAAACAAAACTTTGAATTTGCCTCACAAAGAATTTGTCTGAAACTGCTTTAGTATATGCTAGTTATATTTGTATGCACA 
TGTGGCTTCATACATAGTGGTTGGACACCCATATGTGTTATGCACTTTGTTAGGTGACGTAAGTTCACAGATAAACTGGACATAGGGCTATCCT 
CTAGAGGCCCACAGTTTGACACCTTAACCTGAGATCCTTGGACCTTTGAAGTTCAGAGTGCCCACAACCGCTGGGTGTGGTGGCTCACACTTGT 
AATCCCAGTACTCTGCAGGGCTGAGGTGGGAGGATCGCTTGAGTCCAGGAGTCTGAGACCAGCCTGGGCAACATGACAAAACCCCATCTCTACA 

GGTAGAGGCTGCAGTGAGTTGAGATGGCAA.CACTGCACTCCAGAAACCCCATCTCAAACAAAACAGAGCAAAACAAAACAAACTGCCCATAATG 
CTCCTGAAACTTCCTACGGATTTATCCAGAGTATGTGCTGATGTGCATTTTTTCCAAGGAGGGAAACCAAAGGTTCTATCAAATTAAGAAAAGA 
GTTTTTACCATTGTGGAAGACAGTATGGCGATTCCTCAAGCATCTAAAATCAGAAATACCATTTGACCCAGCAATCCTATTACTGGGTATATAC 
CCAAAGGAATAGAAATCATTCTACTATAAAGTCACATGCACCCGTATGTTTATTGCAGCACTATTTACAATAGCAAAATGGAACCAACTGAAAT 
GCCCATCAATGAGACTAGATAAAGAAAATGTGATACATATACACCATGGAATACTATGCAGCCATGAAAAGGAATGAGATCATGTCCTTGGCAG 
GGACATGGATGAAGCTGGAAGCCATTATCCTCAGCAAACTAACACAGGAACAGAAAACCAAATGCCGCATGTTCTCACTCATAAGTGGGAGTTG 
AACAATGACAGCACATAGACATAGGGAGGGGAACATCACACGCCAGGGCCTGCTGCAGGGTGGGGGGTGGGGTGTGAGGGGAGGGAACTTAGAA 
GACAGGTGAGTAGGTGCAGCAGACCACCATGGCGCACTTATACCTATGTAACCAACCTGCACGTTCTACACATGTATCCTGGAACTTAAATTAA 
AAACAAAAAAGAGTTTTTAATCCAAAAAAGATTAACAGCAACTAGAAGAAAGAAAGAGATATAAACAGTGAATTGCAATGCAGCACGGCAGGTG 
TTATGATGGAGTAGAAAGGACTGGAAAAGGCCTCCTGGAGGAAGGGACACTCAAGTGTCTTTCCATTTCACCTGTAAACTCATTAAGGGCAAAA 
GCTTTGCTACAGCTTCAGTATGAGATCCTGGGCAATCGGTGACAAAATGGGTCTGCTTTTGCACCCCCAACTTCTTCTCACATCCCTGCATCGT 
GCCATGCAGCATCAACTGGAAACCTCAGCATCAGCAAACGACGACAGAGCGTTCATCCGTAAGGTGAACCAGAAAAGCCAGTTCAATGACTTGT 
TTAACCATGGTCCATCTCAGAACCAAGAGTTGGGCCTCTTATTTACCAGAAAAATTGTGGGGGCTTTGTGATATGGCTTTAAAAAAATCTTGTA 
ATTGCCAGGCGTGGTGGCTCACACCTGTAATCCCAGCACTTTGGGAGGCCGAGGTGGGTGAATCGCCTAAGGTCAGGAGTTCGAGACCAGCCTG 
ACCAACATGGTGAAACTCCGTCTCTACTAAAAATACAAAAACTAGCTGGATGTGGTGACGCGTGCCTGTAATCCTAGCTACTCAGGAGGCTGAC 
GCAGGAGAATCACTTGAACCTGGGAGGCAGAGGTTGCAGTGAGCCAAGATTGTGCCATTGCGGTCCAAAAAAAAAAAAAAAATACATTAACATA 
AATTTAAATATTTTATAATGACAATCCACATTAACTACTTAAAGCATAAGCTATTTTCCAGGAGAGGCAGCAAGTGCATTCTACTCCCATGCCC 
AAGAAGAAAGGAGCGTGACTTTGGTGGGAGTACTAGGAGTTTCTACTGGAGCACTTGCCCGCAGAGTGAGAAACGTTCCTAGAGAGGAAGTTAT 
ACCTGCTGTGGAATTTAAGAGAATCTTGTCATATTTTGACAAGTTTTTTGAGATGGAAGTCTCACTCTGTCGCCCAGGCTGGAGTGCAGTGGCG 
CAATCTCAGCTCACTGCAGCCTGCACCTCCTCGGTTCCAGCTATTCTCTTGTCTCAGCCTCCTGAGTAACTGGGATTACAGGCGCCCGCCACTA 
CGCCTGGCTAATTTTTGTATTTTTAGTAGAAATGGGGTTTTACCATGTTGGCCAGACTGGTCTCAAACTCCCGACCTCAGGTGATCTGCCTGCC 
TCAGCCTCCCAAAGTGCTGGAATTACAGGCGTGTGCCACTGCGCCTGGCTAATTTTTTTTTTTTTTTTTTTTTAGTAGAGACGGTGGTTTCACC 
ATGTCATCCAGGCTGGTCTCAAACTCCTGACCTCAGGTGATCCACCCACCTTGGTCTACCAAAGTGCTCGGATTACAGGCATGAGCCACCAGGC 
CCAGTCAACGTGATGTGTTTTGGAACCCTGAATTCCTTGGCTTGCCCGGAGGGTTTTCTTTTTGTTAATATCTTTGCTTGCTTTCTAGTATTTA 

AGAG AG CTCTG ATG AAT AAATAAGC AAGACTG AATTTT ACAAAATAATCCAAAGTTTAAAACC AAAGC G C ACTTTTTGC ATGATCCTTT AAG AG 
AAAGAAATCTGGAAGCAAAACACCTTATAAAATGACAATGCACTTTCAGGAGCCCAGGGCACTGTGGTGAAATGATGATGGCTAGTACAGGTTA 
TAAGCCTTGGGGAATTATTTATGAATTCTCAGGATCCTTCAGTTCGCCGCATCCTTCTCCATTATTTGAATATTGGAGGCTGCCTGACCAGAAT 
CTTGTCAGGACTTTGCTCCTTCATCCCAGGTGGTCCCGGCTGACTCCTGAGGACGTTACAGCCCTGAGGGGAGGACTCAGCTTATGAAGTGCTG 
GGTGAGACCACTGCCAAGAAGTGCTTGCTCACCCTAGCTTCAACGGCAGGGGAATCTCCCTCTGGTTTTATGGGCGTAGCTGAAGAAAGGATTC 
ATAAATGAAGTTCAATCCTTGTCATCAACCCCAGCCCACACCTCCAGCAATTGAACTTGAAAAAAAAAACCTGGTTTGAAAAATTACCGCAAAC 
TATATTGTCATCAAAAAAAAAAAAAAAAAAAAACACTTCCTATATTTGAGATGAGAGAAGAGAGTGCTAGGCAGTTTCCTGGCTGAACACGCCA 
GCCCAATACTTAAAGAGAGCAACTCCTGACTCCGATAGAGACTGGATGGACCCACAAGGGTGACAGCCCAGGCGGACCGATCTTCCCATCCCAC 
ATCCTCCGGCGCGATGCCAAAAAGAGGCTGAGGGCAACTGGGCCTTCTGCAGAGAAAGACCTCCGCTTCACTGCCCCGGCTGGTCCCAAGGGTC 
AGGAAGATGGATTCATACCTGCTGATGTGGGGACTGCTCACGTTCATCATGGTGCCTGGCTGCCAGGCAGGTAAGGGCCTGTGGGTGCCCCCGG 
AATTCCGGGAAGGCTGATGGGCATGCCTCTTCCCAGCCACAGAACCAGAGGGAGTCCCCAGGTAGATGGTTCCAAGAAGGGAGTTGAATCTTGG 
GTTCCACCTCTTGCCTGTGACCCACGGGGACCCCAGTTTATGCCTCACTGTTCCTTGGTCTGTCAAGAGAGCCTGAAATAGCATTAGGTTCTCC 
TGTCCTTCTCAGTCCTTGACAATTAATTCTGGGAAGAATAGTGTGGCATGATATTTGGGATATTTGGATGTTAACAGGGTCCCGATGAGCAGGT 
TTCTCAAGAAATTATCTTTTATTCTTCAATGAATTTCCTTTTATTCTCTGCACTCCCACCCCCCAACTAAGAAGCTATCAGGAAGCTCTTTAAG 
TTCAGGTTAATTTGCTGG AGAC ATG AGTACT CAT AT ATC AAACACTGGGAGAATTT AAG ATCT CAGAAAAGTTT AGCTT C AAGG ATGTATACAC 
TGGTTTTACGTCTTAGGAAATAACACCTAGGAATTTCCTTACAAGTGCAACTTTACAGAAATTTTTAAAAATATGCATACTCACTTTTAGAACA 
TTACTACTTCTCATAATCCTATGTATATACATGATATGTATATGTATACGTGTTTATATATGCAAATTTTAAATTTCATTCCTTGTTTCAAATG 
GATTTTCTCGAAGATTTTTTTTTTTTGACACTGTCTCTGTCAGCCAGACTGGAGTGCAGTGGCGCGATATTGGCTTACTGCAACCTTCGCCTCC 
CAGGCTTAGCGATCCTCCCACCTCAGCCTCCTGAGTAGCTGGGACTACAGGCATACGCCACCACACCTGGTTAATTTATTTTTTTGTAGAGATG 
GGGTTTTTGCCATGTTGCCCAAGCTGGTCTTGAACTCCTGGGCTCAAGTGATCCACTCACCCTGGCCTCCCATACTGCTGGTACTACAGGCATG 
AACCACCGTGCCTGGCCAATATTTTTTTTTAAAGAAATAAAAAACCACCAACTTCTACCTCAAACCACTCTTCCTAATTGAGTGTGAATTTTCT 
AATAATGTCTTCCCTTTGCTTACTCAGGAAGACAGATAAGAAAGTTTATAGTGTTTTTTGAAAGTCTATAATGGCAACAAGTAGAATGCTAACT 
GGCTGTAGAAAGAATTTATTAAGAAATGAAACATAATGATGCATTTCAGGAGTCTGCTTGCTTGTTTAGGGGAAGTGCCCAGTCATGCTGGGCT 

TCTCACTGTGTTGCGCAGGCTGGAGTGCAGTGGCGTGATCTCAGTCCACTGCAACCTCCACCTCATGGGCTCAAGTAATTCTCGTGCCTCAGAC 
TCCTGAGTAGCTAGGTTTACAGGTGCGTGCACCACCACGACCAGCTAATTTTTGTATTTTTAGTAGAGATGGGGTTTCACCATATTGGTCAGGC 
TGGTCTCAAACTCCTGACCTTGTGGTCCACCAGCCATGGCCTCCCAAAGTGCTGGGATTACAGGTGTGAGCCATCGCGCCTGACCTATGTGTTT 
TATTTTAATAGGTTTTGGAGGACAGGTGGTGTTTGGTTAGA.TGAATAAGTTCTTTAGTGGTGATTTGTAAGATTTTGGTGCACCCATCACCTGA 
GCATGTATGCTGTACCCAATGCGTTGTAAGATTTTGGTGCACCCATCACCTGAGCATGTATGCTGTACCCAGTGCGTAGTCTCTTTTCCCTCAC 
CCACCTCGCACCCTTTCCCCTGAGTCCTCAGAGTCCATCGTGCCGTTCTTATAAAGAGGGCATACTTTTAGGAAGGTTTTTCAATGTGATTTCr 
ACATCCACAGGGTCTTTGCTAACTCAGTCTAAGCCAAGAACAGGAAAATCTTGACAATTAATCATGCTCTGCCTCTGGAAGACACATTTCAAGT 
AAACTCGTGTTATTTCTAGCTATTGGTGACTTATCCAAGGGTCTGAGTGGTCTTGGAGGGAGCAGGGGAACTAGAGTCCCATAAGGAGTCCTTC 
ACGCCATTCTCAACATCTATCCATACCCCATCTGCCCCTCAACACTATAGGAAATACAAAAATGAGGGAGATATAGTCCTGACACTTAAGCAAC 
TTATAACCTGGTGAGGAGGAGAAAAACATAGATATAAATATAGTAATACCAGTCAGAGTGTGGTAAGATCTACGGAGCGTTGGGCTATCAGAGA 
AGGCTTCATGAGG ATG ACATGTAAAGGGAGCCCCAAGGGACCAGTAAATTTCCATCAATG AG ATTCCAGGG AGAG AGAC C C CAATGAGCCAAAA 
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CACAGGAGTGCCTTAGGGAGGAGCAGGTGGTCGAATGTGCTCCTGCCCTGGACAGGGAGGGTGGGGATATGGGGAATTCAAACTGGAAAGTTAG 
GATGAGGTAAAATGAATCATCTAAGGCATTAGGCATTTTTAGTCTGTATATTGCTGGGCCCTGGGATGTGGTCAGAAAGAGAATTCTCCTAGTG 
ATAACTTCTTAACTTCACCTAGTAGGCAATAAAGAACTACAAGAAAATTTAAAACTACCATTTATAAAGTAACTTCTATGTGCCAGATATGTGT 
CCTATTGTAATCTTCATAGCCACTTTGCAGTATGGATATCATGAACCCCTAGATGAAGCAAGAACCCAAAACTCAGACTCGCACAGGCAGTGAG 
AGTGCCAGGGTTTGAACCTGGTCTCCCTGGATTGTTCTGTTTCTGTTCATTGCAAACAGGGTCAGCGCTTTATGGAGATGATACTGGCATAGAG 
TGGAGAGAGATCAGGTGCACAGAGACAGGTCATGAGGCTCTTAAAATAGTCCAATCACAAGGCAAATGAGGACCCAGTGGCCAAAGACAATGAC 
AGGGGTCAAGTTTCTGGAATCAACAGGAATTTCTAGGCATCACTCCAGGGTAAGAAACCATCTCATCACAGACTTTTTCTCCAAGAGGAACCTA 
GTCTTGAAACAAATCAGACTTTTTATTCCTCAGGGTAAGAGTTCTCTAATGAAATCAGACTGTCAACAGATGCAATTTCTAGCTGATTCATAAG 
GGCAGATTTTCATTCTGAAAATTTCCAAAGCCACCATTTAACATGGCAAGGGTTTATGAGGACATATTAGTCAACTTGAGTGTTTTTAGTCTCT 
ATATTACTGGGCTCTGGGATGTGGTCAGAAAGAGAATTCTCCTGGTATTACCAATATGGCACGTTATTGAAGGCACCTTTCTGAGAACTGTGGA 
AATTCTGAGAGCTTGTATGTCCCTTGATCATCTTTCTTTCATTCTAGGAATTCTGTGATC^AATCTTTATCCTCTAGACTCAAAAATAATTCTT 
TAAAAAAACAGTGTGGAAACCCATTGAGATAATGTGTTTGTGTAATTATCCATTCTTGTAAAGACAACTGCCCACAATGGAATTTCCCATCTTC 
AC CTTTGT CAGTCAAACAC AAAATGTTT AACCCTT C AC ATTT AATCTTT C AACTTCTTG AGATC CCAAAGTATTATTGCTACTGTTACTTCATT 
CATCTTCAAGACATGTCTTGAGGCTGTAAGGGCTTTCCTAAACATTGGGAGCTCTTCATAAGACAGTTGCTACTTTCCTTAAAACAGCATGCCT 
TAAATAGGCAGTTTGATAAATCACCTGTGCATATACTTCATTTTAGATGTGAGAATTGAAAAAGAAAAAAATTGACTTCACAATTCTGCACCAA 
AAGAATGAGTTTCACGAATGCGTCAGTTAGAGGTGCTAATATAGAACGGTTGCTGAGCTCTAAAACTCCACTACTCCACCCCACTCCCCTGATA 
GAGAAGTATTCCCAGACTGGTTTTTGCCTAAAGCCTTGGGTATTCTGAATACCTCTTTGTGATTTTTTTTTCTCTTCCTTTTTGAGACAGGGTC 
TCACTCTGTCACTCAGGCTGGAGTGCAGTGGCGAGATATTGGCTCACTGCAACCTCTGCCTCCCGGGTTCAAGTGATTCTCCTGCCTCAGCCTC 
CCCAAGTAGCTGGGATTACAGGCACCTGCCACCACGCCTGGCTAATTTTTGTATTTTTAGTAGAGACGGGGTTTCACCAAGTTGGCCAGGCTGG 
TCTCGAACTCCTGACCTCAGGTGATCTGCCCACCTTGGCCTCCCAAAGCACTGGGATTACAGGCATGAGCCACCGCACCCAGTCCTCTTTGTGA 
CTTTTTTGTTGGAGTCATTCTTCTGCGAGCTATGGATATCATCAAGGCAGGCAGTCCCTCAACGTGGCAGCTGTTCCCACCCTTCCCTGCTCCT 
CTTCTTGCCCAAGGATGAGCAGAAACTTTACAGAAAAAGAGAGAATTCCCTCAGGAAATGAGGCATGTTGCTTGAGGTCACAGGGAATAGAATT 
AGCAGGAAAATAAACCTTGCAGGAAGCAGAAAGTGGGCCAAAGCACTGAGGAGAGGACACGGGGAGGGCGTGAGTTTTTGACAGATTTCTCTCT 
GTAAAATGAGGAGGTCACCCAGGGATCTTGAAACTCCCTTCCAGTTCCTTCACTCTATGTCAAGGATTCCAGAAAGGAAATAAAATAAGCTCTG 
CTTAAAAGGCATTTTCAAGCTGGGGAACTTTGGGATGAAAAAGTTTCCCAAATGAAGACATACTGGCACGGTCAGGGTTGAGCGACTTTTGTGT 
ATCAATGCACCCAAGCCTGATGTCTCATTGTGGGTTATTTCCAGCTCTGAAGAAGTACTGCCTGGCAGCCAGCATGACCCACTGCTTCTGTAAT 
TGCTGCAGTTGCAGGTGTCAACGCAAAAACTCCACTCACTCAATTCTCAAAATCTATCCAATATCTCTCATGCCCCTTTTCAATACTATAGGAA 
ATGTAAAAATGAGCGACATAGTCCTGATCCTTAAGAGAGTCATAAGTTGGTGAGGAGGAGAAAGGCATAGATATAGTCATGGTAACACAAGTCA 
TATGTGGTAAGATCTACTGAGCATGGGGCTATCAGAGAAAGCTTCATGAGGGTGACATGGAAAGGGAGCCCTGAGGGACTGGTAAATTTCCATC 
AGTGACATTCCAGGGAGAGAGGCCCCAAGACACAGGGGCAGCAGGTGGTCCACTGTGCTCCTGCCCTGGACAGGGAGGGCGGGGTCCTCTGCTG 
TTTGTTTGCTTGTGTAGGAATTTTCCCCTCAAACAATGTCCTTGTCTCCCATGGGAGAAGTTTTACATGAGTGGGAACCTGTTTCTCTTCTCTA 

CTCAACTCACTGCAACCTTCAGCTCCTGGGTTCAAGTGATTCTCCTGCCTCTGTCTCCTGAGTAGCTGGGATTACAGGTGTGCACCACCATGCC 
TGGCTCCTTTTTTGTAATTTTAGTAGAGAGGGGGTTTTTGCTATGTTGCGTAGGCTGGTCTTGAACTCCGAGCCTCAAGCCATCCATCTGCATG 
GGCCTTCCAAAGTGCTGGGATTACAGGCATGAGCCACTGTGCCCAGCTGAAAAGAGAATCTTAATTCAGTTGATTACTTCTAAAAGTTATAAGA 
CCTTCTTCACTGAAAGAGTTCACATAGAAGCTGAACTTGAATCCAGCCCTCTTAAATTTCAGTTCAATATTCCCTGCACATCTGCACATCTTTA 
CATGAATTCTCAGTGATATTCCTTCATCCATCCATTCATGCATGAGGATTACAGAGATGAAGAAAGTTCCAGCTCTTATCCTCTTGTGCTCACA 
GTTTAACACGGGAGATGAAACTGCTGCTGAATGGCTCCCATTCTGAAGTCAGCCAACAGTGTTTGCCAATAGCCCCCACTGAATACCCCACCAT 
ATTCTCAAGTAACTCACTCATTTAGGGGAAAACAATAATATAATTGTCTCTAGAAATTTTAGGTATTCTCCACTCTAAGATTACTCAGTGTTTT 
GACTGATCTCAAGGCGACTCCGTGGTTTGCTTCTGTCAAAAAGAAAACACAGTTCCCACTGGGAAATGTGTGGAGAGTAATGGTTCAAAACGCC 
AGCTGTACATTAGTGTATATCCAGGATGCTTTAAAAAGTGATGGCCAAGACTCATAAGATGAATTAAGCGGACTCTCTGGGGAACAGAACCGAA 
CATCACAATACCTTCCCTTCCAGTTCCTTGAATACTTCCAAATCGCACTTAGGATTGAAACTCACCAAATTAGAGAGATGGAATAATGATTTCC 
ATGGTTGGTCTGATTCACTAGGAACAGGTATGCTCAAGCAGTACTTCTCAACCTTTAATGCATTTGGAAATCATCCAGGGATCTTGTCACGGAG 
CAAATTCTGACTCGGGAGGTCAGGGGTTACCGCCTAAGATTCTGGTGCAAACAGGTTCCACAGGAGGCCTATGTTGTGGGTGCATGAACCCCAT 
TTTGAGTAACAAGGCTATCAAGTCAGAGAATAAATACGCATTGCXTTTACCCACACAGAACTTGCGACTGAAATGAGAAAATAGGCTGAGTGTG 
AT AGCTC ATG CCTGT AATACCTGC ACTTTGGG AGGCC AAGGC AGGAGGATCC C ATG AGC CCAGGAGTTCAAAAC C AGC CTGGG CAAC ATAGTGA 
GACTCTGCCTCTTAAAAAAAAATTAGAAAAAGGGAAAACCAATCTGGGAAAGATCAAATATTGATCAAACATTGCAAATAATGCCATAAATGAT 
CAGAATAGGGAGAGTAACATGCTACCTGGAGAACTAGAAAAAAAATTCTCAGAGAAGGTGGCCCTGGGACCTCCTGGCTCTGAATGGTGGTTCT 
GAATATCAGGAGAGGGGCTGGAGAATGGTGTTTTCTAGTGATGCTGCTGGAGTCGTGTACATGGACCGTGTTCCATGAGTAGTGAGCTGACCAA 
TTAGAGAGATGAGGGGTTTGCCAGGACAACTACATAATGAGCCATATTTCAACATACATGCAGTTTTGTGTGTGTGTGCCAAGCAAATGAGTCT 
CAGATTCTCGGACAAAAACGAATACTTTTGCTCAGACAGACAGCATGTGAGTGCTTCTCCCCCAGCTTCAACCCTGCAGTGTCTACAGGTGTCA 
TTGGTCCCCGGTAGACGTCCTCGGTTCAATGGGTCACTGATCACTTATCACCAGCACCACATGACCCTGGATGGCAGCCAAAGAGTTCCTGGGT 
CTTGTTTCCCTACCTCCACATTTTTTTCCTGACCCAGCCCGAGCCACGTGCACACCACAGGGCTGGAGTCCCAGTGCTTTTGTCCTGACAGCCC 
ATTCTCCCACTCCCACACCCAACCAGTTCCCCGGGGGGTTTTTGACCAGCAGCTCCGCCTGCAGCCCTCGACCCGGATCCAGGCATCCTGCTTA 
AGGAGGGGTTCAGGTGGCAGGAAACTCCAGGGCAACAAAGTGTGGGTGGCATGGGTGGGGTTGACCGGAAGGTCACTGTGCTGGGAGGAAGAGG 
AACGGGTGGAGGGAAGGCAAGATACGGATCAGGAGTATTGACATCCTGTGCCAGTAGAGGGGCCTGCCCCATGGTGGAAGGTGTGGCCGGATGA 
GCTCGCTGGCCCATGTCCCCCCGTTTCCCAGGCTTTTTCCTCCCACGCTGTATGCAGTGCAAGAACAAGCTGGTGCAATTGGACTAGCAGCAAT 
TGAGTCCTTTTACCCAAAAGAAGAAGAAAGAGCAATGTTTCAAAAGAATAAAAAGGAAGCTGCAGCCAGGTGCAGTGGCTCATTCCTGTAATCC 
CAGCACTTTGGGGGGCCAAGAGGGGAGGATCCCTGGAGCCCAGGAGTTTGAGACCAGCCTGGGCAACATAGTGAGACCCCACCTCTATTTTTTA 
AAATGATAATTAATTTTAAATAAGGAAGTTTGTGAAAGCCATTGGTTTCTTTATTCTAAAGAGCGTGGAAAATAGGACAGTCTCCAACAGGCCC 
TGATTTCCTTTGGTAAGAAAATGAGCAAAGCTATAGACTAGGAAACATGACTGGTTAAAGCCGGCCCATGCACCAACTCCGATACTGATAGTTA 
TGTTTCCTTTCGTTCTTATTTGCTTCAAGCTTTGATCCAGAAAACATTTGAACACTAGCTAGAACCACCACAGTGAATATCCATTGCCTAAATG 
CTATCTTTCAGGTATTATGTTCAGACATAGTATTACTTTGGTTAATTCTCAAAATAAAGTAGGTCA'TATGATTATCCCCATTTTCTGCCTGGTG 
AACTGTGGTTAAATGGGCTTACAGAGATTAAATGGGTTGCCTGATGTAGCCCAACGAGGAAGGGGCTAGGATAGGAAGCAGGCGCTCTCATTCC 
AGAACCTGCCTTTTTTCCTCCTGTCTAAACTGCTGCTAAAGGTCAAAGACAAAGGTGCCATGTGAGCAGGGAAGTTATTTTTGTTTTTTACAAA 
GGTGAAGTAATAGGCTGTGAGTAATGCCCACTGCTCCTTCAGCCCCAGGTACATGCAGTGAGGCGGTACCCACAGAGCCGCGTGGCACTCCTCA 
ACCTGCTAGAGCAGCCGGCCTCCTGCAGGATGGCTTAAGGACCACCTGGTCCTTGGGGTCTGGGTTCTCCGGGTCCTGCTGTTCCCTGCAGCCT 
TCCTTCTACCCCCAGAGCAGCTTGGGGGCATCTTTAGAGAAAGCGGCAGTGTCGCACCTGCCCCAGCAGCCACAAAACAGAGGAAATTCTGAGC 
ACCTCCGGGCGTGAGTCACCATACCACATTCAGGAATTGCCACCTCTGCCCACAGAATCACCCACTCTTTTCTGTTTGGGACCAAAATAGATAC 
CTCCTTCAGAAGCCGCTGCTTTCTGTACTCTCAGCAATAAAAAAACAAAGGCTAGGATAGGTGTGTGCCTCTGAGGCGTGAGGGGGGGCGCGTT 
TTCTCCCCTGGGAAGGTTTTCAGAGAGAAGTTGTTGCTACAGCAGTACAGGCAGCTGATGGGTTGAGGGTACAGGAGGAAGAGGGAAAGTCAGG 
GAGATTGGAGACAACCTCTTGTGTGGTAGGACTTCCGGCTATTGGTTTGTTCATTCCTTTGTTCATTCATTCATTCAGCAAATGTTCATTGAGG 
AACTGCTATGTGT C AGG C AC AGGGTTTG AG AC AC AG AGATGAATAAGAG CCCATC CTTGAC CTCTGCAC AGACAATTATG AC AC AGG CTAAGTG 
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CTGAGATACAAGTTTAAAGAAGGAGTCGATGGAACACACAGATCGATGTTCATTACCCCTGCAAAACCCAGCACATCTCACATCAGGGACTGCC 
TCATTCACATCATGTTAGATGTGACAGAGAGGACAGCAGAGAGCGTTGTTTTGTCATCAACTACTAAAATTATTAAAACCAAACACCACTAATT 
TTGAACTTCAGGTAGACAGAGGATGTAGAGTTTTCCTTTGCTCAAGAAATTCCTTTACAGAGAAAATGGGAACATTTCAAGTGGGAGTATTTCA 
ATTCCTTTAATAACAACCTGTTTTCTAGCTCCCACATTCCCCAAGTATTCTAGAAGCACCTTTCATAATGGACAGCTCTGACCAACTGCCCCAC 
ACACATGCATGTGAACCGTTCTCCAATCCTAAAAGTCTGTGACTTCTCCAAGGAAAGGAGGAAGGAATCGTATTAGTCCAGTTTACATTATTAT 
ATACTTTGTAGCAAAGCAGCAATGTTTCCTTAAAAAATTCTATATATATATATATATATATATATATATATATATATATATATATAGCTGGGCA 
TGATGGCTCACGTCTGTAATCCCAGCACTTTGGGAGGCTGAGGCGGGCAGATCACCTGAGGTCAGGAGTTCGAGAACAGCTGACCAACATGGTG 
AAACCCCGTCTCTACTAAAAATACAAAAGTTAGCCAGGTGTGGTGGCACATGCCTGTAATCCCAGCTACTCAGGGAGGCTGAGGCAGGAGAATC 
CCCTGAAC CTGG AGGCTGAGGTTG CAGTGAGC CGAG ATTGAG CC ACTG C ACTC C AG CCTGGGTGACAGAGGG AAACTCCGTCTC AAAAAAAAAA 
AGAAAAAAAAAAATATATATATATATATTTGTGTGTATTTTCTCCTCATGAAATGAGCTCCTTGAAGCAAATCGGCCCATCTTTTCAGAGAAAG 
ATCAGTTTATTACGTCACCAAGTAAAGGGCAAAGGAATCATTTCTAAAAGTTTCGTTTGAAGTCCCCGGAGTTAAAGTTGACGTCAGCCTCTTC 
CTGCCCTGGTGCCCCGAGAGTTTCCCGGGAGTTTTGGGGATGACACCCGGCTGCATGCGTGACATCTCGCTGGCTGGGGGCAGGCCTGGTGGCT 
TCCCCGACAATGAAACCAGGCAGAGCCTGCAACCCAGCTGAGCACCAGTGTGGTCTCTGCTTCCGGTCCTTGTGGTAGCACCTCTGTTTACAGC 
CTGATTTAGAACAAAAAGAACTTTTGTAAAGGAGAAAACTCCTTATATTAAATGGAAAGCAAAACAAACAATTACCAAAAAAAAAAAAAAGTTG 
GAGGGGTGTTTCAGAATAAAAGAGCCGTCTCTCCAGACATCTGTCTGACGCCCAGGTGGCGGTGAGACCACAGGGTGAGCCTTTTGGCTGGAGA 
TGTTGATCCCTGGTTTACTGCACTTCGGGCTTTCACTACCTTTCACCCACCGGACCATCAGTTTCACTTTCCCTCTCCCAGCGTCTCTCAAGCT 
CTGCTTCTCTGGCCCCGTTTTCAATCTAGTGCAAGAGGACCTGTAGCCAGGGCACCCATGCTCCTCCTCCTCGTCCTGCACTGGGATCCCAGCT 
CTGAGCACTCCCGGGCCAGGGAGGCCTTGCTGCGTGCTCTGCTTCTGTGATCTTACAGATTCCTCATGGCCACCATAGGAGATGGGGACTGTTA 
GCACTATTCCCCCACCCCAACCACCTTTTTTTTGAGACAGAGTCTCACTCTGTTGCCCAGACTGGAGTGCAGTGGTATGATCTCGGCTCACTGC 
AACCTCTGCCTCCCGGGTTCAAGAGATTCTCATGGCTCAGCCTCCCCAGTAGCTGGGATTACAGGCATGCCCCATCGCCATGCCTGACTAATTT 
TTGTATTTTTAGTAGAGACAGGTTAGTAGAGACCATGTTGGCCAGGGTGGTCTCAAACTCCTGACCTCAATTGATCCACCAGTCTCAGCCTCCC 
AAAGTGCrGGGATTACAGGCTTGAGCCACCACGCCCTGCCACCATTCCCATTTTACGGATGAGGAAACTGAGACGATGAGGCAGTAATTCAGTC 
TCCCAAGAAAGCAAGGAGCCAGTAGATCTGAGCAGAACCCATGCATTCAGGCCGACACAGGAAGCAAGCTGTCAACAGGCACTGTTCATCTCCT 
GGGCTTCCTAGGCAGGCCCTGAAGCTCTGGTTTTCAGTCACCCTGTTATTCATCCCCAAGTTAATCTCCCCTGAAAGCACCTGTCGTGATGCCC 
TTTCGGCTGCAAGAGCTCCAGTCATTTCCATTGCCTCAGGGGCACTTTGCTACCTCCTCTGCCTGGCACACAACATGCTCCCCAGCCAAGACTG 
TTCCCTCAGCACATAGCACGCCTTGGCCAGCAGGTCTCCTGGTGTCCTTCAAAGGGAACCTCCTCATTTGTGATTTCAAAGCTGGACTCCCAGG 
AACACCCTCCTCCCTTACTGGAACAATCTTCCCCATCTTGTGTGCCTACCGGAATTTTTCCCAACCAGAAAAGCGTCTTGAGAGAATGGAAAAG 
TCTTATGAATTTGGAAAGTTGACAGCTTGAATTCAAATCCTAGCTTGAACTTGTGAATTTCTACTTTCCTTTACGAAAAGCTTTGCATGCCATT 
CTGTGCAGGCACTAGCAAGGTGGTGGGAGGGAGATGGATACAGTAGGGTGAGTGCCGTGTAAAGAAAAGGGAGCAAAGTGTGGGACTGCAGAGA 
AATGCCACAAAGCACAGACAGAAGAGTCCCGGAGGCTTCCCAGAGAAAGATGACAGCCAATGGGAGACCTCCAGGGAAAGCAGGAGTTAAGAAG 
GTAGAAATGCATTAGGGAAGTGTGGCATGAGCATGATGGTCAATTTCAATGTGTCCACTTGCCTGGGCTAAGGGATGCCCAGATAGCTGGCTAA 
ACAGTCTCTCTGGGGGTGTCTGTGAGGGTATTTCCAGGAGACACTAGCATTTGAATTGAATAGACTGGGTAAATTTCTTGTTGGTAGACTGAGT 
AAAGAAAATCACCGTCACCAGTGTGGTGGGGATCATCCAACCTTAGAGGACCAGAATAGAACAAGAAGGCAGAGGAAGGTTGCATTCTCTCTGT 
TCAAGGTGGGACATCCGTCGTCTGCTCTTGGACATTTGCACTCCTGGTTCTCCAGCTTTTGGACTCTGGGACTTACAGCAGGGCCCCTCTGCTC 
CTCAGGCCTTGAGTCTTAGACTGAGCCACACCACCAGCTTTCCTAGTTATCCAGCTCCAGCTGGCATATTGTGGGACTTCTCAGCCTCCATAAT 
TGAGTGAGCCAACTCGCATTATAAATATTCTCTTATTTATCTACATACATCCTATTGGTTTTGTTTCTCTAGAGAAATTCTGTTTCCCTGAATA 
ATACAATGACCAAGGCCCAAGACAAAACACATGGTGAGGTCCAAGAGCCACGCAGAGTCCCGCAAGGCAGGAGAGCTCAGGCACATAGTGGAAG 
CAGAGATTTTGAAGTTGGGCATGAGCTGTGTCTTGGAGTCTCCCCATGTCACTGGGCTTAAACTGTGTCCTGGAAGGAACAGAACATCCCAGAG 
GGGTCTCAGTCAGGGCATGGCTTGTACTTTGGAGAGACAGCATTGGGTTTATGTGAAGAATGAAGGAAGAAGAGAAAGCACTGGGTTTATGTGA 
AGAATGAAGGGAAGCAGAAAGGCAAACGCATAGGGGATTGAGTAACCTCCATGGAAGTCCATGAGGGTAGGGTTTTAACCTCGGTGGGCCTCAG 
CTTCTGTTCGTATAAAATGGGAATAACACAGACCCTGCTGGGTGCTGTAAGGCTACATAAGCTAGCCTGCCTAGAGTGACCAGAGCACACAGTA 
GGTGCTCACTAAATGTGACTTGGTGGGCTTCTAGTCTGCATGGCCAAAGGCCCTTCCCTCGGACGTTTCCGTGTGGATGCCTCACAGGCTGCTC 
AGTCTACACATCCAGAACTGTCCTCCCTCCCTGGAACCTACTCTTTCTCCTCTCTTTGCTATCTCAATGAATGGCACCCCATCCTCCCCATCGC 
CCAGGAAATCTGGGCAAAATCCTCATTTCTTCCTTGCTGTCCTCCATGCACCTAATAATCCAGCCTCAATTTTTGGCAATTCCAACTTCTAAAA 
TCTCTTAACGCCAGCAACCCCTCTTCTTGCTTACTTATCACCACCCACCTCAGGACTCCCATGACAGCCTTCCTGTGATGCATGACGGGCACAT 
GACAAGGGCAGTTGAGGGTCAGGGGCCACGGGAGCAGGATGCAGCCAGCACATGAGGGAGGATAGGCGGGAGGACAGGCAGACACTTGTGCGTA 
AGAGCACGCACTTGTCAGGCTGCCTGGGTCCAAGTCCTAGCTCCACCACTGAGGGGCTGTGTGTCTCTGGGCAAGTCACTGGGCCTCTCTGTGC 
CTTAGTTCCTG CCTCTAG AG AACGGAG ATG AGAAG AACACATC AC CT CATAATTAATT ACTGC ATAAGTAATAATTTTAATTATATTGACTATT 
ATACTCTATTAGTGTATGATGTCTTTTATTATATATATTTATCATATAATATACTAATTATATTAATGAGTATACTATAGTATTTTATATAACA 
TACCCTAATTGCTTATTATATATCTGTATAATTATTTTATCATATAAGATAATTTCATAAGCTAAGATGGTATTTTATATATTTCATTTATTAT 
ATATTTATATTTATATACTTTATTGTATTTGAATTGTGATGTCTAATAAAATAATAGATATGTTAATTATCCTTCATATTCATAATAAGCTCCT 
TCATTGGTGTCTGGGAAGCCGAGAACATTTGTGGGTGTGAGCTCTCCTGTGTGTTCGGCATGCAGTGTGTTGCGTCTCAGCTGACGTGATTGCT 
GTTTTTGGTGGCCCGGAGGCACAGGGTGCATGCTACAGGCAGGAAGAGCTTTGGAGCAGGCTGACTCCTGAGCTCTCCTCTGGTGCCGTGGCTT 
CTGAGGCCCCCAGGTGACAAGCAGCCTTTGCCATTCTAGTGTTTCCTCTATGTTCATCCCGCGTTCTGAGTGTGGCACAGGCCACACTCCTGAC 
CCCACCAGCATCAGGTGCTGTGCACATGGTATGAGGTCGGGATGGAGTGCTGTTGGCATGGGGGTTGTTCCTTGGGCTACCTGTGTCCACATGG 
TGTGATTAACCCCTTCTGCACATCAGCAAGGGTTCAGCACCTCCTCAGGGTTAGGGCATGCGCAGGGCATGCAGGGATTTGAGGGTCCTTGGAC 
'AATGCATGTTCTCCATGCAAGCATGCAGAGACATGGAGAGGGTCTTTGTGCCTTTCAGTGGTAACATTGTGTGGCTTCATAACTACTTGTCCCA 
CAGCCGAGTAAAAAGCAGGATCTTCTCAGCACTGTGCTGAGGAAGTCTTTAAACCTTCCAGTAGGACATGGGATCCCTGCCTGCATCTTAAGTT 
GCCATGTCCTTAGGAAACGTGGCCACCTTGGAATTCAGCTCTCCAAGAAGCCCAGTGTGAATGCCCATTGCAGGAGCATCTGAGCTCACCCCCA 
CTAAC CCTGAGGTATCTGTTGAAAAGAATAGAACCC AC CCACTGAAACTATCAG AGAT CAAATGTTGTGTGTTGACTAAG AATTTGTGTTAAGG 
CAGGGATAGTTGAGCACCAATGCTTTCAAGGAACTCTGGAGAAATGCAAGCCTGTATTTCCTCTCAGCATGGCTGCAGAAGAGGGCCAGGGCAG 
CAGACAGGCATTTTGACCCACTCACAGATGAATACAAAGACTAAACTCAGCAAAAGCCTTGAGGTTGCATTTATGTGTCTGAGAACAGTCCCTG 
GAGCACAGGCATGGGCTTTTGGTACCACGTAACCTACAACCGTAAGCTCTCTGCTCTATGCTGTCCACTCCATCAATCCCACAGTGCCTGAAAT 
GTCATTGTCTTACCCGATGTCTGGGGTAGCATCTGTGAACACACGGATTTGACACTTTTATGATGCTGTTTGTCTCTACTGAACCCTTCTTAAG 
CAAAATCACAGTAGACTAGCAGATCATGGTAGTATCTGAAAGCGCCAGGACCCCAGAACCTCAATCAGTGCTCCCCACTTCCCATGGTTTTCTC 
CCTGTGTTTCCACATTTGGATTGTCATTGTCTGTGAAAAGGCATGATCCCTGTCAACAACACACAGTGTATGCAATGTGTGTCTTGTGTAAAAC 
GGAGTGTGAATTCTTGAGAGCAGGAAGGAAAAGGGGTACAAGAGGTTCCCCTGCGAGATGGGTGAGGAGCAGGGCAGAGTGAGCCTGGCTGCTG 
GGAACCCCTGAGGAGAGCTCTGGAGAGGGTTCTGGACACGTGGGCTTGGTCAGCCTGACAATTAGGATTTGTGTTAACAGGACCGGCCCTCACC 
TGACACCAACTGGACTGAGGTTCCCAGGAGAAACACTTAGCATCATGACTTTGGAGGTTGCCATCATTTTTGATGACTTTTTCTTTTTCCTTGT 
TTTCTGTTTCCCTCTTGTCAAGTTTCTACCTGTAAGTTATACTTACTTATTTTGTGTTTCTTTACAGTCTCAGGGGAAATTCCGTTGAGTTGAA 
AATTTCCTCAGCTCCTCGCTCCAGTTTCTCAGAAGAGTCTCTCTCCTTGCAGAAAAGACTGTGGGTGGGAGTCACCAATTTAGCATATTTCTAC 
TAAAAATATG ACT C CATC C C AAGAAATTGGTTTTAAAGATTTG AGG AAAAACTGCTTTTAGATTT C AG AG AAAGAAAAAG AGTGTGTTTCTACT 
TCCCCCTTTTAAATCTGATAACTTTTATTTTAATCAGGTTGACATTCTGTGGTGAGCTTGTGGTTAACTCTTTCATGCCCGGAAGCCTGTTGTC 
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GACCGAGAAGACTCCCAGGATTAGAACATAACCAGCGCCCAACATTTCATTTGCAGAAGCATCTGAGGTCCCAAAATGTGATGGTTTAGCGGCA 
GCTGCTTGTAGGGGTATTTTTGGTTTCCTGCTTCTTTTTTCCCTTCTAAGTAAAGACAAAATAACTAGATCCCTCCACCCCACCACCCCATCAT 
TTCGTTGTTGTTTAACAAGTGTTGAGTAAGGCACAGTTGTTCTCCAAAAGGGTCTTACCCTGTGAGTTACTCATTTTAGGGTTACGGAAACTCT 
GACTATTTGACCCAGTCAACCAGGCCTCAGAAACTGTGGGTCAGATAACAAATAACTCATGGTGCTTCTGTGCTAATTACTGCAGAGATGTGTC 



TTGATGACAGCAACTTCCTTAAATCCCCCAAGCCCTGAGACAGGCACTTTACTTCTCCCACATTTCCTTCAACATTTGTGCTTGCTGAATGAAA 
CAAGGAAGGTGAATGTTTGCTTGAATGAACCAATCAATGGGTAACAGCACCAGTGCTAATGCTAATACACTCAACTACTCATTCAGAACCTACC 
ATGGCCCAAGGCTTGTGCTCTGCTCTTGGGTGCTGATCCAGCAAAGAGTGGGTGGAGGGGGAGTGGGAGGTGAAGTCCCTATACCACCACTTAT 
ATTTTG C ACTGTCTTATTTTTTC CT CTGGTC AC ATGCATACAT AAATTTTATATCTCTGTAATTATG C CATTTAAAAAT CTT CCTACTGAGGTA 
GAAGTTGGGACTCAACCCCCGAGGCAGGGCTCAGACATCGGACAAAATTGAGGACTAGCAAAAACAGGATTGGGGCAGAAGCAGCTTTCCATAA 
GACATGCTCATGAGTGTGCCATGTCAGTTTACCATTGCCATGGCAACACCCAGGCGTTCCTGCTCCTTTCCATAGCAGTGACCGGATGACCCAA 
AAGTTACTACCCCTTCCCTAGAAATTTCTGCAAACTGCCCCTTAAACTGCATGTAATTAAAAGCAGATATAAATATGAATGCAAAACTGCCCTG 
ACCTACTACTCTCTGCCTATGTGGTCGCCCTGCTCTACAGAAGCAGTCACGGAGCTGTAGCACAGCCGGAACTATAACATTGCCACTTCAATAA 
AGCTGTTTTCTTTTATTCTACCACTGGCTTGCCCCTGAATTCCTTCCTGGGCAAAGCCAAGAACCCTTGCGGGCTAAGCCCCACCTCGGGGCTC 
GCTTGTCCTGCATCACTACCACCTTCTCTAGGAAGATGCTCTAGGCTTAATCATTGTGTTGAATTCAGCTGCTGAGGACTGAGAGGTGATTTGG 
ATGATTGACTTCATAAATAAAATTGGGAGTTAGACTTTCCCCGCTGTGGACTTGCCACTGAGTTGGGGGAGAGGGGGGTTTCTTTCTCTGATAA 
AGTTCCACATCCACAGACAGAAGGAAAAGGCCCTGAACTAATCACTTCCTTTGGAAGAAGCTTTGGTAAAGAATTAACATTTGGGAGGTTGTCA 
AG AAAAAC CTATTTGTTCTATAAATATTTAAAAATTATTAAAATTTCAACC AATACAGAAAAAC AC AAAG ATTAATATAAC C AACATGTGCC CA 
TCATCAGGATTCAGTAAATGTTTACAGTTTACCTTGGTTGTTTCATGTCCTTTTTGTTTATTTTAAATACATGCTCTTGTCGTGCGTGATGGCT 
GATGCCTGTAATCCCAGCACCTTGGGAGGCCGAGGCAGGTAGATCACCTGAGGTCAGGAGTTCAAGACTAGCCTGGCCAACATGGTGAAACCCC 
ATTTCTACTAAAAATACAAAAATTAGCCTGATGTGATGCAGGCGCTTGTAATCCCAGCTTCTTGGGGGGCTGAGGCAGGAGAATCACTTAAACC 
TTGGAGGCAGAGGTTGCAGTGAGCCCAGATCTCGCCATTGCACTGCAGCCTGGGTGACAGAGCAAGACTCCATCTCAAAAAAAAACAAAACAAA 
CACAAACAAAAACAAATAAATACATGCTGTAGATACAGTGGAGCTCCCTCTCGGTCCAACCCAATCTCATTCTTCCCCTCCAGTAATTGTTCTC 

TTTGCTTTTTTCACTCAGCAGTGTTTCTGAGATTCATTTTTGATGTTTATTCTTTTTAACAACTGTACATTATTACATTGTATAATAATACAGA 
GTTCTTGATAATGCCAAGTTTATTAATCTAACCTTCTTTTGATGGACAATTAGATTGTATCTGATTTTTCCCTATTACAAGCAATGCTCTAATA 
AAC AGC CTTGAATGTGTG CACATATG C AAG AATTT CTCTAGGAATATAC CTAGAAGTGAGATCACTGATCCTAG AACATGG ACAGCTTCAATTT 
TACTGCTATATTTAAAATGTTCTCTTTGAAATCGCTATGCTAATTTATAATCCTCATCAGCAATTTATGAAATTTCCTGAATTCCTCACATATT 
CCTCATCATCACTTACCATAGGGAAATTTTAACATTTTTTGCCAATCTGATAATATAAAATAAAATCTCATTACTATCTTAAGTTTCATTGATA 

GCCTTTAACTTATTGATTTGTAAGTCTTCCTTATGTATTACGGATACTGAGTCTTTGGATAAGTATAGATTCTTGGATCTTCTAAGTAGACGTT 
ATTACTTATAAATGACAATTTTATTTTTTGTTATCCACTTCTTATTCCTCTAATTTCTTTTGCTTGTTCCATTGCATTAGCTGGGGTGTTCAAT 
ACAGTATAGAATAAAAGCAGGAATTGTATATGTTTCCACCATTAAATAGAAGGCTTTTAAGGTATCACGTACATGTTATTTTCTGTAAGCTTTC 
AGTGTCTACTGTCTATTGGTTAAATAAGTTTCTTTTTATTTCTACTACCTTAAAAGTTTTTTTTCTTTTAATCAATAATGGATATTCTTTTCAT 
CATCATTAGATG CTCTTCTT CATCTATTAAAATG ATTGTGTAGGTTTT CTTCCTTTATAC CATAAAAGTATTT AAGTACATTG AGAG ATTTTCT 

TCAGGTGCAAATGTGTTAACATTCTCCAGTTTGACTGTAGAATTAATTTCTTTTTGTAATTCTTCACCTTATCAACCATATGTATTGTTGAGTG 
TATACATGTTCAAGATTATCATAACTTCCAGAATAATTTTTATTTGTGAAAATGCCTTTTTGATCTAGTTTCTCTTATGTTATTGTAGCTATGG 
AGCTTTCTTATATCTGGCTACCTTATCAACAATATGTATTGTTGAGTGTTTACAGGGTCAAGATTATTATAACTTCCACAGTGATATTTATCTG 



CTTTAGTTCAACCTTCACATGTCACTGTATTTTAAAGACGTCTCTTGACATAACAAAAATAGACCTTGTGCAGGACTTTGGGGGAAATTTTTCC 
CCCTCAATCAGAATACCTCTGTCTTTTACAAGCAAGCTTAATTGATTTATATTTATTGTACTACATTTGGACTTATTTATGCTATTTTACTTTG 
AACTTTTATTAACCATTATTTTTCTTTTACTGTTGTATTTATCTTTTCTTGTCTTCTGTTAAATTGATTGAGTTTCCTTTATTTTCTCTTTTCC 
TTCTACTGGTTTGTGTATTATATGTTTTAATTCTACTTTTAGAATTAAGTCACCATTGGCCGGGCGCAGTGGCTCCCCCCTGTAATCCCAGCAT 
TTTGGGAGGCCGAGGCGGGTGGATCACGAGGTCAGGAGATTGAGACCATCCTGGCTAACACAGTGAAACCCCGTCTCTACTAAAAATACAAAAA 
AATTAGCTGGGCGTGATCGTGGGCGCCTGCAGTCCCAGCTACTCGGGAGACTGAGGCAGAATGGCCTGAACCCGAGAGGCGGAGCTTGCAGTGA 
GCCAAGATTGCACCACTGCACTCCAGCCTGGGAGACAAAGCGAGACTCCGTCTCAAAAAAAAAAAAAAAAAAAGAATTAACTCACCCTTTAAGT 
TCTCAAAGTACTCGTGATGTTAAAAGTCCACAGTTAATTAACATCTCTCCCAGTTCCAGGATCTTCTGTTCAGAACTTAGCACATTTCTGGCAA 
CTAAGGATTGACAACTGTTAAAAAATATCATTTCCCATTATATTTTTGGATTGGTTGTTGCTGATATATAAAAAATGTTGAATTTTATAAATGA 
ATTTTCT ATCTGGCCACCTTATGAAACTCTTAATAGTT CTAATACTTT AAC CGT CTTGGGTTTT CTAAGTACTTAATTAAATTCCTCACATAG A 
ATGATTATTTTTATCTTCTCTTTTTC CAACAATTGT ATGCCTTATCTATGTTAC C AGTTTTATC AGAT CACTAATAACGAGGGTTCTTTTAAAG 
TCAATTGG AGTG AGAAAAACCC AAAG ATG C CATT AAGTC CTTG AGTGTCTTTGGGGAAG AAAAGGT AGGTTTAGGAAAAG AGAGACAAAAGGC A 
AAGTGAACAACTAAGACAATACCATGTATCGCAAATTTAGGTGTGATTTAATGATGGCTAAGAAAAAATTCTAAATTATATATAAAAGTGTATT 
CGTATATAAGGTAGTTTAAATAAATAACAGGTAATGTGGGCAGGCAACAACCATCAAAAATGACTGGAAATATTCAAATTCAACCATGGTGATT 
TGGTTGGCAGCAATCAGAGAATTGACTATGCTTCAGTAGATTGAAATCCGTTATAATCTATTAATGTGAATACAGGTGACAGGAAACAACCGAA 
TACAGCATTCTCATAAATAGTTCTTAGAATATGAATTCAAAAGAAACTCTATTTCCTCGTTGTGACACAATCAAGCTTTAAGCAATGAACGCTT 
TAATTATTGTTTTTCAGCTTAGAAAGTAACTATATATTTTATCATTGGGTTCTAAAAACAACACCGCTCAAGAGGTCATTGTAGCAACAATCAA 
AATTTGTGGAGCATTTTACAGATTTCAATGTCACTTATGTTATTTCAACTGATCCTCATATTTCCATCCTTCATACCCTCACGATTCATGCTTC 
AGCAAAACATTCTACCTGTAGTCTCTTGTATCTTCCATATGATGATGCTGTTTTACACTTTTACACATTCTCTGCCAGAATGGCCTGACGTGCC 
TAACCTGCCAGTTGAACTCCCACCCACCTTTCAGGCACCTTATAGTTAAGAGCAGCCTTCATTCTGTTGCCTGGCTCATGGGCAGGGGCAGGAT 
TCCCAGCAAGGGGTACTATGTCAAGAGGCCTAAAAGGACATATCAGCATGGTAAAAGGAAATGGCTTGGGGTGTATGAGAAGCTCCTATGGTTA 
CATGATTGGGAGGAATTCTTTTCATTTCGTGTTACAGACGGAGCATCTGAAATGAGAAGGGACCACAGTGAGCCAGTGAGTGAAAGAGGAGGAA 
GATTCTGACACCCAGAGCTTTACCTTCAACATTTCCTTCTGTTTATTCCTTATCTAGACTTCCATTTTCCTACCCCATAGATACCCACTCTTTG 
CCCCTAACTTGCCTTCAACTCCTCTACTGCCTTGTAAATGTCCCATGTGTGCTTGAAAAAAGAGTGGGCTCTGCTATTGTTGGAATCAAATTTG 
TTAATTGTGGTTATCACATTTGATTGTTCTTACTGATTTTCTGTCTGTCCTATCCATCATAAAGGAAGACACTGTTAAAATTTCTCATTATGAT 
AGTAGATTTCTAAATTTATCCTTGTTTTGTCAATATTTGCTTTGTGTATTTTGAAGTTATGTTATTGGGTGCATAGAAGTACGTAAGTGTTATG 
TTTTCCTGATTCTTGATTTGTATATTTTGAAGTGATGTTTTTGAGTGCATACACATATAGCATTTTTATGTTTTCCTGGTGAATTGAATCTTTA 
GCAATACGTACTGACTTCTGTATTTCTATTAATGCTTCTGCCTTGAAGTCTGATGTTAATATAACTCCTTGGATTCAATTGTCCATTCTTTTAG 
TTTCAAACTTTTGGAGCATTTATGCTTTAAGCATGTCTCTTATAAACATCATATAACTGCATATTTTTAAAAATATATGCAGTCCAACATTCTG 
TAACTGCAGGGTTAATCTATCCACATTGATAATTATTACTGATATAGTTTGATGAATTTCCACTGTCTTATTTTGTTCTTTATTTTTTACCTTC 
TCTTTCTATGCATTTCCCCCTTCTTTTGATTTAAGTAAGTTTTTATCCTATTTTATTTTCTTCCAATAGCTTGTAAGTTATTCACTTTACTCTG 
TC ATTTTAG ATGT AATTTTTAAC ATCTTAAC ATG AATCC AGACTTT ACAAAGC CTAG ATTTAACCAAT AT CATAG CCTT C CTCTCAAATAATAA 
ATAACCTTAGAACAAATTGCCTCCACAAACCTTTTCTACACAGTTCCCTCCTCTTCCTCCTTGCTTCTTTGTGCGCATTTATGTTTGCTATTTG 
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AAAGAATTTCCTGAAAGTAAAAGTGAGATTTTTTAGAAGGCTGACATGAGGGCAGCAATAGTAGACTTTCACGTGACTCCTGTCCCACCACCTT 
GAGCTGTGTGGTTTAGCCAACTTACTTAATCTCTCTGAACCTCAATCTCTTGCTTTCTAAAGTGGGGATGACAGTATCTACCTTCCAGAGCCAT 
GGTGAGCATTGAAGGTAATATATGCAAAGAAGCAGCACATAGGCAGGGCTCAGACATCATAGTTATTATTATATAGATAACCCCAAATGGAGGG 
CCTGGGCCCTCTGACTTCTTCAAAGATAATAATCTGAACTAAACCACAACATCACACAAACACCTCCCAGCACCCAGATAGTTTAGACATAGCT 
CCACCTCTTTGTAAGAGATAACCTTCAACAGATAGGTGAAAAGCACGCTCCTTCCTGAAGATTATGATTCTGGGTGTTGGAAAAGCACTGAACT 
AGGAGTCAGGGAACCTGGTGATCTGTTGTAATCCAAGGCTTGCCACAAACTTGTGGAATGACCACAGGCCCAGTGTTCTTATCTATAAAATGTA 
GAGGTTGGCCTAAATGATCTTTGAGCTCTCTTCTAGTTCTCATATTCTATGATACCATTAAAAGGGATGTTCTACATCCCTTTTGCACCCAAAC 
CACTTACTTTCTATACGGCCTAAACTTCTGGTTTGGGTTTCCCAAGGAAGCGAGAGACAACCTTCAATATTAGGCATATCTTTGGAGTTCTTAT 
TAAACAGTAAAC CTC ATGT C ACTATCAAAGAT AGC CT CTGGCT CCAGCGTCCT CTTTCCAGTCTCC CACAG AGATTTCCTGTGGGAGTCAACGA 
GCTTAAGGTGAAATTTGGCTAGGGGTCTGGGAGGAATTCTTTTCATTTCATATTACAGACAGAGCATTTGAAATGAGAAGGGGCCACAGGGGGG 
CAGTGAGCGGAACAAGAGGAAGATTCGGGTCTCTGACACCCAGAATCTATCTGATTCTGACACAGAAGATGAAGCGCGTTAGAGCAAGAACCAG 
ATCCCTCTTTACCCAGTGGCCCAAGCTCTTGATGCGTACCTGTGTCCCTTGTAAAGCTCAGTGAAATCATCACCTAGACATTTCCTGTGCTCCG 
TGCGTTATTCTAATCTTCACTGGGTACAAGTAGAGCTTAAAGTTCTGATATATGGACAGGAAAGAGAAGAGGGATGAAGCCTTTATCCAGGGCT 
GGCTGGGCTAAGAGTAAAACAACTTCACCTGGATTCACCCAAGGGGCAGAGAATCTTATCTCAGACTCGGTCCACATCTTTATCAGCCCCCTTT 
T C C CT T TAT C TT T CAT G T T G C T C AC AT G G G CT C C AG G GG C C AG AT G AGT TT T CT CT T ACT T T G AAC ATC AG AG AAAAAAAAT AA C G AC AAAAAG 
TTACTCAACCGACAAACGTTTCTCACCCACACACCTTTCCTCCAGTCAATGACGTTTCCACTGCACCCTGTTAGACGCTGAGTGAGGAAGCATC 
TGGGCACAAACCGCTGTGGATGCAGATTGAGCAGCACTCACTGTGCACTGGAGGGATGGGAGTCCTGTCCTCACCAAGGGGGCAGATGGAGAGG 
GGGCAGAGAGAGCAGCCGGGGCTTCACTCCCTGGAAACTCTCATACTCCAAGTGCGGCCTGGGGCTCTGCAGCCCCAGCATCATGTAGGAGCTT 
GTTAGAAATAGCCTCAATGTCCACACCTGCCCTGACAAATCCCAGTCTGCAAGATCCCGGGGGCTCTGCACACACGCTGCTGCGAACAACCTCA 
GCATCCGTCCTGCCGGCTCTAGAGCAGCCAACCGGGATATCCTTCTTCTTCAGCAGTGGTGTCCGCTCTCTAAAATGACTGTCCCCCACATCTC 
TTTCCAGGGTTGGTATTTCTGGTTAACTCAAGGGACACAAAAATAGCTCAGGGAAAAATTAATTTTCATTCTACTCCAATTCTAATAATGAAGT 
GGTAAAAATTAAAGGGACAGCTTTCAGATTATGGGAGTGCAGCTGCGGGTATGTGGCAAAATCGAAGAAAGAGGGCTCATAATTCCACGTCAGG 
GAAGAGCTGCTGGCCTGCCCAGGCTGCTGTTTATCTTTACTGTGAATGGGGCCTCTTTTTTGTTTGTTTGTTTTGTTTTGTTTTCACTTAACCT 
CAGTGGCAAGAAAAATGGGGCCTCTTGCCAGGAGGAGCAGAGAGTGACGCGGAAGGCAAAGACCACCTCATTTCACCAAGTTCCTCGTCTTTTA 
TTTGAAATCCAAGACATAGAAGCTGCACATTTGTCCTTCTGGGAAGAGTGACGAGTGACTGAGAGTGGAGTCGAACACTCGAAAGGAGAGAGCA 
GGTGCCTGGGAGTCAGAAAAGCTGGCTTGAATTCCTAAATCTGTCGCCGTTTGTCCTGGGTGAGGTCATTCTGGTCATCTGTGGCAGGAGGACT 
ACAAATGCCTGGCTTTTCCCTTTCTAGCGGGCACACAAAGAGACAGAGAAGTTGAATCTTTAGCAATCCATTGAAGGGGAAACCCCACAATGCA 



TCACTTGCGATTGCCAAGGCGTCAGCCAGACAAGGCAAAAGCTCCCAAGGGGTGTTACCCTTCAGCTGCATACAGAACTCCTAGAGGCAACAAA 
TCCACAAGGAAAGATACACCCATGATCGTGTATTTCAGCCACAATGATGGAGGTGAGGTGGAAAAGGACGAGGAACAAGTGGGATTCTGCCCAT 
GTCTGTCTAATGAGCATCCACAGCAAACTCCAACGGAAGATGTGAAACACGCTCAACACTAGAAGAACTCGGTTTGACTCTGTCTTGGTGTGGG 
TCCCAGGCCAAAGCCCTCGGCATTTTCAGGATTAATGATCACTGCTGGCTGTCTCTTTTTCCCTCTGCCCACATAAAAGGCACAAAAACTAAAG 
AGGAAGGCCACATCACCGCAGAGCCCGTGGTTCAGGATTCTCCTCCTGGGAGCCCCGATTTCTTTTCTTTTCTCACCTTAACAGTGTCCAGAGT 
ACTTTT ATTGCC AG AAT AGAGATAT AGC CTG CTCAG AG C CTC ATGTGCGGCCCACC ACTC AGG AACAAAGGG AGAG AC AGATACT AAG CATGTG 
TG CAACAGAGAAAAT C C AG CC C ACG AAAC CGTGTGCAAG AGCAG CTCCGTCCTG CCTG AATGTGGCTTTGGG AAGCCCAC CTAGAACTTGGC CT 
GGCGCCAGTCACCCACTCAGAGCCTACTGCCATGAAGGCAGGCCCTCACTCTCCATCCCTGCCCACACAGGGAGACCCAGGGCAAACAGAAAGT 
CCCCTAGCGGGGGCCCAAGGAACCCCTGGCTCTCTCAGGGTCCCATTCAAGTTTCTGGGCTAGTCTTGCAGACTAAATACCACTCAGTTGCCTG 
GTGGGAGTAGGTGCTGGGCAGGGTGGACAGGAGCCCCACTGCTTCTCAGCCCTGTGCCAACCCCTTTGTGTGAGACCCTAGTGCAGGGTGGGGA 
GCCCCAATTTCTAAGCCTTGAGTGTTTACCACCCTACACCCCCACCTCCAACTCCCGAATTGATCATCTCAAATTTTCCCACAGTCCATAGGCA 
CCAGACACTTCAAATAATCTCAGAAAAGAAGGTGATGTCTACATCCAGAATCGTGCCAATACTTTAAAATTACAGGGAGAAAAATATTCCCCTT 
CCCCTCTTCTAAGGAAAATTCTGTCTGCCTCCCAAGCTCCCAGGTCCCTTGGTGTGAGCTGGGGGAGTGCGTAGAGCTAGGAATTGGAAAATAT 
TCCGGGAGAGAATGATTTATGTTGAGAAGACCCATTGGGAGAAGCAGGAAGTGGGTCTGGAAAGACAGGAGGAAGTGTAAAGGCAGAGAAAAGC 
CCTTGTTAGCTGAATTTTGAGAAGTAATTTTTGGCATTGTTAGTGAGTAAAACTAGAGAATGAGGACAGTTGTATGCTGTCTTAAAAAATAAAA 
GAATGATAATATAGGGAAAGATGATTTCAACATTTTGGAGTCATATAAGTGGAATCCTCCTGTTATTACTGTGCAAGACTTTTAGACAAATTAT 
TTTTTATTCTTTTTTTGGATGTTGTTCTGTTGCTGCTTTTATAACACTACACTGAGAAGGGCTAAAAAAAAAATCCCAAATTTATTCCTATTAG 
ATTGAAAAAGAGCAACCCTCCAGCGTACCTTTCCACACACTCTTCTACCTCCTGCTGCCTTCAGGTGATGTTTGGCACTTCCTGACAAGGCCTT 
TCAGGGAAAAGGATTATAGCCAAGCTCTTTAGTGGTTACTGAGCTACAGACCTGGAGGTGTCAAGATCCTAAATTCCAGGAAAGATTCTTTATG 
AAAGGAAAGTCTGTGAGAATAAGAAGTTCTGGAACTTCCCCTTGTCCCCGCATGACCTCTTCAGACACTCGGGCTAATTTATGATGACTCTGAA 
AATGCCCATGACCTCATCTAGAAAAACGCACTCTCATGGAATTCAAGAGTTTCTAAGGGCACAAAATAGCTTCCAAGACAATTTGTTTCCTTCT 
TTTCAAATTGATGTGTTTAGAAATGTTCTTGGCTTGTGATTGACATCTCAGATTCCAAAAACATCTGAGGTCAATCCTGGTTATTTGTGCTAAT 
GAATAATTACAAAAGAGTAGCTAAATATGCTTCTCGCTCATTTTGTTGAGCTAAAATTACTTATAAAGAAATGCATAGATCTGCGGCATACAAT 
TTGATGAGTTTTGACAAATGTGTACAGCTGCAAAAACGTTTTCATCACTTCTGCCTTCTGGTCAATACCCACCTACCACAAGAAACCACTGTCT 
GCTTTCTATCTCTGGATATAACTTTTGTCTTTTTGTGAACTTCATATAAATGAAAGCAAAGTGTATGCACTATTTCGTGTTTAGCTTATTTTGT 
TCAACATAACATTTTTGAGATTTATCAATATTGCCTGTATCAATAGTTCATTATTTTTTATTTTTGAATGGTTTCTATAGTATGACTATATCAT 
AAGCTACTTGTCTGTTCTCCCAATGATGGATGTTTGAATTATTGAGTTGGTTATTATTAATAAAGCTACTATGTACTAGAATGGAAGGGGCTTA 
ATAAAAGAAAGAAGTTACTATAAATATTTTATAAAAGTCTTTCTGTAGACACATCCCTTCATTCCTCTTAGATAAATACCTAGAAGTAGAATTG 



TTTGAGACAGAGTCTCACTCTGTTGCCCAGGCTGGAGGGCAGTGGCGTGATCTCAGCTCACTGCAACCTCTGCCTCCTTAGTAGAGAAAGGGTT 
TCGCCATGTTGACCGGGCTGGTCTCAAACTCCTGACTTAAAATGATCCACCTGTCTCAGCCTCCTAAAGTGCTGAGATTACAGGCGTGAGCCAC 
CATGCCTGGCCAAATACTTTCAGATAGTGTTCCAAAGTAATTACATTACTTACACTGCCACCAGTAACATAAGAGAGTTCTGGTAGTTCTACTT 
CCTCCCCAGTATTTGACGTATCAGTCTTTTATCCATTTCCTCCATTTCCCCAATGGGCTATCTCATCATTGTTTTCAACTTGCATTTTATTGAT 
ATCTGATGTTAAATACACTTTCAAGTGTTTATTGATAGTCGTGTATCTTCTTTGGGGAAGTGATTGTTCAAGTCTTTGCCCATTTATTGGGCTG 
TTTGCCTTTTACTCTTGCTTTGTTTTTCTTTATATATTCTGGACACAAGTATTTGTGACAAATATATATATTGCAAATATTTTCTCTCAGTCTA 

TGCAAGCTCCACCTCCCAAGTTCACGCCATTCTCCTGCCTCAGCCTCCCCAGCAGGTGGGACTACAGGCGCACACCACCACACCCGGCTAATTT 
TTTTGTATTTTTAGTAGAGACAGGGTTTCACCGTGTTAGCCAGGATGGTCTCCATCTCCTGACCTTGTGATCTGCCCGCCCCGGCCTCCCAAAG 
TGCTGGGATTACAGGCGTGAGCCACCACACCCTGCCTACTTTTTCATTTTCTTAATGTCTCTGGATGAGTAGACATTCTCAATTTTTTTCTTTT 
ATAGTCAGTGCTTTTGCATCCTCTATGAGCAATCTTTGCCTATCTCCAACTTGCAAAGTCATTTGCCTTAATTTTCTTCTGAAATCTTTTTAGT 
TTTGC CTTTTATGGTTACAT CTATAAG AT ATAG AC CTAGTACATAG ATCTTTATCTTTATATATATAATAAAATTAATTCTTGC ATAAG ATGTG 
AGTTTTTTTCTCATACATTTATCCATTTGCTCCAGAAGCATTTGTCGAAAAGATTTTTCCTTTCTCATTGAATTTCCTTGGCACATTTATTTGT 
TTAAAAAAAAAGCAGTTGAACAAACATGAGTTGAGTCCATTTCAGGACTTTCTGCTCTGTTTCATTACTGTTTGTCCTTATGCTAATACTACGC 
TG C CTTG ATTTCC ATAGTTTT AT AGAAAG C CTG AAT ATC AG ATGT CATG AATCCTCC AAATGTATACATCTTTACGATTGTCTTAGAT ATTCTA 
GGTCTTTTGTGTTTCTAAGGAGCTTTTAGAAATAACTTCCAAATTTGTACTAAAAAATTGTGTTGGATTTTTAAACTGTAGTTGCCTTGAATTA 
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ATTGATCAATTTAAGGTGAATAGATTTTTTAAATGAATGTTACAATCTATAAAGATAGTATATTTTTCCATTTGCTTAATTCTTTTAAAATATG 
TCTCAGCAATATTTCAGAGTTTTCAGTTTAGTGGTATTACAAGTTTTTGGTAGimKr^^ 

HNNNNNNNNNNNNNNNNNN^ 

NNNNNNNNNNNNNNNN^ 
NNNI^WNNNNNNNNN 

NNNNNNNNNNNN^ 
NNNNNNNNNNNNNNl^^ 

NNNNNNNNNNNNNNNOT^ 

NNNNNNNNNNNNNNNNNNN^ 

NNNNNNNNNNNNNNNN^^ 

NNNWMsTNNNNNNNNl^^ 

NNNNNNNNNNNN^ 

NNNNNNNNNNN^ 

NNNNNNNl^^ 

NNNNNNNNNNNNNNNNNNXv^^ 
NNNNNNNNm^NNNNNNNNN^ 

AGGCTCAAGCAATTCTCCTGCCTCAGCCTCCCAAGTACCTGGGACTACAGACATGTGCTGCCACACTCGGCTGATCTTTTGTATTTTTAGTATA 
GATGGGATGTCACCATGCTGGGCAGGGTGGTCTGGAACTCCTGACCTCAGATGATCCGCCTGCCTTGTCGCCCCAAAGTGCTGGGATTACAGGC 
ATGAGCCACCACACCCAATTTTACGGGTCTGTTTCTATTGAGCACTTTTTTGAGTAGGTCAAGTATGTCACATTTTCCTGTTTCTTCACATGTC 
TAGATTTTCTTTTAATTTGCTGGATATTATGAGCTATACATTATAAAGGGTCTAGATTATCTTATGGTCCTTTAAAAGGTAATGCATTTTGCTC 
TGCCAGGCAGTTAAATGACTAGCGCATCCTCTTGTCTATTAGGCTTGGTTTTAATCTTTGTAAGGGCAGGTCTATTTTGGTTTTGAAATTCATC 
CTAGGGATGCCTCTTTCTCTAAAGCAGGATTGGAAAACTACAACCCACAGCTCAGACACCTGTTTTTATAAATAAAACTTAGCATAACTCTTCT 
TCTCTCAGGCCTGACAATGGACAATCAGGGCTAAGTTTCACTGAGTTCTGCCCTGTTCAGGTTCAGACCAGCTCTTGGCTAAGAACCTGAGGTG 
GACCCCTATACATAATTTTGGGGCGACCTTCATGCAGTGTCCTCTCCAGAGCCCCACCCCACAAATCCCAGTCATGTCACGTCAATGAAACCAC 
TCTGCTTGGGTTCCACCTGGGTGCTGCCGGGAAGGAAAGCACCCCAGGAAGGAAGCCAGGGCAACTGTGGGCGCCTCTCACGTGTTTCCCTCCT 



CGTAAGTTTTGGTCCCAGTTACTCTGTGATGGCTGGAAGCAGAAGTCTTCACTGGTTTTTCTGATTATTATCCATGTCTTGCTTTAGTAACAGA 
TTTATCTTCTGATACTTAAAATATTGGTTGGTGTTGATCCATAATAAGTGCCAACAAATGGTACCAGTGATATGAGAAGTACAGAGAGACAAAC 
TTTTGCAGGAGTTAAAGGTTAAGGTAAACTTCAGTCCAGTCTCTATCTGAATTACCATTCTCTTCTTCTGGACAGTGAGAAAAAGGAAAGGAAC 
AGAACTACC AT CTATT CC ATAC CTGTTATTTT CC AGGCTTTCTTCAAGTT ACCTTAGTAT ATTATTTGCTAT AAT C ATTAAATCAAT AAAATAA 
TAATTATTAC AG CACG AAGCTGAG CCTTAGAGAAGTAAAATAATAAAACT ATGTAG CTTGTAAG CTGCTGG AGCTAGAAGTTAGAAAC CC ATCT 
TTCTCCTTCCCACCATGCTGCTGCTCTTGCCTTATCATGAGATTACCAGCATTTATTGAGCACTTATGTTGCCTGTTCCACTGTAATTTCTGGC 
CCATGGAGCCCATTTAAATTGCTTTTGCTTAGTCCCTTGTTGGTTAGAGATGGGCCAAGCTGTCTGATTTCTCGCTATCTTCGTTTTTTTTTTT 
GAGACAGAGTCTTGCTGGGTTTCCCAGGCTGGAGTGCAGTGGCGTGATCTCGGCCCACTGCAACCTCTGCCTCCTGGGTTCAAGTGATTCTCCT 
GCCTGAGCCTGCCAAGTAACTGGGACCAGAGGCACATGCCACCACGCCCGGCTAATTTTTTTGTATTTTTAGTAGAGACTGTGGTTTTCACCAT 
GGTGGCCAGGCTGGTTTTGAACTGCTGACCTCATGTGATCTACCCGCCTTGGCCTCCCAAAGTGCTGGAATTACAGGCATGAGGCATTGCACCC 
AGCCTCCCTACCTTCAGTTCTTAGGGGAGACAGGAGAGTCCTGAGCCATTGGATGGGGATGGTCTTCCGGAGGACAAGGTGCTGGGCAGAGTCT 
AAGGGCACAGAGAAGCTTCACTCAACCTGAATGACCAATACACAACCGGCCAACCCACAGCCATAAGTACAGCCAGCAGCCCTGATCAGCCTCC 
GTGTGGGCTTCCATTGACGGAGAGGCCACAGACTCCTGCTTTCCTGCCTCTTCCTGTCGCTGTCATCTCCCCGTCCACTTCCTTTATCCAGCAT 
GTGATATTTCCCCCCAAAATCTAATCTCTTAGAGCAGAGAACTTGTTGCAAAGTAGGCAATGGAATTATTTTTCTGATTAGACCTGTGCCACTT 
TTCCTTTTAATAGTTTGATGTTTGACCAGTGCTTCTGGTGCCTTTAGTGAGATACCAGAGTCCATTTTTCAGGCTGAGGGAGGGTAAGGTCTTC 
ATAATATAAGAAGGTATTTGGTGAACTCAGAGGTGGGCAGGTGGGTGAGAAATACACATTTCCTATTTGCCAGACATTGAGTGAAGCACTTTCT 
GTATATTTCTC AAAAAATGGCGCAC AGT CATTAATT ATAGAAAGTCTAACAACTCGTATATC CTTAAAAGTATCTTGCAC AG ACATATTTTG CC 
CCTCAATTAAATGTACGTAACTTTGCTTCTTCCTTTCTTCACATTCCTTGACCCTCCTCTCTCCATACTTGCTTGACATGAGGCATATTCGGAA 
TAAAACCTTGTTAATTTCTACTCATCTAGTTTGAAATACATTGTGCTTTGGAGAGGAGCTTGGTTGTAGTTAATTTTTGAGCCAGCTCTGATAC 
AAAG CTTTCT AAAGAACAATGGTAG CAG C CTTAGTTGCTTTCTC ACAAAAAGTAGGGCATAC C ATCTTTTAAATAAAGTGAAG AAATATGTG AT 
TAAGTCATTATAGGATTAAATATGTGAGTACTTGCCTGGGGCCTCTTGAGTTCCTAATAGGCTTCTTTTGCTTTGCAGAGCTCTGTGACGATGA 
CCCGCCAGAGATCCCACACGCCACATTCAAAGCCATGGCCTACAAGGAAGGAACCATGTTGAACTGTGAATGCAAGAGAGGTTTCCGCAGAATA 
AAAAGCGGGTCACTCTATATGCTCTGTACAGGAAACTCTAGCCACTCGTCCTGGGACAACCAATGTCAATGCACAAGCTCTGGTAAGTGTCCCT 
T CTGTG ACTACC AAG AACAAAAG AACTG CAGCAAAGAGTGAGAC AG AG CCCAGCTTTTGTTCACTCAGCCCTATAG AC ACAAATGGG CCAGTC C 

TAGGCTGGAGTGCAATGGCACGCGATCTCGGCTCACTGCAACTTCCGCCTCCTGGCTTCAAGTGATTCTCCTGCCTCAGCCTCCTGAGTAGCTG 
GGATTACAGGCACCCTCCACCATGCCTGGCTAATTTTTGCATTTTTAGTAGAGATGGGGTTTCACCATGTTGGCCAGGCTGGTCTCAAACTCCT 
GACCTTGAGTAATCTGCCCATCTCAGCCACCCAAAATGCTGGGATTACAGGCATGAGTCACAGTGCCCGGCCACACAATTTTATTTTTATTTTT 
GAGACAGTCTCGCTCTGTTGCCCAGGCTGGGGTGCGGTGGTACAATCTCAGATCACTGCAACCTCCACCTCCTGGGTTCAAGTGAATCTTGTGC 
CACAGCTGCCCAAGTAGCTGGGACTACAGGTGTGCACCACCATGCCTGGCTAATTTTTTTATTTTTAGCAAAGATGGGGTTTCGCCATGTTGGC 
CAGGCTGGTCTCGAACTCCTGGCCTCAAGTGATTCTCCTGCCTGGGCCTTATAGGCGCACACCACCATGCCTGGCTAATATTTTGTATTTTTTG 
TTAGTGATGGGGTTTCCCCATGTTGTCCAGGCTGGTCTTAAACTCCTGGGCTCAAGCAGTCCTCCTGCCTCAGCCTCCCAATGTGCTGGAATTA 
TAGGTGTGAGCCACCACACCTGACCTAGACACCCTCTTTTATCCTGAGCTGGAATACTGATCACCCCCCTCACTGGGGCACTCAGACTCAACTC 
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CTTTGCCAAACTCTTCACAATAGAGAGGGCTGTTCTAGAAGTTTCCTTGTCATTGTGTTAAGATGGCGTCTCTAACTTCAAGCATTCTGAACAG 
CCTTAGGGAGCAAAGGATCAGTGTGTTGTGGAGTGAGACCACTCCTGCTGCTGTCAAACAACACAGAGACAATTGACAGCAAGCAAGGAGTCCC 
TTTTGGTGAGAGACACACACATGCACACATAACATACATGACATACACAGACACGTAACATACATGGCATACACAGACACGTAACATACATGAC 
ATGCACAGACACGTATACACACGCTCAAAAACATGTCGTGGGCATTGCCATATGCACTTGAATACCCAGAGGCCGGTGCTGGGAGGGCATACTC 
TGGTTTCGTATTTGTAAGCTCAGCAGCCAGACACCACCAGACACATCGTGGGCCCTGGACAGGTGTGCTTCTCAAGTGAATGAATACATGAACA 
GTGTTTTCTATGAAGCATTTGTGAAATTATCTGCATCATTCCATCTATATTTTCTAGCCACTCGGAACACAACGAAACAAGTGACACCTCAACC 
TGAAGAACAGAAAGAAAGGAAAACCACAGAAATGCAAAGTCCAATGCAGCCAGTGGACCAAGCGAGCCTTCCAGGTGAGAGATGATTCTGTCCT 
CCAGCTAACTCCTGCTAGCGCACCCTTGTCCTGCAGGCAGATGATGTGTACCCAAAGGAAGAAGGTCTGCCCTGCCTTCTATAAACACATGCAT 
GTGGCTCCGTCCTCCCAAGACATCATTGCAGACAAGAATTAGTGCAGAGTTGCTCAGAGGCTGTTTGCTCAGCAACTAAAGCCAATCTGACGGC 
AGCCAATCCAGGTCTGGGCTTACTCCCTGGTTTGGTAACTGGCCAAATAGAATTCAACCCAAATTCAAGTCAACTTAAAAGGGTCTGTTGGGTC 
TGTGTGCCAGGCCCTGCTGATAGAAGACACAAACAAGAGTGTGACAACGATCCCTGCCCTCAAGGAAACGCTCTGCGTCTTCCCCTTAAGCACA 
AGACAACGCACCGCAAAAAAATTACTTGCTTCCCAGTATTTCTTCCAGGGCAAGGTTGTAAAATGTGCATGCCACACTTGTGAGTCTCAAAAGC 
TCCAGATGCGTGTGTCCTGGCCAGCAGTCTGTGGATGAGTGGGCAGTGTGGCTGTCCCTTGTCTGCCCTCTGCTTTCCCATGACTGAATTGGGA 
TTCAGTTATGGTGTCAAGAAAATGGGCTGGGCGCAGTGGCTCACGCCTGTAATCCCAGCACTGTGGGAGTCTGAGGCAGGCAGATCACTTGAGG 
TCAGGAGTTCGAGACCAGCCTGGCCAACATGGTGAAACCTTGTCTCTACAATCATACAAAAATTAAGCTGGGCATGGTGGTGGATGCCTGTAGT 
CCCAGCTACTCAGGAGGCCAAGGCATGAGAATTGCTTGAAATCAGGAGGTGGAGGTTGCAGTGAGCAGAGATTGCATCACTGCACTCCAGCCTG 
AGTGACAGAGGAAGACTCTGTCCCCCCTCAAAAAAACAAAACAAAAAAGAAAAAAAACCCACAGAACCTGCTAGGAAGAATTGAGCTTTCTAAG 
GT CAGGCTAG CCTTAGG AGACTTC AGAGCCCTTTG CTG ATTTTACAACCTT ACAAAGAACTGTAT C AG AT ACC ATCC C ATTTGAGC CTGGCTAT 
ACAATGAGTCAGGACCAGGAAGGGTTACTTCAACTTACTGAAGAAACTGAGATGCACAAAAGATAAAAAGATTTGGTTAAGCTCACATAGTAGG 
GCTGGAATCAGACCTCAGGTCTCCCAGATTAGATGAGGAAACTTTCTGCTGATTACTTATTTTAAAAGAGTTTGAATTTACTTACAGCTTCCAT 
TATTTTATTTTTTAAAACAGACTAATCTAGGGGCACAGTTGCAACATGATGCTCTTACTCCTTCCCCTTCCGAGTTTGTCCTGGAATGGTGTTT 
CCAAGCACATTTGTTTGTTTTGTTCTACTGGCTCCCCCATAGTCACCCTGCACAGATTATTGGAAGGCTTCAAAGAGGCCAATGCTTGTTGTCC 
TTTCTCGAAGGCTGGCTCTGCCTGAGGGATGTTTCAAAGATTGTCTCAGTTTGGGTGTTTTCATTGGAAAGAAGCAAACCCAATTCAAACATGT 
TCAGACAGTTACGAATTGTACTGGCTGTCAAACAACCTTTTATCCTGAGACCAAAACACAAGTTCAGTCGTGATGTTCAAGGTGCCACATGGCA 
GGAGCCAGCCTGGGACAGGGCCACCCAGCTTCCTGCTGGGGAAGAGGCTCTGGAGGATATTTACAGAGGCTCTGTTGGGTATGCAGGGTTGGGG 
AGAGTCTGGAAGTTCAGAGCACGTGCGCAGTTTCACAGGCTGGGGTTAGAGGGCACATACAATTCCATATGTCCAGGTTGGGGGCTGTGGGTGG 
GGAATTCAGAGATTTAATCAGAACAAGACATGGTCTCAGGCCACAGGTCCGTCAGGCCTGGGATGTAGTTGGGTGAGTGGAAAGTTCTGGGGAT 
GGGAAATTTTGAGACGTCTTGAAAGGGCGCATGTGTGTCAACCTTCAGGTGTGGCTTGATCAGAGATGGTGCTCCATTTCTCTGAGGTTCCCTC 
AGCCCGTCCCTCCTCCTGGCTTTGGTGTTGTCCCCAATCCTTCCGACATCATCCCAAGATGCCCAGCCGCTGCCCCCAAGAATGCACTTCCTCA 
CTTGTCCAGCAGAAATCCAAGGTGGTCTTCATGCTCCATTGGCCCAAATAGGCTTGAGCCTACCCTTGTGTCTCAGCTGAGACTGCCCCGCCGA 
CTCCTGTCCACTGTCAACACCTGCACTGTCTTCCAAGAGGCAGTTGTGGCGTTCCTGTCTCGGGGCCGCACCAACCAGAATGAATCGCTCATTC 
CTCTGTGTTCCCATTGCCAACGTCTGCTATCCTTCACATGCCTTTCTTACCCAATCCACTGTCCACCCCTTGCAGGAGTGACAGGGTCTTCGTG 
CCTTCCTACAGGGCCTAGCAAACTTCCCCACGCTCAGACGTTCTCAACATATATTGGTTGAATGAAAGGATGAGCAAGCAGTCAAGAGAGTAAG 
AACCAAGGTCCAGTCCCTAGCAAGAGGCAACCTGGACTCACTCGCGGTGCTGTCCCCAACTTGCCTTCAGAGCGTTCCTTCCATCTTCCAGGTC 
ACTGCAGGGAACCTCCACCATGGGAAAATGAAGCCACAGAGAGAATTTATCATTTCGTGGTGGGGCAGATGGTTTATTATCAGTGCGTCCAGGG 
ATACAGGGCTCTACACAGAGGTCCTGCTGAGAGCGTCTGCAAAATGACCCACGGGAAGACAAGGTGGACCCAGCCCCAGCTCATATGCACAGGT 
GAAATGGAGACCAGTCAGTTTCCAGGTAGGGTGGCTCCCTTCTGGGGTCCACAATGTTGCTTTGCTCCATCAGGCTGACCAGGGTGGAATCCCT 
GACCACTCCTGCTGGACAAGAGTGGTCCTTGGACAAGACCCTTGATCTCCCTGGGCTTCCATTTTTTCTCATTCTGAGAAAAAAAAAAAATTTA 
AATAGACCAGATCAGATGGACTCTAAGGGCTCCTTCAATGAAGGTCCCCCTGTGCCCTGAGTGGGGAGAAAGGTTGGAGACAGAAGAGAAGGAA 
AGCGCTCTCCTAAGCACCCTAGATGCTGCCTCGTAGTTGGTCCTAAGTCCACTACTTCTCTAAGCCACCAAGGCCTCCTCTGGCTCCAAGGGCA 
AGTCCAGTTTCCCACTCACACATTTTTCCTCTTACTGGTGATCGTGTAAATGCATGATCTGAACAGCCCTGCGCGGTCAGCATGTTCCTTCCCC 
TTGTGCCATTCCCCAGCTGAGCTTGTAAAAATAAACATAAAATGTGCAGAGTCGGGACTTACTCAGTGCACATGCGCGCACACACACACACACA 
CACACATACTCATGCAAATGCTCAGCCCACCGATGTCGAGGTCTCCTGCTGTCTTCCTTCTGAAATCTTATTAGTATCACGACAATCAAAAGTG 
ACTTACATGCAGGCTGGGCACAGTGGCTCACACCTGTAATCCCAGCACTCTGGGAGGCCAAGGCGGGCAGATCACTTTAGGTCAGGAGTTCGAG 
ACCAGCCTGGCCAACATGGTGAAACCCCGTCTCTACTAAAAATACAAAAATTATCTGGGCGTGGTGGTGGGTGCCTGTAATCCCAGCTACTTGG 
GAGGCTGAGGCAGGAGAATCACTTGAACCCAGGAGGTGGAGTTGCAGTGAGCTGAGATCACACCACTGCACTCCAGCCTGGGCAACAGCAAGAC 
TCCGTCTCAAAAAAAAAAAGTGACTTACATTCAACCACAAGTATTCCTGGTTTTCTTGCTCACTGCACTTCTCATACTCCATGTCCTTCTCTTG 
GGTTCCCTAGGGAGGCTGTTTTGTTCCCTTAGCTGCTTCCCTGGGCCACCCTGACAGCCAGGGAATGCTTGCTGCTTCCTTGGAAGAGGGTGAG 
AGGCAGGGCAGAGCCAGGGTTGCTGACCCCTCAGGAGAAGTGGAGAGCGTGGCACAGAAGCAGCTGTCCCTTAGTGCATCTCTGCTCCATCCAG 
TGGTTCAATGGCATTCGTATTATTATGACCTGTTTGCAAGTCACAGATGGAAACCAGGACTGGGGAGGGAGGCTGGGGAGAAAGCATTGCTCAG 
AGTTTTGGGGACAGCTAGGGTCAGAGTTAGAATTCAGCCTCGTCTGCTCTGCTGAGACCACTTCACCGCTTCCCAGTGCCCCTGCTGTGGAACC 
ATGTGGGGTGGCATCCCTGGCGAAGTGGCCACACCAGGATTCCTGCCTCCTCGGGCGTGTCTGGGGCCGGCTGCCTGGGGCAGGCGGGGTGGGA 
GTGAGGCCCTGACTCCTGTGTTTAGCTCCACCAGCATCACTTACTCTCTCCCCCAGGTGAAGAGAAGCCTCAGGCAAGCCCCGAAGGCCGTCCT 
GAGAGTGAGACTTCCTGGCTCGTCACAACAACAGGTGCGGGAGAAGACAAACGCTGGACCACAGAGGCCTAGTCCAAAAGGGCAGGGGTGACCA 
GGAGCCAGGCTCAGGGAGATAGGCGGAGGTGACCTGTAGGGGAGAAGCCCACAGCAGCCTCCTCTCCCTCTGAGCAGGGACAGGGCCTCAGCAA 
CCTGCAGGCCCCAAAGCAAGTGTCAGAAAGAGGGAACCCAGGACCAGGACCAAGCACGGTCCCCAGGCAGAGATGGAACACCTTCCCTCACCAC 
CACCACGTGTCTCCCACCAGCCTCTGAGCTTCTCATTCACAGAGACACCCTGACTTCCTTTAGCCTCGTGCTGTCCTAAAGTCACGGTAGCAGG 
AGTGTCTGTCTTTAT CTCTTTTT CAC AG ATTTTCAAATACAGACAG AAATGGCTG CAAC C ATGG AGACGT CC ATATTTAC AAC AGAGTACCAGG 
TAGCAGGTGAGTGGGGCACTGGCTTTGTGGACAAAATGTACACCAGGCTGAGATATGGACAGGTTGACTGGTTAGTAGGTTGGTTAGTTGGTTG 
GCTGGTAGGTTGGTTAGTTGGTTGATTGGTAGGTTGATAGGTAGGTTGGCTAGTTGATTGGTAAGTTGGTTCGTAGGTTGGGAGGTTAGTTGGT 
TAGTTGGTTGGTTGCTTGGTTGGCAGGTTGGTTTGTATGTTGGTAGGTTAGTTGATTGGTTGGTAGGTTGGTAGATTGGCAGGTTGGTGGGTTA 
GTTGGTTAGTTGGTTGGTAGGTTGGTTGGCAAGTTGATAGGTTGGTTGGTGGGTTGGTTGATAAGTTGATAGGTTGGTTGGTAAGTTGATAGGT 
TGGTTGGTGGGTTGGTTGATAAGTTGATAGGTTGGTTGGTAGGTTGGTTGTTAGGGTGGTAGATTGGCAGGTTGGTTGGTAGTTTTGTTGGTAG 
TTTGGTTGGTTAGCTGGTTGGTTGGTTAGTGAGTTGGTTGGTAGATAGATTGGTAGATTGGTTGGTTGGTTAGTTTGTTGGTAGGTTAGTAGGT 
TTGTTAGTTGGTTAGTTGATTGGTAGGTTGGTTGGTTGACTGAAAGGACCCCTTCCTTACACTGCAGAATGTGTGAGTGAAAGACTAATCCAGA 
TACTGACGTAACTCAGAATTCGCATGAACCAGTTACAGGATGCTGTGAGCAAAGTCTCAAGTCAGCCCTATCAGCTCCTCTCAAGCTGATCTGG 
AAGGGCTGTACCCCGGGCCTCTGCCAGGGGTCAAGAGTGGGAGGAAGGAGCCACGTAGCCAGTCAGAGAGGACAGGCTTCCAGAAACACTGCCA 
TTGTTTCCTGGTAGGAGGGAAAAACAGACTCTGAGTCTGCATCTGCCTAGAAAGTAAACAAATGTCAGCCTCCAAAACCTCAGCAGAGCAGCAT 
CTGGAAAACGCGACCTCTTTCAGGAGATGTTAATGTGCTTCTCATCATCTTCATATTTCAACATTTCTTTTACCAGGCGCTCTCGGTGTCCTTA 
AACGAGGCCTGGCCTCTGAGCCTTTCTGAGGGGCTTTTGTGAGAGAAGGGTGCCTCCTGAGGGGAAGCTCCCTCCACCCTCACCCTGTCGTCCC 
TGCCCTGTTCCTCAAGACTCCTAGGAAATCCCATGGGGAGGGACCTACTTCCTGAGACAGGGAAGAGAGGCTGCAGCCTCCGCCTTGCTCTTTG 
GGGATGTCCTCAGCCTGCCCTGTGGCCCTGGCTCCTGCTGCCCCCATGCCAAGCCCAGGGCCCTTTGCTGAACTCCCTCTCTGTATTGACAGTG 
GCCGGCTGTGTTTTCCTGCTGATCAGCGTCCTCCTCCTGAGTGGGCTCACCTGGCAGCGGAGACAGTAAGTGTGGCATCACCAAGGCAGCCCTT 
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GGTCAGATCAAAGTCCTGTACCCAGCCCCACCCTGCCTCCCCCCTACCCCCTCCATGCTCTCTCTAATCACCTGCAGTTCAGGGAGTGGCAAAG 
GGAGAGGCCAATCCATGCCTCGGAAAGAGTCAGTTAAAAAGAATTAAAGCAGCGCCGGGTGCAGTGGCTCACGCTGGTAATCACAACACTTTGG 
GAGGCCAAGGCTGAGTGGATCACCTGAGGTCAGGAGTTTGAGACAAGCCTGGCCAACATGGCAAAACCCCATCTCTACTAAAAATACAAAAAAT 
CAGTTGGGCATGGTGGCAGGTGCCTGTAATCCCAGGTACTTGGGCGGCTGAGGCAGGAAGATTGCTTGAACCTGGGAGGCGGAGGTTGCAGTGA 
ACAGAAATCTCACCACTGCACTCCAGCCTGGGTGACAGAGCAAGACTCTGTCTCAAAAAAAAAAAAAAAAAAAAATTAAACGACCAGGGAAATG 
GGAAGGCAAAGGAGCCTCACATTCATTGAGCACCCACTATACACCAGGCTTGATGCTTGTTTTATAAACATTATTGAAATCTACCTTCTCAGAA 
ACCTTTGGAATAGCTGTGGC CTAGAGAG ATGCAACAG CTTGGAG AAGATGG CACAG CAG AGGGC AGC ACTGCAAC ATG AATCTAG AG CC CATG A 
TTTTCCCACCCAGCCCCTACCTATAGAGGACCCAGGGCAGCATCTATGCTGAGCTTTGCCTATCCTGTGCTCCCCACCCTCCCGTCCACAGAAG 
CTCACACCGGCATCCCCTTGACCAGGAATGTAAACCATGTGTGGTCTTTTTGCATTAACTCAGATTTTCAACCCTGCATGCATCTTAGAACATG 
CAGGAGAC AGTCTT CTAAAATACC AGTG AGTGGCAAGATATGAGTAAATTCCAC AGGAAAAGGAAGG C AGTCC AAAGGGCTGTG CTTCTCCTGT 
GGCTCAGTGTTATTCATAGCTGTGACATCTTTTAAGAGAGGTTTACAAGAGGGAAATGCTGTCACCAAAACCATTGTGAGCCACTTTGAATTTG 
GGGGG AATCTTCATTTG C AACAATAGAAG AAC AAATTTGTTGCAATAGGAAATATTTTTGTAG CTT ATGT AGGTTGTTCAG C C AAAACAGCATA 
ATAATTTAAAAAGTTAAAAGATAGCCCAGGAGTTGTGGCTCATGCCTGTAATCCCAGCACTTTGGGAGGCTGAGGCAGGTGGTTACCTGAGGTC 
AGGAGTTCAGGACCAGGCTGGACAACATGGTGAAACCCTGTTTCTACTAAAAAATACAAAAATAAGCCAGGGGTGGTGGTGGGTGCCTGTAATC 
CCAGCTACTTGCGAGGCTGAGACAGGAGAATCACTTGAACCCAGGAGGCGGAGGTTGCAGTGAGCCAAGATCGCGCCACTACACTCCAGCCTGG 
GCAACAAGAGTGAAACTCTGTCTCAAAAAAAAAAAAGAAAAAGGTAAAAGATATCAATGATTGGGCTCCAGTCAGAATGTCTGGGGGTGAGCCC 
AAGACATCAGTACGTATTTTTAATTGAGATAAAATTCATCATTTAACCATCATAAAATGTACAGTTCAGTGGTGTCTTAGCCCATTTTGTGCTA 
CTGTAACAGAATGCCTGAGACTGGGTAACTTATAAAGAACAGAGATTTATAAAGAACAGAGATTTATAACTTATAAAGAACAGAGATTTCTTAC 
CATTCTGGAGGCTGGGAAGTCTGAGGTCGAGGGGCCCCCATGTATCAAGGGCGTTTGTGCTACGTCATCCTGTGGCAGAAGGCAGAAGGGCAAG 
AGAGTGAGAGAC AG C AGG AGGGGCTGAACTCAGCTTTTATCACAAACCC ACTCCTG CAATAACAAC ATTAATCC ATT C ATGAGGCAGAGCCCT C 
GCGACCTGATCACCTCTTCAAGATCTCACCTGTGAACATTGCTGGATTAGGGATTAAGTTTCCAACACCTGAGCTCTGGGGGATGTATTCAAAC 
CACAGTAAGTGGTATTTAGTATGTTTGCAATGTTGTACAGCCATCCCCACTGATTCCAGAATACTTCCATCATTCCCAAGAGAAGCCCCACACT 
GCCAAGTTCCCCATTCTCCCCAGCCCCGGGAAACCACCACTCTATGTTCCGTCTCTATGGATTTGCCTATTCTGGACATTTCGTGTAAATGGAA 
TCACGTGGCCTTTTATGTCTGGGATAGTCGTACGTTTTAAAGCCCCTCAGATGTATCTAATACATATGCATCCAGGTTTGACAACCCTACACCC 
GG CC ATTGGTTTTC AAACTTGAACTAG C ACCAG AAT CAT CTGT AGGAAC ATAAAG AAACG ATAAATGTTTG AG ATGATGG AT ATG CT AAAT ACC 
ATGATCTGATCACTGTACCTTGTAGGTATCAAAGCATCCCTACATACCTCATAAATATATATAACTATTATGTGTCAACTTAAAAACATTTGTT 
GAAAGAATCATCTGGAGGCCTTGTTAAAG'CACAGATTGCTGGGTCCCACCTGTGGAGTTTCTGACGCAGTCGTCTTGCTTAGGTCCAGGAATCT 
GTATTTCTATCAGGTTCCCAGGTGATACTGACGCTGCCGTTCCAGGGAGCAGACTCTGAGGATCACCGCACTAGGCTAACAGCATTAAGAATCA 
GGGAAGCTGGCCAGACTCACGCTTGTAATCCCAGCACTTTGGGAGGCCGAGGCAGGCGGATTACTTGAGGTCAGGAGTTTGAGACCAGCCTGGC 
CAACATGGAGAAACCCTGTCTCTTCTAAAAATACAAAAATTAGCTGGCTGTCATGGTGCGCACCTATAATCTTAGCTACTCGGGAGGCTGATGC 
AGGAGAATCGCTTGAACCCAGGAGGCAGAGGCTGCAGTGAGCTGAGATCGTACCACTGCACTCCACCCTGGGTGACACAGCAAGACTCTGTTTA 
AAAAAAAAAAGAAAGAAAGAAAAAAGAAAAGAAAGAAAAAGAAAAAGTAAACTCTAGAAACTCCCTCTGTCTCTCTCTTGATTATCCAGGGCCT 
CCCTGACCCCTGCCAGCATCCACTCTGGCCAACCCTGATACAAACTCCACAGTAAGACCCTGAGAAAATACAGATCCACTCCCCCAAAACCAAA 
GCCCTTAGCCCAGCCAGAGAGAAAAATAAAATATCTCTTCCCTTCTTATATGGGTCATCAGGTCCATAACATACTCCTAATTTTCCTCATGGGA 
ATTAAAAAGTATAAATTACTGCAGTGCAAATGATAAGCCCCCTAGGGTTATTGTAGCAGGAATGATTCATATACCCGGCAGTCTACCAGTTTCT 
CTAAGGGGTTAGCTGACTCCTAAGGTGTCATTTTAGGCTTCCAGGAGGGGAAGGATGTGACGTGGCTGACATGTTGTACGTGTACTCAGTACTT 
GCATCCTCTCCTTCCTCAGGCTGAACACCTGACAAGCCTTAACACCTTGCAAGGATTTTTTTCATTTGTTAGTTTGAAGATCAAAAGCCTTCGG 
GCCCAGAGGACAAAGCTATTTGGAAGTAGGAATGGTTCAGTGTTTATGTTGTGAAACAAATAACTGTGTGAACCTATGTGAGTTCCCACAAGGT 
CTCCCAGAACTACAATCTTTGGGGAGACTCAAACATACATCTAGAAATGACCCCTCTAGTCAGTTTGTCCAAAAGCCTTCCTAGAATCTGATAT 
CAACCCATGGTGCCCTCTTGTGGCAACAGAAATGCTGCATTTGAATTACCGAAAGATCACTGTAGCCCAGCCAGAGAGTTTTGGTTGGGGAAAT 
ATTTTTTGTTTGTTTCGGGCAATGACCAGGAGCCCGTGATGTGCTACAGAAGGCTCACAGTGGCTTGTGAGAGCCAGCGGTTAAATTTTCGGGA 
CTT CTGCAAACTGGTTTTTAAGCATAGCCATTATGGAAAATTAAAGTATTTAGGCTGGG AGC AGTAGCTCCTGC CTGT AATTCCTGCACTTCGG 
GAGACTAAGGTGAGAGGCTCGCTTGAGACCAGCCTGGGCAACAAAGTGAGACCTTGTCTCTACAAAAACATTTTAAACTTAGCTAGGCGAGGTG 
GCACATACCTGTAGTCCCAGCTACTGGTAAGGGCGAGGTGGGAGAATCCCTTGAGTCCAGCAGTTCAAGATTGCAGTGAGCTGTGACCATGCCA 
CTGC ACTG C AGCCTGGGTGAC AGATTG AG ACG CTGT CT CAAAAAAAAAAAAAAAAAATTAAAATATTTAAATTTACAATTTAATAAATTAT ATT 
AAAAACAAAGGCAAGAATTACTTACAACTGATCACTTCCTAATTATTTGCTACCTTTTACTGTTATCTTTGTTCGCTGGGTGGTTTACATCTAT 
TGTGTCCGCATGGTGGAAATACCGTTTGACGGTGGCTACCGCGCATCTCTTCCCAACCGCGTGATCAGTGATGTCACATTGCCAGCTGGAAGCT 
GTGTGTGGAGGGAGGATTGACACCAGGGAAGACAGGCAACCGTCATCAGAGAGCTGCTTGTTAAACATCACCAGCACACCTCTGCTTGGAGTCT 
TGTGCTATGGGAACTCTGTGCAAAGTAGGGAGTAATTAGAAATTCCCATGAGCCAAATAAGAACTGGGAAAAGGCTAAGACCGTATTGTCCAAT 
ACAGTAGCCACTAGCCACCTGTGGATACTTAAGTGTATTTAAACTCAAATAAATTAAATACAATTAAAAATTCAGTTCCTCGGTTGCACTAGCC 
ACATTTCAAGCGTTCCCTAGCCACAGGTGTCTGTGTTATCGGACAGCACAACTGCAAAAGATTTCCATCATCTCAGAAAGTTCTATAGCACAGT 
GCTGGCTAGAAACCAAGTGCTTTACTGCATGCACATCATTTAGCACAGTTAGTTGCTGTTTATTATTCCTGTTCCACAGCTATTGTCTGCCATA 
TAAAAACTTAGGCCAGGCACAGTGGCTCACACCTGTAATCCCAGCACTTTGGAAGGCCGAGGCAGGCAGATCACAAGGTCAGGAGTTCGAGACC 
AGCCTGGCCAACATAGCAAAACCCCATCTCTACTAAAAATACAAAAATTAGCCAGGCATGGTGGCGTGTGCACTGGTTTAGAGTGAGGACCACA 
TTTTTTTGGTGCCGTGTTACACATATGACCGTGACTTTGTTACACCACTACAGGAGGAAGAGTAGAAGAACAATCTAGAAAACCAAAAGAACAA 
GAATTTCTTGGTAAGAAGCCGGGAACAGACAACAGAAGTCATGAAGCCCAAGTGAAATCAAAGGTGCTAAATGGTCGCCCAGGAGACATCCGTT 
GTGCTTGCCTGCGTTTTGGAAGCTCTGAAGTCACATCACAGGACACGGGGCAGTGGCAACCTTGTCTCTATGCCAGCTCAGTCCCATCAGAGAG 
CGAGCGCTACCCACTTCTAAATAGCAATTTCGCCGTTGAAGAGGAAGGGCAAAACCACTAGAACTCTCCATCTTATTTTCATGTATATGTGTTC 
ATTAAAGCATGAATGGTATGG AACT CTCTC C AC C CT ATATGTAGT AT AAAGAAAAGTAGGTTT ACATTC ATCTC ATTCCAACTTC C C AGTTC AG 
GAGTCCCAAGGAAAGCCCCAGCACTAACGTAAATACACAACACACACACTCTACCCTATACAACTGGACATTGTCTGCGTGGTTCCTTTCTCAG 
CCGCTTCTGACTGCTGATTCTCCCGTTCACGTTGCCTAATAAACATCCTTCAAGAACTCTGGGCTGCTACCCAGAAATCATTTTACCCTTGGCT 
CAATCCTCTAAGCTAACCCCCTTCTACTGAGCCTTCAGTCTTGAATTTCTAAAAAACAGAGGCCATGGCAGAATAATCTTTGGGTAACTTCAAA 
ACAGGGCAGCCAAACCCATGAGGCAATGTCAGGAACAGAAGGATGAATGAGGTCCCAGGCAGAGAATCATACTTAGCAAAGTTTTACCTGTGCG 
TTACTAATTGGCCTCTTTAAGAGTTAGTTTCTTTGGGATTGCTATGAATGATACCCTGAATTTGGCCTGCACTAATTTGATGTTTACAGGTGGA 
CACACAAGGTGCAAATCAATGCGTACGTTTCCTGAGAAGTGTCTAAAAACACCAAAAAGGGATCCGTACATTCAATGTTTATGCAAGGAAGGAA 
AGAAAGAAGGAAGTGAAGAGGGAGAAGGGATGGAGGTCACACTGGTAGAACGTAACCACGGAAAAGAGCGCATCAGGCCTGGCACGGTGGCTCA 
GGCCTATAACCCCAGCTCCCTAGGAGACCAAGGCGGGAGCATCTCTTGAGGCCAGGAGTTTGAGACCAGCCTGGGCAGCATAGCAAGACACATC 
CCTACAAAAAATTAGAAATTGGCTGGATGTGGTGGCATACGCCTGTAGTCCTAGCCACTCAGGAGGCTGAGGCAGGAGGATTGCTTGAGCCCAG 
GAGTTCGAGGCTGCAGTCAGTCATGATGGCACCACTGCACTCCAGCCTGGGCAACAGAGCAAGATCCTGTCTTTAAGGAAAAAAAGACAAGATG 
AGCATACCAGCAGTCCTTGAACATTATCAAAAAGTTCAGCATATTAGAATCACCGGGAGGCCTTGTTAAAAGAGTTCGCTGGGCCCATCTTCAG 

CTTTGAGAACCATTGTTATTGCTCTGCACGCCCACCCACTCTCAACTCCCACGAAAAAAATCAACTTCCAGAGCTAAGATTTCGGTGGAAGTCC 
TGGTTCCATATCTGGTGCAAGATCTCCCCTCACGAATCAGTTGAGTCAACATTCTAGCTCAACAACATCACACGATTAACATTAACGAAAATTA 
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TTCATTTGGGAAACTATCAGCCAGTTTTCACTTCTGAAGGGGCAGGAGAGTGTTATGAGAAATCACGGCAGTTTTCAGCAGGGTCCAGATTCAG 
ATTAAATAACTATTTTCTGTCATTTCTGTGACCAACCACATACAAACAGACTCATCTGTGCACTCTCCCCCTCCCCCTTCAGGTATATGTTTTC 
TGAGTAAAGTTGAAAAGAATCTCAGACCAGAAAATATAGATATATATTTAAATCTTACTTGAGTAGAACTGATTACGACTTTTGGGTGTTGAGG 
GGT CTATAAGATCAAAACTTTTCCATGATAAT ACTAAGATGTTATCG ACCATTTATCTGTC CTTCT CTC AAAAGTGTATGGTGGAATTTTCCAG 
AAGCTATGTG ATACGTG ATG ATGT CATC ACT CTG CTGTTAACATATAATAAATTTATTG CTATTGTTTAT AAAAGAATAAATG ATATTTTTTAA 
AAAGTCTTGGTTTTTATTATAAATATGATAAATATTGCTAGCTATAATCTACATAACCAAAAACCTTTATAGTTTTTTGGTGCTTTTTTTTTGT 
TTTTTTGTTTTTTTTTTTTTTGAGATGGAGTGTTGCTCCGTTGCCCAGGCTGGAGTGCAGTGCACAATCTCGGCTCACTGCAGCTTCTGCCTGC 
TGGGTTCAAGTGATTCTCTTGCCTCAGCCTCCCAAGTAGCTGGGACTACAGGCACCCACCACCAAGTCCAGCTAATTTTTGTATTTTTAGCAGA 
GACGGGGTTTCACCATGTTGGCCAGGCTGGTCTCGAACTCCTCACCTCAAGTGATCCACCCAACTCAGCCTCCCAAAGTGGTGGGATTACAGGC 
GTGAG CCACGGCACC C AG CCTGGTAT CCTCTATAGTTTTT AAT AGTTTTAAATAACATGC AAAGAT CCTGTG AAATGGC CAAC AAGC AC ATC AA 
C ATCACTG GTC ATTTCAG AAATGCGAAT C AAAAC CACAATGAGAT ACTACTTCATAC C CATTAAG ATGACTTT AAGAAAAAGAAT AGG AATGCT 

CTATAACCCAGCAATTGTATTCCTAGGTACACACCCAAGAAAGACAAAAACGTGTCTAAATACAAACTTGTACACGACTCTTTATAACAGCATT 
ATTCATACTCACCAAGAGGTAGAAACACCCAAATACCCAACAACAAAGGGATGGATAAAGGCCGGGCATGGTGGCTCATGCCTGTAATCCCAGC 
ACTTTGGGATGCCAAGGTGGGCAGATCATTTGAGGCCAGGAGTTGGAGACCAGCCTGGCCAACATGGTGAAACCTCATCTCCACTGTCTCTACT 
AAAAATACAAAAAATTAGCTGGTCATAGTGGCGCGCATCTATAATCCCAGCTGCGTGGGAGGCTGAGGCACGAGAATCCCTTGAACCTGGGAGG 
CAGAGGTTGCAGTGAGCCAAGATGGTGCCACTGCACTCCAGCCTGGGCGACAGAGGGACTCTTCTCTCCAAAAAAAAAAAAAAAAAAGAATTGA 
TAAGCAAATCATGGCATATCCCTGCCAGTGGAGTATTAGCCACAGGAAGGGATGAAGTATTGATCCATGCTGCCATTTAGATGAACCTCAAAAA 
CATTATGCTGAGTGAAGGAAGCCAGACACAAAAGATCACTACTGTATGACTCATTTAACATGAAATATCTAGAATAGGCAATTCCATGGAGACA 
GAAAGCAGATAAGTGTTTGCCAGGGGATTTTTCTGGGGTGGTAAAAAAGTTTTGAAACTAGAGGGAGGAGGTAGTTGCACAACATGTTGAATAC 
ACGAACAGCCACTGGATTGTATACTTTATCATGGTTAATTGTGTGTTATGTGAATTTCGCCTCAACTTTTTAAAAAGGAGATCCTGAGGCCAAA 
ATATTTAAATATTGCTTATCTTATTCTTGATGCTCAAAGAAGGGTCATCAGCCCAGAAGGATCCTCCTGAAGTCTTTATGGTGACTTTAGTATT 
CTACTAAGTGAGTTATCAGGGGACCCTGAATTTTTGTTTTCAAAAACCAAAATTAGCATATTACTAAAGTTTATGGAAGACTCCACTTTGGTAT 
TCTATCGAGAACGTAAAATTTGCATAGCTCCCAGGAAGGCTGCTGTTCCTGATGCATCACCAGAACTATCGTGAGTTGGTTTCAGTTTTTACTC 
GCTGGTATTCCTTCAGCTAAATGATGAATTCCTGCCAGTGATTTTCATGGAGGGGTTGTGTTGGCTGGCTCCCAACGTGCATAATCAATTAATT 
TGCTGTGGGTTGAAAATCTGAACAAACTGAAAGTCAATAACTCTTCTTAGGTCTGTAGAAGTAAGTAAGATTACAGGGTAGCTCACTGTCCCCA 
ATATTGGAGAGGCAGACAGGCTGATACAGGGAAATCATAACCTCCTGGACCAGAAACCCAGGAACAAACCCTGCTACTGGAACCAGCAGAGGGG 
CAGGAAAACCTAAACTGGAACTGACAAATTGCTGGAGGCTCAGTGTGGACACTTCTGAGAGATAAAAATTTCAGGGGAGCAACCCAGTCACAGG 
GGGTCCCCACTTTCATGACCTTTCCCTCCAGGAACTCAATGAGGTCTTCACAGTGAAGATGGGAGAAAAACTTCCTTGTGCTTTTGACGGGGGA 
AAGAGAAAAGGTACTGTCACACGCATCCGTGTGAAGAGAGTCCACCAACAGGCTTTGTGTGAGCAACAAGGCTGTTTATTTCACCTAGGTGCGG 
GCGGGCTG AGTCCGAAAAAGGATT CAGC AAAGGGTGGTGGGATT AT C ATT AGTTCTTATAGATTTGGGATAGG C ATACAAAGTAC ATTC AC AAG 
GGTGGGGAGAATATTACAAAGTACCTTCTTAAGGTCAGGGGAGAACATATCGTATCAGTTAGGGTGGGGCAGGAACAAATCACAATGGTGGAAT 
GTCATCAGTTAAGGCTATTTTCACTTCTTTTGTGGATCTTCAGTTGCTTCAGGCCATCTGGATGTATACGTGCAGGTCACAGGGGATATGATGG 
CTTAACTTGGGCTCAGAGGCCTGACAGGTACCATTCTGAAATATGCCAGAGCATTCAGTACTTGTCCAACAAGGCCTGCCCTCAAGAAACAGTA 
TTTT CCTCACTAT CTT AAATTTTAC C ATAGTCT AACC AACCTAAATTTTACC AGTGTCT AAC CAAC CTG AAAGAAGGGAAATAAC C AG CTCTAG 
CCTCTCTGCCCTTCTTGTCTCATCTAAGGGAGGAGGCGAATGAAAAGCACTTGTGAAGGTCACAGCCCAGGGGTACAGGCTTGCTGAAGGCTGA 
ACCTAATCATAAGACTATGGAATGGTTCCCCTCCCCCTGCACCTTACCACCACATCAGTGGGGCTGTTGTGCGCTCACAGGGGACTACAGTGGA 
AACAACTGCACATTTCAGTCCCTCTTTAAGAAGCAGTCTCTAGGGAAGCCCAAAGATGAGAGGGGAGACAAAAACAAAGACACTAGAGGGAATT 
TTAGCCTCTGACATCTACAGCTACAGCAAATAGCAAACACAGCCTAACTCCTAACCAGATAAACATAAAGGCTCACACTAAAGGCCTATTTACC 
TTGGTTCCTTTTATGCTGTATATCAGGTCCAGCTTTCAACAAAAAATTACAAGGCATGCTAAATGGCAAAAAAACACAGATTAAAGAGGCAAAG 
CAAGCATTGTAACCAGACTCGGATACTACCATGTTGGAATTATCAGACTGGGAATTTAAAACAACTACACAAATAAGCCATTATGACAGAGATT 
TCTATGGTCCTGTAGATCCATTCTTCCCTTCCACCATCAGTAATAAAATCCCCAAATTTTAACCCAACACATTTCTGCCCCTAGCTAAAGACAA 
CACTTTCTAGCCTCCCTTGCAGCTAAGTGTGGTCATGTGACTAAATTTGGATGAGATGTAAACCAAAAAGTATCTGAGACAGGTCTAAATCCAT 
TC AG AGGTTTAT ATTGC CAAG ATTAAAGACC ATGACCTGTGATACAGC AT C AGGAGTTCCTG AGAACATGTGAC CAAGGTGGTTGAGTT AC AGC 
TGGGTTTGATATTAATGCATTTTAAGGAGACAGAAATTATAGGCGAAGACATAAAGCAXTACATGTAAGGTATACATTGGTTCAGCCTAGAGAG 
GTGGGACATGTCAAAGTGGGAGGCTTCCAGGTCATAGTTGATTCAAAAGTTTTCCGATTGGCAATTGGTTGAAAGAGTTAAGCTATGCCTGAGG 
AGTTGAAGTCAGTAAAAAGAAATGCTTGAGTTAAGATAAGGGGAGTGGGGTTGTGGAAGACACTGTCCTTGTCATGTACACGAAGCTTCCAGAT 
AGCAGGCTTCAGAGAGAATAGAGAGCACATATATCTTATTGGAACTTAACAGACGTCAGACTCTCTGGAAAAGACCCATTAAGAGAAGGGAGAT 
TCCTCCAGTATGAAAATTAAGAGACAGCTTTGCAGGGCCACTTCAAAATATGTCAAAAAATATTTTGGGGTAAAATAATTTTATTTCCTTCTTG 
GCCTGTTATATGTCATGTGATGCTATACCAGAATCAAGCTGGGATTGGGTATCTTGTTGCTAAAGCATCTGTTTCTTAGGTCTTATGATCTCTA 
TTTTAATGTAATCCTGGTCAGTTGATGCCTGAATTCCAAAGGAAGGGATTACAATGAGGCGTGTCAACCCCCCCACTTCTTGTCATGACCTGAA 
CTAGTTTTTCAGTTTCTTGGGGATGCCCTTGGCCAAAAAGGGGCTCATTTAGTCAGTTGGGGGCTTAGAATTTTATGTTTGGTTTACAGAGATA 
TGAGCAGAAGGGACGTGTGTGACGCCCAGGGTGTGCCCTTGAAGAGAATGTGCACACCCTCCTTCATCTCCTCTCACTGGTGGCTGCGTGCTCT 
TGCTCTCGTGAGCTAGAACCACCGGGAGGATAGAAGCCACACATGAAGCCTGAGAGGGAAAAAAAAATCCAAGGAGGCTGGGAGTCTGACCCCA 
TGAGGTGCCCCAGCAGCAGTGCACACACTCGGACTGCATATGAGACAGAAATAACCCTCCCATTTGCTGCGATTTTTGCCCTTGTTAGGGCAGC 
ATCCTAACTGTATCAATCACCCACACTCCTACTAAAATGACACCCTCGGCTATCGTTTGGATATGGTTTTGTTACCACAAAGGGGTCCTGCTCC 
AGACCACAAGAGAGGGTTCTTGGATCTCATGCAAAAAAGAATTCAGGACGAGTCTGTAAAGTAAAGTGAAACAAGTTTATTAGGAAAGTAAAGG 
GATAAAAGAATGGCTACTCCATAGACAGAGCAGTTCCGAGGGCTGCTGGTTACCTATTTTTATGGTTATTCCTTGATGATACGCTAAACAAGGG 
GTGGATTATTCATGCCTCCCCTTTTGAGACCATATAGGGTAACTTCCCGATGTTGCCATGGCATTTGTAAACTGTCATGGCAGCGGTGGGAGTG 
TAGCAGTGAGGACAACCAGAGGTCACTCTTGTCTCTATTTTGGTTTTGGTGGGTTTTAGCCGGCTTCTTTACTGCAACCTGTTTTATCAGCAAG 
GTCTTTATGACCTGTATCTTGTGCCAAACTCCTGTCTCATCTTGTGACTTAGAATGCCTTAACCATGTGGGAATGCAGCCCAGTAGGTCTCAGC 
CTTAGTCTATCCAGCCCCTATTCAAGATGGAGTTGCTCTGGTTCAAACACCTCTAACAGTTGTTTATCCCAAGCAAATCTCATGTTGGACTGTG 
ATTCCCAGTGTTGGAGGTAGACCTAATAAGAGGTGTTTGTGTCATGAGGGTGGATCCTTCATGAATAGATGATTGCCCTCCCTGGGTGAGGGGG 
GTGAGTGAGTGCTCATTCTATTCATTCCCGTGAGAGCTGGTTGTTAAAAAGAGCCTGGCATCTCCCCCCACCCTTTCTTCCTCTCTCACCATGT 
GACCTCTGCACACAACAGCCCCCCTTCACCTCCCACCAGGAGCAGAAGCAGCCTAAGACCTTTCCCAGTGTAGATGCCCAATCTTGAACTTTCC 
AGAC ACCAG AACTGTGAGG C AAATAAAACTTTTT CTTTATAAATG ATTCAGTCTCCAGCGGGG CATGGTGG CGCAC AC CTGTAAT CC CAGCTAC 
TCGGAGGCTGAGGCAGGAGAATCACTTGAACCCAGGAGTTGGAGGTTGCAGTGAGCAGAGATCGCGCCACTGCACTCCATCCTGGCCACAGAGC 
GAGACTCTGTCAAAAAAAAAAAAAAAGAGAGAGAGAGAGGGAGAGAGAGAGAAAGGAAGGAAGGAAGGAAGGAAGGAAGGAAGGAAGGAAGGAA 
GG AAG G AAAAAAG C AAAG AAAG AAAG AAAG AAAG G AAAG AAAG AAAG C AAAG AAAG AAAC AAAG AAAG AAAAAG AAAG AAAG AAAG AAAG AAAA 
GGAAGGAAGGAAGAAAGAAAGAAAGAAAGAAAGAAAGAAAGAAAGAAAGAAAGAAAGAAAGAAAGACCAGTC 

AACAC AAAAC AGACTAAG AC AC C CTCTC C AC C AAAATT CTGTTTGTATAGC ATATTAGTAT C AAAAT CTTTT C AATGG AAAATGGACTCCAG AA 
TCAATATTCAACATGACAGCAGAGTTTCAAGTAAATACATGTTTTCTGTTCCATAAATATTATCTGAAAAAGATTTCCCTACAGGAGATAAACA 
AGTAGATAAGATAAAATAACATTGGTTCTCTTTATTAATTTGAATACTCCCCTACTTTTCTTCAGAAAATCACTGCATTCATTCTCCAACACCC 
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CTGAAGCCTTTCTGAAATGTTGGCTCACATGGAGATGTTCCTTTTGGCTGATGTCTTCTGGCTAAGTCAGAAACTGCAAAGGGAAACCTGCTGA 
AGTTTTAAAAACTTTTCCCTGTTATTTCCGTTTCTCCTCTTAAAGAGTGCAGTGCGAAACACGTGTCCTCTTCTTCTACGATGTTGATGAACAT 
ACCTTCAGAGCTAGCCTATTGATATGAAGGTAAGGATGAAAAGAAATCTGTTATCTCAGGGCAGTAGGATTATCAAGCACCATATCAGCAAATG 
CATCACTCGAAACTAAATTGTAAATATAGCCATGCACCGCATAA^ 

GATTATAATACCATATTTTTACCATACCTTTTCCATGTTTAGACACACAAATACGGCCAGGCGCAGTGGTTCACATCTGCAATCCCAGCACTTT 
GGGAGGCCAAGGCGGGTGGATCATCTGCGGTCAGAAGTTCCACACCAGCCTGACCAACATGGTGAAA 

AGCCAGGTGTGGTGGGGCATGCTTGTAATCCCATCTACTTGAGAGGCTGAGGCAGGAGAATCGCTCGAACCTGGGAAGCGGAGGTTGCAGTGAG 
CC AAGATTAC AC CGTTGC ACT CCAGCCTGGGCAAC AGAGTGAGACTCTCTCT CAAACAAAC AAAC AAAC AAACAAAAAGATACAC AAATATAT A 
CCTTAGTATCACAATTGCCTGCAGTATTCAGTATAGTAACCTGCTTTACAGGTTTGTAGCTAGGGACGACAGGCTATAGCAGCCCCAGAGTGCA 
GTAGGCTCTACCATCTAGGTTTGTGTAAGTTCACTCTGCGACGTTTGCACAAAAACAAAATCACCTAACAATGCATTTCTCAGAAAGTATCCCC 
ATCATTAAGTGACTCGTGACTGTAATAGAAAATGAAAACCCACTGTCTCTCATAACTGTGTACCCTCCAGTGGTGCTTCCTGCATGGCTCAGCA 
ACCTTATCAAGAACCTGGTTATGGGTATTTTTTCTTCTCTCTTTTCTGTCTCCAATGATGTCAAATTTATTCAAAGACCAGCTTAGCCTCGTGA 
TAGCCAACAGGTTGTAGCTATTCCAGAATTAATATCAGATTATCACATCTAGAAATAAGAAAAGACATAAGGTTCCCTCGTTGGAGCTTCCAGC 
AAATGTCTTCTCCAGTCTTGTTGACTCAAACTAGGTCTCATATCTACTCCTGCACTGTGACCAGAAGATGTGAGATGATTCTGATTTCGTAAGG 
CC C AAGCC AC AG ACCTC ACTC CTAGAACC AGTAATAAAG AG AAG AT CTTAAAAGCAGCCAG AG AAAAACG AACCTTTGCAGAG AAATATAAATA 
AGGACGACAGCCAGACCCGATGGCTCATGCCTATAATCCCAGCACTTTGGGAGGTCGAGGCAGGTGGATCACTCGAGGTCAGGAGTTGAGACTA 
GCCTGGCCAACATGGTGAAATCTTGTCTTTACTAAAAATACAAAAATTAGCCAGGCATGGTGGCACATCCCTGTAATCCCAACTACTCAGCAGA 
CTGAGGCAGGAGAATCACTTGAACCCAAGAGGTGGAGGTTGCAGTGAGCCAAGATCGCACCACTGCACTCCAGCCTGGGTGGCAGAGTGAGATT 
CTGT CTCAAAAT AAATAAATAAATGCAGATTTCT CT CTGGTAAC AGTATAAGTGGAGCAATAT CTTT AAACTACTGAAAGAAAAAACTGT C AAC 
CTAAAGTTCTATATGCAGGGAAAATAGCCTTCAAAAATGAAGATGAAATAAGTATTTTTAGACATATAAAAGTTGAAAGACTTCATAACCAGCA 
GGCTTACATGCCAATAAATATTAAAGGACTCGGCTAAAATTTCACTGGGTTGAATAATGTCTCCCCAGAATTCATGCCTACTTGGAACCGACAA 

atgtggccttgtttgaaaatagaatctttggaaatgtaacaagttaagatgaagtcataccagattagggtggaccttaaacccaatatgactg' 
gtgttctcataagaagagggaaatctggacgcagacccacacagagggaagacagccaggtgaagacagagtcagagattggaggatttttttt 

tctcatgcctcagccgcccaagttgctgagattagacgtgtatgccacgacacctggctaatttttgtatttttttgagtagagaccgggtttt 
gccatatttctcaggctggtttcagactcccggtctcaagtaatccacttgccttggcctcccaaagtgctgggttagagaagtgagccactgc 
gccccgctggagaggttggagcttgatgccacgagctgaggaacaccaaggattgtcagcaataatcaggttatacactgtttgactccattta 
tataaatttctagaaaatcccmctgccctatagtgacagaaagcagatcaaac^ctgtc^ggggaagatgacaaaggaacattatcttgattg 

TGGTTTTAGGGGTGTGTACTC^TGCCAAAACTTACCAAACTGTGTACTTCGAATATGTGCAGTTTTTCAATGTTCACTAAACCCCC^TAAAAC 
TCTTTCT CAAAAAATTACCTGTTTGAAATTCCT 

HUMAN SEQUENCE - mRNA 

GAGAGACTGGATGGACCCACAAGGGTGACAGCCCAGGCGGACCGATCTTCCCATCCCACATCCTCCGGCGCGATGCCAAAAAGAGGCTGACGGC 
AACTGGGCCTTCTGCAGAGAAAGACCTCCGCTTCACTGCCCCGGCTGGTCCCAAGGGTCAGGAAGATGGATTCATACCTGCTGATGTGGGGACT 
GCTCAOSTTCATCATGGTGCCTGGCTGCCAGGCAGAGCTCTGTGACGATGACCCGCCAGAGATCCCACACGCCACATTCAAAGCCATGGCCTAC 
AAGGAAGGAACCATGTTGAACTGTGAATGCAAGAGAGGTTTCCGCAGAATAAAAAGCGGGTCACTCTATATGCTCTGTACAGGAAACTCTAGCC 
ACT CGTCCTGGG AC AACCAATGTCAATG CACAAG CTCTG CCACTCGG AACACAACGAAACAAGTGACACCTCAACCTGAAGAACAGAAAGAAAG 
GAAAACCACAGAAATGCAAAGTCCAATGCAGCCAGTGGACCAAGCGAGCCTTCCAGGTCACTGCAGGGAACCTCCACCATGGGAAAATGAAGCC 
ACAGAGAGAATTTATCATTTCGTGGTGGGGCAGATGGTTTATTATCAGTGCGTCCAGGGATACAGGGCTCTACACAGAGGTCCTGCTGAGAGCG 
TCTGCAAAATGACCCACGGGAAGACAAGGTGGACCCAGCCCCAGCTCATATGCACAGGTGAAATGGAGACCAGTCAGTTTCCAGGTGAAGAGAA 
GCCTCAGGCAAGCCCCGAAGGCCGTCCTGAGAGTGAGACTTCCTGCCTCGTCACAACAACAGATTTTCAAATACAGACAGAAATGGCTGCAACC 
ATGGAGACGTCCATATTTACAACAGAGTACCAGGTAGCAGTGGCCGGCTGTGTTTTCCTGCTGATCAGCGTCCTCCTCCTGAGTGGGCTCACCT 
GG C AGCGGAG ACAGAGGAAGAGT AG AAG AAC AAT CTAG AAAACCAAAAGAAC AAGAATTT CTTGGTAAGAAGC CGGG AACAGAC AACAGAAGT C 
ATGAAGCCCAAGTGAAATCAAAGGTGCTAAATGGTCGCCCAGGAGACATCCGTTGTGCTTGCCTGCGTTTTGGAAGCTCTGAAGTCACATCACA 
GGACACGGGGCAGTGGCAACCTTGTCTCTATGCCAGCTCAGTCCCATCAGAGAGCGAGCGCTACCCACTTCTAAATAGCAATTTCGCCGTTGAA 
GAGGAAGGGCAAAACCACTAGAACTCTCCATCTTATTTTCATGTATATGTGTTCATTAAAGCATGAATGGTATGGAACTCTCTCCACCCTATAT 
GTAGTATAAAGAAAAGTAGGTTTACATTCATCTCATTCCAACTTCCCAGTTCAGGAGTCCCAAGGAAAGCCCCAGCACTAACGTAAATACACAA 
CACACACACTCTACCCTATACAACTGGACATTGTCTGCGTGGTTCCTTTCTCAGCCGCTTCTGACTGCTGATTCTCCCGTTCACGTTGCCTAAT 
AAACATCCTTCAAGAACTCTGGGCTGCTACCCAGAAATCATTTTACCCTTGGCTCAATCCTCTAAGCTAACCCCCTTCTACTGAGCCTTCAGTC 
TTGAATTTCTAAAAAACAGAGGCCATGGCAGAATAATCTTTGGGTAACTTCAAAACGGGGCAGCCAAACCCATGAGGCAATGTCAGGAACAGAA 
GGATGAATGAGGTCCCAGGCAGAGAATCATACTTAGCAAAGTTTTACCTGTGCGTTACTAATTGGCCTCTTTAAGAGTTAGTTTCTTTGGGATT 
GCTATGAATGATACCCTGAATTTGGCCTGCACTAATTTGATGTTTACAGGTGGACACACAAGGTGCAAATCAATGCGTACGTTTCCTGAGAAGT 
GTCTAAAAACACCAAAAAGGGATCCGTACATTCAATGTTTATGCAAGGAAGGAAAGAAAGAAGGAAGTGAAGAGGGAGAAGGGATGGAGGTCAC 
ACTGGTAGAACGTAACCACGGAAAAGAGCGCATCAGGCCTGGCACGGTGGCTCAGGCCTATAACCCCAGCTCCCTAGGAGACCAAGGCGGGAGC 
ATCTCTTGAGGCCAGGAGTTTGAGACCAGCCTGGGCAGCATAGCAAGACACATCCCTACAAAAAATTAGAAATTGGCTGGATGTGGTGGCATAC 
GCCTGTAGTCCTAGCCACTCAGGAGGCTGAGGCAGGAGGATTGCTTGAGCCCAGGAGTTCGAGGCTGCAGTCAGTCATGATGGCACCACTGCAC 
TCCAGCCTGGGCAACAGAGCAAGATCCTGTCTTTAAGGAAAAAAAGACAAGG 

HUMAN SEQUENCE - CODING 

ATGGATTCATACCTGCTGATGTGGGGACTGCTCACGTTCATCATGGTGCCTGGCTGCCAGGCAGAGCTCTGTGACGATGACCCGCCAGAGATCC 

CACACG CCACATTCAAAGCCATGGCCTACAAGG AAGGAACCATGTTGAACTGTGAATGCAAGAGAGGTTT C CGCAGAATAAAAAGCGGGTC ACT 

'CTATATGCTCTGTAC^GGAAACTCTAGCCACTCGTCCTGGGACAACCAATGTCAATGCACAAGCTCTGCCACTCGGAACACAACGAAAC^ 

AC AC CTCAAC CTGAAG AAC AG AAAG AAAGG AAAAC CACAGAAATGCAAAGTCCAATGCAGCCAGTGG ACCAAGCG AGCCTTCCAGGTCACTGCA 

GGGAACCTCCACCATGGGAAAATGAAGCCACAGAGAGAATTTATCATTTCGTGGTGGGGCAGATGGTTTATTATCAGTGCGTCCAGGGATACAG 

GGCTCTACACAGAGGTCCTGCTGAGAGCGTCTGCAAAATGACCCACGGGAAGACAAGGTGGACCCAGCCCCAGCTCATATGCACAGGTGAAATG 

GAGACCAGTCAGTTTCCAGGTGAAGAGAAGCCTCAGGCAAGCCCCGAAGGCCGTCCTGAGAGTGAGACTTCCTGCCTCGTCACAACAACAGATT 

TTCAAATACAGACAGAAATGGCTGCAACCATGGAGACGTCCATATTTACAACAGAGTACCAGGTAGCAGTGGCCGGCTGTGTTTTCCTGCTGAT 

CAGCGTCCTCCTCCTGAGTGGGCTCACCTGGCAGCGGAGACAGAGGAAGAGTAGAAGAACAATCTAG 
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TABLE 20 



MOUSE NOMENCLATURE 
ICSGNM Nfkbl 
Celera mCG22374 

HUMAN NOMENCLATURE 
HGNC NPKB1 
Celera hCG3 93 3 6 

MOUSE SEQUENCE - GENOMIC 

TCTTCTGAATATCATGTTTAGATTATGTAAGTATTCACCGGCTTTCTGTCACTATAAACCAATACCTGAGTTGATTAATGAATAAAGAAAAAAA 
GGTTTAGTTGATGAGTTTTGAAGGTTCCAGTCTACCAGTCTGTTACTGCAGACGTCCACCGTGATAGTATGTCATGGCCAGAGCACCTGGCAAA 
GCATAAACTACCTGCTCGTCAATCAGGAAGCAAATAGAAAAGAGAACTGGTTGCGGTCCCACAACATCCTTCCAGGTCATGTCTTAGTAGAGCA 
CTTCTCCCAGGAGAAGCACCCTGTTGGCCTTGCCGTCAACACATGAACAGCTTGGGGACTCCTACTGAGGTAACAGTACCCATTCTGCATACAT 
TCCCTGAGATTAACTGAGACTTGATTCATGGCCCGCTGTTTTGTCTGCCTTTGTGAGTGTTCTGCTTGCAGCCCTACTAAACACAGATGGCCAA 
TGTGGTATTCAGAGTAGTGGGCCTTTAAGAGGTTATGAGGTCATAGCACATACCCTGCCCCTGCCATGAATAGGATTTTAAAGGGGGCTGATGA 
AGGAGGGTTGTCCCCTCTGACTCTTCCACCTTTACTGTGTGACAATAGAGTGATTGTTTCCTCGTGACATTCCTCATTTGCGTGCTTTGACCTT 
GCACTTCTTGCCTCCAGAGTGATAAAAAATAAACTTATGTTTTTTATAAACTACCCAGACTCAAGTACTGTTTAACAGTACAGACATATGAAGA 
CAGTTGGTCGTGTTTGTAGTCAGCACCGAAAGAGGAAAGTTGAAAACTTCCACTCTACTTGTGGATTTCTGTCTCTTCCACAAATGTTTAGGTC 
TACTACTTTGTACTTCATGTATTTTGGAGACCTATTAATAAGTGCATGCAGGTGGAGGTCATTATTTTTATAAGGGCTCAGTAGTGCATACATA 
TAAGGTTC CAAC ACTC AG CAT CT AGAGG C AGG AGGGTTG CTGGGAGTTTG AGC CCAGCC AG AGCTATCTATAGAGACC CTGTCATAAAACAACA 
AAATTATTACTGCCCATTGATGACCTGGCCCCTTTATTCTTATATATATATCCTTCTTTGCCCTTAGTAATATTCCACCCCCTGATCTTCTCTA 
TTGGTGGTTATGATATAAACTACTTTGCTGTGTTTAGTATTTGTATTATTAGCACAGTATCCCAGGCTTCTGCTTTTAAACACTTTGCGTCTTT 
CATGTTAAAAATAATTCATAGGAAAAGCATTTTCTTGCGTCTTGCTTTTTCTGTACTGTTTACCATGAATGCTTTTTATAGCTGAGTTTATTTT 
ATTTGCATTTAATATTGGACCTCTTCTTTATCCACATTTTGTCTTTCATTGTCATCTTTTAAATGAAATAAACGTAGCACTTGAAGAGTTCCAT 
TTTATCTCCCGTCTGGTAGTTCTGTAAAACGGTGGCTTTCTGTAGTAGGACTTTCTGCATCCTGCGTCTATAGCGAGTGAAGCGCTATGTACCT 
AATGTGGAAGCTTTGATTTGTTCTCACCTCTCTGCTAGTGCTGGTAGACTTTTTTCCCTCCATGGGTTCAGAATACTCCATAATATATTGTGTT 
GTTCAATGTGTTTGTTGTACAGTAAGTTTGAACATACTGCAAAGCGAAAGCCCCATGTGCCCACACCTTTATCACCAGTAGTGTTTTCCTTGTT 
TCTTAAAGGTCCAATTCTATCTCATTTCCCTTCACCACAAAGATCTGCTTTTAGGATGTCTTCTGTCACTTCTACGCGTTATGAATTCTCTCAG 
CTCTGCTTTATTAGAAAGTGTCAGTTTACCTTTATTGTCAAACCATTCTGGGACAAAGCTACCTGCTTCTTTGTGGCTTCAATGTTTTTGTTGT 
TCATTATAGATATCATGATGTGAAGAGTTTGCATGTTTTTCTTTTATTCAGAGTTGAGTTTTGTCCTAGTAGGCCTTACTAAGATGCATTTAAA 
GTCGCCCTTATTTTATGATGTGTTCTTGACTCTTATAACACGGTTTTCCCCTAGACTGCTATAAGCACACATGTTCAGAACGTTTACTGATGTC 
TCTTCAGCCCACGTGATTGCACCCTCAGTGTCTCTCAGCTCTGTATGGCGTCTGTAATCTTATCAGAGCATTTATAGAACAACAGTGGCTTTCA 
CTGAGCTTTTTGGGATCTCTGTTAGGATTTCATCAGAGTAAAGGTGGGCTGATTATAGATTTTTGAGGCTTTGCACATATACCATTTCTCTGAC 
CAATGAGATCACTGCTCTTTATTTGAACTCTGCTTCCTGTGGCCTGGATTAGAAAGTGCCCTCAGTCAGAAGGTGAGCTTGGAGTTCACTTAAA 
CTGTGCAGCCTGTATCTCTTGTTTAGTGTCTCAGGCTATTGTGTTTCATAATTACATATGAATTTGGCAAGATCAAATAGTGGTTGATTTATAA 

AGACCAGGCTGATCTTGAACTCAGATCTACCTGCCTCTGCCTCTGGAGTGCTAGGATTAAAGGCATGCTCCACCACTGCCCAGCTGTAGCATGC 
TATTAATGATTTTGAAAGACATTATTCCAGGGCATTTATATATTCAATATGTTGGCTAGCTAGCATTTCTCTACAGCTTTGTTTTGAAACTTTC 
TCATCATCCCAGAAGAGTGCCTTGAATGTGGTAAATGATGGCTCCCTTCCCAGTCTTCACTCACTCCCCTGGCCTCTGGCAAGCAATGATGTGT 
TCCTCTTCCTACGAATGTGCTTGTTCTTGGTATTCAATGTGAAGGGAATTGAGTATAGGTGAGCGACCCTTTCTGTCTGGTTTCAGTATAAATC 
ATTTAGTCTACTGGTTTTGAAATACAAAATCAAAACTCCCATTGCTGGCTGTAAGGCACACCATTTAAGGAGACTGTAAATATATAATGTATGA 
TTAAGTTGCATAGAAACAGTGAACCATAGTGCAAAACCACCAGGAAATGTTATAGACCTTATGGACTGAGGCGATAACAGTGGAAGAGAAAATA 
CAGGTTTTATGGAAGAAGTTGATTTTGAAGTACCATGTTGTGGAATACATAATATCTAAACAGGATAGAATCTCGAGTGTGAAGAGATGTACAC 
ACTGGAAAGAAATGACATAGAGCTGTTACATGTGTGTGTGTACACATGCGTGTGTGCGTGTATGCAGTGAGCATTCACATGTGTAGAGGTCAAA 
GGACAATTTTGGAAGCTGGTTCTTTCCTTCGAGCATGTAAGTTCCAAGTAAGGACTTAGGTCCTTGGGCTTAGCAGCAAGTGTTTTTACCTGCA 
GAGCCCTCTTGTTGGCCAAGCAATGCATCTTTAAATGATTGATTTCCCTATAGTAAAGTGCTTGTGTTGGATCATGGTGATAGTTGTGGTGCTT 
ATATAATATATAATATAATATAATCATATGCTGAGTAGTTGCTCTTTGGACTTCACTATGTAAAGCACCTGGCTGTGATCTGAAAGATATTTAA 
TCAGGAAGATACCCTGCCATGGGGGTGAGCGGTAGAAAAGCTGTTTCTGTCAGAGTGAGGTAATAAGGTCTGCCCTAGGGTGTGGCTATGGACA 
TAGAAAGGAAGTGCACACACAAGAAACAGTGTGAGGAAAGAAGTGAGCGACAACAAGACTGTTCACTGCATTGGTTGGAGAAGGCTACATTTGC 
AAGAATGAGACAGTCAGGAGTCGGGCTTGTTGTCGAGTAGTAAACTGTAGACATTAGGGTTGATGGGTTTAATGTATCATTAACTTGTTTTCTA 
ATGGCATCGTTACCTAAAGCTAACAGGGGCTCATTACCAAATACACCTTCAGAGCCTTAACAGTTCTAATCATGTACTGATGTCACGGGGGTTG 
GGCTCGTATCTTGGATAGCTTGGGTTTTTTGTTTTGTTTTGTTTCTTTTTGCTCTTTCCTTTTTTTAAAAAAAATTATTTATTTTTTGTTCAAT 
TG AGAACTCAGTAG C CGATGGAG AAAAG CCAGTGCAAAGTC C AG AC CGTG ACTAAGAGTGTAATTAAAG CTGTGATACTGAATTGCC AGGGTAA 
TTAACCCATGCTCCACACGCCCTCTGTTCCCATGACACTGACCAAGCTGTATCGTGTAGGCTGCTGTCTTTCCATTTACTAACCGTTCTGATTG 
GCTAGCCTTTGCTGCGGCGAGATAAATCATGAAGAAGCACATAGAAACACAGATATGCCTCATTTCTTGCGACCTGTGACTGTGTGTGGTGATT 
TGTCTGGCTGCTCTGTGGAGGTCCTCAGCTGCTCTGCCACCGAGGGCTCAGCCTGGGAAGTCTTGGCTGAGCTCTGCTGCGTTTCCACTCCACA 
CGTGGGTTCTCATCCTCCACTGGGCTGGCCAGGCCTTTCCCTTCCAGGAAAGAAAATCCAGTCATTGAACGGCTTCTTGAAAGCCATGTTCATG 
ACTCATGTCTGCATCCTCCTGTTGGTCAGGGCCTGCCAAGGGCCTGACAACATTCAAGGGGCAGAGATGTCAATTTTATTGTCCCTGTGTTGTG 
AGGGATAGAAAAGGGCAGTGGCCATTGTTTTGAGCCTACTACAGCTATAAGCCCTGAGTTCAGACTATGCCACTCTTGTGTAGTTTTGTTTCTT 
TGGAAACTGACAGGGTAGGCAAACCTCTTTCTGATGGGTTGATGAAGGGCCAAAAACATCCAGGTAACATTTCAAACATGGTTTCCCTGTGATA 
CAGACCATGGCATACACAAGTATCACAAATCTGTTCCTACAGCACTGTGGATGACACACACACACACTGTCTCTCTCTTTCTCTCTCTCTCTCT 
CTCTCTCTCTCTCTCTCACACACACACACACACACATGTTTTAATTTTTAGTTTAGCTAACTGTGGCTTTTGTGAGATATTCTCTCTCTCTCTC 
TCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTGTTTCTCTCTCTCTCTTTCTCTCTCTCCCTTCACGTTTGGATTGCCTTGTA 
AGTAGCTCATCTGAAATTCATGCACTGTAAGGTCCTATTCTGTTCTCTGGGTTACTCTGTAGAAGAGTTCTATGGGCTCACCAGGTACTAGATG 
TAGGAACAGAAAGCACACTCGGGAGAAGGCATGTTGCAGAAACGAGAGAAACATGCTGAGACTCCTAATGTGCATCTCCCCAGTGGAGACAACA 
CAATTTGACTGGACAGTGTGTGCATGAAGGCTAAAGAGCGCTCAGGGAATATAGAGGGAGCCTCTTCCCGCTCCAGTCACCGTGACAGCATGCT 
ACTTCGTGTGTTGGCATGCACAAAATTGGCAGAACGCCTCAAGTGTGGAGAATTCACCATTATAACAAGATTATAGTAAGCAAAAAATCACTCC 
ACATCACGTAGAAGAGGGAGTTGGCAAAGGCGGCTGGTTTAAAGCAGCTCTTTGCAATCTTCTCTAGAGGGTCTTATCTGAAAGCAAACAAAAA 
ACAACAGGAACAGCTTGAATGTTAGCAGTTATCCTGGCAGGCAGCACTCCAACCCAGCCCAGCCCACCCAGCCCCCAGCACAGGTGTGTAACCC 
TTTAGTAGCCTACTTAATATGGCTGAAGAGATAGATGGCTTAACTAGTAAGAGTGCTTACTGCTCTTGCAGAGGACTCAGGCTGGTTCCTAACT 
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CCCACATGATGACTGACAACCTCCTGTCACGCTGGTTCCAGGGGATCTGGCAGTCCCCTCCTTGCCTCTGCCAGTACCCTTACATTTGTGGTGC 
ACAG TCATG C T T G CAGG CAAAA CA C T C AAG C CA CATAAAAT AAAAATT AAT AAAAC C T TG AAAAAAAG AT C CT AG CTAG C AG TT AAT AT C ATG A 
GTAGACTAGCTC CAGCC AG AACTTTTG AG AGGCTTG AAG CAAAG ATGTTTTTAAATGAATAAT ACTT CTGT C AAG AGGAAAAT C ACATCACCC A 
TTACGCTAGTACAAGGGCCATAAGCTG TGCAGTT AG AGAGGCCAG CTCTAGTCTGTCAGCCTGAGCAAATGACT CATTCTCTCTGAAGCTTGGC 
TGTTCAGGTGGACTCTACTTTCTGGGCTCAGCATAGCAAGAGGGCAGCATACGTAAGCATTAGCTCCGGTTCCTTAGTTATGTGGAAGCAGTCT 
GTCAAGCTTAGCTTTCGCCATACAAAGGAGAGCACTTGTCCTGAGGCCAGAGCACTCACTGGCTTCTCCTCCTCAGCGTAACTGGCACCAGGGA 
TTAGGTAAATTGTCCCTGGGTTAATCCTGAGCCTTCCAGGATCTTTGGATCACTTCTAGAAGATGGTAGGACCAGCCATCCAGTCCTGTGAGCC 
CAGAATACTTCAGAGAATAACTTCTAAACTCCCCCTCAGGGAAAAATACAAGTTATAGGGTAATGGCATGCAACCACTTCAGACTCAAATATGT 
TAGACTGTCAGTAGCTATTGGCAGAAAATTTATCTGTCTTTGCTACAGTTCTATTGCTGTGAAGAGACATCATGACCAAGGCAACTCTTCTAAA 
AGAAAGCCTTTAAATGGGGCTGGCGTACAATTGTAGACGTTTAGTCCATTATCATGATGGCAGAGAGCAGAGGACACAGGCAGGCACAGAATCA 
GGAGCTGAGAGTTCTGCATCATGGTCTGTAGGCAGAGAAAGACAGACTCTGGACTTGGGATGGGCTTTTGAAACCTCAGTGCTCCTCCTCAGTG 
ACAGACTTCCTCTAACAAGGCCACACTTCGTAATCCTTTTAATCCTTTCAAATAGTGTCACTCCCTGGTGACTAAGCACACAAATATATGAGCC 
TGTGTCTTTCTCAGGACAACGAAAAGTTTATCTTGCATCTTTCTTCCTATAATTTATCATGAGTGAGCTATTAGACTGTCTGGTGAGTTAACAT 
ATGTTCTGTATCTCCCACTCACTAATAAGCTTCGCATGGATTAGCTAGCTGAGTGTTTCCCATGGGTCTGCCAGCCCATTAGGCTGACACTCCA 
TCATGAATGGGTTTCTTCGTCAGCTCTCAGATTTGCATTTGCAGTGCGTGCATGTATTGTTCTAGGTCATTGTCACGATGCTCCTGGTGAAATA 
ATATTGAAAATAAAAGAAGTGGGAAACCAGGTTCTGTAAATCTCAGTGTGGTAGCATGCACAGAAACATTGATTTATTTTTAAAAGAAAGCTTT 
TAGAAATCAGCATTACTGAAAAAAAAAAAGTCCATTGCCAGCCTTTATCATTAGTGTGACATACTGTCAGACAGGAGGACACACAGAAAGGGGG 
ACGCTTCTGAAGAGCAGTCAGGAATAATTAGGAGTGTTGACGAATTCATACTTCATATTTTATTTAACACTGTCAGGGCATTTTAGGTTCAATG 

ATAGC AATT C C AT AATATTTAACTT ACAGTTGT AG AACAAGAATG CAAACAGTTAG ATCAG AG CAC AT CAC AAACTCCTG AAAAT CGACTTG CA 

GAATTTACGCCCTCTGAATATTTTACATGGTATACACTTTATGTGGCCATAGCCCTTACATTATGTTTTCTTCAAAAAATTCTCTATGGAAAAG 

AAACTTTAACATTTTATAATTTAATCTTTAGCAATTTATTGTGCGTGCAAGATACAAAACAAAAAATGTTGTGAAAAGTCTCTTTTCCCAGTAT 

CTTTGCCCCATTGCTAAACAAAACAGTACATTAAATGACACCTAAGTGACACCTGTTATGGTTACTAGAATTTTAAACCACCCTGCCACCCCAC 

CCCCTCCCTGATTTCCAAGTGCACCTTCTAGCTGGTGTCTGACCGCCTACTTTTCATAGTGCGCATTGTGGTTCTCTTTGGATTATGGTATTTT 

AATGGGTTTGG AAATTTAG AGAG C CTTTT C CCCC AAAG AAAT CG AAC AG AACAG AAAG AGTTGTTGGTGTTGGTGGTGTTGTTGTTGGTGGTGC 

TTACAGTGAGTCAGGCCTCGGCTGCCTATATCTCTGAACCTAGATGCTATATAGTTACTGACAGGAATTCTCCTGACTTTGTCCTTGATGGCAT 

ACAGCCATGCCTTTAGAATTTCTCCACTCAGTCCAGCTGCTTCACCAAGATGCCCCTGTGTCAGATTGAGTTACTAGGAAGATTGCCACAGGAA 

TGCAGGAAACAGTTCGTTCAGCATTCATAGAATATGTCACATACTCAGGACTTGGCTGGTTTTGTTACATTGTGCTTTGTATGAAAACCACAAC 

TCCCCGGATATTTGCTGAGACCTAGCTACATTTTCTGCGTCTCCTTATGTGGTGAGAAGATCCCTAAAGATTCCTGGTTGGGGTAGACAAATGC 

ATAAATGAGACCCAGGCTTGTGTCTCCCTTTGTGTCTCAAGGTCCTTCCTCAAAAGCGCAAAAGGAAAGTGGGGGGAAGGCTGAGAAAGCAGGG 

GTACATAAGGGACTTTCCCACTGCTTTCTCATCCCCAGCTCCAAAGCTTAGTCGATATTTCAACATTTTAGGTATAAACTTGCTTTTGCAATCA 

ATG C AAAT ATT ACTCAGTG ATTC AT CCTTT CCAAGTG ACTCT CGGTTTCTTTCTTTTG ACATTTAATTT AAAATTAGAAATTAG CATTTATATC 

ATGCTAGAGCTGCACTTACCTTTCAACGCCTCAGTAATGGCCAAGGCTTTATGCGTCAAGATTCTAAGGCACCCGAGTGTTCCTTGAGCTTCTG 

TAGTACCTGACGGAGTTAAGTTTTTAGCCACATATAATCTAGAAACCGTAGGAGAGGGTGCCATGATGACAAGGTGCCCAGTATGGTCGTTTGT 

CAGACATTTAAAGTGGAGCCGTCTTCATTAGGGCCTCATGTAGGGAATGGACCAGGAGGATACCCTTACGTCTGTGAAGTGCGGTTGGAGTTGA 

ATCTTCCAAGTTGGAGTGAGACTTCTTTATGTTAAATTCCCCCACTCAAACTTCTACAAATCATCCAATTTTAAAGAATGATTTTTAAGATGAT 

AATATATTATATCATTTCCCCTTCCCCTGCCTCCAAGTTCTTTCATGTACCTCTCTCTCAAAACTTCATGACCTCTTTTTCTTTAATTGATGTA 

TCTTTTTCTAAGTACAAAAAAAAAAAAATCAATCTGCTCCATCCATCTAATGTTACTTGTATGAATGTTTCCATTGGCATTGAGTAACCAATCA 

GTGTACATTTTTGGGAAACACAATTTCTCATGCTCTCAGCTTTCCCTATGTGCCTGTAGTTCTTAGTCTAGGGTTGAGACCTCCTGAGCAATCT 

CCCTTTCACATTGCCTGTCTGTTGGTGCCATCCTTGTTCAGGTACACACAGAATCAATGACATAAAGGTACTAAGTGGGTTTGGACAGTTTAAT 

AAGGCAATAATGT C ACCTCCAC CTTAG AAG ATTGTCTTTGGATTGTT AGG AAAG AATAT CAT CAC C C AGGTTAATGG AAAACCTAG AGTC AT AA 

GGATAGTGTAAAACATTGTTTGTGGAAATTAATTAGTATCCAAAGTCACATACCAGACAGTGGCAGAACCCTGGTATTTTCAATGATGTCATAC 

CCCTTTACTGCATCAAGTCAAAATTCCCCTGTTTTAACTTTTTTGTCTGAATAAATATGTTTAGTTGCAGCTGCTTAGAGAGTTTTGTTTTGTT 

TGTTTCATTTTGTTTTAAGACAAGAATCTTACTGTGTAGCCCTGGAACTCACCATGTAGACCAGGCTAACCTCTACCACAAAGACATCTACTTG 

CCTCTGCCTCCCAAATGCTGAGATTAAAGGCGTGTGCCACTACACCCAGCTCGTGTTTTCTTTTTAAGTATGTATGTAAATTGTGTGTTTGTGT 

GTGCCTGCATAAGTTTATGTATACTTTATGTGTGCAGGTACCCTCAGAGGCCAGAAGAGGGTGTCAGAGCCCTTGTAACTGGAGTTTGACGGTC 

GTGAGCTGCGCATGTAAGTACTGGGAACTGAATCAGGGCCTTCTGCACGCTTAACTGTTGAGCCAGCTCTCCAGCTTGTGTTTAAACATTTTCA 

AGTGTTTCTTGTTTTAAACAACCCCACTTCCTTGCACACACCTTTGTGAAGTTGTGCCAAAGGACTTAGAGCTCCTACTTTTCCTTTAGTTGGT 

GCTGGCCCTGCTCCATGTGGCCCTGGGAGTTCTCCAGAGCCTCCCGTGCATCCCATTAGTCACGTGGTGTTATAGCACAGAGCCTTTCACTGGA 

AATGAAGCCTCAAGTTATGGGAATGTCCCGAGATGTTTTTATTAGTGTAAGATAGGCTTTTGATGGAGGCTAGACAGTACATTGGATTGAAAAC 

TAACTAGCCTCCATTCTTCCATCAGCCTATGTTCAAGCTCCAAGGTGGGCACAACAGCCCCATCCTTTGATACAGAGTCTGTTCCCTCATGTGC 

TAGAAGCCAGGGCTTTTCTACATTTGGGTTTTATTCAGCATGGAACGCAGTTTTTTAAAAAAAGATTTATTTATTTATTTAATGTATGTGAGTA 

CACTGTAGCTGTACAGATGGTTGTGAGCCTTCATGTAGTTGTTGGGAATTGAATTTTTAGGACCTCTGCTCACTCTGGTCGGCCCTGCTCACTC 

CAGCCCAAAGATTTACTATTATACATAAGTACACTGTAGCTGACTTCAGACGCATCAGAAGAGGGCATCAGATCTCATTACAGGTGGGTGTGAG 

CCACCATGTGGTTGCTGGGATTTGAACTCAGGGCCTTCAGAAGAGCAGTCAGTGCTCTTACGCGATGAGCCATCTCACCAGCCCAGAATGTGAT 

TTTGAGGTGC AGATAGATGGTTCT ATGTGTTT AT CAGGGTCTCTGGGTG CCTGAAGG CCGCTGAGGCTGCTTATATTAATAGCTTGCTAAGTTC 

AGTAAGTTTGAGACTTTCAGGTTTGATGTTTTCACTGGTTATTTTTTTAGTGCACTCTTTAGAGTTACAGAATTTTCATTGCACTTTGACAAAG 

GCAGAATGACTCTCACCAGTCCTCACAAGAGGGCAGGGGGTGTCGTTCTATGCCCACTCAAGTGTTATGTAAAATGGTATCAGGACTTCCTCAG 

CCTCTCAACCGAGTCTAGACAGTCCTAGGACCATCTCAGAGTTCATGAGAAAAAAAATGCACAAAGTAGAAGTGGCCACAGGGTTCCATCTGGA 

CCTGATTTTTACCCAGAGGTAGGACCAGCTGTATCAAACCGAGGACCCTGAGCTTAGCCAAAGGGTTTAGATCCCGTGGTCTCCCTACAATGAG 

CTGCATATGTGCCAGAGTTGTAGGATCTTTAAGATTCACTCCAGTGCTACAGCTTTCATTTCTTGTTCTGTTTTGTACAGCTTCACCATGGCAG 
ACGATGATCCCTACGGAACTGGGCAAGTAAGTCCTCAGCTCACTAGCAACTTTGTTTCAACGCGTTCTTATCCCAAACACACAGAGGCAACGCT 
AGTAACTCAGTATCAAGCAAACCCTAAATTAGTAAACACTACTCTTAATTTATTTTCAGTTTTTCTGTTCTTCCAGAGTTGGAGAGGGCCCTTT 
CTTATGTATTTTTGCATAAAACCGTATATACTACATGCCAGAAAGTAGCCACTGAGTCAGTTGTGGTGTTGAAGGTCTGACCCCAGTATTTCAT 
ATGGTGACTGGTATATTAAAAAAATTGCTATTCAGTGAGATTTCTAGGGCTGCTATTAACATCGCTACAAACCTGGTGACTTGACACAATAGAA 
GTGTATCCTTTCATAGGTCTGGAGGCAAGAACTCTGAATTTGGGGCTGGCAGAATAGTTCCCACCTCCTACCACTGCTGGGTGTGTTTAGAGAT 
CCTTGGCATCACACCAGCCACAGTCTGTTGTTGTGTGGCTTTCCTCCACGTCTTCACACATACCATCTCCTCTGTCTTAAAAACACATCACTTT 
TTGGATGTAGGATCCATCTCTGTCTAGTGTGAATTCATCTTAACATATATAAAGGCAAAGGCTGCCGTGTCCAAATAAGTCACATGAAGGAGGA 
GCACTTATGAATTCTGAATATATTTTTTTTCAAAGGTACTGTAGTTAAGCCCACTGCAGTCTGTGGGAGTGAGTGTGCTTTGAGAGCGGAGCAG 
TGTTTATCATCACGTCATTGTCGCTGTCATCATAGGTGTGACAGCAGCCATGACACAGACTGACACGAGGATATCTGTATCTTCACTTTCCTTC 
TAGTTTTTTCTCTTAAAAAATCTAAACCCATAGAAGTGTTAGACAGTCTGATGATACTTCCATTTCTTTCTCTTCTCCCCATAGAGAATATAGG 
GAGCATAGAACTGATTCTTGAAAGCAGTTTCTAGCTGCTAGCATGATTACAGTGGCAATATTAAAAGTGGACTCTAATGGTCTATTAAATTATT 



369 



WO 03/039484 



PCT/US02/36071 



SAGRES DISCOVERY 02-20 



TAAAATACTGGTATCTCTTTGCTCCTCAGCTATCTACTGAGACTTTATAGAAGACTTTATGCCCAGAACATTAGCATCCTAGAGACGAAGGGAC 
AGGTGATATGCTCACTGGGCTCAGGACTGCATCCCGGCTGGAGTAACGGAACCACACTTTACACAGTCTGTGGATGTTGCCATGGTTCACTGAG 
AGACAGAAGCAGTTGGAGGGATTGCTGTGTGTTCCTTTAGGGAAAGAGCAGGTTAAGGATGACTTTGCAAAGGAGGACTAAGCTGAGCTTTGAA 
AGCTAC^CCAGTGCAGGGGCACTATTTACCAAGGTAGCCCTGCCACAACATTGATTACTACTTCACATTTAAATTTTGGTGGTAAACACCCGA 
GACTACCATTTCCCAAATTTATGCTCGCAAAGAGTCAGCCAAAAATAAAACTGAAAATGAAATATTTGGGGGAGACCTGGTGTTTCTATAGTCA 
CACAGCCCCAGAGCCGCAGTCAGAGCTGCCATGGCCTGCACCGTAGTGACAGCTGCAGTGGCCTCAGAGCTGCAGTCAGAGCCGCAGTGGCCCT 
CTTCTTCTCACCCAGCGGGCGGAGTGAGCATGCACCATCCGCTCCTGACCATGTTATAAAGATGGTGGTACTGGGTAAAGCTAAGGATGTTTTC 

CCTCACCACCATGAGAGCTGTCTGCTTGGTTTCAAACCATGCTTTTCTGTCTGTACACAGGAAATCTTAGCAACCAGAGATGGTCTTTTATGCC 

ACAAAAGAGTAAGACCTGCCAAGGACAGTCATTTTGAAAGTGTCTCATGTGGGCAGCAGTTCTGAGCTCATTAGCAGGGTGGGCATGTTCTGAT 

AGTTCAGTTGTGGGGGAAGGGGAGGCCCTTGGAGGCTTTTAAGTTTTTGTCTTTGGGTTGGTTTTTTCTTCCTGTCTTAAGCTTTAAGTCTATC 

TCTTGTAAAGTTTGCGATTTTTGAGGGAGGTGTCCTCCGTGTTTTAGCCACACTGGAGTTTGTTCTCCACCTGTCACCAAGCAAACACCACATG 

CCGCCTTCAACAGGACGTCTGTCTTAGTGGGCTTCTCCCCCAGCCAGATCACTGCAGACAGAGGCGGAACCACAGCAAAGGACTTCTTTGTGAG 

GTCGTTCTCTTTGCTCAGAGATGGAGGCCTGGAGCTTATTATAAAACCTAGTTTCCCATTCAGTGTGTCTTTCATGGTTAATAGCGAATGGCAC 

AGATGCGCTTTGCTTTTAAGGATTGAAATATAACACACTCTTTGCTCCTCAGTTGAAAATTTGCATCCCTCAAAAGTGGATTTGAAGTGACTCG 

C ATTT AAAC ATCACATTTTAGGGG CCAGTAAG ATTTTTCAGAG AGCAAAGTGCTTACTAAGTTAGCTTGACTTTGACTTC CT C CACTACCCAC A 

CATAAGCACACTCATGTTAGACACACACACATATCCATCTCATGTTAAACACACATACTACACATACATATGCACTCTTACACTATGCACACAT 

ACACACCTTACACAAACATATATGTGCATACACTCAAACACACACAGTCACATACTCCCACTACACATACATACACTTTCACACTATACACACA 

TACATGCACACACACTCACACTACATATACATACATACTTTCATACTACACATGCATACACACATACTACGGATACATATACAGTCTCATACCA 

C ACACAC ATAC ACT C AC ACTAC AC ACAC AC AT AC AC ATTCTC AC ACT ACAC AC AC AAATGTAAT AAAC ATG C AAGC ATTACTCTT CTT ATTCTT 

GATTTAACTAG ACATAGTAGGATTTGAGGTACCCAAGAATAT CTAGTGATTTACTAATAAGGAC AAAAAAT C C C AAAAAC C AAAAAC C AAAAAA 

AAAAAGAAAGAAAGAAAAAAACCGTCTAGCTTGCAAGCTGACCAGAGAAAGTAAAAGAAATAATTTGGTTTCTATGTTGTCCATAAACATTTCA 

ACAAGTCACTTCTGGTGAGTGAGACAGATAGTAAGCTCACACATACAAATGTGATTTTCTAAATGAGCTAACTGGGAAAATTCCTTTTGGAGTA 

ATTATTAGTCATAACTTACCAAGGTAGAGCTTAATTCTATCAAAACGTTATATGTTCACTTTTTCAGTTTTCTTAGTTGTGTGTTGTTTCTGTA 

ACAAGTTACCATAGTATTTGAAACAACACAAATATCTTCTAAAGATTAGAATAAAAATGTCAGAGTCGAGGCATCAACAGGGCTACACTCCTAG 

CAGCGTTTATTTCTTGTCTTCCAAGCTCTAGGGGCTGCCTGTAAGTCCTGCTATCATCCCCCAGTCCTGCCTCTGTAGGCCTGGGTGAGTCCTG 

CTAGCATCCCTGACTCCTGCTTCTGTAGGCACACTGCACTTTGATTTCTCACTCTCCTAAGTAGCTCACTTGGATATTCCAGGATAATCCTGTC 

ATTTAATTGTCCTACATTGATGGCACATGCAATATATCTTTTGCCACAGAAAGCATAGGTTCTGGGGAATAGGAAGGTTCTGTGGAGTAGCATG 

TAGACATCTTTAGAGCCATTGTTCAGTGTGCCTTCATCTACTAGATTCAGGTATTTATATTGTAATAGAAAATAGAGCTGGGCAGTGGTGGCAC 

ATGCCTTTAATCTCAGCACTTGGGAGGTACAGGCAGGTGGATTTCTGAGTTCGAGGCCAGCCTGGTCTACAAAGTGAGTTCCAGGACAGCCAGG 

GCTACACAGAGAGACCCTGTCTCGATAAAAAAAAAAGAAAGAAAGAAAGAAAGAAAGAAAGAAAGAAAGAAAGAAAGAAAGAAAGAAAGAAGAC 

G ACG ACG ACG ACG ACG ACG ACG ACGAAAAG AAAAAGAAAAT AGAGGCGGGAGAAAGTGAG CCCTCTGCT C CAT C ATGTTCT CAGTTGTATTGCC 

AGTCATTTTGTAAGTTGTGTAACTCCTGCCTGTAATTCTTTCAAGGCCTTGAAGTTCTGTAGCTCAGTAAGTAATCTATTTATCATCAGAACAG 

AAGCATACATATCTAAGATCATGTGCACGTATGTGCTGTCTGTCTGTACGTGTACATTCACAAGTGTGTGGAGGCTGAAGGTGGCTCCCCATCT 

TTGATTTTGAGAAACGGTGTCTAACCTAACCTACAGCTCCTGGATTCAGCTAAGACCTCCAGCCAGCAAATCTTCATGTCTCCACCTTCCTGTA 

GCTGGGACTGCAGACAACTGCCGCCAGCCCAGCTTTTCACTGGGGTACTGGGGCTCTGGACTCAGGTTCTTGTGCTCTACAGCAAGCACCTTAT 

CAACTGGGCCATCTCCCCACCCTCTGGGATGTAATGAACTCAAGTTCCTAAGAGGGTGCGAGATTCAGATCACTTACTCTACACATTTTTCTGA 

AGGGTCCAGCATGCCTGAAGCTCTCTTGGCTCCGAAGATGCACAGCTTGCGGGATCCACCAGGCCCTTGTCTTTAGGGACCCCATAGCCATTAT 

TCTCCTCAAATTTCTTTGTTACATAAGTTACACACACAGGGGCCTAAGAAGGTCCCAGAAAGGCACGTTAAAATTTTGATTTCAGGAATCCTAT 

TTTTGCGTTTTTATTTCTAGTTTTCAATCATGTAATTAGTTTTCTGGCTTTGTGTATTAGTGCAAGAAGAGAAATTAAAATATTTGTATTTTCT 

TCTTTACAGATGTTTCATTTGAACACTGCTTTGACTCACTCAATATTTAATGCAGAATTATATTCACCAGAAATACCACTGTCAACAGGTAAGA 

AAAACACCCCCTTTTCCTGTTGTTTTGCTTTCCCTTAAAAATATTTGGGGTCAGGAGTCAGGGAGATGTGGATCAACCAAACTAAGTATATATG 

AAATTACTATAAGGAAATCTGTTGCTTTGTGGGTGCTTGGGACCTAGCCCAGGCCCTCTGGAAGAGCCACAAGCACTTTTAACCACAGAACCAT 

CTCTTTAGCCACAACAGTCTCTTTTAAAATTCAACAATATTGATAGGAAGGAAGTGGTGATCCGTGTTTTAAAACCACCCTTTCAGTATGCTTT 

CTGGAAATGTGTCTCACAAAAATGCTCCGGCGTGCGCGCACACACATCGTTTTAGCAAGTGTGGTTTCTGGTCTCTGTTAGAATACCCTGAAGC 

CCTGTCTTCACCCCGTGTAAGGACTTTCCTCTTCTCCGTATCTCATTACCCATTAGTGCTCCTTTTTGCTTTACCGCAGCTCACAGAGAGCCAG 

TCTTAGCCCCTCAGTTCTGTATCTGAGGGCCAGTCTTGTCAGCCAGGACACGAGGCTCTGGGGAAACAGTAGGAAAGTAACCTTTATATTCTGA 

CCAGACCAAGCGTACAGAACTAATGCTCCTGACATGACTGCTAATTAACGAACCCACAAACTGTTTAAGGTCCCTTTATGCTATAGCGCACGGG 

CTTCCTTTAGACTCATTATTGACTGGCATGTGTGTAGCCTTGGCCTGATGGCTCTTTTGCTGCTTTGATCACCTGTTGGAGCTAAGCCGTCTTC 

AGCAGCCACTTGTTAGTTGGTGGAGATGCGTATGGAAGTGATTGTCCATTACTGAGGTGGACAGCAGGTGCTTTGTGTGCTCCGGATTTCTGTG 

TCTCGTGATGTAGTTTTTATCATTCTCATTTAAAATGACTATGGTTTTGCCAGCGCCTGCCTTACGGAAAGTTTTCTACAGACGTGGGAGGAAG 

GAGAGTTAGTATGTCACCCTCCTCACTGGTGCCCAGAAGTTACATCACGGAGGCCTGTCTGTCCTTACCCCAAATAACCACCACAGTTTATCTG 

TAATCTTAAGCTGTCCAACACGCTCTAGGTCCCCTTCTTGTGACCAAGTAAATGCAGGGGAGGCAACCGTGTTTCCTGTGAACTTCTAAACTCT 

GAGACCCCAAGAGCTTCCTTTAGCATTTCTGCTTTATTGAAAATGTTGCAGACTCGGTTCTGCCCTCAGGGAAAGCACAGGTTTCTAGAAAATG 

CCTCTAATTAGTTAGAATACTAAACAGCATCCTGCAGGCAGATGATATTCTAATGTGTTCTCCTTTTCCTTTGGTTTATGGACTTAGAAATAAA 

GTTATCCAAAGAATCATCTCAGAAAGTCGTTGGTGTTCATATCATTGCGCTTCGGGAATCTTCTTTTCCATAGTGTTAGAGAATCCTTCAGAAT 

TGCATGGAAGATGCATTCTTTTCCTGTTGTAATGGCTCCTTGCTTGCACTAGCTCTCCGGCTCTGTTTCAGTGCGTTGTCCTGTTTTTATAGTC 

CAAGATGGATGGGACATTTTGTTCAGATTTTAAAGGACTAGAAAGGCTATCTGTGACAGTGTTTGCTTGTAATTTTCATGTGGATTTTTTTTCA 

ATCTTCTCAACTTCTTAAAATCTCAACGTATTAGTATTTCTAACCCTGTGTTGGGAACTCTCTAACAAGGGACAGCTGATAGGTCTGTGTCATT 

TTGCTGTGATTTAATTTTCTTTTTACAATGGAAGATCATTTTTTTTCTGGCACAGAAATGTAGCCAACAGAATATTAGCCTTAAAACAAGTATC 

TGTGTATCAGCTCCAGTGTTCTACTTCTCTTACCCTTGGGTGTGCTCTTCTAAGGGTAATGATTGCCCCCTCTCCGCATGGAACTTCACATATG 

TAAGGAAAACCTAAAACCAATCCTGTGAGTGTTTCAGACGGGCTGTTAAGAAGGAAGAGACTTGGAGCCTAACACGAGGATGTCTCCTCTGCCT 

CCATATTTCAGCAGCATCTTATCCAAATGCTACCACCTTCCTGGCCTGGCTTCTCAGTAGGCTCTTTTGGATGCCTAGAGGAAATGTATATTTT 

TAATATTGTTATACAAGCTGTCTGATATGCCTAGCATGAAATCTTTTTCTAATCAGTTTTATTTCCTCATAAAAGTTAAATTCGAGCAATTTTC 

TTTTTGAAATTTAAAGTTAACAGTTACCTTTCTAAAAGTTTAAAGTGTCAAGAGATGAATCCCATGAGACAGAAGAAGGTAATTTGCTACATTA 

CTGACCCCAGTAACCACCCATCTGTCTTTCTTATTTGGCTTCAAATTAGGTTTCCAATTGCTTTCCTGGTACAGTGTTTAGGCTTCCGTGTTAT 

CTGATCAGTCATAATATTGAGAAGGTAAAATGTATTCTCTTTGAAGTTACAGTTTATTAAAAATTACAACCTGAACTTTTATCTCACCTCAAAT 

TTACATATGCAAAATAAGGCTTAAGCTTCAGCCGAGAAAGTGAATTTTCAAATGAGCACAGAAGTGTTCTTCTAGACTGTCTTCAGCTTCAAGT 

CTTAATTTTCACTCAAACAACTATAAAATGTCGAATATGTTTGTGTATTACACAGCTATTGGTTATCATACTGGGACATAGAAGCCATCTGACG 

CCCTTATGGAATTTTTTATCATAACATTTATATTTATTTATTTTGAAATTTCAAGTCAGATATCATTGGTATATAAATTGAGCCTTTAGGTCCT 

TTTCATAGTAATTAATTGGCATGCATTTATCTTCAATTACATTATTTTTGGTATTTTATCATAACTCTGGGCTGTTTTAGAACAGAGTTCTTAT 

GAGCACACACTGTTAGATACTTTATTATATCTGCATCAAAAGCTGTGAGTAAGATGCCAGGGTAGTGGTCCATGCTTTTAATCCCAGCACTTGG 

CAAGAAAATCTCTGTGAGTTTGAGGCCAACTTTGTCTACATAGTGAGCTCCAGGCGAGCCAAGGATACATGGTGAGTCTCTGTCTAACAAAACA 
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AAACAAGCCATGGAGAAGCAAGAAAAGTTCTTCAGGTCTCACAGAGGGCAAGGAAGAAGCCAGTTAGGCAACAGTGGCTGTCCCTTGGCTTGAA. 
GTAAGGGAAAGACTACATTTCAGGAGCAGTGTTAGGAGAGGCAGGTGGCCCAGGATCTCCCTTCTGTGGGTTTCTAGCTTCAGTTCTTCATTTA 
CTCCTGGGCAGTTCTCTTTGAGGGAGGAAAGTAGTCTGCAGGTGAAGGCCACCTGACACCACAGCACTCAGAGGTGCTCCCTGCACTCAGCTGT 



GTACCATTACCATTCAGAAAAAGCCACTTATTTACCGTTAGTCACTTAAACTATAAAACTANNI^ 

ATCTGGCTTCCTTGGGCACTAAGCAAAGCACTTATGAGCAAAAAATAAATATTTTTTAAAACATTTATTTAATATTTCAAATGATAACACAGAT 
CAGTAGAACACACTTCAGCTATAAAAATTGATTTGAAATCTCTGTTTAAAGCATAACTTCAGCATTTGTCTTGCTTTGTATTTCATACAAGATT 
CCAGAAGTCTCACAGTTTTCTTTTGGTTTTCTTGTGTTTTCCTTGTTTTTAACAGATGGCCCATACCTTCAAATATTAGAGCAACCAAAACAGG 
TAAGCGTAAAGGGGTCGGGTGTTTGGTAATATTACATCTCATGGTAAGGCTCGGTCTCTGAGTAATAGTTAAATCTGATGACAGAGGTAAGGGT 
TTTATCTGAATAATCGGCAGCCTGCCGTGTTATGCAATAACTTCCTGTGTCTACATTTTTCTTACAAATGGCTTTGAAACATCAGTTAATTATA 
AATCCTTGGTAGTCTGTCCTTTTTCCAGCTTAGCTCATCAGCTGCTTCCAGGGAAAGCACTAAAGAGTCTCATTCATGAAGAAATACTCACACA 
CACACAGGTTCACAGCCACTCTGACGCTCTATTGCTCATGGCCATGCCCACAGGGTACCCCTCCTGCCTTCATAAGCTCTGGCCTTTTCTGTGC 
ATAGAATGTGTAGCTTAAGGCAGTAAACGCAGTGGGAGACATTAGAGTGGAGTGGGAGATCTCCCCTCCACCCCTCTGGCTTTAATCCCAGCCT 
TTTTGAAGCAAGGAGAGGATTTTTTTGTTTGGTTGTTGTTGTTGTTTTTGTTTGTGTTTTTGTCTGGCTCTTTCGCTTTCTACTAAATATTGTG 
TTCACCAGCTGAAGATTAAAATAGCCTCAAAACTGCAAATATGCTCATTAGAAGTTGCATGGCTCTAGTACTGTAAGAGAGAAGAGAATCTTCA 
ATATCTGC CGACAG AACATTTCAGTCATTATGGGATGGAAGTT ATGGTATAGCCTC CCACAG AGTG AG AACCAAGT C ACT AG ATCTCTGGGTGG 

CTCAGGAGAGTGGGTTAACACATTGTGTTGTATGACACTCAATGCTAAGAAGTGAATGCTGACAGCATTCGGTGCTGTGCTGTAGAATTCTGAT 
GTGGTCAGCTGTTAAATAGGAGAAACATCTTAGGGATGTCCATGCTACTTTGTAAAGCTGAAATCAGATGGAAATGTTAATTATAAAGACAGGA 
ATGTCACATGGAACTTTGGGGCATTGTTTGGTTGCTTATAGGCGGCCTCTTAACACACACACACACACACACACACACACACACACACACACAC 
ACGCACACACACATACTTATACACATGTACACCCTCCCTGGGCTGCAGATAACACCTGCCCTTGCTTTATCTCCACGTCCATCTTTGTAAAGAT 
GATTTCTCACATAAAGTCGCTGTTCTCGGAGCTCTTCAGTAGAGTTGTGTTCTGTGAAATTCTGCCCAGTAATCTGGAATCCTGGAAAATGTCC 
TAG C CTGGAAG ATTTGGTG AATTC ATAAAACTGATG AGTCCAAAATGTAC CT AC AC ATC AAATAG ATTTTTCAG ATCCTTT AG AAAATTTTAAA 
TAATTTATTTAATTTTATTTTGTGCGCATTGGTGTGATGGCGTCAGAGCCCTTGCAACTGGAATTACAGACAGTTGTGAGCTATGACGTGGGTG 
CTGGGAATTGAGCGCAGGTTCCTTGGGAGAGCGGACAGTGCTCTGCTGAAACATTTCTCTAGCTCCCCTTTTTAACAATATTAAAATTGCATTG 
ATTTATTTTTTAATGTGTTGCTCTCTTTGCCCCCACCCCGTGTGTGTGTGTGTGTGTGTGTGTGTGTTATTATGAACCCCAAAGTCATAGGTAT' 
TTATGATGTGTTTGAACAGCTAGTATAGTTCCAGAATTTAAAATTTAATTCATTTTGTGTGAATATATAAAATCATATATGTATAAAACATCAT 



TCTCTCTGAGGTTAATGACTCATTTGAAGTAAATGGCGTTCCTGAGATGAACAGCGATAGATGGTGAACGTTTAATTTCAGAATACTAGAATTA 
GAAATGTGTCCAGAGCGTGCATTTTAAGACTTCCTAATTTTAGGTTGTTATTTAATTTAAAACATTAGTTTATTTCTGAGTCAAAAAATGTCTG 
TAGTCATTGCTGGCTTCAAACTGGTGCCAGTTTTCCTACCTCCCCTCTCCAAGTGATAAGATGACAGGTGTGAGCCACCATGCCCAGCTCAAAG 
GCATCGATGCTCCAGCCGAACAGCGCAATACACATTACAACCTTCAGAATAAATGCTGCCTTGGATAGGACGTTCAATATTCTTATTCGACCGA 
GAATAATACACAGTGTCACACGCTGTGCAATAAATCATGCTGGCTACAGGGTTAAACGTCACTCCCCATAAGGTATGAGAGGTACAGGTACAGA 
TTTTTCCAATGCCACAAAGAAATTTTGTAATTAAAGATAAGGAACCACTATGTTAAGTTTTTGAGTTAGAAATGTTCTTTTTCTTGGAGGCCTT 
TTGGGCACAGATGATGAAAATGAACCAAACCACAGACTACATGTCTTTAGACTGTCCAGTTCCGTGGCATGTTTCTCACTGTTAACTGTTTATT 



CACAGAGCTCCATTTACGTGCCTCTGCCTCACAAGCACTGGGGTAAGATGTGTGGCAGTTATAATCTGAAGGTGTGTTTGAATTTTCTCAGTTA 
AGTGGATCCCCATCCTAACGGCAGCCCATTTGGGGCTCTTGGTGTTATACATGCTATTATTGTATAGTTTGGGGGTGATTGAGTTCAAGCGTTA 
TCCAGACTGGATCCCAGTAATATTAATTTTTACAAACTTTATGATCTTATTCCTTGAAGTGCTCAGAAGACTGCTAGAGTCACAGTGTCGTAGC 
ATACAGCATGTCTGTAACACAGATGCACTTAATCCTCCAGAGACTTGAGAAGGGGCACCAGGAGAAGGGGGATGTGGGGGGGGAGCACCCTCTC 
AGAGTCGAGGAGGAGGAGGAATGGGGTGAGGAACTTGGGGGGGTGATGTAAATAAATAAAATAATTCTTAAAAAGACACCTTTATGGTCTGTGA 
TCAGAGCAGATAAAGGAACTCCTTTAAGTAATTAGCATAACTTTTACTGATGGCAGAGCGGAGAGCTTGGCAGCAGCCATTGGTAACGAGAGGC 
TCCAGTTGAATAAAGTGCTAACGTATATCCAAAGGCTTAAACTCTTCATCACTCCTGTGTTGAAGGTGGGTGCCTGGCTTCTCCGCCACTGCTC 
AGTGCATCATTTTCATAGTGGCTGTTAGAAAGCATTTCTCCGTCTGCAGAGTTGTCTTCCACAGTTTTGCATGTTTAGAGACGTGTGTGTACAT 
CTGTCATTGTTGCGTTCAGTAAATACCGCTGTGTTCACCTCTGCAGAGGGGATTTCGATTCCGCTATGTGTGTGAAGGCCCATCACACGGAGGG 
CTTCCGGGAGCCTCTAGTGAGAAGAACAAGAAATCCTACCCACAGGTCAAAGTAAGTTTGAAACCTCTGCTCTCACTGCCCAGGAGCAAAGCCA 
AAACGTTCAAGTGAATGTGACTGGGATGTTCCTTTGCCCCTCAGCGGGAGTGTTTACATGGTTCTTAGAATTTTTAAATAGAAATTCACCTCAT 
GAAAATGACGAATCGTCAAAACACCATTAACATCTCCATTTAAGTGAGATGGTTCCAACATCAACTAAGAAAAACTTAACTACCTCTCCAGTGA 
TCTTAAAGCTGTCTTTTCATCTTAAAGTATTTTTAAATATTCTCTGATGTTTTAGTAAAACTTGGAGCCAGGTGTCATAGTGCATACCTGTAGT 
CACTGGACTTAAGAGGCTAGCAACAGGACTGTTAGATATCCCAAGCTAGCCTGAGCTACATAGCATGCTTGAGCTCAGCCTGGGCTAGGTGAGA 
CCCTTATCTCGTAAGAAAACGAAGAAAATAAAAAATGTCTTTGAGGCAAATTTCAAATACTGGGTTTATAGAGATTTCATGACAAGACCCTTGA 
CAGAATATATCGGCTATGGAGTATATTAATTATTTAAGATCATAAGTTCAGACCCAAGTGATGGAATAAACAGGTTGTAAGCAGGCTTATCTCA 
' CTGACCAAACATATAAATACACAAATACCACTAGCATGTACTTCACAAGGTGTTTTAGAGTTTCAATGAGGAAATATGCTTAAGTTCTCTGTAG 
AGAGCCTGAGAGAAACCGTGTGCAGCTACCATGAATGAGTTCTGTAGCATGGGGGGCAGAGGGGTGGGGGAAGCTTCACTGTCTTTACCTTGGG 
GTGTCGGGTGTAGCTTCGCTGCTCTTCGCTTTTTACGTTGTTGATCTAGTTGAGACTACCTTCCTCTAGTTCAGAGTTTCTACTTTCCTAATCC 
AGTGTTGTGTTTCAGAGACTGACAGTGATTTTCCAAGGAAACAGTTAAAAACTTTCGAGTGGTTTAAAAGGTTTTATTTATTTGGTAATCTGGG 
CTTAGACTAAATGTTACCAGCAGTAAACGTTATGGCACTCCAGCCTCTGTCTTTCTGCTGGCTTGAGATCTCAGACGCTCTTGCCCTCAGCTGA 
GCTGACACTGGGGAAGTTATCTTCAGTTTTGCCTCCTAGGTTGCTTGTCCCCCTTTTAATGTTGTACTTCCAGGCTCAGGCCTTCCAGGTTCTT 
GCCCTCTGTCTAAGACAAAAGAGCCATACCATCCTTTATCTTTCCAGTGAAAAAAATGTGAAAAAGCCATACCATCCTTTATCTTTCCAGTGAA 

GGTAACTGAACGTGGAAGTGCAGTGGCTTTAGTGCACAGAAGGCCACAGTTATATTAGACAGTGTTTTTCAGAGAAGTCGAACCAGGTCGGTGA 
AG AC AGGGAGATAGTTAGATGGTTG ACTG AGCGATAG CGG AGG AG ATG AG AGTAATCGG C CTCAGCTGTG ACG ATTATGAAGG AC ACC AAGACC 
CACTCTGCAGCGTCTGTAAAATGTGCGCAGGGACACTGCTAGGATTCCAGCACAGAAGCCTGGGCGCCCTGTAACCAAGGGGACTCTTCACTAA 
ATCTGGGCGTGGCTATGCTTTTCCTCTAAAGGCAGGAGAGGTTGGACTGCTGATGCCCTGGAGGGGCAAGAAATGAAGAGTGTCCTCCCTCCCA 
TTCAGGTGGGGCAGTAGCCGGAGGGAGGGAAGGAGAGGATTCTCTGGTGTTTTGGTCCAGCAGGTCTTCTAGCTGAAGGGAAGGTCTTCCATCA 
GTCCAGCAAACTTTCCAGTGTCCTCTGGAAACGTGCACACAGCTAGGAAGCAAATGCTTTATCAGCTTTCAGCATCTGCCCAGTGTAGTCGACT 
GCACACCGGAAACTTCCCTCAGGACAGTCTGTGGCTTCCAGTGCTGCAGAGGCCAGGCAAGGAATGCAGAGCAGAGCACCGGCGAAGAAAACGG 
TTATTCCACACCCCTGGTGGTCCTCGTGTCTCCCATCTGTTCCCTCCTGTAGCCTTATTAACACTGAGGAGCTCAGGCTGAGGTTAACTGGCCC 
TCTTCAAAGGTGCTGGGCTTCTTTCTCCTGCAGCTCACTGGCCCTCCCATGTGAGCGTGTGCAGCTGAGGGGCCAGGGGCCAGGGGCTGAAGAA 
CAAGTCAAGAAGGACTGATAAATCAAGTCAGGGAGGATGAGCATTCTGAACAGCAAAGAAGAAATGGGGGCAGAAGTCATCAGGGGTCAGATCT 
AGAATTTCCTACCTGTGTGTGTCCTGTACAAATATTGTGTGCAATTATGTGTCCTTATCTGCACCAGGGTCACTGAACATCCCTTGTCAGCACT 
GATACTGATCATAACTACTTAAGAACCGATGTTAGGAGAAAAAAGTAGGGTTTTTTTCTCTATTGGCCTTCTACCAAAAAAAAAAGAAAGAAAA 
TGTACATTGTGTTCTATTTATGAACTCTTTCCTTCTGAGGCACTAGAATTCTGTGGTCTGCCATGCATGAAAGATGGGAGTGTCTGTAGAAAGA 
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GGCTTCCAGGGGTATCATGGCTTACTGCATACCCACCCATAATTCATCGTAGAGGTGGGTCCATGTACTTCCTGAGGGAGCGACTCTTCCGTAG 
CCTTGCACATGCAAGGCTGTGACTTGCATGAAGTATATGTCTTCAGACTCACCTTTTCTTCACCCCCACTGACAATCTCTGTCTCCCTGGACTC 
AGGCCCTCTTTCCTGCCCTGCCTCTTCAAGCACCCCTCCCTGCTGTCCTTAGGGAGCGCCCCTGCAAGGTTAGTGGTTGATGTGATGTGAAGAT 
TGCAGTGAAGATCTGAAGGCTCTTGAAAGCTTTGGGAACTGGTCATGACTTAAGGCTGCAGAAACCAAGCTTTGCTTTATGGAGCTTGTAAACT 
TACATCTTGTTTGGTCGTCTACTTGTTGACTGTTTGAAGCATCAGGTTGACTTGCAAGCTAACTCTAGGAATCTCCCIAAAACCAGCACTTCCTA 
TTAGAAGTATTTCCACGCTGTGGTAGATGCTGGGATGCAAGCTCAGTCGTCACCCCCTCCCCCCACTGAGGTACCACCTTTTCTAGAACTCAGG 
CGGCTGTACCATGTGTATGTTCCTCTCGTGTAGTTGAGAAGAAAGAACCTCTTTGGCTCTCTAGGATCTTGTTGTACAAGTCTTCACGTTCTTA 
TTTCCTCTCTCTCTTTTGATTAATTTGTCTGGGATTACTGGTTCCTATGTCCTCACAGGTATCATGAATGGTTTCTTCAGATTGAAGCATTCCT 
TCCACTGCCTTCAGGAGCTCGGGGTGGGTGAATAGTCTCTTTTAAACCAGCTACTTCATATTTCAAAATATTTTAAGCATACAAGTTGTAAAGT 
TCTAT AT AACAAATACC ATGT AC C AAAATTAATAAATTTAATAGATGGT AATATTTTGCCTATT TGCTATCTGT CTATCTGTTCT CTCTCTCTC 
TCTCTCTCTCTCTCTGATTCTCTCTGAAGTACAACATAGTTACAGTGGGAGCCCCTACTCAGCCACTGCTCTGTCCTCTTATCCTCTTTCTTTG 
CCCAAAGGAAAACCACTGTTCTGAACATTCTTTATCTGAGATGCATTCATATCATATACTAAAATCACTTTCAAGAAAGTTACTTTTTACTATC 
TTTAATCCAAAGTTTTTTATTATATATGGTGGCTCTTTTTCAAACTATATCCAGGTTAAAACTGGGCCCCTGAAGGCTTAAACATTGATTGCTT 
TAATCCAGTCTCTTCCTCTTTATTGTTTGACTAAAAATGTCTTCAGTCACAGTGTGGAATTTATGCTGACCCTTAAAGCAAAAAATCATATTCA 
TGAGGAAGCTAGGGAAAATAAATATCCAGAATTTAAGAAAGTTTTCCACTTTTAAAAAATGGAGTAATCCACTGTCTAGCCTGTAAGCTCTCCC 
TCCAGTGTTTGCTTGGTTCTGACTTTATCTGCGGCTCCTGGGAGAACAGGAGAGACAGCAGAGCTCCTCTGGGCCAAGCCTGTCGCTACCTGTT 
CTTGACTCAGCAAGGAGTGCCAGGGAAGGCTCACTGCCCTCCTTTTCCCGAAAGTGGTGCAGAAAAATTTTAAATCAAAGTGTCTTCCTTGAGC 
AAATGGAACAGGGCCAAGAGGAGAAGCCACACGTGGCTTTAGGAATGCGCCTGCAGCCCGTCCTCACTTGCTTGAGTCCTTCTGTGCTGGGCAC 
CTTGTGAACATTGCACTTGGACATCAGTGACTTTCATTTCTAAAAGACAGTTTGTTTGTAATCATCCAATGCCAGGAGGTTGGAACACAGTGAT 
GCTAATATGACGATTCTGATCAGCTTTGCTGGCAGCTGCCCTGCCTGCCACTCTCCTGGGGTTTGATGGTTAAAGAACGGGTTTATTGGAATGT 

GTCAAGGTTAATAAAGCCCGGCTGATCTGCTGTAGGCTTGAGGATATCACATATCTTTGCAAAAGCGCCCTTTCCCTTGCACAGGCTTGTCTGC 
ATCCGGAGACTTGCCATCCTAAAGATCTAGTTGGAATACTAATTTTGAATAATTTAGCCTGATCCAGTTACCTAACATGCCAGGGGGGAAAGAT 
CACCACAACAGATTGGGCATTCAGAACCTACCTAGTTCATAGCATTTATTAGAATGTCCTTTGACACTTCCAAGTGTTTACTGTGCTCAAATAA 
AAG AAAAGAG CTATGTTC CCTAC C AATACTATAGT CTGTG CTTTGTAAC ACAC AC ACACACAC AC ACAC AC ACAAACAC AGAGTTT ATTAAAAC 
AAGGGCTTTGTAACCCAAGGTTCATGGATCCTTTTGTGGTTTCAGAAAGGTTTGCAACCTCTGACTCTACACATAGAGTTTTATGCATATTTGT 
ATGCATTTTTAAAGACTCGAACATGTGTAAAAGTAATGCTGAAGGGCATTGGCTTTTTTACCACAGCTGATTAAATCGATCTCTACAATTTTGG 
AGGGATGGGGGCGGGGGCGGGGGGAGGGCGACTGGCTCTCACTGTGTAGCTTAGGCTGGCCTTGAACTCATCTTCCTACCTCTGCCTCCAGAGT 
ATTGAGAAATTCCAGGGATGCAACTGTCTTGAATGTTTTTCTTCTTTCTTTTTTCATTTCAAAAATTTACATTTACACTTTTTAGTTTTACCCA 
TTTTAGGCAAGTTGAAGCGCTTTGTGTTTCTCAGCATGTAATTCAAGCTAGTTGCTCTTTAGTATTCCATTGACTGGAAAAGATGTGAGATTTA 
GCGCCTCCTCACACACACACACACACCACACCCCACCCCCGCCTTTCTGTTCTCTCCTTCCTCCCCTCTCCTCCCTCTCTCCCACTCCCACCGA 
GTCTCTTGGCACTGACTAAATACGATGGTTCAAAACCAAAAAGAAAAGAGAATCATTTCCCTGATATTCACTCAGCACGGTGGCAAGTCCTGCA 
CTACAAGGAGGTAACATCCTCTGCGTGGCCATAATAATCTAGACTTCTGCATAACTTTTCTTCTACGTATCCCAGGCGTTTTGCGATTGCCTCC 
ATGAGTAAAATACTGACTTGTTAAAAAACAAACAAACAAACAAAAAAACCAGCCCTTTATTTCACTGTTAGCATTAGAAGTTAGAGAAAGCTGC 
TTACTGAAGGAAACTGTTGAGCAGTGAGAATTGATCCTGAGAGTTAGGAGAGCCAAGCTCCTGAGGGTTGCAGGTTGTCTGACTTTCCAGGCTT 
GGTATGGTGGCCTGCCTCGCCTGGCATTTCCTCTTCCCCTCTCCTGTTTCTCTGCATACTCATTGCTCTTGGGATGCTTGTTCCTAGTGGCAGT 
GTTCAGTCTGAAATCATCTCTGATCAAAGTGGTCTCTGTTTGAAGAGGATCATTACATTCAGGCCGGGAATCCCGGTTTCGTAAAGCCACATGT 
GAAGATTGGTTTTGATGAGGCAGAGTGAGTAACCAGAGCCTATGATCCTCATGTCCCCAGCCACCTTCTCCATAGTCAGGGTCTAGGGTCTTTG 
GTGGGTCTAGGGATGTTCTGCTGGCTCTCCTGGAGTCCCCATCTTCCCCCTCCCACTCTAAGTGGATTTTAGGTCAGTCTTCCAAACAACTTTC 
ACTTTCTTGAGGTCTAATGGAGGTGAGTGGGAGGATATCTGGGCAGACATGTGAAACAATCCAGTCTGAAGACCAGGGGAATGCAGAGTAAGTC 
CCCAGCATCTTCAGATAACCGAGTTATCTATCCIATTGCTTGATAGATAAGTACAAAACAGGTTTGCTTGTATTAGAGAAGACTTGGAATTGAAA 
ACAAG C C AGAAGAAGGTAAGG CC AAAC AC AC ATTTTTCAAAT CACATATC ATTG AAATGGT CTAGAC ATTGG AAAAACAATG ATC AGGTGGG AG 
AGTGGATAATGAGGTTTCTCGGGGTGGAACAGAGAACCGTGGAGGCTGGGAGAAAGGGAGAGCTGAAAGCAGAGCAGAGGGTGTCTAGCTGAAG 
TCCTGGGAGAAACTAACATGGCTGCATGTGTGTGTGTGTCCTTCTCTACGCACAGCTCTCAGATTGGCATGCAGTACTCAGCTTGTGGGCAACA 
TATTCACGGTGTTAAGCACCAGCTGTGAACTGATGGCCAGCGTGGGGTGTGACATTACTTCCTAGATTCTCATTGGCTAAGCTTTGTGAACTGA 
TGGCCAGCGTGGGGTGTGACGTCACTTCCTAGATTCTCATTGGCTAAGCTTTGTGAACTGATGGCCAGTGTGGAGAGTCTCACTGGCTAAGCTG 
CAGCTTCTTCATCTGTAAAGCTGACGTAGAGAACCAACTCAATGGAACATGTGCGTACATTCAGTTGCTCAATGCCGGCACACAGTCAGCCTGG 

ACTCACAGAAAACAAGAGGATAGAAACAAGTGTTAGGTTTTGTTAGGTCCCTTCACTGTGTCCTGGTAGGCCCTATGTGTCTAATTTGCACAAC 
GCTGTATTCATTCCTAGGTTGCCATAACAAATAACTGCAACCTGGGTCATATTAAACAACAGAGTTTATTGTTCCAAAGTTCTGGAGGCCCAGA 
GTCCACAGTGAAGTTGCCAGTGTGGTCTTGCTTCCCACAGAGGCTTCAGGAAAGAGTCAATCCTGGCCTCTTCCAGTTTCGGGTACTTGTTGGC 
AGTCCTCAGCAAGCTCTAGCTGCAGCCACTTCTCTGATCTCTGCTTCTGTCTTCACAGGGCTCTTCTCCCTGACTTTGTATCTGAATCTCTCCC 
TCCTTTCCCTCGTAAAGACACCAGTCAGCGTGGTTAGGGACCACCACGCTGTGTAGCAGGACCTCTTCTTGACCAATCGCATGTGTAGGAAGCC 
TGTGTGTAGATGAAATCATGTTCTTAGCTCCTGCATAGGCCCGAGTCCTGGGAGATGCTCTTCTCACTTACTACAGGCACGATGTGCAGTGGTT 
ACAGAGTGTTCCCGAGTGTGTGCATTTAAGGCCATGTCGTTCCGTGCTGTGCTCAGAAAGAAGCCTGTGTGCACCACGTGCTCCCCTGTGTACC 
TTTGTTAGATTCAGGTAGTGGAAGAAAATCTCTCAGGTCTGAGGAAATTGCTGTACTAGGGTTTTGAACATTTATTCTAGTAGATGGAAGGTGT 
GCTAGAAAGTGTCTGGCATCAGACTCTTGGATGGCACTCTGAATTGTAGCATCTGCCAGTTTCCTTCCCATAGTAAATTTCAGGCTGCTAACAT 
GAAGTCAACTGGCTTGCAATAAATAAATAAATAGATAAATAAATAAATATTTTAAAAAACAGTGAAAATTTAACTATTCTGAAATTAACTCCAT 
GAACTAGTC AAC CGGTTT CTAAC CTACTAGGTGTTAAG CC AGCAAAGTTAGAGCG AGAGAAGGTGATAC ATTGTTTCCTGTAGG AGCTACTTTC 
TATGCACATGTTACATAATATAAAGATGTGCAGGCTATGAGGGAACCCGATAGGTGTTACAGCTGGGACTTCATTGTGTGATAGTTAAAGAGAG 
CTGCGGTTGAGTGGGATTACTGCTGTTTAGAAGCAAGGCTAGACCTCGGTCCCATTCTGCCACTCGCTCGCAGGTGGGGTGTTCTTCAGAAAGT 
TGCTAAAGATCTTCAAACTTGGTTTTGTTTATGAGATGAAAGTAGAAACAACTCCTTCACAGGAACCATGCGTGCTTACGTAAAAAACTGACCT 
CTTAGAAAGGCAGCTGCCATAGTCCTGGCACATCTGCGTCATTAAGTGCTCATTCGGACACGTGTGTAGAAAGAGCCATGGAGATGACTGTTTT 
TTTCCTGAGAGCAGAAGCTTGCAGGTACTTTGTCAACAGCACCTAGAAGGATGCCCATGTATAGCAGACAGGCAGCAGTTACTTGTACAGTGAG 
CAGGTGGTCAGTGCTCAGAAGCTGGAAGGATCATCTAAGGAGGCACTTGTCCTCCCATGGTGGCGCTAAGCAAGTCACTGGAGTGGCCACCAGG 
TCTCCACCTGTCACTGCTGCTCACTCCCCACCAGCCTGCTCCTCTTTGCTTCTCCAGCCTGGCATGACTGCCAGCCAGGACAGCCACATCCCAG 
ACCTGGCTGTACACTGTAGTGTAGCTCTTAGACATAGCACCAATCTATTCTGGGTTGAAACTGGCTTTTCTGCCTTAGTTTCTAAACCTATTTT 
AACTGTCCAATTGCAAAATAACACTTAAAGAAACTAAAAAGGTTTAAGCAAAATAGACATTTATTTATTTTAAAAACTGAAAATTCTAAGGGAA 
GAAGTAGAAAAAAGAAACCCAAACAAACAAACAAATTTGCCAAATCCGTAGAAAAACTCCCATTGGGCTTTTTAGCATCTCGACTTCTACCTTA 
GAGGCCACTCAGCAGCAGCAGGCTCACTGTGAGAAGACCTGCATTCCCAAAGCTGACATCAAAGCTTATGAGACACCCAACTGGCAGTTCCTAG 
GCCTTTGGTACTCTGAGTTGTTCCACTGCCTGCCCCTGCAGCAGTGAGACAGGGGATAGGGTTGAGCCCTGTGTCCGTCAGTCGCATACTCTGC 
CGCTGGTTCTACAAGTGGGATTAGTCACTGACTAGGAACATGGGGAATGAACTGAGGTTAGGATTCACTGAGCAAAGAGCTATGCGCTAGTGAC 
ACGCGGATGCTCCAAGATCACAAGGATTAGCTCATTCGTCCATCCCGTGACCAGCCTACAGTTTCTGAACTCTCATTCCTAACAGTTGGTAAAC , 
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CAGATATCACTTGCATTTAATAAAATTTCAAGAAACACAAAGTTATAGGTAGTAAGTCCCCTTCTGTCCAAGATTCCTTTGTTCCCTGGAGAGG 

AGAGCTGTTAGGGGCTTCTCAAGTGCACTCCCAACCGTGCCTGCCGTGTGTTTACCATGTGTGTTTATACCTGCTGGCACACTTCCACTCACGC 

TTCCTCGTGTAAGTAAGCATTAGTGTAGCGCTTGTGAGCACGGATGTAGTCTACTAATCTATGAACCATCTGCTGCTTACTTTTTTCACTTACT 

GAGTCTGAAATTTGCTCAGATTAACAGCAAACTCCAGAGCTGGCAAATCCAGATTCAAGTCCAGCTCTGTCCCCTGAGTAACTGTGTAACCTTG 

AGCTAACTGACCACCTTCTCTGTGCCCCTATCCAACTAGCATAAGAACAACTCCATGTCTCATAGTGTTGTTGGGAGTACTAATTGAATTAGTG 

TTGAAAGAGCAATGTCTGCTCCAGGGAAGAGTTCTGATGTTGAATTTCCTACCCATCTACTCTGTAAAGGCTGTGTGCTTTCCATGGCTGCTTG 

GGGCATGCTGTCTTCTCTAAGCTCCATCTGTCTTCTATCACAGGCCAACCTTAGTAACCCTGCATGATAGTAACTTCTCCCTTATCCTGGGGTC 

TTTGTCACTTTGGGATGTTTTGTTATTGAGATAGCTTTTTAAAAATACTTATTCATTTTTATTTTATGTGTCTGAGTGTTTTTGCATACATGTA 

TGTATGTGCACCATATGTATGCAGTGCCCACGGGGGCCAGAAGAGGGCGTTGGAATCCCTGAAACTGGCGTTGCAGTTGGTTTTGAGCAGCCAT 

GGGGATTTGCTAGAAGAGCAGAAAGTGTTTTTAACCACAGAGCCATTTCTCCAGCCCAGAGATACCATTTTAAAATTATAATCTGTGACTGTTT 

TGTTTTGTTTTGTTTTGTTGAAACTAGGTTTTACCATGAAGCCCCCTAGCTGGCCAGGAACCCACTGTATAGACAAGTCTGGAATGGGACTCAC 

AGAGGTTGGCCTGCCTCTGCCTCCCAAGTGCTGAGATTAAATGCATGTGCCACTGTGTCTAACCCTTTCTTAATGTAGTGTGTTTATTCTTTGA 

AGAGTCATAAACTAGATTTTCACCATATTCACTTCCCACTGTTCTTTTTAGCTCTTCTGAGGTCTACCTCCTAGCTCCTCTGAGTTTCTTCCTT 

CCTTCCTCCCTCCCTTCCTTCCTTCCTCCCTTCCTTCCTTCCTTCCTTAATTCATTGATTCCTTTCTTTCTGCGTATGTACTAATGGATATGAG 

ACTATCCACTGACCATGGTCATTCCTATAAACATTTTCCTTTCATAAATGTTACTCTATGCATGTGGAGGTCAGACGCAGCTTTCTAAGGTCAG 

TTCTCACTTTCTGCCTGTCTCTCTTGTTCCCCACTGTGATGCATCCTCCAGACTTGATGGGGCTGGAGCTCCCAGCTGGTTCTCCTGTCTCTGC 

CTCCCATCTCTCTATGGGGTGTTGGGATTATAGATGTGCATCACCTAATAGGGCTTTTTACCTGGGTCCCAGGGTCTCAAACTCAAGTTGCTGT 

GATAGGCATATATAACAATGCTTTTACTCATGAGCCTCCCTGGATGCTGAATTTTTTTTTATCATAGCTTTATTTTGACTCTTTATTGTGCCAT 

TTGCTTCTTATATGTTTAATGATGTGTTTTTCAATGTGATGACCCTTTCAGAGAGTCTGCCCTGAGTTGTTCCCAGGCCTCGCCCACTTGAGTG 

TGTTCTGGGGATGCCTTCCTAATGAGCCCCATGCGGACTCTGATGGCTGCCGTACTATGTCTTACTCAGATGTGCCCCTCCTCATTTCTAGACC 

TTATTTCATGTGCATAAGAACTGTGTCTTTTTAGATTCCCTAACACTGTGCTCAGTTAAATTCCTTTTCATTCTTGGGTACTAGGTGATTACCC 

CAGTTAGCAATAGAAATATGCAATTAGTATTAGACATAAGAGGAAACATGTCTCTCCCGTTCATCTCTTACTGAGCTCTTGCTGTGTCTCACAG 

CCAATCATATTCAGCTCCACCAGGGAGGCGTTGGTATCCTAGTTTTCAATTGGGTTTGATGAACACTTGGCCAAAAACAGCTTGTCTGTCTACG 

TTTCTTATGTAGATGCACACACACATATCTCCTAATTACTTTCCCCAGCCTAGACTTCTCCAGAAAACCAGGCTTCAGATCTGGCTACTTGGTC 

GACTTTACCATTTGGATACCTGGTAGGCTTGCTGAGCTCAAAGTTGAATGCTTGATTCCCTACTTGAAGTTGTCCACTCTTAGAAAATGGTAAC 

CCATCCCCCAGTTTCTCAGACCAAGCGGTCTTGAAGTTATTCTTGACGCTCCTCTTCTTGATCACCACTTATAATCTACCCTACTGGCTATTTC 

TTCAAACTAATTAGAATCTAGTTGCTTGTTGCCAGCTCCACCCCATGAGGCCTGGTATAAACCATCCGCGTCCTAATGGCTGCCATTTGCATGG 

GTGATGCCTGTCTCAAGCAGGTATTGCTAACTGATTACAAATTTAGGGTTTGCTGTATGATTTTTTTTGTTAGATAGCATTTATCTTTTTGTAC 

TTTTCAAAGTAGTTTTCTCTTCTTCACACTCACTAAAAAA.TATTTCAGACTAGTTTAAATGTTTCTAATCTAAAAACACAAAGTCAAAAAATGC 

TCTGAAAGAACCAGGGGAAAATGAATGGGGGTGGGTGGGGGGGTAAAGTACTTGTCATACAAGCATGAAGAGCTTGAGTCCCCAGAACCCACAC 

GACAGCTCAATGCAGTATAGTAGTGCAAGGGTGTATAATCTCATTGCTCCTGTACAGAAATGGGAGGTAGGCACTGGAGACTCCCTGGAAATTT 

ACCTGTGGTCCTGAGCGTGTCAGCTGAGTGCAGTTCTGGATCCTCTTCTCATCCGGGAGCCACGCATCACTCCTGCCATGATTTACTGTGATAT 

TTGAACGGTGCTTGTCACCAAGCAGCAGAAGTGTTGCATGCCAGCTCTCGTGTCCGCTAGACCTCGCTCCCCCACTGCTAACTGACTGGGCTCA 

TCCTCCATCTCCTGCTCTGTCCTGAAATGGCTCATCTGTCCAAGGGACCTGATTCCTTAGCAGAGTCGCTTTTCCTAGGTTTTCCTGAGGCTCC 

ATCATTGATCTTTTTTGTTGTTGTTGTTTTTAAGTCTTGAGTTCAGAGCCTATTTCACACATCTCATTGTTGCCATCATCACAGACTCTCCTTC • 

CCTCGCCATCCTAGGTTTGTATCTCCTTTTCCCAATAAAATGCAAACCCTCATTGCCAATAACACTAGAAGTGCCTACTCAGTTGATTGGTCGT 

AC AAT AC T T C C AAAC A C ATG G G G AG AT AGT AT GGT TT C AGG ATG AG G ACG C C AGT AT C AG C C CT AG C AAC T T AAC AAAG AGT TGCGTTTTCTTT 

TTATTTCTTTAACCAAAATTCAGCAGGGAATAATCAACCAGAATAGCGTTTTCATGGGTTACATTCTTTTCCTTCTAGGAAAGTGCGTTACCAT 

TGAACTATAGGGTTAGAATACTTTGTTTATGATGAATCTTAAGAGTTTTCCTATTCCTGCTGATTTTGTTTTATTTTTGAATGGTGGCATGTAT 

CGGCCTCAATTACCTTCCATTTGTGTGAGATAAACTGGACGATTTGGGAACTATCATAAAGTGGGTTTGCTTTATTACCTTTTAATCAGAGAGA 

GGAACAAAGAGTTCTGGGATGGTTATTCTGGAATGTGAACCCAGTAAGCTCACGTTGTCACATGGGGTGTTCCATTTCTATATTTGGAGCCCTC 

TTAGTCTTCCTCACAGTCACAGAGTACACACATATATGGTTCTCGCACATAGGCTTGGTGCTGGCTCTGCGGTCACAGACACGAATGAGTTTAT 

TCCTCTGCCCCGAGGTTACAGAGAGTAGCCAAGCAGCAGACACGTATGAGATGATACTGGGGTGTTTCCTTGGAATTTGGGGAGGATGCTCTGC 

AGTGGGGTGCATATGTGTATGTGTGTGTATGTTCCTGAAGTGGGTGGCCTTCCCTGAATGCATTCCTACTGTGTAGTCATTCCAAACTTCTGAT 

GGTGGAATGCCAGGATCACAGAGCACTTTTCATACTGGATGTCAGAGGCATGGCCCCTTCACAACAGACGTGCTTCACTGTCAGAGCGGTGGGC 

CTGTCACACTGCGTGTGCCTCAGAGATAACATAATCTTCCAAGCTGGTGATGTCATCCTGGAGAGACAGAGCCAACGATGAGCCCCAGGGGATT 

GTTCCTAACCATTTTAACAAGTCTCAGCCCTAAAGTCTTTATGGTTCTTATCAAGTTTTTTGACAAGAAGTGGTAGATAACAAATACTTTAAAT 

TCAAATTAATCTTGAAAACTGGAGCGAAGTGCCIAAACTCTTCAGCCTTGATGTTGAACAGAGACACACACATCCAGAAAAAAAAGAATGAATCC 

AC AAAAGTAC AGAGCAGAGGGGTG AGTCAG C AGC AGTACATGCGG AGAG AGTAG AGTTG ACGTG CCTAG C AAG AG CT AGC AAGG C CTGC AGCTG 

CCAAAGAAGTCGCTCCTCACTAGGCAACAGTAATGGAAATATGATGTATAAGAGCCAAGAGGTGATAGTCTGATGGCCACCCTGCAGGAAGATC 

ACACTAGATGCGTGCAGCCTGCTGGGCAGAGCACAGTAGTCGGCTGTGGGCGGGGCGGGGCCAGATCAGGATGGTTGTGTGACCACACTGGAAT 

GGCTTACAGGATGGTCCTGGCTGTCCTCGGTGTTTGAATAGCTATTATAAGAAAATGGAAATGGACCCCACCATCACAAGACAGGGGAAAGAGG 

GAGCGGTGAGCTGAAGTCCCAGAAGACACCAGCTTCGTGGGAATCACAGCCACCACAGGACGGGGTGACTTTGTCGTCACTGCTCTGAACTAAC 

CTGAAAGACGGTAGAGGAAGAAAGGGAGGCTGCGTGGGCTTCAGCTTCACAGCCTCGGAGTCTCTGGCTCTCCATCCCTGTTTTATATGGCATT 

AGACAGAGTTTTGCTTAGTAAATCATACCTTTGTAACAAGGGCTGATCAAGATTTGGGTACAAGGAAGTTATAATTTCATAATTTCATGATAGA 

TAAGAAAATATAACAATAGATGCTAGTGACTTGCTGGCCATTTTCTCCATGGGTCAAAGTGCATGACTTATTTTTTTACACTAGTATGTCAGTT 

TATTAACACAGGCCGAACAGTTTAGTCACAGCTTGAAAGGGTTTGGTTTGGTTTGGTCCTGAAAGACCAGGTACAGAGTGATACCAGATTTTTC 

TGCTTTGGTTAACCTCAGTCTGACACGCAGATCGTGAGTTCTCTTCTGCCATGCTCCTGTCTGGGGGCGTGATGTGACCGATGAAGTGTCACCA 
AGAAATAAGACAAAATTTCCCAGGTCTACTCACTGGCAATTCTCTTTATTTAGTAGGGGTTTTCCACAGGAAATTGCAGGAGAAGAGTTGAAGT 
GCTCTTTGTCTTGTGTACTTTCCTCTGACTTTTCTCCTTCCCAGAGTGGCCCACATTGCCTTGTAAAGGAGCTGTGTTGACCATGATACTGATC 
AAAGTCAGAGTGCGTTGTGCCAGTCAGCTAAAGCCTGATTGCTCCTCTGCAGTGGACTTCTGTAGTTAAACTCTGTTTTCCAAACATGAAAACA 
CATAAACAAGGACTGGAGATATGGCTCAGCAGCTAAGATCACATACTTCTTCTGCAGAAGACCCAGGTTCCGTTCTAAGCACCCACATCGGGCA 
ACTCACAACTGCCTATAACTCCAGCTCCAGGGGACCCAACACACTCCTCTGGCCTCTATGTGCACCTGCACTCATGGGCACATATTCACACATA 
TATACATAATTTAAAATAAAAATCTTTTAAAAATTAAGGAACATATACCCAGAGAGTAAGTATTTGTCTCTAAGAAGAAATAAATCGGTGATAT 
TAATCTGAAACAAATTTGGACATCACAGAATCAAAAATATTTCTGATTATCCTAAATTAAGATCAAAATCATTTTAAGGGAATTCTGGAGAGGT 
GGCTCATTGGCTAAGCTCTTCTCTGCTCTTGCAAAAGACCCAGGTTTAGCACCCAGGACCCACATGGCAGCTTGGCAACTCACAGCCATCTGTT 
GTCCCAGTGCCAGGAGACCTGACACCCTCTTCTGGCCTCTGCAAGCACCTGCACACACATGGTGCACGTATTTCAGGGAAAACAATTATAGACA 
TAAAATTCAAATTAATTTTAAAATGTCATTGTAAGATCATGCTAGATAAATTTTGTATAAATCATGTCTGTTTTCAGACAGGGATTCTGTACAA 
ATCTAACATGCATTTTAGACGACTTAGTTTTGAAGTTTACACAAACTTTTTTTAAAACTTTGCTTAAAATAGCTAATTATGACTTCATTTGCCT 
GTTTTGGCCCTGCCCCCCATGGCCAAAGCCTGCTGACATCGCCAGGACCAATAGTCCCTTATTCTCAGTACTATAATAAGTACTGAGCTCCCAG 
GGCAGAGCCTGCACTGCAGTCACTGAAAAGCACTGTGTTGAGTAGCCAGACCCAGCCTGGATGGGAAAAGTTAATATCATTGCCTAACATGAAG 
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CGTGGTTAAGTGTATTTTAGATGCTCACAATTGTAAAGCTAAATTGACTTGACAAGGTTCTTTCCGACCCAAATTCTGTGATGTCCGACTCTTT 

TTTTCTTCTTTTATTTTGGATTTGTGATTGTTGACCATTGTCCTGTATGTCTTACATATATACTTTAGGGAACCATAAGCATTTTAGAGCTGGA 

AGCCATGCTAGCTGTGGGCTAGGACTAGACATTTTGCAAAGAAAGCATTAGGAGACCAAAGTGGTTAGTGATTCAAACAAATTCATAGCAGTAG 

CTAAAGACTAAAATTCTGACCATCTTCAGAGGACTAAAAATAATCAAAGTGTTATCTGAAAATTTGTAACTCCAAGCCAGGTATATATATATAT 

ATATATATATATATATATATATATATATGTATGTATATATATTTACCCCAAACAAATTAAAGCTTCCTATAATTCTGTACTCATATATGTATAT 

GGGGTGTGTGTGTGGAGAGAGAGAGAGACAGGGAAAGAGAAGGGGAATTAAATATTTTTGATAAACGTAAGCTTTGATAAGATCTGCCTGACAC 

AAAATACAAAATGCATTTGGTATAAACAGCATCATTCTCCCTTTATACCAAAAACGGAAATTTCTTCGCATTCTATACATTTGAGAATGACAGG 

TCGGGNNNWNlIinsrNNNNt^^ 

NNNNNNNNNNNNNNN^ 

NNNNNNNHNNNNNNN^^ 
NNNNNNNNNNNNNNNNN^ 

TAATGGCCTCAATACAACTGTTTTCTAATAAAAGCATGCGTGATGTTATACCTCTAAAGTAAGATTGGTTTATGTAGGTCTGCCATTGAGAGTG 
GTTATGGG AGG ATTCCTG TCCAGCATTGGGACTGTAT CTAAAAACAG CAGT CTAGCTAG AAAAAAAC AGC AC CTGT AC AAAAAAAC AAAAAC AA 
AAACAAAAAAAGCAGCAGACTCAAAATAGGAATCTCACAGGTCTAATGGGAATCCTGAGTACTTCTGCTGCAGAAAAGTATCCTTAAGAGAGCC 
C AGGTG AAATAGTGTTCG AAAG AAAAACAGGG ACATGTTGTGCAAAAAAG ATAGACTATTGCTTTGTTTGTAAGGAGATGGGTCAG CCGTACGC 
GTTTTAATAGAGTGGTAATGAGCATCACTAATCCCTGAGCTTCAGAGCACAGACTCGGCGTCTGTCTGCAAAGGGGGCTGAGTTGGAGCACTGT 
TGTGATTGATTC CT CTTCAGTTAGACTTAGAGTTC AAG CT AAG ATGG AT AGGC AAGG C AGTGAG ATCAG AGG AAAGGG CTGAGCACGGGGGGAG 
GGGCAGGGGACGAGGAGGGAAGTGCCCTGGCTCTGAAATTTGGCAGTTAAGTGGAGATAAGAGGCAGCGCACTCCCACACACTAGGACGGTTTT 
GGTACAGTGGCTCTGTTCAACAGGAGGCAACGTTAGGTTTAAGAAAAAAGGTAAGCTGGGCGTGGTGGTGCACGCCTTTAATCCTAGCACTCGG 
GAAGCAGAGGCAGGCGGATTTCTGAGTTCAAGACCAGCCTGGTCTTCAGAGTGAGTTCCAGGACAGCCAGGGCTACACAGAGAAACCCTGTCTC 
GAAAAACCAAAAAAAAACAAAACAAAAAAAAAGAAGGAAGGTAATTAGTTAGGCTTGGGCACAT 

TTCCTGCTAAGGGCTAGAAATGTCACACATGCTTATCTGAGAGATGAAAACACTGGGTTATTGGAGGGGGCTGTGAGAGCGAGCGAGCACAGCC 
CGGGCATGTGTTTGAGGACAGGAGCCTAAGGAGAGCCAGAGGTATCAGGTCACAGTGGTGCTGGGGCTGCAGGCGGTTGTGAGCCTCTCCAAAC 
AACGCGGCCATGAACAACCAAATTCAGATCCACTGCAAGAGCAGCAGGCTCTTAACO^CAAGCATCTGTCC^GCCTGTAGACTCTAAGTTAGT 
ATCATATGGAGTAGATGACACAACTCCATCTTGTGGATGGATATCAGATAATGTGATGACTTCCAGAAAGAGACTAAGAGTCGTGGACCGGCGC 
TTGTGAGCTCTTTGAGAAGGGGAATGTAGCCAAGCAGCTGGTGATGGGGGAGAAGGGAGGTCAGAGGGACCACGTTTCAGGGATTGTCATAGGT 
CAAACCATAAGTGACTCATGGGTTTGGAAACTTAAGGCAGTCAGAACCGTTAAGCAACCTTTATTTGAAGACTAGTAGAAGTACTTAACTTTCA 
GAAGACTTCGATGTGAGAAGCTGTTTCTCCCTGGTGACTAGAGTTGTTCTTGAACGCTTGGGTGTAGAGAAAGGAATTCAAGCAAGAGTGGGTA 
GACTCTTTTAAGAACCTTTCTCACAGACTTAGAAGAAGAAAAAAAAAAAAAAAACGTCAAATGAAACAAACAACCCCCCACCCCAAGCCAGCCC 
TGTTTTCTTGGAGTGGCACCTGCCGCCATGTGTTTGAATAAATGATAGCCTTTACCATCATCAAGAAAGGGCTGCTATTTTTAGAATAAGAAAG 
CAAAGGAACTATGTGGATAGCTAAGGGGAAGGGTCATTTAGATGCTTTGTAGGGGTGGAGAGTAATTAGGGGATCTAGAATAAATATTGTGGGT 
AAAACAAGATGGCTTTTCCTGGAAAAGGGAAGAGACACAGTTCTCTGAATTAGTGACAAGAACAGGTCCTGAGCTTCAGTAACAGAAAGGAGAG 
ACATTTGTGGAGGACCATTGTGGAGGCTTCTCGTTAGATCTCAGGAAATCCCAGCAGCAGATGTCTGTGAGGGCAAGAAGAGATAAAGGAGAAT 
TATTTTGCATCAAGAACTGTTCTAAGCAATTTAAATTATCTCTTCTTAATCCTTGTGAAAACTCAGAGACTATGACATTGAAAGTTAAACAACT 
TTCCCAGAGCCTGATATCAGCTTGTTATGGAGGGTCTAGGATTCAGAGCTATTCTGTCTGACTCCAACGCCTGTGTTCTTATGGTGAGAGGACT 
CACTAGTTTCAGGTCTTGGAAGTTCAGCCCTATATCATAGCAGGATGAGAACTTTGAGGGAGGTCCATCTGTCCATCAGAGAAGGATGCTCTAA 
TATATTGGTTCTCAACCTACCTAATGCTGTGACTCTTTAATACAGTTCCTCATGTTGTGGTGACCCCCAACTATAAACTTATCTTTGTTGCTAC 
TTCATTGCTGTAATTCTGCTACTGTTATGAATCATAATGTAAATATCTGATAGCAGGATGATCTTGGGTAACCCCTGTAAAAGGGTGGTTCAGC 
CCCCCAAAGAGTCTCTACCACGGGTTGAAAACTGCTGCTCTCGTGAGAAATTGTGAGGCTGAGAAATTGGGGTGGAACAAAACTGTAGACCCTG 
TAAGTCTGACAGAAGTTAAGATAAATGGACAGAAGACAATGTGAGGCAGATGCAGGAGACAAGAGGCCTCAGGTCAGCAGCCAACTGGAAACAG 
GAGGGAAGGCAAAGGAGGGTTCTGACTTCATGGGGACAGCTGTTGGCTTGACTTGACTTTCTGGTGGTGATGACTGAAGAGTCTATTTCCACAG 
CTGCTGTGATTTCTTTGGAGGTTTCGGTACCAATTCTGGTCTAGAGACAAGACCAGGGTCCTAGACACACAGTTAAGCTTAGGTTGTTCTCTGG 
TATTT AAT AAAC AAGCTGTAACT C AAATAG CTTGTTG AG AGGCTGTGTTGGG ATCC AGGT AT CTTTAAAGGCAAAAG AAAAAG CATATATCACT 
TTAATTTCTTCCTACCTAATATAACTGTTTACAGTTTAGTAGTTTGCCTTCGATAAAGAACATTTAGTGCTATCTCAATTGTTAGTCACGCCCA 
CGTTAACAAGGTAAAGTTACAGGAAGTACTGTGAGCACAAGGAATAGGAAGGACGGGTGAAAGGAACGCTTCTGTTCTTATAGTCCTTCCATTC 
TCACATAGAAGATAGGACATTATTGATACAGGGGACATGTTACATACTTAACAGTTATTAACATACAGAGAAAAGATGAAGCAGGGCAGAGAGC 
AGAAGATGGGGTGGTCGGAGCTTAGGTGGAGGAAGATTCGAAAAACACTTGTCTGAGAAGAGAGCTGTGCACAGACTGGAGCTGGACAGAAGAC 
AGCAGACATCCTGGAACAATGTCCCAGCTAAGCACGCAAGTCCAAAAGCTCTCTGGTGGGAGCCCTCTTGGCAAGTTCTGGAACAGCAGGGTCT 
ACTATAGATG CATTGG AAATAC AAG AATCAAGGTTGAATCAGG AC C CC ACTC CCC C AAAACCCC CGAGG CTCCCTC AGCCG CTGT CGAGGCTTT 
TTAAGAATAGAGACATTAAAATGTTTTATTTACTTCTGTTCTTTAACATGGGAAATTGTAACCATGTATTCCCAGATCTGTGTGTTGAGGCCCT 
TGTGCTAATCACTCAATTAACATGGGAAATTGTCATGTATTCACACAACTGTGTGTTGAGCCCCTGTGCTAATCACCCAGTTCCAAGTGTTTTC 
ATTTTTGGAATTTTGAACTGAGGAATGATGACTTAGCATGTCCTGACTTGAACAAAACTCACTCAGAACAGGTTCTGAGGAGGCAGGCAGGGAG 
CCAGGGAGTAGCCTGAGAAGTGGTTATTTGGGGCTTCGTTTGAAGATCTGGCTTGATTTTATTTATTTTCTAATTTTTTTCAAAAGAAGAACTG 
AAAAGGCAAATAGAACAGTGAAAAGAGAAAGGTAATAAAGAGGACCCAGCCCAGGGAGCACCCCTTCACACTTCACCTTCTACCTAGACGTGTA 
CCTGCCTGGCAAAGGGCTGGCAGAGGGAATATTTCTAACACCATCCTATAAATGACAAGCCACATTCCTATGCTCTTATGGAATCATGGAGTAT 
TAAGCCCCCACACAAAGGTGAGGATTTGTCACATGTCACCAAAGCATTGAGACCCAATTGTACCTGAGGTACCTAGGGGCGCTTGACCTCTAGA 
TATTTATGATGCATGTGATAAGTTTGAAAATTAAAAGGAAACCAAAAAGAAAACAAGGAAGCCCTGCATC^AGGCTGATGAGGTGAAACTTTCA 
GAACAGGGGTACATGCAGGTAGAGGTGTTTCTCTCTTCTCTTCTCTTCTCTTCTCTTCTCTTCTCTTCTCTTCTCTTCTCTTCTTTTTTCTCTT 
CTCTCTTCTCTTCTCTTCTCTTCTCTTCTCTTCGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTATAGACTAGAGTT 
TATTCAGGGCCTGGGGAGGGGAGTTAAGAGGGTAGTGGAGTCAGAGAAAGGCAGAGAGAGGGAGAGAGTAGAGAAGTAGTTGCTGGCCATGACC 
ATGTGG AG AG AG AGG AG AAGGGAATGGGG AG AGAAGGGG AGCAAG AGGG AG AGG CAAG AGAG C AAGG C AAGAGTG AGGTGTT AC C CT CTTT C AG 
AGCAGGATGTCTGCAGGTAGAGGTATTACCTTCTTTCAGAGCAGAGGTGTGGGCAGTTAGAGGTGTTACCCTCTTTCAGGGCAGGGGTGTAGGC 
AGATAGAGGTTTTACTTGCCTGCTCTATATGAAACCCTCCTATCTGAGTGGTGGTTTGCCATTGTAGTTGCAGCCTGACTCTTGAGATGTTGAT 
C AC ACTAGT AGGGAGTGT C AGG AAC AGTGCAAAT C C ATG AAC C CTGGTG AAG GT C C AAGTGTGCCAGC AATAGTGGTGAATC AAAG AGGTTTT C 
ATGTATCCTGTCCCTGCTTTGCATTCCCACACCAATATTCAGAGGGCTAAGAGTGAACTCCACAGTGTTCTGCATCTTGGCTGTCTCTCCAAAG 
CTTACATCACTTGCTCAGGCTGTCTAAACTTGCCTTCTTATCTGCAAGTTAGGGTACTACTAGTGCCAACCCTGCCTATCTCAGGGTCATCAGA 
AAGCCCAGATGTTCTCCATAGATAAGAGGGAAGGACAAANJSfltfNN^^ 
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ATGAGTCCTTCCTATGCCATTAGCTATAATCCCGTTTAGCAGGCTTGATCTGTGCTTCCTGGTTGCACAAATAAATAATAAAGAACAGTAAACT 
GACTCCCTGTCATCCTTGAGAGGACATACATTATTAAACCAATATACTATTTCGTCTCTCTCCCTCCCTCCCTCCTTTCCTTCTTTATAATTTG 
ACTTGACTCAAGAAGAGTAAGCAAGTAGCCTTTTTTTTTTTTTTTCTTTAAATGGAAAAGACTTTCAGGATGACAAGGGGACTCTTGGTCCTCC 
TTTTCACACCTAGCATGAGGCCTTTCTCACAATATGCCTCACCAGTGCCAACAAACAAGCAGGAGTCTCTGTAGCTGTACCTGTGCTCAGATCG 
GTGATTACAGCCATGGCGCATTAAAGCCAGTTAGAGAGAGAAAAATAACCGAGCCGAGTGTTGACATGGTGCCGTGGAAATGTGAATAGACTTT 
GGGGAGGCAATGGCAGACCCCGAGTTCAGGGCACCACCACCTTACCCCAAACCATTGGAACCAGGTGGTGCATGTTACTTGAGCTTGCAAAGGG 
CTGGTTCTTTCCCCGGTGATATGGGGTGCCACTACTGACCCCACATGGCTATTGTGGGGATT.TCTCCCTCCTCGGCTGTAGAGACAGAATATGC 
ACATAGACTTAGATGAGCACGTGCTCTGGGAAATGAACAAGCATGCGAAGTAAGGCGTTATTTAACTCTTACTAGCCAGTCACATATCACTTTC 
CTACCCTATGTCCTCCAGTCATTCTCGAAAAGGGCACAGTCGTGGAGCCATGATGGGCTGACATTGTGAGGAAGGTGGGAAACACAAGAGACAC 
GGGCTATTGGTGCAGCTGCTTGAAGGAACTCCTCCTGTGCGCTGTTAATGAGCAGGATGAGGGCTCGAGAGCACTGAGCACCCTGCGAGCATGA 
CTGCGCTCGACCTGCTGAGAATGCCTTTCGAGCATGCGCTCTACCCGCCCGCAGAGAACGCCTGCGAAGCTGCCTCATCCTCCACTTGCTCCTT 
GCTTACTCAGCTCAACTCTGCCTTCAAATCTCAGTCCGCATGAGTTAAACACACGGAAGCTTTCTGTCACTTCCCAACCGTGCCAGACACTGTT 

attagacattctgtttgatgagttctccagttaggttttacctgtattgttgaagttatccagttagcgtcagtcccactgtttaattccgtga 
gagaaagaaattgggcttgttctgaacgaggtgtagcccccactctctgaccttctacagtgtggggctcttagaaaggggcgtaacaaactaa 
actggtaaactttagtactcagtgaaataatgggctagataagaaacaattttctgagattgttgatatcatcaggaaccaagtgttgtcttaa 
ctcctttaatcttaaaacagtccggtgatacttcgtcattaatttgatttttgaaggtggagaaggtgacacaggtcactccacgacagctggg 
gg atttg ag c ctggctttgag agatcttaacctaaccatg acgtgctg tgg taaag agcaaggttgggttcacaagcagagc cagg c cctgtta 
gaaccctgaggatgttcgaaagaaaaaatcagcagaaaagaatgattttaggtatgatgtcttacatttatgctgcttctgctttctgtcagag 
tacgttagccgaattcacccagAgagcagcctggcttttgaaactgtgattctgaggaagttctaggccactcatctcttgttacccctttgaa 
gaaacagcaaatgcttttccacagtaggtcagggctatctgaggttaaaaaaaaaaaaaagtacgtggctgactaagagggctatacctgagcc 
catgacttgtagtttttattctaaaaggagctctgacccatggagccagaattctagaagagttttccttcatcagggaaggccaaggaagtct 
gattgtccccaagaagggcagctgacactagaataacatagtattttgtagaaaaataaaacatagcaaaagaaagaaaataaatgtatttgta 
gaaaactaacaaaacactgcaatgtaggaaaaaagaaaaacctxccccttggaattgatgtgggccaagtatcttccagccacttggttcaaat 
ggacctattagacatcctctaagtgagggagcatctgacagtctgagatagcccctgagggttgtcctctcctctgctgagtactgttgtgaag 
tgtttgtgtacttgaatgtatatattcctcattaacagccccttgaacattactgaacaggtgaagagaccaagcaaggtcacacagactggaa 
ctgcctctcgcccccagccagcctagcctgtctctgaagtccacactcttcccattccgagcaggtgagtatgcaggatggctcctttggcttc 
ttacctgtgcttgagtgcttacaattaagagtctctgttcagattctactctcagaaagaccttcgtagtagacagttgccctctataaacttt 
atcttcaagagacgtaatacttccattccgttgccagaataagtttctacattggtgttgaatacctcttggccactatggcatgataaatgat 
ggttccaagaaatcgttgtcaaggtttgcctgtgccgcacagctgtccccacaagtaaggctttctttctctcagatggcatcttggaaagtac 
agaaagcccaggggcctccctgttttcattctgtggtctgtgtaaaaaccaaatgctaccatcccgactacactctttgagatggatcaaacag 
cacattggtcactggcagatctttcaggtgcctcacctcagagtcctcccagttcctcattcttgccgcccttcaaccatgaagttagtcgtaa 
gaaaaacagtaagtgcttcttgaatgcacctcccacctctttccatcagcgccagtgactaactaggctgtcagcgcagcttcagaaggctcgg 
attgcaaactctcaggccttctcccatgaggcctttctgcttaagtggaaagcctgcctgatttcacccaagtgaagcgcttccttgagccttc 
ctgtgctgtgttcctgtgcacactgtcagttaaaagtgggatcacgtgactcgctggctctgccgatcattagcagaccgatgtgatcagccat 

CCAGAGCTGGAATCAGCCATCCAGGGACTTTGTAGGAAGAGCATCATCAGCCTTGGAGCAAAACCAGAACTTGGTATTCATTGTCCTACACTTA 
AATGGGGAAGTATTTGGCCTGTGAAGAAAGACGACTTGCTAAATTCACTTCATTTTAATATCAGAGAGAGTTTTAAGTTCTGTGCCTAAGAAAG 
CAACTCATGCTTTGGGACAGTCAAGGTTAAAGTTAGTACAAAACCTTTCTCTGAATTAGGTCACTCTGTAACTATGGGAAGGCAGTCCTGCTGA 
TGGCCTCGCCGCTCTGGAAGAAGTATGCCCTGGTCTGTTTTATGTTGTGTTGGTTGACAAGCAAATTACACAGGATTAAAGTTTGCTTGGGCTG 
GGGTTTGAAGCCTGGGAGGGTTCAGGTTGTTGGTCAGCCATATCTGACAGGAAGTTTGCAGCCCAGGACAAGACAGGAAATTACATAACAAGAG 
AGGCCATCTTGGCTGAAGTATCTCTTCCTCTTTGTATAGGTCACAGCTCCGTAGATGAGGGCTGGCTCTTATGGTGTATTCGATTTTACCTCCT 
AAAGATCAACTTCGAGACACCATCACTGGATTACATTTCTAGGCTCAAAACGTCTCATGAGTTTCGGGGTGGGTTCAGAAGCAACTCATTATAA 
TGTTGTATCAGGGCTCAGGCAGGCAGGCCTCCTTGGGGAGTCTAGAGAGCTGGCTCGCTGGCCAGAAGGGAGACCGTTCGTTGTTCAGGGCAAT 
GGTATCTTTTCT CC ATACTCT CTGGGGAGTTACGCG AG CAGTG ATCAGCTTCCCGGCTCTG ACCATCAAAGGTTACACTGGAG AAAATC CATAT 
TGAGAGCAAACTCTGTAGAGCCCTGCCTCCGTGGAGTCTGGACCCCGCTGATAGTAGTGATATTATAAGTGAGCAGGCTGAGGAAGGCTGTGTG 
TCTTTACAGGAAGCTCCTTTAGCAGATGCAGGCTCTTCACGTTCACGTTGACATTTATCCAGAGAGGCGACGTACCTCATGCATTTCTAACAAT 
AGGTGGGATTTATGGCAGGTTCTGACTTAATCGAATTCAGAGGGGAGTAATGCCTCCGAGCTACTCATGGTGTGAGTCTCATGGTGTGATTTCC 
ACGGTGTGATTCTCATGGTGTGGTTCTCAtGTTGGGCCATCTTGACGAAAAGTTCTACACTGTAGAGGTCGGGATGGTCAACTAGACAAGAAAG 
. ACTTGGTCATCTCCTCTCTCCTGTCCTGTCCATTGCTGTTCTTACCACGTTACAAATACACAAGTGAAATGATCGCCTCACATGGAAAACTTAA 
CTTTGTAAAACAAGAGCTAAACAACCAAATGTGAAACCTACAAATTTTTAGTCAGAAAGTTTGCTTTTTTTATTTAAGAAACTCACAGACTCCT 
GAACATATACAGTATAATGTCAGAACCCATGCCTGGGGAAACTACTGAAGAGTAGTGGGTGTCCTGTTAGGTGATGTGGACCAAGCCATGGGCT 
TATGTCATTAAAAACAGCCTCCAGAGCCAAGCCCCTGAACAAGACTACCTTTCTGGTAATCACATGACAAGGAGTTAGGACTCAGTCTTTGTTT 
GTCTCTCTTAGTTCATCAGTCACCCATTCCCTTCTCGTGCATGGTTTGCCCAGTTTTCATCACTGAAAATCGTGACAAGGTTTCAGAGAAGAAA 
CAGTGTTGGTTAGTAAGGACCCTTGTGACAGTCCTACCTAATGAGGCATACTCTGTTTTCAGTGACTTGTTTCCTGGACATATAAACAACCCCC 
ACTACCATTTTGATTTATTTGCATCCTGTCATGTGTTCATTGTATATTTTTTAAGTTGAGCTATAGTCAAATATGTATATATCTGCAAAATGTT 
GTATTTATGCTGATTGGTTCCATGTTACAGTCAGGTCAGATGTACTAACTGTTGAAAATGTGCTTCTCATATAGATTTGCAACTATGTGGGGCC 
TGCAAAGGTTATCGTTGAGTTGGTCACAAATGGAAAAAACATCCACCTGCACGCCCACAGCCTGGTGGGCAAGCACTGTGAGGACGGGGTATGG 
ACCGTAACAGCAGGACCCAAGGACATGGTGGTTGGGTAAGTGGGCTGTGTGGTATGGAGGGAGCGGGAACACGCGGGTGTGAAATCCATAGGCC 
CCTTTCCTTGTGGACCTGTGCAAAGCCTGAGAGGGTGTCACACACGCGCAAGCAGATAAAGCCAGGGGAATGTGTGTCCTCTCCTTTGAACTGC 
TAAGGAAATAGAGGTGACCAGATATCTGTCCTGCCTGAGACAATCGTTGCATCTGTAGTGTTGGCCTCTCAAGGATGGGTTTGGACAATGTTAT 
AATTATAAGCCCTTGACCTAAGAGGCATTTGTGCCACTTTCAATTATATTTTTCTTCTCCTGGAATTAAAGATGAAGAAAAGAATGAAACAACT 
ACCTTAACTATATAGAAATGATTACCATGGAGATGCTTTTTGCTTCCTTGAAACAGCATCTCCACTATAGTTTAAGCTTACCTTGAACTCACAT 
AGATCCTGTTGTCTCTACCTCCCAAGTGTTTGGGTGCTGGGATTAGAGATGTGTACCCCCCCACACACAGACAGAGCTCTGATTTTTGCCTATT 
TGGGATTTTCTTAATAGAGTTCTAGTGGGAACATTTGAGACATGAAGCAGATAAGTAAATATTGTTTCAACTGTGCGCTACTTATAAAATGTGT 
GCTTTTTAAGTCAACAAGACATGCAAATTGGTTTGGGCACTCATTTGATCTGGAACATAAGTAGAAATTAGTGTATTCTTTCAAAGTCAGTCAA 
ATACAACAATTTTTAGTGAATGAAATTTTATAGAAGTAATCTTAGTTCAAAAGAATCACAAAATATTTAATAAGACATAATTATGGGCTGAGAG 
AGGATGAGTTTAGTTTGCAAGTATGATGGCCCAAGTTCAAACCCCTGGCCTCTCATAGCAGCGCTTTTCAGAGGACAGGCATTTATCCTCCCAG 
CTCCTGCAGGGGAGCAAGAGGCAAAGACAGGAGAATCTGGAATCTCATGCAGTAGCTGGCCTGGTGTGGTGGACAGACACCAAACAGATCCCAT 
GTCAAACCTGAAGTTCTCCTCAGACCTCCATATGCACAGCACATCACATAGTCAGCTGCGTTCGCACACATAAAATAAGGGCACTCACTATGCT 
AAGGTTTTATATTTCATTATCCTGAAACACTAAAATAGCAGACAATGTAGTAACTTAAACAGCAAAAAATGATGTAAGCATTCAGTCATCTCAA 
ATACAGATAACTGCTATTTTGCAGACTCTTAAAAAGCAAAGGGGATGATTCAGTGGGTAAGTGCACTTTCCACCAAATCTGAGAGCCTGAGTCC 
AACTCCTGTAAGCCACATGGCAGGAGAGAAGCAACTTCCACAAATTATTCTCCAACCTCCACATGCAACAAAGGTATAAGTGCACACACACACC 
ATGTAATATAATTTTTAAATAAAAAAAAGTTAACTAAAATATTTTTAAAGCCAGAAGGTAAGAACTGGGGAGACAGGTCAGTGGGTAAAGTATT 
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TG C AATG C AAACTTCAGGGC CTG AGTTCTGAGCT CCAG CGCCC ACATGAAAATCCAGGTGTTAAAAAAACCAAACTG ATAAATAAAATA&AACC 

GGGAAAGGGCAGAGCACAGCGGTGCATGCCTTTAATCCTAGCACTCIAGGAGGCAGAGTCTAAGGCCAGCCTGGTCTACAGAGTGAGTTCCAGGA 

CCGCCAGGGCTACACAGAGAGAGTCTGTCTCACTGCCCCCCAAAGCCAGGTGTAGTGATGCACCTGGAACCCCAATGTCTGGCCACAGGGATGG 

AGCAGATCCGCGGGGCTCACAAGCCAGTCAGAAAGCACGGCCCAGTCCATGACCCTGTCTCAAAAACCCGAGAAGTGACTGAGGAAAATTCCCT 

GCCTGTGTTCTCTGTGGTGCATGCAGATACATTGTTGTTAATTTTATTTAATTGTGTACATCATCATTCAGAGTTCTCCAGTCTTAGATCAAGT 

AGTGTCTGGGAAGACCCCAGTGAATGTGTGCTTTTTTTAGGAGATTGCTTAGCCAGCCTTGATGAAGTCTGACTCTGTTGCCCTGCAATCTTGG 

GAGGTTCAGCTTTCAAAGTCCCAGGCATCATTTCTTCATTTGACGACGAAGATGCTCAAGTGTGAGAAGCTCCCAGAGAGAGGGCCCTTCCCTT 

TAAGTCATTCATCTCTGGTGCTTTTTGACGTTAGGGAGAAAAGTATCCGAATTGGAGGAAGCTGAAGTTAGTTCTCGTGGACTTCAGCTTGTCT 

CGGCATCTCCTGGCTGCCCTGCTTCTCAATCTGCCGAAACTGACATGCAGGGTGACTGTCAGTTTTAGACAACTGATCGGTTAGTGTATTCCCT 

GATTGATTGGGCACATCATAGCCAATCGTTTTGAAGCATTTCCGTTCTTTTCGTCTTGCTTAATCTGTCTTACAATCATATGTTCTTAAGGAAA 

TCACAGGTG AACTTTTCTATCAG TATTTCTG TCAGTAATATTTATTATTATAAAACTTGCAGAGTGTTG CTTCTCTGTTGGGTTTAATAATCTT 

TCATGATTTAGAAGAAACTAATGGTGGCTGTGTCTGCTGCTCTGAGGTAGACACAAGGCCTTGGGTTGCTCTCCCCTGCAGCACTACCGCCACT 

AAAAACACTAATGGCTGTTTATGCTGGAGCCTAGGTTGCAGCGATGGAGGTAAATTCAGTACCrGTAAGCAGAGCGGAGAGGTCCGTCGGTGTC 

TTTTAGTGTAGTGGGGCACGGGGCTGTAGAGTTGGGAGTGTGCATTACTCATGATTTAGCAAACATTTTCGACATCCGATTCGTGACTAGGCTC 

CCTGTGGTTTGATCTAGTCATAGCTGGGTGGGATTTTCTAAGGTGAGGAAACTTTCTCGGAGAGATGCAGTCGAGGAGATGCCGCCTGAGTGAT 

AGGGGGTAACCACAGTAGCTTTTCCCACCCAAGAATCTCTCACTGTAGAATGTCTGCAGTCGCTTTCCCGGTTGGCATTTAGCTGAGAGAATTG 

TGCTCATGGTATTTTCCCCAGACACCATTTTCTTCGTGATTCCCTTGTCTCTGTGTCTCTGAGTTTCTAACACGGTCCTACACCTTTTGCGTTT 

TCTTCTGTTTCTCTTGGATGGAAAAGCAGCGTGCTAGCAGCCGGGAAGTCAGAGCTCCTGTATGCTTCTGTCACTCTGCACGGCAGAAGGGATG 

GAGGCCAAGTTGCATGACTTTCTAAAGACTTGAATTCCTTTCCTTACAAAATCAGAAAGACACAGGCTCTGTCTATCTCCAGGCACTCAGTGTT 

TAAC CCT CTAG ACCAAGC CC ACATT AGCTAATGTTATAAAAC AGCAGG AGG AAACTTGCCACTATCTCCTCATGGTATGACATCGGTTATTTTA 

TTTAGTTCTGACTTGTAGGGCAGAAGTTTAGGAAGGCAGGCAAAGGTGTTTCTTAGACTTGTCAATACTAGAAATAGAACCAAGATAACATTTT 

C CAATACTAC AGATT AG ACTG AAT AT AG ATT CAC AAAC AAGGCACCAGTCCAAACTAT C AACATATGTAAAAATGACC C CAAGAAGACC AAGCT 

TTGAACACATCAAAACCAAACGGACCCCCTTTGTTTACAGTGTCTTTCACACTTTCTTCTCTGTTTGAATTCTTAATAAGTTTAGTTTCTATTT 

TTGCAAATTATTTTATGAGTATTAGAACTATCATCTCTTGGGGTTTGATTATGGATTTGATTGTTTTAATATAGGGTCATTAACTTCAGTTAGC 

TTTCATTAGACCTCTTGTCTCTTATGCACTTAGTTAGACTTCACTGCCTTTCTrAATAAAAAAAAGAAGAAGAATCCTGTTTAGTATTCTATTT 

TGAGCAGAATGTTAATATTTTTAGCAACACTCTAGTTCTCTGAAATTTTTTGTTCAGTGGAAAATGTCTGTGCATTTCTACTTTGCTGTCGGCC 

ACGTCCACCAAAAGTGACCACACCGTGTTTGCTTACTGGCAACCTGGGTTGAAAGAGATGTACAGTTGTTTTTATTTCCCCCTCCCAACTAATT 

TATGTAGCTTATTGCAGTTGGTAAGCAGGAGAGCAGAGATTCTCAACCTGTCGGTTGCAACCCCTTTGGGCGTCAAATGGTCTTTTGACAGAGG 

ATGCCTATGGAGATTTATATTAAGCTTTATAACAGTGGCAAAATTACAGTTATGAAGCAGCAATGGAATAATTTTATGGTTGGAGGTCACCACA 

GCATGAGGAACTGTTAAAGTGTTGAAGCATGAGGAAGGCTGAGAGCCACTGCCCTGGATGATAGTAGATATGAGAACACACAGGAGAGCCTTTG 

GGCT C CCTC AGG AG AACTGCTACCTTAAATTACTGCTGGACAGATCCAGTGT AATTGTGTAGCTAAACACTAG C CC AC AGG AG AGGC ACTGCCT 

AGAGAAGGTTGGACAAATATGGACTTAGGTTCAAGGTGTGCCGTACCAAGTTGGTGTATGCACTGTGAGACGAGAGCTGCTTTTGAACACTGAA 

ATCAAGGTCTGAAACAACAAAGGCCAAAGAGGGGCCACTGTGAGCCCCAACCCAGTGTTAGACACATCAAAATTTGAGCAACAGCTTCCAAATG 

ATGATGAAGATGAAACATCTGACCTACTTCAGCATGTTTATTGATGGCTACAGGTTTGAGTCAGCCTGGGTCACTTCATAGAAAACTGATGCCA 

GCCTCCATCCCATAGAGTGGGATTTCACAGAGCAGTGAAAAGCCAGGCCCTCCAGCCTCAGCATTCCTGTTGAGTTAATGGAAAGGTTTGTTTG 

AAAAGTCCTGATTCCGTAGGGTTGGATGGAGCCCCAGATTTTTAGTAAATTCTAAAACAACACTGATGTTGCTAGTTAAAGACTCCCATGTTGT 

GAATATGAGAGGAAGAAGCAAGGTTGTGGTTTCAGCCCTTTTATTAGTGGTTGTAGCGTTTCTGTTTTTAAAATGTCATTGCTGCAACACTCCT 

GCTCTCCAGTGTTCATTTCTGTGAATTTTGATAATCATGTGGCTACTCCTGATCTGAGGCTGATGAGTTCTCTTTGGTTTTATGTCTGAAAGTC 

GTCCCTTCATCTTCTCTGTTCAAAGGTGTTTTTTGAAGAGCAGAGGATTCTAAGTTGACAATATGTACTTTCATGTGCTGGTTTTATGTTGATT 

CACCGTCTCAGGTCTTGACGTGTTTCCAGCAAGAGCTCTCTGTAGGTCTGCCTCGGCTCTACTGTTCCCAGAGTGTGATTGTTTCTCTAGCAGC 

GTCTTGACTTCTCTTTAGCACTCGTAAGCAGTGTGAGTTTTGATGGGTTTGAGGGTAGCTTTCTTTTTAAGCTTGAGCTTCTTAGTCGTCATAG 

ATCCTTGGATTTACATTTCTTATTAAATCTTAAAGCTTTTCAACTGTTAAGTTTTCTGTCACTGTCACTGCCCCTGCTCCCCATTCCTGTTCTC 

TGTCACTTTCTCTCTTCCAGACTAGGGTTGAGTTGGCACAGTGACTAAGAGAATACCTTCTGAATAGTCAATCTGATGCCTCATGTATTCCGAG 

GCTTCCTGTTTATGAGAATAGTAGCTCTTTCCCTTAGCCTAACAG6GCTTTCTCACAAATGTTTCCTTTGGATTTTTGAAAATCTGTGATGCTC 

TGGATATAAATCCTAATCTTCTTAACCTCAAGTCTTTGCAACTGCAGAGCCCTAGCTGGCTGCCTGGGTTCTCCTTCCGATCCTGCAACCTAAG 

C ATTAAGC C AGGTAATTGT AAGAGTACCTTTCTATTTTTTTTTCT CGGATGACTGTTGTGTGTC AC CT ATCTCCAG AGCATGACAATCGTTTTC 

TCGTGTGTTTTGGCTATTTAATTCTAGAGGAACCGTCTAGGTCTATATTACTCCACCATGGCCTGTGGTGGAACACTGGTGTGTTGTTTACTAG 

GGTAAACGCTTCCTTCATGATTCATATAATAAATAAGCATGATGCCTTTCTCCAGATGTGAAGCTGGGTTACGTGTAAGAAGTGCAGCCGAGGT 

GATGGTCACTGATGTTCCCAGGAGATGAGCCTGGGCTCCTAGCGGGGGAGCAGTCTGCACAAGAGTGAGACCCAAAAGGGCAGACACAAGATCT 

GTTAGACACAAGGACCTCCAAGCACATTAGCAGGTTGGGTGCATAATGTTTGTGATGCTCCCTCCGTTCAAGCTTTCCTGTGGTCAGCAGGCAC 

CTGCTGAGGACCCACATGTCAGCCTGCATTCTAAGACCTGGGGATCTCTGTCCTGAAGGAGCTGTGGAAACACAGCATGTTGACTTCTCTGTGT 

CCCTGTAACTGACTCCACATCTGGGCTTCTGTGTGTGTCTGTTTCCTTCTGCCTTCACCTCTTCTCCTCCCTTTCTCCAGTTTATATGACCTTT 

GCACAGTAGCTTGTTCTCATGTGTGCAGGCAAGTTGTCAGATCTCTTTTATTGTCATTTTATATTACATTTACCGTGTGTGTGTGTGTGTGTGT 

GTGTGTGTGTGTGTGTATGTGTATTTCTGCTTGTCGGGGGAGGCTATCTGTTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCT 

CTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTCAGTGTCAAAGCCCAGAACAACTTGTGGAAGCCGCTTCTCTTCCCC 

TCCTATGTGGGTTCTAGGGATTGAACTCATGTCACCAAGCTTGGCAGCTAGTGTTCTTACTGACTTAGCCATCTCACTGACCTGTATCATTTTC 

TTCCTTCTACTAATATTTATTTTACTTTTAGAGTAAAAGTCCTTACAAACATCTATATGGCTCTGAGAGACCCAGGCCCTGCACTTTTCTCTTT 

GAGTTCATCTGTCCCCTCTGACTCTGCTGCTTACCCTCAGCCCATGTGCCACCTTTCTGCCACTGTCAAAAACAGCAGAGTGGCCCTGCCATGC 

GGTCTTCACATTCACCAGAGTGGTCCTGCCATGAGGTCCTCACACTCACCTGTCTGCAGCTCTGATACTTAGAATCCACTTCTTCTGACCTCCC 

TCAGGACTGGCTCAGCTGTGATCTCAGGGTCCTGTCTGGGTTCTCCCTGTCTGGGTCTCCTACCCTCTCACCCCTCCCAGGCCTGTCTTCTTTT 

TCTTGTTTACATGTATTTCTCTTTTAAGTTACACTGTGAAATCTATCATCGTGTACGCTAGCATGTGCATTGTGTGAGAGCACAGTGAAGCCAC 

ACAAGCCTTCCCTAGTAAAGCATACGTACAAGGGCACCCGTACTCTGTGACTCCTGAGTTGACATCTAATATGTTCTGAGACGTAAGGTGATTG 

AAGTTTTCCTCCAACTCTTTTAGTAACCCAGTTTAACCTGGTCTGACAAATCCACTTCTGTGATGAGTCTGGTTAGAGGCCTCTCTGCAGAAAT 

GTCAATGAGCTGAGTCCATGGTGCACCCCAGCCCTGCCAACAGTGTCTAGTGACGTACAGCATATGGCATATATCACCCTCATAAAGTCCCAAA 

TTCTGATGTTCATCTGACTTTGGTCTGTGTAAGATGCTGAGTGCTTGTGTACTTTTTTCGGTGTGCTGTCTGCTGACCTGAAGCCCGCCCCCCG 

GCCATGACCTGCCTGACTTCTGGTCTCACTGTTTTTCTCCAGCTTTGCAAACCTGGGAATACTTCATGTGACTAAGAAAAAGGTATTTGAAACA 

CTGGAAGCACGGATGACAGAGGCGTGTATTAGGGGCTATAATCCTGGACTTCTGGTGCATTCTGACCTTGCCTATCTACAAGCAGAAGGCGGAG 

GAGACCGGCAACTCACAGGTGAGCCAGCTGACCCAGCCTTAATTAAGGCTTCTATGTTCCAGGATGACTGCAGCCATCAGCGTGCCAGGCTATC 

AGAGGGAAGGGGATCAGTGCAGCCCGGTCTTTCCTTTCTGTGCTGGGCACCGTGGAGAAGCGGAGCCCACACACAAAGACTCTGCATGCTTGTT 

CTCACCTATGTCTGCGCAGCCGGCGGTGCAGAGACGTGCATTTCCCTGTACTCCTCGCATTCTATGTGTGCCTTAACTCTTAGCAAGCGTAGGA 

GAGTAGATGGGTGAGCATGGGAGAAGACAATATTTACAATACTCCAGAGAAAACGCAGCTTACCTTTGATGGGTTTTTAGGCAATTTAATAAGA 

CCATTGTGTAAAATTTTACTAACAGTTTAAAGAATTTCAGGCCAAAGTAACCAAAAGAAAAAAGAAGACTCAGTTATTAAAATTAAAGGTGAAA 

ATCAGGGAAACATTACCAGAGGTAATGGTCAAATCCAAAGAATCATTAGGGCTTTGAAAATATGTATTACAGCAAATTAGAATATCTCACAGAA 
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ATGGGTAAGTTC!ACAGGTACATCTGACCTGCCAGTGTTAAACTAAGAAGA 
CCAACTGAAAAATACCCGGTCCTAAATGGAATCA^ 

AAGTAGAAAGGGGAAGAATAT C AACAAACTTATTTTCCAAAGC C AGCATTACTTTTATACC C AAAC CAGGTAAAAGAAG AAAAGAAAAG AAAAG 
AAAAGAAAAGAAAA.GAAAAG AAAAGAAAAG AAAAGAGAAAAGGAAGGAAAGGATAAG CCGATTCATACATT C C C AAT AAAATAATAG AATG AAA 
TGAAAAATAT AC AAACGGG AAAGGAAGAG ATGAAAG AG CC CTATC CAC AGAC AATATTGTC C CAC ACACAAGAG CCCAGGG CTGCACTGGAG AG 
G CTTAGCT CTG ATTG AGGAT CAG C CCTG CGTC ATCACCACACAGACCCCGTGGTTTTCCTATATCGATAGTG AGTGTGTCGAGAAAGAAGTCAG 
CAAACGCGACGG CCGAGCACAGTCAC AGGC AT CCCCGATAGCTTCAACATG AGCAAATAAAACT C CTGGC AATAAACTAAC C ATGTG AAAAGTC 
CTTTAC AGTG AAC ATGTTAAGAC ACGG AAG AAG AAAGAG ATGT C AAT CAATGATGG AAAGG C CTCC CATGTTCCTGGGAGTTAACAG AGTTACT 
ACCACAAAAATATGGCCAAGTGTGGTCTGTAGATTGAATGGAATCCACAATGCCAAT^ 

CAAAAGGTCTCAGGTAGCCAAAGCTATAGGATAGTAAGAATATTTCAGAGGTATCACAGCTGCTGATATCAGAGGTATCATAGCTGCTGATTCC 
AGGTCACACTACAGAGCCATGGTAACAAAAAAAGCATGGAAGTGGGGTCAAAACAGACGTGTAAATCAGCAGAAGAGGAGAGTCAGAAAGGAAC 
ACAATGTAGCCACCTGATACCCGAGAAAGATGCCAAAATGTGCATTAGAGAAAAGACGGGCTGGAGAAGAAGTGATGCCGGTGGGGAACCGGCT 
AGCACATATAAGGAAGGG AAC CAG AT C C CAGGCTCCT ACCCTAC C AACC AATT CAAC ACGGAGCAGAGATCTTAATGGAAAAGGTAATGGTCTG 
AAACAGCTAAAGGAAAACATGCAGAAAACGCTTCGTGATGTAGGC^GCCCTTTCCGAAAAGGGCTCCAGCAACTCAGGAAATAAAATGGAGAA 
CTAGCAACTGAGATTCAAAGGCGTCACAGCAGAGGAAACAGTTTCCTGAGTTGCAGAGACGACAGCCTTCAGTGGGGGAAAGAATTGTTGCTAG 
CTATGTAGCTGACAGATTAGTATCTAGGTTCTATAAAAACTCAAAAAAAATTAAATTCTGGAAACAAACAACCCAGTAAA 

AG AAAGAGAGGGTTCTC CAAC AATG AGTGCAAACAGCCAACAAATGTGAAAGCATGCTTCACACCCTTAGTCTTTAAAGTTCCTCTGAGGTCCC 

TGGGTTTGATTCCCAGCACTCCCTACAAACGGCTGCACTCCCAGATGAGTTCAAGGTCGTCCCCAGATGTGTGTAGCAGATGTCTTAGCAGGTA 

ACCCATACAAAGCCTGCTGCCCTGAATTCAGTCTCCAGGACCCACATGGTAGAAGGAGAGAACCCCTCCCCTCAGGTGGTCCTCTACCCTAAAC 

ACACGTGTGTTATGACCAACAAATGCAAGAATGTAAATAAGAAAATCAAAATGGAGATTTAGAATAACATGAAGTAAAACTGCATAGACACAGC 

TAT CC ACTCCTGCGG AT ATTTAC AAAACTCT AACTC CACGTACTATAACAT AC AT ATTTCCCTG C ACATATGTGTTTATTT C AG CC AT ATTC AA 

GAGCTACATCAAACAACCACCGTAGCTCTCCATTAGCAGATGATGGATTAAGAAAGCATGATATACATGAGTAATGGAGTTTTTTTTTCAGCCA 

TTAAAAAAAAAAAAAG AAAAAAG AAAG AAGGG CTGG AGAG ATGGCTC AG CAGTTAAGAGCACTG ACTGCTCTTC C AG AGGT CCTGAGTTC AAAT 

CCCAGCAACCACATGGTGGCTCACAACCATCTGTCATGGAACTCGATACCCTCTTCTCTTGTGTCTGAAGACAGCTATAGTCTACTCACATACA 

TAAAATAAAAATAAATCTTTATTTTTAAAAAAGAAGGGAAGAAAAAGAAAAGAAACATTTGCAGGGCAGTGTATGCAACTGGAGATCTCTGTAT 

CAAGAGAAATAAGCCAGAACAAAGAAGATGAACATCACCTACCGTCTCTCTCGGTTCTAGATCCTAGGTTTTATATAGATGTACATAAGATATT 

TTGCATATGCGTGCATAGGATATGAAAGTAAGAGGAAGGTACTCCGTTGGTAGGGAGGGGACGAGTGGATATGAGGAGGGGAGAAGGGGCCTTA 

GGTACGGTCACAGTGCTTGTTCTAGGATGAAAATGTTTTCAGGGAGTTATCCCGATGAGCACTGAGTATATGCCAAGAAAGACTTTAAGGAAGT 

GTTTCTAGAGGAAAAGAATTGGTCTTTGAGGCCATTTGCTGTCAAATGTTCACACTCTGACCTGCCTGGGCATGAGCAGACTGTTCTCTGTGAC 

CCTAG AC AGAG AG AAGG AG ATCATC CG C C AGGC AGC CGTGCAGCAG ACCAAGGAGATGGAC CTGAG CGTGGTGCGCCTCATGTT CAC AGCCTTC 

CTCCCTGACAGCACTGGCAGCTTCACTCGGAGACTGGAGCCTGTGGTGTCAGACGCCATCTATGATAGCAGTGAGTACTCGTTCCCAAGATGGG 

ACAGTTTCATCTAGCTGCATGGAGGGCAGGGCCACCATGTCACTTACTCCCCAGAGCTGAGGCCTGCAGACTGGGACCTAGTCACATAGAGCCT 

CTAGTTTATTGTCTACAAAGTTAATACTGCAGTCTAGGGTAAAGGGTCAATATCCAGTTAAGCGTCTTAAGAACATGTCTGCCAAGGTAACACG 

TCTTCCTCAGAGAGTGCATTATATTCCTTACATGTAACACCAGTTTCTTACTATGAACACATGACTGTAAGGATAGATTGCTGGTGCTCTAAAA 

AAAATTACCTTAATTTTTGCACCTGGCAGCACGGAAGAAAAATTGATAGAAGACAAGTATCCCTCTTGTCTCTCTTTATCCCCAGTTTGAAATA 

CATTTATTAAGACAGGAACGTCAAGGTAACTAAATAAATGAATAGTATGTCAAAATCATCTTTCAGGCTGCAGATAATAGAATGTGCAGGGTTT 

CCAGTAGCTTGTAGAATTTACTGTGTGGCTCTATTGTTCGATATGCATTGGGCTTAACAAACAGTTGTTTCAGGAACCCTGCAAGCCTCACTGA 

ATGGTCATAGAATACGATGCACAAGGAAATCCCATGTTCTGCATCCAGCCACGCATGGGTCTGTCTGATTTAAACAAGTGTGAAGGGAAGTGAA 

AAGTTTATTGAATGGAAAAGAGTCTTACTGAACAGAGATGAGCTACAGCTGTTGGAGTTTTTAAAGGGGGAAGCTTTGCCCCACTCACCACTAT 

GGGCAGCTTTGCCCCAAACCACACAGAATGCTAATTTAGGTTGGGGGAAAAAAAACCAGAACATCTTCACTTTTCTTTGAAGAATATGTGTGTG 

TGTGTGTGTGTGTGTAAATGTGTGTGTATATATATATATATATATATATATATATATATATATATTAGCTTAAAATGTCATTTTCTTAAAATTT 

TTAAGAATTTTACAAATGACATAAAGTTAGCATGAAACAAGCCATTGGTCCAGAAACATCAGACAGCTCTCTCCTTCCTCATCAGCCTGTGTGT 

TAGAGAAGCCATATGCCACCATCCCTCCCTGACCTGCTCCTTTCTGGGGAACCATGAGTGCCCCAGACCCAAGAACTGCTCCTAGTACCTTGGA 

AGTCTTTCTTGCTCTATTTGTGTCTTGTTAAAGGCAGTAAGAGTGAGCACCATCATGGAATCTTTGTGAGGCTAATGCTAAGCCAGGGTATGCA 

TTCTCTTCTCCCTTTGAACAGAAGCCCCGAATGCATCCAACCTGAAAATCGTGAGAATGGACAGAACAGCAGGATGTGTGACGGGAGGGGAGGA 

GATTTACCTTCTCTGTGACAAGGTTCAGAAAGGTACGTACACACCTGGTCTCTAGATGTAGGGTGTGGCTGTCAGAGTTCTCTGGAAACAGCGG 

ACCAGGGGTGTTCTCCTTTTGCTGTGGGAGTCTCAAAAAGACAGCGTTCTTCAACACCATTACACGCATTGCAATCACATGCTTGAATACGCCC 

GTTTGCAGATGACATCCAGATTCGGTTTTATGAAGAGGAAGAAAATGGCGGAGTTTGGGAAGGATTTGGGGACTTTTCCCCCACGGATGTTCAT 

AGACAGGTAGGTGGGTTATTATTGCGGGTTTTATTTTAATGCACTTCTGCCTTGGTGAAATTCAGTGCTCAGTTTCCACATATTAACAAAGAAA 

CCGTCATAAGTCTCTTTGACATCCATACAGCAATGCTATGTTTATGGCTCTTCCAGTACTCTGACATAGAGGCTGAGAAGTCTAAAGGGCTGAA 

GCTGATGCTGTCCTGATGAGCTGGTGTCTCTGGCTGATTGGTTACATGACCAGGGTCTCCCAGCTGATGACATGAGCCACCACAGTAATAGTCA 

CTCTTTGAC^GTGACTGAGAAATGGTGTTTCAAATAATTGGCAACAACCCAAATGTTAGCCAGTAAATGACTAATTAGATAGTGGTGTATCTAT 

GTAATGGAACATCATACAGTTACTAGAAAAGAAGGCTCTGTGAATGAACAAAGACCTCAAAATAGAATGCAAAGATTTGTAACAATCGATATGG 

AACACACTGTATGTAGAAACAATTCTATGTAGAAACAATTCTGTGTTCACGTGCACAGGAAGCCTGAGACAATAACAACATCAGCTCCCTCTAG 

GATCTCAAGTTAGTGCATGAGTGGGAAGCGGGGAGGCAGGGAGAACTGTCAGCATATGCTACCTATTGCTCATCCTATATTTGATGACATCTTG 

ATCCTTATAAACATAGAAAGACCGAAACTAAGTCTGTCCAGTTCCTTATTATCCCAGCACTGCCCAGGACTAGCATGTGACACCTCCTGCGCAG 

CCTCACTTAGCATGACTGTCTGCGGGCTGTCAGGGGCAGCCCTGGTTCTGTCTGCTTCCACATCCACTCCTTCTCTTGCTGCTGGCAGTGATCC 

TGGATGTTTTCAAGGCTAATCTGAAAGAGAAATGGCTGAGTCGCGTGATCCGCCATCATGCTGTTGTGTTTTACTTTCACGGGGGCAGTATAAG 

TGTGGGTATAAGGTACTAACTGGGAACTTTCTCCAGGTGCTGGGTTTGCACACACTTTATTTAAGTTCAGAGTATACATAGACGTGTATAGAAT 

GTGCCTGATGCTCACCGACACTAGAAAACAAATGTCCTACACTAATGTTTGGGTCTTTTGCACCCTGCAGTTTGCCATTGTCTTCAAAACGCCA 

AAGTATAAGGATGTCAACATTACAAAGCCAGCTTCCGTGTTTGTTCAGCTTCGGAGGAAATCAGACCTGGAAACTAGTGAACCGAAACCCTTTC 

TCTACTACCCTGAAATCAAAGGTACCTGGGTGGTTTAGACTCTTGTGCTTGCTCTGAAAGACCAGTGGGCCCCTCCTCTACTCAGCCTCCCAGA 

AGCTGCTGCCTGGATGCCTGGATGCACGCTGCATAGTGTTAGGGGCAAGGAAGGTCATATGCCAAGGTCATGGAATTAGCCCCAGGAATTTATG 

TTACTATATTGCTGCCAAACTTATATGAGACTTAGACATTTGGCTATTGTTGGGTATTAGAATCTAGTATGGAGCCAGCAAGATGGGTAAAAGC 

ACTTGCTGTCAGGGCTGACCTGAGCCTGAGTCCCAAAGCTGTGTGCTGAAAGGAGAGACGTACCTGCCAGAAGATGTGGGTGGTCCTCCACCAG 

GAGGGGGCTGGGCGGGGAAGAAAGGGAAAGTAAAAAAAAAAAAAAAAAAAGTAAGGATTTTTTCAGCTACTCAGAAGCCCTTAAGAATTAACC^ 

GAAGGCTTAGCCACTGTCCAGCCCAGAACTATAAAATGAGATGGTCACTATACTTTCCTCACAAAAGACACCTCAGGAAAGGTGCACTATAGTT 

AAAATGCAGATTACGATTCTTTTTGACGTGCTAGACATCATATTCTCTGGGCCTTGTAGACACTAGGCAGCTGCTCTACCATTGAGCTGTAACC 

CTGGTTCT C AAATG ATAAGTAC CCAAAGGG AAG CATCCACAAACTGTATG AAATAGTTGAGGAGACAGTCCTGG ATTCCTTGGTCTAAAGAATC 

AG CCAAAGAATTTCTCTT C AGTGGGAAG CCACTTACC AC ATTATGAAGGTGAATGG AAGTC AAGG CTCTGTTTATG AAAG AGAGATGTTC AG AG 

GCAGAGGTGTGGCAGCTGGTGTTTGTCCTGGGAGAAATGATTACTGTGAATCTGTGTGGACTGAGGAAGGTTGATTTAGGCGAGGGAGGCCAGG 

TCCACGCAGTGAAGCGTTTCTGTGGTAGCTGGAGGTTTTTGCTTTGACTCTGATGGCTAGGCCTGCCTGCTCACTGTCTGGAATGATGTGGTCA 
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G AATGTTGCTAGAATTC AGTC3GTGCCTC AGC AGAGTTAG AAAGGGTTCTAG CAGCC AGAAGTTAG CATCCAGCAGATACTTCTATG TTGGTGCT 
GTGGAGACCTGGACCTTGGGTGAAGAGAAAGGAAGAGAGACTCGAGAGTCTCAGATTGTTCTAGGGTTTCCAGACTAGAAGTGTATGTATGGAG 
TGGTTAAGTGGATAAGAGGAACAAGAGAGAAGAGTCTGAGAATGAAAGAGAAGCTTAGTGTAAACATATTTCAGTTGGGGTCAAGTGCAGGAAG 
GGGGCCAGTCAAAGGCATGACTCAAGTGGGTGGGGGCTCAGCACTGAAGAGAATCCCGGCCCCACAGAGTTTAAGTGTAGGGACGCACAGTGCT 
GCCGTCAACCTCTCTGTACCTCTGTTTCGTAAGTTTTGTCTTGACGGCCATGGTTCTGAGAAGAGATCCATGAACTTGGAGGCTACACAAGGCC 
TGGG ATCTGATAAAATC AG AAATGTCTGG CT C AGAGAG AATGGGGCTGG AGAGG ATGTCACCAGGTACAGGGTCCTAGGTC CAGGG C CA CCAAG 
GCCCCCAGGTATCGGTCCCTTGAAGGCAAAGCGTGATGGTGGCCAGGAGTTTCTGGGAGGCCATGTCTCTTTTTGAGGTATGGCCTCCCCATTC 
CTGGGTCAGGCTTATGGTGAGCTCTGTGGCTGGCCTACTTCCTTCCTCACCAGCTTGAGGTCTTCTAGATCCTTCTGTCCAGACAAGGCAACAT 
GAAATTACTGCTTTACCTGAAGCCTCTGCCCTCTGAAAACAGGAAAAAAAGATTATTTTTCTAAGAAAAAAAA 

CCTGAAATGTGCCTTTAAAAGAGCGTTGTCATTGCTGATGCAGAATCATGAGAAAAAGAAAAGAACTGCAGGTTCCCTGTGCAGGATGTGAGCC 
TTG AAACGCTG AG AGTTTGGTTG CCAGGC AACCTCTCCTGCTAGTGTCTG CATCTGAAGAGTACAGTAGACAAGGC C CAGCTT C CTGGG C AGTC 
CACGCCAGCAGAGTGGGAGTTTTCTAATGCCTGGATTAGAGGATTGGGGTTCCCTGAAGTCCTGGTTACCTCACATCTTCTAGGTCATCATGAA 
TACAAATGGTATACTTGAAATACAAATGAGGCTCCACCTACACACAGGATGGCTGAGGTACCTGTTGTGTTCCGTGTTTCTACACTGGAAACAT 
TTTCTCTGTGAGATCCACAGTTCATCCACTGACTAAATGAATATAGCTATTGGTTTTGGTATAACTGGTGGGAAAACTTTATAAATATTTCTCC 
GAGCCATCAGTTAGAAAGTAGACAGTCTCTTCACCTCAGCCTCACTCCTTTCTGGCGGAAAGGCGTTTTCTTCCTAATCATCCTGGTGTGCCCA 
GGGTTGGTTTCCCAGGGACTGGCAAAGTCCACCATGCTCTCCTGGTTTCCCCATCAGCTGCAGTAGACAGTCCAACATAGTCCAAAAGTCCTTG 
TGCCACACCGTGGGGTGATGGAAACACCCACAGAACTAGAGAAGTAGGGATCTTTCTGAACATAGACCATGATGAAAGCCAGCATTAATCAGTC* 
AGAC AC AGG ACG ATTGTT CAGTATTGG CCTATTTCCTGGAT AGAAAGCACC ATGTTGACTATTTAATG TAAACACAAAACCAC CTT CACTTCTC 
AG CCCCAAAGACAAAG AAAAC AAAC AAACAAATATCTGCT AGG ATACTC CC AGAC CAC AAAG GAAC AGGAG C ACC ATGTCAG ATCTCCC AC AC A 
GTAACAGGACTGAGAACATGGTGGCTGAAGATCACACGGGCCATGACAGAACTGAGGGCACATGGCTGTCGATCACATTGCAGTAACAGAATTA 
GGGGGGCTGTCTGGGTTAGTAAGGAACACAGACAGTGAAAGACAAGAGGAACACAGAACTCTGTGAAGAGCACCAAGATAAGTCTCGGAGCACC 
TGGACCTGGGCAGGCCACTGTCCCAGAGGTCACTCACTGTCCCAGAGGCCATCTTTATTTTGGAGTCCGAGATCTCAGGAGCCAAAACATCTCT 
GTACACCCTCTCTGTGTTTCTAGGATCGACATTATATCTCTTACCACAATAACCAGTAAGGACTCGGTCTCCATTGCCTCATGCCTGCACTGTC 
TTCCTTAGAGTTTGACTCTAGATGTCCTGTATACAGTGATAGATGTAGCTCCTAAAATGCTGTCCTCTATGTCATTCTCTGAGACATTCAGCAA 
GTCCCTCACATTCCTATCCCTGAGGCTCCTCAGCATGGGTGACCCCAGTCCTCCTTTAACCTTTATTATCAAAAGCACCCACCCATGTTATCCC 
TCTGAGAAGCCCTGTGTCTTCCCAGAATATCATGTTCTTCGGCCATAGTTGTTAGCCTTTATAGAGGCTTGTCATGCTGTAAATCTGTTTTCAC 
GTGATTTCACATGATGGTATGATGCATACCACCATAATCCATCCCACTAAATCCCTCTTTGCCTTGAAATTGACGGTCCTTGACAGCAGAGATG 
TGTGTTATGTTTCTGTCCATCCCAGCACCTTGCTCAGTGTATGTACGGAATAAATGTAAGCTGGTTATTATAGTTGTCTTAGGTGAACAAGGAC 
AACTGTTCTGAACGTTAGCTGGGTGTGGTGGTGCACACCTCTAATCCTAGTGTTCACGAGGCAAAGGCAGTTTTGAGTCTTGTTCAAAACCAAG 
CTAGTCTACATAGTGAGTTCCAGGCAGCTAGAGTTACATGGTGAGACCCTATCTCAAAATAAAGAAGTAAAAGTGCTTTAAAAAGAAAAAAATA 
TGTGTAT CTTTGGGTTATCTG AAT CTTGAGAAGC AATGAG AT CTCTC AC CAT CTTGTT AG C ACTGGGAACTTAGGAGGGGGCG CT C AGGAGAGT 
TGGGTGTGTGCCGCACTGTGGTCTCTGAGGCGTGCTCTTGGTCTTCTCGTCCATTGGAATAAAAACCATGCTTCCTCCTCGGGTGCCTGTTATT 
TCCCTTTAATGCATTTAAAAATATCATGAGAATCAATCGTCTCTCTGCGGCTGCTGGTGGAACCCGATCAGTCTTTCCCCCCTGGTTTCCCTTC 
CTGTAAATACAGACAAAGAGGAAGTGCAAAGGAAACGCCAGAAGCTTATGCCGAACTTCTCGGACAGCTTCGGCGGCGGCAGTGGAGCGGGAGC 
CGGTGGTGGAGGCATGTTCGGTAGTGGCGGTGGCGGAGGGAGTACCGGAAGCCCTGGCCCAGGTACGAGAAACATCTCTTCTATCTAAAGCCTT 
TCATGAAGAGGAGGGGGTAGTTTTCTTTCCCAGGTTGCCAAACATGTCTGCCCATGGAGTGATGGTGTCATTACTAATTATTAGATTTCAATTA 
ATGGAAAATTTCCTACAGATGTAAAAGAATTTTTGTTCTCAAAGAAATGTATGTCCAACTC^ 

AAGTTTCACTTTCTGTGGTTTCAGTTACACGCGGTCAGCTTGAGTCTAAAAATATTACCATTGTGTTGACAGAGAGAGACCACACACACAAAAC 
TGTCTTCACAGTCTGCTGTTGTGACTGCCCTATTACTCTGTGTTCTTGGTCTCCTTCTGTCTTTTTACGTTGTGAACTTTACCCAGGTCTGTAT 
GCATCTGCAGTTTTAGGGATACACTGGGGGTCTCGGACGTTCTCTTTCAGGATAATATGTGTCTAGTCCCGAAAAGTGTAAGAAAAAAGTCAAC 
TGAAGGGTTTCTGGAAGAAAACCTTTCTCAAATCATTTTTGAGTGTTTCCCTCCTCCCCCTCCCCTTTGCTTTTGGAGAAGCAGTTAGTCTATT 
ATTCTGAGAAAATATTAAAACAACTATCATACCCACCGCATGGTAGATGGGTATAATATGCCTACACAGCATACTGTGGGCTGGAGACACTGTA 
CTGTAAACAAACTGAGTCACAGAAAATCATGCCAGGGAAGCACTTCAATGGTGTGTAAACTACTGCTCCTAACTGCCACGCATACGGCACAGTC 
AGTATTTATGTGTTCCTCTCGGGTCCGGCTATGATCCCCGTGCGTGGATTTCCAGCCATCTAGTTACACTCAGTTTTTAAGCATCGTTGCATCA 
TGCTTGTGGATGCTGAGTAACGCTGCTTTTGCCTCAGATCTAGCTAGCTTAAGCATTTCAATGGAAATACAGTTCTTATAGCAGCATAAGTGTG 
CTGTTTAATGACTCACACCTGTAGCGTAAGTGACTTGAATGCTGTTTCCTGTCTCCTGTGTAAAATAACTGTGCTGAGCATGGCCTTTCTTTAT 
TCCAGATAACATGTAAATGCTTTAAATGTCAGAGAGTGTAGTGCTAAGTGCTGGCTGCCCCTCTAAATTTATCATTCATTTCTCCACTAAAGTA 
TCATTATATTACGTATTGGGTTCTTCTCACCAGGGGTCTTCATATTTAACTATTTTTTTCTGTAGGTCTAAGTCTTGGTGTGAGTACTTACCGT 
TAGCTTTTCCCTTCACCTGGAAGAAAGGGACCTGCTCAGCCTTAAGTCCTCCAAGCTGCTAGTCTGGGCACTGCCTGTTTGTTCAGCTGTCTGT 
TTCCCACAGTGATTCTGCTAACTCTCGGGCAGAGCCAGCCTGTGTAGGCTTGTGCCTCCCCATGCCACAGCCTGCCTCCCTGAGTGGGTCCCCA 
TACTGTTAACAATCTCCCTGATGTTCCCTTTGTCTCATTGCTGGTTCAGGGTATGGCTACTCGAACTACGGATTTCCTCCCTACGGTGGGATTA 
CATTCCATCCCGGAGTCACGAAATCCAACGCAGGGGTCACCCATGGTAAGTCGGATCGGAATACCCAGAGCACTGCTCGGGCAACAGGATCATC 
TCTAAAAGCTTTGGAAAATTACTTTCCAATAAATTAATATTCTCAGGTTATTCTAGGACAGCATAAGGGACACCCCTGACACGTATTTGCTCAT 
CACATTGTGTGGAAGCAGG ACAGAGG CTCTAGACAAAAGATGAGACTTGACTACGCAAAC AC AC AAATACC ACCTT C AC ATCTGT CC CTTTACC 
CCAAGTCCTATCCTTCTGAAATCAGTTTTCATTTTGTAGGGTTGGCCTTTTCCCACTCTTGGGCATCCTCTGAGTAGCTGTGGCTACAGGCTGC 
TCGTGGTTTAT AT AAAG CTGC ATT CTTCTGT ACCATGGAAATTATTCTATAAAGTCTTTCCATATATAATGCCAATTCATG C CAGATGCGTACA 
TCACTGTAATCTTTTTTAAAGATTTTTAACTGGCATTGTCGTTTATCCTATAATCGGGTAACCATTCATCCCATAAAATAGAACTATTCTTTCC 
ATTACCTATAACCTCATGACCCCTGTGCAAGGCCAGTGCTAGGCTTGGCACCTTCTGGACAGAGGTGAGGTTCAGAAACTTGACTTTCAGAAGA 
CACTGTAGCAGGATTGGGTTTTGCTCCAGGTTTGCCCAGGAGTCTTACTGTCACTCTGTCACATAACGAGGTTCCTACAGCAACCACAGTCAGT 
CTAGTGATGGTGCCCTAGAGCCCTCCTGGCCACACAGAATGGAAATGAGCTCTGCTCGGCTCCCTTTCCCTTGCCACTCAGGATTAGGAAAGAA 
AATAACTGCTTTCGAGAACTTTCCAACTGGCTATCAGCGCACAGAACTTTATCTCATTTTTCTTCTTCACAGATAAACAAAATGAGATCCATGC 

TACAGCTGGCTACAGAATGAGTTTTGGGAAGGCAGGCTTTTAAATTGTTTCTGAATATTTAAAGTATTTCCGAAACATCCCAGGTTTTTTTGGT 
ACACACCTTTAATCCCAGCACTTTTTGTGAGTTTAAGGCCAACCAAAGCTACACAGCAAGACCCTGTCTCAAAAAGTAAATAGAGAAGGAAATA 
TAAACTATGTCCAGAACATATTATTTGTGTTATAAACATTTATAGTTTTCCATTTCCTGCAGATAAGCCTTCTTCCTATTTTCCTTTTTTCTGC 
CCTATGTTGAGACAGTGAGCTATAGCTTAATAGATTTTCTACGTTTTTTTCCCTAGGCACCATAAACACCAAATTTAAAAATGGCCCTAAAGAT 
TGTGCCAAGAGTGATGACGAGGAGAGTCTGACTCTCCCTGAGAAGGAAACTGAAGGTGAAGGGCCCAGCCTGCCCATGGCCTGCACCAAGACGG 
AACCCATCGCCTTGGCATCCACCATGGAAGACAAGGAGCAGGACATGGGATTTCAGGGTAGGTGAGCTTGCCCACGAGGGCTTCCAGGGACAGC 
TGGGGTGGGGTTTCAGGGTAGGTGAGCAAGCCCACAAGGGCTTCCAGGGACAGCTGGGTAGGGGCAATTCTAGGTACAGGAAGCTGTCTCCAGA 
AGACAGGTTTCCTTCCTGTTAATCTAAAGCTGATGAGTCAGCATCTCCTCTGAGTGCTCTGCACCGTGCCCTGTGCCCTGCAAGAGAGGCGTCC 
TGTGGATCCAGTCATCTTTGCAGCCTCAGCTCTGATTATAAAGTGCAGAAACTTGCATGTACATTGCCTAGTCTGTGCAGTTCTGGGTATGAGA 
AGAGGCAACTCACTTTGTCCCTGGCCCAGGTAACAAGTCTCCATGTCCTTCGCGCACCTCCCTCCCAGCAGCCGGCTCAGCTGCCACACTGAAG 
ACGTTTGCCTGAAAATGGGAGTTTTCCTTTATTCTCTTGTCCTCCTTGAAGAAGTAGAATTGAAAGGGAACGTTCCATCTGAGCAGGCCTCATT 
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GGCATATGAGTCATGATTCTCGATCAGACGCCATCTGTAAAGAGATAGTAACTATTTACACATAGTGGCCGTACACATGGTTACTATCACATAT 
TTTTTTCCCTTTTTTCTGTTTTTAAAATACTTCTTCTGAGATGCACAGTATATGTGTACAGAGCCATATGGAAACAGGGTAGATTTGCCCATTT 
GGGTTGAGGTTAGTCTGCTGTCCCTTGACCTTAAGATAATAAAATTTCCAAAACCCCTGGGGTTTCTGAGACTGCCTGGCACCCAAGGGTGTGT 
TTCCTCACTTTGACTCAGACAGGATTCCAGAAGAGACTTTGTTTGTAAAGTGATTGGCTATTTAAAATTATGGCAAAAGCCAAGTACCCTGAGA 
TTGGTTGCTCCCCTTCAATCATAGACACTGATTGTTCTTCTCAAAATAGCAGATGTTTCTAGATTGTTCCTCACAGACACTTTAAAATCAAGCT 
CTTAACTGTATTATCTGTCAGTGAGACAATGCCCGAAATGCCCGATTGTGCTTGTTCTAGTCAACACAATCCAGAGGCAGCAAAAGGAGCATTT 
TCAGCTAAAATGGTGTGCCATGCCGCACACGCGGGGCGAGCAAATGACACTCAGCTGTGCTTGTGGGCATTACCTTGCAGATAACCTCTTTCTC 
GAGAAGGCTCTGCAGCTCGCCAGGCGACAGGCCAACGCCCTTTTCGACTACGCAGTGACGGGGGATGTGAAGATGTTGCTGGCCGTGCAACGCC 
ATCTCACCGCCGTGCAGGATGAGAATGGGGACAGGTGAGTTGAGTGGGGAGTGTTGCACAGCAAGCTCTGTTTCAGGACGGGGAAAGGCAAGGA 
TACTGCCCCCACAAACTGCCTTTGAAAGGGAGCTGCCCTCATCTGACAAGACCTCGAGTATGGTGTCTCCCTAGGCAAGAAGGCTCAGATGTGT 

CATAGTGTACCCAAGAAAGCCAGGTAAGAACAACATTAGTAGAGTAACTAAGAGGAAATGCCATTCTGTCCTAGCTACTAGCTGCTTCTCTGTG 

GCCTCTGTTAAGGGTCACGAGGATGTGAGTGGGTCAGGCTCTGCCTCAGCTCCAGGCCAGGCTGTGTGGGAGTCTGACATTCCAGATGCCATGC 

CTGCTGTCTCTTCCTGAGGTTCTGTGCACATAGCTACCTGGCTCCTTCCTAAATGGTTCTCTTAGTGCTTCCATTGAGACTTCTGAAATGATCT 

AAAAGG CTATAAAT ATAGCC AGAG AC AGCAGTGTTGAGATTC AAGTG CTTTATCTAAGTGATC CTAAAAT AGCGTTAAC ACTG AAAAG AAGCCC 

TTTGCTGTGGAAGCATTCTGGAGTGCTGTGTGCTGAGTCTCAGTTTAAAAACAAAGCGCTTTAGGAGAATGCCAACCTCAGGGGTTTCGTACAA 

GGACCTTTGTCCTCGTCACTTGCAGTGTAACTAAGGATGTGGTATAACCGCTGGTCTTATCCTACACAGTACAAGAGGAACCCAGACGACCTTC 

TGTGAAAAAAGCTCTGAATAACAGAAGGCGCCTTTAGAAGGAAATCATCCAGTTAGCATTCAATAGCAAATAACCACAAAACAGAGCAGATAAC 

CAGAGCAGGACACCGGTGCTCCAAGGGTCATCTTTAAGGACTGGCGAAATTCATGAGTAGTGAGGGCGAGTGGATTAAGCAATTAGGAAGTGAG 

ATGCTGCTGT CTG AAGG AG AGG CTGTGGAAAGGG ATGC C AGG CAC ATGC AGT C C AG CAAGTGTGTGCAGAGGAATGCAGGAACATGTGTGTAAG 

GACCTGGGTGTTCATGGGGCAGCTGAGACACTGGCCTTCATTCCCAAGTGGGTACAATACCCAGAGCCTCGTCAAGCCAAGACTTAAACAAGCA 

GGCTCCGTGTAAGGTTAGGGGTATGAGACCTGGGAGACACAGAGGACCCACTCAGGAGTATACATAAGGGACTATTCTGGTTTCTCTTCTTTAT 

TCATCTTGTCATATTTGGCTTATAATCrGGACCCTGTCACCATTAGTCATCATAGAAATACAATAAAGAGAAACTATAGAACCCTCTGGTATCG 

GGGAACTTCCCCCAGGGGTATGAAGATCTGAAGGGGAGGGGACGTGCTTCTGTGAAGTGCTGAGCTGCACATGGAAATGTTGAAGTAGCTTTTG 

AAGCCCTTTTACTCGACGTGTGTCTGTCCGCATCACCTCTCACAAGCCTCCTGTCAGGGTCCCATCAGGAGCACCACAGGAGCCTGAGGTGTGG 

CTGCGGTGCTTCTCGTCAAAGCGTGCGTGCTTCACTTGCAGTTAACACAGGCCTGGGGTCATCTAAAGAGGCCACCATGATCTTCCCTGAGAAG 

TATTGCTAAGTGAAATATCTCAGGGATAAATAACAAGACCTTGTTTAGAAATAGAAGTCACTTCTCATTGTTACGGAGGAAGAGAGCTCGGCAG 

CTGAGTTTTCCCAAGCTGCTCCTAAGCCTAGGCATTACCTTTCTTCATGGTCTTGTATGTCAGGGAGAGACCAGGGAGAGCTGCCAGGGACAGA 

GGCATGGAGACAGAGCTGGCTTGGAGCTTAATGCCATTTGGTTTCCGACCCGGCAGGTGCCTTTGCACTTCATGTGTCTGGTCAGATGTTAACA 

CTCCGGGGGCAGGTGGGCACG ATCAGTGTGTAGTAGCCTGCGATAGGCAGTGGAGAGGAAGTT C T CCAGAGAAATAATGTCAC CT CTGATC AGT 

ACATTCAGTACATGGTAGGGCCAAGGAAAGCTACACATAGTAGCTAGTCTTCAGCTCCAGTCATTTCTTGACATGTTTTTGTTTCTGTCGCTTG 

CTACATCCCCAGTTAATTATTGCCACTGTGTGTCATTCCAGTGTCTTACACTTAGCCATCATCCACCTCCACGCTCAGCTTGTGAGGGATCTGC 

TGGAAGTCACATCTGGTTTGATCTCTGATGACATCATCAACATGAGAAATGACCTGTATCAGGTAAGCAGCCACCACAAGGCCGTCGAGAAGAG 

AAAAGGTTGCCTTAGTAACACGTGCGTGAGCTGTTCTCAGTGATGGGAAACAGGAAAACAGCATCTTCTCAGAAGTGGCATCTTAAAAGCATCC 

TTAGTTGGGAATGTCATTTTACAGAGAGATGGGTTGGGATCATGGGTTTGATGGCAATCACACTCCATGGAAATTCACCATCTTCTAGAAAAGG 

CAG ACTTTAAG AC CTAG AAGTCAGAGTTGAT AAAGTTTTG AGGGC AAAC CTCAG AGGGG AAAAAGTCACAG CTGTC AGGAG AGAC ATGTT AAAA 

AGAAATCCAAGTTTCAAAAGCCAGAGTTACAGAGACAAAGTTTGGAGCTGAGATGAAAGGATGGACCATCCAGAGACTGTCCCAGCCGGGGATC 

CATCCCATAATCAGCCACAAAACGCAGACACTATTGCATATGCCTGCAAGATTTTGCGGAAAGGACCCTGATATAGCTGTTTCTTGTGAGGCTA 

TGCTGGGGCCTAGCAAACACACAAGTGGATGCTCACATTCAGCTATTGGATGGATC^CAGGGCTCCAAATGGAGGAGCTAGAGAAAACACCCAA 

GGAGCTGAAGGGGTCTGCAACCCTATAGGTGGAACAACAATATGAACTAACCAATACCCCCAGAGCTCATGTCTCTAGCTGCATATGTAGCAGA 

AAATGGCATAGTCGACCATCACTGGAAAGAGAGGCCCCTTGGTCTTACAAACTTTATATGCCCCAGTACAGGGGAACGCCAGGGCCAAGAAGCA 

GGAGTGGGTAGGTAGGGGAACAGGGCGGGAGGAGGGTATAGGGGACTTTCGGGATAGCATTTGAAATGCAAATGAAGAAAATACCTAATAAAAA 

ATTGGAAAAAAAGAATATTTTCAAATTAAAAAAAAAAAAAGAATTTTGAGGTCTGCGGAAGGAAGGGTATTCGCACAGCAACTGGATCAAGTGT 

ATGTCAAAGAAAGGCTCTGAGGTCAGCTCCTGGAGAGGTGAAAGGCTGTAAGAACAGGAAGAGGCACCTCAGAGTCCCATCCAGCTCAGGTGTG 

AG AAGGT AAGGGAG CCC CG AAAACTC CAGAGGAAAC CACCTGG AG ATGGC AC AGTGAG CTG AGG ACAGAGGCAG ATGGTAGGGG AAAG CAAACC 

AGAAACTCCACTGGCAGACACAGTCTGGGAGCTGTGGCCTGGCCCAGGATGGTGGCCTGCTCTACGGCTCCTTCCTCTCTCACCTCTATTTCTC 

TCCAACCCTTTTGTGCCCCTACCCCTCTCTCTGGGCCTGTTGGTCTTATCCTCTTGTTGGCTTCTAAGTTCCTCTGCACTCTCTTGCCCAGAGT 

GTCATTCTGATCCCCACAGCCAGGCCCATGCTGAGACCTCTGCTTCCAGGTCATATTGCTTTCATTGAAAAACTGTGGCCAGCAACCGTGAATA 

ATTTGTTATTTAGAAGAGATGAGATGAGAACTAGTGGAATTCTTACTTGTTTGTTTGTTTGTTTGTGATGTTTTTTGTTGTTGTTGTTGGTTTT 

TTTGGTTTGGTTTGGTGCTTGGGACTGTACCCAAAGCTGAGCACAAACCCTTCCAGCAATCTACAACCATGTTACTCCATTTTTAAAACAAGTT 

ATTCAAGTTGTTATCTCTTCTTATCCATGCTTCTCTCTGTCTCCCTCTGTGTCTCTCTCTGTCTCTCTCTTGTCTGTCTGTCTGTCTCTGTGTG 

TGTGTGTATCCCTCTCTATCAATCTCTCTCTGTCTCTCTGTCTCTCTCTTTCTCTCCCTGTGTCTGTGTATCTCTCTCTATCAATCTCTGTCTG 

TCTCTCTGTCTCTCTCTTTCTCTCCCTGTGTCTGTGTATCTCTCTCTATCAATCTCTCTCTGTCATTCTGTCTCCGTCTCTCCCCCCCCCCCAA 

TGTGTGTGTATCTCTCTCTGTTGATCTCTCTCTAGCGTACCCAGGCTGGCACTGAGCCATCAGTGTCCTACCTCAGCCTCCCAAATCATAGGCT 

TGACAAGCATGTGCCTGGCATGTTATCTCATTTTTAATTTAAAAAAAAATCATTATTTTAGAAGAAATTAAAAAGAAACAAAGAGATGACTCAG 

TGGACGAAGTATCTGCTGTACAAGTGTGAAGACCATGTTCAGATCCCCAGACCATCGCCAGCCAGATTTAGTACCACACCCCCCCACACCCCGC 

CCCCGCCCCCCCCTCCCCAGTCAGGGCAGGAGACAAGCATCTTGCATATGCGGGGGGGGGGGGGGGACAAAAGACCCTGCCTTATAACCTTGCA 

CAAGGCAGGGGGCAGTACACACGTTGCCCTCTGACCTCATGCACGTCCCTGCACCCACACGCTCAGAGAAGGAAAGAAGGGAAGGAAGAAAGGA 

GGGAGGGAGGGAGGGAGGGAGGGAGGAAAGGAAGGAAACTAACTGCACATACACACTAAAACAAAAGAGCTAAAAAATTTTTATTTTAAAGGAA 

ATCATTAAATTCTTATTTTTTAATACAATATTTTAAAGTTACTTTGAAAATATGAATTGGAGGCTGGAAGTGGCTCACATGCTTAAAGCCTTGA 

GTTCGTTCGCTCCCCACACCAAAGAAAAGGCTGAAGCTGTTAGTTCGTTGGCCTGTAGCTCTCAGACTTTTCCGTTTTCAGAGGAGCACAGCTG 

CTTTCTGCACAGCACTCTGCACTTCTCTGTCTGCAGTGATTCCTATCCAGGGGAGATGACTAGGCTAAGGTGTTATTTTAGATGTGTTCTTCAA 

GATCTGTCTTCCTCGGGCTTCCATGCCATCTTGGGATACTATTGGTATTTGGAAAGTCATTGGGCCCCGAAAGTTGAATTCTCCAAACTTTTAG 

GCAGATGGCACTTTTTAAAAACTTTGTATTGATTCTCTGTGAGTTTTGCATCCTTTTTTTTTTTTTTTTTTTTTTTTTTTTTGGTTTTTCGAGA 

CAGGGTTTCTCTGTGTAGCCCTGGCTGTCCTGGCACTCACTTTGTAGACTAGGCATCATGCACCCCAGTCCCACTCATCTCCCTGTCCCCTCAT 

ATCTGCCCTCTGCCCTTGCAGCCTCCCTCCCACAAAATAAACACTCAAGTAACAGGAAAGACAAAAACAAAAAAAGCATAGAGAACATCTCGAT 

GTGGGAGCGATAGTGTGTCACCGGGCATCCCACAGTGTATCCCTCTGTCCACACATCTTCACTTGCAATGAGTGTTTGGTTCTCTGTGACACGG 

TAATTCTGAGTTCCCCAAAGTATAAGCTTTTATGTTATTTCAAGATTATGCTTATACTGAATTTACAATAATAACAAACATGTGGCAAAAGTGA 

GAGCCTGAGAACTAACGACATAAAAGGCCGTGTCACATGCCGGAGAATGCAAGAAGAGAACGCAGTTTAAAGACTCACACTTGGGCTAGTCTAG 

AGAGTGGGTGGGTTCCAACAGGGATCTGATAGTGACAGATGGTCACAGAAATGTACTATGGTTAGTGGAAGATGTTTGGGGAGAATGTTTGAGA 

TAATTTACAAATAATCCAAATTACTTAGAGAACTGTATACTTTTCTGCCAAGAATAGTTATTATGTCATGCATGATGGTGCATATCTATAATTC 

CAGCCCAGAGGAGTCTGAGGCAGGAGGATTGTTGTGAGTTTTGGGCCATTCTGGCCTATACAGTGGGTTCCAATTTTGTCTGTATTATATTATA 

GGGTCTTGTTTAAACAACAAGAACAACAACAACACAAAACCA 
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TGGGTGTGGGGCACACATTTGTAGTTCTAACACCCAAGAAGACACAGGAGGAGTGACAGCTTCATGTCAATCTGGGCTACACAGCAAGTTCTGG 
GCCAGCCTCAAACACAGGAAGACCCTCTCTGAAACAAAACAAAGC^ 

ACAAACGCTG C CTGT CTATGT G CTTGAGGGTAAGAAGCTGGTATGG CAGGG AATGTTTGTGC CC ATTAACTG AGTGAAG C CAAGGTGGG AAAAA 

CTGGGGAGAAAGGTCTGAGGGCTCCAAATCAGAGCAGCTTTGCCTTGAGCTCAGGGGAGAGGTTCCATCCACAAAGAGCTGGGTCGCACACAAT 

AGAGCCTGCTTCCGCAGATCCTATCACCAACAGCCAGCAGGGCTTCCTGAATCCAACCTCCAGCAGCCGAGGGAAGCAGGTTTTGCAAAGAGGA 

TTGGGAAGTAGCAACTTCCTCTTCTTCAGTTTATTCTTATACTTGTGATGGTTAAAAATGCAATCTGCCACTTGTCTGCTATGAGGTAGCCTGG 

GTGCAGGGGTGATGCCTTCCTCCACCTCGCCTCTCACTACCTGTAGAGGCAGTCAGGAGAGCTGGCCTGGGGTCATGCAAGGGGGTGAGCTAGC 

CCTGTCCTTCACAGGCTTTCGAGAGCAGGCCTTGCATCTAGCCTGTGCTGCAGAGTAGAGAGGACCCTCGTGGAGGGAGCACAGTGAGCAGCCC 

TGAGGGTGTGAGAGCAGGAGAACTGGCCCTGCCCCTCACTCACAGGCTGTAGTGTATGGGAGAGTGGGTCCTGCCCTTTGGGCAGCACAGTGGA 

GC C AG CTCTGG AGGCAT AGGGAGAT CCGAC AG CTC C CT ATTTCC AG ATGTG ACTGTTGCATGTATACAGGAAG AGTGCT CTT C C AGTGTTGGCT 

ACAGACAGCTGCTCTGGGAAGACATGTATTCTTTAGTGTGCTCACATGCACTCCACACGGTTTTATACATACATTTCCTATCCCACATCAGCCT 

TTCCCTTTAAGTTTCAATTTAAAATAGTTTCTCAATTCATAATTTTTGCAAAATTCAACTGAGAGGACCTGTATATTTCCTGAGATTGAACCAG 

ACGCTTACCTCCTAAGTTCCCCCAGCAGTTACATCCTACTTAACACAATAATACAATTAGGAATTGCAACAGATTGTAGTCAGATCTCAATATT 

TGTATGTACTCATATGCATGGATAGCTCTGTAAGATTTTTTTTTCCTAAGCTGAACATGGTGGTATTGTGTTTTAGTTCCTGTTATTCAGGTAG 

CTAAGG C AGGAAGAGTC CTTGAATATAG ATGTTCCG ATGTAGC CTGGGC AG AAAG C AAGACTGTTTCT AAG C AG AGTG AATGAATGAATG AATG 

AATGGTCAATCCATGTGCTTGTGGATGTGTATGTAGCATTGTACTGTGTCCCTGTCTTGGGTCTTCACGCTGTTTATCCTTTAGTTTCATAGAC 

AGCTGGTTTGTTCTCATTGCTCCTGAAGAGAATGCTGTCATGTCCCCTAACTAGCTGCTCACTGTCCACAGGCTGTGCACTGCAGTGAGCACCT 

GCACTGTACCCATGGGTGCCACAAGTGGGTTTCAAGGGCAGTGTGAGCCCTGAGCTCCACAGATGGATTCTAGGGATTCCTTGAGGCACGCATT 

TTATGCGTGTGTAAAATGTAACCCTTGGGTGTTGGTGGCCCACCAGCCACTGCTTCCCAGCAGGAAGAACTGCCTGAATGGGAGGTCGGGCAAG 

TCCTCACTACACAGCCTGGGCTTCAGTGTAAAGCGCCTACAACACAGACTGGCTGGCATTGAGAGTTGGTGCTACTCTCTACCAGTGATCTCAG 

CTTTTTGACAGACAC^TTTGTGATTGGGTTAGCCCCACTTGTTTCTGAAAACAGTTTTCCATGCGTCCTACTTACAACCATGGAAGCACAGCTT 

TGAGGTGAGGGTAGTCAGAAAGACCTCCCAGAGCCTATTATGCACAGTGCCTGGGATTGTTTTCTGCCTGAACTTTCTTAGGGAGAGTGCTGTA 

TTGGCTAACTATGCCCTGAGGATCTGGTAGCACCTGTGATAGTATTACAGTGGAGCTTGTATCTGTGCGTCTCTTGAAGCCAGCCTGCAGCAGT 

GTGTTCTGGTTTAGCCTATGTACTTCCAGACCATTGTGGAAGGATGACATCTTTCTTGATTGCTTTCTTTTAATAGTCTATTTATGTTTTGTTG 

TTAAAAACACAGCATTGGTTCGATTTGCAAATGTATAGAATTACCAGCTATAGATAGATACCTATCAGAAATTCAGAGAAATTAAATTTTCTTC 

TACAAGAGTTAAAAAAAATCATGTAGCAAACGTATCCCATAACCCCGACTGTTGAATGCTGGTTCCCTCCGTGGGCGTTTGAGCCTGGCATGCA 

GAACAGGAAGCTCCTTGAGTGACAAATGTCCCTACAGTATGACTCCATAACGTAGCCTGAAGCCAGGGGCTACAGACATCCCTAAGCAATGGCT 

CTCCCTCTCCTTCTCTGTGTAGACACCTCTGCACTTGGCCGTGATCACCAAGCAGGAAGATGTAGTAGAGGATTTGCTGAGGGTTGGGGCTGAC 

CTGAGCCTTCTGGACCGCTGGGGCAACTCTGTCCTGCACCTAGCTGCCAAAGAAGGACACGACAGAATCCTCAGCATCCTGCTCAAGAGCAGAA 

AAGCAGCGCCCCTTATCGACCACCCCAATGGGGAAGGTAAGAGCAGTCGCCTTGCTGGCTAACCGTCCCCTCTCGGCTGCAGCATAAGGGCTTG 

GCATTTGACAAATGCGTCTGACATGACTTTCACCATGAATACTCTCCTCGGCCAGCTGGAGTTTGTCATATCTTGTGGTTATTTCTGCTGTTTA 

TTACAGCAAACGCCCTTAAAGAGTATTTGTGAGTATTGCTTAGTAAGTGGAAAAGCAAGCCCGAGCAAACATTAGTCTTTATAAAGCATCGTGT 

GTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGGAGAACGTTTACATAGTAGCTCAGTGTCTCCCGAGAACACAGTGGGAGCTTGTGG 

CTTCTGAAAGTAGAACAGTGGACCGTCTGAGGCTTTGAAGCACGCCCTGAACAGAAACCGGAAGTGCTGCGACCTGGTGGTGTCCCTCCTCCCC 

GCAGCCCAGCTCTGTCAGTCTCACCCACATCTCTGCCTTTGTTCGGCCTTAGGTCTAAATGCCATCCACATAGCTGTGATGAGCAATAGCCTGC 

CATGTCTGCTGCTGCTGGTGGCTGCCGGGGCAGAAGTCAATGCTCAGGAGCAGAAGTCTGGGCGCACAGCGCTGCACCTGGCCGTGGAGTACGA 

CAACATCTCCTTGGCTGGCTGCCTGCTTCTGGAGGTAAAGGCGTACTTGTGATCTTGACCTAAATCCCCCTGGAAGTTTTAGGGAAGTCTTTTC 

AAAGAATGACTCTAGGGCCAGCTCGCTGTCAGTATTCCACTGTCTGCTTTCTGCATCCCCAGCTCCAGCGCAGCTCTCAACGTGGGGATGCCAG 

TGACAGAGCCAGCCCAGTATAGCAGTTGGGTGAATGATGTAACCTGAGGTGCAACGGAGATGTGGAGGTAGACAGTGGAGGAGAGAGCCCCTGC 

TAACTCTTTCTTTGTGGGCGGATTTAGGGTGATGCCCACGTGGACAGTACCACCTATGATGGGACTACACCTCTGCATATAGCGGCCGGAAGAG 

GGTCCACCAGACTGGCAGCTCTTCTCAAAGCAGCAGGTAAGACGCTGTGGTCACTGATACCAGCAAAGCAAACTGCCTGCAAGTTCAAAGCTGG 

CTGCGGAAGCTGCGGTTCTGCCCTGGGAAAGTGCCGGTAAAGGAGACCTGCACCCGGGCCACTCTGCAGCGGCTGCACTGGAGGCTCTGCTTGG 

CCTCGGGTTTACCTTGATGCTCACGCTAGTTCCCACTCTCTGGTTATCTACGTTGCCTTTGGGTTGTTGAGGTTTACTCGGTACCTATAAAATG 

TTGAGCTGTGTCAGCTTCTGGTCATATTACAAGTCTCCCAGAAGGAAAATATCTAAAGACTTCCTTTTGCAAAAAAAAAAAAAAAAAAAGTCTC 

TTAGAAGCTGAAAGCATGGGAAAAGCAAATGAGCCCTGTATTTGTGTTACTGTGCACGAGGCACTAAGACTTGCTGGCCTCCACTGCCTTTCCT 

CGGCTCCAGGCACCATGCTGGCATGCCATATTCACAGTCTCCTTTAGCACATCTACTCCTCAGTAACTCTCTGAGATAAGAACTGTTGCTATTA 

ATCCCATCTGAGCACCAAGAAGGCAGACTACAAAGATGATCAAGCCCCACTCCCAGTGTCCCGGAAAGCTGAGTCACAGCACCGCAGCCTGACT 

GCAGACTCTTATTCTTCACGCTGTCTTTCTTTCTGCTCTGGCTGGGGTTCTAGTCCTTCCTGTAAAGCACTCAGAAACATTCCAGGTCATCTCC 

TGTCTCCGGCGCTTTGTGTGTTCAGTGTTAACACATGCTTGATGAGGTTGGCTGGCCTTCCGGGCCTGCCCAGACACACCTGATTTACTTCAGA 

GGTTGATAAGGGAGGATTTGTGAACGACACATTCCTTATAGATTCAGGCAAAGAGGCCTTGGTTGTAATGTGTTGAGTCATTTTGGAAGTCACT 

GATTATACTGGGGGAAAAAAAAAAGGTTGTCTCTTAGTCAGACACCTGAAATCTCAACATTCAGAAGGCTGAGGCAGGAGAATGGCCACAAGCT 

TAGGCTACCTTGGTCCACATAGTTCTAGGCAGAACAAAGATACATAGTGAGATACTGTCTCGACAGTAAATATATAAATGTAAACACTTTTACT 

TGAATTCACCATGAAAAGGTAGCAAATAATATCTTGTGTGACATAAAGAAAACCAGACAAAAAGCCTAGCCCTGACCTCCTCGGAGTCACAAAG 

GTCAGTTCAGGGACATGTGTAGCCCTCGGGTCTTCAAACTCATTTCCCAGTCATGTTCCTGGCCATGTTTTGCTCACGTTATAAAAGAGCAAGT 

GAGGCAGCAGAGAGTGGCAAGGCAGCAGTGTTGGCCCAAGTCAGAGGTTCTGTCGGCAGAACTGAAGCAAACACTTCATTCCAAAAGGCTGTGC 

TGAGCCTGCCTGCCTGCCTGCCACTGTTGGCCAACCCGGAGCCGGACACCCATAGGTAGAATAGCCAGGAAGGCATGACAGGTAACTCCACTAA 

CATTAGGGTTACGTTTTATGTTGTCTTGCTGGGAGCTGAAGAACAGGCAATATCCCCAAGATTTGTTAGCACATTTTTTCCCCATAACAACACA 

TCCTGCCTAGCATAGCGGGCTTGTGGTGTCCATTTCTCTGTTGCTTAGGAACTAGAACTAGGGCCCCAACAGTACAGCACTCAAGGACAGAGCT 

GACCAAGCAAATCTGCTCCACACAAGTAAGCGAGAGTGTGAGAAGTGTGTATTGGTAGATGTAAATGTGAAGGTTCAGGACTTTACCCCTGTGG 

GTGC ATAAATTGC C ACCT ACTAGTCCTTAGGTTAAAATGTAT C CTTTGTAGT ATAATAAT AAT AAGAATAAT AATC CTGC AGAGTTACAAATCC 

CAGGAGTACTTGAAGTCTTTCATGTATTTACTTTACATCCTGATCACGTCCTCCCCTGCTCCCAGTGCCCTCCACATGGCTCCTCCTCCCCACC 

CCCTCCCTCTCTCTTCACAGGGTCCTTGGCTACCTACTTCCATAGAAGTGAATTAAAATTTTTTAAAAAGTTGTTTTAAATTTCACTAGAAATG 

AAAAGTTATCCTGTAATTGCCTTAATGAGCTAGAGGTAACCTGTCCCTCGACATGGGAATCCTGTGTGTGATTGGAGGCGGACAAGCTTTTTCT 

TTTACACAACACTGTATTTCCCTGACTCCATAGGAGCAGACCCCCTGGTGGAGAACTTTGAGCCTCTCTATGACCTGGACGACTCTTGGGAGAA 

GGCTGGAGAAGATGAGGGAGTGGTGCCAGGTACCACACCCCTGGACATGGCTGCCAACTGGCAGGTGAGCTGTGGCCAGCCCATCTCATGGGTA 

TTTACGGGGGAGCCAGTGGCTCAGGAATATAAAACAGATGGTCTTCTTGGCATGCTCCTCCCTAAAGAACATGCCTTTGTTTTTATGAGGTCTT 

GTTACCGAGAGGGTCTTAATCTTGAAAGATGGTCTTCATCCATGAAAGATGAAGGTCCGGTGAGCCAGAGTGTAAAGCTGTTTGCGTAACTGGA 

TTAG AGTTCAG ATATG AG AGGTTAGAAAAG C ACAAAATG CACAGAAG AGTTACCCTGTCAGCACACG ACCAGAG TTCTTG CCATTTCTGTCAGA 

AG CTAGCTTGCT C AG AGCTT AAGTAAGAGGTTT CTGAACATAAAAATAAACTAG AAATTCTCTTGTGGATTT CCATAAAC ATATT AAAAAC CTT 

C C TT AAAAC AC AAT AG GG CT T AC AC T T AAAG G AG AAAAC G CT AG GTGTTTGGAC C AAG AG AAAAG AG C C AG AAG G C AAAG T AGG C AGTGTACG G 

GTCCAACACAGTCGGGTTTGTAGGAATCTAGACTCTCTGTGCACGTCTAGGAGGCTGTTTGCTGGCTGGGTTCCTACAGGGAACACAGAAGACT 

GACCCCTGACCTGATTCCTACCCTGTGTACCATCAGCAAATTCACCTCAGAGAACACCAGGACTTTTAAAAATCATTTCTGTGAATATTTTCTC 

ATGTTTTTCTATCCGACAGGTATTTGACATACTAAATGGGAAACCGTATGAGCCTGTGTTCACATCTGATGATATACTACCACAAGGTGAGGTG 
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TGGCAGGACAGATTCTCTCAGCCAGTGTTGCCCCATGCTGTGGTTTACAGGAGGAGAGGAGAGGCCAGCCTGGGCGAGGGTGTACTGCAAACCG 

TCTAGATCTTATCTCAGAATCTGAGATCCCTGGAGGTGTGGCCCTGAGCTGCTAGAAGCACCTACTGCTGCTGCTGAGCAGGGCCTCTGGACTT 

GGCAGAAGCTTGGTGGCCTCCATCAGAAGTTGGACAATGACCTGTCCTCTCAGATTGATTGTCCCTGGAAGGTTAAAGCAGTCATGTTTCTTCC 

TTAGGGGACATGAAGCAGCTGACAGAAGACACGAGGCTACAACTCTGCAAACrGCTGGAAATTCCTGATCCAGACAAAAACTGGGCCACTCTGG 

CACAGAAGTTGGGTCTGGGGATATTGAACAATGCCTTCCGGCTGAGTCCTGCTCCTTCTAAAACTCTCATGGACAACTATGAGGTAACGCGCCG 

CCGTACCATTTAGAGTTGTCTGTGTAACTATTGGTAGTTGACCGTGTCAGCTCCACTGAGCAGCACAGCCTACCCCCTTACATAGTAACTTTAT 

GGAAGGAAACCAGTCATTGCCTGGAAGGCAAAGGGAGCCAGGCCAGGATGGTGCCTTTTTCTTGAGAAGACTGGTTACCCGTCTCTCGGCATTC 

CCTGTTTTCAAATTCTCAGAGCCTTCCTGTGAAAATACTACTGCCCACAGGATGGGGACCCCTCCAAGCTGTGATCGGTGTGTGCATCCCTGTT 

TGCAAGAGGG AGCCCCCCAGGG C CATGGCTTCATTGTTCTGT CGGGTGACT CCTATTAGAG CAATTCCAAACTAAAAAATAGACAAACATGGG G 

GAGCTACTCCGAATGAGGCTGTCATTGCTAGCTGCTGTCTTCCCTGGATTTCTGTGCGTAGACATCACCGTAGGCAGTCTCCTGTCTCCTGTCT 

CCATGAACTCACAGGCTTCTTTCCCTTCCTTCCCCTCTTTTTTCTTATCTCTCTC^ 

NNNNNNNNNNNNN^ 

NNNNNNNNNtfN^^ 

NNNNNNNNNNNNNNNNNl^Nl^CTACACAGAG 

ACTGCTCAGGTCCACTGTCTGCCTCTCTCGTCTTCCTCCACGAGGCAGCACATAGGTAAAGAGGCTGAGAGAGTTCCTTTCCTCGCTGGCAAGG 
TCTTTGTGCTCTGGGACGTGGCACTACACTCCCTTTCCCTAGTCTTTTTCGTGACATGTGTTCCTCTGTGGCATGCCACCCGCTCCCTCCCCAC 
AGTGCTC CT CTGCGC ACACAGG AACAGGCAGTT CC C ACAGAC ACTCACATTGGCATA'TAGGTCACTTAGAATCCCAGTAGACACTGGACATGGC 
GGGGAGGGTTAAAGAAAGACTACTTCTCATATTTGTTAAATTTGGAGAAAGATTCTAAGAAAGGTGCACAGCCCTGGGCCACAGGACAAGAAGT 
AGGACCCAGGAAATATGCATACTGTATGACCCTTCCTTTCATGCCACCACCCTTCAGGTCCCCCACGTCCTCCCTCCCTCGGCACTCCCCGTCC 
TTCAGCTCCCACCCTGGTCATGGTCCTGC CTTTGTCTTCC CACACTAACATCCAC CTGT GAG C C C CAAC ACATGC ATTTGTACGAATGGATCTC 
GGTACAGGCTTGAATTATGTCATTGTTCCCGGCCCGTGGTTTCTCTAACCTCTGCAGCCTTTCTTCTTGTTCATTTTCTACGCTAGCCACAAAC 
TCCACTGAGACCAGGAACAACTAGCATTCTCCCATCTTTG'rATTATGCCAGCACCCCGGTGGCAGGCCTTCCATCTGGGCTCAGTAGGTTATGT 
CTGCCTTCCACCTGGGGCAGTCCTCCCCTGGGAGCCTGCCTGTCACCTTCAGCAGGTCCTGGACACCTGATTCTTGCCTCTTTGTCCTGTACTG 
TGCTTCCTTCCCCACCTGCTGTGGAGAACCTCTTGCTAGGATGTAACTTCTCATCTTTAAACACTGGCCCGCCTGGCCACAGGCTGCTTAGCCC 
CGCTTTGATTAATGTTACATCTCAATGAATGGCTTTGTCCATTGATAGCGCTTTGGTTAGCTCATGTTTTCACGTTTGTATGATACATGCTGTT 
ATTTTTGTTCGC ATTTCT G AT ATGGGGGAATCT AC AGGT AAAC ACAGCCT C C AAGTTCAGTAG AAAAATGT CAT C ATTAAGAGTATTATATC C A 
ATAAACAGTAAACAGATTTTTTAAAAGAGAAAGAAATTTAGAGAAAAACGAGACATCACTTCCTTGTTACACCCTTTAGTTGAGTTCAAACTTC 
TCAGAAGAATATGATAACTGCTGGTCAGCTCACCACCTCTGTCTGCCATCTGCTTCTGTCCCCTCCTCT 

CCCATTTTCACATGTGTTGCCTACCCTTTCCATCCCTTTAAAGCCTGTTTTCCGCCCCCTGGAGGCCTTTGCTAGTTTTCTGGCCTCTGCTCAC 
GCTCACTTCCACATGAATATACATACGTGACTGTTGGAAGCTAGGATCCACACGTGAGAGAGAACGAATGGTATTTATGTCTCTGGGCTGCCTT 
GATTAGTATTCTCCATTAACCTGCAAGTTTCATCTCTCTTTACGGGCGAATAAACTTTTATCATCTTCACACAACTCTTGGCTCTTGCACAAAC 
TCATACTGGCCATGACTGTCAAAAGTATAGCCAGGCTGTAACAAAATCTAAGAGTGGCAATGAATACTTTCTGGCATTCAGGTCCTCATGCTTA 
ACCCTGAAAGGGCATCTCTTCTTGGCAGATGCCAAGTTCCGCCCATCCTCACTGCTTGCCTGAACTCCAACAGTGGCTGCTAGTCAGCCTCTTT 
GACTGTTTGCTTGCCCCTCCATCAGTTCTCTGCACCACAGTGATGTGACATGATAGGGCTCCAGTCACAATTAAAAACTAAATACTTAGCAGCT 
AGGAAGACGGCAAGTGTCCCCTCCTCTACCTTTGGGAAAGCCAGGTAGGGTGACAAATATGTACAACCCGATAGCCCACTCATAGAGGAAAGGA 
CACCGAGAGAGGTGGATCCACGGGACTCACTGGCCAGTCTCTAAAAACAAGATGGAGAAGGAACAAGGAAGTCACACAATGTTGACCTCCCCAC 
ACCCCACACGTGCACATGAGCACACATCCCACAAACACAAAGCAAATACTTAAATACTGTATTAAATTTCCATCATTGTGACCAAGTTAGGAGA 
GATTTGGTTGGGCACACAGTTTTTATAGGTCCCATGGTCCACTGCCTTCGGGGTATAGCAAAACCCTTCATCACGGAGGAAGCACATGGTAGAG 
GAATCCTACTCACTTCAAGGTGTTTGGAAGTACACAGAGATGGGGAGGAGCCCCAGTACAGATCTCTTTCAAAGCCACGCCCTCCATGACCTAA 
CTTCCTTCTGTGAGGCCCCATAGTCAAAGAGTTGTATCACCTCCAGATAATGTCACAGGCTAGAAACCAAGCCTTTACTTAGCACACAGCCTTT 
GTGGGACATTTTAAGATCCGAACCATAATACACAGTAAGCCTTTCAAATGCTGCCCAGTCCCTGTTACACAACAGACAGTTGACTGGATGAGGT 
AAC ACC AGG AC ACCGCT CTGGCATGGTC ATTGAGT CT C AGTGTTGTGACGTTAAG ATT CAATGATGAGAGT CAAACATTTGCTTAGTAAGTGTT 
ATGCTTCTGTTTCTTTAGTCACTCTGTACAGAAATAATCTGCTCTGGTTCCCAGGAATGCTTTTCAGGTGATAGAATTTAACTTAAGCrTTTGG 
TATAGACACATTTAAAAAAAAAAAAAAAAAGCCTCATTTTCTTGCACCAAAAGAAAATTTTCTAGGCAATGTGTATTCTTTAAAAGCTCATACA 
GCTC^GAGAAAGGTGCCATTTTTAGTTCCTGCTTCTGTTATGAGTTTATTTTGCCTTGTATTCAGCAGTTTGCCCAGCCGTTAAAAAAAAAAAA 
AAAAAAAAAAAAGACAAAAGGTAAAATGATAGAGCAGTTAGAAAAATATGCCTCACTTTACAAAGGAAAACATGTTTATCCTGAACCAAGAGAA 
TTCAGAACAGATTCTGTTCAACAGAAAGACTGATGTACCCTGTAGCACTCTCTAATGTCATTTGATAACCCTGCCATTCACACAGCCAAGCAGC 
ACCGGTGGCATGATGGGGAGGTGGGATGCCGTGCTGCGCAGGAGCTAGCAAGCACAACCCTCCATACCATAGTCCACACGGAGCCTGGGAGGGA 

TCTGAAACTGCTGAGCACCCCGGCTTGCTGCCTCATGGGCTCATGCTCCGCTAGCTTTCTTTTCCTTTTTTTGTTTTGTTTTTTTTTTTTTTTT 
TTTCGAGACAGGGTTTCTCTACATAGCCCTGGCTGTCCTGGAGCTCACTTTGTAGACCAGGCTGGGCTCGAACTCAGAAATCCGCCTGCCTCTG 
CCTCCCGAGTGGTGGGATTAAAGGCGTGCGCCACCATGCCCGTCTTCCGCTAGCTTTCTTACACAGCCCTGGACTGCCTCTCAGGGAGTGGTGC 
TGTCTACAGAGGATAGGCCCTCCTCCCGATCAGTTAACTGTCAGGACACGCCCACAGACCAGTCTCATCTGGCTGGGCCCTCCCTCATCTGCAC 
CTCCCTCCTCAAGTGATTCTAGACGTGTGAAGTTGACAGTTGAAGGTGACAGGGACAGCAGGCAGAACAAAGCCCTTGCCATGGCCTAACTCAG 
CCCCTCATGAGTCTGTGCTTTCTCCGCAGATGAACTCCGGGATAGTGACAGCGTCTGTGACAGTGGTGTGGAGACATCCTTCCGCAAACTCAGC 
TTTACAGAGTCTCTTACTGGAGACAGCCCACTGCTATCTCTGAACAAAATGCCCCACGGTTATGGGCAGGAAGGACCTATTGAAGGCAAAATTT 
AGCCTGCTGGCCGTTCCCCCACACTGTGTAAACCAAAGCCCTGACAGTCCATTGCATCGTCCCAAAGGAGGAAGGCAAAGCGAATCCAAAGGTG 
CTGGAGAATCGCCGGCCTGCAGGGTCACTCGATTTCATTCAAGGCCTTCCGAATTTGGCGTCCTTTCTTGGTTCTGAAATGAAATGTAGTTGCC 
ACGCACAGACGGTGTCTAGCAATCATGGCGCTCGCTCGCTCAGCTGCACTCTATGGCTCAGGTGCAGTGTCTTGAGCTTTCTCTGCTGCTACTG 
GATCACATTTGCTTTGTGTTGTTACTGCTGTCCCTCCGCTGGGTTCCTGCTGTCATTAAAAGGTGTCGCTGTCCCCACCCGGTGTCCTTTCTAG 
CCATCTACTGTAAGTTGTGCATTCAAATTAAGATTAAGGAAAAACATATTTTTAAATGAGTACCTTGATGCGCAATAAAAAAAAGACATTTCTT 
TTTTTAATGTGGTTTATCTGTGATTTAAAAATAAAAAACACATGAACTTACAATATTTAAAACATGCTACAATCAGTGCTGAAAATAGTATTTT 
CCCCGTTTTATGCATTTTACTATTGTAAATATGTTTTCTAAATCAAATACTTTAAAAGAAGAAATGTTGAATTTATAAATGCTATTTACTTTTT 
TATTTTACTTTTATAATAAAAGTACAAGCACATTGTTGACCTAATCTTGTCTGATCTCTGCAAATGCTTTCTCAGAGGAGTCCCTGTGACTGTG 
GGAACAGCCCCACAGCCCGTTTGTCACATCCACATTCTCCTTTAGACACATTTCTTTGAAGCTAGAAATGTTCAAACTGTGGAAATAAAAGTGT 
TCTAACCCAAGACTGAGGTTCTGACCCAGGCAACATCATCTGGACGCCTAGCATCAACATTCCAATCTCTACACCGTTCCTCTCCAGCGCATGC 
TGTCTGTGTCTATGAAGGATAACAGACCCCAGCTTCAGCACTTCATCTTCTGGATACGATGTGGCCGTTGCGTTCATAGCTAACTACACAAAAC 
CTGTACAAGATGTGGTCCTTCATCATGTATAGAGAGGGACTGATGAAATACACACACACACACACACACACACACAGACACCACAGCAACTGGC 
TGTTAATAGTTGCTAGGGGAATGGGAGTCCTTTCTTCAAATGGTATAGCACATACTCCAGTAACTATTCCCTCCCCATGTTCATGCAGGCAGCC 
CTAATTAAACTCACTCATACACACAAGCACAGAAGCAGGAAAGTAGGAGGCGGAAACGAGAAGGCAGCGGGGTTTGTGGATATGATCTCAGTAC 
ATCCTATAC ATGTTTAAG AT CATGAGAAAATATAC ATTTTAATTAAAAACTAAATT CC AACATATGTAAAAG ATTTTC C AGTATGG AGTTTAGT 
AAGTCTGCATGGCTGAAAGTAGAAAGAGGGAAGATTAATGGCTTGAAAGAGGTCTTAGTTTGGACTCTGGTGTGTGAGCAAGGTCATTTAGTGT 
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GTAGTGTAAAGATCAAATCCAAAACCTTCTGGTGAAGTGGCTTGGCAGTTAAGAGCACTGATCTTCCAGAGGACCAGTCAGTAGGTTTAATTCG 
TAGAACCCCTCACAGCTCACAACCACCTGTAACTTCGGTCCCAGGGAATATGATGCCCTCTTCAGGCTTCTGTGGGCACCAGGCATATAAATGG 
TGCACAGATATACATGCAGGCAAAACATCCATACACACAGAAAGAAAAAACCAAAAACCTAAGGCCTTGTCATGCCACACAAGTGATCTACTAC 
TGATCCCACGGAAGGGCCTGGAAACCCACCAGCTATTACCTTTGGGAACTGCCTTCACTACAAAGAGCTCTCACCCCCATTTCCATGGTAGTCA 
TATGAATGCGTTTCCCATTGCTGGGACCTTCAGATCCTGGGAGACAGGCTAAAGTGATCTGGGCTATCTCCCTCACACAGCTCAAGGTACCCCA 
AATAGACATCTTGTATGTCAGTGTCCATATGACAAAATATTCCAAACTTACAATGAAGAAAATGGAGGTCCAGAGAGCGCAACTCAGTTGTGGC 
TAAGGTGCAT CTGTGTTT ATATC CAG ATACTTAGCGCCTAGG CTTGTGAGTTAG AGAATG ATTTTATTGGG AC AAAAAAG ATGATAATG ACTG A 
ATCTATTAGTAGGGATTTGGTATAAGATTAAGTAAAATATCATTAATGAAGAAATGATTAATTATTTAAATATATAATACAAGCTACTTAATAA 
T ACTTAAATTATTTAATAAATATTCTAAGTG CCT AATC ATC AATT AATCGGAATC C CTTT CTACC AAAAATTCCATATGT ATG AAAATTTAAAC 
CATACGAATTTTAGACATAC CAC CAATCTTAG ACAAAC ACCCTTG AC AT CG AGAAGGCCCTAATCG AG ACTTCATT CTGTGATGTAAAAG CAGA 
GCAGATTCTACCTCTTAGAATGCATCACAAATGAACAGAAACTGGTTAAACAGCAAATTCTGTTTTCCATTACAGTACCCTCTCTCCACCCTAA 
CACACCCTTATTCTGCGTTGGAAACTTTAAGACAAAACTGTCTTGCTTTGGTGTTTCGTAATACTTCCTGGGACAGCCATGCCACCATGCCCCA 
GCCAGGACTTTCTATGGCTGTTAGCTGTGCGTCTTAAAACATGGTGCTGAAGCCCTTCCCACAGAGAGACACCATTGTTTCCTGGGTTTAGGCT 
CCTGAGTCCAGGCCACCTGTGGCAAGGCAGGAACGATGCTGAGTGACTTCCGAAACTAGGTCCGAATTTCTGCCAACCTTCCCGGAACTACCTT 
CTCCTGGAACTCAGTCACCCTGTTCAGAGGGTGCCAAGCAGCCATGAAGAGAAGGCCAGTACAGGTGTTCAGCCAACAGCCTTAACCGAGGTCC 
TAGCCAAAGCTTGCCAAGCCGACGGCTGCCAGGTGACCCTGCCTAGCCTTTAGGCTGTCTCAGCAGATGCTGACCACAATAAACATGGGCTGTT 
TTGCTGTTCTCAAAGGACAGATTTGAAAGCAAATTAAATACTAGTGGGGGTTTTAAGCCCTGGGTGTAGAGTGGACACCACCATTCTCCAGGCA 
TTTGAAAAGACAGCTTGCCTACCATAAGTTCAGCAGAAAAGATACTGACTGGAGAGACGC 

MOUSE SEQUENCE - mRNA 

AGCGGCCGCCGCGGGCGCGCTCTAGCAGCGCAGGCCGGAGCTCAGGGCCCCGCGCGCCCGGCCCGCCCCGCGCTTCTCCGCCCGCGCCGCAGCC 
ATGGCGCGCCGCTGAGCCGCCCGCCCGCCCGCCCGCGCCCCGACCCGGCTCGGCTCCCGCCGGTGCGCGCCGCTCCGCAGCGGAGCCCGCAGGC 
GAGGAGAGGCCGCGCGCATCTCCAGGGTACCCTCAGAGGCCAGAAGAGGGTGTCAGAGCCCTTGTAACTGGAGTTTGACGGTCGTGAGCTGCGC 
ATCTTCACCATGGCAGACGATGATCCCTACGGAACTGGGCAAATGTTTCATTTGAACACTGCTTTGACTCACTCAATATTTAATGCAGAATTAT 
ATTCAC CAGAAATACCACTGTCAACAG ATGG CCCATACCTTC AAATATTAGAG CAAC C AAAAC AGAGGGGATTTCG ATTC CGCTATGTGTGTGA 
AGGCCCATCACACGGAGGGCTTCCGGGAGCCTCTAGTGAGAAGAACAAGAAATCGTACCCACAGGTCAAAATTTGCAACTATGTGGGGCCTGCA 
AAGGTTATCGTTCAGTTGGTCACAAATGGAAAAAACATCCACCTGCACGCCCACAGCCTGGTGGGCAAGCACTGTGAGGACGGGGTATGCACCG 
TAACAGCAGGACCCAAGGACATGGTGGTTGGCTTTGCAAACCTGGGAATACTTCATGTGACTAAGAAAAAGGTATTTGAAACACTGGAAGCACG 
GATGACAGAGGCGTGTATTAGGGGCTATAATCCTGGACTTCTGGTGCATTCTGACCTTGCCTATCTACAAGCAGAAGGCGGAGGAGACCGGCAA 
CTCACAGACAGAGAGAAGGAGATCATCCGCCAGGCAGCCGTGCAGCAGACCAAGGAGATGGACCTGAGCGTGGTGCGCCTCATGTTCACAGCCT 
TCCTCCCTGACAGCACTGGCAGCTTCACTCGGAGACTGGAGCCTGTGGTGTCAGACGCCATCTATGATAGCAAAGCCCCGAATGCATCCAACCT 
GAAAATCGTGAGAATGGACAGAACAGCAGGATGTGTGACGGGAGGGGAGGAGATTTACCTTCTCTGTGACAAGGTTCAGAAAGATGACATCCAG 
ATT CGGTTTTATGAAG AGGAAGAAAATGGCGGAGTTTGGGAAGG ATTTGGGGACTTTT CCCCCACGGATGTTCATAGACAGTTTG CC ATTGTCT 
' TCAAAACGCCAAAGTATAAGGATGTCAACATTACAAAGCCAGCTTCCGTGTTTGTTCAGCTTCGGAGGAAATCAGACCTGGAAACTAGTGAACC 
GAAAGCCTTTCTCTACTACCCTGAAATCAAAGACAAAGAGGAAGTGCAAAGGAAACGCCAGAAGCTTATGCCGAACTTCTCGGACAGCTTCGGC 
GGCGGCAGTGGAGCGGGAGCCGGTGGTGGAGGCATGTTCGGTAGTGGCGGTGGCGGAGGGAGTACCGGAAGCCCTGGCCCAGGGTATGGCTACT 
CGAACTACGGATTTCCTCCCTACGGTGGGATTACATTCCATCCCGGAGTCACGAAATCCAACGCAGGGGTCACCCATGGCACCATAAACACCAA 
ATTTAAAAATGGCCCTAAAGATTGTGCCAAGAGTGATGACGAGGAGAGTCTGACTCTCGCTGAGAAGGAAACTGAAGGTGAAGGGCCCAGCCTG 
CCCATGGCCTGCACCAAGACGGAACCCATCGCCTTGGCATCCACCATGGAAGACAAGGAGCAGGACATGGGATTTCAGGATAACCTCTTTCTCG 
AGAAGGCTCTGCAGCTCGCCAGGCGACACGCCAACGCCCTTTTCGACTACGCAGTGACGGGGGATGTGAAGATGTTGCTGGCCGTGCAACGCCA 
TCTCACCGCCGTGCAGGATGAGAATGGGGACAGTGTCTTACACTTAGCCATCATCCACCTCCACGCTCAGCTCGTGAGGGATCTGCTGGAAGTC 
. ACATCTGGTTTGATCTCTGATGACATCATCAACATGAGAAATGACCTGTATCAGACACCTCTGCACTTGGCCGTGATCACCAAGCAGGAAGATG 
' TAGTAGAGGATTTGCTGAGGGTTGGGGCTGACCTGAGCCTTCTGGACCGCTGGGGCAACTCTGTCCTGCACCTAGCTGCCAAAGAAGGACACGA 
CAGAATCCTCAGCATCCTGCTCAAGAGCAGAAAAGCAGCGCCCCTTATCGACCACCCCAATGGGGAAGGTCTAAATGCCATCCACATAGCTGTG 
ATGAGCAATAGCCTGCCATGTCTGCTGCTGCTGGTGGCTGCCGGGGCAGAAGTCAATGCTCAGGAGCAGAAGTCTGGGCGCACGCCGCTGCACC 
TGGCCGTGGAGTACGACAACATCTCCTTGGCTGGCTGCCTGCTTCTGGAGGGTGATGCeCACGTGGACAGTACCACCTATGATGGGACTACACC 

TATGACCTGGACGACTCTTGGGAGAAGGCTGGAGAAGATGAGGGAGTGGTGCCAGGTACCACACCCCTGGACATGGCTGCCAACTGGCAGGTAT 
TTGACATACTAAATGGGAAACCGTATGAGCCTGTGTTCACATCTGATGATATACTACCACAAGGGGACATGAAGCAGCTGACAGAAGACACGAG 
GCTACAACTCTGCAAACTGCTGGAAATTCCTGATCCAGACAAAAACTGGGCCACTCTGGCACAGAAGTTGGGTCTGGGGATATTGAACAATGCC 
TTCCGGCTGAGTCCTGCTCCTTCTAAAACTCTCATGGACAACTATGAGGTCTCTGGGGGTACCATCAAAGAGCTGATGGAGGCCCTGCAACAGA 
TGGGCTACACAGAGGCCATTGAAGTGATCCAGGCAGCCTTCCGCACCCCGGCAACCACAGCCTCCAGCCCCGTGACCACTGCTCAGGTCCACTG 
TCTGCCTCTCTCGTCTTCCTCCACGAGGCAGCACATAGATGAACTCCGGGATAGTGACAGCGTCTGTGACAGTGGTGTGGAGACATCCTTCCGC 
AAACTCAGCTTTACAGAGTCTCTTACTGGAGACAGCCCACTGCTATCTCTGAACAAAATGCCCCACGGTTATGGGCAGGAAGGACCTATTGAAG 
GCAAAATTTAGCCTGCTGGCCGTTCCCCCACACTGTGTAAACCAAAGCCCTGACAGTCCATTGCATCGTCCCAAAGGAGGAAGGCAAAGCGAAT 
CCAAAGGTGCTGGAGAATCGCCGGCCTGCAGGGTCACTCGATTTCATTCAAGGCCTTCCGAATTTGGCGTCCTTCTTGGTTCTGAAATGAAATG 
TAGTTGCCACGCACAGACGGTGTCTAGCAATCATGGCGCTCGCTCGCTCAGCTGCACTCTATGGCTCAGGTGCAGTGTCTTGAGCTTTCTCTGC 
TGCTACTGGATCACATTTGCTTTGTGTTGTTACTGCTGTCCCTCCGCTGGGTTCCTGCTGTCATTAAAAGGTGTCGCTGTCCCCACCCGGTGTC 
CTTTCTAGCCATCTACTGTAAGTTGTGCATTCAAATTAAGATTAAGGAAAAACATATTTTTAAATGAGTACCTTGATGCGCAATAAAAAAAAAG 
ACATTTCTTTTTTTAATGTGGTTTATCTGTGATTTAAAAATAAAAAACACATGAACTTATCAATATTTAAAACATGCTACAATCAGTGNTGAAA 
ATAGTATTTTC C C CGTTTTATGC ATTTTAC ATTTGTAAATATGTTTT CTAAT C AATACTTTAAAAG AAG AATGTTGAATTTATAAAATGCTATT 
TACTTTTTTATTTATAATAAAGTACAGCACATGTGACT 

MOUSE SEQUENCE - CODING 

ATGGCAGACGATGATCCCTACGGAACTGGGCAAATGTTTCATTTGAACACTGCTTTGACTCACTCAATATTTAATGCAGAATTATATTCACCAG 
AAATACCACTGTCAACAGATGGCCCATACCTTCAAATATTAGAGCAACCAAAACAGAGGGGATTTCGATTCCGCTATGTGTGTGAAGGCCCATC 
ACACGGAGGGCTTCCGGGAGCCTCTAGTGAGAAGAACAAGAAATCCTACCCACAGGTCAAAATTTGCAACTATGTGGGGCCTGCAAAGGTTATC 
GTTCAGTTGGTCACAAATGGAAAAAACATCCACCTGCACGCCCACAGCCTGGTGGGCAAGCACTGTGAGGACGGGGTATGCACCGTAACAGCAG 
GACCCAAGGACATGGTGGTTGGCTTTGCAAACCTGGGAATACTTCATGTGACTAAGAAAAAGGTATTTGAAACACTGGAAGCACGGATGACAGA 
GGCGTGTATTAGGGGCTATAATCCTGGACTTCTGGTGCATTCTGACCTTGCCTATCTACAAGCAGAAGGCGGAGGAGAGCGGCAACTCACAGAC 
AGAGAGAAGGAGATCATCCGCCAGGCAGCCGTGCAGCAGACCAAGGAGATGGACCTGAGCGTGGTGCGCCTCATGTTCACAGGCTTCCTCCCTG 
ACAGCACTGGCAGCTTCAGTGGGAGACTGGAGCCTGTGGTGTCAGACGCCATCTATGATAGCAAAGCCCCGAATGCATCCAACCTGAAAATCGT 
GAGAATGGACAGAACAGCAGGATGTGTGACGGGAGGGGAGGAGATTTACCTTCTCTGTGACAAGGTTCAGAAAGATGACATCCAGATTCGGTTT 



382 



WO 03/039484 



PCT/US02/36071 



SAGRES DISCOVERY 02-20 



TATGAAGAGGAAGAAAATGGCGGAGTTTGGGAAGGATTTGGGGACTTTTCCCCCACGGATGTTCATAGACAGTTTGCCATTGTCTTCAAAACGC 
CAAAGTATAAGGATGTCAACATTACAAAGCCAGCTTCCGTGTTTGTTCAGCTTGGGAGGAAATCAGACCTGGAAAGTAGTGAACCGAAACCCTT 
TCTCTACTACCCTGAAATCAAAGACAAAGAGGAAGTGCAAAGGAAACGCCAGAAGCTTATGCCGAACTTCTCGGACAGCTTCGGCGGCGGCAGT 
GGAGCGGGAGCCGGTGGTGGAGGCATGTTCGGTAGTGGCGGTGGCGGAGGGAGTACCGGAAGCCCTGGCCCAGGGTATGGCTACTCGAACTACG 
GATTTCCTCCCTACGGTGGGATTACATTCCATCCCGGAGTCACGAAATCCAACGCAGGGGTCACCCATGGCACCATAAACACCAAATTTAAAAA 
TGGCCCTAAAGATTGTGCCAAGAGTGATGACGAGGAGAGTCTGACTCTCCCTGAGAAGGAAACTGAAGGTGAAGGGCCCAGCCTGCCCATGGCC 
TGCACCAAGACGGAACCCATCGCCTTGGCATCCACCATGGAAGACAAGGAGCAGGACATGGGATTTCAGGATAACCTCTTTCTCGAGAAGGCTC 
TGCAGCTCGCCAGGCGACACGCCAACGCCCTTTTCGACTACGCAGTGACGGGGGATGTGAAGATGTTGCTGGCCGTGCAACGCCATCTCACCGC 
CGTGCAGGATGAGAATGGGGACAGTGTCTTACACTTAGCCATCATCCACCTCCACGCTCAGCTCGTGAGGGATCTGCTGGAAGTCACATCTGGT 
TTGATCTCTGATGACATCATCAACATGAGAAATGACCTGTATCAGACACCTCTGCACTTGGCCGTGATCACCAAGCAGGAAGATGTAGTAGAGG 
ATTTGCTGAGGGTTGGGGCTGACCTGAGCCTTCTGGACCGCTGGGGCAACTCTGTCCTGCACCTAGCTGCCAAAGAAGGACACGACAGAATCCT 
CAGCATCCTGCTCAAGAGCAGAAAAGCAGCGCCCCTTATCGACCACCCCAATGGGGAAGGTCTAAATGCCATCCACATAGCTGTGATGAGCAAT 
AGCCTGCCATGTCTGCTGCTGCTGGTGGCTGCCGGGGCAGAAGTCAATGCTCAGGAGCAGAAGTCTGGGCGCACGCCGCTGCACCTGGCCGTGG 
AGTACGACAACATCTCCTTGGCTGGCTGCCTGCTTCTGGAGGGTGATGCCCACGTGGACAGTACCACCTATGATGGGACTACACCTCTGCATAT 
AGCGGCCGGAAGAGGGTCCACCAGAGTGGCAGCTCTTCTCAAAGCAGCAGGAGCAGACCCCCTGGTGGAGAACTTTGAGCCTCTCTATGACCTG 
GACGACTCTTGGGAGAAGGCTGGAGAAGATGAGGGAGTGGTGCCAGGTACCACACCCCTGGACATGGCTGCCAACTGGCAGGTATTTGACATAC 
TAAATGGGAAACCGTATGAGCCTGTGTTCACATCTGATGATATACTACCACAAGGGGACATGAAGCAGCTGACAGAAGAGACGAGGCTACAACT 
CTGCAAACTGCTGGAAATTCCTGATCCAGACAAAAACTGGGCCACTCTGGCACAGAAGTTGGGTCTGGGGATATTGAACAATGGCTTCCGGCTG 
AGTCCTGCTCCTTCTAAAACTCTCATGGACAACTATGAGGTCTCTGGGGGTACCATCAAAGAGCTGATGGAGGCCCTGCAACAGATGGGCTACA 
CAGAGGCCATTGAAGTGATGCAGGCAGCCTTCCGCACCCCGGCAACCACAGCCTCCAGCCCCGTGACCACTGCTCAGGTCCACTGTCTGCCTCT 
CTCGTCTTCCTCCACGAGGCAGCACATAGATGAACTCCGGGATAGTGACAGCGTCTGTGACAGTGGTGTGGAGACATCCTTCCGCAAACTCAGC 
TTTACAGAGTCTCTTACTGGAGACAGGCCACTGCTATCTCTGAACAAAATGCCCCACGGTTATGGGCAGGAAGGACCTATTGAAGGCAAAATTT 

AG 

HUMAN SEQUENCE - GENOMIC 

TTGACAAGCTGGTTCTAAAATGAATTCAGAAATGCAAAGGACCTAGAATAGCCAAAACAACCTTGAAAAAGTGAACAAAGTTGGAGGACTAACA 
CTTCCTGATTTCAAGACTTATTGTAAAGCTATAAAGTAATCAAAAAGGTGTGGTATTATCATATAGATAGAGAAAAGATCAATGGAACAAAATA 

ATCAGTTGGAAATCAATAATCTAAAAAGAAAAAACTTCAATCCATATCTTGTACCACTATATGCAAAACTTAACTCAAAATGTATCATAGACCT 
GAATTTAAGTCCTCAAACTACAAAAGTTCTAGAAGAAAATAGAGGAGAAAATCTTAGTGAGTTTGAGTCAGGCAAAGAGTATGTGGATACAACA 
CTGAAACC AC AATGC AGT AAAAAACTG ACAAATTAT ACTT C ATC AAATTTAAAAT CTTCT CTG C AAAAG AGGATG AAAAG AC AAGTC AC AGGCT 
AAAAAATATGTATTTGCAAATCATATATCTGGTAAAATACTTTTATCCAGAATATAAAATGAACTCTCAAAATTCAATAATAAGAAAAAAAATA 
C ACC AAAAGTAAAC AAAAC ATTTGAACATGC ATTT C AC C AAATGGCAAAT AAG C AC AT AAACAGATGC CCAT C ATC ATTAGTCATT AGGGTAAA 
G C AAAGTAAAG C AC AATGAG AT ACC ACTAAACATATC AATTG AGACG ATTAAAATAAAAAAGACTG AC C ATACC AAGG ATTG C AAAT ATATGAA 
GGAGCTAGAACTCTCATTTCCTGTAGTGGGAATATAAAATAATATACTCTTTGGGAGAACAGTCTGCAGTTTCTTAAAAAGTTACATGTATGCT 
AACTATACGCTCTAGCCATTTCACTTGTAGGTATTTCCCATGACAAAAGAAAGTATATGTCTATATAAACAGTTAAATAGTTACACACAAATGT 
TTTAGTGGTTTTATTAATATATCCCAAAACTGGAAACAACCTAAATGTCTATGAACAGGAAAATGGATAAATAAATTGTGACTATCTATACAAT 
GGAATGCTACTCAACAATAAAAAGGAATTAACTACTGATACAACAAGGTGGATGAATTTTAAGATAATCATGCTCAATGAAAGAAGTCAGATAA 
AAAATAGTACCTACTGTATGATTCCATTTATATGAAACTCTAGAAAATGCAAACTAATCTATGACAGAAAGCAAATCAGTGGTTGCTTAGGAAT 
GTGGAGGAGTGAGGAATGGAAATGAGGAACTGCAGAGGGCCATGAGAAAACTTTTCAGCTGATGCACATGGTCACTGTCTTTATTATGGTGATG 
GTCTCATGGGTATATATATATATCAAAAACAACTCTCTCTCTCTCTCTCTCTCCAATCCCCCAACCCCATCTCTTACAACAAGAAAGTATGTCC 
CTAGTATATCTGGAAGCCATCTTTTGACCAAGAGAAAAGCCAGCATGAGGAAACTGTTAACACAGGGACAGAAGAAAAGAAAATGTCTCTGAAG 
GGAAGAGAGCCAGAATTGTGATTACATTAAACCTAAAGATTTTCAACGATGTGACCTGATGAAATTCCATAATGGTTAAGTCATTTTGAGTCAT 
AATTTTACATCTTTTCACCTTAGGTGAAAAGCATCCTAACCAAGATAAGTATATGCTCAGCATTATATTGATAATTTATAATACGCCATTGGAA 
AAAAACTCTCTTCCTGGCATTTAATTATATTACTTATTTCAAAGAAAATGCAGTAAAAAACTGATCTGTATATCTACTGATATGTCTATCAGTA 
AAAC AG ATAAGTAT ATCT ATGTAT ACCTACTATG CAT AAG CCTTAC AGGTGCTACATAG AGGTG AT AT CTGTTGTTTATACTCTTTGTCTTCCC 

CTTGTCACTAAAAGTAGACATGTGACTCACAGCATTGTAAGAAGATAGTAATGGAACACAGGTCCCCAAATTTACCCTCCCAATCTCTTCTCAA 

TTACTTTCCCCAACAAGAAAAAATGCTACTGCAGGTAAGCAGGGGCATCTAAAGCAGGGTCACTTGAGGTCACAGGCTCCAGGGTCTCTAAAAG 

GAAAGAGATACTCTCACTCTTCTCTGTTTTAGGTAGTCTGGAGGGCCTTGTTATAGAAAGACTTAAAACAAAGGTCTCAATTTTATGGCTTCCA 

GTGAAAGTTAGCCTGAGGAAACCTATGAATGCCTTCAGGAAAGCATTACATGGGCTTATTTGTGTGTGTTCTTGGGAAGGTCAGACTAATCTGG 

GTAGTGACAGGTCATATGGAGGAACGCTGCACTCATGGAAGAGTTGCTTGTAGCCCCTGAGGTTAGGCAAGCATTCTCCCTTGCACCCAGGGAG 

CTCTGGGAGAAGAAAGACTTTTTTTAAAGCTTCAGCTGGGTGTGGACAGATTGCCAGTTGGTTTACTGCCAGCCCACAAAAGCAGAAACCTTTC 

CCCTGGCAGGTTTGCCACTGCATAAAAGACCCTAACTACTTGTCCTGTAATTATAGGTCAGTGTATACAGAGCCTGAGGTCTGAACAGGAAATG 

GAAAATAATAACTTGCCCTAGTAGTACTAGCAAGCCAGAGAGGAAAACTAAGATAAACACTTCAAACAGGTGTTTTGTTGAAATAGAACTGTTA 

GAAGAGCCAGGTGAAAACTTTTCTAAAAAGTAATAAATTCACTCAAGAAGATATAATTAAAGATTAGGAGTTAAATATATGATAGATGCTAGAA 

TGATAAAATATACATATTTTAAAAATAGGTAATGACTCCATGTGTTTCTGACAGTATACCCTTCCTGGTTGAAATAACTAAAATGAAATAACTA 

ATGGAAATAACTGAAATGCTACATAACATATTTTTAAAAATTAATACTGCTTAGCCAGCATGAAATTCAGGAATCTAAATATTTCCAAAACTGA 

AAAACTGG AGGGAAT AG CTG AGAAATTGACTTAGT CTGTTTTGTGTTGCTATCAC AG AAAAC CACAGACTGGGTAATTTATAATG AAAAG AAAT 

TTGTATCTCACAGTTCTGGAGGCTGGGAAGTCCAATATCAAGGTGCCAGCATCTTGTGAAAGCTTTCTTGCTACATCATCCCATAGTGAAAGGC 

AG AAG AGC AAAAGAGCAGACACT CAAG AGAGAAAGTAACCTACTC CTAC AATAATGG CATTC AT C CATTTATGGGGGTAGAGACCT CATGACCC 

AATCAGCTCTCAAAGGTCTCACCTCTCAACACTGTTGAATGGGGAGTTAAGTCCCAACACAGGAACTTTGGGGGACATGTTCAAACGATAACAC 

TGCCTATCTAGTCCTTGTCACTGGACAGAAAAAGAAGAAATTCTCACCTGTGAATTCATAACCACTTACACTATATGTGATGATCAAAAGCACA 

CAAGTAAAAAATTTTATTTAAGGTTTTTCCAAGTTAATAGTATACCAGATAACAGGCAAAAAGAAGCACAAATATTCCTTACTCAATTTTAACC 

T AAGCTTCAAATAATTT C C AG AG ATTGTTT C AAGAAACGTAAG C AATTTATT ATTTATAATTC AGTTG AC ATATTAAACAG C AT ATG AAAT AT A 

GCTGAAAAGAGAATTG AT AAACTAGAAGG CAAAT AT AAAG AAATTAT C CAGAATGAAAT CC AAAG AG AT AAG AG ATATTAAAAG ACACAG AGAT 

TAGATTGAGAAGATCTAACATATACCTAATTTAAATTCCAGAAAACAAGTCTAGGGAAAATGAAAGAGAGGAAATGTTACAAAAGATAATGGAC 

TAGGAATGTAACTGTTGAAACATCAAATCTTGAGACCCAGGGAGCCATATAACATGCTTCCAAAATCCAAGCTTATTATATTAATATACAAAAA 

CATTAATATTAATATTATATATTAATGTTATTGTTAATATAATCATTATATTATTAAACATATAATTTATACATAAACAATATATTATATATAA f 

ATGTATATGATATATAATATACAATAGTTATAATATATAATAAATTATATATTGACTTCTATATAATATAGAATTATATAACTTATAAATTATA 

TATAGCTTTATATATAAATCAATAATTATATATTGATGTGTACAATTATTATTTTATATTATTATTAATAATTATATAATTGGTATTATATAAA 

TATTAATTTTATATTGCAATAGTTATAAAGTAAATATCATATAACATTATTAATATAATAAATATAGTATATTAATATTAATAACTTGTATTTA 

TTAAC AAT AT ATTAATAAATGACATAATTTC ACATTTCTTTC AG ATTT CTGTAAAAGCTTATC AGGAGTTATATATATG C AAAAC CATATTTAT 
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CTTATTAAAGAGGCATGTATAAGTGTCAGACCATCACTTATGAATAGATTTGACAGCCAGATATACAACCTTTCAGAAAACAGAAGCAAACCTC 

CTCCATAAAAACAAGTAATTGGCAG CTGTCTCAATG ATGTC CAGTAACTAGC CTTATTT CACTCAGAACAGTTTTGTCGGCTTC ATATAG CATG 

ACCAATCACCCTGGTTTACTAGAGCCTGAGGGTTTCCTGCGCAAGGGACTCTCTGTGCTAAAAGCAAGATAGTCCTGGATCAACCGGGATGAGT 

TAAGTCTCTATTTCCATGCCTTCATAGAAATCATTAAAAGATATCTCTCTGTTATGGGCTGAATAATGTCACCCACCCTGAAATTCCTATGTTG 

AAGTC CTAACC CCC AGTAC CTC AG AATGTAACTGGATTTTGAG ATAGGGTTTTT AAAGAG GTATATAAGTTAAAATG AG G AC AGTGG G ATGGG C 

CCTAATCTAATATGACTGATGTCCT.TATAAGACGAAATGATTTGGACGTGGACACAGAGGGACAACCACATGAGGACAGGGAGAAGATGGCCAT 

CTGCAAGCCAAGGAGAGAAGCCCTCAAGTAAACCAATGCTGCCAACACATTGCTGTTGAACTXCCAGTCTCTAGAACGATAAAAAATATTTCTG 

TTGTTTAAGCCACCCAGTCTGAGATATTTTGTTTTGGCAGCCCTAACAAACACATTCTCTAAGGGTTTATTCTCATTTTTGGTTTAGTGTATTT 

CAGCTGATGATTATAGCCTAATCCTCCCCCTCTTCTTGGGGCCTCTCTTCTCTGTACTCTTCCTCCTCATATCTCACACAGGCAGATTTGTTCC 

TGCCTCCTCACCTACATTACGAGCTCCGCACAGTCTCCTTTCTTCTGGCTCCGGCTCCCTCATTAATCTTTCTGTTATTAACGCTATTAACTCG 

TTAAACTATCTCTCCACCTTTCCAAACTTCCATTAACTCTGGCACTCCATAAGTGTTAGTCAAATAAATGAAGAATCACACTAACTCCTCTTTC 

CTTCCCTCTCACTCCAAACTCTTGGTGAGATTCTTTTGCACTTATGCCCTCGTTTCCCCATTTCCCACTCACTTGTCAGTCTCCTCATTCTTGG 

TTTT C CTC ATTAT ATTGAAAC AC AT CTG AAAAAGTC ATGT AAGAC C AC AGCC ACTGCGTATCAGTGCTATTTGAGAGTTAATAAAGTTCCCTTT 

TCCTCCAAGACAGCGAGCAGAGTGAACAGAAGAAAGACTGGTTTCTGCCCTTGGCTGCACAGCCATGCCCCGAGGCCGGGCTTAGGATTTTATA 

ATTCACAAAGTCAACTGTCTCTTCCCCTCTCCATCCTTTAGGAACTGTCTGCAGTATCTGACACTGTTGAGAGCTCTCATACCCTTTAAACTCT 

CTCTTCTCTGGCTTTCTGAGCTTTCCTCCCACTTTTGATGGCACTGCAGGAGTTTTTAAGCATCTCTCTCTCATACCAACCCCAGAAATAAAGT 

CATTCCTCGAATTCCTGTACTTAGCCCCTTGTCTCCTAACTCTTTGACCACTAATGTTTTAGAAACACTCTCCTGACAACTATCGCATCTTTGC 

AGTTGTTTC C ATTT CCAACGCC ATGTCT CTCTGAG CAG CAGCCTTG AGTTTTCAATTGCATATTTATTAGTCATTTCCATATGGACATCTCACT 

AAATCTGTCATACTAAACATGTCTAAAATATGTATGTTTACATGTTACATGTATGTTTGGTATGTGGGAATGCATTACATTCCCACAGATTTTT 

TCCCAGTTACAGTGTTACTATTCTAATCACTCAGACTAGAACACTCAGAGCTATCTATGAGTCTTCCTCTCACTCAAACTGCATATATAATCTA 

TAAACAGGTCCTGTTGACCTCATCTTCTAAAAATCTCTTACATGCTCCTTTTTATATCATTGGATAATAGTTTAGTGTGGTGGTTAATATCATG 

CACACTGGAGCCAAATCTGTTAGGTTCAAATCCTGACTCTCCTTCTATTTACTAATTATGAAACCTTAGGAAAATTATTCAACTTTTCATCTGT 

AAATATGGGGATTATAATGGTGATCCACTTTATATGACTGACAACCAAATAAGTGAATACGTGTATAGCAGGTATTAACCATATGCTTAGCCGA 

CCTATTTCAACCTCCTAACCAACCAGAAGAACTGTAGTTCCCTGCTCTCTTGCATCTAAGTGGGGCCATGGAATGTGGGCAGAAGTGTTGTGTC 

ACCTTTACTCAGAGGCAATTAAAAAGAAGACATACTTTTCCTATGTTCTCATTGCCAATGAACACACTACACAGATCTCAACCTCAGAATTCTC 

TCCACACTGGTATTTCCAAAATAGCTTCATGAGAAGGGAAATTTGTGTAGTTTCAATGATTTAGTGATGCTATGGTTTGGGTATTTGTCTCCTC 

TAAACCTCATGTTGAAATGTGACCCCAATTTTGGAGGTGGGGCCTAATGGGAGATGTTTCGGTCATGGAGGTGGATCCCTCACAAATAGATTGA 

TGCTATTCCCTGCAAGGAGGAGAGGATGAGTGAGTTCTCACTGCATTAGTTCCTATGAGAGCTGGTTGCTAAAAAGTTTGGCATCTCTCCCCTC 

TCTCTCGCCATACGATCTCTCTGCACACACCACCCGCCTTTGCCTTCCATTGAGTGGAAGCAGCCTGAGGCCCTCACCAGACGCATATGCTGGT 

GC C ATGCTTCTTGT AC AGTCTGAAG ACTGTG AGCCTAATAAACCTCTTTTCATTATAAGCTACCTAGTCTTGTGTATT CTG C CATAGCAACACA 

AATGAACTAAGACAAGTGACAAACACAAAATAACTTGTCTTTTAGACAATATTGATGTCTGAAATTCCACATTGAGGCATTTTTTTCCTCTTCG 

TAG C CTG AT AATGG CAAATACCTT CTG AC ACCTT AGG ATGG ATG AATTTGT AAG AG ATATTC CTGG AAGCAGGTTTGTACAGTGTAG AG AAAAT 

GTTGGGTAACAAAGCAGGAATGGAGGAGGGTTAATCAGCAAGCCAAAAAGCTTTTATAGTTTTGCCTGCTGTGCTGCATGGAATTACATCCCCC 

CAAAACATATGTTCAAGTCCTAACCACAGGTACCTGTGAACATGAGTTTATTTGGAACTAGGATCTTTGCAAATGTTATCAAGTTAAGATGAGG 

TAATACTGGATTGGGGTGGGCTCTAAATCCAATGACTGGTGTCTTCATAAAAGAAAGGTGAGGGAGAGTTGAATATAGCGACACAAAGGAAACA 

CGGGGAAGGAGACCATGTGACAATGTAGGCACAGAATGGAGTGTTGCAGCCAAGCCAAGAATGGCAAGGATTGCTGGAGCTACCAGAAGCTAGG 

AGGAGGCAAAGGATTCTTCCCTAGAGCCTTCAGAGGGATCATGGCCTTAATGGCACCTTGAGTTCAGAATTTTAGGCTCCAGGACTGTGACAGA 

ATAAATTCCCGTTGTAAGCTGTTCAGTCGGTGGTAAATTTTTACAGCAGCCCCAGGAAAATATGCCTGCTCAACACCCTACCCTGAATTTTAAG 

TTCATTTTATGGAATCATTTTGAGTTTGGAGTTTGATTTAATCCTTTTCAGTAATTAACGCTCTTCATTTTTTACTCCCAAATATGTCACACTG 

GCTCTACTCTTATAACAATTGTATTTATCTATCTTTTGGTAATGGGGCTGCCACCCCTTGCAGAATGAAAAGTAGAGTGTGTATGCTCACACCT 

CCCTCCCTCCCTCCCTCTCTCCCTCCCTCTCTCTTTCTTTCTTTCTCAGAGTATCGCTCTGTCTCGCCCAGGCTGGAGTGCAGTGGCGCAATCT 

TGGCTCACTGCAACCTCTGCCTCCAGGGTTCAAGCGATTCTCCTGCCTCAGCCTCTGGAGTAGCTGGGATTACAGGCGCCCGCCACCACGCCCG 

GCTAATTTTTTTGTATTGTTAGTAGAGATGGGGTTTCACCATATTGGTCAGGCTGGTCTCAAACTCCTGACCTCAGGGGATCCACCCGCCTTGG 

CCTCCCAAAGTGCTGGGATTACAGGTGTGAGCCACCGCACCCGGCTCACAGAATTTCTTAAAAAGTCATTGTGTTCAGTCTTTATGGATCCTCT 

AAATTCCAGCTGCTCAGCCTCCCGGAGCTAAATGAGATCACTTAAAGGTCGACTGTTGGGGCCTCCAAGGTCGCCTCGGAGACTCACCTCATAG 

GCAATCAAATGGATCGCTGGGTTTTTGTGTGTGTGGGTTTTTTTTGTTTATTTTTTTTTTCCAGAAAAACACTCCACCAAGAAGGTTTTTATAA 

CCTACTGGAGGAGGAGGATGGAGAGTGGGCACGAAAGGACTAGGATGAACATGCCATAAGCAATCTAAATGCCACTGCAATATTGCCTGGTGAG 

GACCTGATTACTGATGTTTTAAAGCTAAGCTTTCAGTTGTCACTCCACCCAGTAGTGAAACAATGAGCTCTAAAATATATATTTCGGCTCAAGC 

TTTCTTATGTGGGGAGGTAATCCACCCGAAGGTATCCCCAGCCTGTACCTAATACAGTGCCCAGCACTAAAGCAGCTCAGATGCCAGTGAATGG 

TGGCCACTGGGAGGCCTGTCAGTGGGTGCCAGTAGCGGTCTCTTCAGAGAAAAAGAAAACTCCCCTCTGCCAGATCAGTATTTTATGAGCTGTG 

AACCAAAACCATTGCTACCACCATCACTATAATTCTATCCACAGTAATTATCATAAAGGCCTAACAATGCCTTGTAGATGAACATTCTGAGTAA 

CTGCTCTATAACCAGGAGATTTAAGACCGCACCAAAAACCAGTAGAGGGTTATACTTTACTGGGCACAAGTCGTTTATGATAACGAAATTGTAG 

TTTAATCTGTGAAGAGATGTGAATGTAACTGAGACACGCTTAAATGGAATATACAGATGAGCTTTATTTTTATATCTGGCATGCTTGGATCCAT 

GCCGACCCTCCAGCTGCTCGGGCCTGCCCTTAGGGGCTATGGACCGCATGACTCTATCAGCGGCACTGCCACCGCCGCCGCCTCCGTGCTGCCT 

GCGTTCCCCGACCATTGATTGGGCCCGGCAGGCGCTTCCTGGGGGCTTCCCTACCGGCTCCAGCCCTTGGGATTCGGGAGCGCCCTGCTAGGAA 

GCCAGAGCCCCGCAGGGGCCGCGGCGTCCAGGCCGCCTAACGCGCGCCCCTCGCCCGGCGCCCCGAAGCGGCCCCGAGGGGCGGGAGCCGAGGC 

GAGCGGCAAGGCCGGGCCGGGGGCGCACAGCGCCCCTAGAAGTGCGGGCTTCCCCCACCCCCGGCAGCGACCCTACCTCCCGCCCCCGCTGCGT 

GCGCGCGTGTGTCCGTCTGTCTGTATGCTCTCTCGACGTCAGTGGGAATTTCCAGCCAGGAAGTGAGAGAGTGAGCGAGACAGAAAGAGAGAGA 

AGTGCACCAGCGAGCCGGGGCAGGAAGAGGAGGTTTCGCCACCGGAGCGGCCCGGCGACGCGCTGACAGCTTCCCCTGCCCTTCCCGTCGGTCG 

GGCCGCCAGCCGCCGCAGCCCTCGGCCTGCACGCAGCCACCGGCCCCGCTCCCGGAGCCCAGCGCCGCCGAGGCCGCAGCCGCCCGGCCAGTAA 

GGCGGCGCCGCCGCCCGGCCACCGCGCGCCCTGCGCTTCCCTCCGCCCGCGCTGCGGCCATGGCGCGGCGCTGACTGGCCTGGCCCGGCCCCGC 

CGCGCTCCCGCTCGCCCCGACCCGCACTCGGGCCCGCCCGGGCTCCGGCCTGCCGCCGCCTCTTCCTTCTCCAGCCGGCAGGCCCGCGCCGCTT 

AGGAGGGAGAGCCCACCCGCGCCAGGAGGCCGAACGCGGACTCGCCACCCGGGTAAGCCAAACTCGGGCGAGTGGGGGCCCGGCAGGGGACGCG 

TGGCCCAAGTCCTGCCGCCCAGCCCTCCGCACCCCCTCCAGCCCCACTCGGACTTCCTCATTCCTGCGCTAACCGCTGGGCTAGACCGTGGGAG 

GAGGTTGACAGTAGCTGAGAGGCACATGGGATTAGCGACAGCGGGGAAAGACACATCCGGACCTCGCAGGGGCTAGTCGGCCGAAGGGCCGCGG 

CCGCCCGGCGGTCATTTCTCTTCACGTCCCTCCGCGGGGCGGGAACGCGAACCGGAGGGGAACTCTTACAAACTTTTAAAATCCCCAACCCCAG 

CCCCACCTGGGGGATGGTGAGAAGGTTGGAGTGCGCTGCGGCGCGGAGGAGAGAGGGAAGGTGGTTGGTGCAGTGCAGAACCAGATTTCACCTA 

AGGGCGTTCCATGAAATGAAAGCAGAAGTGCTTGTCAGTCCTCTTGGCTGGGAAAGCCCTCCCCAGCTCCCCAGAATTGAATAGGAGAGTCTAT 

TCATCCCTCTCCTACTTCTAAAAGAAACCTGGCTCGCTCTCTGTCTCTCTCTCTCTCCCCCCTCCCCCCCTCCGTGCGCGCGCGCGCGCGCACA 

CACACACACACACACACACACACACACACGATATAGTCACCTGCTATAGGACTTGATTCTGATCCTCCGGGGCCTGGCATTTGAGAGAGAAAAT 

AAATTACCTACCTGGATACTTAGAGCACTTTTTAGACTTGATTATGTAAAACTCTTGGACAGTGCCACCATGCATTATGCATGACCGCTGAAAC 

AAAAATAATGTAAAAAC AAGGC CTAT CCT AAATG C AAGTTTTTCTATGGT C CTT AAAAAC AG AC ACCAGGG AATGTTTGC C CTG ACTTGCTGGT 

TTATCCTGAAACTCAAATGGGACTTAATGATACAGGATTTAATTATCAAGATTGACATGTTCATGGACTTTGTTAAGTAGAGGTTTTCAGCATT 
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ACAGTTTATGAAATAACCATATTTAACTCAAAGATTTTTTTATAAAGCTCATAATCTGAAAAAATGCTTATGGTATTACTAAAACATTTAATAG 
CTCTGG CATCAAAATATT CTAC ATACTGGTGATCTTTTAGTAAATAGTAAAGGTTAGGGTCAAG ATATTCAATAATTTTTTTCTAG C AGAAT C C 
CACAACTGAATATTGTCAAGCAGTTTAAACTGCATTCGTGTTTGTTAAAACTTTAAAAGGGAAACTTAAAACTAAAGTATGTTGTTTTTCTGAT 
TTTAArATTGTGCTTTCTAGAGATGAATCCTTTTACTGTTTGAGGCACTATAGGAATTATGTATTTAAATGTATGTATTTAAATTTGAAGCAAT 
GTACTTTTTTGAGTTTATAAACTTGGGAAGACAGGAAATAAAAAGATTTGTTTCCTGTAGAATTTTACATTCATGATTTAATTGAATTGCTAAA 
ATGGAAAGAACATGTACGATTAATGGAGACTTGGAATCTGAGATTATTCATCCATATTGATACACCTGCAATTCCTAAATGCCCTCCCCTGCTT 
GTTTAGATAAAATGTCTTCCTGGGCTGCAGCCTACTGGACAAACTTGAACACAAAGGAACACACGTTATATGTACATTTAATACTGGAACCGAA 
AAGCTGCTTGCAGTGAAAAGCAAACCACTTCTAAACTCTTTGAGACTTTTTAAAGAAGGTAGTATAATCCTTTTAGGGGTTGGTGGTGATGTGA 
AAATCTATTATCTTTTTGCTGAAATTTC!ATTCTTATGTTAGGCATTGG(2A 

GTAAATACTGGGGGTATACATACAAAAATAGTCGTTCCCCTTTGTAAGCATTGCTTTGATCTTTGCACTTCCTTTTTACTCTACCTCTTAAACA 

CTGTTCCTGGAAACAAATTGAAGTAGTTTGAGAAACTAATATTTATGCAGGTTGTTTTAACTACACTTTTAGACTTGCAGATAATTGATTAAGT 
AAGTTACTACCTTGACTTTCAGGGATTGCTCATTGTGGTAGATACGAGGTCTAGATAGGGAATTGGCAGCTACATGAATGTTGGACTATCATTC 
CATCAGCAAGACGTTATTTTTACCTAATTTATGAGAGGTATTTGTCTGTTCAGAAGAGGTGAAAGTTCTGGCTTCTGGGGGGAAGTGGTTACTT 
CATAAGCTTCAATTGGTTTGAACTTGGGAGAAGTAAGAAAAGTAGTCGATATTTTCAAACAGTAAAATAATTGTATCTGAGTTGCTGTATGGAT 
TTTTGATGAAGTACTCAAAATGTCATCTTTTGCATCTTCGGGTCTTAGTAGATGTGCTATTCTGAGTATAGAATTGACTGCAGTAGGAAGTGTA 
TCTGGAAATGCACAGTACTGTTGTATAACCAATAGAGTAAATTCTCAGATTATGCTCTTCTGGTCCACAGATTGATCAGAAATCACATTAACAG 
GAATGGATGTCTATGCAAAATTTCTCATTAATTTTCTTACTTTTAGTAGGAAGTTTGTTTTATTCGGTTGGTCTGTTGGTTTTCTGTTTACAAG 
GTGAATTGTCTACAGTAGTGGGATTGTTATATTAGAAGAGAAGGAGAAGGAAAAATAGAAGTTAGTGCTAGAGGATATGTTAAGATGTTCTGCT 
CCTACATCTACATTTGTGTCTAATCAGCATTAATTGATGACTACGTCTTGGTAAACAGTAGACCATACTGGAGCAATTTACTCTGCTTTTTGGG 
AATTAGTTCTCATTTGCACTCTTGCACCTCCCATAAATACTGAACTCACTTGTAGTGTTCTTAGAGGTCAGCAATAAACCATCAAGAGCATATG 
ATCTCTCTTTGAATTTTGTCACTACTTTGGAGACAGACAGTTTGGAAGAACTGAAGGTACTCAGCCTCAGGGAGAAAGGTTTGAACGTTTTGGG 
ATAGTCCTGCAAGTCAGTTTGGCTCCTTGACTGTGAATTTTTTTAATCAAAAAAGATTAATATTTGAAACCACATAATTTGGACAGTTAATAGT 
T CTGGTAAC AT AACCAAGCCTTTTATCTTTGT AGT ATTTC ATTAATTAGTATC CAGTGCCT C ACTTTTAGAAG AAAAAAAG AG AAAAAAGT AGT 
AACATTGTTTTAATGATGATGAAATTGCTTCATACCTTTGGTCTCTGCTGTATTAGGGGTTGTTCCTGGGTGCAAATTAATATACTGTCTTTTA 
CATTTCCGGAGGTTGTTGAGCTGGCCTTGAAGATCAGCCAACAGTTTAGAAAATAAGTTGTGCAAATTGCATTGCTACACCTCAAATAATTTAA 
AGCCTGACAGTTCTGTACAGAATAAGAGTCACATAAGATGTGATTTGTTAAAGATTATAGAAATCTCAGAAGATAGATTATGGATGAAAATATT 
TGTTTAATTTAGAGTACTAATAATAAAAATAGTGCATTTTAGATTTTAAAAAGAAAACAATTTTTATTGTGTCATATTTTCTGTAGTAACAAAC 
AGAATTAATTATCAGTAATACAAATTTCATCTGCTTTAATTTATTGCCTGTTTTTGAAATTAGAATAATGATATATTTGGTTTAATTATCCATT 
ACAAATTGCCTTATTATTTTTCATTCATCTTTCACCATTAATCCAG AAACCTTAAAATAGCTTTTATTTTGAC C CATGC CTT C AGTAG ATAT C A 
AC AG ACTTG AGTTCAT CTATGGATC CT ATT AGTTTAAACTGTGACAAATTTTG ACTG CTT AAG CTTT AGAAAAGAATTTATTCTTTAAAATAGC 
CAAAATTATAAAAAATGAAATAAAGAAAAAGCTGTTTGAGAGAATCAAATACTCTAGTTTAACTAAAAATAAATAATATCTAATCAATACTGAC 
GAAAGAAATATCTGATGCTTAGCATTGTACTTGTTGGTACATAGTAAGCAATCATTAACTGTTAAATGAATGAATGATATGAAGTTGTTGCAAA 

TGTGTCTTAGATATTATGGAAATCTTATCTAAAGACCACTTGAAGTTTACTAGAACAAATAATTTATTAAAAAGTATCTGGCGCCTTCCAAAAG 
GGGAACATTTCATTCTGAAAGAGGCATTTATGAACTAGAAAAAAAATGCGTTTTAGTTTCAAAGTTTTAGAGGCACCAGAGCAAGATTATAAAG 
TAATTGGAATGATAAAAGGTGCTTGTAAAATTGAAAAATGTAATTTTTTGGTGAA 

AATACTAAT ACCT CC ATU^AAAG AAACAATGCT AC AAGC ACTGCTTGGTAATCT AAG AATTGTT AAC ACTTAT CTAAATTAAT C AACCAAAAAGT 
TAAAAGAAAATATGTTATTTTGTTATGTTACCTCTAGAATTAAACACCTATCACCCATAAATCTGTGACTGTTAAAAGTTACTAGATGGCAAAC 
CTCAGGAACAAGCAGGCAGTTAGCAGGGTTTACTGTACTTTCCACTTTCATACTTTAATGATTTTTCCAACACTATAGAAGCTGGGGCCTCATC 
CTAGCACAGTTTGTTCATTATTTTTCAGTTGTAGCATTTTTTAAAAGTTGGCCTTGAATTTCTGAATTGAACCATTTATTTTTTTGTGGACACA 
GTTTTTTAAATGAAATATACCATTTAGACTAGAAAAGAGCAAAATGCCAATACTCCCTGTCCTAGTGTCATTGTGCCCCCTGGGAACCCTAATG 
CAGTCCTGTGGGAAAACAACCATTTTATTGAGCGCTGCTCACTTCAGTTCATTCTGCTTTGCTGCGACTTAGTTCTGGTTCTGACCCTGATGTC 
CCCTCACATCACTCACAACAAACATTCAAGTTTAAAAATTAAGTTAAAAGTTAGTTA^ 

ATATATATTAGTTACATATACAGATATGGCAACAACAAAAAAGGTTATATATATACATATTTGTAACTAATATGTATATTAAATATAATGATAT 
ATGTATAAATACATATTTGTAACTAATATAATTATATTTAATATATATTAGTTACAAATATGTATATATAATATTTTTTGTTGTTGCCAGCAAA 
ATGAGAAAGAAATTAAATGTTAACATCTATAACAATTGCACTGTAAAGCCGTCATTGTTGAAAAGTACTCCGAAGATTAATAGCGGCAGTGTTT 
GTTAAAATAATAAAATAATCCAGGCACTCTGCCTGTGACTTCCCCATGAGATGGCTTCCAGAAAAAGATAAATTTTTGTGTGTTCCCTTACGAG 
TTCAGTCTGCAGCTTCTGGGCATGAAGAGAAGCA.TAAACAAAACAAACAAGGCTCTAACTTTGTTATAATCCTTACGCTACTAGTAGAAATGTA 

TTTTTTCAGTAGAGATGGGATTTTGCTCTGTTGGCCAGGCTGGTCTCAAACTCCTGACCTCAAGTGATCCACCCGCCTCAGCCTCCCAAAGTGC 
CGGGATTACAGGCGTGAGCCACCTAGCTTGGCCAAGGTGAACCTTTTTGATAAATGAGGCTCACTAATATTTCTAGGATTTACTTTTCACTAAC 
TTGAACTAAAGAAAGTATAAGACCTGCATAAAGTTGAGCATACCTCTATAATGTCCCATTTTAAAAAGCAATTTGTTTTTAATGAGTTTTATTT 
GTTAAAAGCAGTTATTTCAAAAAATTATTTTTATTATTTATCATGTCATTTGGACTGAAAATACTATACCATATTTGAGTGTTAGGGGACACCT 
ATCCCTCTTTAT C CC AG ACGTCAATTCT ACGATATAAC AAGTATGTAAAAAAG AAAAC ATAAAAGTGATG AC AGACTC C CTAATC AACCTATTT 
ATTGGTTCTAAGCCCAAGCCTGCAGTTCATTTAAATAGTGAAAATAGATTACTTAATTGTCTTAGAAAATATGTCTTCCATGACAAGAATTTTA 
GGAATGAGAAAATAACTATTTTTGGATGTTTTAACAC AAATTC CC AAATC ATGTTTT ATTGAT ATTTG AAGAAC CTCTTTGTCT AC CAGTTCTT 
AAGTATAGGCTTATTTTGTAAGGCTTAAACATGTATTGGTGTTTGACTGTTAAGACTTGATCTATAACCTTCAGTGTCTTTTTCTTTTAAATGG 
GGTATGGACTTGGTAATGAGGCCAGAGGAGAATACCTTACAATTTATAGCATCTGCATATAATACAAGAACCTTCATGATTTATAAAATTAAAA 
TGATGATGATGTGGAATGATGGAAGAAGCATGTGTGGGTGGGTATTTATGTAGAGGAAATTAGAAGTTGAAAGCAATGTTAAGAATTAAAATTA 
AATTACACTTAATTTTTTGCTCAGTTGGATAGTCAGGAAAGTACTTAAATCAGCAATTGATTTACGTAAAATCAAAACTGAAAACTGAATATAC 
AATCTAGGAAATAGGAAAAAAATTTTTAGTGTGTTCATACTGCTAATTTCAAACCAAGCAAAAAACCTGGGGAACTACTTTTCAGAGGAGATGG 
CTTAAAATGAACCAAAAATATAGCCATTTCTCTACCCTATTCATTTAATGGA^ 

AAGCATCGTTTGTATATGTGTATGTGATTTTAAACCTGAGTCTTTTGAAAGATTGGTCAAAGCAAAGGATAATGAAAGCATAAAGATTTAGGGG 
GAAGAGTCCTCTATAAAACTAAGACTTAAACTTTGTTATC^CTTGAATGTGAAGATAGAATAATCTAGAAAGTGAATGAGAATTATAAATAAA 
AGGACAAATCATATATCTCATGGTTGAGAAATACAATGAGATAAATTGTATATCTCATCTCATGGAGGGTCATAATGAAAGAAGTAAGAGAGAT 
TGCCCTTGGATAGAACCTTTCGGCAGACATTTCATAATGGATTATCATATTTTTGCTAAACTGGTAAGAATGGACTTTTCACCACATTATGAAA 
AAACACTTTAGAAGTCAGTTGCGATCAAGCAAATATAAGTACCTGGGAAATTAAAATCAAAAGC^A 

ACTCACT CTCAT AC CAT ATCATAGCGTTAATTTGAGATAATGT CTTT ATGGTGTCTCTTTATATATTTACTCG ATTT CCCATTTAAGACATTTA 
ACCAAATTTAAAAAGCAATCCTTAGAAACTTTAAAAATATTTCCTATTTTAAACCATTACATAATCATTTACCCTGCAGTTACAATTCTTTTTT 
TGTG ATGGGTGGGGAAGTAT CCCATTTCTCTTAGAAAGTCTTCTGTAATAGC CAAATAGGAGTC AAT C C AAGTTG CTTAG AGAGGTAGTTC AAT 
CCTGTGTTGAAATAGATGACTTTTGGAGTAATTGTGCTATATTTACTGAGTATCTGTTGAACTGTAGGAGTCCAGTCATTCAAGGCAAGCTACA 
GAAATGATTTTATTGCTGAGGCACTTAAGTATCTTCACATCTATATGCCAATATTAAATTTCTCATCATCCTTGATCCCCACCCCTTTGCACAG 
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ATTGGTATCCCCAGCACATTAGGGAATGCGGTTGTTAGCCTGTTAGGGTCCATTCAGTAGATTTCTCATGCCAGAAATCTAGAAGCCCTTCTTA 
TACATTCAGCTTTCTTCTTCAGTCAGTCACCAAGTTCTATCAAGGCAGCCTCCTCATCTCCAGAATCCATCCCTTCCTCGTTGAATTTCTAGAT 
TTTATTTTTGCATTGTCTCCTGCTTCTAACCCATCGTTCATTTCGCATAATGGTCAGCTTTCTAAAGTGTAAATCGGATCATGTCTCTGCAGTG 
AATCCCAGTTGTCTTCACAAGCTGATTCTCGCACACCTCACCCCCTTACTCCCTCCGGTGTTCCCCAACCATCCCCTAATCTCAAATCCTCCAC 
ACCGACTTTCAGTTTCCTATCCACAGTTTCTGACTTTGAATGCCTTTGCTTATGCCCTCCCTGTATGAGAAGTGCCTTTTCTTTCCTAGCCATC 
CTGCTAACTTCTAAACCCTTAGGCCTGGTTTGAGCATCACCATTTCTCTCACTTGCCTTTCTGTTTTCTCCCTCCCCTTTCCATAAAGAGTTAT 
GTGCCCCCATTCTGTGTTCTCCTGAATTCCTGTGGGTCCTAGAAAAGAAACATCTTGAGGGCAAGGAGTTCATCTTATTTACTTTTTATTTGCA 
CAGCACCTGGTGTGTTTGCTGAATAAGTAAATACCGAACAAGATATCAAGAGACAGTGCTGCCAATTAACTGTGTGGCTCTGAGCAAGTTAATT 
AACTTCTCTGAGTCTTATTTTTGTTCTGTAAAAAAAATGAGGTTTGACAAAATGAGCATCTCTCTCTAAAATTATGTGTTTCTTTGATGTAATT 
GTATTAATTGGAAG ACTTC AGATTTT CTTGCCATAT CAAGAT AGGTC AACTTAAGAAAAATGC ATGTG AGTAAGTAC CAAGC CAATT CTTG ATT 
ATCAGTATGATAATATGAGGAACTGCCCATTTTGTCGATAATAAGTTATAATTTTTGGTCTCAGTGTAGGTTCTTTCTCAAATCCAGATGTTTC 
TGGTGTTGCATTTTTTCATTATTATTCAGTCTCTCGCATTCATATTTCTCCAAAGAAATTTATGGAAAACTTGAGACAAAAATTGAATGTAAAG 
TTTAATATTTAAATGCTAGATTGATTCAAGGTCTCACTAATTATAACTATATTTGGAGGGAGAAGAAGGGGAGGTGGTGGTAGTATGAGCTGAA 
TCCT CCT CTGTT CCTT C CT AG AAGGAACACAACGTCCT AC ATCAAG AAAAAAGAG AGAAGCATATCTTGGAG ATATGAAAAGAACCACCAGGT A 
AACTAAAAAGAAAAAGAGTGTTAAAAAGTC AG C CTTTAAAAAGCAGGATTGGAG ATGAGG AGGGGTGGAGT AGGGGAAG C ATTG CTTGTTT AT A 
GAAGCTCTTCCATCTTCGTATAGTGTGATTTTTATTTTTTTATTATTTTTTCCTTCCTTTTTTTTGACCTCCAGCTTTAGTATAGTACAGTTGA 
CAGAAATTATATATGTTTATGGTACACAAGATGATGTTTTGATATACATATGCATTGTGAAATGATTAAATCAAGCTGATTAACATAAGTAGGG 
TTTTATTTCTTTAACAGTGATTTATTTGAATATATGTTGAGTCCTTTCTATGTGCCAGACACAGTTCTAAGGACAAGGCACACAGTGCCAAACA 
AGACAGAAATCCAGAAATTCATGGAGCTTAAATCATGTAGTCTTTTCAGTTTTTAAAATTTTCTTGCTGGGCGTAGTGGCTCATATCTGTAATC 
CCAGTACTTCAGGAGGCCGAGAAGGGAGGATTGCTTAAACCCAGGAATTTGAGACCAGCATGGACAAAATAGCGAGACCCCAGTCTCTACAAAA 
AATTTAAAAATTAGCTGGGCATGGTGGCACATGCCTGTGGTCCCAGCTCTTCAGGAGGCCGAGGTAGGAGGTTCACTTGAGCCTGGGAGGTTGA 
GGCTTCAGTGAGCAGCGATTGTGCCACTGCZAGTCCAGTCTAGGCAACAAAGCAAGACTGTCTCAAAAAAGGAAAAAAAAAATAGAAAGAGAAAC 
TTTATTTTTAC ATT AGC CTTTTTTAAGTTG AAGAAT C C C ATAG CTAAAAAAGT ACACAAATATTAATGCTGC AACTTTAGTG ATTTATCT CAAG 
GTGAACACGTTTAACCTAGTGGGTGGTCAAGAAATAGAACACTGGCAGCACTGCAAAAGCATCCTATCTGCCCTTTCTTAGTTAGGACCCCTTC 
CCTCCACTGTCATTTAAAAGATTTCACAAACAACTTTTGGATTATATGTATGTCAATTCTGTGACTCATATATATCCACATAGACAATGGAGCG 
TTGACTGAATGAATTCATTATTCCAAGGTGCTAATAATGAGCTTCACACCAGCGGGAACTCTGCTGTGTCAGTTGGGCTCTAAGCTCAGTTCAT 
TT C AGATATT CCTCACTAAAC AAAATACTGTTTTT C CTCAGTTGTTAGT AAAAAATAGAAAACAG ATTACATTCT CATTTACTTATTACTTATG 
AATGTAAAAGTAAATATTTTGCTTAATACCAAGTAGCCAGGGTCACTGACAGAGACATGGGAGAAAGAAGTATTCACATCTGATGTTATCAGAC 
ATAGAAGAGAGAGGTATAGTTCACCTATTTCTCCCCACTCAGTTTATACATTGACATCTGTATGTGTGTTGTTTTGTTTTGTTTTGTTTGTTTG 
TTTTGAGATGTGGTGTCGCTCTGTCACACAGGCTGGAATGCAGTGGCGCAATCATGGCTCACTGCAGCCTCGACTTCCTGGTCCCAAGCTATCC 
TCCCACCTCAGCCACCCAAGTAGGTGGGACTACAGGCATGCACCACCACACCTGGCAAAATTTTAATTTTATTTTACTTTTTAAAATTTTTGTA 
GAGATGGGGTCTCCCTATGTTGCCAAGGCTTGTCCCCAAATACCTGGACCTCCCAAAGTGCTGGGATTATAGGTGTGAGCCACCACACCCAGCC 
ATGTATATGTTAAAGCGTTTATCTGTATGAGTGGTCAGTGTAGAAAGGGCTTCATGGAGCCTGATTTTGATGGCTTGCAAATTATTATATTTGT 
GTATGTGTAATCGGAAGGCCTTCGCCGTGATTATTTCTTCAAAGGAACCCTTTGTCCCTCCAGGGTGATTGTACCCATGTTCATAGGACCAAAC 
ATTGCTGGTTCACATAATGACTCTTTTTCTTTTAAAACATAAAGGACATATTTTTATGGATTTTTGAGGATTAATAGAATAAAAATCTAAAGTC 
ATATTCAGATTCAAGAGAACTGGATCAGTTTCTCTGTATTTGAACAAAAGAATACTAATCTCTAATTCATAATGCATGAGGTCTACTTCTTCCT 
CAGTCTGAAAATATGAATATTCCAAAATGGTACTCAAGGCAGAGGCTATATATCAAAATTAAAATTCTGTGATACTATGTTTTTAGGGAAGAAG 
AAAACTGT AGC ATTAGAAATGTAGACGCAAAAGGTCAGAAC AAAGTC C AGT ATGT C AAGTCCCTTTATAATGC CATCTGAATG AAAGAC CTC AC 
ACCATGAACAGAGGTATTGAAGCAGTTTTTATGTGGAAATGGTAGGCAGCAATATCTCAGGAGTGACTTTAATTATAACATTTAAGGTTTTATC 
TAACTTATTATAATCCTTAGAGAACTTCTCTAGCTCTACAAGTTATTCTTGGCAGAATTTGTCCTAACATAGTATTAATAAAAATAAATTTTAC 
TTGAGTATGATATAAATTACTCTTAATTACAATATAATTTTAAAATGCCCAAAACATCTTTTGATCTTATGAATTTCAGTCAGCTATGATTAAG 
AAGACAACCATAGGCAAAAATTTCTTTCTTATGGAACACGTTGGAATGCATTCTAATCACTTCTCTAAGAAAATCCCTGTCCCCCATGATTATA 
GTGAATATGATACAGCAATAATTTAGATGCTTCTTTCAGGGGGGTGAGGTTATGTATTCTACAGTCTATTGATTCTAAGAGGCACTTTTTTCTC 
CCCCAATTTAACAGTTTTGTTTAATTATATACATTTCAGGATTTTTTGGGGATATTTTTCTATCACTGGTTTCTGATTTAATTCCACTGTATTT 
AGATAACATATTC CGCATG CTTTC AATTCTTTG AAATTTATTG AGACTT ACTTTATGGCTCGGGACGTGGTCTATCTT CGTGAATATTC CGTGT 
GTATTTAAAAATAATGTGGACTCTGGGCCGGGCGCGGTGGCTCACGGCTGTAATCCTAGCACTTTGGGAGTCCGAGGCAGGCAAATCATGAGGT 
CAGGAGATCGAGACCATCCTGGCTCACACGGTGAAACCCCATCTCTACTAAAAAAATACAAAAACTTAGCCAGGCGTTGTGGTGGGCGCCTGTA 
GTCCCAGCTACTCAGGAGGCTGAGGCAGGAGAACAGCGTGAACCCAGGAGGCAGAGCTTGCAGTGAGCCGAGATGGCGCCACTGCACTCCAGCC 
TGGGTG AC AGAGCGAG ACT CC ATCTCAAAAAAAAAAAG AAAAT AATAAT AATAATAATGTGG ACT CTAAAAT CATTCAGTGGGGTGTTGTAGAC 
ACACTAGGTTCTTTTGATTGACAGTTTTGTTCCTAAGCCTTCTATATCTTTCCTACCATGGTTTGAATGTGTCCCCACCAAATTCAGGTGTTGA 
AACAGGATGACCAATGTGATGGTAGGAAAAGGTAGAGCCTGTAAGAAGTGATGGGATTAGGTGCCCTTTTAAAAGGGCTTGCTGGAGGAAATTT 
GTCTCCTCTTGCCTTTCCGCCCTCTGCCAGTTGCGGACACAGCATTCCTCCCCTCTAGAGGATGCATCCCTCACCAGATACCAAATGCTGGTGC 
CTTGATCTTGGGCTTCCCGTTGCCAGAACTGTGAGAAATAAACCTGGGCTCTTTATAAATTACCCAGTCTCAGCTATTCTGTTATAGCAGCATT 
GACAGACTAAGACATTTCCTGACACTCTGTTGATTTGCTTTGATCAATTACCGAGAGAGGAATGTTAAAAATCTTAACTGTAATTGTGGATTTG 
TCATTTTTTCCATTAGTTCTGCCACGTTTTTGCTTCATGTATTTTGAAGCTTTGTTAATAGGTGCGTACACAATAAGATCATTGTTTTTCTTTG 
ATGAGTTGGCCCTTTGATTCTTATATGCAATGTTCCTCTTTGTCCCTGGTAATGTTTATTCTCTTGAAGTCTACTTTATCTGATATTTTAGAAT 
GTAGCCTGCTTTTCTTATATTTAGCATTTGCATGATATAACTAGCCCAGTGTACCATCTTCATACATTTAAACTGTGTCTTTAATATTAAAGTA 
CAATT CTTATGAAAAGCG TAT ACTTTAATCTTGTTTTTTAAAAATCCAGTCTGAT CAT CTCTGTCTTCTAGATGAGTTCAGTCCAGTTCC ATGT 

TCACTGCAAGCTCCGCCTCCCGGGTTCACGCCATTCTCCTGCCTCAGCCTCCCAAGTAGCTGGGACTACAGGCGCCCGCCACTACGCCCGGCTA 
ATTTTTTGTATTTTTAGTAGAGACGGGGTTTCACCGTTTTAGCCGGGATGGTCTCGATCTCCTGACCTCGTGATCCGCCCGCCTCGGCCTCCCA 
AAGTGCTGGGATTACAGGCGTGAGCCACCGCGCCCGGCCCCATGTAATATTATTACTGGTATGTTGGGTTTAAGTCTCTCATCTTGGTAATTAA 

TCTCCTTCATTGGTTACTTTCTAAAGTGGTTACTTTACCACTTTAGAAAAGTATTTGTTTATTACAATATGCATCTTTGAGTCTCTAATTAATG 
TGAGAACTTGACAATGTTATACTTCTGTTTGTCCTTCTGTGCTGTTATTGTTATACATTTTACTTCTTTATATGTTATAAACTCCAAAATATAT 
TGTCTTGTTTTGCTGTGAACAGTCIAATCGTCTGTTTAGGAAATTAAGAAAGAAGAAATAAAAGTCTTCTGCTTACTCACATATTTATCATTATT 
GATGCTTTTTATTCTTTCATACAGGTCCAAGTGTCTATCATTTCCCTTCAGCATGAAGAACTTCTTTTTAGCATGTCTTTTAGCAGGTCTGCTG 
GTGATGAATACTCTTAGCTCTTGTTTACTTGAAAATGTCAATTTCACCTTTATTTTTAAAAGATTTATTTGCTGAATATTCTGGACCAATCTTT 
TTTTTTCTTTTATCACTGTAAAGGTGCCTTTACATTGCCTTCTAGCTTGTACTGTATCTAATGATCATCAGAAACATCATGCTTATCATGCTTA 
TCAATTGTTCCCCCATATATAATATGTCCTTTCTTGTCCTTTGCTATTTTGGGATTTTTTTTTTCTCTAGCATTAGTTTTTAACAGTTTGGCTG 
TAATATGCCTAACCATGGTTTTATTTGTCTTTATCCAGCAGAGAGATCTTTGAGATTCTTGGATCTGTGGGTTGATTTTTTAAAAATCAAATTT 
ATAAAAATTCTCAACTGTTATTTTTTTGAATATTTTTTCTGTCTTTTTTCTGTTTCTGGGATTCTATGTTACAAATACGTAAGACTGCTTAATA 
TTGTCCTGTAGGTCACTGAAGCTGTGTTCACTTCTTTCTGCCTTTTTTTCTCTGTAATTCAGTTTGGGTAGTTTTTATTGACCTTTCTTCTAGT 
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TTATTGGTACTTTCTTCTATAATGTTAAATATGCTAAGTCCATCTAGTGAAATTTCATTTCAGTTCTAAAATTTCCATTCTTTTTTTTAAAAGA 
AAGGTATGCATTTCTTTGCTGATATTGCCTATCTGTTCTCTCATTATGTTCATCTTTTCCTTTACATTATTGACCATATGCTATTAGCTATTTT 
TGTCATTTGTGTCATTTTTTTTCTCAGTCTTATTTTCCTATTTCTTTGCAGGCTTCATTATGTTTTATTGTACATTGTGGAGAGTTTGGGTTTT 
TTGTCTTCCTTTAAAACGTGTTGAGCTTTGTTGTAACAGGCAGTGAATTTACTGGTGGATCACCTAGTTTTATTAAGATAGGTTTAGAGTAGCC 
CTTATTTTAGGATGTTTCTAACTCCCATCGTGTGGTCTTTCTGAAATCACAACTGAATGCTCACAATGTTCAGTGATGTCTTTCCAGCCTGGAT 
TATTACAAATTCAGTGTCTCTCAGCACTATATGATGTCTGGAATTTCCATTTAGCTCTTAGATGCCCAGAAACTGTTTTCTATTAGGTTTTGCA 




AATTTAG AATTTAC CT AAATCAC CTTATAATAT AT AGCC CTATGAAGTGCAATGT CTTAAATTAC AT CTTTAGGTATTTTGTATGGTTTCAC AG 
TTG AGTATAG CAAGG AGGG AGGTT C AGATAACTGTTAATCTGTGATAACTAAAAC GAG AATTTGACATTCTG AC AAACTTG AAATTG CAGTG CT 
TCTTAAAATTAATACAGTATTACTTAAAAAACAAAAACAAAAAAACCAGTGTTTTCCAATTTGCCAATACAAAAAAGCAAAACTCCCATCTCTA 
CTTTTTAGGAACTTCTATCCATTTGAGAAGATGATAAATATATAGGTAAAGTTAGATTGCAGTAAAACTATGCTGTCTAGTGTTAAATCACCAG 
TATATATAAGTTTTATAGATATTATGTGACTACAGAGCTATAGGTTATAGGAAAAATATAGGATTTCTTGGCAGAAATTGGATTTAACTAGAGC 
CTTG AAGAGTGGATG CTATTG AGGTAGAAAAG ATGGCATTT C AGG ATGCAGGG C AT ATTGTGAAC AAATGTAC AAGATGG AAATGAGC AAGT CA 
TTCTGAATGATTAATCTGTCTATCATAGAGGGTTTTGATTAGGACATAGTAGTAGTTGATGCTTATAATATGATTTAATATAATAATGTAATGT 
GCTGAGTGGTTGAAGTCTTTGGACTTTATCTTATAAGTAATATGGCAATAATGTGAAAGATTCTTGAAGAGGAAGAAACCCTGCAGTGAGGGAG 
AACAGTACAGAGCCT ATTACTGT C ATTCAG AGGTG AAGCAATAAAGGTCTCT CCTAGG ATGTTGGAAAGAAGGGG C AG AT CC AAGAAACAACAT 
GAAGAAAATAAT C AGC AG AAATTG GTTATTG ACTAGATATGTGTG AAAATG ATATATTGG C AG AAATTGC AAAGTC AAAAATGGGGCTCATTGC 
AG CAGG AATGATGAAATTG CTTTTAGATAG AGAGGTGAAGGG ATTTAAAAC ATTAACTTGTTTTAAAGGTATCACTGCTT AAAG CTAACAGTG A 
TTTATTAATATTTGCACTCTGAAAGTTTTAACAGTTTTAATTTTATGTATACACCACAGTGTTTTGGCTACTATACTTGCCTCTTTTGTTCAGT 
TGGGAATTGAGTAAACTAATAGAGTAAAAAAATGAGTACAAAGTGGGCTTTGACTAGAACTCTAACAAAGTGTGATCACTGAATTACCAAGATA 
ATT AACC CATACC CCAC ATAT ACTC C ATTT CCC ATGAC AC ATATT ATATTGC ATTGTTTTTG CCT ATTTGCCTTC CTACTTCCTAAACTGTTG A 
ATTAGTTTGCTTTTGTTGCATTAAAAAAAAGGAGAATCACCACAAAGCAAATTAAAAGATACTGATTACTTCTTCCAATTCTGTGGGCTGCCTA 
GTTCATCTGGCCTGGCCTGCTTTGGCTAATCTCTGAGGTCTTTTGGCTACTTGACTGGTACTGTTTGTAGCTACTCAGCTGGTGCCCTACTGCT 
GTTTGTCTGAAGTTGTTTTGGCTACTCAGCTGGTGCTAGGGAGCCTCAGCTAGGACTGCCTGTCTGTGCTCCACATGGTCTTTGATTTTCCAGT 
GGCTGGTGCAGGCTTGTTTGCATGGTAACAATGTTCCAAGAAAGCAAGAATGATCATTGCAAGGCCTCTTATAAGCTGGGTTTAGAACTTGTAC 
TTCTACCTCTTCCTATTGGTCAGAGTATGTCCGTAGGTCTGCCAAGACTCAAAGCACAGAGAAATAGATGTTTCCTCTTGTTGAGTGGCATATA 
AAAAAAAGTGTGGCCATTGATTTCAATCTGCCACAACCGTAAGCTCTGTGAGTACAGGAACTGCATCACTCTTTTGCACTTTGGTGTTGTTGGC 
ATAGTAGGCATAAATATTTTTAGGTGAATGACTAAATTAATGAAGGAAGGAAAACATTCAGGTAGTATTTCAATATACTGTAGTTTTAAATTAT 
ATATATTATATACATTTGACATAGTTTAATATATAAGTATATACACATATAGTTTTCATATATAAGTATATTATATATTATATAAAATATTTAT 
ATGTTATATATAAAGTATATATATAAAATATATAGTTTTAATATGTAAGTATATGTATATAATTATATATAATATTATAAGTATATATACTTTT 

AAAAGAACTATCACTTGAGTTAACATTGTTTGGTATTTTTATCTTCATAGGTGATTGCCTTGTGAATAACTCATTTTGTGTATTGTCAGAATCC 
TATTCTGCTTTTCAGGCTGTGCTATGGGTAGACTAGCTCTAACCAGAACACTTGGGAGACCTGAAGCAAAGATACTATATTAAAATAAGTAATG 
TTATATGCCAAAGAGGAAAACCACTTCTGCCTCCTAAACAACTGAAAGAACCAGAGACTGTGGGGTCAGATTAGCTAGCATTACTATATGAACC 
TGAGCAAATGACTTACTCTCTTTCAGCTTCAGTGTCTTATCTAGGACATTGGTTCTCAGGATTGGTGTGAGAATTAAGAGAAATATGTGAAGTT 
CTAGCTACAGTTCTTTACCCATGAGGTAGTCAGTAAAGTTTACTTCTTTCTCCATGTGAACCAAAGCACTGTCATGATGTGATGATGTTCATTA 
GGGTTTCTCATGCTCAGCGTTATTGATATTTAGGGTTGCATAATGCTTTATTGTGAGGGGCCATTCTGTGCAGTATAGGATGTGTAGCAGCATC 
TGTAGCCTCTATACACTAGATGCCAGTAGGACCACCTATCCAGCTGTGACAGGCAAAAATGTCTTCAAACGTTGCCAAATGACCCCTGGGGGCA 
*AAATGCAAACAGTTTATCTAGCAGTGACACATAGCCAGCCACCTTAGAAAGGGAATTGTCAGCGTACCCATAAGTGTAGAATGGGAAACAAAAT 
ACTTGAGTCTTCTCAGAATGTCTAAACCTTTTGCTGTCTATATTCCTCTTTTTATAATTTACCACAAACATATATTGCTTATTATGCCATCTAA 
TAAAATGGCTAACATTTGCTGTGTATTATACTCGGTGTTAATAAGCTTTGTATGAACTCACTAGCTGAATGTTGTATATGTATCTGCCATACCT 
GTTGGATTGACATTCCACTGTAAACAGGTACCTTATCTTTACCAGCTCCAAGCACAATGTATTTGGTATATCAGGTAGCTATTCTACATGTTAA 
TTGATCACATTGCACCCAAATGAAAC!ATGGATGTGGAAGTGGAAGGAGGAGCTTTAAAACATGGAAAATTAGTTTATACAAATCTAAATGTTGT 
AGTGCACCAAATTGATTCCTTTTTAAAAACTTTCAGAAATCAGCTTTTAAAAAAAAAAAGTAACTAAGCCATGATCAACTTTTCTTTCATCACC 
ACTAAGCCAATATCAGAAAGTTGTCAATCAACAGCTCTTTTAAAGTTGAAATTTTTCTATTGTATTTCTTATGAAGATTTCAGTAGTGCTTAGA 
AGTTTTTGGCTCATTTATCATGTTTTATTCACTGTATGTCATTAATTGTTAAAGATGTCAGAGTCAAACCTTAAATTCAGGAGAGATTTAAATT 
TTTCCTTTTTCCTATTTAAATATATGTTTCTAATTACATAATTCAGTTAGAAAATTACAATATAGAAACATATAACTTAGTAAAAGTTTCCAGT 
TACTGTATACAGATTATATTGTATACTGTATTATTTTTAACAGTTGCATATTTAACTTATAAATGTGGATAATTATAATTAAACAATCTGTTAT 
CAAAGGACATACAGATTATTTCCAGTTCCTTGCTGCAGTGAATATCCTTGTACTTATTTTTTTACACACTTGCTCAGATAATTTTTAAGTACAA 
ATTCCTGAGGTAGAATTGCAGAATCAAAAGATACTCTCATTTGAGTGTTTCACATTTTATGCAAAGTATTTTGTTTCCTCCAGAAAATTCCTCT 
GTGGAAGAGGCTTCCTCACATTCTTTATCAGTTTATTAGCCAGCAGAGAAATGATGAAAAGCCACCCCTTTTCTTGTAGTTTCATCCTCATTGC 
TATCCAAGATGAGGTATTAAAATCACACCTAAGTGGTGTCTGTTGTGGCTGAATATAATCTTGAAAGTAGAGACACTTCTCTCTGATTCCCAAC 
TGTACTCTCTGGATGGCACCTAAAATTTTATTTTTTCAAACTGAAAATCATTTTAATGAGTTCGAAAAGGTTTTATTTTTTAAAATGAAATCCT 
ATAGAAAGAATACATTTTCTTACAGTGGGTCATGGTCAAAAGTGTGAATATCTCTGATCCTAGAAAGTTTCCCCAGTTACAAGGACAGGCGTGC 
CCCCAACTCCATCCTTAATGGCTCAATTCTGTGGCTTTCAAGTTAATCCACTCAGTCCTACAGCCTTCACCAAGAAGCTCATGTGCTACACTTT 
GGTGTTAGTGGGGGCATTGTCACACAGGTTCAGAAAATAACCCATTAGGCATTTTATAGAACTCATCACATGTTCAGAACTAAGCTAGTTGTAA 
CATTATGTTTTTCATGTGAAAAAACACAAGCAATTCACTGGCTATTTTATTTGTTGCTAGCTAGCTATACTTTCTATTTCTTTTTCCATGGTGT 
GAAAATCTTCCTAGAAACCTCACTACTGGGAAAAGAGATGCAGAGATTAGTCCCATCTTCTCCCCTGGAAATTTACTATCGCCCTTTTGGCTTC 
AAGGTCCTTCCTCAAAAGCAAAGAATTGAACAAGGGAAAGTGAGGGGAAGGGCTGGGGGAACAGGGAGGTAGAAGGGGTTTTCCCTGGTCTTTT 
CTAATCCTTTAGTTCCAGACGCTTAGTTGGTATTTCAACATTTTAGAAATAAAACCTGCTTTTATAATTAATGCAAATATTACTTAGTGATTCA 
TCCTTTCCAAATGATTCTTGGTTTCTTTTGACATTTCATTTTTAAATTGTGAATTAACATTGACATCACCATAGCGTTACTGTTACCTCAGCTG 
TTTACAGTGAACTGTATTGCAAAGGCTATAAAAGTTCAAATTTTAACTATCACCCACGTGAGCCTTGGACTGCTGTTAGGCTTTTGAAACTGTG 
ATCCTTTGGCAAGAATTGGTGTATAAATCATGGGGAGGATATTGAAGGGGAAGATCATGTTTAATTTGGCAGTTGGGTGCCTGCAATTGACAGA 
TTTTCATTAAGGTTTTAGCTATAGTAGTGATCATGCATCAGTTCTAATAAAGTAGGTTTCGTTTGAATTTTAAAAATTAGAGTGAGGACTGCTT 
TATGTTAACTGTTTACATTCAGAAGTCTGGAAAACCATCCACAGGTTTAAATGTATATAATCAGTATAATTAACACGTCAACAGCCTCACCTCT 
GTTTTTGAGGACCATAGGCTAATATTATTTATGAAGGTTCAGGAGATCAGTCTAGATCGACAGAAAGCTTAAGGGCAAAGATGGTTTTAATATT 
TTTCTTGGAAGTTTGAGCTTCTGTGGTATTCTAAGGATAGGGATTTTGACATTGATTGTTCTAGCTGGTATTCAGTACTGTATTTAAGTGTAAT 
GTTTTTACT AGTATTCTT CTTAT AACTG AAAACT ATG CTAATG ATTCTTTACTATAG ATATATACT C ATAAATACGTGTAAAAAT C CAAGTTTA 
CCAAAAAATATTAAGACTTAGGGGATATGTTCTTTGAATAGGCATTTATTTGCTAATTAACATATTCTAATCTCAACAAGGTTATATTCTTTTC 
AAAAATC C ATTCC ATC AAAAT CTGTC ATTTTT AC AGATG AAGAAACAAAGGCC ACAGTG AGTTTAGTTAAT ATCCAAGAT C ACACAGC C AGC AT 
GATAGAACTCTTAAATTTCAAGCGACTTACCCTCTTTACTCTATCAGGTCAAATTTCCCTTTTTTAACTGCTTGTCTTAATTGAGATTTGTTTA 
ATTGTGGCTGTCTGTATATCTTCAATCAATACTTTCTTGTTTTAGACAAATGTTTCCCTGCAAATCTGCATGAACTTCATGTTCTGAAGGACTC 
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AGAGCTGCCCTTTCCTTTTTGTTAAAGTTGTACACTGCTGTGCATCCCCCTAGAATGCTCATCAGCTTTCTCACTCTTCCTCACTCACACAGTG 
CTCCAGCAGGAGAGGATTTCTTTGAAAATCAGATTCTTTTTTGGAGGGCTTTGTGCTTATTGGAGTGTTATGTGATATATTCATTACGGTGAGG 
GCTAAACTCTTTGAACAAAGAGACCTGACAGTGCATTTGGGTTAAAGAACAAAGTTTATTTCTTTCTCTCATCACCACCAGCATGAGCAGCCTG 
GATGGTCAGAGCAGATCTGTCTCATGGCATTGTTCAGGGATCCTCATTCCTTCCCTCTCATTTATCTGCCATCCCCTAGGCTATTAATCATCAT 
GTTTTTGGTAGAAGCCAGGTCTTCTCCATGTCTGAGTTTTTATGGAGGAAGCATGTCAAGGGCCTTAAGCCCAGACCTGGAAGTGGTATGCAAG 
AGTTCTGACATTGCACTGGTGAGCATTTGGTCAGATGGCCATCTCTAACTCCAACGAAGTGTAGGGTATACACTAGGTAAGCAGTCACATTTCC 
AGCTACAATACTAATTCTATGGAAAAGGAGACAACATATTTTGATGGGTAGCTGACATTCTCATCTGCAGTCCTAAGTACTCATGACTGCTAGA 
TAGACTTTATGAAAAAAAAAAAGAAAAATAACCCCAGGAATTAATATTTACCCTCAGCCTTGTGTTTCTTTAATTTTCTCATTTTTCATGTCAC 
ATATCTAAAATTTGATCTAAATAAATTTAAATAAAATTAACCTTTATTTGAATAATAATAAGGACATTTCTCAAGGAAGTAAATCTCAAATGAT 
ATGTGATTTTAGATACTATCTTTATCTGACCATGTGGTTCCTTGCTTCTATCAGGGAGGGCCTCTGGGTAATAGAAGATTGCTAGGGCCTGCAG 
TATATTAATGTTTAGCTGGAGTTGATTAAATCTGAGACCTATAGCCTTGATAATAAGGACTTTTATTTTTGTATTTTTATTGCACTTTTAATAT 
TACAGAGTTTCTGTACCAGCTTGACAACAGCAGAAACATGGCTTGCTTCTGTGGAACACGCTAGAGCAGCAGTCCCCAACCTTTTTGGCATCAG 
GGACCAGTTTCGTGGAAGACAGCGTTTCCACAGACTGGGGGCTGGGGGTGATTTTGTGATGATTCAAGCACATTACATATATTGTGCACTTTAT 
TTCTATTATTATTAACATTGTAATATGTAATTAAATAATTATACAACTCACCATAATGTAGAATCAGTAGGAGACCTGAGCTGCTTTTCCCACA 
ACTAGACAGTCCCATCTGGGAGTGAGGGGAGACAGTGACCCATCTGGAGACAGTGACAGTGATCATCAGGCGTTAGATTCTCATAAGGAGCGGG 
CAATCTAGATCCCTTGCATGCACAGTTCACAATAGGGTTTATGCTCCTATGAGAATCTAATGCCACTGCTGATCTGACAGGACACGGAGCTCAG 
GCAGTAATGCAAGCGATGGGGAGCAGCTGTATATAGAGATGAAGCTTGGCTGGCTTGCCTACTGCTCACCTCTTTTTGTGCTGCGTTATCCATA 
GCCCAGGGTTTGGGGACGCCTGCACTAGAGGACAGAGCCTGGTACACTATAGCAGTCCTCCCCTTGTGTTATGCAGAGTACTGATCAGTCCCTT 
TTGAGCTTCTCAACCTTGTATAAAACTTTGAGACAGTTCTGGGACCATCACAAGGTTTATGAAGGGTTAGAAAACAATACACTTAAGGAACTAA 
GACTGTAAATCGTTGAAGTTCAGAGGGCGATAAAAAGAAATGGGTTCTAAGAATCCCAGTATGTATGATTTTTTATACAAAGCATAAAGATGAT 
TTGTACCAAACTCAGGACACTGTGGCGAGCTTAACACGAGGGTATTGAATCATACGTAAGTGGTAATTCCTAGATTATGCAATCTCCTTGCTGT 
TAGATTTAGATACCAAAGAGGAACTACATCATGTCCTCCTCCTATGGTCTTCAAAAAAGGATTATATTTGGTCTTACTGGTATAATACAGTTTA 
TTCCTGCATGAATTCCATGGTGATAGAATTTTTAAAGTTCATTCTAGTGTTACAGTTTTGTTTTGTTTTGTTTTAATACACAGCTTCAGAATGG 
CAG AAG ATG AT CC ATATTTGGG AAGGCCTG AACAAGT AAGTGT C ATAAT CTC ACTGATAACTTTATTTAAATATATTC ATATTTC AAAAATATG 

AGAGGATATGTCATGTGAAATGAGTAACTTACACCCGCTTTCACACATATTGTTGCACAAAAATTGTATATGCTACAGGATAGCTATTGTATTA 

GCTTTCTAGAGCTACCATAACAGATCACCACAAACCTGATGGCTTAAAACAACAAAATACATTATTTCACAGTTCTGGGGGCTAGAAGTATGAA 

ATCAAGGTGTTGGCAGGGTTGGTTCCTTCTGGAGGCTCTCAGGAAGAATCTGTTCCATGCCTCTCCCCTAGCTTCTGGTTGGTTGCTGGGAATC 

CTTGGCTTGTAGCTTTATCGCTCCAATCTCTTCCTCCATTGTCACGTGCGCTTCTTCCCGGCGTGTCTCTACTGTGTCTCTAAACCTAAATCTC 

CTCTTTTTTTCTTCCAAAGGCATCATTGGATTTAGGGTACACCCTTATCCAATATGACTTCATCTTAATTTGTTTATATCTGCGAAGACCCTAT 

TTCCAAATAAAGTCACATTCACAGGTACCGGGGATTAGGAGTTAAAGGTGTCTTTTTGGGAGGGAACACAGTTTAACCCACTACAGCCCCTTGA 

CATATTTATTTAATGTGTACACATGGATGTAGAGAGTGGAATGACAGACCATGGAGATTCAGAAAGGTGAGGGATGGGAGGGCAGTGGGATGGG 

GGTGGATGATAAGAAGTTACTTAATGGGTACAATGTATGTTATTTGAGTGTTGGATACCCTAAAAACCCTGTTTTGACTACTATACAATCTATG 

C ATGTAAC AAAATTGC ACTTGTAC C CCAT C AATTTATAC C AAAAAAAAATTTTATTT AAAACTCATCTAGTAAGGAG ACAG ATTGTTGTAGTG A 

AAAGATCTTTGAACTCAGAATTTGAAGATCTTTATATAAGTACTG ACTACT ACAG AT C AGCT CCTC AG ACTTGAAG AATC ACTTAGT C CC CGTA 

ATCCTCACTTTTCTCATTTGTAAAATAGAAATGCTAGCACCACACTAACAGGGATGAGTCAAAAATATTCAATGAATGTGCTTTGTAAGCATAA 

AACTGTTCCTATCATTATATTAGTAGTTATGAAAGGATAGCAGTGTCCrTTTTTCTTTTTCTCCTATATTTTATTTTGAAAAATGTTGGAAAAA 

ATAAATAGAAATGTTGGAATAATCTAACAAATCTACATTGGTTCTTAAAACCGACATTTTGGCTTTTCTGTTTGCTCTCTTTTTGGTGTGTGTG 

TGTGTGTGTATATATGTATATATGTATATGTATATACATAATCATTTGGAAGCAATTTTCAGACTCTGGAGCAATTATAATGGCAATAT-TAAAT 

TATTTATGTAATGATTCCAAGAAGTATTTAAAACATGGAGATTTGTTCATTCATCAGCTATTTATTGAGGTATTACTACGTGCCAGAACATTGG 

CTTAGTGGGGAAAAAATAAGTGATATATACACTCTAATTTCAGGAACCTACTATTTTAATAGGAAGAACAGAGACATTGTTTTCATATGGTGAT 

ATATGCTGTAG TAG TAG TCTGCGCAGAGCGGGATAGAAATGTTAATAAGCAGCATCACTAGGTGCTACCTTGG AGG AAGAGC AGAGTT ACGG AG 

GACTTTCCGAAGGAAGTCTTCGTAAGCTGTGTTTTGAAAGATGTAGTTTGCTAGACTAGAAAAGGTGAAGGAACACTAGGTGCCAGGATAGCCT 

GGTCACATTTAAATTTTAGTGGCAATCATTTAAAATAGTGGATTTCTGAAATTACACGTGCAAAGAATCAGCCAGAAAAATAAAAACAGAAGTG 

GAATATGTTTTAAAGGCTCTGGTATCATTTCTATAAATAAAATGGACATATATAGCATTTATCACTTCGGGTGATATTCTGATTGATTTAGAAA 

G AATGACTG C ATTGCTTTTC AC ATTAAGATG CTCCTTT CT AATTTT ATTTTTAAAATGGTG ATTT AGG ATAAATCT AGG AACATTTTCTTTTAT 

TGCAGCAAAGAC^TTTGGCTAATTGTATTATCAAAACCGTTTGTTTTACCTTTCGCTTTTAATGTGCTTTCTCTAACAATTAAGGGCGAACTAA 

CCAGCATGAGGATTGTGTCTGCTTGATTTTAAACCATCCTTTCCTGTCTGTACACAGGAAATCTTATCAACAAGAGATGATTCTTTATGCCACA 

GAAGAGTAAAACCTGCTGAAAACATTCATTTTGAAAGTTTTTCTTATGTGGGCATCTTTGCGATCATCAGTAACAGGGGTGGGGCATATTCTGA 

CATTTCCATTTTTGAGGCAAGCGGTCTTGAAGTTTTTTTCTTTCTTGGCTTGAGCTTGGTGGTTTATATTTCCTAAAGTTTGCATGTCCTCAGT 

GTTTTAGTGGAGTCTGGAATTTGCTCTCCACCCTGACCTAATAAACAATGCAAGCTGCAGCACAACACAACTTCTCTCTTAGTCTGAAGTGAAG ' 

AGTATATCTCTCTCCTAAGGTGAGCCCTTTTGCCCACTCGCCAGTCATTTAGCCACCACAGGAAAGAGTTTTCCTGCTAGGTTATCACGTTTGC 

TCTGAGACTGTTAAAATCCTGTATGAAATGAGGCCCATTTTTGCAGAACATGGTTTTTCATTCCTGTATTTCCTTTTCAGCAAACAATGAATAG 

CATCAGTGAGCTTTTAATCTTATAAGCATTGAAGTGAAGCGCATTCTTTGTTCCTCAGTTGAAAATTTGCATCCCTCAAATGGATCTGAAGTAC 

TGTTTATTTAAACGAGATTTTTCTTACTCTTAATTTAACTAGGCATACGAAGATCTTCAGTACCCCAGAACTTTCAATAATTTACTACTAAGGG 

CAGGAGACAAACTGTAATACTGGCTACTAAAAGAAACGAAAAGCTAGTTCAGCACACTTACTAGTCTCTCATAAAAAGTAAAATATGGCTGGTT 

TCCATGCTGTCCACAGACATTTCAAACATATAACTTCTTTAGGCTAAAATAAATAGCAAGCTCAGAAATACAGTTTTAAAGTCCTAAATGAGCC 

AGCGGTTACAATGTTTTTTGATAAGTAATGAATAGTAATTTATTAAGATAAAATGTACTTTCTTCAAAATATTCTGCATGCCCACTCTGTTGCT 

G CC CTAAC AC ATTACC AC AT ACTTGGGGCTT AAAAC AAC AC AAATTTATACTTCTGAGTC AGG AG CT C AG AAAT CTAGAAT C AAGGTGTTGGCA 

GGGCTGCTTTCCTTCTTGCGGCTCTCATCTCTTTGCCTTTTGAGCTTCTAGTGGCTGCCTGCTTTCCCTGTGCACCCTCTCATCACTCCAGCCT 

CTTGCTTCCATTGTCATACTTCCTACTATTCAGTGTGATTTCCTGAACCCCTCTCATCAGGCCCACCTGGACAATTCAAGACACTCTCTTCATC 

TTATTATCATTACCTTAATGACATACGTAAATTTCCTTTTGTCATATAAGGTAGCACTCACAGTTTCTGAGGATTAGGATGCAGACATGTTTAG 

GGGGTCGTTATTCAGCTTAACACACCCACTAAATTCCAGGTATTTTGTGTTATGCTAGGAAACTGAAGGTAAAAGAAATGAGTGAGCTCAGTGC 

TTAGTTGTCTACTCCTTGTACTGTCAGTTATATTTTCAGTTATTCTGTAAATAGTCCCAGAGGTGCTCTCTAGCATTCTTTCAGGCCTTGACAT 

TGGATAGCTAGATGAGGGGTATATTTACCACCATAGAGGAAATACTGATTTCTAGGATTATATTATTTTGTTTATACTTCTAAGAGAGTACAAG 

CTTCAAATCATTCATTCAACAACTATTTAAGTATCTGTTCTGTGATAAGCATGTACTTGGCCCTGAAGATATACCAGTAAGCAAGCTAGACCAG 

GTCCCTGCCTCTGGGGACTTTATAGCCAAGTTATGCTTCTCAAATCCCTTTGTTACGTAAACGTTGTCCAACCCTATGTAAAGTTTTGTACACA 

TGAGAACTACCTAGGTCTCATGAAGATCTTTTAAAACCCTGATTTAAAATATTTTCAGATTTTTGTTTTTGGCTTTAGTTTCATTCCTATTATT 

ACATTTTAGGTGTCCCAACTTCAAATTTTTCATATAATATAGGAAAAATAATGATTGAAACATTTAAATGTTCTTCTTTACAGATGTTTCATTT 

GGATCCTTCTTTGACTCATACAATATTTAATCCAGAAGTATTTCAACCACAGATGGCACTGCCAACAGGTAAGAAAACTCATCCCTGTTACCCT 

GTTGTTCTGCTTTCAGTCTTAGTAAAATGCAGGATTTGTTAATAGTCTGTCCTAGAAACTCAGTTGTGTACCTAGAAAGGAAATGGTGATTTGT 

TTTAAAAACCAATCTTTTAACATACTTTCTTGAAATATATTTGCACAAAAATATTTCATCTCAATTACCCCTTGTATGGTTTACTGCATTTCAT 

ATCTGCTAGGACTACTCAGAAGGAATTTCTTTAGTCAACATAAGGATTTTCTTTATTATCTCTGTATTCCTTTTAAGTCCTTTCTCCCAGATTC 
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ACACGAGGCAGTCTCCACTCTTCATTTCTGTTTCAAACATTTAAGAGGGC 
TACAGAAATCATAAAAATCATCTCATTAGAAAAATCATCTTTATAAAAGCTTATAACTTTGCACTCTGACAAGTTGGATAAAACTCATAATCCT 
TCCTTCTACCATGACTGTATTAATTGTGCCGATTGGCAACTGTTTAATTTCGTAAGAGTAATAAAAAAAAAACTCTCTTTCTTAAAAAAAGTGA 
TTTATTTGTATGTAAGCTTGGTGTGATGGCTCTTTTTATGTTCTGTTTCTCTCCTCACTTCACCCGTCACCAGTGGGACTTAACAGATGTTCAA 
AAGCAGTGTGAGTGAATTATGGAAGTTATGTGTAAAACAGAGTTTGGTAATCGCTGAAGGAGGCATCAGCTCTTTTATTTACCAGGGACTTGCT 



AAAAGTTTTTCTGCATTTATATCTTTAGTATTTCTAGGAGTTCATGGGAGGGAAAAAAGTAGATCTACTATACTTTCACCTTCACTAGTAAAGG 
TGTATTTCAGAGGTTTTTCTGTCTTTACCCCTACAAAACATTATTTTTAGGCTGCCATGTCTGAGATCTTGTGAAGTGCTGTCCAATTTGAGCT 
CTAGGTCAGCTTCCTGTGAACAAGTAAATGTGTTGGTAGTGTGTGTGTTTCTTGGGAACTTTTTAATTCTGGAGTTCAAAGTATTTTTCTTAGT 
ATTAATGTATTACTGAAAATATAAGAACTTGGTTCTGTCCACAGGAAATACACACATTTTCACTTAATGTCTTGTGAATACAAAACAGTATCCT 
GAGG C AG ACGTTTTCTTAATTTTATTC CTTCGG ATTTATGGGC ATG AAAATAAGATTATCAAGATAACCATCT C AGT AAATATTCTGTGGTC AC 
AGCTTTATGTTGTAGAAATTATTTTGCCATAATATTAGAAAAACTATTCAAATTACACCTAAAAATCTAATTTGTTAGTTGTTGTTACACCATC 
ATTTTTACCTGTATGTTTTTCCCTCTTCATTGCAGTGTCATAGTACAATTTTTATAGTCCAAGATATATAGGATGTTGTATTCAAATTTTTAAA 
GAGGTAGAGAGGTTGATTATCTAAACCAATATTAACTTGTAACTCTAAAATGGATTATTTTAGTCTTCTAGATTTTTTGAAATCTAAAACCTTT 
AGTAGATCTAGTACTTGTTGAAGACTATGGGATGCGACATAACTCTTAGGTCTAAAGTTAAATTTCTCTGCACAGTGGAATGTCCTTTTCATGG 
CACAGAAATGTGGCCAAAAGAATGTTGGCCTTAAAACAACAAATACATGCATATCAAATCTAATTTTCTAGTTGATTTAACTTTAATGTGTTGC 
CTGAAAGAGGAAAAATGGCTCTATTTTACATGAATTTTCACATATTTAAAGGAAATTAAATCCTACAGGAAAAATAATAGCAAATTTGCAGTTG 
TTTTTAGCAGAGTTAATAAAAAGTGAGAGACTTGAAGTTTAATGTAAACATGCTTCCAACTCCTCTGTATTTTTCATGACATCCAAATATTGCT 
CTGTTAGAGGACTGTCTTGATATGTTCTTTCACCATTTTAACAGGGAATGTTTTTATAAGTGTTACATTGTCATACAGGCTGTATCTTAGTGTG 
AAAATATTTCTATTTCTAATCAATTTTATTTCCATATCCAAAATTAAATTCTAGCCATTTGGTGGGGGAATTTTTAAATTATGATTATGTTTCT 
AAAAGTAATTTAAAATGTCCAGGGGTGAATTTCATACAGACAAAAGATGGTAATTTAATACATTGACCAGTGACTCCCCCTTTTTTTTCTTGTG 
TATGCTTCATTTCAGATGCATTCATTTTTCAACTCGCTTCCTTGTAAATTTCTTGAATAATAACAGGAAGTAATTATACCCTTGTTTTCTCCAG 
TTCTCTAGCCTTATCCTGATTTATCATAATATTGAAAAGATAAAAATAAATTCTCTGGCCGGGTGAGGTGGCTCACGCCTGTAATCCCAGCACT 
TTGGGAGGCCAAGGCAGGTAGATCACGAGCTCAGGAGTTCAAGACCAGCCTGGCCAAGATGGTGAAACCCCGTCTCTACTAAAAAAATACAAAA 
ATTAGCTGGGCATGGTGGTAGGCGCCTGTAATTCCAGCTCCTCTGGAGGCTGAGGCAGAGAATTGCTTGAACCCAGGAAGCAGAGATTGTGGTG 
AGCCGAGATTGTGCCATGGCACTCCAGCCTGGGTGACAGAGTGAGACTCTGTCTCAAAAAAAAATAAAAAAAATTTTGAGAAAATTCTCTTTTG 
TGTTATAGTTTATTTTTAATTTCAACCTG AAGGTTT ATCT CCTTAC AAATTTATTTAAAATAAG AGGT CTTG AG CTT CTTTCTG AG AG AAAATG 
AAGATTAAAATGGACATACAAGCATTCTCCTAAAATATTTTTAGCACCAAACATCTTAATTTACATTCAAATAAATGAGAACCACCATATGCCT 
TTATTTATTGCAAAGCTATGGATTATTGTACTATTGACATAAAAATCAGCTGGGAAGCTTAAGGACTTTTTCATATTGAACAGTTTGTACTTAT 
GTTGTCAGAGATTCTGATTTTCCTTTGAATTTTCAAGTCAGATACCATTAGGGTATGGATTAAGCCTCTAGTTTTCTTTGCGTTTTTACAATAA 
CTAATTTG CATGTACCTATCTTCAATTAAATTATTTTC AGT ATTTTAT AAAATG CCTGAGATGTTTTAGAACACAGTTTATATGATAG CAC AAT 
ATTCAAAATTGCTTATAAACATCAAAAGTTATGGATTAATATGAAAATTTTACCATGTCTGATAGACCAGATTACATTGGGAGTGTCGGGGAGG 
AAAGGGGAAACAAACTAACCAGTTAAGGAATGAAGGCAGTACTTTCCCTTCAAGTAAAGACGGGAACAGAAAACCTAGTGTAAGGAAAAAGAGA 
TAGCCTGAGATCATTATCTGTCTATCAGACGTATACATACAGGTTGCTAGATCAGTATCTTTTAATTTCACATTAAGCACACTCTCTTTGAGGA 
AGGAAAGTCAGTGTCTAATGATGTGAAGGCCAAAGAAAATGTCATAGTGCCCAGAAGTGGTTGCTGCTTTTAATTGGTATTTGTCATTTTAAAA 
TGCTTTGTTAGGAGACAAGATTATGAAGGCTGTTGACATCAATTCTTGCCGGCCATATGCCTTTTATTGGGTTAGGAAATGTGCCATCACCTTT 
CAACAAACATTTACTTATTGTGGTTCGCTAAACTCGTAAAACTATTGTTAAAATAAGGGTTAATTTAATATTTCAGACAAGGAAGAGAAATTAT 
ATCCTTGTGGAATTTTAACCAAAAATTGATTTGAAATTTCTACATAAAAACATAATTTCAGTTTTTTACTTGCTTTACGTTTTATACCAAATTT 
GAGAAGCCTCACAGTTTCTTTTGGTTTCTGTTTGTTGTTTTTGTTTTTAGCAGATGGCCCATACCTTCAAATATTAGAGCAACCTAAACAGGTA 
AGATTAAAGGGGTGGGACTTTAAATGTTAGATTCCAGTGTCTAATATTGAGATCATAAGCACTGAAGAATAGTAAATGAGTTCTATGAAGGAAG 
TAGTTTATCTGAAAGATCAACAACCTGACIAAATTATGTAACAGCTTTATTCATTCACTTTACATTTCTCTTACTCATTGTTCACACTGTCCTGA 
GCCTCAGTATGTAGTTCTGTAAAACTGCAGTTAATTACAGTATTAGAATTACAGTTAATTACAGTATTCTGCTGTCTCTACCAGCTTAACTTAC 
CAGCCACTCCCAGGAAAGGCAGAGGTGATTTCCATTCATTTTCATTTATAAGGAAATACGTATGCATACAGTTCACATGCACTGAGCGATATCC 
ATCTATTATCCTTGCACATGTAGTACCTCTTAGCCTTCCTCCTTCCTTTGGTAGCCCCAGCCTTTTCTGTGCTGCCTTTGGAACATGTAACCTA 
ACATACTGAAAGTACCAGTGGGAAGTAAAATGTTAGAATGAACTATTGAATTCTCTTCCCTCTGGTGTCAGCCTCTTTGGAGTCAGGAGAGGAA 
CATTTTTTCAGGTGCTTCCCCTTACCACTAGAGTCTGTAGAGAATAGCTCAGAACTGAAATGGCCTCCTCACTGTATCCAACTCTGTGGATATT 
TATAGGAAATTGGATGGGACCAATGCTGTGAAAGAGAAAGAAAGGCAATCTTTAATGTCTGCCTATAGGAGGTTTCAGTTATTAGGGAATGGAA 
ATAATGGTGTAGTTCCCCACAGAATGAGGACAGTCAGTAAATCTTTGGATGGATAAACTAATCACATTTGTGTGTGACTGAGGATATGGATACC 
TGTCCTCTTGCAGCTGTATTACCCAATACATTTTCTAAGTATTCTTTTCATTAGCTCAGGTGAGTGAAACACTTTTGCATTTTGTAACATTTAA 
CACATGCTAACTAGGTCACAAGCTTAAATAAAGCATCCACTGCGTTGTGGTTTCCAGAATCGTGACATTATATATGTGTTATATTTGGTCAGCA 
TTTGATATAAATGTCTTAATGATTGCTGAACAGGCTATCCTTATAAGGTTGAAATTAGATGAAAGTTTTTGCTGTGGGGGCAAGAATGCCACAT 
GAAACTTTGGGGCATGGTTCTAGTTCTTGCAGGTGTCACATCCTGACTCCTCAGGTTGCCAGTAACACTCCATTGCTCTACCTCCATGTTCAAC 
TCTTTTAAGCAGTTATTTCTCAGAGAAGGTCATCAATTCCCAGTGAAATTTTATCCCTTAAAGTTCTGTGGGCTCTGGCATCCTGGAAAATTTC 
CCAGCTTTTAAGATCTAGGTAGTCTATGAAACAGAAATCAACTGAAATTTGTCTGCATATGCCAAAGTATTTTTTCCAATATCATTTTCATAAG 
CATAGCACTACAATAAGAATTTTTAAATGTAATTCCTTATTATGGATCCAACAGTTATAAGGAAAAATTGGCATTTATGATTTACCTGAAGGGT 
TAATGTAGTTCCAAAATTCAAAATTTAATTCATATAAAAGCTTATGTGAGTAAAACAATGTGTTTACCAAAGTGATGCTATTTTGATATCTGAA 
TTCAGTGAAAGTAAGAAGGTTGTATTCAAGTCAGACTTTCTGACTGAATGGATGTAGCCTTGCCTTTGAGGTTGATGACTCATTTTAAGCAAAT 
GGAGTTACTGAGATGAGTGAATGTGGATTAAAGGCAAAATTTTGATCTCAGAAATTTAGAATCAGAAATGCATCCAGACAATGCATTTGACGAC 
ATCTTCCTGAAAAC AGTTGTAAATTTT C AT CCT C AG ATTAAAAACTT CTG AGGATTT AG ATACT CGTATGT AAC C ATG AAAAAT AT CTATT AAG 
TATTGTCTATTTGACACCACTCCCAATAAGATATAAACACATACGTGTCTATATTTTTCCAACTGTCCCAAAGGAATTTTGTGATTAAAGATAA 

TTTC CC C AGCTCTG ACGGAGATG AGTCATAGCAT AG ACTACT AATTTTTAGAACATC C AGTTCTGTTG C ATATTAAT CAGTGTTAATTAACTAA 
TACTGTTCAAAAACTCAAGTTGTGTTTAAATTAGCAGTCAAGTAAATCTCTATTCTTATGGTTAGCTAATTCTGCAGGCTATTATACATGTGTT 
GTTTTTTTCATGGTTTTAGAAATTTCATTTAATTATTTAAAAAACCAACAGTGTTTGCTTACAAAAGGCATAGGGCTGAAATTGTAAATTATTT 
TTAAATATGAATTGTGTGAGAACCAAAACAAAGGAATTACCTCTGAAACTTCATCTCCAAAGGCTTCCCTTGTGTTTAGATCTGGAATCTCCCA 
AGGAATTGTTTTAGGTCTCACTGTGATGAGTTGATCATAAACTTTAGACATTTGTGTGCATTAAGGAAATTTCCCAGACCGGGGAATTTACTTT 
ATGCCTTACTTATCTGGTAAATGTGTTTGAGGACTGATCTTTGGAAATCAGGAAGTTTTTGGATAATATAGGAACAGTTCCAGATGCTTCCCAG 
AGATTTAAATCAGTTCAAGGCACCTGGACTGCTCAGAGACTGCAAGACCCTACTTGGCATAATGAAATGTAGTATAGTCTAAGTAGTGCATACG 

GCTAGTGGGTGTGATGAGCTGATGGGCAGATGATCTAGTGCTGTATATGCAGAGTTGGTCCCACAATAGAAACAAAAGGTGAGAATGTTCCTTA 
AAAAATCTTAACGTATTTTCTTTTCACCAAAAAGTGAATCTGTAAAAAGAAAATCATCTGCTTAAGCGACTATGTGGTTATAAACTACTAACAC 
TAC CACAAATTG ATTGACAT C ATTATAAAGTTGAAT C AGG AAAT ACAGCG AAACCT C CCTTAATATG ATG ATG AGGT CATAATTATC CTTGTTT 
T ATTCTTTGTAT ACAAATATG AATAAGTTAGCTTTAT AAATC AT AAAAAGTTAG AACTGG AGTAG AC CTTAAAG ATGGTCTGGTATAATCTT C C 
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CTTTTGTACAAATGAAAAAATATGACACTTCTTAGGTGTTTATCAGCCCACAGTAGTTTATATAGTGAAGGCTTCCAGCTAACTTCATTAATTA 
ACTATATCTATAAAATTTCTGGGTTAGATAGTATTTAAGGGAACTACGTAGTTTTGGAATCATTCTGGTAGGTTAATATTCAATCTTGAGCTTG 
ACCATATTAATAATCATAAAAACAAAAATCTTATCCTCTGAAATGCTGAGAGAAGCTTAACAGATGCAGGGTCTAGCACAGGGTGTGTTCTACA 
ACGCTGAAACAG TATATCTAAATAAACATGTCTGTAGTCCCTGCTGAACCAG CTGTAAT CAGAGTAGATAAAGG AATGT CTTTAAGTAAGAGTC 
AAGGAAGCATAACTTTTATTAATATGGTACAGTTCAGAGCTTGGCAGCAGCAATTTAAGACAAGGAAGCTCTGACTAGAACAAGCCGTAACATG 
TTAAGTCTAAAGCCTAAACTCTTCAGCAGATTACTCTCCACACATGCATAGCATGAGAGGTTCCATGGGCTTAGGTACCTGGCTTTTTAGCCAT 
ATCTTAGTGTACAAATATCGATTAATACCATTTTTCGTAGTAAGATTACGGGAAAAGTGATTCTTGTTTACAGAGCCCTCTTTCAGTTTCATGT 
TTTTCTTCTCTCATTTAGTAGACATAAGATTTAAAAATTTGTATGTACCTTTGTTGCCGTAATTTTTAATAAGTATTTCTCAAACTTAATTGGC 
TTAACGTTCACCTTTGCAGAGAGGATTTCGTTTCCGTTATGTATGTGAAGGCCCATCCCATGGTGGACTACCTGGTGCCTCTAGTGAAAAGAAC 
AAGAAGTCTTACCCTCAGGTCAAAGTAAGTTTGTGGTAGCTCTCCTTCTATTTGAATTCTGGAAATTTTGATTTCCTACGATTTCCAAGGAATT 
GCTTTAAATGAGTACGGGTTGCCTTCGCTCCTAAGCTGAAGTO^ 

AGTGACAGATACTAAAACTTTGTTAACATTTCAATTTAGTAGAAATGTCTTCAGCATTAGCTAACAAACTTACTATTTCTTGATGATCTTAAAT 
-ATTTTTAAAAATTGGAO?ACTTCCTGAAACTTTAGTAAGTCTTTGAAAGAAATGGTTGATTTTGACTCTTTGGAGATTTAGTGAAAAACCAAACA 
AGTGACTGAGTGTATGGATTATATAGTATATTATTTAAGATTATGAATTTGGATCCAGACTTTGTTATTAGCTGTGTAGCTTTGAATAGGTTTA 
ACCAATACTTCTAAACTTCAGTCTCTTAATGTATAAAATACAAAAATATTAATAGTATATACTTCATAAGGTCCTTTAGAGATTAAATGAGAAA 
ATGTGTACATGTTCCATAGAGAGCCTGAAAGTACCCTAGGGCCTTGGCCTGAGCAGATGTGTGGCCCTCTTGGAATGAACTGCTACGTGACATG 
CTGGTGGTGTATTTGGTCATACCTTTTACCATGTTCAGGCTGTTTGTTTATTTGAGAATATTTTTCTTTAAGTTAATATGAGAGTTTTAATTTC 
ATAATATGCTATGTTTCATAGACTGACTGATGATAAACATAGACTGATAATCATTTTGCAGATAAACGCAGTCAACAATTGTAATTTAGTTTTT 
TATAAAAGTTATTATTTAGTCAGTAATTCAAGGCTTGGACAAAATAGTTCTCACTATGTGTGTGTGCCCCTCAGGGTGTAACATACTTTTGGAC 
TCAGTCTTTTTATTGGTTTGTTTTTGTAAGTAGATGAAGCTCAGTAGAGCAGGCCCTCAGCAAAGTTGTGATGTAAAGAAATCTGGCCGGGCTC 
GTTGACTCATGTCTGTAATCCCAGCACTTTGGGAGGCCGAGGCTAGCAGATCACAAGGTCAGGAGTTCGAGACCAGCCTGGCCAATATGGTGAA 
AGCCCATCTCTACTAAAAATACAAAAATTAGCTGGGTGTGGTGGTGTACACCTGTAGTCCCAGCTAGTGAGGAGGCTGAGGCACAAGAATCGCT 
TGAACCTGGGAAGCGGAGGTTGCAGTGAGCCGAGACTGTGCCACTGGACTCCATCCTGGACAACAGAGCGAGACTCTGTCTCAAAAAAAAAAAA 
AAAAAAAAAAGAAAGAAATCAGTCTTTGGTTTTGCCAGCCTTGCATTTTGTTTCTTCCTTTTCCTCTTATCCATCTTCTAGGCCCAGGCCTGTT 
AAATTTCTTATCCTTATTCCCAAACAAAAGACAAAATGTTGTGACGTCGTTCTTTACCTTTCAAGTGAAACTCACCCATTATTTAGTATGGGTA 
CTACTAGTCATAGTTGCATTTTAAGTCTCTTAGCTCCAATTGTGGAATGAAAGATGTTTTTTCTATTAAAGGTAATTAGGCGGGTAAATATGAT 
GGCTTAAGTC CAC AG AAG C AG AC C ACGGTCTTATGGCCT C ACATC CTTTAGAACCTTG ATGAGG AATGAGG AGC AG CAAT AAAGAACTAATTTG 
CACTTATTAAACACCAAAGACTTGCCAAGTGGTTTGSATA^ 

GTGAACCCAAACAGACTCAGAGAATGGAATTATAATAACTGGCCTTTCTCACAAGACTAGTGGCTCTATATCCTGCAGCAGGCTATTGCTCACC 

GAACCTCTCAGATATAATGTGTGCATTTGGGGTACTGGGGGCAGGGAGATAAGGGACAAATTATGGGCAGACAATGGTGTAAAAAGGCATGGTG 

AATGATAACTCTTGAAAACAAGGGAGAGAGAGGCTCACTGGTCAATGGGTACTCAGGTATTGGGGAAGCCAGGCCCAGCACTTACCTTTTTAAC 

ACATGTGTCTGTGTGTCACATGTATAAATATTGTGCCTTTATGTATGTGTATATTTGTGAGAAGGGGATTGAAAGACACATGTTATCAGCATTG 

ACACTGACTATAATGACTGAAGAATTAACTTTAAGCGAAAAACTGGGAGTTTTTTCTGACTGGCTTGGCACAAAAAATATAAATTATGGTATTT 

TGTTTACTTCTATTGCTCTAGTATTTTGTGACTAAGTAACAATTCTTGATACTAACAAACACATGGCATTAACTTTCTTATAAATTTATTGGCT 

AAGAAAAAACTrTATACATCCATTTATTCCCAGTCTTCATACATCTTTCTCATGTAGAGGTTTCATCTACTCAAAAACATATTGCTGCCTCAGT 

CACAAAATAATTTACAAATGAAACAACTTAGTGGGCATTAGATGTTCTTGTAGAATGAAAGTTTCTATATCAAGGAGTTTAGTACTTACTGGGA 

AATATAGATATGTAAACGACTAATAATAAAGCAGGTTCAACTACAGTCACATTATTTCACCAAATCATTTATTTTTTATTCACTAATTCAGTAT 

C C ATTTATTAAG C ATTTAAT CAACTTGTAAGAGGAGGAGGAACTTAGAGQTTAGAGAAT ATG ACTATAC AAGCTGTC ATTGTT CCCTTAG CTTG 

TCATTGTTCACTGAAAATTGAAATGGTTCTGCTGTTCCTAACAGTTATAGGAAGTAATTTTATTTATCCAAGAAATTCTTAATTGGAAGGATGG 

GTAGGAGAGAAAGAAAGAGACAACGGCCAGGTATTTTTTTTTTCCAGAGCTCTTCTCCAAATATCCCTTTTAATAGTTATTTCTGCTCAGGATG 

ACCTTTAAGTTTACAAAGGAATTTTAAATCCCCTTTTCCTCTAATGTTTAAGCAGAGGAAAAAATTGTTCTCCATGCATCTTTCTAATCAGGAA 

GACCTTTAAAATTGTGCATGTCTTTTCTGTGGTACTTTACTAAGCACCTGCTCGGCGAGAGACTGTAAGGGAAACAGTGGGATAGATACATCTA 

AAGTTTCTCAAACTTGGCATTATTGACATTTGGGGCTTGAAAATTCTGTGTTGTGGGAGGCTGTCTGACACGTTATAAAATATTTAGCAGCCTC 

CCTGACCTTGACTCACTAGATGCTAATAGGATTCCTATAATTGTGAC^TCCAAAAAGTCTCCAC^TTGACAAATGTCCCCTGGGGGGCAAAATC 

ACCCCTCTTTGAGAACCACTGATGTGGATGCAACAAAGAATCAACCTTAACCTTACCCATTTGCATACTTTTCTACTATAAAGTTGTCTCGCAT 

AGATTACGTAGAATTTCCAAGTGTATTATTTTATAAACGTGCCTTTCTTGGTTATTAGTAGATATTTCTTATTTTCAAGATGGTGATCATGGTG 

TCTGTATAATTTCTGTTAGAATATCAGAGTTAGTGTACCTGGATACTAAGGAGAAAGATAGAAAAGATAAAATATGTATCTTCAACATTTTGTA 

TTCTGTGATGACCCTAAAAGCTAATGTGGGAGTTCTATTGACTGTTATAAACTATTACAGAAGAAAAAGTGAAAGTGGAGAGTTAGGTCCACTG 

TGTGTGAACAATGGGAGGGTCTATGGAATGATGCTTTCAGGTGGGCAGAGGCCTCGTGGAGGGTGGCCCCACACTCACCCCCAGAATCCAGAAG 

CCATTCCCACAGGAACTTCAGAGGGAGAGCATTTACATTTACAGGAAAGAAATGATACTTCTGAGCCTACATTTGCCACATATTCATTAAGTGC 

ATTTGTTCAGGCATTACAGTAAAATGCCATGGGCTGTGCTTTTCCTCAGCTACAGCCTCTCTCCCTCCAACCTCACACCCTGTCrTCCTGTCAT 

GCCTTTGTGAGAGCGCCACCACTCTGCGGTGCCTGGAGAGGAACCTGGAAACGCTGATAGTTCAGTGCATACTCGGTCATATGGAGACAGCAGG 

AAAGAGTCAGGGGCCAACTTGAAAGATTTGGGGCCTGGCTGTGGTTTGCAGGCTGTAGACACCAAACTATACTTTATAGAACATGTGAAAATAT 

AGCCTGTATGGGTTACTCTCTTACTGATTGTCTAGATTTGATGCCTTACATTAAATCATTTTAAAACCAACTCTAGAAGTCTACTCAAATCCTG 

CATTTTCTAGTGGAATAGTGTCCCATGCATAAAACCCTGTTTCGCATAGGTGTAGGCTAGCTTACAGACCCTCTTACCATGTTGAGATTATTTC 

TAGAACTCAGGCTACTGAACCATCTGGTGCTCTGCCTGTGTCTTTCACATAGCTAAGAAGAAAATTTCCATTTAGCTTTCTGATATCTTGCTGT 

GCAAGTCTTCATGCTCTTTTTTTAAAAAAAATTTTAATTATAAATTCTTTCAAGCATATAGAAAGTTTAAAAATTGACATAACAGACACTATGT 

ACTACAACACAAATTTAATAGGTATTAGCATCTTACCTTATTTGCTTTTGATAGCTCTCTCTCTCTCTCTCTGTCCTCTCTCTCTCTCAAATAA 

AATAGTTACAGCTAAAACCCCACTTATCCATCACTTTGTCCTCCTTCCTTCTCTTAGGTAAGCTGCTACTCTGAACTTTCACTCCCCAAGATGT 

TTTTATATTTTTACTACATAAGAATGCATCTATAAATACTGGCATTTTCAAGAAAGTTAATTTTTACTAACTTCAACCCAAATTTGCCATTGTA 

TAGGATGGCTCCTTTTCAGGGCAAACATAGGTTCAAACTGGACGCCATTGAAGATTAACTGGTACTCACTTTGATCCTATTGATTCCTCTTTGC 

TGTCTAGATAAAAATGTATTTGTCACAATGTAGTTTGTACTAACTCTTATAGCAAAAAATAATATTCAGAGAAAAATCTAGGGGAAGTAAGTAT 

GCAGACTAACTCTTATATCTTGTCCTTTCATAAGAAAAATTTCCCATCATTAAACATTTAATAATCTATTATACTGCCTATAAAATTTCCCTTT 

AAAGTTTTTTCCATTCTAATTTCATCACGGAGCTCCTAATAGGAGAGGCTGGCAGAAAAGCACAGGAACCTTCCTCTAGGCCAAGCTTGTCCCT 

GCCTGCTTTTGACTCAGCAAGGAGTGCCAGGGAAGGCTCACTTCCCTATTTTTCCCGAAAGCCACGCGTGAAGTTTTAAAAATCAAACTGTGTT 

CCCTTTCACAGAGGTGGGTGACAAGAGAAGCAGCCCCATGGGACTTCAGAAACTCTCACCAATCCTCCTCTAGAGTGACCAGAAAGTACCCCTT 

CCTATCCTAACTAATGTGACACGTCCTTCTGTGTGGTCCACTCTATGCAAAACCAGAAATTGACAAGAATGACTTTGATTGTAAAGTACAAATA 

GCTTACCAGTTAGTATTCTTAGTTTCTCTTrAGTTATAAATATCAAATGCAAGGGACTTGAAACCCAGCTGATAGAAGTGTAACTATTTTTAAT 

CAAACATTTTCTGAAAGCTGGTTCTCACATATGTTGTCTTTCCTGAGTGTTTTATGTTGAGTGGAAGACGTGTTGAAATGTTTAGGTCAACAAC 

TTCTGTCGAGGTCGAATAGAGACTACCCGATCTGCTGTGGCATTTGAGGATATCACATATCCTTGCATAATCTCCCTTTCCTTTGTATAGACTT 
GTCTGATTCACGTGGTTTGGATCTATTTGGAGTACTAATTTAAAATAATTTAACCTGACTCAATTACTTAAAACAACAGGGGAGAAAATCACCA 
ATAATCAGCTATGTGTGCGTATAGAACCTAGTTCATATCATTTATTAGGATTTCCATTGAACCCCTAAGCTGTTCACTGCGCAAGTATTTAATT 
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AGGGAAAATAACCATACCCCTATGTACATTATACTGTGTGTTTTGTAAACCATGAGAAAAGCTGCTTATTGAACAGAAGGGCTTTGTJU^CCTG^ 
GGTCTATGGATCCCTGTTGGTGGTTTCAGACGCTTTTTAGATTCCTAAATTTATATGCAGACTTACACATGTATGTATGTGCATTTTTTCTTGG 
GAGATGAGTATAACTTTTTATCATATTTTCAAAGGGAAAGATTTAACATGGTTAAGAATCATGCTATAGCTTGTATCACTTTAGCTTTXTGATA 
GCAGCTATCTTTTTAAATGATCTATGTAATATTTTTTAAGAT^^ 

CTTTATGTTGCTCAACACATAGCCCAGAAAGCCTCCCTTGAGTTTTCCAGTAGGTGGAAAAAAGATGAAACTGAATTGATGGCCAAAAGAGTTG 

AATGGGCTTCACTGCTTTTTCTTTCTTGCTCTTCCATACATTTGCAGATTAAGCATGAAGCTCACCATTAGTGATTGAAGCCAAAAGAGAGAAG 

GCAATTCATTGAACAAATATTGATTGAGCACTGTGTGTCAGGTACTGCTCTAGACAAGCAGACAAAACTCCCTCCCATATGTAACCACAATTGA 

GACTTATAGGTAATTTTTGTTGCAAGTAGTTCAGAAGTTTTGTATTTTGTCCTAAAACAAAATATTACTTTGTAAAATATTTTTTTAAATAGCC 

CTCTAAATCCGCTGTATATATTCAAAGTCACTATTATAAAGTGGAGAAAGCTACTCATTAGAGAAAACCTATCACACAGATAATAGCTGGGAAG 

CTTAACCCTTAGAAATTATTAGGAGAGATATACACTCCTTGAATTTAAGAACTGTCTGAATTTTAAATTTTGTTTTGTCAGTTCTGGCTTGGTG 

ACCTTCCTCTATTGGCCATTCCCATTTTTCTGCCCTCCACTCTTCCTTGACACATGATTATTTCTGGGACCACTGTTCAATCCGAAACAAATCT 

CTGGTGGCTTCTTTTAAACCCAGTGGTCTCAGTCTGAAGGTATAGTGGGGCAACTCTCGGCATTCCATTCTGGAGTCTTGACCTCATAAAGTCA 

CATATTGGCAATTCGCCTTGATAAGGTCAAGTGAACACACAGAAGCACTAAGATCCCCACATGTGTTCGACTGCCTCCTCCACAGACAAGTTGT 

TTTTCAACCCATCTGCAGGTCCAGAGGTGAAGCTGGAGGCTACCCTGCAGTCTCAGTCTTTTCTCCCCACCCTCCAGATGGATTCCAAATAAGA 

AGCCTCCAGACTACCTTCACCTCCCTGGGGTCTCATGGACATGGGCTGGAAAGTGCTTGCAGACTTTCACAGACAATGCTTTTTGCCTTTAGGT 

CCCCTT CT ACCCAACAG AATGATTATAATAATGGCTTGATGTG CTTACTTACATCATCTCATTTAATCAT CACAGTAAT CCACTGATGC AGGTT 

CTGTGATCCGCATTTTATAAATGAGGAAATTGAAGCCTAGAGAAATTAAGAAGCTTAACTTGGGTCTCACAGGCTTTTAGAGATGGAGCCCAAG 

ATTTCAGTTCATGCCATATGGTTTAAGGGCCTGCACTCTTAACCATCGTGGAATACCATTCATTATCATAATGTTAAGGATCTGTTTCTACTTT 

GCAGGAATCTTTTAAATCTATGGTTGACAATCATGGGTGGGCTTCAGAATCGTCCAAAAATGTTTCAACCACAGAGACGCCTGGGAACCACTGC 

ACAATTGCTAAATCACAGTGCATCATGTAGCCAATCTTGGATTCTACAATAATTCTATGACAGTTTCTAAGAATACATGCCATTATATAATGGC 

AACATATTACAACAGATAATTGAATAGATATTCAATGTATACCGTGGAATAGAATATTATGCCACTGTGTTTTAAAAAGATAATTAAGAGGATA 

CGGCACAACGTGGAAAACTGCTTATAACATAATATTAAGGATAAACCTCAGGTGGGCATAGTGGCTCACGCCTATAATCCCAAGACTTTTGGGA 

GGCCAAGGCAGGAGGATTGCTTGAGCCCAGGATTTTGAGGCCAGCATGGGCAACATAGTGAGACCCTGTCTCTATAAAAAAAATTTTTTAAAGA 

AAAAAAACAGGATTTCAAATTATTGCTAATATTTGTAGTGATTACAAATATTAGCTTCTTTTTATAAAGCCTGGGTGGAAGCATATAGATGTAT 

CTTTAGCTTTATTTATTCATCCATGACTTAAAGAAGATTGGTTAACAGCTGACTCCACCTTGAGTAGCAGAACATTGGACTGAAGGAAAAAAAA 

AAATGTGAAGCTGTCTTACTTAGCTACAGTTTCCAGCATGTTTTCTCAGGAGCTCTATGGGAGACAGTGCAGTGTGGCTCTCAAACCTTACTAC 

GGATAAAAATCTGCTTCAAAACGTACTTAAAATATCGATTTTATTCCATTTCCAAAGCCTGGTAGAGTAGGTAATTCTCCCACTACAATACACT 

TAGTAACACTAGAAAAAAAATATAACATTTTCTTTAATGCATAGCTGAGTTTATTAGAAAGTATGAAAACTAGTGGGGCGCCGTAAGACAAAAG 

AAAACTTTGGGAAAACACAATAGGATATGGGTGGACTTTGGGGCCACAGCTGGCCTGGAAATATTTGCTGACCTAGATAATCAAGAAGCTTGGT 

TTTTAACAGGTTGCTAGAGACAAAAGATAAGGCCTTGGGCCTTTCCAATCTGAGGAATTGAAACTGCAATCACCCACTTAATTCAGGACTCTCT 

CAGGGCTATAGTTTCTGTTGATGGGTGATCGTCAGGCAGAGAGGTGATGAGGAAGTTGCCTGTCTCAGCCTAGGGGGAATCAGAAGATAAAATG 

CCTCTCTTGAGAATCAATAACTACAAGCCCAATTCTTACAGATTCAGAGTTAAGTGTATGCTGCCTGAATAGAGTAGGAAACCCCAAGTCTAGA 

AATGAATATGAAGTTGTTCCACATTGGGGATACCCTCAGAGCCTTGCAGAAAAGCATAAAAATGTATGTGGCTCAAAGAATCATGAGCTCCTGA 

TCAAAAATTAGAAAATATGTATGCAAATAAGCCACTCTGTTTAAGAACTGGCAGAACAATGAAAAGCAGAATTAAATCCTCAGAATCTTCAGAT 

AATTGAATTACCAATTGTTTGATATATAAATACAAAATAAGTTTGGAATAGAAAACAGACCAGGCAGAATGAAAATAAAACCAAGTCGAATTTT 

TAAAATTAAATGTGCGACACTGAAAATGATTCAACATAGTTAACATGGATAATTTGAAAGAAAGGATGAGCTGGCAGGTACAAAAGAAGGAGTA 

AG AGGTGT CT AGTTG AAGT CCTAG AAAGAAGT ATTACAACTG CAGATTT CTGGCTCTACATTTACAGTTTCTAGGTCTGGGG TGAGGTTTAGGT 

GGTTGTGGACCACACTTTTAGGTTTTAAAGCATTGGCTCTGAAGTCATTTGGTTCAGGGCTGGGCATGATGTTGGTTCCTAGTTTTGCGACTTG 

CAGTGTTACTTAACTTGGCTAAGCATCAGCTTCCTTATCTATGAAACTGAAAAAATAATACCTATGTCATAGGATATATGTGTAAATCAAGTTA 

TTCAGTACATGCCACACAGTAAGCACTTAAAAATGACAGTTGCTTCTATTTTTATATAACCAAATACACTACTACAAATATTGAGTGGCAGCTT 

TGCTGGTTCATTTATGGATTCATGGAGCTACACAAAACCTTCACCAGTCTATTAATTTATTTTTAGTACAGTCTCTCTAATCAGTATTGCTTCC 

ACTGTATATTGACCCCATATCCTTTCTTCTGTCTGGGGTTAAGATAGGAGACTGAGATCAGCTGTGTCAAAAGCTTTCTTTTAGATGTAACACA 

TGATTTCTTATGAAAATCTCATAGGTAGGATACCAGAAAGGAATTTATTAAATTCTTGTTAGGCTCCTTAGTTGTATTAGTTTTGTAGGGCAGT 

GTTTTAATTTAGGATACTTATGATAGAGAGCACCCCTTCCATAATCAGGAGAAACACAAGATGGAAATAAAGATTTTATTACTTAGTGGTCCTG 

GGGAGCACACAGCACTCCAGGGAAGGCCACACACCAAGATCAGGGAGCATGTGGAGAAAGAGAGAGAAAGGAACTCACGGGCCATTGCCTTTAC 

TGGGTCCAGGACATTATCCAAACAGGTTTCCCACAGGGAGTTTTAATAGGTGGGTTTCAAGCAAGCAGGTATGAGTTCCAGGAGGTCACAGTGT 

GATGAAGAAGAAGTCACTGTGGCATATCrGCACAGTCCATGCGAGGTGTGAGCATCAGTGAAGACCAGTCAGGTAGGCTATATGTAGCTGGCCC 

ATGGGGAGGCGATCACCAGGTGGCAATTGTATAATGCAGATATCTAGATTGGCCACATAGAGGAACCGGGAGGAGGTGTAGTACTGGAAACTGC 

GTCGACGGTCACTGAGCCCTGCTTTAGGTATGAGAAAGTCCAGCTTATATTCAGAATGGATGCAAAGGCAGCATAAAATTAAAAGCATTCACTG 

C C AGCTG C C ATAACAAGTT ACC ACAAACTAGGTGGTTTAAAGC AACCG AAATTTATT CTTTC ACAGTTCTGGATGCTAG AAGT C C AATAT CATG 

GTCTTCGCAGGGCCGTGCCCCCTTTGAAGGCTGTAGGCAATAATCCTTCCTTGCCTGTTTCTAGCTTCTTGTGGTTGCTGACAATTCATGGCAG 

TTTGTGACTTGCAGCTGCATCATTCCAATTTCTGTCTCCATCTTCACATGAATACTGTCTTCTCTCTGTGTCCCTGTGTCCAAATCTGCCTCTT 

CTTTCTCTTAGAGACCTGTCATTGTGTTTACGGCATCCATAACCCTATGTGACCTCATGTTAACTAATCATAATTGCAACGACCGCATTTCCAG 

ATAATACAATATTCTGAGGCTCTGGGTAGATGTGAATTCTGGGGGTACACCATTCAGCCCACTACAAACATATTGTGGCATTGAGGTTATAAGC 

C AGTAGCC CT AC AAGTAT AGG ATG ATGG CC ATTTCAGCCTG ATAATACACT C CG AAAGAGATC AC ATGGTAACATTGTTG C CT CAGTTAATC AT 

AGAAATACTCAATTAGTATAGAAATAACAAGAAAAATGCTTTGTTATTCTCATGTGTCATTTATCGAGTTCTTACTATGTATCTGTTATTGTTA 

TCCTTATACACTTCTGCACAAAAGATGGTTTTATCCCAAGTTTTAGCTTAGAAACTGAGGCTTAATGAGTAACTTGACCAAGAATGGCTTCTCT 

TTCTCCATTTCCTTCCTCTCATGGTGTTGTTTTATATACATAAAATAATATATATTATTCTATTAATATAGATTAATATATGTATTTATATATG 

TACATTTTATATATGTATAAAACTTATGTTGTAAGTTTTATATACATATAATATATATTCTGTTTATATATTGAATTTATATATATATAAAACT 

TAACACTATTAAGTCTTAACACTATTAAGTTTCATGGTGTTGAGTTATATAGTTCTATTAATTATATATATATGGGGGGAGGGGTGTTTCTCCA 

GCCTAGACTTCCACTTTGAAATGTAGTCTCCAGGCTCAGCCACTTGTTTGACATTGCCACTTGGATGTCTGGTAGACTTAACATATTCACAACT 

GAATTTCAAATCTTCCCCACCAATCTGCTCTGCCTCATAGCTTCCCCTTTCCGGAATGTGGTTGCTCCATCCTTCCAGTTGTACAGGCCCCAAA 

TCTTGGAGTTTTCCTTGACTCCTCTCTTCTTCTCAAATCCCACATGTAATCCATCAGGTAGTCTTATTGGCTGTGCCTTCACACTTTTTTCAGA 

AACTAATTATTCTTCAGC^CCTCCAATGCTGCCACCCTGGTATAAGCTACCATCCTCAGCATCTTTCTTCCAGTGGATTTTAGCATCCATGAAT 

GATTATTTC CT AAATC AATTATCAAT AATTGTT ATAAATTTGTGATTTTTCTATTT CTATCCTTC CTGT CACTTTT CCTGGTTTTTTTAAAAGA 

GCTTTCTTCATTCTTCTTTAAAAAAAATTAAAATTAACATCAGTATGAACTCGTGGATTCTTTTGTTATTCATTGTACTATAAGCCATTCCTGT 

CATTATTCATTTTGATTGTTAAATTGTCCTATTCTTGGCCAGTGGGAGT CTTTC ATGCTAGCTCCTATGTCTTTTTGATATGTCCCTATCTTTT 

TTTTCCTAACACTTTCCTTATTTCTGAAATTATAAGCTATTCTAGGTTCACCCTATACCTTCACTACCCCAGTCCAGGCATCGTCTGTCTCTCT 

AAGAAGTCCTAGTTGCTTTTAGCAGGAGAAGTTTTTCTAGACTCTTTCATTAGGCAGAGCTACAAAATTGATTATTTTAAAAATCTCGAGTTCA 

TACACTAATTCATAATTCTAATTCCAATCCAACACTGCAGGCTTCTTCCCTCCCTCCCCTCATCCCATACTTGTATTTGGATTTGAGATATGAA 

ATGTGTATCTCATATCCCATATTTCTTCAGTAACTGAAAACCCTCATCATCAATGATAGCAGCATGCTTACTCATTTTGCTCAGTCCAATAATT 

CACACACATTTGTAGAAAAATAGAATAGTTTTAGAATGGCTATACCAATATCTGCAAGCTTACTATATTCGGTTCAAAATTTCTTTGTAGTTCT 

TTTGAC C AAATGTATTCAACAG AG AG CATTCAGTCAG AG TAATGTGTACAAAAGTTACTTGGATTAAATTTTTTCCTTCTGTGTATTTATGTTT 
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CCATTGAGCTATAGAGTTAAGCTATTTTTTTATTTCTATTCCATTTTAGGGGTTTTCCCATCCGTGTTGATTTAGTAATTTTATTTTTTGAATA 
TCAACATTTGTCAGTTTCACATCTTTCATTTATATGAGATTAACTAGACCCTTTAGAAATCATTATAAAGTCAGGTTGTTCTATTAATTTTTAA 
AATAGGTGTATAAAAACCAAAGGGATCAATCAGAGCGTTGATTTAAAGTACGTTCTGAATTATTTCAGACACCCGAATCCATCTAAACCCAGAA 
CATTTCATTTGTAGATTTCAAAGACTTCTTGGCCTTCCTACCTTCCTTACATTTATGTAGCATGTGTTTATCCAAGGCACACCACCTGCCAGGC 
ACAGTGCTGGGCTCTGTGTTGACACACATGAATGTGATCATCTTTCTGTAGCCCCCAGGTTACATGGCACCACAGCCAAGATACAGACATGTGT 
GAGAGAGTAATCAGGGTATTACTCAGGATTTGCTGGAGGAATCCCTCTTCAAAGGATATTCTAAATTGGTGTGTGTGTGTGTGTGTGGGCGCGC 
GCGCGCATGTGTGTGTGTGTGTGTGTTGAGGTGGACTGGGAGAAAATATACCCTCCTTGAGATCACCTCCTGGCTAGATAGTCTCTCCCTTCTC 
TGTTTGTG ATAG AATG C AAGTGGAATTTG AC AGGTGTACTTCTCAAACTAGAAACTAG AGAG CTG CTAT CTC AGTC AC CGTAAGAAGAACGAAT 
CACACCAAACCTACATCATTGTCTTCTATGACAGGATTTCTACAAGGGTGAGATAGTGAGATGCTGGAGATCCCTGTTTTGGTAGTTCAGGGAT 
TCACAGCATCTCCCATGCTGGTGATGTCAACCTGAAGAGATATTTCTAGTGATAGGTTCCAGGGATCTTTCACCGAACACTTTAATATATTTTA 
TCATTGTCCTGAATACAGCCCTATAAGGTTCTTACTAAATTTGCAGGTGACATGAAGTGATAGACAAC!AAACAATTTGAATTCAAATTAATTTT 
G AAAG CTGAGAC AATGG AC C C AATT CTTC AG CAATT ATATTTAAAAG ATAT AAATACATG CAGAAAAC AAATTACAAGTACAGAGTGGAAGAGA 
GATGATTTAGCAGCAACGCATGCAAAGAGATCTAGGAGTTTTAGTTAATAACAGACTCAACATGAACCAGCAATGCAATGTGACTACGAAACAA 
GTAATTCCTCATTAGGCTGCATTAATGGAAACACGATACATAAGACCAAGGAAGTGGTGGTCTCATTTGCACTCTGTGATGAAAGGCCACACCA 
GGAAT AC AGTGT AGTACTGCTGGGC AC CAC ATTTGTAG AG AAATAGAAAC CAACTTG AGTGT CTT C AG AGCAG AATGGTGAGAG AACT C AAACT 
TCATTCAAATGAGGAGTAGTTACTGAGCCTGAGAAATTTATAGCCTGGAGGATTTGGTTGTCTTCAAATATATGAATGGCTGTGATGGGGAAAA 
AAGGATTAAATGTGTCCTGTTGTCACAAGAGGATGAAATAAGGAGCGGTGAATGGAAGCCCCAGGCGATAGAGGTTTCAGTTGCTGCTGACAGT 
CAGGGCTGTCTGAGGATGGAATGTATTGCCTCAGGACAAAGTGAGTTCATTGTCACTGAATTGGTTCAAAAATGACCAGGAAGACTACAGGGCA 
GGGAAGCTAACTTGTATTACAATAAGTAATTTTTTTCTTTTTTATTTGTATGCCCTTAGAAAGATGTTTACTTAACTTGATAAATCTGTAACAA 
GGG ATAAT GAAG ATTTGGTTATAGGAC AATTACAATTTTCTG AC AG AT CC C CC AAAATAATAG AAATTAATAGCTTACACACTACTTT ATC C AA 

GCAGGTTTAAAGTACTACCATTTTTCCAAATTACTGGCTGATCCTAGAACTTTGAGAAACTTTGGTGTTTCCCCCCTTCCTACTTTTGTTTACA 
TCATAGTACGTAGATGGTACAATATTTTGGTTAACCTCAGTCTGACACTTAGATTGTGTTCTCTTTTGCCCTATTAATGTCTAGAGTGTAAAAA 
GACCAGTAAAGTAGCACCAAGAAATCAAAGAAAATTTCCCAGTTCTACTCACTTGTAATTCTCTTAATTTAGTAGGGGCTTTCCACAGGAAATC 
ACAATAGAATAGTTGAAATGCTCTTTATCTTATGTACTTTCCTTCTGAAGAAAGGGACAGTTAATTGGCTTTGTTCCCAACATGGTCCAAATTT 
TTATACAGGGCAGCTGTATTTACTGTAGTACAAAGGAGATTCTACACCGAATGATGTCTCTAAGTATTTTCAATAATTAAGAACCTAATTGCTT 
CTCTAGCCAGTGGGTTTCAGTGAAAGTGATAAAATAGATTTTCTAAGCAAGAAAAATACATAATGAGGGTGGTTGTATACCTTTAAGAAAAAAG 
AAATCAGTGATATTCAATCCCAAGTAAATTTGGA'TATCACAGAGTCAGAGATATTCTTAATTATTTTAAATTAAATTTGAGTCAAAAACAATGT 
GTTTAAAGACTTTAAAATCATTTTAAAAGAATGTTAGAAATTTACATTAATAATTTCTATTTTCAATGAATAAATGAGAAACCTAGAATTTTTG 

TCTCAGTGTATCTTTGTTTGCGTGTCTTTTTTTCTCTCTCCACTTATGTAATTGAAGCATTTCTGACATATCCTCAGAACACACAGATTCTTAT 
CAGGACTTAACTACCCAGGGCAGGGCCCTCCTTGGATTTACTGAAAATAAACACTTTGGGTACTCAGTCTCAGTTTTAATGACAAAAGTTGAAA 
TCTTTGCCTAACATGAAGGTTTTTCTTTGTCTCTAAATTTTGATTTTCCATGCTATCAGAGGTCCCATTGCAACAGGTAATTTGAGTGTTGATT 
GTATGTTTTCTCAGTTTGTAATTGTGGTGAAATGTATTTAAAATGTTCACAATTTTAAAGTTAAGTTTACCTATAAGGTTCTTTCCAACTCAGA 

ATTTTAGAGCTGGAAAATGAGTGAGACATTATCTAGTGATTCTGCAAATGAAGAATTAAAAGGCCCAAAGAGGTTAGGTGACTCACGCAGTATC 

ATAGCAGTACCTGGTGACTAGAACTCTGGCCACCTACTGCAGCACTAAAAATTAACCCAAATGTTTTTATCTGAAAATTTGCAGACrTCAGGCT 

AGGCCTGTAAATAAATAAATAAGAAGTTAAAACATATTTGAGAAAGGTAAGCTTAATATGCCACATTTGGGAAAAGATGTGCCTGACACAAATG 

TATTTGGTGTAAT AG AG AACATT CTTC C ATTAT AC CG AAATGAAAATTTTG AAC ATT CTC AAAATT CTTG AATTTTGAGAC ATTT ATGTT AAGC 

ACAGTTTATTCAGACTCTCTATAAACTGTGCTGTCATCCCTGTTGTTTTCTCCAAGCGGAATCATACTTAAATTACAACTTTAGGGAGTTTAAT 

GTTTCCTATTTTTGCACTCCTGGGATATTTTTCAGTGACTCAGAAGCATAAACTGACACTGTGAAGTTAAGGCTGTGTTCCAGTGGGAATGACA 

GCATGTCTCTAGGACGCTGATGGAGAAAGCCCTCCTCATGCAGCTGTCTTGCGGAGTCTCCCTGCTGGTGGTGAATGTGAGATCACACAGGGCC 

AGCAGCCAGGGCAGTACATCTCTGAGTCTCGCTTCTGGTTTTACCTAGAGCCAACCCTTGGTGATTGTTTGCCTCCTTGGCCAAGCCCCCACAC 

AATAGGAAAACTGTGTCTCAAGGTCGAATTCTATTAATACCTGAGAGGTGAATTTATAAACATTTAAGATGTTTTAGCATCTCTGCAGCCAGTG 

TCTCTGTAAATGAAAATTGCTTCTCGAAGTAGAAAAGCATAAGGGAGTACAAGGGCTTCAAAAAAAAATCCTTTTAGGAATAAGAATATTGCCA 

GGGTTAGGTGTTCCTAACTGGTTTCAAGCAGAGGAGTTAGTAAAATTCCAAAAGTTAATCAGCTTCATGTACTCAACTTTTGCTAGGACTTTGC 

AGAAACTCCTCAGGGATCCCTCAGAGTTAGATTAGGGAGATGAACCCTGCCAAAGGACAGTAACCATTCAACAGCTGGATAGCCTGTTGGGCCC 

CACTGTCCTCAGCCTTTCCTAATGTTGCCTGGGAACACCACTTTTCTGCTCCCTCCTTTTTCAGTGTAGCCTGGAGACAATTATTTATTTATTC 

ACTAGCTCTTTTAACAAATATTGATTAAGTAGGTACTGGTTCTGTTCTAGGGGTTGGAAAAACAGAGAAAATTAAATAGTGCCTTTGTCCTCAG 

GAAACAATCCATTTAATAGAGAGACGAAGATATGCCCTTAAATACCTGAATCACCAGCATAACCAGCACCTGCGGCTGCCATGTGGGAATTGTT 

GAACAAGATAATTTTTGAATGAAAGAGTAAATGACCTAATTGCTCTAATGTAAAGATAAATTTCTAAGAGTCGGCTAGTTGGGATGATTATAGA 

AGGATTCAAGGGAGAGATGTATGAAAGCATAGATCTAACGAGAGAAAACAGCACAGCAGAAAAAGCAGCAAAGGCTCAAAAGTAGAAATCTCTG 

AGATCGAATGGAGAATAGTAAATAATTTGCTGGAATGAAGAGCACGTGGAAGGCAAGGGTGGTAAGAAGGCTGGAGATAGTAGATAAGGCCAAA 

TCATGCAAGGATTTAAACTGTATGTTTTTAGAAAATGGGTAAGCTATAGAAATTTTATATAGGAATGAGAAATTATCAGCAGCATTGTGCTTTA 

GGACTACAAATCTGGTAGCAATCTGCTAACTGATATTGGAAGGGAAAGGCCCAGAGACACTAGTTGGAAGAATTGCAGTGATTCTTCATGAGCT 

AAACTAAGAGTTCAAGCTAAGATAGATAAACTAAGGAATGAGAATGGAAGAAAGGGACAAACTGAGATTTTTGGGGTGGTACTCAGCTGAAGTT 

TGGCAACTGGTTAAACATAAAAGACAAGAGACAGAGAGGAATCCAAGATGAAAAGACGATTTTGCTGCACTTTTTTAGAAGGCAGCATTTGTAT 

TTCCATTTCCAGGAGGTGGAGTAGCTTTGAGAAGAAAGGTGATTAGTTCAGTTTTGGGCACATTGAGCTGTAACGGTATTATGGACAGGAAGAT 

ACCCTACAAACAGCTGGAAATTTTGCACATGCTTAAAAAGAAGATGAGAACATGAGATTTCAATTTAGCCATCATCTGCATGGAGTAGACAATT 

C AATCCAGGAG ACTTG AT AAGAATGT C AAGGG AGTG AT CACG ATAAAGGTG AGAAATGG ACTG AGCATCGAT CTCTGCTGAAAC ATCTCTTTGA 

GCAGGAAGAAGAGTGCCTTAGCAAAAGCAGCCAGTGAAATGGGGAGTTGGGGGAGACTTTCAAGGAGGGAATGGTAACATATCCCATTCCCAAA 

GAGGTCAAGTAGGGTTGAGGAATAATAAATGGCTAGTGGGTTTGGAAACATGGAATCTGTCATGACCTTTACACACTTTTTCATTTGATGGATC 

GGGGGATTACTTACATTTGCAAAGGGCCTCAGATTAAGTGGTAATGGTTCAGCATTAGTAATTAGAGATTTTCTTATGTACTTTGTAGGGAGAA 

ATAG AATGG CATT C AAAC AGGTTTAAGTTC CTCTT AAG AACCTTTCTCATTGGATTGTAGAG AAGAGCAAATGAAAG AATCGTT CAGTATTT CT 

TGGTATCATGCCCAGCCCATAGGTTTCAATTAATGTTAACCTTTACAGTTGTCATCATCATTATCCAGAAGGGGCTTTTTTTTAGAATAAGGAA 

GAAAAGCAGTGCTCATCTGTAGACAAGGGAAAAAATCCTTTGGAAGAGAGAAAGAGAAGGGTAATTCAAGAAGATCAGGAATAAACATTAAGGG 

TAAAAACAGAATGGTTAGCCCTGGAAAAGGGAACAAACATGTTTCTCTGAATTAGGAGAGGATATGTGAAGTAACAGGGATGTTTTGAGCCTCA 

GTAACAGTAAGGAGAAGAGAGAGTGAAGGAACTTGCACGCAGTGACTTCTACCTTCTCATTAAAGTCAAGAGAGAATCTCAACTGCAGATATCT 

GCTTAAGGTAGGAAGAGAGAAATAAGAATTGCTGTCATTTATTTTGTGGTTTTGATATAGCAAAAACTGTACTAGACACTTTACCTCCTTTAAT 

CCTCAGAAAACTTAGAGATTATATATTTGTATTCACATTCTACAAATGAGAAAGCAAGTAAAAAAGTTAAGTAACTCTCCCAGAGTCCCCCAGA 

TGGTCATGGGAGCCCAGATTCAGAGCCAGCTATGTCTTACTCCAAAGCCTGTGCTCTTTATTGAAACATACTCCACTAGTTTGAGATCTTGGAG 

GTGTACCCCTGCACTACTATCAGGACTACCCCTGATAAAGTCCTGTGGGGTAGTTGTTCCTATCCATCACCACAGTGAATATCAAAGAAGGGCC 

CTCTCATTTGAGGAATAACAGACAGTGAAATTGAGATGGACCAGAAATGCAAATCCTGGATCCCTGAGGGAAACAACAAAATGAAGCATAGAGG 
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AAATATCTGAGTCTGGTGCCAAGACTCATCAGTACAAGAGAGAATGCCTAATGGGCAATAGCAGTTAGGGTGGGAAAAGAGAAGTACAAGGGGG 
TGTCTTGGAATTTGAGGGAAGAACTGCTGCCTTAGTTTTCGAAGGATGATTATTCGAGAGTTGCGCTCCCTTCACTTTCTCACAGCTGGCAGAA 
TTCCTACCTCTTAGTGGTTAGATTCCTTTTTACCAGATACTGTAGGGCCAGTGCAGCAACCAGAGCCCCCAGCCAGAAACCCTGCCTCCAATTT 
AGACCAGTGTTCTGCTCTGGTGTGTAATAATCATATTCTAATTTAAATAGCCTATTGAGATGCTACATTGATATCTAGCCTTTTTTTTTTTTTT 
TTTTACTTTTAAGTTTTATGTGCAGGATGTGCAGGTTTGTTACATAGGTAGACGTGTCATGGGGGTTTGTTGTACTGATTATTTCATCACTCAG 
GTATTAAGCCTAATATCTGTTAGTTCTTTTTCCTGGTCCTGTCTGTCCTCCCACCCTCCACCCTTTGATAGGCCCCAGTGTGTGTTGTTTCCCT 
CTATGTGGCAATGTGTTCTCATCATTTAGCTCCCACTTATAAGTGAGAATATGCAGTATCTGTAATAATGGGTTTTCTGTTCTCGTGTTAGTTT 
GCTAAGGATAATGACCTCCAGCTCCATCCATGTCCCTGCAAAGGACATGATCTTGTTCTTTTTCATTTCTGCATAGTATTCAATTGGCCATTTT 
TT AAAAGACAAAAT AAC AAAAAAAAG AGT AC AGTTATCTCC ACTCCTCACC C ACTAC CTG C C ACCTAAC C C AAC C CTTTAT ATTTT AGTAATTG 
CCTTCCATAAATAACATTTTATCCTGTCTTAATTATGCATTCATTAGTGTATTAATTATTGAATGCCCACAATATGACAAGCATTATTTCAAGC 
ACTGAGGATACAGCAGAGAATAAATCAATATCCTCACTGTTTTTATTCCATTTTTTTAAGAGACAGGGTCTCACCCTGTTGCCCAGGCTGGAGT 
GCAGTGGTGCGATCATAGCCCAATGCCACCTTGAACTTCTGGGCTCAAAGGACACTCCTACCTCAGTCTCCCAAGTAGCCGGAACTACAGGTGC 
ACACTAC C ACAC CC AG CTTC C C C ACTCTG AGC CTCCATC CTAATGG AG AAG AGAGGC AGTAAT CAAAATACATG AAATGTGT AGTTATT AGATG 
GTTATTAATGTATAGAGAAAAATTAAGCAGAGAAAGGAGCAAGGGATTAGGGGGTCAAAGTTTTGGTAGGGGTAGAGTGGTCAGTGAAGGCCAC 
CTTGAGAGATGGCAATTATGTAAAGCCTGAAAGCAGGTAAGAAATATACAGGTATACAGATGTCCCTGGAAAGAGTGTTCTAGGCAGAAGAAAT 
AGAAAGTGC AAAAG CTAAG ATTGCTCAC CTGG C AAGTTCAAG AACAGTG AGAAACTG ATGTGG CTG C ATAGGAGTAAGAAGAAAAAGG ACGG AG 
AGGACATGAGATGGTCAGATAGCCTAGGGCCTTGTAAGCCATTATAACGATTTTGTCTTTTAATATAGAGAAATATTAAAGGTTTTTGTTTTAA 
CTTTTTAAC ATAG AAAAATGT AAT C AT ATACAAACAC AG AAT AGT ATAATG AGC CC CCTTG CACTAAT G ACT CAGCTTT AACAGCTTTC ACTTT 

gggaggattttgagtgaaggagtgataagacatggcatggcatgacatggcttgaacaggatcactcaggaaaataagccatggggagacagga 
caagcagaggaaacacaggagcaaaagcttaggagacagatgatggtggctggaaaccaagggagtagcagtgaaggtggtgagaagtgatcag 
atagaggatatttttttgaagatttgaattaatattatatatattatactttaaagaagaatttgaaaatgcatgtagtgtagtaaagatggta 
agaaatacagaaaagaggccaggcacagtggctcatgccagtaatcctagcactttaggaggcttaggtgggaagctcccttgaggccatgagt 
tcaaggccagcccgggcaacatagtgagactctgtctatatggaaaaaaaaattaaccaggtgtggtggcatgcacctgtagtcctagctacct 
aggaggctgaggcaggaagattgcctgagccaggaggttgagtcttcagtgagccatgatcataccactgtactccagcctgaatggcagagca 
agaccctgtccctttaaaaaaaaaaaaaaagaaagaaagaaaaagaaatataagaaatggcactagaatatcagtattatatacattattttct 
gtttaaaaatccacacaactggcaaaaaaaagtgacatacatgaacatttataagacagtgcatttataaattacaaactctctgctcctccca 
tattattttgcagtgatgaatgattaggccatccaaacgtaaagatttatttgtaatttgctaatgatggaatgacaccttttgaggtacaagt 
tcccagcaattcttggaattagcaatagtgtgttacttctttctcgaaagaagcatgatttgtaagcagctatatctgatgtagtaaaactgaa 
agttaaaataaaaaaggaaaccgtgggtcaaagtatgagggaaaagataaaactttcagagcaaagttaTacatagagattttattcatcgtct 

CTGTGTAACTCACGAGAACTTCTTAGCTTATTTATTATGTCAAATGGCAGTTTGCTCTTCTAATCCCAGCCTGATATCATGAGCCATATATGCT 
GTTGGTC^TTCAAAAAGGGCACTAAACAAGGTGAAAGAATGTCAGTGAATCAATGCAACTCCATGAGTACTACCAGGAAAAGAAAAACAAAAAA 
ACATGCCATTAATAGTGGGTCAAAGAGGATTTTTTTCATGCCATCCCCTACCTTACTGAGAATACCACATTTATATTCAGAAGACTCATAATGA 
ATTCCAGAGTCCTCTGTGTCTTGGCTGTATGACTTTGGGTTATGTCACTTTGTTAATCTGTTTGAACTTCTGTTTTCTTATCTACAAAATAGGG 
GTAATAGAGTCAACTCTGCCTCCCTCACAGGGACTTTCGGAGGCCCAAGGGTCTTTACAAATAATAGAGAAGGAAAGAAACTGGCACTTTAATA 
GTACCTACCATGTACCAGGGACTGCGTAGTCCCCACGGCAGCCCTCTGAAGTCATGTGATTGGCCCATTGTGTAGATGTAGAGCTTAAGACTCA 
GAGAGGTTATTTAATCTGTGTAAGGCCACAGAGCTAGGAGGGGGAAAAGCTGGGATTGGATCACTGACTAGATCAACTTGAAATCTCCTGCCTG 
ACAGAGAAAGAAGAGACTAACTTTACTAAGCATCTTTTTATGCCAGAAACTGTGTTGGACATAATTGTGTACTATCTTATTTGGTAAAGGTCAT 
TCTGTCCTTCCTGGTTGCCCTGGTTGCTCAACAAGTAATAAACAATAAAGCCTGACTGTTTTTCATCCCTGAGAGAAGAAATATTATTAAAATA 

AATGCATGGTTTCATGTCTGTGGCATGACTCTGTGAAGGAGCCTTGCAAGGGGACAGATACACCTCTACCACTTCTTATAGCCATTCCTGAGAC 
CTCTCTTCTCACAACACATACCAGCAAAGCCAAACAAACAAGGTGTTTAGGAATAACTGTCATCTATCAACACTCTCTAGGCAAAGTAGAACTA 
TGAAACACTGAGGAGACTGCACACACACAGAAGAAAAAATGATCATGTCACATGGTAGCACAGAGCAATGGGAAATGTGAATAGTTTGTTGAGG 
TGGACAGACCCAAGCTCAAGGATTGCCTGATCGCTCCATTTATAGGAACCATGGCAACCTACCTTATCTTACTGAGCCTCAGTTCCTCCAGCTG 
TGAAATGGGGTACAACCTCTGACCCCACAGGGCTGTTGTGGGGATTATCTGAGTTAGCATGTTCCATAAAACACAGTAAGTTAGAAAGTATAGC 
TGTATAGGCTCTGGGAGTTTAACAAGCAAGAGAAATTTGACAGTAATCATTTAGTTACTGAACCCTGTCTTCATATTGCGCTAGGTTGCATATG 
GTTTTCCTGCCTGTCCCTTCCAATCACATTTCAGAAAAAAGGAGGCAGTAGTGGAGCCTTGTGGGCTAAAGTGGTGAGGAGGGTGTCATGGAAG 
ATTCAGGTTCAGGTCTTCCTCTTGAAGAATGGGTGCTTCTCAATAGGGAAGTGGAGGAACAACCTGGGAGTTGTCAGCTTGAAGAAAATCCTGA 
GACGTGATAATGGGTAGGTCCAAGGAGGTCCTGAGTAGGACTCTGAGCACAGAGCCTTTCTTTGCATGTGCTGTTTTTCCTGCCAGCAAGACCC 
TCTAAACCCTTTGGCCTCACCCACCCCCTTGCCTGGTTATACTCCTAGCCTTCTTTCAGATCTCCACCCTCAGTACTCCCTCAGGAAGCTTTCC 
CTGACCTCCTGACCCAGTCAAGTGCTTCTTATATATCTCCTTTGTAAGCTCTTCTCAGTTACACTTTTACATTTATTTGTGAGATTATTTGATT 
AGTGTCAGTCCCACTCTTTAATTCTCCACAAGAACAGAGATTGTGTCTGTTCTGCATTCACCATGCATCGCTTCATCCCCTAGTTTACTGCAGT 
GTGTGGAACATAGGACGGGCTTTAAATACTCGCTGAATAAATAGAGAAATGTTGGTTATTAGTGAGGTATTACCTAGGTGGGAGAGAGGATTTA 
TATTTGGGATTGCTAATCCCATTAAGTGCCAAGCACTGCATTAAGTCATTTAATCCTAAAAAAAAGTCCTATGAAATCAAGTGTATTATTCCTT 
TTAACTTTAAAGACAGAGAAACTGAAATCCAGAGATGTTAACCATCTTTCCCCGTTGACACAGCTAAGTGGTAACAGTCGGTCTTGAGCCGGGC 
AGCCTGGCTTCAGACTTCCTAGACTTTACCACATTGTTCTGCTGCTTAGTGCAGTAGAGGACAAAGTGAGGTGCACACGTGAAGTCAGGACAGA 
TTTCCGTTTGAAAATTGTGTATTTTCCCCTCCTCTTCTTCATTACCATTGTCATCATCATCATCATCAATCACTTCACAAGCAAAGCTAAGCAG 
AAAAGAACTACTTCATGTATCACCTCTTACATTCATGTTAACTCTACATTCTGCCAAAGTGATTTGGCTGAATTTACCCAAAGAGCAAAGTGGA 
C ATT T C AAAT C C TG AT T C C T AG AAAAT TAT AG AC T A CAT C CT GTAAC C AG CTT TG AAG AAC C AG C ATGT A C T T T A C C C C AAC G T G AC AAAAT TG 
TTTTAAATAAAAAG AGGTAATTTG ACTAAGATTGGTATG ATCTGAG ACC CATGGTTT CTAC AT CTT ATTCAAAAAGCAGAT CC AG CATGTGGTC 
ATCAGTAGGTATTGAGTCATAAAGCTCCTGGAAGAAAATCTTAAGTTTCATCAAGAATGCCAAGAAGTCCTGGGTGTCTCCAAGAATGATAGCT 
GTTACTATAATAAC ATAATTACT ACTGG AAAATT AG C AAAG CC CAAT AAAAT ATGG CATGCAAAAAAAT ATTTACC CTGGAAAT AG AAGTGACC 
TAAATCAGTCGTTTATTCCAGCCACCTGCTTTTAGATAGTACTTAAAAAAAAAACTTTCAGGATGGTCATATTGTTTAAAGTTCTCTAGGTGGA 
AGAGTACTTTACAGTAATAAATTAATAAATAAGACAAGTTAATGCTTTTAAACTACTATTATTTGTTGAGCATTGTTGTAAAGGCTTTACATGC 
ATTAATGTATTTAGTCCTCACAACAACCCTTTGAGATACTATTATCATCATCTCCCTTTTACAGATGGGGAAACTGAGCAGTGCCCAAAGTCAC 
ACAACCAGGAAATGGGGAACTATCTTCAAGCCCAGCTGGTTTGCGCCTAAAGTCCATGCTCTTACAGTGTCCCTGGGTAGCTGAGTACTCAGTT 

AGGGGCAGTGTCTTGATCTTGGCTCACTGCAACCTCCIACCTCCTGGGTTCAAGTGATTCTCCT 

CACACCACCATGCCCGGCTAATATTTTGTATTTTTAGTAAAGACAGGGCTTCACCATGTTGGCCAGGCTGGTCTCAAACTCCTGACCTCAGGTG 
ATCTACCCGTCTCGGCCTCCCAAAGTGCTGGGATTACAGGCATGAGCCACCACGCCCGGCCCGAAAGCTTAACTCTTAATAAGAGCCTGCAATG 
TTCAGACGCTTTGAAAAAAACCTAACAGACACAGTTGCTCTCTATAAACTTAATTTTCAAAGGAACCACTATTCAAAGAAGTAAAAGGGAGACT 
GAATAAAAAGAACTAAGTTCTCCGTAGAGCAAATGAATTTCTGAATCGATTGCAAACAGTTCTCCGTCATCATGACATCCTATGAAGTATGGTC 
TCCCCCATGTTAGAGTGCCAGTGTCTTCATGTACCATATAACTTGCAAATAGTATCACTGTCTTCTCACACTTCAGCTTTCTTCTTTCATCAGT 
ATTTTGGAAAGTCCACAAAACCCAGGGGGCTCCCTGTCTGTTGCCCTGTGGTCTCTGTGAAAACCAGATGATGCGATGCTGACTTGGACTCTTT 
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CAAATGGATCCAACAGCACATGAGTCACTGGCAGCATGTTCAGCTCCTTTACCTCAGGAATTACCCAGTTCCTCATTCTTGCCACCCTTCAGCC 
GTGAAGTAGTAATATGAAAAATACATGAGTACTTTTTG AGGATAC CTCGGAG CT CTTTCCTTCAGTAC C AG AGACTAATTGCCTC ATAATGGT A 
ACATTGAAGAGCCCAGTTATCTGACGTGATTGGGCTTTAATTATGGATTCCTTCTGGTGTCCTATTAAATTGGAAAGCCTAGCTGATTTCACCC 
AAATGAAGCATTACCTCATGCCTTGCTCTCTTGCATTCCTGTGCTGGTGTCACTTAAAAGTGTAATTACATGGTTTATTTCGTGTTCTTTCACT 
CTTGATTT ATTGCTG AAGAAGCCCCTGTGGG ATATATC AT CATAAC AAAG ACTG ATTTC AGATGTCAAC ACCAAGAAAC ACAACTGG CAT CAGC 
AATCTATAGAGAGTATCTAGGGAC!AGCAGTCAGCTTTGGAGAAAACCCAGAACTTCTCATTCCCCATCCC!ACATTTAAGGGCAAAGACTTTCTC 
CTTGTTAAAGGGAAAGCACTGAGTTCATAATTAGCTTTATACCCAGAGTTTTTTTTTTTTAAATGTTATACCTGTTTAAGAAATTTTTTGTGCT 
TTGAGGTGGTCAAGATCAAATTTAATTAGCAACCCTCTTCGTGATTGGCTTGCTCTGGGGACCCTGCTCTTTGAGAAGGAGGTTAGAAGGTTTA 
GAAGCAAACCTTTGCAGCAGTTCTAGCCAAGTGCATGCATACAGGCCTTGAGGTGGAGCTGCACAGTTGACTGTAGGGGAGTCTGTCCTTTGTT 
GACGAGTGAAACTTCTCTCCCTGCAAACCCTCTGGGGAATAATGCCAACTCTGATCAGCTTTTCGACTCTTGGATGAAATATTGGGTTGGGAAA 
AAGTCCCTACTAAGAAAATTGTACCAAAACCCTGCTTCAATAAAATATGAATCCATTTAATGAAGTTTATAGTAGAAGTAGGCTAGTCGAAAAG 
GATTCTGTCTCTTTCCAAGTATTATTGGCAGGTTTAGGGTCTTCCTCAAGTTTATATCATTAGGACTTCCATCAAAGAGTTATCTTTAGGTGTG 
ATTCCCATCCTCCCTCCCTCTCTCCCTCCCTCCCTCCGTCCCATCGTTCCTTCCTCCCTTTCCTCCTTCCTTTTCTACCTTTCTTTTTCTCTCT 
GTCTCTCTTTCTTTCAAGCTGTGGGCTGCTTGTACAGATTTATGCATTTTGAATTACTGCATAGTTGAGAGATTTGGGGCTTAGGTTATTCAGT 
TCTTCAAAAAGTACAGTATGAGCTAAGGAGATAGGGTGACCAACTAATCTAGGTTTTGGCTCCAAAAACCCTGTGTCCCAGAAAACCCCTCAGT 
CCTAGGCAAACCAGGATAGTAGTTCATCTTGTGAGGAGATTATAGTGCATTTCCAAGTATTTAGCTGAATTTATCACAGGGCTCTGACTTGATA 
GGATTTAAGAGGGTTAAAATAAGGTCTTTTCTGTTATGTTAGTGTGACTTTAGTCTTGGCACTTTCTCAAGGAAGGAATCCAGTCTACTACAGG 
GGCTAGGTGACTAAGGAGAAGAAAGAGGATATCTAAGTGTTTTTTGCTAAAAATGTCATTATCTCCATGCTATTTCCTTTTTATTGCTATTGTC 
ATCATTTTAAAGACATACCAATAAGAAATAAATTACTTTAAATAGAAAACTCTAATTTTATCAAGCAACAGCAAACAGGGGTGAAATCTAAGGA 
TTTGTACTTAAGGAGTACACTTTTTTGAATTGAAGAAACTTACTATGACCTGAGCATATGTAACTCAATTATCAGAAGTCAGAGAGGGCTACTG 
AAGGCTCAGGTTTTCTAAGAGATGACTGGAGGCCAAGTCCTCAGGCTTGAGTGTTTATAGCCAAACTTCAGAACCAGGTCCCTGGCAAGATTCT 
CCTGTCTAATCACATGGCACAGAGTTAGGATGGACTGTTTCTGCTTACCTGCCTTCTTCCTTTGATTTCCATCAACCACCAGTTTCTTTCTCAT 
CAATCATTTACCCAGCTTTTGTGACCAAGAATTTTGATGAGGATGCAGAGGAAGGCATGTTCTTGGTTAATAGGAAAGGAGGCTTCATGACAAC 
ACAGCATCCTCTAAGATGTGTTGCTCCAACTTTCACAATACATATTGTGTTTTAAGTGGCCTGCTTCTTGGAGTGTATCTTCCCACTACACAAA 
AC AAC CACC ATTAACATTTTCATTTACTT CCAC CCTGTCATTTGTT C ATC ACAT ACTTTT AAAAACAGGG CTGTAATC ATGT ATATACATAT AT 
GAATAACTTTATATTGTACTTTTTATACTTACTGGCTTATCATAAACATGTTTCCATGTTGCTGGAGAGTCAGATATGCTAACTTTTGGAATGT 
GCTTCTTATATAGATCTGCAACTATGTGGGACCAGCAAAGGTTATTGTTCAGTTGGTCACAAATGGAAAAAATATCCACCTGCATGCCCACAGC 
CTGGTGGGAAAACACTGTGAGGATGGGATCTGCACTGTAACTGCTGGACCCAAGGACATGGTGGTCGGGTAAGTAGGGGTATATGATGCTGTGG 
AAGGTAGGAACAGATAGAATATGGGATGCAGGAACTTAGAATGAACAGGCCCCTTTCATTAGGGACCTTTCTGAGACCCTCAGATGACGTCAAA 
AAACTGTGTAAACTTGTGCTTTCATTTGGACTCCAGGAAGTAAGGTGACCACATGTCTGGATTTGCTTGAGACAGCCCAGTTTGCCCCTGACCT 
AATTGTTTATAGCACCCTCTTCTACTCTTAAAGGTGGCCCAATTTGGATGATCACTTATATGTGGTCACTTGACCTACAAGGTATTTGTGCCAC 
TATTAATTTTTTTTCTCCTAGAAATAAAAATAAGGACAAATTTAAAGAAACATAACTATAGCAGAAATCATCACTTTATGTATATTTTTACATT 
CTTGATGATTT CTTCAGTGG ATTTATGGTGTG AATATGTAGGGCTTTAAGTGAATGC ATAAATAT CATTT CAGCTCTCTG CTG CTTAGAAAGTA 
'ATGCACAGATAAGAAGCCAAGGAATGCAAATTTATTTTGGCATTCATTAGGCTTGAAATGTAAATAAAAAATGACGTATTCATTTAAGGGTTGA 
TCAAATAAAACAAGCAATTTTTAATGAATGAAGTTTTATAGAAGTAATTTCAATCCAAAAGAATTAAGCTTTTAAATAAGACATATTTATTGTG 
CTAAAAAACTTGTATTTTCATCTTCCTAATACACTAAAATGGCACACAGAATAATAGTGTAGCACACAATACAAACTGATATGTGCAATCAATA 
ATTCTAAAAATTGTTGTTTTAAGTCTTTCTTTGGAAGTCCTTAAATGCAAAAGAAGAAATTTTTAATTTTGTTTAATTTTTAAAAACATTTTTC 
AGGGTTTTCTAATCCTGGTTTAAATAGTTTATGCTGAAATCCCAGTTAATCTGGCTTATTCACTCAAAAGAAAGGAATTGTTTAAATCAACTAT 
AATTAAGCTGATGGTTGCATTTCAGGCTTTGAATTCCGATCAAGTTTCAAATTGGTTATTATTTTGGAGGTTGTGCTTTCATGTTCCTAGGTAT 
TTCTTTGTTTGACTGTGAAAATATTTAAGTGTGAAAAACCTAGAGAGAGAGCTTTCTTTTAAGTCACTAAAATCGGATTCTTTTGATGTTAGAA 
AAAAAAAAGACTCTAGATTGAAGGAAGAAGCTTAAATTGATTTGAAAAATTAAAGTGTGCTTTATATGAACTTGTTTCAACATCCTCTTGAAAG 
ACTGGCGTGTCTCCTGTTGTATGTCACAGTTTGTTCATCATGTGTTGTGGAATACCCTTCCAGTTCCTGATTGACCTAGGAGAGCTTTGAAATG 
CAGGCTAATTATCACAGTTTTAGACTGATTGATCACTTAGTGTTTCTGCAGATTTATTCCAGTAGGGTTCTGTCAGTTTGAAGTGTTTATTTTC 
TTTGGTCTTGTTTAATCCCTATTATAATCATATCCTTTAGAGGAAATTTTAGATGAAGTTTTCTACTAGTATTTATTATTATAAAACCTCCAGT 
ATGGTGTCTATAATTTGGTGTTTCTGTGGTTTGCTTTAGTAATCTTTCAGGATTTTAGAAAGAACTAATGGTTATTTAAATTTGAGACCTTAAA 
GCGGGAATAGAAGTAAATTGTTTCTAAGGAAAGTGAGGGATTCTTTCACTCTTGTAGTGCAGTGGGGTGTGGGCTCAGTAGTTGGGAGAACTCA 
TCAGTCATTCACTCATTCAACAAACATTTTGAGCATCTCAGCTCCTGAATTTGATCATTATGATGTCTGGTTGTAGAGCAGTGAGATTTTCTAA 
CCCTATATAATTTCAGTGAGAAATTTAATCAAGATGCCACTTGAGAGTTACAATAGACTCAGTAGTCTTAACGTTTTTAGTGTTTCCTATGAAA 
AGTCAGTACTCACTTTCTAATTTGATTTTTAGCTGAGAAATTTTTGCTTACAATGTTTCCCAAAATACACTATTTCTTTCATAATTCATTTGTT 
TCTATCTCTCTCTATATATACATTTTTAAGATTTTCAATGTCAAAACTTATTGCATTTATGTAGAAAGAACATCGTGCTAGCATTCTGGAAACC 
AGTATTTTATTCCCAGTACTGTTGCTCTCAACAGAGGACTGGGGGCAAGTTACATGACTTCTTGGGGACCTTAATGTCTTCCCTCATAAAATGA 
GAGAGTTTCACTACAGAATCTTATCTTCAGGCTGTTTACATCTCCAGAATTCTGGACTGAACTAACATTACGTAATATTATGAAATAACATGAG 
CAAACTTGCCACACACATATTTATGGTATGACATTGATTATTAGTATTTAGTTCTGACTTGTAGATAAGAGTATCACATAGAGAAACTTAGGAA 
GATAGCCAAAATTATGTCTTAGACTTGTCAATACTAGAAATGAAGCTAAGATAACTTGTTTTCAATAATACAGATTAGGCAAAGAGTATAGATT 
CACAAGCAAGACACTAATCCAACATACCAAAAAAGATATCCAAAAAATGGCAATGAGAAGAC^U^TAACTTTTAAATTGTCAAAACCAAAAGAA 
TTACTTTCTTTGGAGTGTTTATCTTCATCTTTCCCTCAGTATGAATTCTTAATAAACTTAGTTTCTACTTTCAAAAGGATTTTATCTATGTTAT 
AAATATTCATGTTTTAAATAGCCAAGTCTTGATTCTGGTTTGATTGCTGTAATGTAGGGGATTTGTCATTTTAATATTTTTTAAGTTAGCTTTA 

TAAACCCTGAATATCAACAATTTGTTTCAACATATTTTAGTTCGTTGACATTTTTATTCCATGGAAAATATCTGTGTTCCTTGACTTTGCTTTA 
GGCCAGTTCACTTACCAGTAATCACCACACTCTCTCTGCTTTCTGGCAGTTTAGAGACATGGAATTTTTTTCCAATTAATACATATAGCATATA 
CCAACTGGTAAGCACTAGGAGTAGATATATAAATATCAAAATACAGAGGAGAAACAAGGCCTTCTTCAGTGTCTGTTGTTCCCCTTTTTGTCCA 
TGAGTTCTCATCATTTAGCTCCCACTTACAAGTGAGAACATGCAGTATTTGTTTTTCTGTTCCTGCATTAGTTTGCTAAGGACAGTGGCCTCTA 
GCTCCATCCATGTTCCTGCAAAACATATGATCTTATTCTTTTTTATGGCTGCATAGTATTCCATGGTATATATGTACCACATTTTCTTTATTTA 
TTTATGTTATTGATAGGGAATTTAGGTTGATTCCATGTCTTTGCTATTGTGGATACTGCCGCAGTGAACATTAACATGCATGTGTCTTTATGGT 
AGAATGATTTATATTCCTTTGGTTGTGTACCCAACAGTGGGATTGCTGGGTCAAATGGTAGTTCTATTTTTAGCTCTTTGAAAAATCACCACAC 
TG CTAC AAAATCAATGTG C AAAAATC ACAAG CATTCCTAT ACACCAATAACAG AC AAAC AGAG AGC CAAATCATG AGTG AACTCCCATTCAC AA 
TTGCTTCAAAGAGAATAAAATACCTAGGAATCCAACTTACAGGGGATGTGAAGGACCTCTTCAAGGAGAACTACAAACCCCTGCTTAATGAAAT 
AAAAGAGGACACAAACTAATGGAAGAACIATTCCATGCTCATGGATAGGAAGAATCAATATCGTGAAAATGGCCATACTGCCCAAGGTAATTTAT 
AGATTCAATGCCATCCCCATCAAGCTACCAATGACTTTCTTCACAGAATTGGAAAAAACTACTTTCAAGTTCATATGGAACCAAAAAAGAGCCT 
GCATTGCCAAGACAATCCTAAGCCAAAAGAACAAAGCTGGAGGCGTCACACTACCTGACTTCAAACTATACTACAAGGCTACAGTAACCAAAAC 
AGC ATGGTACTGGTAC C AAAACAG AGATATAG ACCAATGG AAC AG AAC AG AGC CCTC AG AAAT AATAC CGTACATCTACAACTATCTG AT CTTT 
GACAAACCTGACAAAAACAAGAAATGGGGAAAGGATTCCTATTTAATAAATGGTGCTGGGAAAACTGGCTAGCCATATGTAGAAAGCTGAAACT 
GGATCCCTTCCTTACACCTTATACAAAAATTAATTCAAGATGGATTAAAGACTTAAATGTTATATCTAAAACCATAAAAACCCTAGAAGAAGAC 
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CTAGGCAATACCATTCAGCACATGGGC^TGGGCAAAGACTTCATGACTAAAACACCAAAAGCA^^ 

ATCTAATTAAACTAAAGAGCTTCTCCGCAGCAAAAGAAACTACCATCAGAGTGAACAGGCAACCTACAGAATGGGAGAAAATTTTTACAATGTA 
TCCATCTGACAAAGGGCTAATATCCAGAATCTATAAAGAACTTAAATAAATTTACAAGAAAAAATCAA^ 

GATATGAACAG ACACTTCTCAAAAGAAGACATTTATGCAG C CAAAAGACACATGAAAAAATGCTCT CATTATC ACTGGC C ATC AGAGAAATGCC 
AATCAAAACCACAATGAGATACCATCTCACACCAGTTAGAATGGCAATCATTAAAAAGTCGAAACAACAGGTGCTGGAGAGGTTGTGGAGAAAT 
AGGAACACTTTTACACTGTTGGTGGGACTGTAAACTAGTTCAGCCATTGTGGAAGACAGTGTGGCGATTCCTCAAGGATCTAGAACTAGAAATG 
C CATTTGACC CAG C CATCCCATT ACTGGGTATATACC CAAAGGTTTATAAATC ATGCTGCTATAAAGACACATGC ACACTTATGT TTATTGCAG 
CATTATTCACAATAGCAAAGACTTGGAACCAACCCAAATGTCCATCAGTGATAAACTGGATTAAGAAAATGTGGCATATATACATCATGGAATA 
CTATGCAGCCATAAGAAAGGATGAGCTCATGTCCTTTGTAGGGACGTGGGTGAAGCTGGAAACCATCATTCTGAGCAAACTATCGCAAGGACAG 
AAAACCAAACACTGCATGTTCTCACTCATAGGTGGAAATTGAACAATGAGAACACTTGGACACAGGGTGGGGAATATCACACCCCTGGGCCTGT 
GGTGGGGTGGGGGGAGGGArAGCATTAGGAGATATACCTAATGTAAATGCTGAGTTACTGGGTGCAGCACACCAACATGGCACGTGTATACATA 
TGTAAGAAACCTGCACATTGTGCACATGTACCCTAGAACTTAAAGTATAATAAAAAATAAGCAAGTTTACAAGGGCAAAAATAAAACAAAAAAG 
AAAAAGGACCACAGTGCTTCCACAGTGGCTGAACTAATTTGCACXCCCACCAGCAGTATATAAGTGTACCCTCTTCTCCACAGCCGTGCCAGCA 
TCTGTTATCTTTTGACTTTTTAATAAAAGCCATTCTGACAGGTGTGAGATCATATCTGATTGTGTTTTAATTTGCGTTTCTCTAGTGAGCTTTT 
TCCATATGTTTGTTGGTGGCATGTGTGTCTTCTCTTGAAAAGTATCTAAAACAGTCACTTATCTTTTAAAGAAACTTTTTAAATCAGAAAAAAG 
GTGTTTATATTTAACCACGTATTTATCATTTGC^GTGCTGTTCATTCTGTTTCTTAGGTCAAAATTTCTATCTGGTATCATTTTCTTCTGCCTC 
AGGCACTTCCTTTTATTATACTGCTGATGTGATGCTGATTAATTCTTTCAGTAGGTGTATGTTTTCATAGCTTTTTATTTTATCTTTGTTTTTC 
AAAGATATTTTGAAGAGTATAGAATTTTAGGTAGACAGGCCGGGCGCAGTGGCTCACGCCTGAAATCCCAGCACTTTGGAAGGTCGAGGCGGGC 
AGGTCACCTG AGGTCAGGAGTTC AAGAC C AACCTGACCAACATGG AG AAACCCCGT CTCTACTAAAAATACAAAATTAGC CAGGC ATGGTGGTG 
CATGCCTGTAATCCCAGCTACTCGAGAGGCCGAGGCAGGAGAATCACTTGAACCTGGGAGGCAGAGGTTGCGGTGAGCCGAGATCGCACAATTG 
CACTCCGGCCTGCGCAACAAGAAAGAAACTCCGTCTCAAAAAAAAAGAATTATAGGTTGACAGTATTATTCTTTCACATCCTTAAACTATGTTG 
TTCCACTGTCTTCTGATTTGCCTTGTTTCCAAGAAGTCACCTGTCAATCTAATCTTTGTTCCTCTGTATATAATTTTTTTTTCTCTCTAGCAGC 
TTTTCAGATTTTCTCTTCCTCACTCGTTTTAAGCAATTTGATTATATGGATATTAGCATAGTTTCCTTCATGTTGCTTGTGCTTGGGG'TTCATC 
GAGATCCTTAGATCTCTGGGTTTATATATTTAGTACGTTTTAAAACTTTTTGGCCATTATTTTTTCAAATATATTTTCTGTCCACTCCTCTTCA 

CTTTCATTTTGGAAAGTTTTATTACTGTGTCTGCACGTTCACCAATATTTTTGTCTGTAGTGTCTAATATGTTCTTAATTCCATCTAGTGTATT 
TTTTCCTCTTAGACATTGTAATTTGCAATTTCTATAGATTTGTTTGGGGTCTTTTTTTTTCATATCTGCCATGTTACTCCTTAACATACCAATG 
CTTTCTTCTTTTTCTGATCATATGGAATATATAATAGCTATTCAATGTACTTGTGTACAAATTCTGTCTTGTGGATCTATTTTTGTTTAGTTTT 
TGTCCTAATTATGAATTATATTTTTCTATTTCTTTCCATGCCTGTTAGTTTTTTATTGGATGACAGGTATTTTGAATTTTGTATCGTTAAGTCT 
TGGATTCerTTTTTTTTTTTTTTTTTTTGATGTGCTTTrAAATACGTTTGAGGATTGGGATGAAGTTAAATTTGGGAACAGTTTGATTTTTTTG 
ATTCTTTCTAAACTTACTTTTAAGCTTTATCAGAGAGACCAGAGAAACCTTTACTCTAGGGTTAATTTGACATCATTGCTAAGGCAGTACCTTT 
CTGAATTTTCAAGCTGATGCTGCATGTATTACAAGATTTCTTGAACTATTGCAGCCCCATATGTGTTACAATAATTTTTCTGCCTCCACCTCTG 
TGGTGGTTCTTTTCCCAGCTTTGACATATTTCCTCACACACAGCACTCAGCTGAAGACTCCAGTGATCTCTGAGTGTATCTCTGTTTGCGGTTT 
CTTCCTTTCCGGTACTCTGCTTGTGAGTTTTAGCCTCCTTGGCTTCGTCCAATATTTAACTGTGTCTCCTCAACCTCAGAGATTGCCAGGCTCT 
GTTGGGGTTCCTCCTTCCTGTGCTGCAGCCXGGGACTCTTTAGGCATTAAGCCAGAGTAATTACAGGGTTCACCTTATTTATTTCCCTTTTCTT 
AAAGATTACTGTTCTGTGCTGCCTGTTTTCTAGTGTCTAAAAACCATTTCTTCATGTATTTTAGATATTTAAGGTTCAAACCAGTCTGTTTTAC 
TCTATCGTTACCTGAAGCAGAAGACTGACTTCTGTACTGTTTCATTTGTTAACCAGAGTAAATCCTTCATTATTCACATAATAAATTAATAAGG 
ATGATGTTTTTCTCACAGGGACTAGATTAGGCAATATACATGAAAAGCATATTATTGAGAGTAAAGTGTAAGATGCTACACAGATGTTTATCAT 
TGCTATTACAAAGGAGATAACCCCGTTTTCCTGCAGTTAGGGAAGTTCTATATGGGAGTAAGGCTGAAAGGGCCAAAAGATATAGGTATTGTTT 
CTGAAAAACTGC CT ATGCTTCTATGC ATAT AAGT ATGT C ATGTTGC ATATTTTT CTGTGCTGT ATTAATTC ATGC ATT CCTTT AT C AACAGATA 
CTTATTAAACACTCATATGTCAGGCATTGTTCTAGGGACTAGAGATCTCTGCCTTCAAGGAGCTTATTTTCTAGTGGTATATTTTCTGTTCTGT 
GTCTTAGCTATCCACTTTTTTCATCTGCCTGGACACGTGACTTATTCTGTCTCTGGGCCTCTGGTATGAGTGCTCATTTCATTCTGCCTTATAA 
CTCCTATTTTCTTCCCTACTTTATCTGACCTTCCTACCTTAGCTTGTTCATTCTTTCCTTCAATCCAGTTGTCATGAAATCTCTTTCTTTCCTC 



TTGCTCATTTCACTCCAGCTACATTGACCTCCTTGCCTTTGTTGTGTTTTGAAAACACCGGCGTGGTCCTACCGCAGGAATTTTGTACTTACTG 
TTCCTTTTGCCACATTCATCATTCATATGTTCATGTCTTCCCCATCGCTTCCTTCAAGTTTTTGCTCAGTTGTCATCTTTTTACTGAGTGTCCT 
TCCTGACCTCTCCCTACTTTAAAATGTTATGCTTTTTTCTACTACCTCTCCTGTTCCTCATTCCTACCTTATTTTTCTGGATAACACTTATTGC 



GACAAAAGCATCTAGGACATTTCCTGGCACTGATAAGGATCTGCATAAATATTTGTTGAGTGAATGAATCTCCTTGGTAAAGTCCTTTTTTGTT 
TGCCTGTTATATTTATTGAATAGACTTCTTTGTTTCATGTACTTTAATTTCAAAAGTGAATGGCTGGAACATTTTATATATTTTCTTATAAATC 
ATTTTCATTGCTTTTTAAGCTTATCACATATTTTGTTTTATAAATATGTAGCCTTCGTGAGATAAAAGATTCTCCATCCCTGTTTACGTGTATA 
CTTAGATGACAACTCTAATGGTCATAAATAATTCCAACCTTATAGATAACTCAGGAGAAGATGAGATTATAAGTAGACTTTAAATCCCATTCAG 
AAACCCAAGGACAATTCAAAAGGAAAATAATCATTCCAAATATAATATTCTTCTTATTCTTAAGAAGTTGTTAGTATTTTGAATTTTGAATTTT 
TAATACAGCTCCCATAGAAAATACTTTAAAATGAAC CCGGTAAGACTTC CTC ATT AAGACATATAG AC AC AT ATGCTCCC ACTC CCGTAAT CAA 
ATTTGGAAGTCAAATAAGCTCTGAAAACCAAAACATTCTTCCAAGTTTATTGCAGACTCATTTGGTAGTAAAAACCAATCTGACCTGATGTGTA 
GCTGTTTATAGTCTTTATTTTTCCATTTGGTGAGTCCAATTATATATTTCGCTGAGGAAATACTAACATGTTTGACTACATTGTGTGCCCCAGA 
CCTGCTTAGAGTATTATGTAATATGCAGTATAGGCCATATATTGCCTTTTTAACATCAAAAATACCCTAAATTCTGAAATGCATGTAGCCCCAA 
GAGATTTGTATAAAGCATTGAGGGCCTGTGTATTTTTTTTTAATTTACAAGTGAAGCCAGATTCCCTAGACATTAAGTGCCTAACTTTTGGTTG 



CGAATGACAGAGGCGTGTATAAGGGGCTATAATCCTGGACTCTTGGTGCACCCTGACCTTGCCTATTTGCAAGCAGAAGGTGGAGGGGACCGGC 
AGCTGGGAGGTAAGCATCATTTTCCTGGCCTTGATCCTCCAAGGGGTCCAGGCTTTGGTTTTCATCTGTATGAATTATATGTTCATCTGCATCC 
CTTCCAGTCTCTACCCCACACTGCTGTC^CCTTTTCCTTGCTCAGAAACCTTTGATGGCATCCTGCTACTTCTAGGATAAAAACTATAGCTCCA 
TAGCCTGTCATACAAAGCCCTGCTTCTCTGGCCCCAGCAACTTTCAGCCTCATCTCCAGCCCACCTTGCATCCTCCTCTCGCCATCTCTGCTCT 
CTGAATAACTGAGGCATATTTATACCTTTGTATGTGTCTTCCTTTACCAAAAACACCCCACCGTTTCCATTTCACCCTCTCGAAAACCAATGCA 
GAAATCAAGACTTTGTCTAAAGAACACCTCTGTTTTACCTTCCCCAACTCACCTTATTATAAGGCATTTTTCTTTCTTTGGGCTCTGCAGACAC 



CACATGCCCCATTTGTACTTTTGTATTTTGTCCTTTACTCTGGCCGTCCAGTCGTCATCTGATACTCATGTGATTCAAAACCGATTATCAGTTT 
TCCACTAAATATACTCCATCTTCTGATACCCAGACTCAAAACCTTCCCATCCTCACTGACTCCCCCTCCTCGCCTGTGCTGCGAGGCTGTGGTC 
CAGCCATTCCGTGCTCTCTGGCATTCCACACTACATTCCATTTTCATTGTTCCACTTATAGTAGTCTTCTCCCTGGTCTCTGTCCCTCCCCACT 
TCTAATCAAGTTTACATCTTGTAGCCAGATAGATATTACTGAAGTTC^GTATCTTGTTGCTGCTCCGTGTCTCCGTTTTGCCTACAAAATCCAA 
ATTCTGTAAGTTGGCTTTTTGGATCTCCCAAGAGCTGGCCTCAGGCTGCATTTCCAATCTATTTCCCGTTTTGCCCCTTCAGGTCAAAGTCTAC 
TACTTGGTAGGAGCACCATGATTTCTCACTTTCCTGCCTTGGCACATTCTTTCTATTTTTGCTCTCTCCTCTTCCTGGAATGCCTTTATCCACT 
CTCTTATATGAATGTGTTCAAATTCTGCCACCTTTTCAATATTCAGAGCAAATACCTCTTCTGCTCCAAAGCCCTCTGAACTCTCTCCTTCTTT 
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GAAATCCCACATCACTTCATTTGTAGCTCTCTTGTAGTACTTGTCTCTTGAATCACTACCTTTTATGATATTATAGCTTAATTATGACTATATC 
CATCAGCGTGAAAACTCCAGCAGGAGGGAAGGAAACAGATGTCCCTGAGTCATTCAGTTCCTTCAGAAGTTGTTTTTGAGTACCTACTATGTGC 
CAGGCTGTCTGCTTGGCACTGTGGAATGAGCTCACTCCCTGTGCCCAAGCAGGTCTTGGAATAATTTGCACACTTCTCAATACAGCTGGTGCCT 
AGTAGGGTTATTCAATTCCATT-CCATCACATCCTGTGTGCCTTTAACTCTTACTGTAGAGAGGAAAGGGAAAGGTGGGGGAAGGACAGGAGAGG 
AGGGAGGCGATGTGATACACGGAAGAGAGTTTTTACTGTAATCCGGAGAAAATGCAGGTCTTCTTTGATGCCTTTCATATTGGATGACATAAAT 
GAGACTGTTTTTAACACTTTATTAGCAATATGAAGAGTTTCAAAAGAGGAAAAATGGGTTTTTATTGTAAGTTTACATTATTTGGGCTTTATAA 
AAGCATGGTCTTTTAAATGTTCACACTTCCCTGGGCATGAATGGACTGTGCTGTATGGCCCTAGATCGGGAAAAAGAGCTAATCCGCCAAGCAG 
CTCTGCAGCAGACCAAGGAGATGGACCTCAGCGTGGTGCGGCTCATGTTTACAGCTTTTCTTCCGGATAGCACTGGCAGCTTCACAAGGCGCCT 
GGAACCCGTGGTATCAGACGCCATCTATGACAGTAGTGAGTACTTCACTTCCAACAGGGGGCACACCAAGAATAGACTTCCAGCCCTGCCCTGC 
CATTTACTTGCTAGCTGAGTCCTGGGGAAGGTAACTTAATCACTTTAAGCCTCAGCTTTATCATCTGTAAAATGTGAATAGGAAAATCTAGCTT 
GAAAGGTTGATGTCCAGGTTAAATGAGGTATTTTAAGAGGGGCTCAATACATGTAATTCTTTTTCCTTTGATGTACATTTTTTAGTCTTTTACA 
TGAAATGTCACATCTCATCTTATTTATGAATGTCTTGCTATAAAGATATATGGTTGATACTTTTAGAAGGGAGAATAATCCCAATTTTCTTTGG 
TGGTGGGGGGACTCTGGAAAGGAGTTTATAAAAGACAACTATTATTCTTACCCATTTTCTTTCCCATATGTTACTAGCTTTATCAAGAGAGAAA 
CTTGAAGTTAAATGAATGAGTAGCATAGACAGCATGTGACTTCAAAATCCTATTTCAAGCCGGGTTTGGCGTCATGGCCTGTAGTCTCACCTAC 
TTGGG AGGCTG AGGTGGG AGG AT ATGGAGTTTC AG CC C AGCATGAGC AAC AT AATGAGAC CCTAT CTC AAAAAAAAAAAAT ATAT ATAT AT ATA 
TGTATATATATATTAATTTATAGTTCCTAGGACTTTTTAAGAGTTTTACAGTAACCTTCAGCATTTAGCATGCAACTTTCTTGTTTGATTATGC 
ATAGG ATTG ATT AG AC AGGT ATTTT C AAAAAGC CTGCAAGCATAGTACTCAGACTCATTGAAAGTTT ATAG AATTTGG C CTGTGTGG AAAACTC 
TGTGCTCCAAGTACAACAACTAACTGAATTCTCTAATTTAAACAAGTTTGAAGGGAAGTGAAAGGTTATAAAATGATACAGACTCATACCGCAG 
AATCACCTTAAAATGCAGCTGTTGGAGAAAAAAAAAAAGGAAGCTTTATGCTATTACCAO^GAAAGTTTTGCCTCTTCACCACACAGAATCCT 
AATTTAGTTTGGGAAAAAGAAACATAACATCCCCATTTTCCTTACCTGTAAAATAAAAGGTAGTAAGTAGTTTAAGAAAACTGTACTTTTCCTA 
AAGTTTTTAGGACTCTTGTAAATAGAATAATAGCAGAATCATGGAAACAAATTTGGAATTGAAGTCTTGACCTCATTGAAAGCCCAGAAATCAA 

TACCTCATTTGTTTTGGTGATCATAAATGACCCATGCCCAAGAAGTGTTCCGAGAATTTCAGAAGCCATTCTTGTTTTATTTACTTTGTTAGTG 
AAAGCATGTATTTAAGCTTTGTTTTGGTCATGTGTGCTAAGGGGAGGGTCCTACCTAAAGGACTGGCTTGTTGAGCTGAGGATTAATCATGTTA 
TTTGTTGTTTTTCCCCTGTGAACAGAAGCCCCCAATGCATCCAACTTGAAAATTGTAAGAATGGACAGGACAGCTGGATGTGTGACTGGAGGGG 
AGGAAATTTATCTTCTTTGTGACAAAGTTCAGAAAGGTAAATACATTCTGTGATCTCTGATCTCAAGAGGTGTGATCTTGACACACTACAGTTC 
TGAGTGTGTCTGTGAGTCACATTTCAGCAGTGGACAAGAAACATCCCTCTGCTGCCACAGAAAGTCTTAAAAAGCATTTACGTTTTACCTCTTC 
CAAATGTAAATTGTCTGTGTTATTTTTTCCTAAGTCAACTAAATCACTTTTAGATTTCCCATGGAAGTAAAAAGAAATAAGAAAACCGTGATAA 
TTATAATCAGTGACTTTCAGTATCTTTATACATTAAAATTAATATCTGTACTTTGTTAAACAAAAATAAATAATAGCCCATTCTTGACACACAT 
ACAAACACACACACAGAATAATGTTTTACATAGTATTAAATTGTTTTTATTTCTTTTGCAATGCTTTGATATAACACTGAGAGAACTTCTCTGA 
ACACTTCCACAGATGTGATGTTTAAGAAAAGGAAAGAAAACAGGGAATACAGGGAAATTCTCAGAGCACATTTCTCTCACAATTTTCCCTTTGA 
GGAAAGGTTCTTGGCGTTTATCTTTCATTAGATATATTACAACATTGATAGATTAGTAAAAGCTGAGGAAAATGTGTTATTTTCTCAAACTGCA 
TTCTTTTTTTAAATAAAATGATAGTTGGAAAGTGTAGTATAATATCTATTTACTACAGGGTGAGCATTTTCAAAGTAAGCAGATACCTAACTGA 
AAATATAAATAAGTAAAATAAATCAATAAAAGACATGTGGCTTTTAAAAAAATTATCATATGAGATTAAATTCTCTGAGGTATATAGTCAGAAA 
AAAATGGGATCAGATTTTAAAGTAAACACATATATACTTTATCCAAAAAAATTTACAGGCCAGGCATGGTAACTCATGCCTGTAATCCCAGCAC 
TTTGGGAGGCTGAGGTGGGAGGATTGCTTGAACCCAGGAGTTTGAGGCTGTAGTGAGCTATTATCATGCTGCTGTACTCCAGCCTAGATGACAG 
AGCGAGACCCTGTCTCAAAAAAAAGAAGTTTACACTTTCTCTGCCTACACTAGTGTCAGCCTTCTTCCAATCCACTCTGTCCAAGTAATACTCA 
TTTCCAGATTCCTGGGTGTACATACTGTGAGTAAACACAATCTGAGTACCTTTATTTGTAAATGAGATCCTTAGTCATTATCATTACATTGGAA 
TGGCTTAGTAAGAAATGTCTTGTACTTGGCTTAAAGAATCTCAATAACTAGGTCCAGTGTAGTCCTACCTGAAGGCAAAGGAGATTGTAAGATG 
TTTTATCCATTCCTAGTATTTCTAAAATTCTACTTACATAGAGATAAAAACTTTGAACAAAGTCAATAGTGTGGCCCTTTCTATGAAACGGAAA 
GTGAAGCCAGGAAGATGCCAACCTAAGTTACATTGTCACATTTCTGTAGAAGTGAATAGAGTATTTATAAACATGCTGAACATGGAGTATTTAT 
AAACACACTCCATGACTAGAGTGTGCAATTTAAGCATTGCATTTTAATTAGAAGGGACCTGATTATTATAGTATTTTGACCAATTACTCAATAT 
GAACTAAGAGACTATTATAGTGAGACAGTTTAATAGTGTGTTAAGAGCCTGGACTCTGAAATTATACTGTCTATGTTAAAATCCTGGTTCCTCC 
AAGTACTAGCTGTTCAGCCTTGGATAAGTACTTAACCTCTTTGGACCCCAGTTTCTCTTTTGCAAAGTGAGGATAATAATAGTACCCATCTACA 
TC ACAAGGTTGTGGTG AGGATGAAATCAGTTAATATGTGTATATATGAAGC ACTTAGAAT AGC AT CTG C CATACATT AATAGT AAAACTTATAT 
AAGTTAATTATTTTTATGTACATCTATATATTGAATTGCACTGCCTCGTTGGATTCTAATATTCTTCCACCATCGTTCGTGTTTCTCAGGATTG 
GCTTAAGGATGGAGAAGCAGTAAGGTCAAAGATTAAAAGAAAATTCAAGTTAACTAGGTAAATCTAGTATTCTGTCATTGTGAATGAAAGTTGG 

AGATAGTAGGTAGAATATTAAACCAGTTTTATTTTTCAGCATGTTTATAAATACTATTTACACTATGTGAAATTACACACTTCAATGTGATTGT 
TTG C AG ATG ACAT CCAGATTCG ATTTTATG AAGAGGAAGAAAATGGTGGAGT CTGGG AAGGATTTGG AG ATTTTTC CC C CAC AG ATGTTC ATAG 
ACAAGTAAGTGATTTATTATTATTATTAATCCTTATTATTTTTAGAGATGGGATCTCACTCTGACACCCAGGCTGCAGTGCAGTGGTACAATCA 
CAGCTCACTGTATCCCCCAACTGTTGGGCTTGAGGGATCCTCCTGTCTCAACCTACCAAATATCTGGGACTACAGGCATGCTACCATGCCCAGC 
TAGTTTCTTCAGTTTTATTTTTTTTGTAGAGATGATGTCTTGCCATCTTGCTCAGGCTCGTCTTGAACTCCTGGACTTAAGCGATTATCCCACA 
TTGGCCTCCCAAAATGCTGGGATTATAGGCATGATCCATATTACTATCATCATTTTATACTTTCTGCCTTATTGAAATTTAGTACTTAGCTTCC 
ATCTATAAAAAAGAAAAATCATAAATATTTAACTTCCATAAAACAGTACTATTTTTAAGACTCATGCAGGTCATCCAAAAAAGTTACCTACTGT 
AGAGTTATGGGCAAGGTTCTGTTAGATCGTTTGCTCTGAGATGTTGGCAAGATATTTAATTGCTGCCTAATCCCCTAACCCATAAGACAGTGCC 
CCACAGGTCCTTTAATGAAAATGTTTTTAAGTGTTCTACCAAAGTAATTATGATGAGACCTATTTTATGATAGCACCTAATTATGATAACACCT 
TAAAAGGGTGTTCTAGGAGTCATCTTCTAATTGAAGCTGATGTCATCCTGTTAAATGAAGATTTCCCAATGGCAACTGATTAAATGATCAGTTT 
AATCATTTAATAACATGATAATGCTGAGCCCCCACCTTAATTATTATTCTCCTATTTACAAGTAATTGAAGAGTATTCTCCTATTTACAAGTAA 
TTATCTGGATTGGAAACAATCCAGATATTCATCAGTAAGTGGCCAGTTAAATTATGGTCTGTCCTTTTGATGAAATATCATGTAGTTATTCAAA 
AGAATGAGTACTCTGCGAACTAATATAGAAAGATCTCAGTTATACAGTGTTAAAATATTTTAAAAGATGGGTGTAGAACAAAGTGTGTGTAGAA 
ATGATTCTATGTT C ATG C ATAAAGAAATT CTGG AAGGAT ACCTAAGAAATTAATAAC AGTATTT AC CACTGGCTGGTACACTGT AGGAACTGC A 
TGGATGGGGAACAAGAATGTCAAAGAGAATACCACTGTATGCTTTTTTATATTTTATAAGATCTTTATCCCTGTGAATATATTACATAGTCAAA 
AAATC AAACTG AAAAATG CTTAAATCC CTAAC ATAC CAC CAAGAACTAATGTGTTATG ATG CCAATGTAAGC AATGTTTAGTTTCTT CTCTTC A 
TCACTGGCCTGTAGCCATCTCTCTCTTTCCATACCCAGTCTTTCTGATGTTGCTCTAAATAATCTTGGAGGCTTTTAAGGCTGCTTTGGAAGAG 
AAGAAAGTATATGCAGTGAATTTTATAAGCATGATATTTACAACTAGAAGACATTTGAAATAGACAAATGAAATAATAAAGCTTCGTAGTACAT 
TAGCATAGCATTGTATTTTGATTTTACAGTAGCAATTTCATAAAAATGTATCGGTATAGAATTCTGAGTTTGGAACTTTCTCCAGGACACGGTG 
TTTTTTAGTACACTGTGTCTAAACATTGGGTATAAAGAAAAGCATAAGGAATGTGTTTAATGAGTAGCATTACTGCAAAAAAAAAAAAAATGTA 
GTCCTACACCAACATGTGGTTCTTCGTATCCTGCAGTTTGCCATTGTCTTCAAAACTCCAAAGTATAAAGATATTAATATTACAAAACCAGCCT 
CTGTGTTTGTCCAGCTTCGGAGGAAATCTGACTTGGAAACTAGTGAACCAAAACCTTTCCTCTACTATCCTGAAATCAAAGGTAAGTCAGTTGT 

CTGGAGTGCAATGGTGCAATCATAGCTCACTGCAACTTCGAACTCCTGGCCTCAAACAGTTCTCCTGCCCCAGCATCTCAAATAGCTGGGACTA 
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CTGGCCTTAAGCAGTCCTCCGGCCTTGGCCTCCCAAAGTGCTGGGATTACAGGCTTGAGCTGCCATGTCTTGCCATTGTGCTTGTTCTGAGAAG 
AGGACAAGCTAATTAGAAAAGATCAGTTAGTCACCTCCTTTGAACAGCTTTCTAGTAACAGGTCCCTGGATCCATGGTGCTTATTTTTAGAAGA 
GACAGTAGTATATTATTTTGAGGTCATGGAATTAGTCTAGCTTTTTAAAATAATGTTATTTCCACCAAGCTTATATGAGATTTAGACATTGAGA 
ATTTGTCTTTGAATTTGAGAATCTAACATTTATTGACTAACTCAGAGTTCAAGCAGCTGAGATGAAAAAATCAGGCTTGCTGTTTAGGAGAATC 
AGCCAGTTAGTCAACCAGCCTCAGGCGGTGGAACAGAAAACTTGGCCAACATGCACTGTGAAACTATGAAAATGAGTAAGGCATCATTCTTTCT 
CTCACAAAAGATGCTTTAAGAAAGGGCACTCATAGGTTTCTTAAATAGTTATAATGTAAATTATGATTTTAATAAGTACCGAAAGTGAAGCATC 
CATAAAAATATAAGAGAATGTTGAAGAGAGAGCCCTTGGTCCCTTTATTCTAAAGCAGCCTCCAAAAAGAAGGCTTCGTCAAGGAGATATCATT 
TGGCCCTCAGCATTTGGGGTATATTTCAGCAGTTGGGTGTTAAACAGAGAAGGAGAGGGTTCTCTAGGTTTAAGTTACTTGAGGAGCTTAAAGA 
GAGAGGTAAACACAGCGTTTATGCAGAGGGAAAAAAGTGTTCTGAGCGCTCGGATGGACATGAAGGCCAATGTGGGTAAGGAAGGCCAGGGCCA 
GGCTAAAGAGGGCTGTGAATGGCAGGTTAAGAATTTTGCATTAATTCTGGAGAGGGATAGCCGGGCCTGCCTAGGTTTGGAATGATGGCTCTGA 
CTTCTTTATGT C ACC ACTGAGGGT ACC ATTTAGG AGGCAGATGATG AGTC AG AAG AGTAATG CAAGAAT C CAAGTG AGAAAC AGTGC AGTT AGT 
AAAGGTCCTAGTGCCAGGAATGAAAGGAGATGGTGGACTTAAGAGAGAGTGCAGTGATACTGTGATACAGTGATAGTGTCAAGAGGGCCTAGAG 
GTCGGAGGTGTAGGAGAGACGGGGAGTCATAGATGGGTCTAAGACTCCCTGACCAGGAAGCTTGTGATGTGGTTGACTTGATGAAAGGAACAAG 
GGAGCAAAAGTAGATTTGGGTGGGAAAAGAAGGAGCTCAGAGTAAAACATGTTATATTTTAGGTCCCTGTGGGAAAATCAAGTGTAAGTTCTTA 
GTAGGCAGATCAAAAGGCAGAACTGGAACTCAAGAGAGGACAGGGTGAGAAATTTAGCATTAGAATCATCTCAAAACGAGATATAACAGGCACC 
AACTGAGTCATCATTCAAAGGTATTTCTTAACCTAGAGTCCACTGACCCCCAAAGAGTCTGTGGATAGAAATGTACTTTGATATCATCAGCTTC 
TTTTATAATCCTGTTTTGTATTTTACATACTGAAAACCATGATTCTGAGAAGAGATCCATAGAGTTCACCAGACTGCAGAAGGGGCTGTGGCAC 
AAACAAAATTAGAAACCCCTCAGTTGGAGGGAAGTGAGACTGGGAAGGGAGGTCAGTAAAATGATTGCCACGGGGCACCCAGATCCTTGCTGAG 
GTTGGAAACCGCAAAGGTGCAGCAGCAACAAGCCACATGGGTGGGTGTTGTCTCCTGTGAGAGCAAGATGTGATAGGTAATCTTTGAAGAGGGC 
TTTCCTTTCCTAGAATTCGTGCTGCCACAGGAGTGTTTAGAAAACGGTTCTACAAGTTCTTGTTTCTTTTCTGAGGTTGTGGCCTCTCCATTGT 
TTGGTCAGATTTGTAGTGCACTCTATATCCTGGTGGTTTGAAAACATTGTCAGCACAATAACTTTTCTTTCTTCACATGAGATTTCATACAAAA 
TGCGAGTGTATGGACATGGTAGGCTTTGATTAAAATAGGGGTGAAGGGCCCTGCCAGCTCGGCCTTCCGAGAGGCTGTCCCACCTCTCCTTACT 
TCCCTATCAGGAGCTGCTGGAGGTCTTTTGAATGCTTGTGGCTACACAAAATGATGTGAAAATC^CTGCTTTAATTTAAACACCCTTCTTTAAA 
AGTAGACACAGAAGAAAAATATGGATAATTTTTTTAGACTTTCTGAGGAAAAAAATAGATTTCTTCTCCAGAAATATGTCTTCAAATAATGCCA 
GTTTTTGCTAACACAGAGAATCATGAAGAAAGAAAACCCAGGTTACCTGTATGTGTATGAACCTAGAAACATTCAAAGCTCAGCTTGGTATCTA 

CATAGTAGGAACTATCCAATGCAGGGATTAGAGAATGGGGTCACCTGAAAGTTCAAAATTGCACCTGTATGCTTCATGCACCTACCTTCCAGGC 
TGTCATTGATGAAAAGCTTCATACAATACAAAGTTTAAGAAGTGTCTGGAGAAATACTTACCCATTGAGCTCTGAAGGAAAGAATGGACAACAT 
ATATATATATGAGGACAACAAATTACTTGATTCTATAGAAAGCTTCTGGATTATAAAAACTCAAGATAATAGGACCAAGGAGAAATAATCTGAC 
CAGGCAATATAACTGGTC AG AAAAGTAGTAGGCC ATTTAGCATTAGAGTAAGTAGATAGAAATGG AT C C AAACTGTAC AAG CC AGGG AAACATT 
GCATACATTTCTCAGAAGTCATTGAACACACTTTTCCTTACCCCCAGTCTCTGT 

HUMAN SEQUENCE - mRNA 

GGCCACCGGAGCGGCCCGGCGACGATCGCTGACAGCTTCCCCTGCCCTTCCCGTCGGTCGGGCCGCCAGCCGCCGCAGCCCTCGGCCTGCACGC 
AGCCACCGGCCCCGCTCCCGGAGCCCAGCGCCGCCGAGGCCGCAGCCGCCCGGCCAGTAAGGCGGCGCCGCCCGCGGCCACCGCGGGCCCTGGC 
GTTCCCTCCGCCGCGCTGCGCCATGGCGCGGCGCTGACTGGCCTGGCCCGGCCCCGCCGCGCTCCCGCTCGCCCGGACCCGCAGTCGGGCCCGC 
CCGGGCTCCGGCCTGCCGCCGCCTCTTCCTTCTCCAGCCGGCAGGCCCCGCCGCTTAGGAGGGAGAGCCCACCCGCGCCAGGAGGCCGAACGCG 
GACTCGCCACCCGGCTTCAGAATGGCAGAAGATGATGCATATTTGGGAAGGCCTGAACAAATGTTTCATTTGGATCCTTCTTTGACTCATACAA 
TATTTAATCC AG AAGTATTTCAAC C ACAG ATGGCACTGCC AAC AG ATGGCCC ATACCTTCAAATATTAGAG CAAC CTAAAC AG AGAGG ATTTCG 
TTTCCGTTATGTATGTGAAGGCCCATGCCATGGTGGACTACCTGGTGCCTCTAGTGAAAAGAACAAGAAGTCTTACCCTCAGGTCAAAATCTGC 
AACTATGTGGGACCAGCAAAGGTTATTGTTCAGTTGGTCACAAATGGAAAAAATATCCACCTGCATGCCCACAGCCTGGTGGGAAAACACTGTG 
AGGATGGGATCTGCACTGTAACTGCTGGACCCAAGGACATGGTGGTCGGCTTCGCAAACCTGGGTATACTTCATGTGACAAAGAAAAAAGTATT 
TGAAACACTGGAAGCACGAATGACAGAGGCGTGTATAAGGGGCTATAATCCTGGACTCTTGGTGCACCCTGACCTTGCCTATTTGCAAGCAGAA 
GGTGGAGGGGACCGGCAGCTGGGAGATCGGGAAAAAGAGCTAATCCGCCAAGCAGCTCTGCAGCAGACCAAGGAGATGGACCTCAGCGTGGTGC 
GGCTCATGTTTACAGCTTTTGTTCCGGATAGCACTGGCAGCTTCACAAGGCGCCTGGAACCCGTGGTATCAGACGCCATCTATGACAGTAAAGC 
CCCCAATGCATCCAACTTGAAAATTGTAAGAATGGACAGGACAGCTGGATGTGTGACTGGAGGGGAGGAAATTTATCTTCTTTGTGACAAAGTT 
CAGAAAGATGACATCCAGATTCGATTTTATGAAGAGGAAGAAAATGGTGGAGTCTGGGAAGGATTTGGAGATTTTTCCCCCACAGATGTTCATA 
GACAATTTGCCATTGTGTTCAAAACTCCAAAGTATAAAGATATTAATATTACAAAACCAGCGTCTGTGTTTGTCCAGCTTCGGAGGAAATCTGA 
CTTGGAAACTAGTGAACCAAAACCTTTCCTCTACTATCCTGAAATCAAAGATAAAGAAGAAGTGCAGAGGAAACGTCAGAAGCTCATGCCCAAT 
TTTTCGGATAGTTTCGGCGGTGGTAGTGGTGCCGGAGCTGGAGGCGGAGGCATGTTTGGTAGTGGCGGTGGAGGAGGGGGCACTGGAAGTACAG 
GTCCAGGGTATAGCTTCCCACACTATGGATTTCCTACTTATGGTGGGATTACTTTCCATCCTGGAACTACTAAATCTAATGCTGGGATGAAGCA 
TGGAACGATGGACACTGAATGTAAAAAGGACCCTGAAGGTTGTGACAAAAGTGATGACAAAAACACTGTAAACCTCTTTGGGAAAGTTATTGAA 
ACCACAGAGCAAGATCAGGAGCCCAGCGAGGCCACCGTTGGGAATGGTGAGGTCACTCTAACGTATGCAACAGGAACAAAAGAAGAGAGTGCTG 
GAGTTCAGGATAACCTCTTTCTAGAGAAGGCTATGCAGCTTGCAAAGAGGCATGCCAATGCCCTTTTCGACTACGCGGTGACAGGAGACGTGAA 
GATGCTGCTGGCCGTCCAGCGCCATCTCACTGCTGTGCAGGATGAGAATGGGGACAGTGTCTTACACTTAGCAATCATCCACCTTCATTCTCAA 
CTTGTGAGGGATCTACTAGAAGTCACATCTGGTTTGATTTCTGATGACATTATCAACATGAGAAATGATCTGTACCAGACGCCCTTGCACTTGG 
CAGTGATCACTAAGCAGGAAGATGTGGTGGAGGATTTGCTGAGGGCTGGGGCCGACCTGAGCCTTCTGGACCGCTTGGGTAACTCTGTTTTGCA 
CCTAGCTGCCAAAGAAGGACATGATAAAGTTCTCAGTATCTTACTCAAGCACAAAAAGGCAGCACTACTTCTTGACCACCCCAACGGGGACGGT 
CTGAATGCCATTCATCTAGCCATGATGAGCAATAGCCTGCCATGTTTGCTGCTGCTGGTGGCCGCTGGGGCTGACGTCAATGCTCAGGAGCAGA 
AGTGCGGGCGCAGAGCACTGCACCTGGCTGTGGAGCACGACAACATCTCATTGGCAGGCTGCCTGCTCCTGGAGGGTGATGCCCATGTGGACAG 
TACTACCTACGATGGAACCACACCCCTGCATATAGCAGCTGGGAGAGGGTCCACGAGGCTGGCAGCTCTTCTCAAAGCAGCAGGAGCAGATCCC 
CTGGTGGAGAACTTTGAGCCTCTCTATGACCTGGATGACTCTTGGGAAAATGCAGGAGAGGATGAAGGAGTTGTGCCTGGAACCACGCCTCTAG 
ATATGGCCACCAGCTGGCAGGTATTTGACATATTAAATGGGAAACCATATGAGCCAGAGTTTACATCTGATGATTTACTAGCACAAGGAGACAT 
GAAACAGCTGGCTGAAGATGTGAAGCTGCAGCTGTATAAGTTACTAGAAATTCCTGATCCAGACAAAAACTGGGCTACTGTGGCGCAGAAATTA 
GGTCTGGGGATACTTAATAATGCCTTCCGGCTGAGTCCTGCTCCTTCCAAAACACTTATGGACAACTATGAGGTCTCTGGGGGTACAGTCAGAG 
AGCTGGTGGAGGCCCTGAGACAAATGGGCTACACCGAAGCAATTGAAGTGATCCAGGCAGCCTCCAGCCCAGTGAAGACCACCTCTCAGGCCCA 
CTCGCTGCCTCTCTCGCCTGCCTCCACAAGGCAGCAAATAGACGAGCTCCGAGACAGTGACAGTGTCTGCGACACGGGCGTGGAGACATCCTTC 
CGCAAACTCAGCTTTACCGAGTCTCTGACCAGTGGTGCCTCACTGCTAACTCTCAACAAAATGCCCCATGATTATGGGCAGGAAGGACCTCTAG 
AAGGCAAAATTTAGCCTGCTGACAATTTCCCACACCGTGTAAACCAAAGCCCTAAAATTCCACTGCGTTGTCCACAAGACAGAAGCTGAAGTGC 
ATCCAAAGGTGCTCAGAGAGCCGGCCCGCCTGAATCATTCTCGATTTAACTCGAGACCTTTTCAACTTGGCTTCCTTTCTTGGTTCATAAATGA 
ATTTTAGTTTGGTTCACTTACAGATAGTATCTAGCAATCACAACACTGGCTGAGCGGATGCATCTGGGGATGAGGTTGCTTACTAAGCTTTGCC 
AGCTGCTGCTGGATCACAGCTGCTTTCTGTTGTCATTGCTGTTGTCCCTCTGC 
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HUMAN SEQUENCE - CODING 

ATGG CAGAAG ATGAT CC ATATTTGGG AAGGCCTG AACAAATGTTT C ATTTGG ATC CTTCTTTG ACTC ATAC AATATTTAAT CC AGAAGT ATTT C 
AAC C ACAG ATGGCACTGC CAAC AGATGGCCCATACCTTC AAATATTAG AG C AACCTAAAC AG AG AGGATTT CGTTTC CGTTATGTATGTGAAGG 
CCCATCCCATGGTGGACTACCTGGTGCCTCTAGTGAAAAGAACAAGAAGTCTTACCCTCAGGTCAAAATCTGCAACTATGTGGGACCAGCAAAG 
GTTATTGTTCAGTTGGTCACAAATGGAAAAAATATCCACCTGCATGCCCACAGCCTGGTGGGAAAACACTGTGAGGATGGGATCTGCACTGTAA 
CTGCTGGACCCAAGGACATGGTGGTCGGCTTCGCAAACCTGGGTATACTTCATGTGACAAAGAAAAAAGTATTTGAAACACTGGAAGCACGAAT 
GACAGAGGCGTGTATAAGGGGCTATAATCCTGGACTCTTGGTGCACCCTGACCTTGCCTATTTGCAAGCAGAAGGTGGAGGGGACCGGCAGCTG 
GGAGATCGGGAAAAAGAGCTAATCCGCCAAGCAGCTCTGCAGCAGACCAAGGAGATGGACCTCAGCGTGGTGCGGCTCATGTTTACAGCTTTTC 
TTCCGGATAGCACTGGCAGCTTCACAAGGCGCCTGGAACCCGTGGTATCAGACGCCATCTATGACAGTAAAGCCCCCAATGCATCCAACTTGAA 
AATTGTAAGAATGGACAGGACAGCTGGATGTGTGACTGGAGGGGAGGAAATTTATCTTCTTTGTGACAAAGTTCAGAAAGATGACATCCAGATT 
CGATTTTATGAAGAGGAAGAAAATGGTGGAGTCTGGGAAGGATTTGGAGATTTTTCCCCCACAGATGTTCATAGACAATTTGCCATTGTCTTCA 
AAACTCCAAAGTATAAAGATATTAATATTACAAAACCAGCCTCTGTGTTTGTCCAGCTTCGGAGGAAATCTGACTTGGAAACTAGTGAACCAAA 
ACCTTTCCTCTACTATCCTGAAATCAAAGATAAAGAAGAAGTGCAGAGGAAACGTCAGAAGCTCATGCCCAATTTTTCGGATAGTTTCGGCGGT 
GGTAGTGGTGCCGGAGCTGGAGGCGGAGGCATGTTTGGTAGTGGCGGTGGAGGAGGGGGCACTGGAAGTACAGGTCCAGGGTATAGCTTCCCAC 
ACTATGGATTTCCTACTTATGGTGGGATTACTTTCCATCCTGGAACTACTAAATCTAATGCTGGGATGAAGCATGGAACCATGGACACTGAATC 
TAAAAAGGACCCTGAAGGTTGTGACAAAAGTGATGACAAAAACACTGTAAACCTCTTTGGGAAAGTTATTGAAACCACAGAGCAAGATCAGGAG 
CCCAGCGAGGCCACCGTTGGGAATGGTGAGGTCACTCTAACGTATGCAACAGGAACAAAAGAAGAGAGTGCTGGAGTTCAGGATAACCTCTTTC 
TAGAGAAGGCTATGCAGCTTGCAAAGAGGCATGCCAATGCCCTTTTCGACTACGCGGTGACAGGAGACGTGAAGATGCTGCTGGCCGTCCAGCG 
CCATCTCACTGCTGTGCAGGATGAGAATGGGGACAGTGTCTTACACTTAGCAATCATCCACCTTCATTCTCAACTTGTGAGGGATCTACTAGAA 
GTCACATCTGGTTTGATTTCTGATG ACATT AT C AAC ATG AGAAATG ATCTGTAC C AG ACG CCCTTGC ACTTGGC AGTG AT CACTAAG CAGGAAG 
ATGTGGTGGAGGATTTGCTGAGGGCTGGGGCCGACCTGAGCCTTCTGGACCGCTTGGGTAACTCTGTTTTGCACCTAGCTGCCAAAGAAGGACA 
TGATAAAGTTCTCAGTATCTTACTCAAGCACAAAAAGGCAGCACTACTTCTTGACCACCCCAACGGGGACGGTCTGAATGCCATTCATCTAGCC 
ATGATGAGCAATAGCCTGCCATGTTTGCTGCTGCTGGTGGCCGCTGGGGCTGACGTCAATGCTCAGGAGCAGAAGTCCGGGCGCACAGCACTGC 
ACCTGGCTGTGGAGCACGACAACATCTCATTGGCAGGCTGCCTGCTCCTGGAGGGTGATGCCCATGTGGACAGTACTACCTACGATGGAACCAC 
ACCCCTGCATATAGCAGCTGGGAGAGGGTCCACCAGGCTGGCAGCTCTTCTCAAAGCAGCAGGAGCAGATCCCCTGGTGGAGAACTTTGAGCCT 
CTCTATGACCTGGATGACTCTTGGGAAAATGCAGGAGAGGATGAAGGAGTTGTGCCTGGAACCACGCCTCTAGATATGGCCACCAGCTGGCAGG 
TATTTGACATATTAAATGGGAAACCATATGAGCCAGAGTTTACATCTGATGATTTACTAGCACAAGGAGACATGAAACAGCTGGCTGAAGATGT 
GAAGCTGCAGCTGTATAAGTTACTAGAAATTCCTGATCCAGACAAAAACTGGGCTACTCTGGCGCAGAAATTAGGTCTGGGGATACTTAATAAT 
GCCTTCCGGCTGAGTCCTGCTCCTTCCAAAACACTTATGGACAACTATGAGGTCTCTGGGGGTACAGTCAGAGAGCTGGTGGAGGCCCTGAGAC 
AAATGGGCTACACCGAAGCAATTGAAGTGATCCAGGCAGCCTCCAGCCCAGTGAAGACCACCTCTCAGGCCCACTCGCTGCCTCTCTCGCCTGC 
CTCCACAAGGCAGCAAATAGACGAGCTCCGAGACAGTGACAGTGTCTGCGACACGGGCGTGGAGACATCCTTCCGCAAACTCAGCTTTACCGAG 
TCTCTGACCAGTGGTGCCTCACTGCTAACTCTCAACAAAATGCCCCATGATTATGGGCAGGAAGGACCTCTAGAAGGCAAAATTTAG 
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TABLE 21 



MOUSE NOMENCLATURE 
ICSGNM Pyn 
Celera mCG1380 

HUMAN NOMENCLATURE 
HGNC PYN 
Celera hCG34806 

MOUSE SEQUENCE - GENOMIC 

CCAACACGCAGTCCCAGTGGTTGGGAGACACAGGGCTCCCTGTCATTCTTCAGAGGAGACGCCTGCCTCACTTCAGACTTGCAATGCAGATGGC 
GGCTGGCAGATTCTGCTGTGGCTGTTTCCACAACCGTGCTTCCGAGCAAAGGGGCAAGCGATGGGGATGCCACGCCCACTGTCCCAAGCTTGCT 

CAAGGCGTGGCATGGAAGAGTGGAGGTCAGACAACTTGGGAGCCATCAGTTCTCCCCTCTAGCAGGAATCAAACTCAGACCTGTGGGCTTTGCA 
GT AGG C ATC CTTACTC ACTGAGCC ATCC C AC C CTCCGG C CAT CTGCTTCTGTGAGAGCTGGATCTT CGTGACTAGTG CTACTGAATT AAAGGAA 
GAGAAAGAACCCCCTGTTTTCTGAAAGGCTGGGGCTCATGCAGAATCATCTGTCCAGGAACCCCCATGCTGACTGGGGGGATCTGCGGAGTGAG 
GTTTTGTCCTGCCTGAGAAGGAACCTCCTGGGCTCTCATCCTCCTCCTACCTATAGAAAGGACATTGGCGATGCCTGTTCAGGCAGCCGCTTTG 
TTCTAGTGTGTTTGCTTGTGCCTATGCCAGGTGACACTGTGACTCCTGGCCCACCGCCAGTCCCGCTACAACTGTTACTAAAACAGAGGAGGCC 
AGAGAGCCAGGCTTTGCGACTGAGCCGCAGATGTGACACTGGCTTTCCTGCTTGTGCTAGTTTGCGACTAGAAGCCCGTGGTTCTACAGAGCAT 
GTG C AG AGTGGGGGAAAC AAGCCTG ACTGG ATATGGGCAGTGAGAAGTGATGT ATCCAGC AGACCTTAGTGTTT C AGAAGAGTG CTAAGTTGTA 
TAAAGTGGGGCTGCTCCCTCCTGTGCTCCACCGGGATTCAGGAAAACTAGCTCAAAAGTCAAAGCTAGCTGGGCAGTGGTGGTGCAAGCCTTTA 
ATC CC AAC ACTTGGG AGGCAGAGGTAGGTGGATTTCTGAGTTCGAAG CC AGC CTGGTGTAC AG AGTGAGTT C C AGGGCTAC AC AGAGAAACCCT 
GT CTCAAAAAAAAAAAAAAAAAAAAAAAGAAAAAGAAAAAAGAAAAGT CAAAGCTGTGTC AGCTGGAAAGGGTGAAAACAAC AAGCAT AAGG AC 
AAATCCCCCTGCCTCTACAACCAGCAGCATCCAGAGAGTGAGTGCTGGTTAGACCTCCCTTCCCTAGGGCTGGCCAGTACACAGCTCAGCCCAG 
TCCAAGCCCTCAGTTCCAGGAAGAGCCTGCTTAATTAAGGATTGTCATTCCTACATGGTTAGGGTCTCCAAGCATATAGGACTTAGAACTGAAG 
CATATTCATTGCCCCCACCTTGTCTGCCTGTAAGACTCTGGGGAGCCTTAGCTTACCTGGGACCCCCTGAGTGAACCACGTGAAGCCGGGATCG 
ATGCAAAAAGCAAGAGGAATTTATTGCTCCAGTGCACTGGGGCCATCCCAGACCCGAAGGAGTGGTGGCTACTCCCAATATCCCAGCGAGTTCT 
TATATGGTTTCCAGGGGCAGAATAGAGCATCAGCAACTAGGCACAATAAGATTGGTGGAATAGTGCACCCTTTAAACTGATTGGTCTTTAGGGA 
ATGAGGTGACAAAGACTT-TCCTTGTCTGAAGGTGGCAACAGTCAGTACTGTGGAATGTGTCCCCACCGGCAGGTCCGATCCTGCCATGTGGTCT 
GAGAAATGGTAATTAGCCTCTCCCTTCCGGAGGGTCAGGTGTTTCATGACCTTCCCAAAGTTCCTAAGCTGACCTTTTCATGCCCAGGTCTGGC 
GTGATCACCCATTGCGTCCTCAGGTTTGACATCAGTGCCTCTGCTTCCCTTGCCACAGTAAGGTTTCTGCAGCTCTCTCTGTGTGTTCTCACTG 
CCTGCTTGCTGCACAACCCCTCAGCACCCAGCAAGGAGTAGAAAGCACGCTCACTGCTCTTGACTGGTTAGCTATTGTGCCTTCCAGAAGTTGC 
CTCTTAATGTGCTCCCCTCCCATCTCCAGTTTTATGCTTTATTACTATGTGATTGTTTCAACTTACATACAAATTCAGTTGAGAACTGAAACAA 
GGGAACTTGAACTCATCAACATGGTGCATTCTCACAGTGCAGTCTCTGTCACGCGCCTGCGGTGATTCAGCCTGTCCCCCTAAAGCGCATCGCA 
GGCATCCATTTTGTAGCTGGAATGGCCCAGTGCTGCCTTGACACAGCGCACTGCTTCAGAGTACTCACCGTGTCTGTTTTCTCCTCTGCTTACC 
ATTCTGTCGTAGACATACCTTATAAATTCACCACCTCTCATTAAACACTTGCATGTTTTCTAATTTCCAAAGTGATGAACAGCATTTTATAAAA 
CCTCACTTAGCACATACTCACAGGCCCAAAGGCAAGCCTGTCTTAGGCCCCTTGTTGACATTACCAGTTTGGTTTACCAGAAGTCCCCACAGTA 
CTGTAGGAGCAAACTCATTTCAAGGGACCCTCTGTCACTGTTGGGTAGAGGATTCATCTGTGAATTTAGTTACTAATTAAATCACTTACTAATC 
TAAGTGTTTCCCTGATTACTTGTGGAAACTGGTGTTTCCCCTAAAGCTTCAGTGGTGTGGGGGGAGAGGAAGGTGCTACCAATAGTGTTCCCTC 
ATTTCCTGCCTAGTTGGTTTGTCTTATCTATATAAATCCATTTTTTAAAATATCTATCTACAAAATAAACTTGTACATAAATGTGGATAACAGA 
ATTATTCAAAGGAGGAAGTATCCAGGATATTCATGATTTCTAAATGGATGAGCACCTTATGATATAGTCATACAGTGACAGATATTTAGTGATT 
AATGTAATGATAACTTTAATACAATGCTATATTACTACACTGCAGATGAATCTTAAATGCGTTGTGCCCTGATGAAAAATAGAACGAAACCAAG 
GTTGTGTATCATGTGATTAAATCCATACCAAATATCTGGATTAGGCAAACCCACAGAGACCTAGGTAGGTTAGATGGGCGTCAGGGAAGATAGG 
GGTCATTGGCAAGTGGCTGCTTAGAGCACAGGGGTTTCTTTGAGGATGAAGAATGTGTTCTGGAATTAAATGGCAGTAATGGCTCCTTTATAAA 
AACCAACTGTGCCACACTCTTCTGTGGTCTGGAAGAGTTGGGGAAGGTGTGCCCTGCCTCTCCAGAATCCCTTCGTACAAACAGGGCTAATACT 
CTCATTTGCATCAGCACCTTCTCTCTCTCTTCTGTCGACTCAGAGATCCAAAGCAAACTGGGCGCAAGAAGCATCTCTCCCTCTCCCTGGAGCC 
CTTCCATGATTCCCTGTTAAAACTTCATTTGGCCATTTAGGTTTGGGAGCCCATCCAGTGGCTGGCTGGCTGACAGCAGTGTGAATGCTCACTC 
TCGGGGGCTCACGCTTCTGTCTCCGTTCCATTAAGCCTTCAGAGCTCCAGGCGCAGTGAGGGGGGTGGGGTGGGAAAAAGGAAAAGACTGCAGT 
TTCTCAGCCTAGGGGTTATCTACACAAGCATCGACAGAGCTGATTCCAGGTGCCGGGAATGCGCCTCTTTTCTGCTGTGCCATGGTGTTCTATG 
AGTGATTGGTTTCATCCATTGCTGTCAGGGTGGGACAGGATCCATCCTCGTCCCCTCAGAGCCTTTGCAGTGACCACACACATGGATGATCCAG 
ACACTTGCTGTTTGTGAAGTAAAGCTTTGATTTGATGCGTAGCAGGTCCAGTCTTCTGGCCACTGCATGTGGTCAGTGTCTGCGTTGTGCACAC 
TCCCCTGTCCCGTGGCCTTCTCACCTGAGAGACTGCAGGGTGTCAGAAGGAGCGTTTGGTAGGGGCTTTCCTTCACAGCATTCTACCACAAGTA 
CATACGTCTTTTGTGTTTGGTTGGGGGTGGGGCAGATTATACGAACACTTCACTTCATGAGTTAATTTGCCTGTAAAGTGAATCATGTCTTAAA 
TGCAATAGGAGAGCTCATTTTTATACCAAGGAAACTTTCCGCTACCGCCTCCCTCGTGGTATGTATAAATACCCTTGCCACAGATAGGGAAGAC 
GGGGAAATTGAGGGCTGCTTTAGTTTTGTTGGCTCAAACAGTCATTAAGATGCCAAACCATACCAAGGAAGAGGTGACTCACTGTGGTTCCAGC 
ACCTCCATAGAACCCACTATTCACAGTGTGGAATGTAGATGGAGACAGAGGCACCAAGGCTAACAGAGGCACTGTGCTCTCTGTCCCTGGACGT 
GGTGTCAAGAGGCGTCCTTCCCTCTGACTTTCCCGCCATGCCTCTTTTGTACACTTTTGTGTGGACTTACCAGGGCTCCATGGTACAGAAAGCA 
GCTTTGTTGCAGAAGTCCTGAGTTCTGGACATGGACTCTAGTCACCTGTTGTCACCTCTCGTCCCCACCCCGAGCTGAGCTGTGGACACATTCC 
CCTACCTCTCTATAACAGGGCCCATGTTTGAGGACTTAGAATGTGGTGGTGGGGTTGCGTTTTCCAGTGCAGTACAGTGCAGTGCCTGGCATAC 
ATGAGTATGCATACATACACTTCGGATGTTGGCTATGACTGCCAGGATGTGGAACCACCACCTCTACAGTGCCCCATCCCGTAACTAGGCATTC 
ATCTTCTGCAGGCTTCGGACAGCATCCGTGTATTAGCTCACCATTCTGTGGGCCGTAAGCCGGCACGTAGCATGACCGGAATCTCTGATCAGCG 
AGGCTGAACTAAGGGTGTCAGCTGAGCTGTCACTGGGGCCTTGCTAGGGAAGAATCGGTTTCCTGACTCACACAGACTCTTGATCAGTCTCAGT 
TGCTCTGGTTTGCTGTGGTCTTGGAACTGACATGCCAGTTCCCTGCTCTGCCAGCTGTGAGCGCTCCTCAGCAGTGGAGAGCCCACATCTGGCC 
ACGTGTTAAGAGCTGCAGGAGAGAGGATCCTCACTTTGAATGCTTCTTCTCACACTTCGGCTCTGCATGTGCAAGAAGAGCCATGACCTCCAGG 
GCTTACTTGATGAGGTCAGCTCACGGGGACACTGTCCTTCCTAAGGTTGGCTACGCCAAGTGACACAGCCTAACACAGGAGCGGCTGTTTAATT 
CACACATCCTGGAGACTGTACAGGAAGTTGGAAGGTAGCTTACAGTTCTGCGCACCACAGCACAACCTCAGCAGGGCCAGGGACAAATGGCTCA 
CTTCTTCCATCCATCTGGCAGCAAGTATACTTTGCCAAGTGGGCAGAACTGCACTGCACTGCGCTGACACAGGGTGGACCCAGCACTAAGGCTG 
TCTGCGGCTCAGCCCCCAAGGTCTTACAGTTGCACAATGCAAACCCGGCTGGATCTTTCCTTTGGCTTAGGACCTCCACCAGTGCTTATGCAAC 
CAAGAGGCACCAAGGCACCCTGCTTTTTCTCCATCCACCTAATTCCTAGGACCTCTCTGACTGTACCGAAAAGACAGATAAAGACCCTTAAGCT 
GCCAGGGTCATCTGGCTGTGTTCTAGGAAGAAGGAACAACCCATTGGGCAGGATGGAAAGGTGTTGGTGAATCAGGAAACTTGGCTGGCAGGTT 
CTGTAACCCAGCTACCACTGCTCCGGGCATAGTGTTGAGCTGCCTAAATGAGGCTCTAGCAGTTATGTGCGGAAAACTCCTAATCAGCTGCCCT 
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GGCTCCTCAGGGGATTCACTGTCTGCCGAGAATCTAGTAAAGTTCCTTAAAGTCCTAGTAAAGTTACTCATCCTGTGGATGGTGTTGATTTTCT 
CAGCATCAAAAGCTGTGTGCCAGGAGCCTCTCTCCTAAGGTCGCCTCACTCTGACTGTGCTCCGCCTCCTCCTGCCCTCTCTCATCCCACTGCT 
GTTCATTCATGAAGCGGTCCACTTTTGCCTCTGCCCCTGACACAGTGTGAGGAGCTGCAGGGGACCTACAACTCTGCTCTGAATTCCTCATTGC 
TTATGTGTCGTTGGTCCGGCTCCCATCCTTTTCTTACTCTCCATTGTCAGCTTTGCCCAAGAAAGAGCGATGCTAGAGTGGAAGGGACCATGAG 
GCAAGTCGTGTCAGAGTTCTGTGGCCAGACCTCACTGTCCTTTCCCAGGCCAGCGCTGCCCACTAGGCTCCCAGGGTGAGAATGGGGCATGGGA 
GGGGGATAGGGATGAAGAGCTAAGTCTAGAGCTGTCACTTCTCCCATTCCTTCTTAAGTTGGCTCCAAGGTAGCAGCCTACTCTGCTAAGATGG 
CGGCTACTCATTGGCTCTTTTCCCTGTATGTTGCAGAGAAAGGCATTTGCCAGCATGGCCGGTGTCTCATCCAGGCCTTGTTACCCAGCAGCTG 
TAGAACTTGATCATGGGCATTGCTCTTGGGTTGGCAGCTGAGGAAATGGAAGCTTTCTCATTGTTTGTGTGCCCAGCCTCAGAAGTTGAGAGTG 
GGTACCCACCTGGGGCCACCTCTGGTCAGAACGTACCTGACCTGTGATAGCTGAGCCCCCCCCCCATACTGCAGGGCCCCCTCTGTCACAGAAG 
AACTGTGTGGAGGGTTTGAGGCCACACCATGACCGTAGTATAAAGCGATCATATCTGCTGTGCTCATGGGAGGAGGGTGTGGCTGTGTTTCAGT 
GTGTCTGGCAACTCTTCCCCTGTTGTGTAACTTAAATAGATTTGTGGGACTATGTGCATTTAAGGAAACAGGGTCCCTTAGCTTTCAAAGGGAT 
GGAGAAACAGGCTATAATCTGGATATCTGGACTGGTCGCACAAGGTCAGGTTAGTGAAGACGCTCTGCTGCCAGCTCTTCTAGACAGACACATT 
GACTAGGTACATGGATGTGGTGTCTTACGAGTCAGCACTCCAGGGCCCCAGTGTTGTCAGAGTGGCACTGACAGTGCTTTGCAGTGACCTACAA 

TTTGTTTTTTGTTTTTTGTTTTTGTTTATCGAGACAGGGTTTCTGTGAATAGCCCTGGCTGTCCTGGAACTCTCTTTGTAGACCAAGCTGGCCT 
TGAACTCAGAAATCCACCTGCATCTGCCTCCCAAGTGCTAGGATTGCCGTGCACTACCACCGCCCGGCAGAGAGATTCTTATCTTAGTCCAAAT 
GCCCAGAAGTTTGCCTCACAGTGAGGAGCCTGATGACACAGAATGCCATCTGTATAGTGTCTCCTCACACTCTGTCTAGGAGTAGTTAGGCTGC 

CATTTCTCTCGTTACTCCTGATTCTTCCTCTAAATCAGTCAAGAATAGAGCGAGATCCGAGTAGAAGCATATAGTTAAGTCAGAACATCAAGGG 
CATGCACTGCGTTCCCTCTGCAAAGATTACCTTCTCCAAAATTGTTTTTTGATCATTTTGGTTTAGTCACTTGATGTCTGTAGCATGCTTAGCT 
CTGCACCAGGCTTGTAAGGTGCACACAGCTGGGAAGCAGAGGACCAGCAGCCAGGCCCTGACTTCAAGGGGATTATGCCTTTCATACCTTCACT 
GTGAATTCTGTGTTAACACTGTGGAACTCTTTTTAGGGACTTTAGAATGTTGCCTTTTCTTTGTTAGGTGAGACACGATATCCTGTTTTCTGCA 
AGAGTTCTAATGAGGTGGCTTTGTTGCATTAAAAAGATGGTTTGCAGTGAAAGTTCTCATTGGTTTTAGGTTTCGGAGAAAATCAGGGTTTGTC 
CCGGGTAATACCTGTGACACTGGGAATTGCTTGTTGCAGGAGACTATTCTGTGCCTTGTAAGAAGTTTGACAGAGTACAAGTACCCCTTTCCCT 
AAGTTTTGGCAACTGAAAACATCTGCAAGCATTGCCTACTATGTCTCCTGGTGGACAGGGGTGCCAGGTGTGAGCGTGACCCTCTAATTCTAGG 
CTCACATGTTCTGCTTAAACAAATCAATGAAATCCCCAAGAAAAAAAGCACTTGGAGCAAGTATGTTCTGTCTGGTCCTTGCCAAAGCTCAAAG 
CAAGGTTGTACCATGGAAGAGTTAAGACAAAGTCAGCGAGGTACATAGCCATCTGATGGTGCAGCAGTGGTGGTGAAATGCCTCAGTAGATTAT 
GCCTTGGCGATAGTTTCCTGTTGGAAACTCATTAAAATCCTTGGCTGTGCATAAACAAGAGAACGCCTTGGACACAGCATGCTGTAAATTCATC 
TTGAATGATTTATGAGGAAATGGGTTCCAGATTTGGTGATCTCAGCTCAAGTAGTAGGCGACTGCCTGACAAACATTCTCATTCCCAAGAACTT 
GAAGTCAACTCACTAAGCATTTGCTGAAGTGTAGGTTGTGAGAGCTCTGGAGTGTCTAATGTGTCCTGGTAAGACGAGCGCAGTGCTTAAGAAC 
TGCCACCAGCATCTCCTCAGCCTGTGACAGCTGCTACGTGGATATGAGTTACCCTTTATGGTCTTGAATCTCTTCCTGGTCTGTGCCAGCCCTG 
CCTTCCCCAGAGAGTGTATGCTATTAGACATCATGTCACGTGGTTCTTATTTGACGCTTTGGTCCCAAAGCGACTTTTCAGAGTCTTGGCAGGG 
ACACTTCCTGCAAGTTCTGTCTGCGCACAGTGCACTTACAGTGGTAACATTCATTACCTTCCCTGTATGTCTGAGTTCTCACTTCTCACCTACA 
TACCAGTAACATTAGAAAATGCAGGACAGTATGGTGATGCACAGCTTCCAGGTCATCCTAGTCTACATGGACAGCCAGTTACATAGTGAGACCC 
TGTCCCCAAAAAGGGGGGATGGGGTCGAGGGAAGCAGGACATATTGTTGATGAAAGTCACTGGCAGAAAGGTTGGGTTTGGTACAGAGAGAAAG 
AAAAAGAAATACAGCACAAAACAGACTTTTTCCTCATCCGGTTGTCACTTCTTCAGTAACTCCTGTGTGCTGGGCATTGGGCGTATATCTGTGA 
AGAAATGGAC CTTTGTCCATGGGGC AGAGGGAC AGTAG ACAGG CC ACCTCTT AATGTGG CACAGTGGGT CC C AAGCTGAAGGAAAGCAT AG AAG 
CCAGTGGGCACTGGGACATGGTGGGTTCCTTGCTTGTCCGGAAGAAAGGGCAGATGTGGTCAAGGCCTCATCCCCAGCAGGAAGGTAAGAGCTG 
ACGCAGGAAGAGTGAAGTAAACAGAGCAGCCCTGAGGAGGAGGCCCCTCAGGATTCGGATAGGAGCAGCTGGATCTTTGGGGATTTACCAGATG 
AGGAGCCCTGGGAAGGCAGGAGAGAGGAGGGTGGGGCGGCATAGCTCAGCCTTTCGGTCCACCACTGCCTCTGGACCATAGCAACACTCTCTCT 
AAATG AGC ATTTAAGAATGTCAAACTCTAATAGAAAATTG AAATG CTAATT AGC AG CGTC AAGTG CTTGTGCTT GTGGAGGCTGT CATG AC AGC 
CTCTGGTCCTGCCCAGCTTTACTTTCACGCAGTCACTACTTCTCAGTTTTAATGCGGACCATCCTTTTGTGAGTAGTAAGTGCTCACAGTGGGA 
GTGTCTGGTAAATAGTCCTGGGGGTGCATCCTCTCCTGTCCAGGTAACCCAGCATCCTCCTTAGAGGGCACTGTATTGGAAGGTTTTGCTCTAG 
TGTTGAAAAACTCACTTTATTGCTCATATTAGTCCTTGCGGTGACTAAAGAAAAACCTAAGAAATTGGTGGCCAACTTTGGGCAGTGGTTGGCC 
GAGGACTGAGATACCTCCTCATCGTTGCCCCTTGGCCCTGCTTTGATCAGCCTGATGCATCTCCTGCCCGTCTTCCGTGTTAGAGCAGCCAGGA 
AACCTGCATGCTCACAGCCTCCTTTCTCTTCCATCAGGAGCTTGGATAATGGGCTGTGTGCAATGTAAGGATAAAGAAGCAGCGAAACTGACAG 
AGGAGAGGGACGGCAGCCTGAACCAGAGCTCTGGGTACCGCTATGGCACAGACCCCACCCCTCAGCACTACCCCAGCTTCGGCGTGACCTCCAT 
CCCGAACTACAACAACTTCCACGCAGCTGGGGGCCAGGGACTCACCGTCTTTGGGGGTGTGAACTCCTCCTCTCACACTGGGACCCTACGCACG 
AGAGGAGGGACAGGTAAGCCATTGTCAATCAGGATGGGTGAGGGCACAGCTGTGCTCTTTCACAGTCATTGCTGTGTGTGGATGGGGTGGGTGC 

AAGCATGCCACAGGTGNNlSnSNNN^^ 
NNNNNNNNNNNNN^^ 

TGGTCAACTTTAGGGCCAAGTTGACTATCCAAGAACCAAATGCCTGGCTTCTCAGGA'GCAGGAGACCTCTTGTCACTGCTCTGAGAATTCAGCA 
CCAGTTAGTGCTGCTAACTGCACTGCAGTGTCCACTGTGGCCTGTCAGCCAAGGGCTCCCAGTCCTGCCTACCCTGAATAGGGCCAGCTCTGGG 
GGTACCCAAGCACTCCAGTGTGATGTACCCTTCCTGACTTACGGGGTAGTTTCTGTCCCTCTTCCCACTCTTCGGCCTGCCTGGCCAGTGTGGG 
TGGTTGTCAGCATGTTCCTCATTTCCGTCTGCTTGTCAGTATTCCAGCCTGGACAGCCCTCGAGTTTTCATTCATCTCTATATTCTATTGTTAC 

CCTTAGTGAGCGTTGGGAGTACAGCCATGAAATATCACACCGGCTGTGTGAGTTTCAAGCTGAGCTCTGTGTGCCAAAACCATTTCATATTCTC 
TCTCGTCCCTTCCTCCCCCAGGGCTCGTTCTGTTTCCCACCACAGGGCTGGGTTTCACCCGCACATCTATTTGCTGACTTAGCTAGTGCTCTAT 
AACGTATCTGCCATACATCCTCACACACATTCCCTACAGTCTTTGTAAGCTGCCTCGTGTATTTGTAGTCTTCCAAATACTGTCCCAGAGTGTG 
AACCATGGTAACCAGATATTTTGCATTATTTGTTCCAAAATTGTTTATTACAAAAGTTTAAAAGAATGTAGCGTCTCTTGGCTCATCTGGGGGC 
AGATGCCTCGTGTGTGCTCTGACAACCTATCATGGCTTTTTACCCGGAGAGCTGACGGTGCCGAGGCTAGGGCTCTTTCTCTGTGGACAGCTTA 
TGCAGTGGAGTTGGAAGAGGGTCCTGACCGGCCTTTGGACACGTGTCTCTTCCAGCACTGCACTGTCGATGTCTACCCTGTAGAACAAACCCTA 
TGCTCACCCCTGTGCTGTAATGACACCAGCTTACCCTCAAATCCAGCCTTGTATGAGGCCCTAACCAAACCTCCATGGCCTGTACCTGCCCCCC 
ACCTC AGGTG CCTGG AAAGGAAACAG AC AAAC AGTCTAGGGC C CTCTGTCCTTAG AAAATAC AGAAG AAG AAGGAAAGC CAAATG AATACT C AA 
CACACATGCACCTCCACTGTGAGAGGTGTTTGTTGAGATTTTTATGTTTGCTGACTCTTAATTAAGCAAACAGAAGCATCAACCCTGTTCATTC 
ATTCATGAAGGCTGGATGTGAATCCCAAGTGAACATGTGTCATTCATTAAGGTCACCAGCATGGGCTCCTTGGATAGACTTAATGGAAGAGGCC 
ATCTGACTCCTTATATTATTTGAAGTGTACACCGCCAGTACCCTGGGGCTGGAGAGGTGCCCTGGCTTAGGGGTTAAGAGCCCTTACTGCTCTG 
ACAGATGACCCAGGTTCTCTTCCCAGAACCTCCATCAATGGCTAATAACCACTGGCAACTCCAGTTCAGAGGAAGCCAGTGTCCTCTTCTGGCC 
CCTACAGGCTCTGGCCCACATATGGTGCACATAGGCAAAAGCACATATGTTTAAAGATATATTTTCAAGAGGCAGAGGCTGGGATATGGGCGGG 
CGTTCCATCTTTGGGGAGGGGGAGTGGTTGCATTGTGTGTCCTGGGCTTTCTGGATGCCTTGCTGTCAGACCCCTAAGGTCGTGAGCAGTCTTC 
ATTGCTTCCTCCTCCATCCCCAGGGCATAAAACCCCCCAGTGATGGAGAAAGAGTGCAGGAAGGGCTGTTTTCCAGGAGTGAAGATGGCTTGGA 
TCTGCTCTTATAAAAGAAGAGACATCTGTGAATGAAGTACGGAATCAGAGTAGGCATGGCCGTAGAGGCTCCCACAGTGTGTTCTAAGCCAGAC 
TCCCCTAATCTCAGAGAAACCTTAAGAAAGGAAGACTGAAGGAGCCCAGCTCCCCGGTCAGGACATGCACCTGAGACAGATGAAAGGCAGGTCC 
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_ TCCCTGGAAAGGATGATCCCCACAGCAGTGTGGCCTTGGGAGAGGGGAAGCCAGGTGGTGATAAGCCATCACACTGGGAAATGTGCCGAAATTA 
AAACAAGAAGCCAAATTACAGAGAAATTCAAAGCTCCCATTAGGTATCACATCCTGTO^ 

CATTTATGATCTATATCTATTACCTGCGTTCTGTGGGTCTGAATCTGGAAGGGAGAGGCCGGTTAGAGGCTGTAGGCATGAGXGGCAGAATCAG 

GTCCCTGGCCAGGGTTAGCCAGTCTGTCATCATGCTGGCGTGACACCCTCCTTAAGGTAGTGTGGAAGTAGAGAAGTCACCTTCTTCTGAAACA 

TGTGTCACACTGGGGACATCTGTCCCCTTTGTACACTGTGTTAAGTAAATCAAGTTGTTATGTTCCTAAGGAAGAGTGTGCTGAACAAGGGCAT 

GAGAACCAGGCAGGAGTCAGTGTGCTCTGTCTACTGCATGGGGCAAGCCCTAGACTGAGTGGAATGCTGGGCTGATTTTTGCTGTTGGAACTTC 

TGGGATGTGGGACAGTCCATGGGAGTCGGCAGGTGAGAGAACCTAAGATGGACGTGAGGATGAGGGAGTAGCCAGAGTGAGAGAAGTAAATGCA 

AGGCAGAGGAAGAACCAAGGGGGCAGGAAGTAGCAAGAGCAAGACCCCGGAACTGACAACCATGACCACAGCTGCGGGTGGGGGCCAAGGGCAC 

TGCATCTCCCACCTGGGGTGAGCATTGCAGAGACGACTCGATGTCCCCGAGCCACAGAACAAGTCTCTTCCATTCACTGCTACCTTGTGCTAGG 

GATGGAAGAGTGATCCATTTACCCAGACCTTAGCTCAACCTTCAGGGAAACACGTGGGGGATAAAGTAGGCCAGTACTTGCCACAGATTGATGT 

CAGTCAGAGCCTTGTCTCTTACTCAGTGCTCATCCAGAGTCAACGTCCGTCAGCTCTAGGGTTTTGTCATAAAGCCTCCTCTATACAGACCACA 

TTATAAAGCCAGCCATGTGACTATGACCATATTAATTACAATGCCTCAATATGTTTATTAATGCTAAGTGTAGATTTTTAAGGATGAGACTTTA 

ACAAAAATGTGATTTCTTAGTATCAATTCCCTGTGTAATAGTCTCCGCTCTTTTTTTTGGCAGGAGTGACACTGTTTGTGGCGCTTTATGACTA 

TGAAGCACGGACGGAAGATGACCTGAGTTTTCACAAAGGAGAAAAATTTCAAATATTGAACAGCTCGTAAGTTTGGGGTGGAGCACACATGCTC 

TTTGGTTTGGGGGAAAGGTTCTCACAGCAAATGCATGTGCTATCTGAAAGTAAGGAAAGAATGCCTTCTGCACTCACTAGCTCATGGCATTCGA 

G CCTGAG CGAACTG AGG AC AAAGTGCAATACTACATGGTACTAAGTGCTAAAG AGGG CACCAGAGTCCTTTTAGAGCCTACTTCTTAAGTGTGC 

ACGGGAGAGAGCAAGCTTCTGTGTGTGTGTGTGTGTGTGTTGCAAGGTCAGAGGAAGCAATCGGGTGTCCACCTCCGTCACTTTGAGGCAGCGT 

CTCTCCTTGATCCTGGAGCACCTAGGTTTCAGCTCGGCTGGCAGCCAGCAAGCTTAGCAGTGGCCTCCCCCCCCCTCCCCCGCCCCACACCCCC 

CTCGGCCAGCACTGCAGTTACAGGCTTGTGAGAGACACGCTGCTGGGATGCAGACTTGTGAGCGAGCACTCTTAACCACTGAGCATCTCTCTAG 

CATCTCTCTAACCCCAGGGTCCGTGCGTTTGCATCTCAGTAAAGAACATAAAGCAGCCGTGCCCATCCCCGGGAAAAGCCGCATTCTCAGATGA 

CTGGCGCACGGCTTGGGTGCCAGCCACGTGCTCTCTGCTCTGAGCTGCTCTCCATTATTCAGGTGTGGGCATTGTCAGAGGCCTCGCCCTTCAG 

GCCAGCAACCAGATCCCCCCATCTTCACAACTGTGAAGCCTGTTGAGGTGGTTTCCTGAGGGAAAATATGGGAGTGTCTGTGCTCTTAAGAAGA 

AAGCAGAGGCCTTTCACCGACTTGAGAATGTGACCACCAGGAACAACTGTCACCAGGGAGCAGGCAAACTTAGGGTAAAGGTTAACACCCTTTT 

CAAGCCCCACAGTTAGCACCTGTGGAGGAAAAGCAGTTGTGCCTCTGCTTTCTGTCAGTGCCAGAGCATCACCTCCCTCAGCATGCATAGATGA 

GAGAACGGAAGGAAAATCCACTCCCAAGGAGATGGTACTGTCGTGCCTCAGCACCTCAAGTGTGTTGATGAGTGCTCCCCACTCATGGGCAAAG 

ACTGCCACCTGGGACGAGGCACCTGGGGTGAGGTGGGGTGGGCGCTGCTCTTGCTAAGAAGTCTGATTGCGATTTCTCTGGCTGAATTTCAAGG 

CAGTTGAATGGCTTGAAGCTTGGCCCTTCTGCCCCCCCCCCAAAAAAAAAGAGGAACCTAGGGGTTGAGGTAAGAGGTAACACATACTGGAAAG 

AGGAGGGTGTGGCAATGGAGAACCCCCTGTAACCTCAAGAGTGTCTCCATGGGAGGCCTGCCCTTCTCCAGGGTGCCCCTGGCTCTCAGCACTG 

CACGGAGAACATTTTCAACAGCAAGACCCCATGCCTCCAGACACACTAGTAACTCTTCTAAATGCCAGCAGGCACTGTCTGCATAAAGCAGGAG 

GCTTAAAATTAGGAGCAGTTGTCAACACCAGAAGAGAGGTGGCTGTGTTTTGGTGTTTTAATTTATTGAAATGCATGGCAAAGGTGTGTATAAC 

CACGCCTGGTGCTGGTTGGGCAGCAGTGTATATGCTGACTTACTGTTTCGTAACCTCACATTTAAAAATACAAAAAGTGATACATTGATGTTAC 

ATGTATTTTAC CACAAATTTCAAGGACAG AATTT ACTGTATTCTC AC AT ACTAAGCATGTC CGTG CAG C C AGAATT ACCT C CC CCTCCAC CCC C 

AGAGAGCTCCTGCAGGCACAGGGGTTTTTAAAATAGTAAATGGCTGCCATTTATTGAAAGTGCCGTATGCACTGACCATGTCATTGCTGTCGCT 

GATCCTTCACAACAGCTGTCTGAAGTATGTGCCGTGACATCTGAGAGCACGGGTTAGGGAGCTGCCCAGTGCACCGTCCTGGCAGGTGGCAAAG 

CCCAGGGTGAGATGTGGGGCTGAGAATTCAGAGTGTGGTGTCAGGTGTGACCTGGGAAAAGCCCAGATGCTGCCATCAAAGGCAGCTGGAGTGT 

CTTAAGTGACGGTGGGAATGGAGGGAGGTGGCTGCAGCGTTGGAGAGAGGGGCGTTTGCCTTTGATCTCTTCCCGTTTATGATTGCTTATTGTT 

AGTTTGAGTCTCAGATGAGCGCTGCTTGTCAGAGTCTATTGACTGGGTTTTGTGTAAAGCTCCCCAGTGGGTACAATGTCCTTTAACTGACAAG 

GTCACTAGAAGTTTGAAACTCTGTAGGCCCTAGGAAGTAAGAAGTAGAGGGGTAGAAAAAGGCACATACAATTCTGGGCACCTGTGCACACTCC 

CGACATAGGCCTGTTTTGAGGTTGCAGCCATGGCCCAGTTAGTCACTGGCAAAGTCAAGTCCCTGTCATTGTCCTTTGTTATGGAGGAGTCTAC 

ACAGTCAACATGGAGGAGTCTACACAGTCAATAAAGCGGATTTTAGAGGAATGTTTAGGGGATGCAGCCTATCTCACTGTGCATTTTATTTGAC 

TGCATAGCTTTTAACGGTTGCAGAGTTCTCTGGTCCTCTGACCCTGTTCTCCTAGAAGAGAACATTGCTAAGGGACTTTTCCTTTAAGGATAAA 

ATTCTTTGTCCTACATGGTATTTAAGTGCCCCTTTTCACGGTTATGGAAAAGAAAAGTAAGGTTTGTACAGCAAAACGATATCCTGGAGTCAAG 

GGTAATAACAGGGAAGGGAATACAGAGCAAAAGACAGAGCAGATGGTGTGAAGGCCTCCCTCCCTCCCTCCACCACCACCAGCCCTGACAGGAG 

AGGAATGGGGCTCTGTCCTCCCCGGGGCAGCTGCCCCCCCATGTGTTCCTTCTGACTACCCCTCCCATCAGGACGTGCTCAGAAGGCTCCTCCC 

AGTGCACACAGGGTTGGAGGGGTCCTCGCT6ACCCGTTGGGAGTTCTCAGTAGTAAAAGGCTTGCGTTCACAGCACTGTAAGTTCACCTTCTCT 

CCCCACCCCCGTTCTCACACTTTGTAACTGGTGATTTACCCACCTTGAAACAGCATGTCCTTAAAATGCAGTGGGTGTTTTACATAGGTGCAAT 

CATGGCCTGACCCAGGACCTACTGAAAGCTAGTTTCTGTCATAATCAGGAAAAAAAAAAATTGGTTTGATTTTTTTTTTTTTTTTAATAAGTTT 

GGTGGTTTGGTTTGGTGTTCAAAACAGGGTTTCTCTGTGTAGTCTTGGCTGACCTGGAACTCACTCTGTAGACAAGGCTTGTGTCCAACCCAGA 

GGTCCTCCTGTCTCTGCCTCCCCAGTGCTTGAGATTAAAGGCATGTGCCACCACCACCCAGCTGGGGAAAAAAAAAGTTTGTATTACCCAGACA 

TGTGATAAAAGTAGTTTCAAGAGTCTTATCTTTGAGTAAGAAGTACAGCTGTGGAATGCAGGAAGAATCCAGTATCCCTGGCTGGCCAGACAGC 

TCAAGGCTGGCTGCTCTTGGCAAAGCCACTTCCTGCCTCCATCTGATCTCCAAAGTATCTGGACTTCCAGCACCTGAAGCCGCAGCCCTGTGAG 

GGACTTGAGGATTAAAGACGGGATGGAAGAACAGAGTCTGTTACAAAAACTTAGAAGCCATTCTCAACCAGTGTCGGATTAAATCACGGGTTTG 

GGTCAGACAATAAGACAGTATCTTACCAGGTACGAGTGAATTAAAAAGCTGAACTGTAAGAACAGTTTAAAGAACTGCAGCTTTATAGGCTGGA 

GAG AC AGCT CAGCAGCTCAGGCCAGGGAACCTACTACAGTTCCCAG CAGCTCAGGCCTGGGAATCTAG TCCAG ACCCCAGCAGTCAGTCCTAGG 

AACCTTGTGTAGTCCGCAGAAAGCTGAGTGTGGCAGGCAGCACTACTTGTAACCCATTCCTGGGAAAGCAGACAGACAGGAGGAGTCACTGCTC 

ACCCAGTCTCGCTAAATGAGCTAGCTGCAGGTTCAGTGAGAGTGAGAGTCCCTTTCTCAAAAAGAAAGAAGAGAATAACTGAGAAAGATGCCCA 

TGTAGTCCTCTGGCCTCTGTAGACATG(2AAACACACTGGCAAGAATACCTGAACAGCATGCATCACAC^ 

ACACACACACACACACACACACACACACACACAGGCACAGATTTTCAAATGCTGATTAACTACAGTAGCTCAAGTCAAGAATAAGGGTCCTGGG 
CTGGAGAGACGGCTCAACCGTTAAAGGCTAGGCTC?ACAACCAAAAATATAAGTGTAAGGGTCCTGTTAGAGATCCCGCTCCAAACCAACACTGT 
GTGCAGGACTGTGGAGGTGAATGGGTGCTGCCAGTGAATTAAATAGTTTTTGCTTGTTTATXTACCTAACAGCTTGTAGTAGATATTTTGAGTC 
TAGGACCAGTGAGAATAGAGTGTGAGAAAAATGCCACAAGATGTGACATTTGCCTTATAATGTGTGACTGTTTGTCATTTGTGTGTCACTCTTG 
TGAGGGGGAAAAATGGCCCAGAAACGTTAAGTCCAGAGTGGTGCTATCTTTCTTCTGAACAACTGTTACATTCTAATGTGTGTAAACTTATTTA 
G ATGGCTAC ACCAAAAC AAG ACAGCTGAT ACTAACTTAAATTGG AAATTG C CTC ATTAGTG AGT C AATT C ATGATTACTCAGTCACCTGAGTAA 
GACTGGGCTTGTCCCCGATTGCAGCAAGATCCCCCAACATCCTGACATCACCTGAAATTGGTGCTCGCTCTTTTTCACTTTGATTTAACTAGAA 
GTAACTTGATGAAGGTTAGCATGCGTTAGGAGACAAGCCTGGGCTGCCAGCTCTTCATTCTTCTTCACTGTCTGGAGCGGTTCCCAGGCTGGGA 
GCAGTGAAGGTTGGTTGCTGTGAAGAGCCAGTGGGTGATCTTTATGTTTTTCAATGATGAAATGTCTCCATCTAGTGGAATTTCAGAGCAGTAA 
ACACTCACTATTAAAATGAAGGTAAAGCCTTTTTCTTAAACACATGGTGGTCAGTATAACTTCCAATATGCATTTAGATGCTAGACTTACAACT 
ACATATATTTCTGTGGGGCTAGAAATGGGAACAGTGCTGACTTAAAATGTTAACTTGGTTTTCTCCTTGGGGGTGGGGATGGGCTCCTGGCCTT 
GTGTGCACTAGGCAGGCACGCGGCCACAAAGCATCTACGTCATGAGATGTACAAGGCAGAGGCACACATGCACACATGCACGAATGGTAGCTAA 
GAGAGATGTTCACTTGACAAAGGACATGGCTCTCCTTGGGGGAGTTTTGTCTATGTAAATTCTTTGATGTGTATAAATATTTCAAATAAGAATA 
TGGACACAATGTGATTATAATTAAACAGTTTTCTGGGTAAGAGAACTACAGra 

GGAAAGATGCTAGGAGTTTCTTTGTTTGTTTGTTGTCTCACTATGTAGCCCTGACTGTCCTGGATCCCACTTTGTAGACCAGGCTGGCTTTGAA 
CTC ATTGAG ATTCACCTGGCTCTATTTCC AAGTG CTTGG ACTAAATGTGTG CTCTAAC ACCCCTAACCAAGAAATAGG TTTTATAATCCCTCAA 



401 



WO 03/039484 



PCT/US02/36071 



SAGRES DISCOVERY 02-21 



AATTAGAGAGATAGCTCAGGAGTTAAGAGTGTGCTGCCAGCACCCACATCAATAAGCTCATAACCATCTGTAGCTCCAGCAGGATAGAGGTCTC 
TGGTATCCAAGGGCACCTCC ACT C CTCTGCAC ATT ACTG CATAGAG AGGC ACAC ATGC CTACACAT AATTTTTTAATAT AATTTTTT AAAACTT 
ATATTAGCACTTTGGGTGTGTGTGTGTGTATGTGTGTGTTTTCTACTGTTATTTATCTCATAGCCACACCCACTTGGATGAGTTCCCATTTTAT 
TCTTTTATTCTGTGACTTTCTAAAGCCCCACCAGATGTCACTGGTCCTTGGTACCCCTGCTCAGAAGTTTTTTCTGTAGGGAACCTGAAGGAGG 
GAGGACTCTGGCTTAACAGGAGGCCAGGGTGTCTACCTAATGTTGACCTGGGGAAGGTCTTCCCAGCCCAAAATCAGTACGTTTTCTTCCCTGA 
CTGAGCATCAACAGAGCCCAGCCAAAGACIAATTTTAAAAAAAAGAAAAAGAAAAGAAAGGCCTGAGGTTTCTCTTGTTACCTTCACAGACTAAA 
AAAAGAAGAAAAGGAGGTGATGTGTCTGTAATGGTCAGAGGCTGAGGCGCCTAATATGGTGACCGGCAGGCCTGTTTCCCTGGCCCTCATAGAT 
AGAGAGGCTTTCATTTGGTGCAAGTCACAGCTAAACTCCACGCACATGATCATTGGCCCACCCACTGTTAATGGGAGGAAGCTCACATGCCATA 
AACCTTCATGAATCCAAGCGTATGGATAATAGTTCTATATATAGTGACTGTAAACTGAGAGTCGGAAGTGCCCTTCCTGATTCACACTCTGAGA 
ATTTTGCTGCAGTGGCTCAGAGATCTCTTCTGCCCTCCAGCTACACAACTGCCTGGCCTCCATCTGAATCTGGGGGTGGGGGTGGGGGGAGCTA 
TGAATGTTTAATAGAGTAACATCCTGTTGAGAGTGTCTGAGGAAATCCTGTTATGTGGTGTTCTTATACTACCTGCAGAAGGTCATGTCTTCTT 
CCTACTTCGTCAAGAGCAAGCTTGATAGGTCCACTAAGCATACATCCAACCCTCACTGGGCCTCCTACTGCTTCTCCAAAGTAAACTGAGGCTG 
GTGTGTGTACTCCACACACACACACACACACACACACACACACACACCCCTCATTCAAGATTGCCTCCTACCCAGAAAGATGCTCCTCCCCGAG 
CCCTAAGTGGGAAAGTTTCCGTTTCAGGATCTCCTGATGATGCCCTTGAACTCCTCAACCTCCTACTGGGATTTCCACCCTTAGCTTATGTGGG 
GCCGGGTATTGAACCTAGAGCCTCGTGCACGTAAGAAAAGCACTCTGACTTCAGCGCGTGGTGCTTTGGATTTCTTAGGGCCCGTGTTGAAAGT 
TTGCAGAAGGGGGCACAAGGCTACAGAAAAGGCATAGGGTCGGCCTGCAGAATTCCCAGCTGGATGGTGCGTTCAATTCATGTCCCTTCTTTTC 
CTTTGCAGGGAAGGAGACTGGTGGGAAGCCCGCTCCTTGACAACCGGGGAAACTGGTTACATTCCCAGCAATTACGTGGGTCCAGTTGACTCCA 
TCCAGGCAGAAGAGTATGTTGTTGTTGTTGTTGTTGTCTGTCTAAATATCTGCTTTTAATTGTCACATAAAATGCCAGTGACACAGCACAGGAG 
CGAGAAGACCTTTCCCAGTGGTTAAGGGTTGAGAGGCTACAGTCCTGCTGTGCTGTCGAGTCTGCGCAGTACACTGTTATTCACTTCGTGGTTT 
CCTTTGAGCCCGTCCGTTTTCTGATTGAGAAGCTCTATGTGAGTACCCTAGATGAAAACCCAGTAACTTGCTCCAGATGAAAAACCAATGTGGG 
GAAACCACAGCTGCAGTGTGTGTTACTGAGAGCCCACCGTGCGCCTGCAGTCTGCTCCCTGAGCACTTGGGAGGCAGATAATTATGAGAGATTA 
AGCCCACACACACACACAGGAGTCCTCTGCTTGATAATCAGAAATACTGAGCCTTCTGAAAAGACATAGCTTTTTGTTCCCCAGGCAGAAGAGC 
AACTTGGAAACTACTGCAGTTGTGGGCTTCGAGGGATATTTTCCTTGGACTGAGGTCTCGGTTGGTGTTGTGGCTGGTCGACCTTGACCAGCAG 
TTATTTGGCCCCACCCTCCCACTGGAGGGAGGCAGTTTTGGAAAGTGGTAGGAGTCTGGGGCTCTCAAAGGATGGCTGACTGGTCATTGTTCAT 
TCTCTTTCCAGAGAAACCTGTAGGAACTCTTAGGAAATGGGGAGGGAGGTTGATGTCCCAAGCTCAGGAACATGGATGGCCTCTACCCCACCTA 
CAGGGACAGACCTCACCAGAAAGAGAAAGGAGTCACTGTCGGTTGCTCACGGCCTGCAGCCTGCTGTGGATTTGCGGAGGCACAGCACAGAGGA 
GTAGACCTTCACCCTAGCCTAATCCTCATGCGTCCATCATTCTTCTTTAAGTCTTTTGTACTCCTACACTTCGATCTGTTTCTGCTTCTCCAGC 
ACTGTGTTTTGAGCTGTTTTACCCCCTTCGTTACTAGTGTGTTTCATTATCAGAAAATAGGAAATATGTGTATTTGTATTGAATTTTTAGGACA 
GATTGGTAAATATCTCCTGTGTCTTTTCGGAATTTAAAACTTAACTACAAAGTAACATTCCTTTGATTTAACTGAGAATCCACTTGGGGGTGCA 
TATTTAAGTCATATTTATAATGATAAGGTTTTTTTTTAATATTTTGGGCTTTTTAGAGTATAAGTTAGCTTTTTAAAATACAGCCTGTGGTTTT 
TACACGTGCAATTAATCGGTATTTTGCACAAGCAGCGTGTGGTTAAGTGTAACCTCTTGTTCTGCAGGCCTTCCTCTCACCAGTTTTACACAGC 
ATTTTAATTGAGTTACTGATACAAACCIAAAAAAAGACATTTCTCACATAGCTGGTGTCGTATCCTTTACAGCAGCTATTGCTACGCTGGGATTG 
TGGAGAGTTTGGGTACTTCTCAAGTCACTGAAGGTGACGCTCCTTCGGTGAAATTCTTTGACTCACAGAAGGATCTGATGGTGAACTTCCTAGC 
TACATTCAGGCATGGTGAATTGAAGCTTCATTTTTAAAACCATTTGCTTTCATAGATGAATACTGTGATGGTTTGGTCCTGAAAGCTGCTCCTA 
CTCACAGATTCTGGTGGAATGTTCCAGAACTCTCCCTTGGGCTCTTGGCATACTTATCCTCTCATATACAATCCAGTGCTGAAATGTGAACGGA 
TTGCCGGGCGTTGGTTAGGACTCAGCAGCTCAAGTGGAGAGACAAAAGACGCATTCCGGTCCTGAGGAGGCCTGTGAGGCTTCCTGCCACGGCA 
CAAGTGTGCTGTCAGTGCTGTTGCAAGGGAATGTTAAAATGTCTGCACCACCGACTCATTTTTATGGACATGCCCATTAACCGTGCACAGCTTT 
CTCTC AGATGTGC AGTAAGC AAT C C CTGCAGCTGTGTC AG AGAAGCGCAACTGC AGGG CACAGG CCAGGTACTTGGTAAACGCTC CTC ACGAAT 
GCTGGACAGGGAGAGAAAATCAAACCAGGCTTCCAAGAACAGCAGCCATCTCAGATCAGGGGTAGAGCTGAGTTCCCGTCTTCAGAATTCCTGT 
AGGTAGAGACTAAGTAGAAGTGTTATCTGTCTTCCTTCTTTATCCATCCTGAGTGGGCTCCTTTAAAAAAAAAATCATGCTTGATTGATGATCC 
TTATACTAGAGCTGAGTCTTGGTATTTCCCAGGAGTTGTAATTATGCTCAGAAATCAAGGGTCGTACAGCTGAGCTATGGAATCGTCCCCTGCA 
GTTGGCATTTCAAACAAGGTGGTGGGTTTCTCTCTGTGCGTGCAGGTGGCATTTCACACACACATCCCTGTCGTCCTGGAGGGAAGGAACACAA 
TCCATGATTCAAGATTTTTTTTTTTTTAAGAATGGAAGAGATGCAGAGTGGATAGAATCAGGAAAGATTGAAAAAGGACTGAATGAAGCTAGAA 
AAAACTAGTTTGGGGCAGTGGAAGCAACATTAGAGGCGAAGGAATTTGTGGAGGAAAAGCTAGCTACATTGCTCAGTCACAAGTGTATTTATTT 
TCTTGCCTGTGTCTCCCTTGAAGGTGGTACTTTGGAAAACTTGGCCGCAAAGATGCTGAGAGACAGCTCCTGTCCTTTGGAAACCCAAGAGGTA 
CCTTTCTTATCCGCGAGAGCGAAACCACCAAAGGTAAGCTAAGGAGAGGGCAAAACTGATGTGCTGTTCAGATCTGAAGGTCTTTGGGATCGGA 
AGGCGTGGCTCTTGCCTGGTCCGGGGCCTTCTAGCCTGAGCCTCCTGCTGCTCTCCAGCTCCCCTGAAGACGCTGGAACTGCATTTAGCTCCCA 
GAGATGATCGGGCTCAGAGGGAGGCGCCTCCAGAAACAGAGGCCAGGCTTCCGCCTCAGCTCAGACTCCGTCCTGTTCTCCTGTTCGAGTGAAG 

TAGCCCTAACTGTCTTAGAACTCACACTGTAGACCAGGCTGGCCTTGAACTCAGAGATCCACCTGCCTCTGCCTCCCAAGTGCTAAAATCAAAG 
GTCTGCCTGCCCTACCACCACCCAGTTTAAATTTGTTTTTCTTTCCTTCCACTCTGTTTTGTTAGTGGAGGACTCCTTCCTCTTCCCTCTGTTT 
AATAACTCACTTCAGCAGGCAGAGGGGCAGAGAACCATGCTGCCACACACTGGTGACCTGTCCCTGTGCAGATTGCCAAGCAGAGCTTTGGAGC 
TTCCTGCTAGGGGATAGACTTCCATTTCTTTTGTTCCCACCCTCTGTTCCTCCCGCACCCCTGCCTCCCATCAACCACCTCTGTCCCCACCCCT 
GCCTCTCCACCAACCACCTCTGTCCCTACCCCTGCCTCTCCACCAACCACCTCTGCCCCCACCATCCCTGCCTCACACACACACACACACACAC 
CCACAGCCCCACCACACACACACACACACATATGCCATCCCTGTCTCCCAGCCCCTCACTATCCCTGCCTCTCAGCTAGGCCACAGGAAATGAA 
AGCAGGAGGCAAGCTCACCTGGAGTCTGCTCTTCATCTATCCCAGTGGGATTTGGTCTGTGCAATATTAGACAACACAAGAAACTGAAAGGAAA 
CTTTGAGAAAAACCAGAAGTTTTTAGTTCCAAGAGCAAAGTCAACTGTATTGCTAACATCTCTGAACACTGGCAGGATAGCAAAAGTTGTCTTT 
GTCCTGTTACAGAGTGGAGATATATCTGTCTCTTTCGTATGTGTGTGTGTGTGTGTGTGTGTGTGTGCGCGTGCGCATATGGTTTGTAATAATT 
ATTAATCAGAATAGTCACATAAATGAGGCCTGCAGAGCAGACTGGGGCTCCGATGATTGGTGTGGCTAATGCTTGCACGTTTACCAGGTGCCTA 
CTCACTTTCCATCCGTGATTGGGATGATATGAAAGGGGACCACGTCAAACATTATAAAATCCGCAAGCTTGACAATGGTGGATACTATATCACA 
ACGCGGGCCCAGTTTGAAACACTTCAGCAACTGGTACAGCATTACTCAGGTAACCCCAGTGCCGTCACCGTCACCGTCACCGTCACCGGTTAGA 
AACTGGAGGCTGTGAGGGAGGAGGAGGAGATACGGGACAGAGTCACTAGGTAGAGCTGTCCTCTGCCCGCCCACCCCCACAGTCAGACAGACAG 
ATGGAGTCCGGGGTTCTGTTGCTCTTCTGCCCCAGATAGGATTTTCCTCCTGTGTTTTCCAGAAGTTCCCCCCAGTAGAAGGCAGTAGTTTAAA 
. TCTTGAAAGCTGTATTTGTATATTAATTTTCATAATAAAAATCCTTGCACGTTCTTTACCTTTGCCTTCATTGCCATGCAGAACTGTGAGAGGA 
AAGGAGGAAAGGAGCTGTCCCTAGGCAGGCTCAGACGGCCCCCAGGGAGCCTCACTTGATCCTTCACCGCAGCAGAGGGAAGCACATTCTTGCA 
CTCTGTAGAAGAAAATCTGTGCTGCTGCAGGGTTCCCCTCCGCCCCGCCCCCACTCCCCCCCCCCCCCCAGCTTGCCTGCTGAGGCCACAGCTC 
CCTTACCTCCATCTGCTGGACTTTCTTGGTTTTTTGTTTGTTTGTTTGTTTGTTTTTGTTTTTTCAATTTTTAAAGACTGGGTCTCGCTATAGC 
CCTGGTGGCCTCCAACTCAGAAATCCCCCTGCCTCTGCCTCCTACTGCTGAGACTGAAGGTGTGCGCCACCATACCCGGCTACTGTGATGACTT 
TAAACAAAGATTAGACTTTGTCTTTACGTCCCATAATCCTGTTCTTCTGCTGTTCTTGGCCATTCAGTTATTGGGTGTATGTGCGTTCATGTGC 
GTCTTATGTAAATATGTAGCTCTATGCGCAGTGTTTAGTGTGTGCCGCTTGCCCTCCTTGGTTAACAAGTGTGTCCTGCTAAACAATGCATGTG 
TACATGACCCCTCCTTTTTTCCAAGGTAAGGTCTCACTTGTAGCCCTAGGGAGCCCAGTATCCACTTTGTAGCCCAGGGTGGACTTTCAGAGTT 
TGAGCAATCCTCTAGTGTCAGCATCCCAAATGCTGGGATTACGGACGGAGCCACCACACCCTTTTTACCACCATTGAAAAATACCTGTGCTGTT 
TCTGCCACACCAAAGAGACTTGTAGCCTTTTAAAAATAACAATACGAAATGCCTATGTACTGATTCTGGCCACTGATGAGCAGTTAAGAAATTA 
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ACAGTGGCTGAGCCAGTGATTTGGGCATTAGCTCTCTCACTCTATGTGGATTCTAATGAAATACTGAGAGAAATGGAGCAGAAAACCTCCTTGC 
ACTTCAGTGATATACACAAAACGCCTGTATGTTATAAGGATTTTTTTCAAATGCTGAAATATATTTCATTACAGGCAAACATCCGCAGGGTCCC 
C AGGGTTTGG ATC ATTTG AAAATAGTGTGCTGG AAAGGGC AC CTTAATAACATCATAAAGCTG AAGG AGGG AGC CG ATGTG AAG C ACC CTAGAG 
GAGTTTTAATCTCAGGGAAAAAAATCCATCTTGAGTTAGATTTGTTTTTATATTGGCTTTTCCTCTTTCCTCTTCTCTCTTGCACATAGAATGC 
CTTTGAAATACCGACACATAAATAATTTCCTGCCTAAACATCTCAGAAACAGATTTAAAAAAAAAAAAAAAGGAATGAAAAGTAAGTTAAGAAT 
TCCCAGAAAAGAGACAGCCACAGTTTGTGCTTAGAATCCAAGAGGCTTCCAGGGACGTAGGGGGCTTTGGCCCCCTCGGTTCAGGGTCTCTCTG 
GCCCCCATCTTTCCCTGCCTGCTTACTCTCTGTTGGCGTTTAGTCAGTCTCCCCATACCTTTGCTAGATTCTCAAAGGAATATTCTTTTCAAAA 
AGAAGGGGTGGGGGAAGACCAAGTTCCCAGTAACCTGAATGGAAGCTACTGTTTCCCTGCTTTTCATGTCACTGAGTTTCTGTGAATGTTGTTA 
ATTTCCATTACTTCTTTAAATCCAGACTCCTAAATTATGCATAGAAAGCTGTTTAAAAGGTCGTGTTTTTGTTTTTGTTTGCTTTTAGTGGAAA 
ATTGCAAAAAAG C AATGTG AGCAC AC AGG AGCAGTAG AGT C AGAAGG ACTG CAG AG AATGTG AC ATCCTCT CC CG CTGC AGGTGT CCTCCTGAG 
ACCGGCTAGCTCTAACAGACCAGAGGTCTGTGGGAGGCTCCTATGCCAAAGTCACATTTTAAACAGACATTTACCAGGGAGAGTCCCTCAGTCC 
CTAGATACCGGAAGGGACAGGGACAGTTTTTATTTTTATATGTACTTTTTGAAAGTAGCAAGGGCATTTTGAATTTGAGGCAGTGAATACGAGT 
TCATTAGACTAAAGTACACAGAAGCCAAAGCAGGCCGTGCCTGTGAGCAGCGAGCATGCCCGATGGTACAGCGGTGTCCATATCTGACACATCC 
TCATCTGCCTCCAGCAAATGTTTGCTCATGTGCGTCGAATCTCCTGTGGCCTGTGCGTGTTGTCGTTACATATTCTGCTCTTCTCTCCCTCACC 
GCTGCCCTGCTCCTCCAGAGAGAGCCGCAGGTCTCTGCTGCCGCCTAGTAGTTCCCTGTCACAAAGGGATGCCAAGGCTTACCGATCTGTCTGT 
CAAAACCAAAGATGTCTGGGAAATCCCTCGAGAATCCCTGCAGTTGATCAAGAGACTGGGAAATGGGCAGTTTGGGGAAGTATGGATGGGTATG 
CTGAG ATT CAATT ACTCT CTTATTAGCTT C CT CGTTTGG AAAATC C CAAACAT C AAGATGG AAGGTGGAAATAAAGATATTTT ATG ATC AGG AC 
AAAC AGAC AGTTTG AATT ATT CAACTTTTATTTGG AAAAATTTGG AATCTCTCAAAG AGAG CTAG AAACAGGCAAGAACTACAG CTGTCTC CAG 
TTGTGCTACAGTGTTCCAACCTGGCTCAATGTTGCCGTCAGGGAAGTCACCTTCCATCTTTCCTAGTGCATGCATGATTATGGATTATAAGGAC 
TGTTTTCTTTATTAATTCCCTTTCCTGTAGAGAAAGCTGATGGTTTGTGTTTTAACTTAACTGTGGTTTCATCAAGTTGTACCCCACAAACTTC 
TGGATTGGCTAAAGATGCTTGGGAAGTTGCACGTGACTCGTTGTTTCTGGAGAAGAAGCTGGGGCAGGGGTGTTTCGCTGAAGTGTGGCTTGGT 
AAGGCAGAGGGCACATTCTGTTTTGGCTGCATCTCAAAGCCAATGAAAAGGACAGTTTTGAACAGAAATGTGTATGTGGCCGTTGGGACAAAGA 
CCCTTAACCTTTGTGACTAGATGGGCTCAAGCCACCCAGGTTTGCAGAAGTCAGTGGCACCTCGCTGTGTTCACCTGTCCTATTTCATGTGGCT 

cattaaacacctgcaggacaggaacccagtgatggtgacg'ctttctcttcctgtgaaatgggatggtaagatgccatagagtaaggtcctgggc 

TTTCTTCACACCAAGCCTGGGTCTAAACCCTTGCTGGGTGATTAAGTATAAATGCAGGGCCTGTTTAACTCCTCTGGCTCCAGTCCTCATCTGT 

aaacttggaatagtacctgcttcgctggattatttaaggattatatcagacatggttaaaatctcctgtagatcttggatccatgcacacatat 

CTTCATTGTGTGCACATTCTTCAGTAACGGCAACTGCACTGGGCCCTTGAGATGGCTTTCATAGCCCTCTGGGTCAGTTGCAACTTTACTTACA 

GACAGACTATAAACTTAGACCCCTCCCCAAAATGTTTGTCCATAAAATGATAAC^AAGTGTATTGGGGTCTCCCTTCCTTAGAGTCTACAAGAA 

TACAACATGTACAGATGGTCGTAAGGTGTCAATCTTAAGCCATTACATAAGCACCAGGGTGTTTCCCACAGGACATCAGAGCTGGCGTAGGTGC 

CTAGGC AGTT ACC CAAG CTGTGAGG AGTGG AG ATGGCACTATGCTTAAAG TTACAAAATGTTATCAGTCAGATC CCGTAGAC CAC CTAAATG AT 

GTCAGAGTTCCCGTTACACCAAAAGGCAGACACTCTCTGAGATAGAAGAACTCTTTACACCTGCCACTGGTTCTTTTTCACTTGTTTTTCCCCT 

GTAGGATGCATGTTGTAATTTTATGTTTTAACAGAATAATAAATGCTTCAGATATAGACCCCTTAGAGTGGAAAGTCATAGATGACACCTAGGT 

AAATCTTAGTGTGAACCTGGATTCTCTTTC AAATTGTAAGC AATAG AAT CTCAAATTAGATTTTTATTTTC CTTTTAT AAAATTAT C CTTC AAA 

G C CATTGGTTAG AAATAGAAC AAGCC AGAATTCTGTCTTTTTATTTG AG AACAGAAAG C C AAGCTAGTTC ATTC CTGTTTT ACTG ATG AACTGA 

CAGTGGCCATGAGCCAGGTCTGGCCTTTGGGTCAGCTTGATTTTTAAAGACGTACTTAAACATGTCACATGTACGTACTTTTCTTTCCTGGCTG 

CTCTTTGATTTCCCAGCCCACCTGATAGAAGGCATTGTTCCTGTGGCTAACTCATGGGAAGCTGGAGAAATTGACCTTACCTGGGAAAGTATGG 

GCAAGGAGATGGTGTGCTCCTGGCCTGTGCTTAAGGGTGCACTTAGCTTGTCTTCTGAAGGACTCAGTCAAGTGTCTCATCCAGTAGACAGTTG 

AAAGCCTACTCCAAGCATCCTTGGTATGGCCAGATTTTTATAGCCTCTAAGATGGAATTTAATCTAATTTCTCTCAGGCTTTTCCTTTATCTAA 

GGGACAGCTGTTGGATACTCAGGCCAATTCTAAATCCTAGACTGTCATGACTTAAATAAGAGCCCAGAGCTTTCTGGTGTAAATTCACAATTAT 

ATGCATAAGCCATAAAAAGAGTGATACATATCAAATGGGAAAAGTTAGTGAATTATTAAACAGCTGTGAGTAAACTTGCTTTTCCTTAAATACT 

TGACAGAGTCCTTGCCATTATCTTTGCTCGTAAGAACTACTTTAAGGTTTCAAAATTTAAAGTCTGATTTTATGCACAAAGTTGCTGGTCAAAA 

TTATTTTTCCCATCAAAAGAGTACCTTTGGATTGACTTACTGTTGTGGGGTATCTGTAGGTACCTGGAATGGAAATACAAAAGTAGCCATAAAG 

ACCCTTAAGCCAGGCACCATGTCTCCGGAGTCCTTCCTGGAGGAGGCGCAGATCATGAAGAAGCTGAAGCATGACAAGCTGGTGCAGCTCTACG 

CGGTCGTGTCTGAGGAGCCCATTTACATCGTCACGGAGTACATGAGCAAAGGTCAGCCGCACCCCT^ 

NHNNmWNNTCCCTCCTCCCCTCCTCTCCCTCCTCCCCTCACAGGGCTGCC 

AACACTTAGAAAAGGGGAACATGGAGTTTGCCCCTGGATTCCTGAGAAGTGCAGTGCCTTTTGCATGTTCCACATCAGGAACGTTCCTCTGCAC 
AGTTAAAACATCCATCTTTCTATCCAAGCTAATGCAGAGCTGAGGCTGTGAGAGCTGCTGCCATTTTGAATGGGTGGCTTCTGTTCGGTTTCCC 
TTTTTAGCGCTAAGTAATCAATAGCAGATGGTTGCTGAGTTAAGTTCTGTCCCCATCTCAACATCCTTCCCCCCAGCTTTCCCCTTAAACATCA 
GGTGAAGAGGTGACACGCAGTCATGACCTCCCTCCCTCCCCTCTCGGCGCATGCATGTGTTGACGCACACGTGAGCATGCGTACATCATTATAA 

ATTGTACATCAGAAGACACCAGGGTAATTTTTCTTCTCTGTGTACTTTCTTTTAAAATATAATTGGAATTTTTTCCTGGCAGATTATATGCCCT 
TTGGATCCAGGGTTATTTTGTAAATAACTTTGTGATTAAAGCATTAAAAAAAAAAAAAAAAAAAAAAAAACACTGACAGCCATCCAGCCCCTGC 
AAATGATTATCTCCGCCTCGGTGTCAGATCCGTGCCTCCTCACTCAGCCTCACACGAGTGGCTCTGAAGCTCTGGCTGTCCGAGGCACAGGCGT 
GACTGGCTGGGATCTAATTAGGAAGCTCCTGCCCCACCCATATTCCTTGGATGCTTAAAATCTGAAAATAAGTCAGCAGTTCTGAAAGTCCCTT 
GTACCTGAGGCACCTAGAGAGCTTCTAAAAATACGGGCATCTGTGTCTGACTCTGGGATTCCTGATGTAGTGGATAGAGCCTGAGGACACGCCC 
TTCCAGCAAATACTGTCACTACTGTTGCTACTTGTCGGAGCCTCAGCCTGCTCACCTGAGCTGGCTCTCCACATCAGTCGCCTGTACGTCGTCG 
GTTACTGGGACATGAAGGATGGTTTGGTTCCTCCTGGTGACAACATAAAAGGAGACGTTCATTTCTTCTGGTTTTACTAACTCCTTTCTCACTG 
CTTATTTTCAGAAGCTACAACTCGCTTCTTAAAACATAAACTTGATTTCTTGGTTTTTGTTCAAAGCTTTCTTTTTCCATTGATGCAATTATCC 
TTTTCATCTCCCTTTTACTTC CACTAAGGAAAT C AAATAC AGC CACT ATTGAG AATCTTTG CCTCT CTG AGTAAACTAAAATTGTTTTGTTTC A 
TTCATAGGAAGTTTGCTTGACTTCTTAAAAGATGGTGAAGGAAGAGCTCTGAAGTTGCCAAACCTTGTGGACATGGCGGCACAGGTGGGCCTGG 
GGTCTTAATTCAGGCTGTGGCTGTACCAGCACGGACTCTCAAGGTGTTGTGGTGTAACAGCTGTGCCCCCTTCCCTGGGTTTCCACAGGTTGCT 
GCAGGAATGGCTTACATCGAGCGCATGAATTATATCCACAGAGATCTGCGATCAGCAAACATTCTAGTGGGGAATGGACTAATTTGCAAGATTG 
CTGACTTTGGATTGGCTCGGTTGATTGAAGACAATGAATACACAGCAAGACAAGGTGGGCACTTCCAGGGCAGTGGCTCCTGATTGATCTTTGC 
CTGCACAGCCTTCTCCTTACCTTCATTTCCTCCCTCTTCCCTTTGTTTGTCTGATCTGGCGCGAGCTGCACAGTTCTCAGGTGGGAGCTAGTGG 
ATCTAGTTGGCGTGTGCAGTGCTGGTCTAGTAAGTGGGCGTCTGTTCCCATGGCTTGCCTGGCTTTTGGGAAGTATCTAGGCCCACGGTGTTCC 
ACTTTTGGAGAAAGAAGGCTTTGAGAAGCCAAGTTATAGCTCATTCTCCATTAGCCACCTCTGAGCAGAAATCAGGTGACACTCCAAGTCAGAC 
AAGTTC CTTTAC AAAGG AAC AGG CGTGGTGTTGG AAAACGG AGAAC ATAATAAAT AGC AGGGG AGC CAAGG CT C AG AATGC AAC AGG AGT AGGT 
AGCGCCAGAGCAAAGACACCTCCTGGTAGAGAGCCTGCACATGGAGGCGATTCCTGATCTCAGTCAGCAGCTGCCTGCCAGGCCCAGCCAGGAC 
CAGCTGGGACCAGCCTGAGACTGAGCTCTGCAGAGCGCTGAGGAGAAAAGAAATGGTCTGGAGGGCCTGGAGGACTGCAGTGCTGGAGAAGCCG 
TCTCTTCTCCTGCCTCACCCACCCCCTGCAAAGGGTCAAAGACATTAGTTTTATGTAAACCACGTACCAGACCAGAAGCCAACCCACTTGGGGA 
GGAGGGATTGTTTGTCAAGCACCAGATGTCAGGAAAGAATTCCCAAGGTGTTTTCTGCCTTCCTGGCTGGCTGCTTGCATGGCAGTGTCCAGGC 
ATAGCACTGAGGAACTAGCAACAGTGGAGGCCTCTGTGTGGGTTTTAAAGCCGGAACTCAGGCAGGGAGTAGGTTTCCTTGGTGAAACTAACCG 
AAGCCTGGCCACCCCAGCCAAGCTGAGCAGTAGTGGGGATGGATTACAGGATGGTGCATTCTGCAGTTTTATGTTGAATAGTAGTTGTTTCGCT 
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CATTTTTGGCAATTCCTTCCGCCTTTCACTTGCCTCAGAATGGAAGTGCAGTGAATGATGTGAGAAAATGTTAAACTGGGGCCCTGCCTAGGTA 

CTGACACTATCCAAGTGCTCGGTTGCATGTCGGACAAACCGCCCAGCTATTTGAATTCCCCACTCCCACCCCTGGCACACGCCATCTCTTGCCC 

TTGTGGGATCCTGGGGGGTACGGGGGGGGGGGGTATGCACACAGACACACACCCAAAGTCAGGGGTCACAAAAGCAGGCTGTATCTCTAAGCAG 

AGAGGAATACAGACGTGACTTGGTGACAGGGCATGCCAAGAGGGTCTGAGTGAATATGATCAGAGGCCTTGCCCTGAGGGAGAGCCTGTGAGGG 

TTGATAACCAGCATGTTCCATTTAGGAAATGGCTCCAAAGAAACTCAGGAGCTTCCGTCTGTGTGTGAGAAAGTCTCGGTGGCAGAGGGAGCAG. 

TGCAAGACTGTTTACTTTTAACTAGACTTTGAACTCTGTAGAGTCTATGGTTAACACCCTTGACCCATCTGTGAATGAGAGGTGTCAGGCCAGG 

AGCTAACAGATGGTAGCAGAGTACTGTTGGGATGGACTGGGTACATAAGTCATGCATCATTCATAAGGGTGGCTAAGACTGTGGCCTCAGGCGG 

CTGGCACCTCTCATGTCAGGTTCTGCACTGGAACCCATCCAGGGCCCTCTCAGCCTGGCCATGCAGCCTTCCTTCCCACTTCCCACCATGACTG 

CAGAAGAGTCCACCTTTCCCTCTTAGAATATTATTTCTTCTTTCTTATCTTTGTCAACTGTCTTCAGATGCATACCAAACACTGAAAAGGGTAA 
GCAATAAGGGTTACAGGAGCTAGAGTATGACAGGAGAGACGGGCAGTCTGTGCTGTCCTGAAGGTGAGAACCAGGAAAGGCCAAGGCACGTCAG 
GACCTGGAAGGGGCAGGAAATAGACCCATAGTTAGCATATTTGTTCATACAAATCACAAAGCTCACAAGTGGAAGGTCCGGATTTGAAAACAGT 
ACAGCCCACCTGACCAGGTGTGCTCTTGAGCTGTGCCCACTGTCTCCCCCCAAGACAGTGAATCAGAGAATAGAATGGAAAACCAGAGAGAATT 
AGTCCTAAGTCCCACTTCCCCTTTATTTTATGGAAAAAGCCTCAAGGGACAACCTCTCAGATTCACATGTGTCAGGGGACCAGAGAGACTTTTC 
CTTTTGCAGCCTTGGCTAGCCCAGCTGTTCCTACAGTTCCTTCACTGTGCCTGCCCTGCCCTGGCCTGTCCACGAGATGGAAAGGTCCGGCATG 
TGTTTGCCAATGTATTCTGCAGATGGCATGTGTGGTGCATGCCGGCGTTCCTGCCGGGGATTAATAAGCTCCTCTAGACAGCTGGTCCATGTGC 
CTAATAATATTTGCAAGTCGGGTTTTATGTCACCCGCAGGCCAGAGCCGTGCCGCGTGTTGATTATGGGAGTGCAGGCAGTGTTCTGAAACATG 
TGCCAAATGTAGCTATTTTAGGACCATGAATGACAAATTGTTTGCAAAACAGTTGTGAGTTTCCCATCTCAAGGTGCTCTGAAATGTCTGTCAC 
CACGGACAGACACACACACAAGGTGTGACAGCACAGGACACAAGGACACTGCAGTATGGAGCTCTGTTACAGGTCTTCCATGTGTCTTTGTCTC 
CTACAAGCCCCATACTCACCCCCTGCCTGCCTGGCTTGTGAGGAGAAGCCCAGTGTCAAAGAAGAATTCAAGACCAGGCCTAGTGCCTATGAAG 
GTTACCCTTCACTTGACAGCATTCTAGAAGCAACTAGAATCATTTGGGGTTCCTTGTAATGGCCTGGACACTTCAAAATAAGAACTAGTTCTTG 
TTTAGTCATAAGCTCTGCACTAAATTCTGTCCATCTGGAGTCGGTTAAATAATCCATAGCAAGTGTTTGAATAGTTTGTTTATCAAAGGAACTT 
GGCTAAAAGTTGTTAAGGAGATACCCAGGCCAAAGCAGAGGCCCTGTGTGGTCTCAGCTCCTCTGGGGACTGAAGAGGGAAGATCTCATCAGCC 
CAGGAGTTCGAGACTGGCATGCACAAAACTGTAAGATTCCACGTCGAAGGAAGAAAGGAGGGAGGGGGGAACGCAGAGGAAGCCTAAGGGCACA 
TAAGGACAGTTGGCTAGCATGAGAAAGAACACAAGAACATTAAACTCATGCAGCAAAGCCCAGCAATACCCACTGACTTGGGCCCTGGGCAAGC 
TGGGTGATTCGTCCATGGGCAGATTACTTATTTTTAACTGCAAATGCATCTTCCCTGTCTGTGCGTGTTTGCAGCTACTGGAAAGCACTTGTGT 
GTCTAACCTAGCCCCAGCGAGTAGGAACTGGACAGTGTCGCTTGCTGCTGTTCTGTTTTTACTATACAGAGGACCAGGCTGCTAGAGAATAAAC 
AAATGGGTAGGTTGCAGTTGTACTGGAAAGAGCCAATTACCATTCAGGGTTAAAAAAGAAGCTAAAGGCCCTTTCCAGGAGGCAGGTGTAGGCT 
ATGGTTAGAGTGGCACTGTCAGCAGCAGAGAAGGGAGAACGTCGGGGCCATCTTAACATCTCAGCGAGAGAGAATGAGTATGAGTTGGGATTTG 
TTGTATTTGAGGTGTCTGTGCCGGTGCATCTAAGCCCAGAGAAGCTGCTGGAGCATCGCAGCTGATCCACTGCCACAGCAGGGTCCTCTGACCC 
TCATCCTTCCCACTCTGTCACCTACGCCTCTCCTAGAACTCTAGTGACAGCCACCTCTCTACCCCCAGTCCCACGATCCTTCCAGAAGTTACTG 
GAGCCCCCAGCTGGGCCCAGGGCTTCGAGGTGAGGGTGTGCTCTTGAGCCACACCCTCTCCTCAGCATCAGTTGTTTGCTCCTCTGTCACAGCC 
CCTGGCCATCCGTTCCTTCTCATGGAAAATGAAAATGGGTGGGAGAACTCTCCACAGACTTGGTCTTTTTCCTCATTCCTCAAGCAGCTGAGAG 
CTGGCTAATGCTGATTTGAACCTGGCACACTCAGCTCAGCTAGACCTGGCCATGTTTAGCAATGACTTGCTCTTGTGGACACTTGATTTCTCTT 
CTCTTCTCTTCTCTTTCTCTTATCTTCTCTTCTCTTCTCTTCTCTTTTTTTTTTCTATTTTCTTTTTTAAAATTTACATTCATCCAGTAAAGTA 
GACAAATCTGGTATGCAACTGGGTATGTGTTTACATAGTTTTGAAAGCACCTCACAGAGAAAGACAGACCTATAAAGAGCATTTCATTCCACTC 
TAGTCCACAATCGGCCCCAGAGAGGGCTGTTTTCTGTTGCTTCAGATTCCCTCTGCCTGTAAGGAAGTTCATGAGTGTGACTTCACAGATCCCT 
TCCTTAGTAAGCCACCACTCTCAGGAATAGCCTCGCCTAGCCGTGACGTAGTCTTTGATCTGCTTCTTGCTTCCTGTAACAGGCCTTGGCTTCT 
CACAGCAGACTGATATTTCACTGAGCAGAGGTACCATGTGCCCCATCACTGTACGGAGGAGCAGTAGGGCAAACTCTACTTGGGCTGGTACAGA 
TGAAGCTGCCGGGCGGGAGACACACCCCTATCTCCCGGGTACTCACCCTGTCAGAAGGGCTGGTAGTGGCTTGTCAGCAGCAGGTGCTGTCCCA 
AGAACACCGATTTAAAAGGCAACTGCAGCTAGGTGACTTGCCTGGTTTGGAAATCAGAACCCCCAGGTTTAAACCACTTCTGTCACTGACACAC 
AGGGTGGCCTCAAGCAAATCAGCTACCTCTTTGGAGCATCATGTTTATCCTCTGTAAAATAGATAGTAACAGGGCCTGCCTCACATGGATAGTA 

TAGAGAGGGTTTTATGGTATTAAAAATCATTTAAAGAGAAAAAAATGTTAGTAATCAATAGAGGAAAGGTACTTATAAAGCCATAATACACAGC 
CAGATAGGTGGATGATTGATTGATTGACTGATTGATAGATGATAGATAGGTGAGTGGATGTGTGTGGAATGTGTGCATATGAATGTGCATGTGT 
ACAAGAGCACACACATATCATTATTTATAGCCCAGACCAGTCTATTTTTCTGGTTCTATCTACATGTCCCACAGACCCTCTGTTCTGAACTCAA 
CGAAGGGAGAGTCAACTAAGCCTGCCCCTCCATTGTCTTGGGCAGGCCTTCATTCTTTCCTCCTGTTAAGAACCATTCATGGCTGGGTGGGTAT 
GGTGGTACACACCTTTAATCTCAGCAGTAGGAAGTCAAAGGCAGGCAGATCTATTGAGTTTGAGGCCAGCCTGGTCTGAGTTCCAGGGCAACCA 
GGGCTAGATAGAGAGACTGCCCACTCCCACCCCCACCCTCACCCCCACCCCCAAAAAAGAAAGAAAAGAACTATCCACAGCGCCGAGCTGCATG 
CACATGGTTTTTATTTATATTTATTATATATCATTATTGTGTCTGACATCACATATGTACATAAGTTCTCACATGAATCCTGGTAGCAATTCTC 
CTGGATATCACTAACACAGGTCTCGCTGTTCCTCTGTGGGGATGGGGGCCTAAAGACTGAATACAGCCCTCATGAGCACGGAACATTTATTGGC 
ACTGTCTGTGTACAGCAGTGGACATAGCTCTTATCACTGCCCTTCTCCTCGCTCTCTGCAGACACACTTTTCTGCTCTCTGTGCAGTATGTACA 
GGCTTCCCAGAAATGGAGTGCTAGAATTCTGTAATCCTGCAAGAACCCTTAGAGAAGGTTGTTGCTTATGTCGGTGTTTGCTGCACACTGTGAG 
CTGGTCTCTGGGGGAAGTTCAGGAGCTAGCTTCCCAGCTAGATAGACCTGTGCTCAGATGCTAGCCTAGCTCTGCCTTCCCTTGGGTTGCAGCC 
TCTGTGGGCCTCAGCATAGTCATCTGGGACCCCCTCTCTGGTGGCTGTGGCTTAGAAAGGGCAGAGCTGTTTGGTGTCCTTTGCTTCTGTTCTC 
CCTCACAGGAGTTTCTCCTCCCAGACCTCCTACCTCCTTTCTCTGTATTCCTCACTCTGTTCAAAAAGATGGCCAGGCCTGGGCTGACTCTGAG 
CCTGGCCGGAGAAGTCGTGGCATTATCTTAGTATGAGTGCTGGAATCTCTGCAGATCTGCTCGGGCACCTGGGATAAGTTGCTTTGAACCTGCC 
TTCTTCTGCAAACAAAATTGTCACACGGTCTGAGAACAGACAGGAAGCACTCACCACAGAGGACTTAGTGCAGTTGGCAGTGGCATTAACAAAA 
G CAGTGATAAGTTGACCCTATAGACAC AT ACAGCCGT CCTCTGCAT ACACG CCC ACAGAT AGTAC C C ACGAGC C ATGCTGT ACAGGGCCTTC CC 
ACTGCCTCCTGCCAGGCCTTGTCCCCATTTGAATCATGAAGAGCAGGAACATGGAGTTTCTCTGTGGGTTTGGTGGGTTGGTTGATTTGTTCCA 
AGGCAGCAACGAAACGAGCATATAGGAAACACATGTCAAAACGATGTAATCTTTGAGTGTGTGGACTATTTGGACAAAAGGAGAACACTCAGAA 
CTCTGGGTAACTTTGTTACTGGTTTATATATTAAGTAGAACAAGAAAAATGTGTCTGTTCAAATACTCCCAGTATTGAGCATTTAAATTGAATA 
GATTATTGTCTAGAGTAAAATTCACTTATAAATTAGACTACAAAGAATTCATAATTGTTACAGTTTCCATGTTCATTCGTTCACGTTAAAAATT 
GTTACTGCATAAATTAACACGTTCTTTCTTGGAGAACATATTTTAGAAAGATTTGTTACTTTAATAACTCTTTGTGTATTAGAAATCCCAGATG 
CCGGTGGTAATTAAATGTAATCAGATTTTGGATTCAAAAAGCACAGTAGCCATTTAGCACAAAGGAGCAGGCAGGTAGGTTGACAAACACGGTG 
AGGAAGGACTGGGTCCCTGATTCTTTTAGCTTTCCAGTTTCACAATGCAGAGCTGTGAATGCAGTTCCTGTCTTTCCTTTGTTCTGATGACTGG 
GGATTATTAGACTCAGGCCGCCCGCCGCTGTTCCAGCTCAAGGACTCCTGCAGAATTATTAATCAGCTGCTTCAGAGGCCCTGTAATCCAGTGG 
CAGATCAAGGCTGATCTCACCACGAGGTGCCCTCCCTCTGCTCCCCTCAGCGTATGAATTTCTTGTTCTCTGTCAACAACAGCATCGCCATTCC 
CACACTGTGTGCTGTGACCTGAACAGCAAATGTCAGCAGAGAAGGGGGGAGGTGGAATCCTGTTAATTGTTGAATTTAATTTAATTCTTTCCTT 
GCTAAAGAACTGAACCCATCTTTTAAGAAAAGCAAACCTCTTCCCGTCTGTTATTCCCCAGGCAGAGCTTTTAAAAGGCTGTAGTGAAGTGACC 
AGGCCACACCACCCCACAGGCCCACACGGGGAGTTTATCATCCCCAGAGCTGCCAGAAGCCATGTGCTGAGCCCCACGTGCAGAACTGAGCCAA 
GCTGCCTCCCTGAACTGTCCAGGGCCAGAGTTTGGTGCAGCTCTGTCCCTGGGCAGAAGTCGGCTTCATTTGTATTCCGCTGCCTCTGTCTCTA 
GGCTTCCTACCACTGGTGTCTCTGGGAGGGAGAGCTTTGTTCATCTGCTGTAGCTTCCGCCTAGATTAGTAGTCAGGGGAGCAGGGCAGATGCT 
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GGGAAATGGAGATGAACTGTTGGGAGCATCATCCCCTCGTAGCi^GGCTGTGCTGACAGCCAGATGAAATAAACGAAGGGGGCTTTTAAATCAC 
TCATTTCTCCCTAGTCCCTTTTAAGATTAAAAATGCTTGCAGGGTGGCAGGAAACTGATTTCTACCACTTCCATCCTTGGACAGCTCTGTGAGG 
TGGCCTAGGGAATGCAGACAGGGCCTGGTGCCAGCACAGGTCCCTGAGCCGACTCTGAGCACCTTCCTCTGTCTGCCCAGCCCACCAGTAGTCC 
TGCTTTGTGCTCACAGGGGCATCGTCCTCTCCTCTGTGCTGTTTTGGGCAGAGCTGCCTGGCAGTTGTTTATGAATGGTCAGGAGCAAGCCCTC 
ACTTTGTACAGCCCACGTTTCTTGGTAATCGTCACTAAGGAAGCAGATGGTCACCCTCTGTGATTTTAAAGTGTTTAAATAGGAACTGCAGACT 
GCCATCAAACATCAGAAACGTCTTCTGGCTTCCTTGTCGTACTCTGCTGGCTGGCAGAAGGAGCCTGCATTTGCATCAGCTGGAGAGTGAGGGA 
CAGGCAGAGCACATGCACACTGCCTGCAGCTACGAGCCTTTCTCCTAACCAAAGGAAGGTACCTGGGCCCAACACACTGCTCTCCACAGGGTCC 
CAGAAACATAGGCACTTTGCCAGATTGGAAAGCAGAAGACAGTTTAAACCAACCTGTGGTCATGGTTGTCTTCTGTACGTCCCCTCCTCTTGGG 
ACGTTTTTTCTAGACTCAGAGCCAAGCCCCAGTATGATGAGCCTGTCCCACTCAGTATCCCCACTGTCCACACTGCCTAGCACAGTGTGGCCTG 
GCGTCGCCCAGGTCCCTCTGGTGGGTGGCTCACTCTGTCTGTGTTCTGCTACATTCTTAACCGAGTAATGGGCCTGCCAAGAACCCTCTCTATC 
CATGCTCACTGTTCAGCCCCCGGGGAGCTTGCTCACGCTTTCAGCTTGAACGTTTCTTCCATGGATTTATCCCAAACAGACCTTGGATCTGCGC 
CTAGTTAATCAGCCCAGAGTTTTACATTATGTTCAGGCCCAACTCGTGTCTCCTGGCACTCAGGTTTCACTCATGTCTCCCCTCTCAGAGTCCC 
TGATGAGACAGCACTGTCTTAATCGTTGTCACCTTCTGTGTCAGACTCCTTCCTCCACGCCCCATCCCCAGCCCCGTAAGCTAAAAATTTCAAA 
TGGAATATCAATCATCCTTTCGTGCAGCTGGATTTTCCTTTATATTTATTCTCAAAACATGACGCTAAACTCTATGAACTTAGAGTGGAAATTT 
C AGC AG AATATGTTACCAGGGGTAACTGGAAACACTC AGTTTATG ATTT C AGAAG CATTTGGGAAATTTG AACGT CATCCTTGG C CTATTATGA 
GAATTAGGAGTTTTCCTCTGCCAAATTTGACCGGGTTTGAAATTATTATTGTACTTGAATCACCACCAAATTCCAGGTTGGGTCAGCTTTGCTT 
CAGCTCCTAACACAGGATATCCTGTCCTAGACTTCTTGCTGTCTCCACCATGCAGTCAGCTTACTGTTACTGCCATAGTCATGGCTGCTGTTCT 
T CTCTAGGGTGACTGTACAGTC AAAGTACTAC ATACTGTT CAGCATTGTATAGGATAATTCGCACAGTCTGTGGCTTTGGAGTTAAAG AGG CTT 
TGGGGGTGGCTCTTTGGTTTAGAAACCTAGGCTCTATTGTTGAAGCCAGTGCATTGGATGGCTTCCTCTGCTGCCCTGGTTCTTTGGATCGCTT 
CCTCCGATGCCCTGCTTCTTTAGCTGGAGGAGATAATCTCTGAGACAGTGCAGTGGAAGTGTCACCGACAGTCCCAGGCTGGACTGAGCTTGTG 
GTGTGTGATGGCCCCAACAGGCTTGTATTGACCCCAGCTGTGATCCGTTCTGTGTCTGGGGAAGTCATGAGTCACACTGGTCCCTTCTCTGTCC 
CCCATCTCCCTCATCTCCTCCATGGCGCGAGCCATCATCTTCGAGACAAACCACTTTGTAGGTCTGTAGGTTCAGCCCAGTAGCTGCATTCCTC 
CAGCTTTAGAACATTCCTACAGGAGGCTCCCTCCTCCTGGCGACCCTGGAGTGCCCCACGCTGTGCTCAGGGACTCGGCGGCTCCCTCCTCCTG 
GCGACCCTGGAGTGCCCCACGCTGTGCTCAGGGACTCAGTGGCTCCCTCCTCCTGGCGACCCTGGAGTGCCCCACGCTGTGCTCAGGGACTCGG 
CGGAGGACACTTGGAATTCTCGGTGGCTGATGGATGAGTGTGGGGATTCTCTGCATCCTCTTTCCAGCTTTTGGAAGTTTCGAAGGGCAGTGAr 
GCTGAGGGCCTTTGTCAGTGCAACTCCATGAAAGCATTTTCTCAGCTCTCAGCTTGTTACTTACTGGGCATCAGACACTCTGCTGAGACCTGTG 
TACCTCCTGCCATCCCAAGTTACAGACAGGAAACTAACACTGGGGCTTTTTTTTTTTTTTTTTTTTTTGGTTTTTCAAGACAGGGTTTCTCTGT 
GTAGCCCTGGCTGTCCTGGAACTCACTTTGTAGATCAGGCTGGCCTGGAACTCAGAAACCCGCCTGCCTCTGCCTCCCAAGTGCTGGGATTAAA 
GGCATGCGCCACCACTGCCCGGCTGACAATTGGGCTTTTAAGGGTCTGGCAAACCCAGTCTGCAAGCCCAGGTTTGCCTCACTCCAAAACTCCT 
TTTGTTCATTTATTTTAACGTCATTAAATTCCG^*CTTTACCAGCTCCACTCGTATCTGCAGAGCCTGATTTCTACATGACCATTCTTGCCCTTT 
GGAAGAACATTCTAGCCCAGCGCACCGTCGGGCTTGCTGCCACTGTCACTACAGAGAGGTGGTCCTTTTTCCTAGCTCTTCCTTTTACATCATT 
CAGAAAGCAGCCTTGGGACAAAAGGTATCTGGAGTGTCCCTGTGAGCATTTCAAACATTGTCACCATCTTAACGTATGAAGGAGAGTCCGCTAC 
AGGAAGCTACTAAGTCAAGACCCGTTTCTGTCTGAGGCAGAAGTAGAGGACAGGTTTCCTGGCTGACCATTGGGCATGCAGCCATTCCTTTAAC 
TGGACTGTGAGTTGGGCTTGGAGTGGCCCATCCTGATGTGACTCTAACCGGACATCGCGTCTTCACTTAAAGCAGAGAGCACTAGGCTGGGTAG 
GCTGAGAAAAGCCATCATCTCTTACATTATTATATCGCTAGTATTTTCTTTGTAGTCAGTTTTTTTTTTGTTGTTGTTGTTTTGGGGTTTTTTT 
TTGTTTTTTGTTTTTTTGGGTTTTTTGTTTTGTTTTGTTTTGTTTTTTTTAAATCTTGGTCAAAGAAGACAACATATTTGGCCATTGGGGATTG 

GACAGTGTAAGTATAGAATACGCCAACCTTGAAGGTCTGCGCTGTGCTCGGAGCTACACTCAGCAGCATGGAGCAGGGGGTCTAAGTGCTCTGA 
GGCTGCAGCCAGTCTCCTTCCACACATCCCGTTTCCATGCCTTACACTTGTTCCTCGACGTGTTGTTCTCTCAGCTGAAGAACAGAAACGTCTG 
CGTGTGTCAGATGTGCGGCACACAGAGCTAGTACCGATGATCTGTTCCATAATAGCAGGCGCTTGTAGTGTCCAGCATTAAATTGCCACTTCTG 
ATCAGGTTCCTCCCAGAAGACTTCAGGAAGAAGTCTTGAGGAGACAGACAGAAGGCTGCAGCTAGGCAAGTGGAGGGAAAGATGGCATTTGAAA 
CAAGCCGATACAACAGAAGGTCTGTGATCACGCCAGGTGTGGTACCTGCTACAGGAGCGAAACGCAAACTAACCTGGATTAGCTGTATGTTTGC 
AATAGGAAAAACCGAGGCTGACTGGATATGTGCGCCCTGGAAACCAGGTGGTGGATTCTGATTTAATTCAGTTGGGACCCTCCCACATGGCTAC 
AGAAGCTGCCATTTACAAGGATTAATTGGAGGGGCACTGCTGAAGGCTAGGTACCAAGGCAGGGGGACTCGGCAGGGGCACTGCTGAAGGCTAG 
GTACCGAGGCAGGAGGACTCAGCGGGACTGGTGACTAGAATCTGGGTAATTTTGAGAGACAGGTCAAAGAGCAGAACCAAGGTGCCAGGTTAAC 
AGCAAGAGGACAGTGGTCTGGAAAGAGCAAGGGGAAGAAAAGTCCCAGCTTAAGGTTTCTGCCCTGAAGCCTAGCAACACAGTGACCAAAGCCC 
AG AAAGGGATAG TAAAACACAAACAAATGAAGGGATTTTGTT C CTTTCTTAGATGTAAAAAGTAAGAATTAATTTCTTTTTTTCCATTTTTTAT 
TAGATACTTTCTTTATTTACATTTCAAGTGTTATCCCCTTTCCTGGTTTCCCCTCCCAAAAAAAAAAAAAAAAAAAAAAAAAAAAACCCTTTCC 
CCATCCCCTTGTCCCTCCTCAAAAAAAATTAATTTCTAACTCAGTCATTTGGTGACATTTrTCTGCCCACTGCAAGACTCTCTTATAATCTTGC 
ACATAGTAAGATGATATAGTGAAGAATAAATTAAGCTTACAGTTGGTGTATTTTAGGTAAAGCCAGGAGACCCTAGAAACCCATAAATATTTGG 
AAATAAAGAGCCAGGAGTTCAAATGAGAAACATCTGAATGTGCCCATCCCCCTCACACACGCAGCAGGAAAAAT'rAGTGACAAGAGAGGACATA 
GTGGAGAGAAGAGTCGGGAACACTGAAGCCCCAATGGCTGTGGTTAGAGTGAGTGGAAGAAAATTGGACATTGGAGACGAGAGAGACAGGAAGA 
GGCTATGCGTAGATGAGATGCTAGGCCTGTGGGGAAAACTCCAGGCTCACTTATGGTGGGAAGGAGAGAGCAAGCCAGCTCAGCAGCGGTCAGG 
TGGGGTCTTGTTGTTGTTACTGTTCTTAGGGACAAACTTAGGTAATTGAGTAAGACCTGCCATGCCTCTTCCCCTGACTAGGCACACAGATGAT 
TACAAACCTGCTTCGATGGTAAGGACCAGTGCCCAGCAAGCCAGAAATGACTACTGCCCACTTCGTCTTGCTATGACTACTGCAAGGCCCCCTG 
TTGCCTGCTCTTTCTGCCACCAAAACCACTAACATCCCAGTAGCAGCCCAGGAACTGCCCCCTCCGTGGTCCCCTGAAGCATAGCTATGGCTCC 
CTCTACATCTCTCAGATTGACTCTGACACTAAGGGGCTCTGAGTACTCTGCATTTGGTATTAAAATTCGGAATCTGCAAGTGTTTAGGTTTCAT 
TAGTGTGTGGCAGATGCTTTCTCATTGTAGTTAATTAGCAGTTGTTAGACCCTTAAACAGGCATCCAGACATGACACTAGTACTGTCAACAAGA 
ACAAGGGAAGACACCTCAGAGACAAGAGAC CAAATAAGTTAC CC ATAGGAAACC AAGG GTAGTC AGCAGG AAGGAG AGCTGG AC AG CTAACG CA 
CTGCCCAGCTCTGCTCTCATCCAGTTGGTTCTCTCAGGAGTCTTCTGTGTACCAGACATGCCAGGCTCTGAGCTGGAGACACACACAGTTGTCC 
CAAAGACATGTTCCAACCCTCAGAGACAGTGCTGCCAAGAGATACACTAATGATAACCTATGCATCTGTCACATTTCAAGCTATAATAACTCGG 
AAAAACAGGCTGCTATGGCAGCATGGAGTTGGGGAACCTGTCCAAATGTTATTGATCAGGCAAAGTCTTTAAGCACGTAGCACTCAGGCCAAGA 
GCAGAGGGGTGGGGAGGGTGGCACAGCAGGGAGTTTCATCTCCTTCTGAGTCTCTAAGCTCTCTAATTTGGCCCAAATGAAGCACTTACTCCAG 
CCCCTAGCAGGACCCCTTATGTGGCCCATTGCTGGGTGACCTTAGACATACCCTTCTCAGTCTCAGGTTTTACCCCTGCACCCTGCATAGGCAT 
ATGCAGAGAGACCAGGAGAAACCAACTCTCTGACATCCCACTCTCAGAACCACACTGTCAGGCCTGGGACTTTGTACCCTCTGGAGGGAGGAAG 
CTAAGACAAGAGCAAATAGAAGTCGGAAACTAAGCACTGCTTACTTCTTTTCAGTAATAGCTTGTCATTGCTTCATTTTAACCTTTTGTCTTGA 

GGTGGATCTCTTGAGTTCAAGACCAGCCTCATGTATATTGTGACTTCCGGGCAGTAAGCGACACAGAGAAACCTTGTCrCAATAAACAAAAGAA 
CAAACAAAAGTTGTGTTGAGGCTGGAGAGATGGCTCACTGTTCAGGCTCCAGAAGCCCTCAGTTCAGTCCCAGTACCCAAGTCAAGTGGTTTTA 
CAAC CT CCTAT C ACTC AG ACTCCAAGTG AGTCC AC ATTCTC CTTC CGC CTC AG AGGGC AC C AG CACACAAGTG CATAGACTTAC ACACAAATAA 
AAGAAATGTTTTTAAGCTTGTGTTGAAGGTAGCTACTAAAAATATGGACAAAGCCATTCTTTAAATTTTATCCTTTTAAATACTTGTTGCTTGG 
TGTGAAAAATACTTTGTCTTACAAAGCAATAATGCAAACTGACTGTATGTAAGTCCCCTCCCACCCATCACATGCATACTCACTAATGCCCTCC 
TGTCAGAAACCCTCAGATGATGCAGACTCTGTTCTTTATGTAAATTTTGCGTATCTTTTTTGTCATTGTTTTGTCTTTGTTTTGTGATTTTTCT 
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GTGTAACAGCCTGGCTGTCCTAGAAGTTGCTCTGTAGAGCACGCTGGTCTAGAACTCAGAGATCCACCTGCCTCTGGCTCCCAGGTGCTGAGAT 
TAAAGACATGTGCCACCACTGCCTGGTTTAATATCTTTATTATACCTTAGAAAATGAGAAAATGAGAAAGCAGATTAGTATAGCTGGCTGATAC 
ATTTACTTTTTAAAACCTGAAATCTTAAAAAATCTTTACTCAGAAAATCAGAGTGAAAGCCACAGGTTACCACATCTGTAATCCCAGGACTCGA 
GCCACAGAGGCAGGAAGGACCAGGAGTTGGTGGGCACAGCATCTTCAGCTACATGAGTCTGTCTCAAAGAAGGGAGACCAAGATAACTGTCTGA 
ATTGTGCGTAGTTTACTGCCAGAACCCCATCCACTGGCCATTGTTGCAGGAGTCTGAGGAGGACCCCAGGATTCTTTTCCTGCCATTTATGGTA 
CAGGGTTTTTATGTATGCCAGAGAGAAATATCCCATTTTACTTTAGATATTGTCAGATTATAGAGCCATGGATTGCTCTAAGTGAGGATGTATT 
TAATATCTGTCCATCCATTCATTTATTTATGAACAAGAGAATTCCAGCTGAGGTGCGGTCCTGGCTGTACACTCGACACTGAGGAAAGCCTGAC 
CCCCTGACCCCAGTGGCTTGGAGTTGAAGCTGGACGGACAGAATACCAAGGACAGAGAGCTGTGTAAAGAATGCTTTTAACGAAATGTTAAAAC 
AAAATGACTG CT C AG AGAATC C CAGATCATG CAGGCGGTCGC CAGCACTTAAGG AAAG AG AGAAACTCACTTTAAATGG AATGC ATAAGAGTGG 
AAGAGAGTGATAAGCACTTGCCTGCTCCAGTGTTAGGGTGAGATGCCACAGAGAGAAATCAGAGGATTTTCTGCAATTTTGATTTCATACTGGC 
ATGAAAGAGATGGAAAAGAAAATTGCATTGCTGGAAAACGCCAGGGTATATTTGTTAACATTGCTATGGTGTACTGTATTTAAAGCAAAAATGT 

TGATGCTGTGACAATTCTGATTTTTATCAGCCTTTATATGCTTTGTGGCAGCTCCTAAGCATCATTAGTGTGATTTCAGCATGCTATTGTTTGC 

ATAACTAATACAAAATCCTTGTGTTTTTTTCCTTTGGGCTGTTCAAGCAGTGCCCAGAACTGCTTTATAGTTGCTGACCCTAACATGAAAACGC 

AGGCTGCTAGGTCCATCTTCATCTGTCCACATCTTTCTAACTCTGAGACAAGCAGGGTGGGCTGTGCCTGTCCTTTAGATGTGGAAAGCGGATT 

CTTCTAATAACCAGAGACTCTTGAAAGTGTCTCTGCCTTTGAAATGAGTGTGTGTGTGTGTGTAATGTGTGTTCAGGTGTGTGTGTGTCTATGT 

GTGTGTTCATTTGAATAAGAATGGTCCCCCACAGGCTCATATATTTAAATGTTAGGCATCAGACTCATAAGCTGCCATCCAGGCATGCCCTGTC 

TAGTAGTGTTATTCACTTGAACCCTCTCTGGCTGGTAGGAGAAAAATAGGAGGAAAGCAGTCACACAGTGCAGAATGAAAACGTCCCAGGAATA 

AAG ATGGACAGAATGGGTAGG AGG AAGTG AG AAGT CAGC CACGGG C AAAATC ATTT CC CCATGGTATGTGT AAG AAATAGAAAATATGGCCCAT 

TTCAGTATAATGTATGGGCTCTATCCATTCACTCCATCCTAGGGGAAGCTGGAACTTGTGTGATTTGTGGCACCTCA'TAAGACCAATTTGTGAC 

TTTATATACCTCAGGACAGAGGAGAATAGTATGATGACCTAATCCTGTGTGTATTTATTAAAATATAGCATTATTTGAGAGAGATATGGGAGTA 

TTCATGTATACATACATATTATCTTAGACACTGTTCTGTTGCTATGAGAGACACCATGACCAAGGCAACTCTTATAAAGGAAAGCATTTAATTG 

CGGATGACTTACGGTTCAGAGGTTTAGTTCATTATCATCATGGTGGGAAGCATGATAGTGTGCAGTCAGATATGGTGCTGGAGCGGTAGCTGAG 

AGT T CT ACAT G C AG AT C C AC AG G CAT CAG G AAG AAT AC C ACT AG CCTGCCTTGGGCTTT G AAAC C C C AG AG C C C AC TG AC AC ACT CC AT C CAT A 

AGGGCCACACCTACCCCAGCAAGGCCACACCTCCTAATCTTTATAAGTAGTGTCACTGCCTGCTGACTAAGCATTCAAATGCAGGACCCTCTGG 

GGGCCATTCTTATTCAAATCACACACACACACACACACATGCACAAATCAGGAATCATACTCCAGACCAAGCACATACCATTCAGTGTGATCAT 

GGAATCGTGTTCAGAAAGCTAGCTAGCTCTTCTCTTTACTGACATACAAGAGTTTTGAAGTCCAACTCTTTGAAGAAAGATTTAAAGTTATTTG 

CTTAAAGTCACTGAGCCAGGCCCAGGGCATAATTCATCGCCACACCCGCTATTCCTTCACCATCTTCTTCCTGTTCTCGTCCCCCAACCTGTCC 

CCTGCAGATGACTTTCCAATACTTCGTCTTCCCTCTTCACCCCAGTGTAGGATCTCCGGCTCGTGAGTAACCGCGTCTCCATTCTGCAGGTGCG 

AAGTTTCCCATTAAGTGGACAGCCCCCGAAGCGGCCCTGTATGGAAGGTTCACAATCAAGTCTGACGTATGGTCTTTTGGAATCTTACTCACAG 

AGCTGGTCACCAAAGGAAGAGTGCCATACCCAGGTAAGGACACAGACCCGAGAAACGGTTTGTCTGTTGGGTTCTATTTTAACTTCATTTTACA 

GGAGTCTTGCCCAGCTGCCTTTCTAAGCCCTGTGCTCAGCCTTCTGCCAAGGTATTTAGCCAGGGGAATGCAGAACTCAGAATTGCCGTGACCT 

GTACACCAAATTCAATGTGCTAAGCAGCTGGTATAAATGTTCCAGTTCCCACAGGTCATGGAATTTGTCCTGTCTCAGTAGGTGCATGTGTCAT 

GGCTCCCACAGCAGAAATGTCCCTGGCAGAGCCTGTGCCCAAATGGAGCTTGTAGACACGTCTGGGAAAGGGAAGGAGAAAGGGTCCTGTTGCC 

TTTTGATCTCGTAGCACTGACCCACAGAGCAAGCCTGGCAGGAAGATGCCCGTCCTGTTCTCTCTGAGGCTCCAGCCCCAGATGGCCCCAGGCG 

GAGGTGCAGGAAAGGCAGTTTAGGCTGACCAACCCATTCTCTGCCTGTGGCTGAATGGCCAAGATACACAAAATGGAGTGTATTATGAGGGTGC 

GGGGGCCTCTGGGAGCeTGCAGTTGTTCTGGGCTGTCAGATGCTCCCTCTGTGAAGAAGCTGTGGGTTAAGGTTGCCCATGCTTAAATTCATTA 

ACTTAGCCAGACGGAGACATAAAGGACACGCACCATTTCGCCTCCACACTTTACTGGTTTCAGGGCAGGGACGGTCTGCTTTGTGAAATGTTAA 

GGACATATTTTTCAGTTACTGCTGAGCAAAGAAAGAGCATAGCTGGCTCACTCCCTTCATTCCCTGCCTCTTAAAAAGGGAGAAAAGAAAAGGC 

C C ACAGTG ATGGC AC CGATAGTAGAGATTAATG AGG AATGTAGGGCTCTTGCAAATCCTGGGCTTGT AATC ATAT CTCTGC AGTC AGAGGAG C C 

AGCGAGAGCCGATTAATTTGTAATCCCTTTGTTCATTTTGTCTGATTGTTTCTGGTCATCATCAGAGAACAGAGAAGTGTTCATAAAGAGCCCC 

TCTGTCTAGGCTAGTACAGCCTCAAGACCTCTAAGGGAGGAAGATTGGCACTGAGGCAGGATTCACAAGTGCCAGGCTCTGAAGCGCCAGCCCA 

GCATTGGGAGGTGTGGGTGTGTGCGTCTTCTTTATTGCTGCTGCTGCTGCTGCTGTGGCTGCGGCTGCTGCAGCGGCTGCTGCTTCCGGCATGC 

ACAAGTGGGCAGACACTCTGGGAATAGTCAACTGGCAGAGAAGAAAGGGCTGCCCAGGAGGGGGTGGGGCCCAGCAGGGGTGCTTTTGAATTGC 

TTCTCAAGGATGAAAATATACCGTCTCCAGGTTTTAAAAGTGAGAAGGCACTTTTTAAAAATTATTATTGTCTATATTTTGAACTAATTTCTTC 

CTGATCTCCCCAGGTTTATAGACACCCGGTGTGTTAAAAGCAATCACAGGAAAAGGTTAATGTTGTTTTGCATTTCCGTGAAGCTTTCTCTTAC 

AGTAACACAAAGATGCTTTTTGTTCTTGGGTCACACACACACACACACACACACACACACACACAGAGGCCAAGACAAAGAGGTGGGTGTGGGG 

GCTCAGAAGAGGAAGTATTTGGAGACCGGGGTTTTGTCAGGTTGGGTTTTAGCACAAAGAAAATAACCTAGGTTTACAAGTCTGAGTGGATGCC 

TTCACTCAGCATCATTTTGTGTGGCCTGGCCTAGCATTTGTTCCCTTGGGAAGTAGCACAAATGAGCCATTCAGCTCTCAGGTGGCACTGATGA 

GTTCCTGTCCCCGAGCAGGTACTATTCGAGCTGGAGGGAAAACCATGAGCCACTAAATAGTCCTGCCCTCACGGAGCGTTACTGCGGGAGAGTG 

TTTGTGCCGTGCTTATGGAGGGGAGGTTACTTAGATGGGCAGACTGTGTGTGCTCCCCGACCTGAGTTCTCATTATATATATGGCAGAATCGGG 

GACACAAGATAGCCCTTCATTGAGAGACCCATGAAGAGAGCAGAGGAGTTAAGTGAGAACTGGGTCCAGCAGAGTATGTGTATTTACTATGCCT 

TCCATGACTGCAGCTGCCTGCAGGGGCCATGGGCAAGGGAGAAGGCAAGTAAATGAGACCATGGAGAGCAAGAGGCTCGCTCACGATGAACAAG 

ATGTGTCGTCCTGCCTGTCACCCGGAAAAGCTGCAGAGACTGTAGGGAGGGTCTGAGACGATGGATGAGGTGACGTCCTTGATGGCCTTAGAAA 

GGGGACCGAGCCAGTTGTGAGGGGTCTGTGTGCTGCCGTGAAGAGCCATTGGAGCCTGGCAGGTTGACTTGATGGCCCAGAGAGCTGCCTGCAG 

CAGAGAGGCCATTCCAGACCTGTTCTCATAGCCACGGACACTGCTTAGTTTTATTTTGTAACTCAGCTACTGAGTTGGGCTTCTGAAAGTGACA 

G AAACT CTAAGGGAGG AG CTC CTGC AGAGAC ATTATAGTTACAGGGTTG CT AG CCTAGCAGAGGGTAGCACTTAGC ATTGTC CAC ATGTC AC C A 

TGGTTGTCGCTGTGGCCCAGTCGGCCAGCCTGTGCTGAGTGCTCACCTTGCTTCAGCCCTCCTGCACTGGATCTCCCATTCCCTGCTGGTGGGA 

GTCCAGGAGAAAGTCCAGGTCTCTGTGTATCAGATGCTTCCATTATGCACTTTGACACACTAATTTCTCAGTTTCCTAGAACATATTTTCATGT 

AATTCTCTTCTCAAGAATGGAAGGTGGTGATAAACTTGCCTGAGTTCTTTCATACCTGAGATTGGCCCTTTGTCCCCACGTCACATAGGAAAGT 

GCTCTGGCTCATAAGTGACAGTGAAAGGAGATGGGGGCTGACTTACAAATGAGCTTGGCAAAGATCCCCAGACATTTCCACCCAGCATGTAAGT 

CAGTGCAGTCAGCGTAGAAGGGAGCCTTGGAGAAGAACTGAGTGATGCTAGAGGCGTGGCCAGATGAAGGGCAACCTAGCACTGAGTAGGCGCT 

GCTGGTGTCCTCAGGCTGTGCTCACTGAACTGACCAGAGACGGAGGAAGGAAAGAAGGACACACTGAAACTGAACAAGGCCTTGAAGCCGTAGA 

GGAATATTGAAGTGTTGTCCTGAGGTTAAAGGGAGCTGGTCAGGTCCCTATCCACTTCCAAGATGGGTGACAGAGACGGACACCATTGCAACGC 

ACAGCTCGCCTGCTGCAGCCCTGTGGGCTAAAAATGGGGTCCCGCATCCTGCCCAGGGCTCAGGCTGCTGGGTAAGGCAGGACATGGGAAGTCT 

GACTTGGTGCACCCCATGCCACTGTCAGGCTTGAGAAGCTGCAGGACCCTGCTCTGGGGGCAGGGTAGCTCATTCTGAGGTCTCTGCGGACCTG 

CCGGGGTTGGCTTGGGGTCCCCGGGCCTGCACAGAGGCTGAGGACAGCAGGTTCTAGCTCTTGGGTACCACAGAATGCCTCAGAAGAGCTGAGA 

ACAGAGTAGGGGCCTTAGGGGCTGGCTCTGGAAAAGAGTGGGAAGAGAGCTCAGGCTGGTTCCCGAGGGGAGGAGAGTCTTTGGCTTGCTCAGT 

GGTCAACTCAGGTTGGTTAAAAGGGTGGCTGAGAATGCAGAGAGGCCTTCTGTGTGAGATTAGGTTCTGTTCTTTAGAGCATTGTTCCCCACTG 

CGGGTCCCCATGAGAAGAGACAGTCCATGGTCTTAAGGTGTTTAAAGAGAAGGAAGAGACTAGGGAAGTAGAGACCGGCCATGGCCACATTGGA 

GGGAGGGGGGTGCGGAGAGGAGAGCAAGAGAGAAGCAACCCAGAAACAGGAGTAAGAGAGGGAGTAGGGGGCAAACATCCCTTTTGAAACCTGA 

GCTTGCCAGGTAACGGTGGGGAGGAGCATATCTGGCTGTTGCCAAGTAACCGTGGGGGTGGAGTCCAGACAGAATACCAGGAGCTTGGGGCCCT 

GTGTGACTGGTGGCCACAGAATTATGGAGCTGGGGCCTCATGTCAGGAGCCCAGTGTCTGGGGGCGTAGCAAACGCCTTCTGTCCCTTGCAGGA 
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AC&CCTGCTGGGTCTCCAGGGTTTAAACCTAACTCAACCAGA 

CTGGAGTCCAGCCTGCTTTCTGTATGCAGCGCTTTAAGTGTTCTTTGCATCGAGATTAGAACTGTGTTTAGGCTAAGGGATTGTTGTATGTGCG 
CAATGGTAATGCTGGCGCCAAAGCTGTTTCCTGAGCTTGCTGAGTAAAATCGTAGCTTTGCATTTTAGCATGACATTTCACGTCTAGAAGCTTT 
CTCAAATTCTTTCCCCCTCCGCCTTCCCTGCCGCTGCCTGTATCAGGCTGTCACCACTGGGTGGTGACCTCCTAATGGAACTTCCTGCCCCCCC 
CACCCCGTTCCTCTCCCTTCCTCCCCTCATCCTCCACCATTTTGTCATTGTCGCCAGCAGAAATGTTATCCTGGAAAACAGATGAATTATCTCA 
CTCTGGTCCTGATTAAAGATGCCAAGGGCTCTTGCCCTTGCCCTCCAGATAACTCCAGAAGGCCGCACCCTGCACAAGTCCACAAATATTTATT 
GAATGCCTGTTATGCATTGAGTGCTTTTCCAGACCCAAGGATTATAGCAGTGAAGTAACACGAGAGTTCCTGCCCTCAGGAACGTTTTTTTTTT 
CTTG AAGAATATAGGC AATACAAAC CAACAAACTACACTC ACC CTGG CTAGTAG CATTGAGTGG AG C AAAAG AGGAATGTGGTTAGGAGATGGT 
GACAGTGGAAGTCACTAAGAGGTGCTCGGTGACTATAACTCTGATAGGAGGTAGCCTTGGGCCAGGTGGGTGTCTAGGGGCACTGTGCCACCTG 
CAGGGAGCCAAGGAGCCAGGGAGCCAGAGGCCTGGAGCGATGACTGGTGGCTTGTGGGGTTGTAAGCAAGCATGCTTTTTACTCTTTTTGTTGG 
GGTTTAGTTTTGAGCTTGTATTCTCGTTACAATGTTTCTCCTTGGCCTTTCCTCCTTCTAAACCTTCCTAGTTACCCCTCCCCACACACTCTTT 
C AAACT CAT AGCCT CTTTTTTCATCAGTTG ATATTG C ATGC ATAGATGTGTCTGTATACAC ATG C ATATAT ATTTCTAAATAC AG CCTGCTAAG 
TCCATACAGGGTTGCTTGTGTCACCATTCCACACTAGATGACGAGTTGGTGTGCTTTTCCCTGGGGAGGGCCACCTCTCGCTCCAGCTTCACTC 
AGTTGCCAATAGTTTTTGTGTAGGGTTCAGGTCTCATTGGGCTTTTTTTCCATTCAGTTGACATAACCATTGGTGTCCTCCTTCGTCAGGTCAT 
GTTTAGGCAGTGATGCTGGTGAGACTTTACAGGCGTAGCTTCTGATGTTACTAGGAGACAAAACCTCACAGAATGCTGGTCCCCTGGCTCTTAG 
AGTCTTTCTGCCTCCTCTTTGCAGTGTCCGGAGCCTTAGGTGTAGCTGTGTATTGTAGGTGTGAGTGTTCTCCTAACGTGTGTGCAGTGAGCAG 
TGTGAGGGGAAGACTTGACTTCGGGTGTCTCTGCTGTCTCTCTCCCTTTACATCTTGGACACCCCAAGGAATTTGTCTATGACAGCATCTCACT 
GGGTTAGCCGAGAAGTGGCTATGTAGACCAAGCTGACATCAACCTCACAGAGGTCTCTCTGCCTGCCTCTGTCTGGAACTCCCGGCAGCTCTGC 
CTTCCTTGAGAGGAACGGGGCATCTTCCATGTTCTGATTCCCAGCAGTGTCTGCCCACAGTAGACTCTGTAGAAGCAAATAAAGGGAATGTGTG 

CAGAGCCTTATAACTCTGCCCGGTTATCCTCACATATGGCCAACACGGGGTGAGTGTTCCCAGCCGCAAGGTAGCCTCTGTCCCCAGAGTTCTG 
AGAAGTTGACCCCACGTTCAAATTTCATATTCCAGTAACCCGATAGGCAGAATGTCCTGGCCATGCCAAGCCGTGGCCCTCGACTGAACACCTG 

CAAGTGTCAGCTGCTTAACTTCCTTGAGCAGAACTAGTCACTTGGTAATGACCTGGAGGAGTAAGGTGAGCAAGCAAAACTGCTCGCACCTCCT 
GTAAAAGCCCAAGCGCCGCTTTTTGCCCCCTTCCTTCCCCCCCCNNNNT^^ 

CTTGTGTTCAAGCTGCTGACAGGGGCAGACTCCCTCAAGGAGGCAAGTGTGGACTGTCCAGGTAGAGGGGCCATGAGAAACAGTCTGAAAACAG 
CTGACCTTAGCAGTGCATGATGGGTCCTCTGCCTCCGCAGCCCATGGGCCCCAGGGCCAAAGCACTGCAGTACACTGTGTTCCTTCAGAGAGCT 
CGGAATGCTGTCTCCTCCCCTGCAAGGTTTCTCTTGGCTGACGTGGCTGATAAGGGGAAGAAAGGATAGGAGGCTGTCCGTGAAGCTGGAGGGC 
ATAAGAAGGGGCAGTCTCCCAGTACAGCCTGAGCGCAGCGCTCTGCCGCTGTCTGGTCTTAGCTGTGGTCAGGCCCCTGCCTCCCACACTGGCA 
CCTTCACCCTCTTTTTTCACTCCTCTCTTCAGAGGACAGAGGAGTTCTTTGTAGCACTGTATTATCGAAAGCTCAGGCTTGGAATCCCAGCACT 
TGGGAG ACAGGAGC AGG ATTATTACTGTT AGTTTC AGGT C AG C CTGGGCTACGTAGCAAGCCCTTGTCTC CAAAAATAAAGAAAAAG AAAACAA 
GAAAGGAAAAGCCCAGAAAGTATAATGCTGCATTATCCACTTCAAATCACCTTTGTGTGCCGCAGCTCTCCCAACCAGCATTTCTGATTTTATT 
AATAC AGCGGTTTTAATAAAAACTG CTG CCCCAGGTGACTGGTG AGGGGG CT AAC AGTAAACAAAACT AGTAATTATTGTCTTCTC AGGGTCAG 
TCCTTCATCTCCATCTGTACCCTCTGGTCAGTATCCCTCTGCTCCACATTTGTACTCTGATCCATGGAGTGGCTCTCCAAACCTCCTGGTTGTT 
CCTGTAAGATAAGGGAAAACACTGGGTAATCTGATAACACATGCAGCGGTGCACTGCAGGCTCGGTGAGCAAGCACCATTAACTCCACTGGCCT 
CTCTCTCAGCACCCGTGTGGCAGCTCACAACAGCAAGCAGACAGATGGGTTTTTAAGAGAGCTTATACAGGGAAGCAAGGGGCCTGAGACAGAA 
GG CC CCATCC ATACAC AATATAGT AT C ATT CTCTTTG AATG AAAAGCTCAGTTCGAAAAAG AAATTTGATATC AG ATAG CCTG AGTATCATCT C 
CATTGTTAAAACATTTATTTACACCATGCAGTTGTCCCGATTCCCACAGCCATGGTGAAGTCCACGCATGACTAGAAAATAAACCACAGACTAC 

GGATAAGGTGTTCTGTTAACAAAAGGAGGCGCTGAGGCTGGAGCAAATCGGGTCCCCTGCCAAGAGGTACAGAGTCTGGAAGTGACATCTGTTC 
GGCGTTCTGCCTGTTGAAGTGGCTTTTGTTCCTTTCCTCAAGAGCCAGAAAGAAAAGTGAGGAGGGTCTACTGAGTTCTTGGACAGCTCAAAGA 
ATAATACTGATGCCTACAAGAAGAGGAGAGGCAAGGACCCAAAGGATAAGGGAAAGAAAACATGGGTACATATGACAGTCTGCGTGGCAACTGC 
ACAATGTCTGAGTTTGAAGGAAGAGTTGGAGAGCTGACTTCTCGTGTTTGAGAAGGAAGCCAGCAAAATGACTCAGAAAGAATAATACAGAGAT 
CATGTCAGGAAGTGAGTGCAGTCCACTTGGCCAGAGGCTCGCAGCTACAATGTTTTAGGCAGAAGGACTGGAGCTGTTACAGCCATGACCATGT 
TTGAAAACATGAAAGAAGGAGTTGAAGGGACATCTCAGAGCAGCAGGTTGTGGAGTTCTGTGAACTCAGGCCCATCACCTGGGTCCTCGGAAAG 
AGTGGAGACATGCTGTTCTCCTGAGCTCTGGAGCAGAGGAGAGCTGAGATCAAACTGGGTAACGGAAGGGTATTTTTTAAGAATATTATCATGC 
ATGGTGTACTTAATTGAAGTACTGTTTATGAATGGCAAACTCACTGAGTCCTTGCTGAGCCAGAACATCTTGACCATTGCAAAGGTTCACTGCA 
GAAGTGGCAGGTTTGCAGGGCCGCCCACCCACGTGTGTTCTGGCCTTTGGTTGGTTGGAAGACAGCTATTCTGTTGCACTCGTCACTCAGTCAG 
TTGCAGTGTCTACTCTTTTGACAAAGCTGCCGTTGGTATGTGTCTGTTTCAGCCAGTGCGTAGAATTGTTCATATATTCCCTGGACTTTGGGAG 
GTCTGGAGAGAGTACCTGGAAAAATAAAAGGAGAAATGGGGTGGGGGTTGGGTGCTGCAGGAAAGGAGGCAGCAAGCTAAGAATGCATATCAAA 
GCTGACAGTGTGGCCTTGCAGTCTAGTCCAGTCCTCACTCTGCATATACTGAGTATACTGCATATATTCTGTCCCATGGACGGAGGCCTTCTCA 
GCAAATGTGACATGCTGTTTTGGGTTGTCACATGTACTATGTCCAAGTCTTGGGTGGAGCACTGGAAAAATAGGCTTGACCCAAATGGCCAGTT 
AAACTTTCCATTGGCAGAGACTGAATTAAACGTTTAAAGAAAAGAAGTATTTCCATTTGAGGAATTTGGATTTTTAATGAAATAAACCATTTAC 
TGACAAAAAATTCACGGAATTCTGGGAAAGTAGTTAATTGAATCCTGTGGTGCTGTGCTGTGCACTCAGGGCCAGGTTAAAGCCTTGAGATGTA 
TTTGGGGAGCGGTTGGAGCGGTTGGAGCTGCTCCCTAGAAGCCAGATTCTAGGGAGAGTCTACTGTCATACCTCTGAGCTTCAGGCCTCTATGG 
ACCTTTCCTCCAGGGGCTCCTGGCAGGAGCCAGAACAAGGGAGATTCCTGCAGACCCAAGCTGTGTAGTTCCAGAAGCACCATGAAACTAAGAG 
GTTTATCTACTTAATTGTGCAGCAAGGAATTGCCTGAGAGAATACCAGCCCCTATGTATGGCTGTGTTCTTGTGTTGGCCCTTTAGGCTTCCTG 
GAATAGAGACAGGTGGCTGTCTTGGAGCCCCAGCTTCTCAGCTAACCTCCCATGGGAGCAAATGCACATTGGAATCAGACATTGTTTTAAAGGC 
AGTGCACTGATGTGTTACATAACACAGAAGGGGAGTCTGGGATGGAACATAGGAAGGAAGTGCCATCAGGGCTTCACAACACAGAGGGTTTATG 
GCTGCTTCATGTTTGTAGAAATTTTTAATCCCAGTCCAATGTTTCTAGCCACTTTTGACCATTTAGTTAGCAGGTAAAAGATGCACACAACCTC 
TATATTTAGAGTAAGCCTCAATCAGCACTAGAGCTGGGGAGATACCTACCATCTATGCTATTAAGCCTACTTTCCTATCGATAACCCTGAGCTA 
TTACTTACTGTTTCATTTGAGCTGCACTTAATTCCAATTGGCCAACCCTCAGGGCCACAGTTTCAGGCCTCCTAACCCATGGCACTTCTCCTTC 
CTCCTCCACCTTCTCCTCTTCCTCATTCCCCCTTGTCCCCCACCCCAGGCCCAGGAAACCTGAACCCCACCTATGTCTCTTCTGTCCAGCTATT 
GGCTGTTGGCATTTTTATTTACCAATCAAAAATAACTTGGGGGCAGAGTCACAGGTCTACATGAAAACTCCAGGTCTTGCCCCACACACACACA 
CACACACAATATTACAATAGACAAGAAGACCAAACCCCAACAGGTTCAGCTCTGTTATTCTGCCGAGTGCCATTTCCTGAGCTTACTGGGGTTT 
GAACTGTTCCTGAGGAAGTGCTGGCCTCCGTTCCTTCCCTTTCTGTCTGGAGTATCTCAGAAGAGAGCTGCAATCCGTGTACCTTCCCTTGCCT 
TCAGCTCTCCATCCTAGATCCTGGCTCCTCAGTATCTGGGGGAGGAATTGAGCTCGTTGGCTCCAGGGAACACCCAACAGAAAAAGGTACTCCC 
ACACTGGCCTCAGCATTCTCCCAAGGCAAGGGGCTTGCCTGGCTAGAGTGAAATTATTTGGTCATATTAAAGGTCTACTTAAACACAGTCAAAG 
G AATG CTAAATTTTGTCACC ACC AGAAATTATAAGTACAGAGAATAAAAGAG C ATC CTAC AAGG ACTTAG ACAAACAG ATG ACTG AAAT AGTTG 
TC ATCC AGG AAG AC CT AGCTAGGATAGGTCCAG CTT CAAAGATG AGAGCAAC CC AGAAGC CTGGATGCTC C CTC CAGAGGG AAAC AGGAATGTG 
ACCTCTGGCCAAGTGACAGGTTCTGACCCAGTGGTCACCTCCCCCAGAATTAAAGAAGGCTGTGTTGAATATTATGTCGATTCCTTACTAGTGA 
CAACCCTGAGACTCATGCTGTAAATTACAGCAGATTCTTGCTGCTGTAAACTAACTGTCAAGAGTTAGGGAAGATTTTAGATGTCAGGCTCACA 
AGGTCTTGGCAGAGAGAGGGAGAAGGAAGGGAGGAAAGGGAGGGAGGGTAGGCGGGTGGGCGGACAAGGGAGAGAGTACCTGGAAGCAGCTGAG 
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AAGGGAGCACACTGAGTGATGCCTGCTTCAGCTTCCCATGATGCCTTCTGCTCTGCAGCCTGAGAATGTCAGCATTAGGCAGCTCCTGCAGAGG 
GGCAGGGAGGTCTCAGATGATAGATGGCCGGATGCTGTCATTCATAAGCAAAGGCCCCAGAGACACCCTGCCTCCCTGTCACAGTTCCCAAACC 
TCAGAGCACTGTGAGGGTCACCAGGCCAGATGGTGCCAAGCCCTGCTGGCATGAAGGCAAACCTCAGACGCCATGCCTAAGCATGAGGAAAACT 
GTGACATTCACTGTAGCTCTGCACATAGAAGACCTGTTGCTTTTATTCTACAGGGTGTTTGTGTGCTTTAGTCATACAAACATTTCTTTTTTAA 
TTTCTTTAACTTTACATTGGTGTTCTGCCTCCATGTCTGTCTCTGTGGGGGTGTCAGGTCCTCTGGAACTGGAACTACAGGCAGTTGAACTAAC 
TGCCATGTGGGTGCTGGGATTTGAACCTGGGTCCTTTGGAAGACTGAGTCATCTTTCCATCTCCCGAAGATTCCTTTTTAATTATGTTTCTTGT 
TAATTGTGTGAGGATATGTGCACGTATGTACCAGTATCTCCTGAAACCAGAGGTGTCAGTTGCTCTGGAACTGGAATGACAGGCCGCCTAGTAT 
. GAATGCATGCTGAGAATTGAACTTGGGTACTTTGCAACTCTAAGCAACATTGTAGCAACATTAAGCCCCTTCCCCTAGTCCTGTGTTTTACCTT 
TCCTAGTGAGTATAATTTACACATAACAAAGGTTAATTTAAAAGTATACTCCCATGAGTTTTGACTAGTGAAATTTGATTGTTCACACGGACTA 
ACTACACTGGGGTCATGGACTGCAGCCTGAGTTATTTCTCATGGCAGAGCATGGCTCCCAACCTGGCTTTGTTTTAAACTGTTTCAGTGACAGA 
AATAAGACAGAGCTTGCATGTAGCCCACACAAACAAAATATTTGCTGTTGGCCTTTCACAGGAAAAACATGGGCATTCAACCATGGCTTCTGTC 
ACGTCTCAGCTCCCTCTGCCCTTTCACCCGTGGCCCCCACCCCAACCCCAACCCCCATCCGTGCGCAGCAACCTCTGATCTGGTTTCTATCATG 
CAGTCTCTGGCCTTTCTAGGGTCTCATCCAGGTGAAATCGTACAGTGCGCTGCCTCTTGTGTCTGGCTTCTTTCACGTGTAGTGCTTTGAGAGT 
CACTGTCTGGGCTTTTGCATCTATGAGTTGTCCATTCCTTTGTTCCAGTCCTTCGTGCTGTGATAGCCTATTACAGGCATGGTTCCCCTCCTGA 
GAGGGAGGACGGCCTCCTTATGCTTTAACGTTAGCCACGTGCCCATTCTGACTGGCCCCTGTCTTCGCAGGCATGAACAACCGGGAGGTGCTGG 
AGCAGGTGGAGAGAGGCTATAGGATGCCCTGCCCACAGGACTGCCCGATCTCCCTGCACGAGCTCATGATCCACTGCTGGAAAAAGGATCCGGA 
AGAGCGCCCGACCTTCGAGTACTTGCAGGGCTTCCTGGAGGACTACTTTACGGCCACAGAGCCCCAGTATCAGCCCGGTGAAAACCTGTGAGAG 
CCTGCGCTTCAGACGCCTCTTCCCGAGGCCTCCCTACCCCTCCCCATTAGCTTCCAATTCTGTAGCCAGCTGCCCCAGAGCAGCGAGAACCGTC 
CAGGATCAGATTGCATGTGACTCTGAAGCTGAACTTCCACGGCCCTCATTAATGACACTTGTCCCCCAGTCCGAACCTGCTCTGTGAACCATCT 
GAGACAGAAGCGTGTTATTTCTCAGACTTGGAAATGCATTGTATCGATGTTATGTCAAAGGCCAAACCTCTGTTCAGTGTAAATAGCTGCTCCT 
GTGCCAACAATCCCAGTGCTTTCCTTTTTTAAAAAAGAAAAAGCAAATCCTATGTGATTTTAACTCTGTCTTCACCTGATTCAAGTAAAAAAAA 
AAAAGTATTATTTTCCAAAAGTGGCCTCTTTGTCTAAAACAATAAAATTTTTTTTCATGTTTTAACAAAAAATGATCAGGACAGGTGTTTGGGT 
TTTTTTTCCCTTTTTTATACATATGATATATATGTTAACATATGTTCCTGTACATACACCATGTGGGTGCTACCATGGAGACTGGCCAGCGTAG 
m GCCACATAGCTACAGGACCGGAGTGGGGATTACTGCAGAACCCTGCCAGCAAAGCACTGGTGTCAGCCTGCAAGCGGGTGGCCTCATTTTTTGA 
CTTCTACGAAGCATGACGTCCTCTCCATTTGGACTGCACTTTTTTGGTTCCTAATCATACCTATAGATTGTTCATGTGACTTTTTTCAGGTCCC 
AGGGCCTAGTCACGAGTTTTAGTGCCAGTTTTTGCTCCAGCGAACTGTGATTCGTTCTTGAAACTTAGGAGTGAGCATTTTAAGCAAAAAGCAG 
CCAGCCAGTTCTACCACAAGAGCTGCAAGACGGAGACCACACAAACTTCCTGTATAAATATGAATGCTGAAGGGTTCAGGTGTTTTCCTTTTAT 
TTAATAAATCTTGTAACCACATTTAAATGGTCTAAACCCATAGCATTGTAGTCATGGCAACCTACTAAACTTTCTCATGCAACTAAAAATTATG 
GGAAGGCAAGGGTGGGGGGTTGTACACGTCCCATTGTAAAATAAGTGTTTTAGTGTCCTGTACTGCTAATGAGTGACTCTCCGTGTCAGGAGTG 
CTCCAGTGAATAAGTATGCACTACTTTACATTTCATGGGGGTGCACAAAAAAAAAAAAGTATTACATTTTTAGTTGCTGTTTGTACCAACCTCG 
AATTACGTATGTTTAACAACAAATCAATTCCTATTTCTATTGAGTTTTTTAATACTGACTAGGAATTCTGAAGTCTTAATTCCTTTTTTTTGTT 
AATGATTTACTTGTGAGTTTACATTTTTAAATTGTTTAACTTTCCTAATTTAGTAATTAAAAAGAGAGCATTTTACATTTGAAAAAAAAATT'TT 
TGTTTATTTGTGTACACCACAGAAGGTACCCTAGGCGTTCTGTGACATACCTGGCCCGTCCCAGATGGTGAGGAAGCAGCTGGTAAATCGGGCC 
ACTGTGGAGCGATTTCCAAACGACAGAAACATGCAGAGCATCTGGAGACCCTCCCCACCAAAAGGCAAAGCAGTTATCTGGCTAACTCAGAGTG 
GCTAAAGCAAAACTGGGCGTACTTGAGCGCCATAGTGTATCCCGCACTGTCTCTCGCTGGAATTCACCGTGTCCTATTTGTACAGGAGACAGTA 
GTCTTTCTTGGTCTCAAGTCATAAATACATTTCCAAGTATCCTACTTCTAAAATGAAGTTGCTAAGCATGTGACCATGTGGTATGGGGGAGAGG 
GGGAGGGGGGACTGGGTAGCCATCCAGGCCTGGATCTACCATGGTTCCCTGCAGAACTCCGAACCTCCCCTGCAGGCCAGTGTGTCTGGAGACA 
AAGTACAGACAAGATGGTCTCCCAGCCTCTGGCAGCCCTGCCTTCTTACAACTCTAAGTCCACCGTGTCATATGGAGCCATATAAGGAGGAAAA 
TCTTTCATTGTTGTGGAAATAATTACCTTTAGAAAAGATTATAGCGTTTTGGGGAGGAAGATGAAACATTTTTTAAATCAAAATTGTTACTATT 
TTGGATATGAATACCATTGATAGAGTTTTGAAAACTTACGAGGTGCAGTTTTTATCACATAGGATTAGTCATTAGCAGGTTTTAGATTTTTGTT 
AAGATAATTTTATTTTCAATCCTCACTTTGCATTAGACAATTTGCAAATATTGCCTGGAGGGTTTTTGTTTTGACTCATTGAAAGTCTTTGAGG 
GAAAAAAAAATGCACTTTTAATTTCATACAGCTTTTTAAArrTCATCAAGTGAGrTCTCTGTGGGTTCCTGTATATAAAAGAAAACTAAGGACA 
TGC ATC ACTG AGAG AG C ACG CTTACG AGGTCAGAGTC CTGG AG CACTCT AG AATAG AAG AACTAC AGTC AGGAAGAAACC AAAGAAATGT AC AG 
GTTTTTCCAAGAGTCCAGTGTGCTTTCTAGGGAGGCTCAACTCCCATGTGGAAGTGTCTGCTTCGTAAGTGATAGACACTGGGATCGGGAAACT 
GAAGTTGCTCAGCAGAAAGTTCTCTTATGACAAAGGAAAAATAGCACTTACTGTGAAGCAGGTGAAAATGTTTGGGGAGAAAACCTGTTTGTTG 
TTTCTCTTTAAAAAAAAAATAATAACATTTTTATGTGTATTGGTGTAAGGGCGTCGGATCCCCTGGAACTGGAGTTACAGACAGTTGTGAGCTG ' 
TCArGATGGGAACTGAACCTGGGTCCTCTGGAAGAGCAGCTAGTGTTCTTGACCACTGAGCCATCTCTCCAGCCCCTGTTGCTTTCGTTTAGTA 
ACCCAGAATGAGGACTAAGGACTTAGTGTCTGAGAGCCAACTGGGGTTACCTAGTTTGCACTTGGATAGCTTTTTAATAAGCTATTCTCTTAAA 
AGCTCACATAGGAAGCTCACTGGAGAAGGCCATTTTCATAACACAAGAGTAAACATTGGTTCACTCCACTGTCGTTGCACCACACACTCAGGCT 
GCTGCGTTGAGGGACCTGATAGGATCCCAGCAGATGCGGGGTGCCACATGTCAGCAGCGAGTCAGTGGACTTTAAGGGCCCTGCCCCAGTGACC 
AGGTGTTTCCATGGGGAAAGCCAAGGGTAACCATGGTCCCTCGAAACCTGCCGTGTGACTCAAGATCTCCAGGCACCTGGCTGTGTTTACTCAC 
CCGGAGACGACAGGAATCCTGTGAGTAAAGTCTTGGCAGCAGAGGATTCTCTAGTACCAGCAGAGCTATGAAATCTATCTATGATTTCTCACGG 
GGCTATAACAGCGCCCGCCGTATTAATTGGGATGGTTCTTTCCTGGGAAGGTAAGATGCTCAGCGGTACACCCAGGAGAAAAGCGGCATAGCTT 
TGCTGCAGAAAAGATGCCATGTCTATTGTTGGCCCTGACGCAGAACAAGGCGGCCCACAGGGTGGGCGTTTCCTAATGGTGTATTTGAGTAAAA 
TGGTATTTGGTCAGTTTGTTCTGGAAGATATTTTAATACATTCAGATGGCTTTTGTTGGCTTTCTTGCCACTGTGTGTTACACTGACCTTCTTT 
CTGTTAGGCTAGTGTCAGAAATATACTTTCTGGAAGGGAGATGAGACGGAGGGAAGGAAGGAGATTAGCTTTGATCCTGAAAGAAGGGGAAAAA 
CAGCCTGTGGCATCATTATCTAAGTTTAATTTTTTTTTTAATTCTCAAATGTAGATTCCAACTCTACAGAATGTAATAAAAATGCCTTTATTAT 
CTTCTAAAT ATC AAATGAACCTTCACAACTGTGTTT AT AT C AATATTCC ATGAAGTTTTATGAC AAACAT CC AAACTATT CCTCATTTTTCCCG 
ATGTATGAAATATACAGAATCCTATGGGAAGGACATGGAGACCTCTTTATATATCTTTATTTTAAAATAAAAGCGGGAGAATATAGCTAAGTGG 
TAAGCCACTTACTTTGCATGCCTTTGTCTCTTGTCTCTCTCTGACTCCCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTGTCTCTCTCTCT 
CTCTCTCTCTCTCACCCTCTCACCCTCTCACCCCACCCCTCTCAAACTCTAGGCATTGAAATATAAAGCGGTTTGTGATTTTGTAGGAACCACC 
CTGTAAGAATGCAGTCCTAGACAGCAGCCAGAACAAGCAGACTTCCTCTCTGGAGTCCTCAGAACTCATGTCACTGTGTGCTTCAAACCACCCG 
TGTGTTCAGTAACACTTCTCTTCTTTCAGTGGGTTTTCTGTGGCAGACTGAGCACTCCTGGAGACCAGAAACTGCCCAGCATTAACGATTCTCC 
TCTCCCTCACCTTGAACGGAGATGAGCTTCTGGCAGATGTGGGGCCAATGCATGAGTGGATGGTTAGATGGATGGTGCCTACCACCCAGTGGGG 
TGGCGCTTTGCCTTCAGATGACACGCTTATCTCAGAGCCTGCTGGGTGTGGGGGAGCTGCGGCATGCGGCCCCAGCACTAGCCTGGCCTGCTAC 
AACTCGAAGTCATCAGTCTTCAGGATAACTGTGAAAGCTTTCTCTCCAGCCTGAACCAGGCACAACCAGTGACCCCACTCCTTCCCCCAGGTCT 
CGGCACAACACCCTCGGTAGAAAGTCAGACTTCTTGGAGCGTGCTAGGTGACTGCCCAGAGTAAAAGACCAAGTGAGGTATAGTTCACAATGCA 
TGCAAGTGAGGTGCCATTTGAATTTGATAATTTTATGACAACTGGATATTCCAGTTCCTAAGATAACCATCTTTGTGTTCATATAAAAATGTAT 
CTCAACTGGGCGTGATGGTACACGCCTTTAATTCCAGCACTTGGGAGGCAGAGGCAGGCGGATTTCTGAGTTCGAGTCCGGCCTGGTCTACAGA 
GTG AGTT CCAGGAC AGC C AAGGCTAT ACAG AG AAAC C CTGT CTTG AAAAATTAAAAAAAAAAAAAAAAAAGTATCTCCATGCCCTCCAGATGTT 
CAGTGTCCACGGCCTGTGGCTTGCAATGCCCCTATTGCAGCTCTCATGACCCAGGTACTTCTGGCCTACGTGAGAAGCTCTGTATGAAGTGGTA 
ACTTATTGTAGTGTGAAGACTAAACGTGAAAAAGGTATTGTTGGCCCCTACGCATGGGGCTTTCCTGACTTCCCCACTCAAACAAGAACAGCCT 
CATGGTTGAGTGGGAGGGAAGCCAAGGGAGAGCTTTATGACAGAAAGGAAAAGATAAGCCAGCTGGAGCCTCTGGAAGCAGAGGTCAGATCAGC 
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TTTCCTGGCCAGTCTGTTGCAAATCAGAGCAGGAGGGATGGAAAGCTTAAATAAAGGAGAAGACTGAGCTGGGAAGAGAGGCGCCCTGGTCATC 
ACTCT CTGGAAGAGTGGG AGGAAGGCAGACATGAC AGGAGGTACACATGAGGACTAGTT ATTCCTTG CTTTAAACTTCTGATG AACGTT C ACTC 
CGAGCTAGACCACGTGTACCAGAAACTCAAAGGTGTATGTTAATATTCACACCCCAGTGAAGACAGAGACCCAGAGCTGTCTGTAGATGGGAAG 
CCCAGGGCTGAGTCGAAGGGAGGCACCCGTGCAGCATGGGGTCTGCAGGGCAGGCAGCACACCGTGGAGTGGGTTAGGTGTCACATAATAGGGA 
CAGAACTTCTTGCTTTCAAGGTGACACCTGATTCTCATGCATTGAACACAGAAGCTGGTCAGTAAATGGATCTGAACAAAGAAAAAGCAAAGCT 
ACATGCATCACCTCCCCACACACATCTGTCCTTCTAGATGGAGGTGTGGTAAATGGCTGCAGTCAAAGACGGGTAAGGTGCTTCGATGTGTGGG 
TGGGGGAGGTGTAGCGAGTGCATATGGAACCTTCCTTACCTGCCAGCCTGTCAGAGATGCGGTGTCACTGTGCGCCTGTCTCTGCCTCCTGCCT 
TGTGGAAAGAATGTTGGGATTACAGACATATGCCTCTGCCTCCAAATTTACATGGGCACAAGAGACCCAAATTCAGTTCCTCACAAAGGCAAAG 
CAAGCACTTTTTTACCCAGTGAGTCATCTCTCCAGTCCCAAGAATAAGGGACCAGACAGGGTGTTGATTCCCAGGGTCCCTGCTGGAGTATGAC 
TAGGAATATAGAATCCAAGAATTGCTGGCAAAGAACTTGTACTAACTCGGTCGCTCTCCCTGGGACATTTGACAGAGCTCTCCTGTTTGTCCGT 
TCTTCGCTTGTTGGCCGCTTCATTTGCTCTGTCATACAATTTGCAAATTTATAAAAGTTACTGCTCAGAGTCACAAGGTGCTCTGGTTGTTTTG 
TTCTGGGTATTTTTCCTTTAGTTAATTATCTAGTGCTTGCTCTGTAATAATCAATGGGTAGCTAATTGGAAGCAAGAGAGAATGAAATGAGTAT 

TGCATGTGTTTAC AAACAGATTCACATAAGCTTGTCACAAACCAAATCCAAGTGTATGGATCATTTTGTTTCATTTT C CAGATCCC CC CC CCG C 
CAAGGGGGTGAGTGGGCATTGGAGGATACCAGGCGGAGGCCAGGCCTCAGGAGATGGAGAACTAGAGCCCCAGCCGTCCTAAATGAAGGTGAAG 
GGCTGTCAGTTCCCAAAGAGTGCATGAGGAAATGGTTAGCACGAGACAGCACTTGCATAGAGAATCAGAGATGAGTAACAATGGTTCCTGGTAA 
ATTAG C C ATATTAC ATC ATG C AC AC AGT AACGG AGGG ACGATTAGGAAAAATGAAT ACTAATTTGCC C AAAT C CTTT ACATAAAATG C ATTGAC 
TCTTTTTTTAATTTGATAGACTTTTTGATTTTTTAAAAACATGGGCAGCTCCAGGAAGCTCCCAGCAGAGCATCATTGTGAGAGGAGGAGGAGG 
AGGGGGAGGAGGAGGAGGAGGAGGAAGATAAACCATCGAAGGCCTTCATAAGCCATTTCACCCCCCTCCTCTCAACCTGCGAATATCAGAAAAT 

GGGCAGGAAAGTGATGCTTCCTTCTATCTGTATGTCTGCGCTGACTCAGACGGTCTCTGGGTTTTGAGTAGTAGGGGGAGGATTGGAATGGAGC 
AGAG CTGTACTT AAAACG G C AAAGGC AAG AAC AAAAGC AGCATG CGTGCAG C C AAAGGGGAC CTTGG AAGTT AC AC AG ATGAAACAAAACGCT A 
TGCTTGCCTGAGAGTCTGGTTTCCAAAGCAAACGCAAAATGGAGAGCCTTGTTCCAACCATAAAGGTCTCACCATCTATAGTTCCTTTGCAATA 
AAAGGGGCCCTGTAATCTACTGTGACAGCCAGAAGCTGCACTGGTGCTCTGAATTATGATATTTGCTCACGACTAATACAGATTTTTCCAAAGC 
AGCGTAGCATTTGTAGCTATAGCATCCTCTGCCCTTTGGCAGAACACAGCCATGTCCGCCAGCTTTCCCTGCTTCCGTTCCTTCCTGTCCCAGC 
CCCCACGCCTTTCCACCTCTTCCCATTACAATCAGACCATTCTTGCTTCCTCCTTTGTTTGCTTCGGCACACCTCCCTTCATAGGATCCCTGTT 

CAGCCTCCCTCCCAACTGCTAGGATCTGGGGCGTGTATCCCTTAGGTCTCTACCCTTCAAGGCAAACCTGTGGCTGCTGGACTGCATCCTGAGC 

AGGCATCCTGTAGGAGAGTTGCCCAGTCTCCTCTGGAAACTTACTGGTCTCAAAGTTGAACTTTGTAACCCTCAAATCTCAACACTTCTCTCCT 

GGGAGCCCATTTTAGGTAGGCAGTTCCCTGACCCCAGTTCTCCTCCCTGCCTCGCCCCCAGCCCCCAGCCCCCAGCCCTGCCCCCGACCTATGA 

TTTATCAGACTTTATACCTGAGTCTCCAGCGACTTGCTATCAATCAGCTTTATGCAAATAGAAAAGGCGACCCTACCTCAACAAGCTTTGCTGC 

CATCTGCCAGGAAATTGCTACAATAAATATGCAAAAGGATAATGATTCAAATGTGAATGCCACCCTTTCAAATCCTGCAGTAC1AAAAAAACGGC 

ACAAACTGGGGTGTCAATCCTGCAGTGTGAAATCACCGGAGCTGTCCTGAAACCCTGCATAAAATCATGGCCCCATGAAGTCAGCCTTGCCTGT 

TCGTAGCAATTTTAAAATCTAAGCCTTTCAACCGTGATCAGAAACTGTGGAGAGGCGGTCCCCAGGTAGCAGCCTGTAACAATGACAGACTTCT 

TTCTAGAACTCAGCCAGAGCGTGGACTCTAGTGTAGGGCACACAAAAGCATCCAAGTTAAGGAGTGGGCACACTTGACCATGAGGGTGCTAGGG 

CAGAGACCATGCTCAACCAGGGTGGGGCAGGGGGTGCACCACACCCCTCTGCCTTCTCACTAATCACTCCAGCATCACCTCCACTTTCTGGTAA 

TCTACAACACAAATCAACCCCAAAACCTCATGGCAGAAATAGATGCACATGGGTGCATTTTGTACAGAACTCTGCAGTTCAGAGGGACTTCTAG 

CTACGACTGGCCTCTGCTCCTCAGGGCCGCAGCTGGGACTGCATGGAGGAGGCTGGGCATCTTTCACAATAGCTCCTAGCTGCTGAGCAAGAAC 

CCAGCTGGGACTGTGGGTGAGGACCTGAGCTCCCAGGTGGCCCGTGGGCTGGCTCACACCGTGGGGATCAACCGTGTTGAGACATCCCAGCTGA 

CTCATGGCAAAGCAGAGACAAGCTGCTCCCACCAAGCCCCGCCCAAACCAAGTTTCTAAACAAAAGAAATGACTGAGGACTCTAGCTATGAGGT 

TTGGGGTTGTTTTATAGCAGCTCATCACCAGAATGTGTAGGCTATCACAGCTCCCTCGTATGCCTCCCCTCATGCTGTGTCTAGGAAAATGAAA 

ACCGAATCTCCCAGGCTGCTATACTGTTTGCACCACAACCGTGAATTAGACTATACCGGTCAGATGTAGTTGTGGAAAGTTTGTAAGGCCAAAG 

GGAGGTATATG C C AGGCCCCTG AAG CTTGTGCTTGTGTATGCCCTAGGAAG CAAGAAC ATGTAGCCACAG CTCTGTAGCAGC AG CTCCAAC ATT 

GGTTTTCTGTCTCTCACCCTCCTGGTTCATGCAGGAGACCACAGTTCCGCTGTCTGAGTGGTTCCCTTGGTGAACCTCTTCCAGCCCTTCCAGT 

AAGTCCATAAATTGTTACATTACATCTCTCTTCACTTAAAAGCCATAGGGTGGGGCATGCATCCTAGGCTGACCTGAGTCAGCATCCCCAGGTG 

AGCCCCACTGTTCCATCTCCTATCTCTCTGTCCTTGCTTGCTTGCTCGTTTTCTCTCACTGGGCACTCTTGTTTTCTTTCCATGCTGAGGATGG 

AACCGAAGCCTCCAATACAATACACTTATCAAGCACTCTCAGCCCGCTGGTCTTTCTTTTAGTATTTATCTATACTTGTGCCGGTGGGTTATTT 

CTCTGCCCGTTGAAATGAGCCAGTTCAAGCCAGATTAGATTATATATAGGCAGGTTTATTTGGGTGGGGAGGAAGGGTGGNNIS^^ 

NNNNNNNNNN]^^ 

TGTATAGGGAGTAGCCTCTGGGGGAAGGGCAGCCCAGCCCCTGGGCTGGAAAGTTCAGGGTTGGGGGCAGGGTATGCCAGGTAGGAACTGAGAG 
ATGCTGGGAGAACCTGCAGGCCAGGTCTGCTTTGATGTGTAAAACATGCACCTAAGTCCCTAAACCCAACAGTGCCAACCCAAGTTTCTCATGG 
CTGAGAAAAAAGTCCATTAGCTAATGGGAGACAAGGAGTGAGGACTAGAAAAGGACACCCTCCGGGGCCTGTTGGGTTGCTTTCTTTTGTATGT 
AAAGTTTTCTAGAAACACAGCCATCCCCATTTGATTCTGTCCTGTCCAGAGCTGGCTTCACTCAACACTGACAATGTTGGGTGACTGGTTGACC 
CAAAACTCTGAAAATACTTAGAATTGTCTCTCTGTGGATTCTGTAGGCACTGTGGGTCAAGTACCGCCGCGTTCGGGCTAAGCACTTCCTGAAC 
ATCCCCGCTGTCATGGGGACTTCCATCTGTCATCACTATTAGTCTTTTTCTGCTGCTTTGTTTTGTTTCTGTGCAAACAAAACAAAGACTATTC 
TGGAACTCAGTCTGTAGACCAGCCAGGCTGTGAACTCAGAGATCTGCCTGCCTCTGCCTCCCTTACTAGTCATGGGAGTAACAAGTAATAACTT 
ACTTGT CAGTT ATT ACTGAC AAGGAAAC C AATTT AGAG AG ATCTGGG CC C AGTTGATTG AGC AC ATGG CGATG CTGTTAGC AGGG ATACAAG AG 
CCAAAGGAACAGAAAGGACTCATGGACTGGTGACTGGTGAGGCACCTGCAGCCCCATGTGCTGGGCTGTGCCCTCTCATGTCTTGCTACATGGC 
TAGGAAGGGTTTCAAATCAATACAGCATTGGGATTCAAAGCACAGTTCTGTCACCAGCTAGCTGTGTGACTCTGGGCAAGCTATTTGACCTCTG 
AGCCTCTTGCTTAGCTTCAGGGTCCTCAGTTAGTAAAGGGGACTTTTGAGGAAAAAAAAAAAGTCCTATGTGTAGGATATGAAAGCAGAAATGG 
ATAGTGTGTGGAGGTGGGGTGAGGATGlsn^TNNNNNNNNl^n^ 

NNNNNNNNNNNNNNNNNNNN^^ 

TAGGAATGAGCTGGGGCCGGGGTGGCATGGGGATGAGGTAGGGTGGGGTAAGAGTGAGGATAGGAGTGAGGTGGGGTGGGATGGAGTAGGGTGG 
GGATGGGATAGGGGTGGGGTGGGAGATCAGCA 

MOUSE SEQUENCE - mRNA 

CCTGGGCCCCGCCGCGGACGCGCGGAGCCGCCTGGGCCGCGCCGGAGGAGGGCGGGGAGAGGACCATGTGAATGTGCTCCGGAGCTGAGCGCCA 
AGCCAAGCAGTGTTTGAAAGGAAGCAGGATGCTGATCTAATCGTGGCAAAAAGTCAGTCCGACCGCTGGTTTCGAAGACATGTGGTGTATATAA 
AGTTTGTGATAGTTGGTGGAAATTTGGGAGCTTGGATAATGGGCTGTGTGCAATGTAAGGATAAAGAAGCAGCGAAACTGACAGAGGAGAGGGA 
CGGCAGCCTGAACCAGAGCTCTGGGTACCGCTATGGCACAGACCCCACCCCTCAGCACTACCCCAGCTTCGGCGTGACCTCCATCCCGAACTAC 
AACAACTTCCACGCAGCTGGGGGCCAGGGACTCACCGTCTTTGGGGGTGTGAACTCCTCCTCTCACACTGGGACCCTACGCACGAGAGGAGGGA 
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CAGGAGTGACACTGTTTGTGGCGCTTTATGACTATGAAGCACGGACGGAAGATGACCTGAGTTTTCACAAAGGAGAAAAATTTCAAATATTGAA 
CAGCTCGGAAGGAGATTGGTGGGAAGCCCGCTCCTTGACAACCGGGGAAACTGGTTACATTCCCAGCAATTACGTGGCTCCAGTTGACTCCATC 
CAGGCAGAAGAGTGGTACTTTGGAAAACTTGGCCGCAAAGATGCTGAGAGACAGCTCCTGTCCTTTGGAAAGCCAAGAGGTAGCTTTCTTATGC 
GCGAGAGCCAAACCACCAAAGGTGCCTACTCACTTTCCATCCGTGATTGGGATGATATGAAAGGGGACCACGTCAAACATTATAAAATCCGCAA 
GCTTGACAATGGTGGATACTATATCACAACGCGGGCCCAGTTTGAAACACTTCAGCAACTGGTACAGCATTACTCAGAGAAAGCTGATGGTTTG 
TGTTTTAACTTAACTGTGGTTTCATCAAGTTGTACCCCACAAACTTCTGGATTGGCTAAAGATGCTTGGGAAGTTGCACGTGACTCGTTGTTTC 
TGGAGAAGAAGCTGGGGCAGGGGTGTTTCGCTGAAGTGTGGCTTGGTACCTGGAATGGAAATACAAAAGTAGCCATAAAGACCCTTAAGCCAGG 
CACCATGTCTCCGGAGTCCTTCCTGGAGGAGGCGCAGATCATGAAGAAGCTGAAGCATGACAAGCTGGTGCAGCTCTACGCGGTCGTGTCTGAG 
GAGCCCATTTACATCGTCAGGGAGTACATGAGCAAAGGAAGTTTGCTTGACTTCTTAAAAGATGGTGAAGGAAGAGCTCTGAAGTTGCCAAACC 
TTGTGGACATGGCGGCACAGGTTGCTGCAGGAATGGCTTACATCGAGCGCATGAATTATATCCACAGAGATCTGCGATCAGCAAACATTCTAGT 
GGGGAATGGACTAATTTGCAAGATTGCTGACTTTGGATTGGCTCGGTTGATTGAAGACAATGAATACACAGCAAGACAAGGTGCGAAGTTTCCC 
ATTAAGTGGACAGCCCCCGAAGCGGCCCTGTATGGAAGGTTCACAATCAAGTCTGACGTATGGTCTTTTGGAATCTTACTCACAGAGCTGGTCA 
CCAAAGGAAGAGTGCCATACCCAGGCATGAACAACCGGGAGGTGCTGGAGCAGGTGGAGAGAGGCTATAGGATGCCCTGCCCACAGGACTGCCC 
GATCTCCGTGCACGAGCTCATGATCCACTGCTGGAAAAAGGATCCGGAAGAGCGCCCGACCTTCGAGTACTTGCAGGGCTTCCTGGAGGACTAC 
TTTACGGCCACAGAGCCCCAGTATCAGCCCGGTGAAAACCTGTGAGAGCCTGCGCTTCAGACGCCTCTTCCCGAGGCCTCCCTACCCCTCCCCA 
TTAGCTTCCAATTCTGTAGCCAGCTGCCCCAGAGCAGGAGAACCGTCCAGGATCAGATTGCATGTGACTCTTGAAGCTGAACTTCCACGGCCCT 
CATTAATGACACTTGTCCCCCAGTCCGAACCTCCTCTGTGAACCATCTGAGACAGAAGCGTGTTATTTCTCAGACTTGGAAATGCATTGTATCG 
ATGTTATGTCAAAGGCCAAACCTCTGTTCAGTGTAAATAGCTGCTCCTGTGCCAACAATCCCAGTGCTTTCCTTTTTTAAAAAAGAAAAAGCAA 
ATCCTATGTGATTTTAACTCTGATTTCACCTGATTCAACTAAAAAAAAAAAAGTA 

TC CTGTAG AT AC AC C ATGTGGGTGCTAC C ATGGAGACTGGCCAGCGTAGG CCACATAGCTACAGGACCGG AGTGGGGATTACTGCAGCGTGATC 
ATGCAAGCTCACCCCCTTCCAGCAAAACACTGGTGTCAGCCTGCAAGCCGGTGGCTCATTTTTTGACTTCTACGAAGCATGACGTCCTCTCCAT 
TTGGACTTTTTAATAACCTAATCATACCTATAGATTGTTCATGTGACTTTTTTCAGGTCCAGGGCCTAGTCACGAGTTTTAGTGCCAGTTTTTA 
GTCCAGCTCAACTGTGATTCGTCTTGAAACTTAGGAGTGAGCATTTTAGCAAAAAGCAGCCAGCCAGTTCTACCACAAGAGCTGCAAGACGGAG 
ACCACACTAACTTCCTGTATAAATATGAATGCTGAAGGGTTCAGGTGTTTTCCTTTTATTTAATAAATCTTGTAACCACATTTAAATGGTCTAA 
ACCCATAGCATTGGTCATGGGCAACCTAAACTTTTCTCATGCAACTAAAATTATGGGAAGGCTAAGGGTGGGGGGTTGGTACACGTCCCATTGT 
AAAATAAGTGTTTTACTGTCCTGTACTGCTAATGACTGACTCTCCGTGTCAGGAGTGCTCCAGTGAATAACTATGCACTACTTTACATTTCATG 
GGGGTGCACAAAAAAAAAAAGGTATTACAGTTTTTAGTTGCTGTTTGTACCAACCTCGAATTACGTATGTTTAACAACAAATCAATTCCTATTC 

CTTT CCTAATTTAGTAATTAAAAAGAGAGCATTTTACATTTGAAAAAAAAAAAAAAAAAAAA 

MOUSE SEQUENCE - CODING 

ATGGGCTGTGTGCAATGTAAGGATAAAGAAGCAGCGAAACTGACAGAGGAGAGGGACGGCAGCCTGAACCAGAGCTCTGGGTACCGCTATGGCA 
CAGACGCCACCCCTCAGCACTACCCCAGCTTCGGCGTGACCTCCATCCCGAACTACAACAACTTCCACGCAGCTGGGGGCCAGGGACTCACCGT 
CTTTGGGGGTGTGAACTCCTCCTCTCACACTGGGACCCTACGCACGAGAGGAGGGACAGGAGTGACACTGTTTGTGGCGCTTTATGACTATGAA 
GCACGGACGGAAGATGACCTGAGTTTTCACAAAGGAGAAAAATTTCAAATATTGAACAGCTCGGAAGGAGATTGGTGGGAAGCCCGCTCCTTGA 
CAACCGGGGAAACTGGTTACATTCCCAGCAATTACGTGGCTCCAGTTGACTCCATCCAGGCAGAAGAGTGGTACTTTGGAAAACTTGGCCGCAA 
AGATGCTGAGAGACAGCTCCTGTCCTTTGGAAACCCAAGAGGTACCTTTCTTATCCGCGAGAGCCAAACCACCAAAGGTGCCTACTCACTTTCC 
ATCCGTGATTGGGATGATATGAAAGGGGACCACGTCAAACATTATAAAATCCGCAAGCTTGACAATGGTGGATACTATATCACAACGCGGGCCC 
AGTTTGAAACACTTCAGCAACTGGTACAGCATTACTCAGAGAAAGCTGATGGTTTGTGTTTTAACTTAACTGTGGTTTCATCAAGTTGTACCCC 
ACAAACTTCTGGATTGGCTAAAGATGCTTGGGAAGTTGCACGTGACTCGTTGTTTCTGGAGAAGAAGCTGGGGCAGGGGTGTTTCGCTGAAGTG 
TGGCTTGGTACCTGGAATGGAAATACAAAAGTAGCCATAAAGACCCTTAAGCCAGGCACCATGTCTCCGGAGTCCTTCCTGGAGGAGGCGCAGA 
TCATGAAGAAGCTGAAGCATGACAAGCTGGTGCAGCTCTACGCGGTCGTGTCTGAGGAGCCCATTTACATCGTCACGGAGTACATGAGCAAAGG 
AAGTTTGCTTGACTTCTTAAAAGATGGTGAAGGAAGAGCTCTGAAGTTGCCAAACCTTGTGGACATGGCGGCACAGGTTGCTGCAGGAATGGCT 
TACATCG AG CGCATG AATTATATCCACAG AG ATCTGCG ATCAGCAAACATTCTAGTGGGGAATGGACTAATTTG CAAGATTG CTG ACTTTGG AT 
TGGCTCGGTTGATTGAAGACAATGAATACACAGCAAGACAAGGTGCGAAGTTTCCCATTAAGTGGACAGCCCCCGAAGCGGCCCTGTATGGAAG 
GTTCACAATCAAGTCTGACGTATGGTCTTTTGGAATCTTACTCACAGAGCTGGTCACCAAAGGAAGAGTGCCATACCCAGGCATGAACAACCGG 
GAGGTGCTGGAGCAGGTGGAGAGAGGCTATAGGATGCCCTGCCCACAGGACTGCCCGATCTCCCTGCACGAGCTCATGATCCACTGCTGGAAAA 
AGGATCCGGAAGAGCGCCCGACCTTCGAGTACTTGCAGGGCTTCCTGGAGGACTACTTTACGGCCACAGAGCCCCAGTATCAGCCCGGTGAAAA 
CCTGTGA 

human sequence - genomic 

tctctgcctcttaatttttcagttgacaaagtatacttcatcaatgtgtagttgtttcaacttacaTacaaattcaatcagtaactgataatat 
taaagggaactttcttatagaaaaataaaggtgatttattctcattataaaaaaagtacattcttggtatagacaaatctgagaaaaaagacac 
agagagcaaagaaagaacagttgcccatagtgttatcatctgcacaccaccataatctcagcatgtttccttccaaagagttttctaggcattt 
gttatatagttgcaatcatgtgatccttcctaatataacatgaacatctttccatattgctgataatttcagtaaatgtaagttttaatttctg 
cttaacttgtctttatgggcataccttacaatttactttagccattgccctcatgctaaac^ctaacaagttttctaatttttcaaatgataa 

ATAATACTTCATAGAACCTCTTCATGTCATTTTTTTAAAAGGCGTGTCTTTAGCACACATTTACAGGTTAAAGGACATGCCACCCCCGACACCC 

tttttttttttttttgaggcagtctcactctgtcacccaggctggagtgcagtggcgccatctcagctcactgcaaacctctgctttcctggtt 
caagcgattctcatgcctcagccactcgagtagctaggtttacaggtgcctgccaccacacccatctaatttttgtatttttagtagagttggg 
gtttcactatgttggctaggctggtcttgaactcctggcctcaagtgatccacccacttcagcctcccaaagtgctggaattacaggtgtgaac 
caccacacctggccgagtatgcccatttttaagaattttttatattgccaaattggtttaccaaatggttttacactgatttctggtcttctat 
cagcaatgtaagagagtcatattcatttcaaggaaacttcatcactattgagtatacttatttttttaatgtgtgaatttagaagtgatacata 
gtatctcactaatctaaattgtatttctctgattactaccaaaggcaatattctcccatatgtttcacaaattgtttttcctttttttgttgcc 
aatatatgtttctgtttcctaaacttagagtttctcttatctgtataaatttcttatatattgaaatattaatctaagagagttgaaaacatat 
ct ccac ag aaaaacttg agc atg aatgtttgttg c agtattattc ataagag ccaaaacgtaaaaacccaaatgtccatcag ttgatg aatag a 
taaacaacatctggt atat ccatacagtagaat atcttttag cc ataaaaagg aatgaagtactaatac atgttac atg aatg aac ctgg agaa 
c att at ac caagc aaagg aagc c aatc acaaaag accac atatg atgtgact ctgttgatatg aaatgtc aag aataggc aaat c cat ag ag ac 
agaaattagattcgtggttgccaggggctggggagagaagggagtgggtagcgattgcttaatgggcatgggtttctttctggagcaatgaaaa 
tgttctggaattagataatggaaatggtctcctttgtaaatgtactaaaaaccattggactgtgtgcttcaagagggtgaattttatggtatat 
gaattatatctcactttaaatgaaattttaaaaatattaactacaaggggcttttctatggtccaaaaaggcttgcgggcagggggtggagcct 
gaaaaaactttacaacctgtgctctaattctttctgaaacctttggcatagatggggttaaaacatatcatccttgttttcatcaccatttcac 
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CCTCATTTGGCCATTTAGGTTTGGGACTGGTTCCAGCATTCAGTTGACTGCAGTCTTAAATCTCACCACTGGGGTCTGATGCTTCCATTTCTCT 
TTTATTGAGCGCTTTTGAGTCTTCGGGCTCGAGAAATGGAAGGCTATGCAGAAAGGAAAGAACATGTTTGTTGCAGGGATGTGAGCAGCTGCCT 
CTTAGCCTGGGGGCCATTTGAACAAGAAAAGCCAGAGATGGGGACCCACAAAAATATTCTAGGTGCCAGCAGTATGGCTTATTCTTAAAGTAAC 
ATGACATTTTTAAGAGTGATTTATATTACTTTGGTTCCCTTGCTGTGCGGTATGAGAGAAGGTTGATCCTCTTCCCCCTCCAGAGAACCTTTGC 
AAAGTCATGCGTAAATGATCGAATGGGTTCAACTCCACTTATTTCTGAAGCAAAGCTTGGGTTTGATTTTTAAGTAGGCTCTGTTCTCCCATGA 
TTGCATGTGGCTAGTGTCTGCATTGTGTATATTCCCACTTTTACATCTATCTTCTCACCTCAGAGACTGTAATATTTTAATACTTGCATTTGGC 
GAGGGGCTCTCCCTCACAGGCTTCACCAAGAGTAGAAAGCTGTTATTTTGTGCTTGGTGGAGGCATTATATGTGTATCTCAGTTTATGCAGTAA 
AT ATGTT C C AG AAAGTTTTG CCTGT AAAGC AAAT C ATATTTTAAGTG CAATAG GAAAGCTGATTTTTATACCAAGGAAAC C AGTG C CAACTCCT 
TCATGGTACTTATGAATACCCTTGCCATGACTAGGAAAGATGAGGAAATTAAGGGCTGCTTCAGTGTCATCGGCCCAAATAGTCATTAATATGC 
CAAACCGCACGAAGGAAGATGGTGACTCACTGCACCTAGTATGGTCCAGCATCTGTACAGAATCCACTGTCTTGGGGGAATGGAATGTGCATTG 
GGGATGGAGGTGAGACCTAGTCCCTGAAATCAGTGCCTGCGTTAGTAATGTGTACTAGTCCATTCTCACACTGCTGTGAAGAAATACCTGAGAC 
CGGGTAATTTATAAAGGAAAGAGGTTTAATTGACTTGGAGTTCCGCATTGCTGGGAAGGCCTCAGGAAGCTTACAATTATGGCAGAAGGCAAAG 
GAGAAGCAGGCACCTTCTTCAGAGGGCGGCAGGACGGAGTAAGTGCAAGCAGTGGAAATGCCAGATGCTTATAAAACCAACCATCAGATCTCAT 
GAGAACTCACTCACTATCACGAGAACAGCATGAGGGAACTGCCCCCATAATTCGATTACCTCGACCTGGTCCTGCCCTTGACACATGGAGATTA 
TAGGGATTACAATTTGAGGTGAGATTTGGCTGGGGACACAACCAAACCATATCATAATGTGTGAGATATTGAGCTCTGTGGAACCAATTCTTCC 
CTATAGGATTTTTGCCTCAACACCTCCAGCCCTCACACCCACACCCTTGCATGGACTGGCCAGGATTCCATGGTCAGGAAATAGCTCTAGTATA 
GAGACTCTGTGTGTTGGCCATGGAATCAGGCTATCTGGTTTCAAATCCCATCTCTATGACTGACATAGCTGTGGACAAATTCCCCAACCCCTCT 
TTTCCTGCCTTGTAAAGTGTGGGGAAATAGTAATACCTGTGTTTTAGAGTTGTTACTAGATTTTAATGGGACAGCATTTTGCAGAGTCGAGCCT 
GCACCTAGGCTACAGGGAACACTGATTGGATATTGGTCATGACTGCTGAAATTGGAGGCATCATCCCCATGGTGCCCATCCCACCAAAACATGT 
ATTAGTTTTCTGCXGCTGCCTAACAAAGTACTACAAACTTAGTAGGTTAAAACAACATCCATCTGTTAGCTCACATTTCTGTCAGTCACAAATC 
CAGGCACGGAGGGGATTCTCTGCTCAGCAAAGCCGAAATCAAATGTTAGCTGATTATGTTGTTGTTTGAAGGCTTGACTAGGGAGGAATCCATT 
TCCAGGTTCATTCAGGTTCTTGACCGAGGTGTTCTCAGCTCTGACGACGCATGTGTCTGGCCACATAGCCCGTTCATCTTTAAAGGCAGCTGTG 
GAGAATCTCCCCCACAATGAAGGCCTCTCTCACTTTTAATCTACTTTTCCAGGAACTGGCATACCGTTCACGGGTTCACCTGATTAGGTCAGGT 
CCACCCAGGATGATCTCTCAAAGTCGGCTGTGCCAAATAACAACCCGATGATGGAGTGACTACCCCATCATTCATAAATCCTAGGGATTTGCAG 
GGCACATACACCGGGAGTAGGAGTCCTGGGGGACAGCTCAGAATTCTCCCTACCACAATGTCATTTAGCAAGGCACATATTTTCACTCCCTCCA 

TGCTGAAAGTGTTTCATCCCTCAAGTATTAACATCTCCAGAGGGCCAACCCAGCAGTGAGTTTTTCTCTGCTTCAGTACCTTGGGAAATGCTTG 
TGATCCCAAGAGTGGCCAGCATAGCCCTGCTTTCTGTGCAGCCTCCCCAGTCCTCCCTGGGCCTTCTGTCCCGTCTGTCCCCAGAAGGCAGCAC 
TGCCTGCACTCTCTCATGGGGTGTCAGGATCATCTGATGCAGTATGCTACAGAGGAGAAAAGCCCCATTGTAAAGGATTGAAAGGTGCTGGGAA 
ATTAGGAAATTTGGGTGACAGTTTCTGTGGCCCAACCTCATTGGTGCTGATGTGGTACTCAACTGTCTCTGAATGTCCTTCTGCTCCCAGTAAT 
GACAGGGGAAAACTAAAGAAGGCTTTCCTAGGCTTTCAATGGATTAACTCTCTCCACTGAGAATGTAGCAAAAGTCCCCAAGTAGATTCTTATG 
GGTGTTTCTAATTTTGCGAGGATCAAGAGCCCTCTGCCATGAATCTTCTATCCTGAAGTCAAATAATTTCAGATGTGTCTCTGCCACATCTTAT 
CCTTTTCCTAATGCTATTCCTGCTGACTGAAAAAGTGTGTTTGCTTGATAAGCTTCCAGTTTTTGCTTTTTTCCGAGAAAAGTGTGAAACCATG 
CAGTTGATCTGCAGTTCAGCTTTAAATTCTTTTTTCAACTGCCCCCATCTCAGTTGCTTGCATTTGGTTTCTAGGTTCTTAGTTCAGTTCCCTT 
CCTTGTTCTTATACTTCCATTATGATACCAGGAAACATGCCACCTCTAAGTACGGGCCAAATGTGGGTTTACCTGTCACTCTCCAAAGTCTGCT 
GGAGGCTGTCAGAAGCAGGGATTATGCCTAAGGGCTGTCACTTCTTCACACCCACCTAGGTTGGCTTCTGAGACAAAAGAGCATACACCCCTGA 
AATTAAAGTTATTTGTTGTCGGTTTCACTTCCTCTTCCTGCCATTCCTCCTCTGCCTGCAAGTGTATGTGTCTCAAGAGAAAGTAATTTGCTTG 
TGCAGAAGACTGCCAGTGGCCTTTTTCCCATTTTGGTACCTAGCTCCTGCACACACCTGAAATCTTATCACACGTCCTGCAAGCTTATAACTTG 
GGCTTACTGGCATTGCTTTATTGATTGGCACATGACGAAATATGAATGTGTCTGTGTTTAATGTGCATCTTGTAGACTGGACTGTGGTCTGTCT 
ACATCAGGAGGAGGGAGTGTATGTTCAACCAGACTCATCTTGGATCGAAGCACCCTGTGCCTGTGGTAGTAAAGGATTGAATCTATCCTTTAGG 
TCAGTTTCCGTCAATCACTACAGGGCTATGTGGAGAAGCATATCTCCCATAGCATGGCAGCAGAAAGGGCTGTGATCTGTTGATAATGTCTGCC 
CTGCTTATGGGAGCAGGGTGCGGCGTTCCTTGAATCCTGTGTCCGGCAATTCTTCCGAGGTTGCTTAACACTATTGGCACATCTGTAAAGAACC 
ACAGGACTAGGGAAATTTTAAATAGATCAAGTTTTATTTGCTTAGTAGAAAAAGGGCCCCTCGCTTTGCAAAAGGATTGGAGAATAGAGGCTTC 
ACAGCTGTAATCCAGACACCTTGATCACAGGCACAGGATCCAATTGGTGAAAATGCCCTTCACCAGTTTTTCTAGGCATGATAACTTGCAGAAG 
ACTATAGCCATGAGTTCATGGCGTGTGGTATTTTCCTGATCAGAGTAACTCCAGGGCTGCACATTCACGATGGCATCATTCAGTGTTTCCCGGT 
G C CCCAG AG ATCTATAGCAAGTG AATT AGTAC ATT CTATGTCACGATG CACTT AC AGCATTGGACATT AAAGCC ACAGC AC ATAACTCTGC ATA 
ATAAAGG ATACTTTTATTTT AGCATGAATGAT CAAAAGTTTG CCTTGTAG C AAGGAGCCTGGGC ACACTGAATACAGCT CATGTAG CGTCTTCT 
GACTCTTCTGTCACGAAGCAGTTAGTCTGACTGCCCCACGGGGGAGAAAGAAGACCACAAGTTCCTACATAAATATTTTCATTGTGATTAACTT 
TTAATGACTTGAAACTGCATTTACTGATTTATTTTCACTTCTTCCTATGTGTCATTGAAGAGAAAAGAGTAAGCAAGATCTGTATAGAAACATT 
ACTTAACTCAGAATGTCAAATGCGTGAAGTGGTGATGGTGCTGTCTCTTCTATAAAAGAGGATTGTTTTCTCCAAAATGATTTTGATTATTTTT 
AATTTATTTATTTAACTAATATTTATTGAGTGACTACTGTGTGCCAGGCACTGTTCTGGCCACGCAAGATGCAGCAGTTAAAAAAAAACAAAAA 
TTCCTGCCTTCAAGGAGCTGATGATTTTTCTTCTCTATTACTTCATAAAATTATAGATAAGCTGCTAGTTGCTTATTATAGTATATTTCTTTTT 

CTGGAGTTGGAAGAGTGGTTTGCAATGAGTGTTCTCATTACTTCCAGGTTCTGTTTCTCTATCACAGTGCACAAGCTTCTAGAGAAAATCAGAG 
CACTTCATGTCACTCTTTAAAACTGCCTGCTTCTACCTAACATGCCTGTTCGCCTGAAGAAAGCATGATGGGTTGCATGTTAATCACATCCATG 
TAAGGGAAACAGCTGTTAAACTGCTTCAAAGATGTAGATATAAATTCTTTCCTTCGTGTAAATCAGGATTTCTTGACCTTGACACTATTAACAT 
TTGGGGCCAGGTAACTCTTGTTTGTAGGAGGCTGTCCTGTGCATTGCAGGAAGTTTTAGCAGCATTCTTGGCCTCTACCCAGTAGGTATCAGGA 
GTATCCCTCCCCTCTGAGTGTGACAACCCAAAATGTCTCCAGACATTGCCCAATATGTCTCTTGCAGGGGAGTGGTAAAGTTACCCCCAGCTGA 
GAACCACTGCTGTAAGTGATATGAGTCTGTGATTCAGGTCTCACATTCTCTAATTACAGTAGATCIAGTGAAATTCATGGAAAAAAAGAAAAAAC 
ATCTGGGACAAGAAGTGTTTTCTGTCTGGTCTTTGCAGAAATGTGGAGCAACTTTCCACCACGAAAGAGTTAATATTATATGAGCAAGTTATCA 
GTCTGATGAAGCAACATCAACAACAAATGATGAAATTCCTTTAGTACATCATGCCTTGGAAATAGCTTGCATTTCCTATTGGAAACTTGTTAAA 
ATCATATCCATTTACCATAAGTTACAAAGCATGTTGGGCACGGTATACTGTAAGTTAATCTCAAATGATTTAGGAGTAAATGTGTTGCAGATTT 
GGTGAGCTCAGCTCAAGCAGTAGGCGTCTCTTTTCCAAACATTTTCATTCTCAAGAACTGACATTCAATTCAATAAGTATTTATTGAAATGTGT 
AATATGAGAGAGCTTTAGAACAGTCTGATACTGCTCCCATCACCCAGTCCAGCAGAAAAGCAGTGCTCAGAAGAGTGCCCAGGGAGCACTCTTC 
TGATATGGCACCTCCTGCATTGGTTTGCAAGATAGTATAGAAAAGCATGCCTTCTCCTTTGCTGCCTCAAGCCCTTCCCATCCTGTGCCAGCTG 
TGCCCTCCCCAGTGAATAAATGTTATTACACATGATGGCATGTGTTTCTTATGTGATTCTTTGGTCCCAAATGGGCTAGTTTGCGGTTTTGGCA 
GGGACCTCCACTGGCGTGTTCTACCTGACCCCTGTTGGCTTGTTGGGGTATTGCAAGTCCAAAGGGGGACCATTTAACCAACTTGTATTTCTGA 
ATCTTCTTCACTTCTCACACACATACCAGTAGATTTTAAAATGCAAGGTACACTGCTGATAAAAGTCACAGGAGGGGCCTGTCACGGTGGTTCA 
CGCCTGTAATCCCAGTACTTTGGGAGGCCGAGGCGGGCGGATCACCTGAGGTCAGGAGTTCAAGACCAGCCTGACCAACATGGTGAAACCCCAT 
CTCTACTAAAAATACAAAAAATTAGCTGGGTGTGGTGGCAGGCACCTGTAATCCCAGCTACTTGTGAGGCTGAGGCAGAGGTTGTAGTGAGCCA 
AGATCGGTCCACTGCACTCCAGCCTGGGCAACAGAGTGAGACTCCATCTCAAAGTCACAGGAGGGATCGGCTTTAATACAGAGAGGGTAAAAGA 
GAAACATAATAGGCTACAGAATCTTCACTCATCTGGTTGCTATTTATTGTTCCAGGCACTGGCAATGTAGCTGTGATGAAAACAGACAGGGTCC 
CG CTTTCCTGGAACTTG C AGTCC ATTGGGCAATGAG ACAAATAAAC AGGC C CTGTTTTAATATGG CGC C AAGGGTGCCAGAAGG AGGGAG ATGA 
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GGATGCCATGGGAGCACTTCAGAAAGCACAACCCAGCCTGGAAGGGCAGGGCAGTCGGAGAACGCCTTGCAGAGGAAGCGGTGCCTTATTAACT 
AGGACATGGATACGTCACATATCAAAGAGGAAGGGGAAAAAGTGTTCAAGGTTATGTTCCAAGGCCCGAAGCGGGTGGGGGAATGGAGTCTTTG 
AGGATCTGAGAAGTTGGGCGTGTTTGAATAGGAGAGCCGAGACAGGAAGAGTGGGAAGTAAACAAGGAGGAGGAAATGAGGATGCTTCTCAGGA 
TGCTGACTGGAGCAACTGGGACACTGGTGGTCCCATTTACTTAGATGAGGAGCCTGGGAGAAGAGGGTTTGAGGAGGGTGGGGTGGCAACAACT 
CGAGTTTTTAATCGGCCACTAACTCTGTAACATGGGAATGATTTTTTTTTAATGTTTTTGAAGGATGTCAAAAGCTAATGGAAATTTGAAAAGT 
TAATTAGCAGCTTTAAGTGATTTCATTACTGTAGACTATCATGACATCCTGCAAATATACTCTGACCTCTTAGGTTCTGCCGATTTTATTTTTC 
ATCCAGTAACTAGTTCTTAGTTTTGATACTTAGCATCATCTTAGTGCTTAAAATTGACCAGTTTTGTGCCTGAAGATGTGGTACCCATGAGTGA 
AGCAGTCTAGTGACTTGATTGAAGGTTGTATTCTGGCTTATCCAACACTCCTGTGCCCTCTTCCTTAAATTTCCTGTGCCCTGATGGAAGTTTT 

AGGCAGGTGTATGCTGTTACAGAATTTTACGAGATACAGGCCTTATTCGAGGAAAGTTGCTGCATGGTGAACATTGTGCTCCGTGATGATGCTG 
TCATCCAGAACATATGGGGAACAAATGCGATTGTGGGGTCAAGGAACTGAACTTCCTCCTAACCATCTCCCCAGCCACTGCCTTTCCTCATGCC 
CCCTAATAGGCCTGAAATAGCCAACAGTGAGCCTTGTCAATTACTCCTCGTTTACTGTAGAGCAACCCAGCAACTAGGGAGCATCCCAGCTTAC 
GTGCCCCCTTTTTTGTCTTTGGCAGGAATTTAGATAATGGGCTGTGTGCAATGTAAGGATAAAGAAGCAACAAAACTGACGGAGGAGAGGGACG 
GCAGCCTGAACCAGAGCTCTGGGTACCGCTATGGCACAGACCCCACCCCTCAGCACTACCCCAGCTTCGGTGTGACCTCCATCCCCAACTACAA 
CAACTTCCACGCAGCCGGGGGCCAAGGACTCACCGTGTTTGGAGGTGTGAACTCTTCGTCTCATACGGGGACCTTGCGTACGAGAGGAGGAACA 
GGTAAG CCC C C AAAGTC AC AG AGTGCAGAG AGGGGG CAGCCACCCTTAAATCTTTTGGCAATTG AACATCTGGGTTCCCATCACTTCCCTTTGA 
CTAGGGGTTTCACATGTAAGTTTCTAATCTGTCTCCTCTACTAGATGAGGGGTTGTAAGAAAAGCCAGAGTTTGATGTACAAACAAAATGCTTG 
GCTACAGGGTTGCAAGGTGCCCCAAGTTGCTGCTTTCTGAGGATTCTATATGGGTTAGTGAGCTACAACATTCTACTGAGGCACTGTAGGTCAA 
TGACTCTCAGCCTCACCTGGCTGGTTGGCACAGAAGAACTAGGGCAGCCTTTTCAAAACACGGATGCCTGAGCCATGTCCCAGTCTTTTGAATT 
AGAGGCTCCAGGACTGGGTCTGGGTGTGTGTATTTTGAGTTCTCTAGATATTAATGTACTCCCTCTTCCCACTCACTTCTTCCTAATCCTCAGC 
CTGCCTTTCTTTTTTTTTTTTTTTTGGAAGTTTCCTTGTCTTrCATACCACAAGGCTATATTCTGCTGCCATGTGTATTTGCTGACTTAGCTAA 
TACTTTGTAAAATATCTGGCGTACGTTCTCAGACATATGTTTTCCGAAATATTTGTAAGTTATGTCATGCATCCCTAGTCATCCAAATTTTCTC 
TGAGTATGTGAACCATGGTAACTAGATATTTCACATTATTTGTTCCAGAATTATTTTGTTTATTGCAAAAGTTTGAAAGAATGCAGCATCTCTC 
AGTTCATCTGGCAGCAGATGTCTTATATAAAAGTTTGAAAGAATCCAGTATCTCTCAGCCCATCTGGCAGCAGGTACCTTTTCACCTAGGGAGG 

CTTTGGACATTATCTACTTCTCTTCTGCTAGCATAGCACACTCTGCCCAGTAGAAGAAGTATTTATGTTCACCCTCATGCTGTGGTGACTCTAG 

CTTTCCTTTTAACCCAGGCCTTGCATGGGTTGAATACGTGCTAAGTACCTTTACCCATCCTTCCCACCTTCCCAAAGGTGCCTGAAGAGACACA 

GACAGGCAGTCTAAGGCCATCTGTCTTCTGATGATGCAGGAGAAAAAAAGAGGCAAACACAACCCCCATCCTTGTGCCTACCGTGAGAAGCATA 

AGGGCTTTGCCAGCCCAGACTGTTAATTCTACTGACACAGCCATTGTCCTTGTTCATTCATTCACGAGTGCTGGATATGGACCCCTGGGTCTGC 

AGGTATCATTCATTAAAGTCACTAGAGAGGGCCACTTGTGTTGAGCATGTGGGTCTCCACCGTAGTCAGGAGGAGTCTTTGTTTAAGAGGCTAC 

CTGATCCCTTATAAAATTTGAAAGTTAAAACACAGTACTCCCAAATGTTGGCAGATTTTTCTGCCTTGAGTTATTTGGTTTTAATATATATGCA 

TGTCCTTTCTCCCAATACTGCCTTCAGTCCTGTAAGGCCAAGAACAACGTCTGTGTTTCTCTGTAACCTCCTTTGATTCTCCCCTCAGCTCCTG 

GAACATGGAACATAAAAGCCCTCAGTGAGAACTTGTCAGCTGATGCAAGGAGAGAGTGGGGTGCTGGTCTTCATGTGCCTTGCCTTCCACACAG 

TGGGGCTGGCTTGGCTTCATTTTTAAATTGTTTTTAAAGAAGGGAATCTGGTCATGGAGTGTTAAATAAGAATAGGCATGACCTTACGGGCACC 

CACATTTTTGTTTTAAGCCAATCTCTTTTCTTACCTTTC^y^GAAATCTAAGGAAAGAAGGAAAGTTGCCAAATGAGCCTAGCTTTGCATGGTC 

AGACCTCTGAATGCTAACTCTCCTGAGGAAAGTCCCACTTGGGATGGGGCAGAAAGACAAGCCCCACTCTTCTCTGTGGTCCTTGAATAGTGCC 

ATGACACATTTCTTCCCTTGGAACTACCTACACAGCAAATTGGCAGCTTGGTAAAAAAGGTGGACTCTGGCCGGGTGCAGTAGCTCATGCCTGT 

AATCCCAGCACTTTGGAAGGCTGAGGTGGGTGGATCACTTGAGCGCAGGAGTTTGAGACCATCCTGGCCAACATGGCGAAACCCCGTCTCTACT 

AAAAAATACAAAAAATTAGCCAGGCGTGGTGGTGGGCGCCTGTAATCCCAGCTACTCGGGAGGCTGAGGCAGGAGAAGTGCTTAAACCCGGGAG 

GCGGAGGCTGCAGTGAGCCGAGATCACGCCATTGCACTCCAGCTTGGGCAACAAGAGTGAATCTCCATCTCAAAAGAAAAAAAAAAAAGTGGGC 

TCCCTGTCATTTCTGTAGGTCATAGCAGGCACTCTGAAGTGCAGAGAGACCAGAATGAAAAGGCAGACTGCAGGGAACTACTATTAGTTATCAA 

CTGCTGTATAACAAATTGCCACAAAACTTAGCAGCTTAAAACAAAACACATTTAATTTCTTTTTTTTTTCAATTTCAGATGTTTTTTATTCAGA 

GGTTCTTAAAAGAAATAAAACAGAAAAGCTAACAGTCTGATCAAACATACAGCTCAAAAATGTCTTTTGACGTTTAACAACAAGTCCTAGGAAA 

GAAAACTACAGAGTTATCTTGAATGGGGTAAATAAGTTACCACTGGCAAGTCTGTGGCACTAGTAAAAGAAAAATAAAAAATTAAATCTCGGCC 

AGGCGCAGTGGCTTACACCTGTAATCCCAGCACTTTGGGAGGCTGAGGCAGGCAGATCACGATGTCAGGAGTTCAAGACCAGCCTGCCCAACAT 

GGTGAAACCCCGTCTCTACTAAAAATACAAAAAATTAGCTGGGCATGGTGGCAGGCACCTGTAATCTCAGCTACTCGGGAGGCTGAGGCAGGAG 

AATCACTTGAACCCGGGAGGCGGAGGTTGCAGTGAGCTGAGATTATGCCACTGCACTCCAGCCTGGGCGACAAGAGTGAAACTCCATCTCAAAA 

AAAAAAAAAAAAAATTAACTCTCTTGATCATATAGATATCTCTATATCTCTTTTTTTCAATCGGGTACAAAAGATCTTTCTTCATAATTTTTTT 

TATAATTTAATGGCTATCTACTATATGATGTTTAACTAATTTTTTTTTTAATATACAGAGGTTATGTTTCCCAAArCTTACCCAGACGAGTATG 

GCACTTAGTTAGACATTTCTGGCAACAGATTTCCCCTCCCCTCTAACCAAACTATCAAATTTCTGCCTTAACTAATGCAGAAGTATCAACTAGT 

GGGAGAC CCIAGGTTTAT AACTGTACTAGGTACACAG AGGGTG CTGCGTTC AGC CTGGGCTTTCACAAAGCAGT AATATTCCAGGGAGCATAG AA 

CCAGTGATACCGTGACTTTTAAAAAATAAAACAAAAACAAATTTATCTTATGACTATGTAATTTTCACTAGAATCTACACTTCTCAGAGCAGCC 

AGGACTTTGGAAACTATGAAATGTCACTGACATTTATCATCAAATACAAGCATAAAATGTAAGAACTAAAAAATACTCAAAAGAAATAACTGCT 

TAGC C CTAGCTTCTGAG CTAGG AGGATTTGGG CTGTGG AAACAGGG AGGGCCAGCAACCTGTCCCAGCACAAAAGAAAATAGACTCTGAGGTAG 

ATAACTGATCATACACAGCTGACCAGACAAGTACACAGTTTTGGAAGGCAACTTAATTTACCATTGCTTTTAAGACATATGCAATTGCCTTAAT 

AAAAGAGCTTTAATAACAGTGTATTATCTTATATGTACTAAAGTAGAAATAACTGTGTATTTATGAATCAGGAATTTC^TAGTTTCAAAACTGG 

TTTTCTTTACACTTGAACACTTGTAGTGATGACATAAAGTGTGGCACCGCTTGGATCCAAATCTTCCTTCATGCTTTTTTGTTTATGTGTGTCC 

ATACATCAATTAAAATTATAAAACCTAAATTTACAGTTTCTGTGGGTCAGGAATCTGCGAATGGTCAGTTCGGTCCTTCAGAATCTCTCACAGG 

CTGTAATCAAGGTACGTTGGCTGGGCTATAGTCATCTCACAGTTTAGCTGAGAATGATCTGCTTCCMACTCATGTAGTGCTGGCAGGATTCGG 

TGCCTCGCTGGCTGTTGGCCAGAGGCCACCCTCAGTTCTTGGTCACATGGGCCTCACCAGCATGGCGCCTTGCTTCATCAAAGTACACAAGCTG 

AAGTGGCAATAGAGAGAGTCTGCTAGAAAGACGGAAGTCACCATCTTTTGAAGCCTAGTCACTTAAGGGACTGCACATTCTGTTGAGTAGAAGC 

AAGT CGTT AGATCC AGCC C ACACTCAAGGGGAGGGGCTTG C ACGAG ACTG AAT ACTAGGAGGCAGGAGT CACTGGGGACTATGCTAG AATTATG 

CCTGTTGGGTTGGGCACAGTAGGTCACACCTATAATCCCAGCACTTTGGGAGGCCAAGCCAGGGGGATCACTTGCACCCAGGAATTCGAGACCA 

GCCTGGGCAACATAGTGAGACCCCCGTCTCTATTTGAAAAAAAAAAAAGAATTATGCCTAATTATATGGAGGAAATCCTAGGCCAAATGACACT 

GGATATTCTCTGCTGCTGCTAGCAAACTTCTGTAAACCAGGAAGGGCCTCTCTAGAGAGCCAGATGAGAGGACATAGGGTGGGTGTGAGGAAGA 

GTGAGTGCTACAAGACAGTGTGAGGAGAGGTGAGTTCAAGGTAGGGGGAGGACAAGGGAGAGGGTTCCATTTTCAGCAGTGGGGCGAGCAGCAC 

AAAACTGCAAAATGAACTGCAGATGCCAAGGGCAGTACATCCTCTAATTGGGGTGAATATTACAGAAACGGTCTTCTCTAAATTTCCCCAAGCT 

GCAGGAGGCATTTCCTATTACGTTCTATGTTACTGTTTTACC^GGAGAAAGGGTGGTGCATTTTACCCAGAAACTAACATAGGCTCCAAGTGGA 

GGAGAAGATACGACCAGCAAAGGATGTCAGTAACTGCTGCAGAGCCCTGCAAACCTGAACCCTGACGCTGACGCTGCCCTTTTGTTTGGGATGC 

AATTTTAATATTTCCCTGCTCCTCAGCCCTCATTAAAAGCTATTACAGAAAGAAGCCCTTCAGGTCTAGGTTTCTTTCAGATACAGTAAGGCTT 

CCCCTACAAAGACCAAGGCATAAACACAGCCCTGTGACTGTGGTTTTGACACGTTAATTACAACACTTCATCATGTTATTAGTGCTGGCTAGAT 

GTAGATTGTGAGAATGAGATTTTAGTGAAGATTTAATTTCTTGGAATTAATTTCCCCTTGTGTAATAATCTCCCTTCTTGTGAATTTCGTTTCG 

GCAGGAGTGACACTCTTTGTGGCCCTTTATGACTATGAAGCACGGACAGAAGATGACCTGAGTTTTCACAAAGGAGAAAAATTTCAAATATTGA 
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ACAGCTCGTAAGTTTGGAGAGGGAGGAGAAGCATGTATACCTTTCAGGTTGGGAAGGGGTCTTGCATTTCTGGTCTGCATCTCTTCAGATGTCT 
GAAATGCTAAAAGAACATTTGCTAAATTCACTGGTTTACAACAATATACTTTGAG 

ACTGTGTGTCCAAGGAGATTTTTGGAGAGTACCAAAAATACTAGCACAGTCCATGTTTATTGGTTTTGGTTTAGGTTTAAAGGTTGTAAAATCA 
CCAGCATCGCTCTCCACAGCCCTGAGTGTTTCTACAAACCTACAGTTTCAAGTGATTGGCACAAGCCTTGGCTACCCACGTTTCGTGCTCTCTG 
CCTTGAGATTTTCTTCACATTTCAGATGTTACACTAGCTAAGCCCTCACTTGAGGCTTGCAACAAGTTCTTTATTTTATAAACTGCTAAACATT 
TCTTTGGTGAAGCCTGTGGAGGCGTTTGCCTATAACAAAAATTTGGGAGTGACTGGAATCTTTTGGAGCTAGAAGAAGTGATTTCACCCACTCT 
TGAATGAATATGCTGCATGGTTGTTTAATGTTGGCCAGGAGGAACAACAGTTAAACAAGCAGTGGGGAGATTTCAAGAGTGAGGATCACTCACT 
TTTCAAATCCTACATTCAGTACCTCCATAAGAAGAGTAAACAGGGGTCAGATTTTCTTAGGGTTTATAAATACTGCCTCTATTAGATTGAGGCA 
GTGTATGTGGATGAGGCCCTTCAG AAAAAAATCTAGGTTCTG AAGAAAGTG TGGGGGGG1GGGG TTCCACATCAGCAAGCCAGGCAT CTC CAG C 
GTCCCTATGAGTGCTCCCGGTGGTTGGGAAAGAATGCCACCCAGGGGCTGAGGGGCACACCAGGAAGTTCTTCTATGCCACCAAGTCTGGTTGC 
TTCTCCTCTGCTCTCTGAGCAAATCAGATTCCATGTTGGCAGAAGGACTTGGAGCCAGGCTCCTCAGCTTTCCCAGAAGGATATGCCAGAGGGA 
GTAAGAGGCAGCCCTGGTCACACTGCACATCCCAGGAAAGAGGAGTGCTGATTGCCACAGGGACCTCCTTCAGGCCTGAAAACTGCCTCCTTGG 
AAAGCCCACCCTTTTCTTGAATGCCCCCTGGCTCACAGAACCATGCAGTGAGAATATGCCGCCTTTCAACAGCAAGAACTGAATACTGCCATAA 
AGGGCCAACGACTCTCTTCGAGACATCAGAAGGCACAGTCTACATAGCCACAGGGTTTTCAAACATATATTAGGATTGTCATCATTAACAAAGG 
TGTGGGGTGGTGTTTTTTTAACTTTTTGTTGGAACACATGCAGAAAAGTGCACGTATCAAAAGTGTACACAGTGATGTTGCACAACAGTGTGAA 
CGTACTTACTGCCGCTCAACTGTACACTTAAAAATGATTAAAATGATAAATTTTATGTTGCCTATATTTTACCACAATTTTCAAAAAGTATACA 
GTTTGCTGAATTTTCACAAGCTGAACATGCCTGTGTGGGCACCAGCCAGGTCAAGAAGAGTGTTACCTGCCCCCCAGGAGTCCTCCTCCTGTAG 
CCACAGGAAGTTTTTAAAAAATAATAAACAGCTACCATTCATTGAAGGCTGCTGATGTACCAGCCATGAGCTAAGTTACAAACATTCTCATGCA 
TTCTTCCACTACTGTCTGAGGTATGCATCGA CGTCATCGTTTGATATCTG AGGAGC C AGAGG CCC AGATTAGG AAACTG C C CC AGAGCACAGAG 
GTGGCAGGTGGCAGAGCCCAGGGCGAGGTGCAGGGAGGCATCCTGAGAACAGTGTCAGGTTTGATCTGGGAAAGGCCCAGATACTTTATCAAAG 
GGGATGGGAACCTTCAAGTGACAGGAAGCTTTGGAGAGTTGACTGGGGCTGGGGAGGAGGGGATTGGGCTTTGATCTCTCTGGGTATACCTCCT 
TGCTGTTATTTTGCTGCTTGTTGGAGTCCATTAACTTTGAATTCTGAAATCCTCCGCCCCTTAGCCTCGCCTACATGCCAAGGTTGATTAGAAA 
TTTCAAGACTATTTGTAAACTTTCAACTGCAAGAACCAAGGAATAGTAAGAGTGCAGACCCAGCTCTCAGGAGGCTTTGTCCACACTGCACGTG 
CGTCTGTGCATTACGCTGGAGGGCGTTGGAAAGTCAGTCCCTGCCAGTGTCAGTCCCATGGCTTCTTCCTTTGTTAATCTGGAAACGATCTGCA 
GTGTCACCAAATTGAAATTTTAGAGAAACACTTAAGGAGGATCCAATCCGTCTCAATCTCTATTTTGTGACTTCCATGCACGGCCTTTGATGTT 
TACGGAGTCCTTTGAGCCTCCAACCCTGTTCTTGTAGAGGAAAATATTACAAAGGTTCTCTTCCTCTTAATGTTCTTCCTTTCTGCCAATGGAA 

TAATAACAGGGAAGAGAAAATCGTGAAGGAAAAACAAAGCAATAATACAGAAGCAGATGGCACACGGCTCCTCCCCTCCCCCATCCTCTCCCGC 
CTCTGGCTCTGGTCCTCAGAGGAGAGGGAGGAATGGGGCTCTGTTGTGCCAGGGCAGCTGCCACACCTCCTAGTGTGTGTCCTGCCACTCCCTT 
CCCTGGTGGAGCCCTGGTGGCGCTGGAGGCCACAGGGCTGGCTTTGTTAAAGTACAACATACACCGTGGGATGTGCATGTATGTATGTACCCAG 
AGGCGGTGTTCCTGCTACCCAGCAAGGGGCAAAGGTGCTTCATTGACCCGTTGTAAGTGCTCAGTGTCATGTATTAGGACATTATTAAATTTGA 

AAATGTAATACATGTTTTACACAGAGTGGAGTATTGGTCACAGCTGAGGGTAGGTTTGTTGTTTTTTTTTTCCTATTGTGATAAAAAGAAATCC 
TGGTTTAGAGCCCCACCCAAGCATTTGATAAAATTGTTACCGACATAAAATGCTACACTACTGAGCAGATCAAGGCTGACTTCTGTTGGCAAAT 
AACTACTCCCTGGCTCCAAGGCTCTAGGGCTCCCAGCTCCGGGGCCCACAAGCCTACGAGCAACTTTGGGGTTTGGGGGTAGACACTTTTCTTG 
GTGTGGGGTGTGGTGGGGGCACAGAATCTTTTAGCAAGTCTTTAAATCAGAGGAACAGAGACAGCTGTTATAAAACCTTAAAAGCGATTCTAAA 
CCAGCGCCAGGCTTTAAATGATATATTTGAATTAGAGCAAGATAACAAAGAATATCTCACCAAGTGCAAACTGAAAAATCTGAACTATAAGAAC 
CGTTTAAAGAAATACAGCTTTAACAATGCTAATTACCCACAGTAACTCAAGAAATAAAAGATAACATAGTAGAGATCCTATTTTCCTAAATCAA 
CATG AATATAGAGTATATCTATTT ATAGGTG AATTGGTGCTT CTAGTGTATCAAAAAG ATGACTTAATT C ACTCGCTC AACGGCTCT CAATG AA 
TATTTTG AGTCTGTACCAGCCTCTCTAGGCTCAACATGTG AGGTTTACTACATAA TAAACATTGAATCTTTGT CACTTTATGTCT C CTTTGATG 
AAGAAGATGACCCTAGAAAGCCTAGAAAAAGAGAAATCAAGGATTTTATCTTTCTCATGAGTAGCTGAAAACCCTTGTGAGATTAATAGGGTCA 
AGTGAGAAAATCATGAATTCCTGATTCATGACTTCAGAATGAGCTGATAATTGCATTCTGATCTGTGCTACACTATTTAGGTACCTAGACCAAA 
ATGAGATAGTTAATGCTAGATTTGAATTGGAAATGACTTCATTAATGCCAGATCACCTGAATAAGGCTGGGCTTGTCCCAACCTGCAGCAAAAT 
GTATTGGCTTCCCGCCCCTATTGACAGTCTCAGATACCCTAAAATTGATGCTAGCCATTTTTTTCTTAATTTAATTCAATTAGAACTAACTTGA 
TGAAGGTTATCTTGCATTAAAAAACAATAAGCCTCTGCTACAAGCACTTAATTTTTTCCTCGCCATTTTGGAGCATTTCCCAGGCTGGGCGGGA 
GAGGGTGGAGGGGGAGGAGCTGGGTATTGTTATTTTTAATGATGAAATGTCTCCATCTAGTGGAACTTCAGAGCAGTAAACCTTGTCACTATAT 
TAAAGTGAAGATTATGTCTCCAAAGCCATTTTCCTTAAACACATACAGTGTTTAAAGAAAAAAATAAACTTCCACATATGTTCTTAGATGATAT 
CCTTACAACTGTATGTATTCCTTTTGGAAGGCATAGAAATGAGACCAGTACAAACTGTTAACATTTTTAATGTCATGATTTGAACCTCAAAGAG 
AGGGGTGCTTACAATAGGGGAGCAGCACAGTGCAGATCCCACCCAGTTGGTAACGATCTAGCTCTTAAGTTGGGCAGTGGGTTCACGGGGTTCA 
TATATACTGTACCTATATTCTTCAGTATGTATAAATATTTCCTAACAAAGATCTAGACATGAACTAAATTTAAGATTATGAATAAATCTAGACA 
TGAACTAAATTTTATGAATAAAGAACTTTCTGAATATGAGTACTGTACTTTTGCTGGATTTGTAATAGGGTAAAAAGGAGAGATTAGGAAACTA 

AGCACCCCCAGCACATGCTGGCTGGTCACCTTTGTTCTGTTGCTCTATTAAATCCTATCTGGAGGCGTTGCTCACTGCTCACCTTGCTCAGAGA 
GTCCAGCTTTAGAGAGCGGCCTCTGGAGTAATGCTTGAGTTTAATGTGGAGGCTGATTATTCTGTACCTGATTAAATCTGTCTGGGGAGCATCT 

CTGAAGTTTTGCTTGCTGCCTCCAAGGACCAAAAAAGGAGGAAAAGAAGGTCCTGAGCCCCAGGAGATCAGATTTGCTGGGAGGTCTGATTTGC 
TTGAGGGCAATCATGTCGTTGACTGCAGGCTGGTGGAAGGTTCTGCAGATACTCAGTGGATGTCAGAGCCGCAGCGCCACATCCATGGCCTCCC 
CGATGTTAATGGGAAGAGGTACACACTCCATTCCTGCTCTTCATCACAGGTAGCCCTGTTTGAATCTAAGCAGATGAATTTGAACTGCTTAATG 
TACTCACTGGCTTTAAGATGAGAGTAGCTACAAGATCCCCTTTCACCTCCTCTGAGAGCTCCCCAGATTGATACCACACTGCTGTGCTGTGGCA 
TGGAGCCTAAGGCAGTACAAAGTGGCGTGACTAAAAATCTCACTCCCTTGCCGAGTTTCTGTGCTTCACGTGTGCGAGCACACGCAGCCATTCC 
CATCCTCACCCCTTGCCCATGAGCCTCAGGCCAGTGCTCTGGACATTTGATGGAATCACTTCAGACTGAAAATGCCTGGGGAAGGTGATCCTAC 
TGTAGCATCATTCTACCTGCAGAGAGGTGTCTCCCCATCTTTTTGAGAGCAAGCCAGGCACGTGTTTAGAGCATGCCTTCATCCCTCATCAGAC 
CTCCTAAGCTCCCAATGTTAAGATGTTAACATTTGTAATGTCATGATTTGAACTTGAAAGAGAGGGGTGCTTACAATAGGGAAGCAGTACTGTG 
CAGCTCATATTGACCTCAGACCTCCTAAAAAGCTTCCCTTCCCAGATGATCTGCAGCTAACATGTTCTGCTTAATTAGGCTGAGGCTGGATTGC 
TTTTCCATCCATCCAAGTTAAGGACACTAACCAAGCAAAATGCCCCCTACCAAGAGAGACTTCTCATGGCCAGGATTCCACATTCTTAATTCAC 
AAATAAGGCAAGAGACAACTGTGGGTTCATCTCATGGCTGACTCGAACTGGAACCTTCTGACCTTCACAGGGGGACTATGTTGGAGTTCAGAGT 
AAAGGAATAGGTTGGAGAAATCGGGTGGCAGGATGATTAGGTGACAGTTATACACTTCAGACCACAGTGAGTCTCTAACTGCAAGCTGTTGAAA 
TGGTCAACATATTTACTTTTCTTTTTTATTTACAGGGAAGGAGATTGGTGGGAAGCCCGCTCCTTGACAACTGGAGAGACAGGTTACATTCCCA 
GCAATTATGTGGCTCCAGTTGACTCTATCCAGGCAGAAGAGTATGTTTCATTTTGTTTTCACTTAAGTACTTGATTTTAAAAGTTGATTGCCGC 
AATAAAATGCCATCAGCATTGGGCAGGAGGGAGAAGAAATTCACAGCAGTGATTAAGGCTGAGTTTTTCAGGCTTTCTGCCCCGGTTTTTACCC 
TGTGTAATACTTGCACTATTATTAACTTAATGTTTCTCTTGAAGCCTGCTCACTTATTTTGAAAGAAAACTTTCTATCAATACCCTAAATGAAA 
AGCCAGTAAAACTTGTCATAGATTAAAAGTAGCCATAAAAATATGAAATGCTAGCTAGAGCATATATTATTGCCAACCCAAGTTTCTAAGCCCG 
CAGTCCACTCCCTCTGTTGGGAAGAGAGGGGAGAGTAGCAAGTAATTGCCACAGATTAAACTAAGATTTTTCTCCTAAGTGTGATCAGAAATAT 
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TAAAAGAGTGCTGAAAAGACACCTTCTATGCCCGGTAAAAGTGACTCACATACAGTGTGTCCCCCCAACTTGGGAAATACTACAGTGATTTGGA 
ACCTCAGTTGGCTTCTTTGGTAGTAAACaGTGACGAGCAGTTATTTGGCCCAACTA'TTCAACTGGTAGCAGTTTAGGAAGGTGTTCAGTAGGCT 
GAAGGGATCTAAAAGGGATAACCTTTCTCCCTTCTTCTGACCCATGAGGATTAACAGGCACTCCCAAGGGGAAGAACTGCCAGTGGCTGTTTGC 
CAGCCCTGAGGGAAGGAGAGATGGAGCCATGATTTCCCAAATGCAGGAACTTGGCCTCCTCCTGACACCTTGGGTCTTGCCTCTCTAAAAAGGA 
AGTTGAGAAAAGTCAGTCACCAAGCCCAACCTTTGGCTCTGCTATTTAATTTCACCATGGATTTGTTTAAGTAGTGCAAGAGGGATTAGACTCC 
ACACCCTAGCCAAATCCCCAGTTGGATTGTTCTATTCTTTAATTCCTTTGTATTTCCTCTAAGAGGATCTGTTTTGTTTCCCACTCTCAAATAC 
TCAGTGGTTCTTAGTTGTTTCTTTCTCCTAGTGACTGTGTTTCGTCATCAGTGAATCAAGGTATTTGTATTTAATTTGTATTTTAGGGCAGATT 
TGCAAACATCTTTGTGTTCTTTCAGAATAAAAAGTACCACCAAAATGTAGCATTACCCTGATTTAACTGGGAATTTGTCAGCTATATATTTAAG 
TTATTTTTATAATGGTCAACTTTTTAAATATTTTGTTTTTAAAGAATATTATTTTTTAAAATAATGCCTTCGGTTTTACATATGCAATTAACTA 
TCATTATCTTAAAATACTATTGTTTTGGTGCAATCCATTGTTCTAACAATTCCTTTTTCACCACTGTTTTACACGGCATTCTAATTGGGTTATT 
GGTACAAACCC AGAAAGG C ATTTGTCACAAAT AATTG AGGTACTAGTCTTT ACGC C ACCTAATG CT AGATTAAGAATTGTTG CACATTTTGGTG 
TTTCTAAAAGT CACTGAGGAG CTAATACGC AATGTCTGTTTTCTTC AGTGAAACTTAATTCAC AAAAG AATTTG ACAGTGAACT CATGATACCT 
ATATTCAAGCATAATGAATTGAAATTTCATTTTAGAATCTGGATTCTTTCAGAGTTAAATATTCTAAAAATGGTTCCCACACACAGATTCCAAT 
TGAATGCTCCAGCATTCTCCCTTGGGTTTTGGGGGCACCTGCTGCTCATTCAGCACCTAGTGCTGAAATAGTAACTAATTGCCAGGCTTGGTTA 
AGGCTTGAAAGTGCAGGGGGAGGATATAAGGCAAATAACAAAAGTCTTGAGGTGACTTAATGTGATGCCTGCTAAAGTGGCACAGAGTATCATT 
AGTTTCTTCAGGGATAATATATTGAAATATCTGCAACACCAAGTCATTTTAAGGGCATGCTTTTTGACTGGGCACAGATCTCAAAGGTGTACAG 
TAACCAGTTCTTACAGTTGTGCCAAAGAAAAGATGTACAGGGTCCACCGTGATGGCTCCCTCGTGTAATCCCAGCACTTGGGAGGCCAGGGCGA 
GAGGATCACTTGAGCCCAGGAGTTTGAGACCATGCTGGGCAACATAGGGAGACAGTGTCACTCTGTCCCCAGGCTAGAGTGCAGTGGCCCTGTC 
TCGGCTCACTGCAACCTCCACATCCCTGGTTCAAGCAATTCTCGTGCCCCAGCCTCGCGAATAGCTGAGATTACAGGCACATGCCACCATGCCC 
AGCTAATTTTTGTATTTTCAGTAGAGTTGGGATXTCACCATGTTGGCCAGGGTGGGGTCGAACTCCAGACCTCAGGTGATCTGCCTGCCTCAGC 
CTCCCAAAGTGCTGGAATTACAATCATGAGCCACCACTCTTAGCCTCTACAAAAAAAATTTTTTTAGTTAGCAGGTGTGGTGATGTGCACCTTT 
AGTCCCAGGAGGCTGAGGTAGGAAGATTGCTTGAGCCTGGAGAGGTCAAGGCTGCAGTGAGCTATGATTATGCCAGTGCACTCCAGGCTGGGTG 
ACAGAGTGAGACCCTGTCTCAAGAAAAAAAAAAAAAAAAGAAGAAGAAGATGATGAACACAGATC^CAATCCAGGTGCTTGGTAAATAAATGCC 
TTTACTTATCCAAGTCCTCAGACACCTAGGGGAGGAAAACAAAATACAAGTAAGTACTCATGGGCGTTTTTCTCAGAATTCTTATAGGGAGGAA 
GTTATTGAAAATACTATTCCTTTATTCATATCATATCTATCTAATCTGACTTTTTTTAATGCTTGATTATCTTCATATACATTAAGACTGTGTT 
TTGTTATTTCCCAGCAGTTACAATAATGCTTAGATATCAAGAGATTCAAGAGTTTTGTTTTTTTGTTTATTTTTTGTTATGAGACAGAGTCTCG 
CTCTGTTGCCCAGGCTGGAGTGCAGTGGCGCAATCCTGGCTCACTGCAACCTCCACCTTCCAGATTCAAGCAATTCTCCTGCGTCAGCCTCCTG 
AGTAGCTGGGATTACAGGTGCATGCCACCACACCCAGCTAATTTTTTGTATTTTTAGTGGAGATGGGGTTTCACCATGATAGCCAGCATTGTCT 

TTGTTTTGTTTTGAGACAGGGCTTTGCTCTGTCACCCAGGCTGGAATACTATGGCACAATCTCAGCTCACTGCAGCCTGGGCCTCCCAGGTTCA 
AGTGATTCTCCTGCCTCAGCCTCCCGAGTACCTGGGATTACAGGTGCCCACCACCACACCAAGCTAATTTTTGTATTTTTAGTAGAGCTGGGGT 
TTCACCATGTTGGCCAGGGTGATCTCAAACTCCTGAGCTCAGGTGATCTGCCCACCTCGGCGTCCCAAAGTGCTGGGATTACAGGTATGAGCCA 
CCATGCCCAGACTAGAGTGTTTTAGATAAGTGTGGAAAGGGTCTCCTGCAGTAACCATTTCAAATCAAGGTCTTAGATTTCTGGTTTTTTGCAT 
ACAGGTGGCAGTTTTAACACAAACCAGTTCTGGTCATGTCTAGAGGGGAGGAAAACAACCCACAAGTCAAATCTGATTTTTTTTAAAGAGTGAA 
AGAGATGAATTAGGGATAGAATCCAGGATAGATTGAAAAGGAACTGAATTAAGC^^ 

TGGAGGAGAGGGGAATTCATGGGCAAAAAAAAAGCCTATGCTGTTGCATTTTGTAAATGACTATTTCAAAATATTTTCTTTCCTTGATCTAATT 
TAAAGGTGGTACTTTGGAAAACTTGGCCGAAAAGATGCTGAGCGACAGCTATTGTCCTTTGGAAACCCAAGAGGTACCTTTCTTATCCGCGAGA 
GTGAAACCACCAAAGGTAAGATAACGAGTTGAAGAAGTTGGCTTGTCATTCAAATCTGTGGATTAGTCAGAGGGGATGAAAGGCTTATCTCTAA 
TGTACAAGGATTTTAAAATGGCACATACGCTCCCTGCCTTGTGAGTGGAGTCCTGTTTTCAGTCTTCCCTCCAGGCTCTAAAACTGCAGACAGC 
ACCAAAAGAACTACAGAGGCCCCAAATCAAGACCTTCCTCCTGAAACGGGCTGGATGCAGCTACACTGCTCCAGGCACACAAGATCGTAGAATT 
TTCAGAAGTCCTTTAGAATTTTGATTTTCTGAAATGTTAGTTGCTCAGGTGCCAGTCATACAGGTTGTTTTTGCTTTCCTTTTGTTTTTTAAAT 
AACTGAGGACTTCACTTCTCTTCGTCCAACTGTTGGACTTTTCATTATTTAACAACTCCTTACAACCCACAAGAGGAGACAGGTCAAGGAAGAA 
AAGAGTAGTGGCCTCTAGCTTAATTTGCCAGATTATCCATTCCTGTAAAAAGTGTTGTAAAGCAGAAGCTTGAAGCTCACTTCTAGAGAAACAA 
GCCTTAGATTTCTTTTGCACATGCTGCTGCTACCTCCCAGTATGCCCGTGGGTAGAGAAGACAAGGGAAGCAAGGTCAGCCATTCATCGTGGTC 
CTTCTTTACCCTTGGGGGAAAGGAGTGTTGGAATTGAGTCTACGCTGTATTATGCAACAAGGGGTACCGAACAGTGTGTTTAAGAAAAATGTCC 
AGGAAGCTTT C AGTCTC AAGGGCAGAAT CATTTTATTGCTAATATATTCTG AC ATTTGC AGAACATCAAG AAG C ATCTTCTTC CTGTTACTGAG 
TGGAGATGCTGTGTGTGTGTACATGTGTGTGTGCATCCTTGGTAATTATTAATCAGAGTCAAGAAAATGAGGCCTAAAAAGCAAGCTGATACTC 
TAAATGATTGGAGCTGCTAATGCTTTCCACGTTTACCAGGTGCCTATTCACTTTCTATCCGTGATTGGGATGATATGAAAGGAGACCATGTCAA 
AC ATTATAAAATTCG CAAACTTGACAATGGTGG ATACTACATTAC C ACCCGGGC CC AGTTTG AAACACTTCAG CAGCTTGTACAACATTACTCA 
GGTAACCTTAATTCTAACTACCTACTAACCATTTGGATGCTGGAGGGAGTGGATAGGCCCAGAGCAGGAAAGTGGAAAGGGGTAAAACTAATAT 
GTACAAAATCACTTATAGAGTATGTTTTCTTTGCCAGCCCTTAATGGTAGGGCTTGGCTGTATAGGTTCTATTGCTATTGTTCTACTGTTGTTA 

CATCTTCAAGTTGTCTTTTCCCATTCCCCGCGTTGCATGTGAGAAAGCAGTCTCTCGGAGGGCGCTTACATGGGGACTCCTACAAGGAATATTG 
TGTTTCCACTATCACTTTACCCTCAGCACTGTTGCAGGAATAGCTGCACGTACATTTCATTCTCATGCAAGCCATTTATCATGTTCCCCACCAA 
TACTGCTGTTTCCTAACTAGGCTTAGACTTACACAACCCACAGCTCTTAGATCTATTATGTCTATTGTGTTAAATTAAACTTTTATAATGTACA 
TCAGTTTCTGTCCTAACACCCAGATATCACCATTATTTTGTTCTTTCTGAAAACATATAATTATTAGATATGCAGTTTATACATTTTATCAAAG 
ACTGGTTTTATGTGCAATTGTTAAAATGATTGCTTTCTTTCCTAGATTAGCAAGTATTATATGCCACTATATAATACATGTTCACATGTGCCTA 
TAGATATAGGTGCACATGTATAGACACATGTCTATATCCTATTAAGCCTAGAGATATTTTTTTGTGTGACCCATTTCTCCATTTTCTATTGTTC 
TCCAGGACAAAGGCAAGACTCAAAAATAGTATATGATTTACCTCTACTATTGCTCTGTGCACAATCATTGAAATATGTATGTATAATTTTTGGC 
ATGAAAAAGCAATCTTTCGAAAATGACAATAAGAAATGTCTGTTGATCCCTTGCACTAATGAACAATAGAAAATATTAACAGCACTTGCAGTAC 
TAGTTGATTATGGCATTGGCTAACTCGGTTTATGTGGATTCTAATGAAACATTTGGGAGAAATGGAACAAAATATCTCCCTGAGCTTAAGTGAT 
ATACTCAAAATGCCTGCATGTTGTAAGGATTTTTCAAATGCTGAAATATATTTCATTACAGCCAAACATCAGCAGGATCCCCAGGGTTTGGATC 

GGGGAAAAAAAATCCATCTCACGTTAGACTTGTTTTTATATTGGCTTTCCCTCTTCCCTCTTTCTCTCTCACACAATAAAATGCCTTTGAAATG 
CTG ACACATAAATAATTT CCTACCTAAAC ATCTC AG AGCCTG ATTC C ATC AAAAAG AAAGG AGTAAAAAG C AAGTTAC AGC CC AGCAGCACATC 
TGCTTTCCCTGGGTCCGGGGGCTGCCAGGAGGGAGCGGGAGGTCTGTCCACCTCACAAGGCAGGCTCTGTCAGCTTTTGTCACTCCCTGATTTC 
TTATTCTTTGTTACCTTTTTTCGCCTGACTGATTTTTACTTGGCATTTAAGTTCCCCTTAGCACTGCCAGATTCTAAAAGGTTATATTCTTTTT 
AAAAAAGAAGAGAAAGAAAGAAGGAAAGAAGACAAAGAAAGAATAAAAACCTCCGAGTGTTAACTAC^^ 

GAATACATTCTTTCACATCTTGAATTTCTGTGAATTTTAGTTTCCATTCTTTCTCCTTTCAAACCAGACACCTAAATTATACGTCGAAGACTGT 
TAAAAAGTTGTTTTTTTTTTTTTAATGGAAAATATCCAAGAAGCAGCCCAGGAGTATCTGACATGGTGGAATGGAATCAGTTAGAAAGCGAAGA 
AATCACTAAAAAAAGTTACTTCTTTTTTTCCCCACCAGTTATAATCTTCAACCTTACTAGTTTATAACAGTTTAATGTCCTATAGAAGGATCCT 
CCACTAAAGTTATAATTTTAAGTATAGTCATATAGAGAGATCCCTAATCCCCTGGGTAATCTAGATACTAAAGGTGGGGAAGAACAGTCATATT 
GACATTGTTTAATCCAAAACCACTGTTXGAAATTAGTAAGGATATTTTCAGCATTCCCAAAAAGATGTTATTAGCACGTTGAGCTGAAAACGTT 
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TTTCTTCCTCAGTGAGTACAGAAACCAAAGCAGTCTGCGTGTATGTCTATGTATAGACTGTATCGTACCTGGGCTCATGGAGTAGTCTAAATTT 
AAAACGTCCTCTCTTCTACCTCCAATGAAAATGTTTCCGTGTGTGGCGTCTGATCTTCCACCGTGTGTGTGGTCGTCTGCTGGTGTAGCGCTGT 
TTAAGGAGCGCTGTGTGCTGCTAGTGTTCCACGATGTGTGTGGTCGTCTGCTGGTGTAGTAGCACTGTTTGAGGAGCACTGTGCGCCGCTAGTG 
TGGGTTTACACTTATGAGTGTTGTCATTACATGTGTTCTGCTCTTCTCTCCCTCTCCTGCCCCTGCCCTGCTCCATCAGAGAGAGCTGCAGGTC 
TCTGCTGCCGCCTAGTAGTTCCCTGTCACAAAGGGATGCCAAGGCTTACCGATCTGTCTGTCAAAACCAAAGATGTCTGGGAAATCCCTCGAGA 
AT C C CTG CAGTTG AT C AAGAG ACTGGGAAATGGGC AGTTTGGGGAAGTATGG ATGGGTATGCTG AG ACTCAATTACTCTCTTATTAG CTTCCCC 
GTTTGGAAGATCCCAAACACCAAAGATGGAAGGTGAAAATAAAGACTGCGTGACCGGGAAGAAAGTTTGAATTACTAATAGTGGGGAATAATAA 
TTTCAGTTTTGGTTTTAACATTCTGGAATTCCTAAAAAAAAAAAAAAAAAAAAAAAAAGATAGTAAGTGGGCAAAATTGGCAAATGGCTCAAGT 
TGTACTATTACATGACTCTCAATTCATAAACCAGCAAATGGTCCAAGGAATGTTCCAGCTGCCATAAAATATCTTGCTCTTCATTTCCAAAAGC 
AAATATTTGTTGAGTGTCATCCTAACGGGCAAGTCACCTTCCATCTTTCCTAGTGCATGCATAATTATGGATTATAAGGACTGTGTTTTCTTTA 
TTAATTCCCTTTCCTGTAGAGAAAGCTGATGGTTTGTGTTTTAACTTAACTGTGATTGCATCGAGTTGTACCCCACAAACTTCTGGATTGGCTA 
AAGATGCTTGGGAAGTTGCACGTCGTTCGTTGTGTCTGGAGAAGAAGCTGGGTCAGGGGTGTTTCGCTGAAGTGTGGCTTGGTAAGGCAGAGGG 



GATAACTAGACGGGCACAGGCCATCCAGATTTTCAGAATATGCTGATACCTTGCTGTGCTCATCTGTCCTACTTCATGTGGTTAATTAAGGCAG 
CCGCAGAACAGGAAACCAGTACACTATGAATCTGGTGTTTCCTCTTCCTAAGAAATGGGAAGGTAAGATACTGTATATGGGCAGCCATAAGAAA 
GACCATGGGCGTTTTGCTCAATGGGCCTGGGTTTGAATCCTTACTAGCTAATTAACCACGAACAAGGGGCATATTTAACTCCTTTAAGCCTCAG 
TTTTTTCATCTGTAAAATTGGAATGATACCTTTTTGTTGTTGTTGAGACGGAGTCTTGCTCTATCACTAGGCTGGAGTGCAATGGCGCGATATT 
GGCTCACTGCAACCTCCACCTCCCAGGTTCGAGTGATTCTCCTGCCTCAGCCTCCCGAGTAGCTGGGATTACAGGTGCCTGCCACCACGCCCAG 



CAAAGTGCTGGGATT ACAGG CGTG AG CC AC C ACGC CCGG CTGG AATG AT AGTTATTTAAAGGATTATTTTTAGGATTAC ATGGGTTAATATGTT 
TAAAGTCCCTTGCAGATAGTAGATATTCAGTAGAGATACATACTTCTCTTTATTTGATTGTCATTGATAAGGCTGGCTGCACTGGGCCTTTGTA 
ATTTCTTTTATAGCCCTTTTGGGTCAGTTACAGCTTTGCTTAGAAACAATTCATGGGTTTAGGCCCCACTCAAAAACATGTTTCAGTAAAACAA 
TATTAATACTTATGGAATCCTCTATCTTCCTTCCTCAGAACTCATTAAAAACAATATCGATCAGTACCCTTTGCTACGTGTGGGTATAGATCTT 
TAGGTGTGGTCTGCATTAAAAGAGTTAATACAGGTGGCCGGGCACAGTGGCTCACACCTGTAATCCCAGCACTTTGGGAGGCCAAGGCAGGCAG 
ATC AC CTG AGGTC AGG AGTTTG AG AC CAG C CTGACCAG C ATGGAG AAACCCTG CCT CTACTAAAAATACAAAATTAGCCGGGCATGGTGGTGCA 
TGCCTGTAATCCCAGCTACTCAGGAGGCTGAGGCAGGAGAATCACTTGAACCTGGGAGGTGGAGGTTGCGGTGAGCGGAGATCGCACCATTGCA 
CTCCAGCCTGGGCAACAAAAGCGAAACTCCGTCTCAAGAAAAGGAAAAAAAAGGAGTTAATACAGTTAAAGCACTTAAAACATAGCCCAGCAAA 
TGATAAGTACTACAAAGATGTATGTAGGTATGTTAGGTGGATAAATAGGTAGTAGACAGACATACACATATATATGTATGAGTTAGCTAGTTTA 
ATAAATCCACATTATTGTGTCCATCTCTCTCTGGACTTAATCTCAAGTATCGTAAAATATATGACCTCCTTCTTCCTCATTCACCCTCTAATAA 
TAGAGGATTTTAGTCAAATTACTCACACAATCACAGAGAATTGGACCCTATTAGAAAATTTATTTTCAAATTTTACAAATATCAACTTTAAATC 

TATTACAGAGGAAGATCTTAATGTATTTAGAATTTTGGGTGCTGACTCTTAAATAGCAAAGATCACTTATAAATTGTCAAATTTCCCATGAATG 

TGTATGAACCATGTCTTTAACAGGATAATAAGAACTCCAATTTACAGAATCCTTAAATTCCAAAGTCAGTTATATTAAATATAAAAATCTTAAT 
TTAAACCAGTCTTCTTTTTCAAATAGAAAATAATCTAAATTAGC^GATTTCTTCCCCTTTATAAAGTTATTCTTAAGCATCATAGGTCTAATAA 
TGGAATACACAAAGAACCTAGGTATGGTTTTGTTTTTTGAATGCTGGGGCTGAAAGAGACCCAAAAGATAATCCAGTTCCATTCCTATATTTTA 



CTCTCAGCTGCTGTTTAATTTCCCCTGTCTACCTACCTGACAGAAGCCATTGTTCTTGTGGCTAGCCATCAGTAAAGCTGAGGAAATTTGCCTT 
ACCTTGTTGAAGTATTGGCAAGCAGACTGTGAGCTCCTTGCCAGTGCTTATCAGCATGCTTGGCACACCTGTGCAAGGACTCAGTCAAGTAACT 
TGTCCATTG CAGACATTGAAAGTCTAGAGGTAATTTCCAGACATCCTCATGTGGTGCCATATTTTT AAATGGC ACAC C CC ATAAACTTAAATAA 
TCTAATTTCTTCCATGCACACTGTACTCCCTAAGGGACAGCTATTAGATGGCCAGGCCTGTTCCAACCCCTGGACTTTCATCACTGTATGGTGC 
AGAGCTTTTGGTATAAATGTGTAATCATATGACTGAGCCAAAAAAAGAGAGAGTGGTAATATATCAAAATTTAAAAAAATTTTAATGAGTTATA 
AATCTTAATATAGCCATCTTAGCCATAACCACAAATAAACTCATTTTTTCTGTTAAAATACTTGACAGAGTCCTTGCAATTGAATGTCTTTGTT 
CAACAAAAACTGTATTAAGTGTTTTAAATTTAAAATCTAATCTTATGCIAAATAGCTGGTGGTCAAAACCTTTTTCCATCAAAAGAAGATCTTTG 
GTTTGACTTC!ATATTCTGGGATGTTTGTAGGTACCTGGAATGGAAACACAAAAGTAGCCATAAAGACTCTTAAACCAGGCACAATGTCCCCCGA 

atcattccttgaggaagcgcagatcatgaagaagctgaagcacgacaagctggtccagctctatgcagtggtgtctgaggagcccatctacatc 
gtcaccgagtatatgaacaaaggttgggcaacacctctcctgtctccagctcacagtgccttaaggggttgtttaggggagagaaatggaagtt 
tcctacttgctacttttctagtttctgcctgggtcaagtattcccattaggaaccaccagttatgtgctcgttaatgaaaacattttttaaaac 
agactaaccttgcgtttaccccaccccaaatccttatgaaatgccaaatactttttacatgttatgtgtgtcagaaattcaagctcctctccat 
aattaaaacattcatttttaatatcagggtggtacggagggttatgatagtttgctgttattttgaatgtagtagcttttgttacatttccttt 
ttgcagggctaaacaattaatatcagacactggtctctaagctaagtttagtctccatcatttcaacatcttttttatttccagctctcttctt 

AAACGTCAGGCGATGAAATTACATGCTTTCAGAGACCACATTTATTCTCACATTCTCTCCCCTACAACCCCTCTGTCTTCCTAATCAAACCAGC 

attgttagggataaggccagagatcattttgttttggaaaaatagatgaaccaaacaagaaacagccttaaaaggcaatacattgtttatcaga 
ggataccagtgtaatttttcttttccatgtactttcttttaaaatttaatgggaatttttttttctggcaaacggtttgtcctttgtatccagg 
gttattttgtaaataactttgtgattaaagcataaaatatcactgatgaccatcataagcctccagcttctgcaaatgattatccctgctttgg 
tgttagttctaagccttcttaggctgtgttataatagtggctctgaagcttccaatgtttcatttcagatgtctgatttaaggcttggctggct 
gtgatctaattaaggggaaccatctgccccacccatattcttcagattgtcttttcttgattcaaaatctgtaaataagctaagctagtgagtc 

TCAAACTTTACCTTGTATTATTAGAATCACCTGTAGGCCTTCTTAAAACCCAAGTTTCTGGACCCAACCTTCAAAGTTTCTGATTTACTCGATC 

tgggatgggacctgagaatttgcatatctaacaagttcccttgtgttattgtagctgctggtcccaggaccacagttttggaccactcagctgg 

GCTGTATTTTCCCCACATCAATTCTTTGTGCAGGGGTGATTGGGGAATGGGATTGAAGAGGTGCAGTTCTTCATAGGTTCCTCTTTATGACATA 

cagggagattgagtcccatttcttctagttttatcaaatatatgttgttattcctagaaatggaattaatgctgtttgtttttaaaaggtaact 



TTATTACTTTTAATAAGAAAACCAAATACAGCTCTCTGTTGGGAATTATCTTTCAAAGTAAATTGAAATGATTTTATGTTTTGTTCATAGGAAG 
TTTACTGGATTTCTTAAAAGATGGAGAAGGAAGAGCTCTGAAATTACCAAATCTTGTGGACATGGCAGCACAGGTAGGCCCTGCAGGGTAACTT 
GATGTGCCATAGATTTAATGACGTGTCTAAGTACATTGGGTCGTGGTGTAACATGTCCTGTTCCCTGGGTTTCCACAGGTGGCTGCAGGAATGG 
CTTACATCG AG CGCATG AATTATATCCATAGAGAT CTGCGATCAG CAAACATT CTAGTGGGGAATGGACTCAT ATGCAAG ATTG CTG ACTTCGG 
ATTGGCCCGATTGATAGAAGACAATGAGTACACAGCAAGACAAGGTGGGCACTTGAATGACAATGGCTCGTGATCACAGCTGTGAGAACAGTCA 
CTTACTGCACAGCCCTTCCTTCCTCCTTCCCTTCCCTTCCTTCAGAAAATACTTGAAATGTCATTCTTCAGCTTGGTTTGGACACCTTGXTCTG 
GCAGGAATTTGACAGCTCTGCAGGTGGGAGACTGTTGTGGGCCCAGTGGAGGGATGAGATATTGGTTTTTGGTGGGTGGGTGGGTATTGGTATT 
TGCTGCTGTGGTCCTCTTGGCTCATGCTGGTCTCCTCACAGCGTCCAGGCCTAGAATACTCTGTTTTTGGAGAAAGAGACCACATTTATTCTCA 
CATTCTCACATGCCTGTGTTTTTTACAAAGGCACAGGCAGGGTTTCAGAAAGCCAACAGGGCATGGTGCAGTGTCTCAGAGCTTGTAACAGCAA 
CAGAACTAAGGCCTCAAAGGTAAGGGGGCAGAGAAGTGGGCACAAGAAGTCAGAATGGGCCACTGCACAGAGAGGGCCTCCTCAGTAAAGAGAG 
ACGTCAGGGATGGATCTGGGGATTCACACCCAACCCCACTCTAGCCCACTTCTGGGTCTTCTGCCAGACCCAACCAGAAGTAGAGGTCACAGGA 
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GCTCAGCGATGAATCCTTATGGGTCCAGAGCAGGGAGAGGGAGAGTGGAGAGTGGACTTACACTACAGATGGTAACAGCATAGTTACTCGAAAA 
TCTCrACCTCCTTTCATCATCCTC^ 

TTCCAGTGGGGCAGCTTTTCAGGTGCTATTAGAGCACCAGATACTAGAAAGGAGTTTTTAGGAATATTTTCCTTCTTCCCAGATACTGACAAAG 
TGGTCACCAGGTAAAAGTGTGTGATTAAGTATGTGGTTTGCAATCGAGTATAGGCTCCTCATGTAGAATATAATGTTTATAGCTGGGGCAAGGG 
GGAACTTTCATTGTTGGTGTTTCTAACCAAAGCCTAGTCATCCCAAGCAAAGGGGAGCAGTGACTGGAATGTATTACAGGGTGATGCTTTCTAC 
TGCATTTCATAATGGCCAGCTCTGGAGTCCTTTTCTTTCTCTTTTTCCTTCTCCTTCTCTTGCCCCTGTTCCTCCTCCTCTTGATTCTTTCATT 
TCATG CCAATTATCCTCTCCCTTCATTTGATCTGAGAATGGAAG CATTCTTAGCAGCCTCAAGTGATGAGGAAAAATGTTAAA CTAAGAC CCTG 
GCTGCTACCGATACTGTCCAAATGCTGAATTACATGTCGGTCAGACAGCTCAGCTATTTGAATTTCCCCAACACGTGGCAGTTCTTGTCGTGGA 
GCCAAATGCGCACACAGCAAGCATACCCGTGCGTTACACAGACACATACACCCCCGGTGCTGGGCCAGATGGCATGCTGTATCTGTAATCAAAG 
GCGCACTGCAGCTTTGATTGGCACTGGCCGTCCAGAGAGGAATGTGCATGTGAATTTGAGGCAAGGTGAGCCGAGAGGACCTGAGTGCCAGTGG 
ATCTGAGACTTGCC CTG AATGAGGGACTTTATCCTGAGG C AAGTCTGTCAGATCCCAG CT CCTCAG ACTC AGAAGG AGAGTGGGCAAAGGTTGT 
GAGACATGAATATTTGATTAAGGAAAGGGCTAGAATAGAGCCGTGTGCTCACCCTTCTGTGTGTGAGTCGAGTTTTTCCCCTTTTCCTGGACTT 
TGAACTCTACAGGGTTTGTGGTTAACGCTCATGAACCATGGGTAAATGAAAAGGTTGCCAGGCCAGGAGCCAGAGGATGCTGGCAGGGGTGCTG 
TTAATAGGGCCTGGGGGTTTAGTCCACGCCTTATrCACTGGAGTGAGGCTCCTCAGGCTGTGGCCCTAGGTGATTGGCACCCTCGCTGGTTCCC 
CTCCCATCAGGCTGCTGCCGTGAGCGGGTCCCAGGCTGCTGCCCTCAGCCTGGCCCCCAGCCGTTCCTCTGCATTAGCTGTCCTGATTGCCCTT 
CTGCCGGCTGCCCAGCTGCACCATCATGTCCCCAGGTGCCGTCAGAGCCGCTTTCAAAAGGGCAACCTTGTTCTTTTAGCCTTTGTACTGCGTT 
TCCTTACTTAATTTCCAAATCGAGGGTCCCGTCCTTCCTTCTTCAAACATTTTTCTTCTTTCCTCCCTTTCCCAAACACCTTCAAATCCATGCC 
AAACACTAGAAAGAGAGAAGTAAGAAGTAAGTGAACTGGAGAGCTGAACTGGGGGGGGGGGAAATGAAGCTTGGCAAGGCAGGTCCCAGGATGT 
CCCAGGAGAATAAAAGACATGCTGTCCTGCAGCAGAGGGGTAGGGAGTGGCAGAGCCATTTATAAAACACCTTCCAAGTGCCAGGCCTGAGAGG 
AAACGTGAGGACCAAGCAGGGAAACAATAGGAATAGACTCAGAGGGGTTAAGTAACTTGTACAAAGTCACACAGGTAGGAAAATAGCAGAGCCA 
GGATTTGAATCCAGAAATGGCTGACGCTGTTGCATCTACGATTCTAAGCTATGCTGACCACATCTCATCAAGTCAGTGATCAAAAGAACAGAAA 

GTTGGAGAGACCTTCCTTTTCCAGCACTGGGACAACCCAGCTGTTTATAAAATTCCTCCCGAGGGCCTGCCCTGCCCTGGCTGCTTTACGAGGC 
AGAAAGGGCCTGGTGTGTGTCTGCTGGTGTACTCTGCAGATGGCATGTGTGCTGTGTGCTGAAGTTTCTGCTGGGAATTAATCAGCTCCTCCAG 
ACAGCTGGTCCGCATGCCTAATAATATTTGCAAGTCGGGTTTTATGTTACGCACAGGCCACAGCCATGCTGCATCTTGATTATGGGAATGCAGG 
^ CGGCATTCGGAAACATGCACCAAACACAGAl'ATTTTAGGACCATGAATGACAATTGTTTTCAAAACAGTTGTGAGTTTCCC^TCTCAGCGTGCA 
CGGAAATATCTGTCACCCGTTGGGCAGATGAGGTGGCATTGCATAGGGCACAAGCAGAATTGGAGTGTGGAGCTGGGTTCCACAGTCCTTCCTG 
TGGTCCTTACTTCGCACCATCCCAGCTACCCAGGACTGAGCAGCAGCCCATGTCAGGGAGGTGGTCAAGGCCAGGCCCTGAGCCTGTGAGGTGG 
TCTTCCACTGACAGCACTCTAGAAGCAACTAGAAATTTGGGGCGATTGCTTATTCTCTATTCCCTGGACATCTCACTCAATTACAGCAGATAGT 
TCGTCTTTAGTTAGAAACACTTTGCTAAATTCTGCCCAATCAGAGTCTCTAAATAATGGCAACATCAGTTATTTGAGTGCCTTATCTATGAAAG 
GACrTTACTAGGAGCTACTGATATCAAGAAGCCTAAGACTGCACGACAGTCAGCAAGCATGAGGAGGAAGACGTGGGGGATTGTTGAAGTCAGA 
TGGAACTGGTTTTGAAATCCAGCGCTACCACCTGATGTTCTGGGGTCTTAGGCAAGTTATTTAACTTTTGCCTACCTCAGTTTACTTATCTGTA 
AAATGGAAAGACATTTTGTCTGCTGTATGCATTTTTGCAAAGATTAAGTGAAACAATGCATGTAAAGTGTTrAACAGGGTACCCAGCACATAGT 
GATAAATGTTGCTTGTTACTGTTGGTATATCTGGTACAATACTAAGTTCTTGGGGAATAAACAAATGAGTGAATGGATTGTAGATACATGGAAA 
GTCTCAAACACTATTCAGGAAAGGGAGAGAAGAATCAAAGATAATTCCCAAGTAGTCAGATGCAGGTGATTGTGAGAATGGCATTACCAATAAC 
AGAAATGAGTACTTGGGAAGATCTTACTTTCAGAGAAAGAGGATGCATTTGGGTTTGGATCTGTTGAGCTTGAGGTGGTGGTCTTGGTCCTCCA 
AGCCCAGAAAGATGAGTCGGGGTGCCCTCACTGGGTCTCACTGCCACAGCTGGGCCCTCAGCCTTGCAGCCCTCCCCTGAGTTCTGGTCACAGC 
CACCTCCCrACCCCACCACTGCACCTTCTTCCCAGAATCATTCCAGAACTCACCACAGGGACCACAAGGATCTGCTGTCCATCTTCTTGTCCAT 
ACCACACCTGTCTCCTGTGACCCCCGACATAGGCAATGTCACAAGCCTTGCTTCTGGAAATTCACAGCCCCTCCAGCCCTCACTTCCTTCAGAG 
ATTGCACAAGCAGGAGAGAAGCAGTGGGAAAATCCTCTGCAGACTCTAGTTTTTTCTTCATGAGCTTTCAGTGCCGACTAATGTTGATTTAAAC 
CTAACAAGTTCAGACAGACATGGCTGTGTGTAAGCATAACTTCCTTTTGTGGATAGCTTTTTGTTCTTTATGAGCTATAACACACATACAGTAA 
AACGAACAAATCTGAAGTGTGCAGCCCGATGAATTTTTATGTACATATATGCCCCTGAATCCACCCCGAAGATAAAGATACAGAATACCTCCAG 
CACTCCAGAAGACCCCTTATTCCCACTCCCAGTCAGTAACCACGCCCACAAATAGCCTTTTTTCCCCTTTTCACCATAGATTGGTAAGTTTTGC 
CTGTAAATGAACATC AC AG ACATGAATC CTATAGTATTACTCTTGTGT CTGGCTTCTTTCC CATTATGTCTGTGAG ATT CTTC CATATTGCTG C 
ATGGAACAGTAGTTCTTTTCATGGCTGAGTAGTATTCCACTGTACAAATATATCACAGAGCCTCCATTCTACTGTTCCTGAACATTTGGGGTTA 
TTTCCAAATTGGGGCCATTATAAATACGGCTGCTGTGGTGATACACACATGCCCTCATCTCTCTGGGCTGTGTTCTCCAGTGGAATTGGTAATT 
ACAG GG CAAAC CTAGGTTAGCAATTG C AGTT ACTG C CTAACAGATTTTGTGGACATATTTTTAAAAAGGTGAATACACACTTAGTGTGTCATTT 
GCCAGTACTGTACTTGCCTCTAAGCTGCTAGTGAGGCAGCCTAGTGAGACTGAGGAACCAGGGGTTGGACATTAGGATCCCTGGCTTTGAATCA 
GCTCTGTCACTTACAAGCTTGGTGTCCGCAGGCCAGTTACTTAAGCTCTTTGAGCCTCATTTTTATCATCTGTAAAATGGTGATAATAAAAATG 
ATCAGCTCACATCATTAGTGTGAAACTTACATGGGCTATCTATAAAAGTTCTTTGAGAGTTGTGAAATGTAAAAATCATCCTTATCACCTCAAC 
TTTTTGTATTTGACATACATTTTCCTTGAAAACAGTCTAAAAAGTTTTTAAAGAGAATCACTATTAGTAATAAATAGGGAAAAAATCAATCTTT 
CAAGAAAAAAAATACTGTCTCCCTATTTTATAGCCTAGGCCAGTCAGTGGATGTGGGCAGTCACCACTTTGATATACCTGCATGCTCCAAGGGC 
CCCCTCAGCCCGGACAGAGCGGGGAGTCACACATCCACTGTGCTCATCTCCGGGCAGCTTGCCTATTTTCTCATATTTGCATTCTCTGTTGAGA 
ACTATCCCTGCCTCTGCGCTGCCTCTCTTGTTTTTAATCTTGTGAAGTCTGAATATCAGATGGGCGTTCTCAGCATTTTCACTGAGGCATGTGC 
ATACACACATCAACATGAGCACACATGAGCACACACACGCTGCATGAGCACACACACGCTGCGTGGGCACGGCTGGAGCAGTTCTCCCGAGTAT 
CTGTGGAGTCGGTCTTACTGGTTCTGTATAGAAGTGATTTAGTTTAAAGACTAGCAGCGGGCCCTTGTAGACACAGAGCACATAGTAGTATTTA 
ATAAATATTTGTTTACAGCAATGGAAATAACCAAGGTCACCAACCCGCCCACACTCTTGTGAGACATGCTCTCCTGCTGTCTCTCATCAATGTG 
CATGGCTCTCTCTGGGAATCAAATGCTGTTGTGGCTGCAGGAACCTCCAGAAAGGGTTGTTTATTGCATTGATATTCCTTGCACACTCCAAGAT 
TGTCTTTGGAGTGATGGGAAGCACAAGAGCTTTGGAGCTAGATAAGCCTGTGTTCACATCGTGACGCCGTATTCCTAGAGCATAAGTTCTGGCC 
CCTCTGAGCCTCACCTTTCTCATCATAAAATAGGATTGGTGTTGGTTACCTTTAAGGTGGTTGTAAGAATTCAAGAAGACAATTAGTAGAAGTT 
GTTGGTATTATTCAGTTGTTCCAGCTCCTCCCCACAACACTTTGGAGTTTTTTTGTTCTGTTTTATTTTGGTTTGTTTTTTGTTTTTTGGGTTT 
TTTTTGGATAGCTTGACCTCTTTTCTTCTTCCCACATAGAGCTGAGTCCCCTCCCAAAGAGGGCAGGGCCTGGACTGGTTAAGAGCATGACCCA 
TGAGATCAAAGTGTCTTGGTATAAATCCTAGCATTGCTGCCAATTCACTGTGAGACCTTGAACAAGTTGCTTAACCTGTGTGAGCTTTTATTTC 
TTCCTCTTAAAATAGGGATAATAATAGTTATCTATATC ATAGAATTGTATGGCTTCCCTGTGAATAAC CATAAAG CAGTTGG CACAAAGCCAAC 
ACTGAGCTGATAGTGGTAGTTGGCAGTAGTAGTAATAGTAATATTATTATAATATTGATGCAATGGATGCCAATAGCTGTGTTTCTCTCTCTCT 
CTCTCTCTGACACACACATACACACACACACACACACACACACCCACCCACCCACCCCACTTTGGGTTTTCCTGATCGCTCCCATCAGGGCTCC 
TTCCACATGGAGGCTCTGCCTCTATCATCCTTTCTCCTGATTTGAATCCTCATGAAGGACAGGAACTGGGGTTGCTCTATGGTTTTGGTTGGTT 
TGTTTTTTAAGTTCAAAATTAATGAAAGAAATGTCAAGGAAACATAATCTTTGGATCTTTGGACTGTAAATAAAAATAGGAACATTCGGGTCTT 
TGTATAAGACTGCTGTAAGTTTAGGCTTATGTATTAAATAGAAGAAGAAAAATGTGTCTGTTCAAATGCTCCCAGTATTGAGGGTTTAAATTGA 
ATAGATTATTGTGTGGAGGAAAATTCAAGTATAAATTAGACTACGAAGAATTACTAACTGTTGCAGTTTTCATGTTAATTATTTCATGTTAAAA 
AATTGTTACCGCATAAATTAACACATTCTTTCATAGAAAACATATTTTAGAAAGATTTGTTACTTTAATAACTCTTTGTGTATTAGAAATCCCA ' 
GATGCCTGTACTAATTAAATATAATCAGATTTTAGATTCAAAAAGCACAGTAGCCATTTAACACAAACAAGCAGGCAGCTAGGTTGACAAACAC 
ACTCAGGAAGAAGTGGATCCCTGTTTCTTTCGAATTTTGAATTTCACAATCCAGAACTGTGAATTCAATTCCTGTCCTTCCTTTGTATTACAAC 
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GACTGGGGATTATTAGACTCAGAGCGCCAGCTTTCCAGCTCAAGGGCTCCTGCAGAATTATTAATCAGCCGCTTCTGAGGCCCCTGTAATCCGG 
TGGCAGATCAAGGCTGATCTCGCCATGAGATGCCCTCCCTCTGCCCCCGTCAGCACATGAATTTCTTGTTCTCTGTCAA.CAACAGCATTGCCAT 
TCCCGCACAGTGTGCTGTGACCTGAACAGCAAATATCAGGAGAGAGAAAAGGAAGAAAAAAAAAACGTTTTTAATTACTGAATTTAATCTAATT 
CTTCCCATGCTAGAGAAGCAAACCATCCTTTCATGAAAAGCAAACCCTTTAAAATGCAAGCCATTGTCT'TAAGCACCGACTAGTGTGTTCCCAA 
CTCAGTGGTGCCGCCATAAAATGACCATGCCAACCCCCACCTCCCCAGCCCACATTGAGAGTCTATCATCCTGAGGGCTGTCTAGGGAGAGACC 
CCAGGGGACTTGCCCGACAGAATGCCCTGCGCTCCGAGGTCAGACACGGCTTTCCCGCTGAGCTGAGTCGCATGCCTGAACCGTGCTGCrTGTA 
ATCAAGCTTCCCGGATCCGAGTTTGGTACACTTCAGTCACTAAGCAGAAAAGCTCCTTCATTTGTATTCTGTCGCTTCAAGCTCTGAGCTTCCA 

CAGGGAAATGGAGATGAATTGTAGAGCGCATCCATTTTCGTCCCGGAAAGGGTGTGTTGAAAGCCAAAGATTAAAATTAAAAGAAAAGGGACTC 
TAAATCACCCTTTCCTACTACAGTCTCTCTTTAAAGATTAAAACTGTTTCAGGTCGGAGATGGGACCAATTTCTTTCATTCCCACCCTCGGGCA 
GCTCTGACTCTGCCCAGAGGATACAAATGGATTGGAGGTAAGCAGTGGTCACCTCAAGCCCAGCTTCTTTGCACACCTTTCCCCTTTATCrGTG 
CTGGTCAGTCCCATTTTGTATTCTGTGTGAGCATCTCTTTCTCCTTTGTGCTGTTTTGGGCAGAGCCTTTTGATGGTTGTTTATGAATGGTCAA 
GAGCAAGTCCTCAGTCTGTGCAGCCCACGTTTCTTGGTAATCATCAAGAAGGAAGCAGATGGTCACCCTCTGTGATTTTAAAGTGTGTAAATAG 
GAACTGTAGACTGCCATCAAACATCAAAAATGTCAGTTGGCTTCCTTGTCTTGCCTTGCTGGCAAAAGGAACTCCTGCATTTGCATCATCTGGG 
TAATCATGGACACGCAGTACATTTGTAAACTGCGCCAAGTTCTGAAGCCTCATTTCTTACAGCCAAAGGAGGGGGCTCAGTGGCATTGCTCTGC 
CATCCCCAGGGTGGCTCCCCCATTGGCACAGACACTGTACCAGATTGAAAAGGGGAGCGGTTTGAAAAAGCCACCCCAAAGTGGTGTTTGTCTT 
CTGTATATCCTATTATCCTTTGATATGTTCTGAGCTCCCAGTCAAACCCCATGACCTGCAAGTGTTCCCACACAGTATCCCCAAACCCAGTGCT 
GCCCATGCAGCCCAGCTCGTCATGTGGCATGAAGTCAGACTGACACGGGCCCTCTGCCCCTTGTGGGGGTGGCTGGATTCTTGGCATCATTTCT 
GTGTTGAGCTACATCCCACACATCCGTTGATCACTCAGGTGAGTTCCTCT.CACCACCCTGGGCAGCAGTGTGCAGTTGGTTACAAAGCTCTTGT 



TTTCTCTTTACAGAGGTAATCAAGTTACAGAATTTTTATTCTGATATTACTTCCTTTCTGGCTCTTCGGAAACTGGAAGGATAATTGGAATTAT 
TCAGAGCCTGAGTATTCTAGAACAGCAAGCAGGGCTCCTTTTTTCTTCAGTCCCACCCAAGATAACCACTTAAATAAGCCTCCATAACACAGTC 
TGTACTCCAAGGAAAGTCCCTTCGATGGTTCTCAGATTTCCTTCTTAAAAGGACTAAATACCC^CAGTTTCAGGAGATGCCCATTAATGTTATC 
CTCTACTTTTGTGTTGGCCCCATAAGTTACCCTGGGTTTGTCATTGGTCACCGTTGCAAGGAGGGTGATGGAGAAAGGCAAGCAGCCCAGAGTT 
TCCTCCCTTCACTTCCTGGCTCCTCTAGGGATATTTGGAAGGAATGTCACAGTTTACCTTCTGGTAGCCTCCATGTCTGGATCGAATGCCCTTC 
CACAATTTATCCTGCCTATCCTTCCCCGACTGCAAAACCCCAGGATTAATACCTAGAGTCCAGCCTTGCCCCTGCATTCTCCCTGGTAGCTGAG 
CCTACTCCCCTGTGTCCTCTAGTTGTCCTGGGTTCAATTTTTAATACCCACTGATGGAGCTTCTGTCTCTTGTCTGTCCAGTGTTGAACTCTGG 
GCTCTGTTGGAACTTTCCTCACCCCTCTCAGCCTGAATATTCCTCCC!ATGGATTCCACTCAACCAGACTTTGGATCTGTGCCTACTTAATCAAC 
CTTATCTTTGCAATATGTTCGGGCCCACCTTCCACTCCTTGGTTCTTGTCCTCCTTGGGCTAACTTGTCCCTTCTGCACTCACATCCCCGGTGG 
GACAGCATTCCTCCTTCCTCCCAACCTGCCTCGTTCTCAAACTTCTTGCTCAACATTATGAAATTTCAGATGGAATATAATCTTAACCCATTGT 
AACATATACTTTTCAAAAAAACATGATGCTAAAACTTTATGAACTTGAAGTAGAAGTTTCAACAGAGTGCGTCACCGGGGATAACTGGAAAACA 
CCCAGTTGTATTACTTCAGAAGCATTTGGGAAATGTGAAAGTGATTCCTTTGGCCTAGTGTGAAAATTCTGAGTTTTGCTTTGCCAAGTTTCAT 

ACCGCCTTGTCACCTCCCCCTCCTGTAAACCAAATTTCTGTTATTGGCATTGTT^ 

CAAGTTGAATTATTGCATACTATTAAATATTGGATATAATAATTTGCAGAGTTAGTGGGTTTATAATTAAAAAGGGCTCTGGGTGGCTCTTTGG 
TTCAGAAAAACAGTGTCTATTGTTGAAGTTAATGGGTTTCCTCCTTGAAAATGCTATTAGGGCACAGCTCAGATTCTCTGTAGGAAGGATTTGG 
CTTCTTTTATTCAATAGTGACTTCACCTTCTCCACCTTGGCCTAGTTTTTTAGCCAGAGGGGATATTCTCTGAGACTATGGAATTGGCCTGGTC 
ACCAAGAAAAATAAAAAAGAGAGAGACTTGGCAGTTCAGCTCTCCGGAGATGTGAGCTGGGGCCACCCAGGCCTGTCCTGGCCCCTGCCGTGAC 
CCTCCCCACCGCAAGGAGAGCCATGGGTCATGCTGCATCATTCCAATGCGGCTGCCTCTCCCTGAAGCCCTCATCTGCTGCTTATGTTCTCTTT 

AGAAACCCCAAGGGCGGAGGCAAGCTGTGCTTGGTTTTCCCAGGAGGGCCTCACAGGGTGCTGGGGACATCATGGACCCTGAGAAGATTCTCAG 

C C AGTG CAACTCAGGG ACTTT AGGCCTTTACTATCTGAATAAAATAAC AGCTGGTATTTATTCAG CTATT AC C AGGTAC C AG ACG CTGTGCTG A 
GCCTTTTACATCAACTGTTCTTCCCACCACAACCTTAGGAGGTTATCATCCCCAGTTTACAGACAAGGAAACTGAGACTTAGGGATGTTTTAAA 
rGATCAACCAGCAAATCCAGTGTGCAAGCACAGGGATACCTGACTCGGAAGCTCCTTTCCTAAATGATCATAGTGGTCCTTCCACAAGTGACCA 
CTCAATCCCAGCTCAGCCCACAATCGGACCACTTTGCATTGTCACTGAAGAGCATCCACTCCTCGTTTCCTGGCCGGCTTATGTACTCTTACTG 
CAGGAGGTGATTTGGCAGCAAAAGTATCTGCGGTCTTCATTGGAGCATTTGAAArGCCCATGCCATCATCTTAATGTATGAAAACACATAAAGA 
ACAGGAAGTAACTGAGTCAAGTAAGCTATTTCTATTTGAGGCAGAAGTGAAAAACAGATTACCTGGCCACTAGGGATAGAGGGACTTCATTAAC 
TGGAATGTGGCCTGGGGCTTGGGATGGGCCATCCTGACATGATGACTTTGGGCAGTCATCCTGTTGGCACTGAAAAACCGAGAGCATCAGTCAG 
GCTGTGCTGTCGTATGAAAGGAAGATTTTATTCCTATAACTTTTAAGAGTGAAGAAAATTATTAGTTTATTACACCACTGTATTGACACTCTTT 
GCGTTTAGTTTGATTAAGTCTGTGTAAAGGAAGAGAATTACTTTGACCGTCAGGGTGTCAGATAACTTACTGCCTGGCTGGACCCTTTAGCTAG 
TTAGAGCATTTATTGCTGTTTAACCAGCCTTAGGCAAGTTGCTATGAAGAAATATGTGTCTCCAACCTCAAAGGATTTGCATTCTATTTAAGGA 
GATTTTTTAAATAACTTATGAAAGAACTAGTAAAAGGACACAGAGGAGACATGGACACAGTGGAACAGTGTATAGTGTTTATGCAGTCAGGCTC 
TGGCACCTTCGGTTCAAATCCCAGTTCTGTCATCTACACTTGTCCTTTGTTTGGCACATTGCTTTCCTCTCGGTGTTCCGTTTTCTCATCTGTA 
GAACAAGACTATTGCTGGCATCCACCTCATGTGCCCAGTGCTTTGCATGCCTGACTCTTAGCAAGCGCTCAGTGTATGTTTAGCTATTGTGGTA 
GCTGCTATTATCAAGCATTAAACTGTTGTTTCTAGCACTGGCGCTAGGTGCATTGGAGAGATTAGTGAAGGCTGGAGTAATCACAGATGGCTTC 
ATGAAGGAGGTGGGACTGGAGCTGAGGAGGCTGTAG CTAAGCAGGTGAAGAG AAAGAGAGC ATTTC CAAAG C C AATGTAAAAG AAACAAGTGTG 
AGC ATG CTAAGTG C AGG AC AC AGGTTATAGTAAAG CAAACTG AACTAGATT AACTGTGTTTGGGGTAGC AAGAAC C AAGTTAGGTC AGGC ACGG 
TGGCTCACATCTGTAGTCCCAGCACTTTGGG AG ACCAAGGCAGGAGGAC CACTTGAG CCCAGGAATT CGAGACTAGC CTGGGC AAC AT AGCAAG 
ATCCCATCTCTACAAAACATAAAATTAAACTAGGTGCAGTGGCTCATGCCTGTAATTGCAGCACTTTGGGAGGCCGAGGTGGGTGGATCACCTG 
AGGTCAGG AGTTC AAGAGC AG C CTGAC C AATATGGTG AAACACCGCCTCTACTAAAAATACAAAAATTAGCC AGG CATGGTGGCGTGCACCAAT 
AGTCCCAGCTACTCAGGAGGCTGAGACAGGAGAATTGCTTGTACCCATGAGGTGGAGGTTGCAGTAAGTCAAGATTGCACCACTGCACTCCAGC 
CTGGGCAACAGAGTGAGACTGTCTCAAAAAAAAAAAAAAATTAAATTAAAT 

TACTCAGGAGAGGCAGGAAACTTG CTTGAGTAAG C CCAAGCAAGAAG AAGAGCC C AC AGGGG AG ACACAC AAAATGCTTGGAAAGAAAGGAAGG 
ACATGGGGAAGAATAAACTCAGAAAAATAATTCATGCATTTCTCATAGAAATGTTTGAGCTTTGCGGGTTGGAATATGCTAAGTTTTACTGCTT 
TGTTACCGAAATTATTGGTATTATTCACATGTGAGAAGTGTGCTAAAATAGTACAAATGTACCCAGAGCCACTCGTTAAGTAAACATGACAGAA 
GTGACAATGGAAGCATCATCTACCCAATTGCTAATTGCTGATAGACACCCATGGGCCTTGAAATGTCACGATGCTTTTGAAGAGTTTTGAAAAG 
TCAAAACACTTTTCCCATTCTGTCTCATCATAAGTCATTCTCAAGGTAATGATGTGTTATCTTCCATGTTTTAAAAGACAAGGGGAAAGAACGA 
CGTGGGAAGTCATCGCACTTCTGCTCACAGCCC AGTG ACTTT CTGTTGCGCTTAGGATGGAATCCAAAATCCTAGTACAGGTTACAGAGTC CCA 
C AAAATCTGTCCTTGTACCC C ATCTT ATT ATTCTT GAT AG C ACTTTATTGTAGTTGAC ATATATAAT AG C CATTC ATTTATTTTATCTC CCT C A 
AACTAAGCTTCCAGCTCCATGACTGCCAGAGACTGTGTTCCCTTTCGTCCTCCTGGCACCGAGTGCAGTGCCAGGCACTGGGGAATACTCCAGA 
AATACTTGTGGTAGGAAGAAAGAACAAGCCAGCCCAGCAGTGGTGGGTGTTTGTGTTGTTATTTCTGTGGACAAACTTTGATAACTGAATAAAT 
CC^CAGCCCTCTCCTTTCTCTTGCTTGAAGCATGGATGATTATTAACTTTATTTTAAATGAGGAAGACCAGGGCTTGGTGAGGTCAAAATGGTT 



417 



WO 03/039484 



PCT/US02/36071 



SAGRES DISCOVERY 02-21 



GATGTCTAGTCACTTGCATTCATCCCAGTCTATTAAGAATTTATTCTTAATCCAGTCTATTAAGGATTTTCCACTTTGTTTCACTGTGAACTCT 

CCCAAGGCCCCTTGCCACCTCGTCTTTCTGCTGTTGTAACTAACCACCCCCATCCCCAGCTGCAGCCCCAGTGAACTGGGCCCCCTTGTCCTCA 

GAGAACAAAGTATGGGGCTCCCCCAGTCAGATACATTCACTCCGACCCAAAGGGGATCTGAACACACTTCCTTTGGCAGTGAAAATGCAGGGTT 

CTCCAGGTGTTTTAAGTTTCATTAGTGTGTGGCTGTTGCTTTTCTATTTCAATTGGCAATTCTTAGACTCTTAAAAGGACATCCAGACAGTGAC 

ACTGGTGCTGTCACCAAGGACAAGTAGAAGACTCACCAGAGGGCAGGGAACTGATAATACGCTCTGTAAGGAACTGTGGTTATTCAGCCAAAAA 

GGGAAGGGCTGGGAGGGCTGACCAGCTACTCATTCATTCATTCAGCACCTGTTTATCAAGTGCTTTCTCTGCAGCAGACACTGTACTCAGTACT 

GGAGATGTGGCCATCTGGGAAGACATGCTCCAGCACTCAAGCACAGTATTTATCTGGGGCAGAGACAGCCTTCAGACAATTCATGCATTCATTG 

CCCTTTAATAATAACAGGTTCGTTAGGCAATATTTACTGAAAAAAAGTAGTGACAACTACAAAGAGGGAGGTGCTCTGGCAGCATAGAAGTAGG 

AAACCTACCGCAG7CTTTAGTGATCAGGCAAAGGTTCCCTGTGCAAGTAACACTTTGGCTAGGAGCAAAAGAGAAGTAAGAATTAGCCATGGGT 

TAAGGGCTTTTGATAAAGGAAATAGCCTGTCCGTGAAGCAGGTAGGAGCTTGGCATTTGCAAAGCAGTCAAAGAAGGGCAATGGAGAGGTTGCA 

GAGGAGAGAGGAGGGAAGCAGAGGAGAACAAGTCTGGGATGATAAGAAGCAGCTGGGGAAGTAGGTAGGGACCAGATTATGCATGTAGATTCTA 

TTAGAAGGCTACTATAGAAACCCAGGGGGGGACATGCTGAGCAAGTGAGGACTAGAGGAAGGGTAGTGAATTCAAGATCATGAAATGGTCAGGA 

TGTAATGGACCTGACACGGGCAGGGACAAAGCAGGAGAGCACAGAGATCATTCAGTAAAGATGTATTGACCTCCTTCAATAGGCAGGCCCTGTG 

CTGGGATCTGAGTGCACAGTGATGAAAAATAGAGTGTCCAGGTGAGGATGATTCTCAGGATTCTGTTGTCACCAACTGGGTGGTTTACAAAGTC 

ACCAAGGATTGAGAAGCCAAATTGTGGGGAAGATAAATTTTGGATGTTGCATTTGAGGGGCACTGACTTGTATAACCAATTTCATGGAGAGACA 

ATTGAGAGGGAAATTGGTTATGCAAGTCAGGGACTCGAGAGAGAGGTCCCATCTGGTGATATAAATGCAGGCATCATTGGGGTCAAGATAGTCA 

TTGGAGCCATGGGATTGAATAAGATCCCTGATATTACACAGAGTTTGTGACCACTTATTTCATATCTCAACAGAATTCAGAGAAACAGGATTGA 

GCTGTATATCAGAAATTATTTAAAACATCGACACATTTATTCATTACAGGAATAATTCAGCCTAAGGCTAACTGGTCTTATATATGTTCCTGGG 

AGTTAAATGACTAAGG CACAAAGATC CT CTTAC ATGG AAGTT CT AGG AC ATGGGTACCAGTG AC AAC ACC AGGTTGT CAAGTTTTCACAATGAC 

AAGTCGAGGTTTCGGCAATGAGTTTACCTTGGGAGTTTGGTAAAATTTGCAAATAGTACCTGGAAAACATTCAGTGGAAAAGATGCTTCCAAGT 

ACACACACCACACAC^CACACACACACACACACACACACACACACACACATATTATGGCCTTCGTGTATTGGCTTATCCTAAAGAATCCTAAAC 

TGTTAAGCTAATTCAGTAAGAAATGACAGAGTGGTCACTTCTTTTTTTGAATTCATGTAAACATGGAACAAGTACAGTAAGTGTTACAGTGAAG 

CT CAAG ATATCAGTGAC ATAGATG ATCATTAC CTGCATAGTTTGCTCTGTTTCCTCTAAATAAAATG CAAGGAGG AGAAAACTG TTTTCATATC 

TAAATCCTGCTCCCAAGCAGAAGAATTTCAAAGTGTGAATCAGCTAGTTACATAACAATACCAAGTTAACTGCATTGCGGTTCTCCTGATGTTT 

TCTCCGTTGTTCTGTAAGTCCATACTACTTAGAAGACCACTTTGATTCTGACTTTTTGCCTGTCAGAACTTTACTTTCAAGGGAAAGGCAACGT 

TTACACCCAGGAGATCCTTCCTTCAAGGTGTCTGAAGTCTCCTAACTTACAGAGCTCACTGCAGCAGCCCTGCAGCAGGGACATCTGTGGGATT 

GTATAGGTTATGTACTACACAACCTTAGGGATGCTGTTTTCATAGACTGGGATTTTACACTGTGCAACCTGCAAGGCTAGTTTTAAAGACACCT 

GCCAAAAATCCCCAGTTAACTCCACCACATTTAGAGCTGCATTTTAGGGCCAATAGCTTTGTACCCTCAGGAGGTGGGAAGCCAAGATAAGGGG 

AAACAGAAGTAATGAGATGTGTCCAAGAGGAAGCAGGGATTAGCTCTTTTCAGTAGAAACCTCAGTTAATCATTAATACCTTATTGCTGCTTTG 

ATTTAACCTTTTGTCTTCCTTGAAAAGGAAAATGAGTTATCTATAAAGAAGCTTCTTTTGTTGAAAGCAGCTGCTGTTTTAAGACAGAGAAGAA 

GCAGGAGAAGTTGGACAAAGACATTATGTTTTATTCCTCCAAATACATTATAAATACATTGTTTGGTGTAAATATATTGCTTGCCTTAGAAAGA 

AAATTAATACAAAACAAATTTAAGTAAGTTCCGACTAGTAGTAACTCAGACCACATATCTACAAATGACTTCCTTTCAAAGATTCCTTACATTA 

ATGCAGCCTTTGTTTTAACATTTTTTGAAGGTTTATATATTATAATCCTTATTGTAGATTATAAAATGAGAAAATAATAAAGCTGACTAATGCA 

ACTGGCTGATATTGCCGTTGGTTTTTTTTAATCTGAAATTATGAAATCCCTTGGAAAATCTAACATGACAGTATCCAAATTTTAAATAGTCACT 

TTCAGCAACACACACACCTTCACCAATGTTGAGTGATTCAAAGAAGGGGAAAAACAACTCCTTTGGTTGTCATTTTATTTACAGGATTTGTCTG 

CACAGCAGAGAAAAATGTTCCATTTACTTCAGAGATGGTCAGAGATTTCCAAGCCATTTGGCTCAAGAGATGGTTTAAATAGGAATGAATGTAG 

TATACCTTTAATTCTCTGAAGTAAGAGAACTCCAGCTGAGGTTTGGTCCAGAGCAAAGTCTGCTCTCAACATTGAAGAAAATCTATCACATTAA 

TC CCAGTGG CTCAGAGTCCAAAGCTGCGTGAACAGAATGCTAAAGGATAGG AAGTGTG AGAAG AATG CTTTG AAAGAAAC CTT AAAAAC AAAAC 

AACTGACTATTCAGAGAATACCAGGTCTTATGTGGAATCATCTAGCACGTAAGGAAAGATATAAATAATTATGCCTGAGAAACATAACTAATTA 

AAAATAACTCCATGCATAAAAGGAAAACTATAGAATAACTTTTCTGCTCCAGTGTTAATGTGAGATGCCTCATAATGAAATAGTAGGATTTTTT 

TCTTTCATTTCATTTCACACAGACACATGAGAGATGGAGAGGAAAATTATATTGCCTGAAAATGCCAGGGTAGATTTACTAAAGATGTTATCAT 

ATGCTGTATTTAAGACAAAAATCTAATTGCTGTAATTTATCATACCTCTGGCTATTAAAACTGTGCCAATTTAAATATTTTAATCATTCGCCAC 

TTTTGTACATAGTGACTTTTTATAGAAGATTCTATGAAATGTTCTGATTTTGTCAGCCTTTGTATGATTTTCAGGAGCTCCTTAAGCAGAATGA 

ATAATTGCTGAGCTGAATGTTTGAGAGCACAAGCTGCTGAATCCCTTTTATTTTATTTTATTTTATTTATTTATTTATTTATTTATTTTTATTT 
TATTTCATTTTTTTCTGAGACGGACTCTTGCTCTGTCACCTAGGCTGGAGTATAATGGCACGATCTCGGCTCACTGCAACCTCTGCCTCCTGGG 
TTCAAGTGATTCTCCCGCCTCAGCCTCCCAAGTAGCTGGGACTACAGGCTCGTGCCACCATGCCTGGCTAATTTTTGTATTTTTAGTAGAGACG 
AGGTTTCACCCTGTTGGCCAGGCTGGTCTTGAACTCCTGACCTCAAATGACCGCCCGCCTCTGCCTTGTAAGGTGCTGGGATTACAGGTGTGAG 
CCACCACACCCGGCCTGAATCCCTTTTAATTCCCTGCACACACATCAAGCTTGTAGAAAGCAAGGTGGACCACACCCTTCCTTTTGGTTTAGAG 
ACAGGATTCTTTCAATGATCAAATAAATTTTTGAAAAAAAGGACTCCACTGACTTTGACATGAATTTGCACCTTGGTCTTGAAAAGTCAGAGAC 
TCATAAGACAGTCATGGAGGCAGAACTGCTCTTTAAAAAACAAACATTAAATAGTACTCTTGCTGGGTGGTAGAAGAAAAAGTGGTAAGAAAGT 
GATCTTACAGTATGGAAGAAAAAACTATCCC^GGAGTAAAGATGGCTACTACAGGGAGAAAGAATGGAGGAAAAACAGCAAATGTGGAGAGAGA 
AGGAGCTGGAGGCAGATTCCTTTCCCTGCTGTGGGTGTGGGAGGCCTTTGGGAAATCTAACACATTTCAGCAGAACACATGGGCAGTATCCAGT 
TGTCCCCACCCTGGGAGCAGCTCAGTGGTTTAATCAGGTTTTGTGTACCCAGTGAGACCACACTATCTTATATACCCGAGGACTCATGAGAGCA 
GCATTATGACTAAATCCTATGTATGTTTATTAAAACATAGCATTATTTCAAAGTTAAATATATATATAATTTTCCTAAATCATAAGAAACCAGG 
GCTTCTTCCCCCCTTTATTGAGGTACTAAGGTGCTTTGAGCTGGATTACTTACGGTCACACAGTCAAGACCAGACCCTACATCTTCCCAATCCC 
AGCCCATTCCTGCTTCACCTCCTTTCTGTCTTCCCCTCTAAACCTGCTCTCAGGAAAGTAGCTTGCCAAGTGCCTTTCCCTCCCACACCCCATG 
CCCATTGCAGTGCCCTCTGCCTGATGAATAACCAAGTGTTCATTCTGCAGGTGCAAAGTTCCCCATCAAGTGGACGGCCCCCGAGGCAGCCCTG 
TACGGG AGGTTCACAATCAAGTGTGACGTGTGGTCTTTTGGAATCTTACT CACAGAG CTGGTCACCAAAGGAAGAGTG C CATACC C AGGTAAGA 
GCAGGGCCTCACAGACATGGGCCTGAGATTGGAGGCTTTTTTGACACCATTTGGGAAAACTTCATCCACTTTGCTTTCTAAGCCCCATCCTCAG 
CTTTCTGCTGAGCTTGAGTTTGAAGAACATGGCCAGGTATTCAGCGAGAGAAAAGCAGAACTGGGAGCCACCATGTATGTAGACAAGCAGCCAC 
CATGAACTGTGTGCCAGGATTAATGTAAGTAGCAGCTGGTCTAAATGCTTCAGTCCCCCTCCAGTTCATAGAATCTCTCCTCTCTCAGTAGGAG 
TATGTGTCTGTGGTTCCCAGAGCAGAAATGTCACTGGCAGTGCCTCTGCCCAAATGGAGTTTGCAGACATGTCTGGGAAAGAGAAGGAGAAAAG 
CCCCACTGCTTTTTGATTACACTGTAGCACTGACCCATGGAGTGAGCCTGGCAGGAAGGTGCCAGGACCTGTTCTCTCCACAGGACCCAGCTCC 
AG ATGG CCAAAG AG AG C AG AGGCAC ATGTGAAATGCAATTTAG AGC CC ACT C ACTG C CTGTTGCTGAACAGT C AAAACATG CTATAC CAAAGC A 
AGTATAATGTAAAGAAATTGGAAATTCTTAGACTCTGGAATGTTTCTGTATTATCAGATTTATGCTCTCCAAAGAAACCACGAGTTTGGCTTAT 
CCATGCTTAAATTGATTAACGTCGACAGATGGTGACATAAAGGACACCCATGCCATTTCACCTCCACGCTTTAGTGGTTATAGCACAGGGACGA 
TCTGCTTTTTTGAAATGTTAAGGACATATTTTTCAGTTACTGCTGAGTGAAGAAAGAACATAGCTCCCCCTCATTCCCTGCGTAAGAAAGGAGC 
TTAAAGAAAAAAAAAAAAAAAAAAACAATGATAGAAACGATAGTGACGATTAATGAGGAATTTAGGTCTCTTGCAAATCCTGGGTTTGTAATCA 
TAGCTTTGCAGTCAGAGGAGCTAGCGAAGGCAGATTAATTTGTAATCCCTTTGTTCCTTTTTTATGATTGTTTCTGGTCATCTTCAGAGAACAC 
AGAGAGGGGCACATCAAGATAATCTCGTTCTGGGTTGGTGTAGCCTTGAGACTCCTAGGAGAGCCAAGTTGACATGGAGGCAAAATTGACAAAT 
TCCCAGTCTCTGAAGTGCCGGCACTGGGCGTTTAGAGATGCGGGTGTAAGTCAGTTTTATTGATGCTGCGGTGACTGCTGCTCCCGGCATGCAC 
ACACGGGCAGACACTCCGGGAATCGCCAACCAGCACAGAAGAAAGGGCCGCCCTGGGGGATGGAGCACAGCGTGGGTGTTTCTGAATTGCTTCT 
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CAAGGGGGGAAATGTGCGGGTCTCAGGAGGGCGAGGATGTGAAGGCATCTCTTCTTTATTTATTGTCTGAATTTTGAACTGATTTCTTCCTGAT 

CCCTCCCAGGTTTATAGTCACCCTGTGTGTTAAATGCAACTGGGGAGAAAAGGTTAATGTTGTTTTGCGTTTCTGTGAAGCCTTCCCTTCCAGT 

AATACAAAGCAGCTTTTTGTTTCTCAGGGTCTCACACAGAAACCAAGACAAAGGGGTGGAGGTGGGGGCCTTGGAGAAGGAAGGCAGGTGCGTG 

TTTCTGAGGGAGTCTTTTGTCAGGTTTGGTTTTAGCATAAAGAAAATGCCCTCATTTTACCACTTAGACCAGGATTCATTCATTCAGCGTAGCT 

TCAGTCACTGTGAACTGTGCCAGGCATTTTCCTCTATCGGGGAGATAGTGCAAATAAGACCCTCATACTCTAAACAAGCCTTGATTAGTACCTG 

CCTCAGGCTAGGCATTGTTAGCACAGTGGGCAAGTAAATAAATTTAGTCCCTATGTTCATGGATATTACAGTCAGATAGATAAAATATGCATCA 

AATCCAGGAAGAAACCAGCCTTCTTTATTCCTTGTTTATTATCAGAGGGAGTCATCCTGAAAGGATGGACTACTTGGCTTTACCTACTATGGGG 

CCTAGATCTTCATTCTGATAATGGGGTCAGGGACACCTGATCCAGGTATCCACACACAGCAGGTCCTGAGAGGGACTCTTCAAGCTGAGTCCTG 

TG AGGATGG CAGAGG AGTTTGAAGTGAG AACTAACTCCAGCGG CTCCTG CAGAG AGAGCTGTGAG CAAGTGCTGGTCTGCAGTGGGCTGTGATA 

ACTGCCTCTAGCTGTGGAGGAGTGCTGGAGAGGGGGCTGTGTAGGGAAGGCAAGTAAGCCAGACCTTGGAAGCCAAGTAGGTTTCCTCAAGCCC 

AGAAGGCGGGAAGAGCATCCCAAGGTCTGGCAGGTGGGAAGGCACATAGGCCTGGGAGGACAGTTCCAGGGACCACAGGATGAATCTGAGAAGA 

TGCCATGTGCAGGGGCACACCTGGAGATGTGACTGGAAGGGTGGCCGAGAGCCTGCGTTGGGGCCTTGCTGGTTGGCAGTGGCAACCAGGGAAC 

CGTGTCCTCATTGGGGGTGTCGTGAGCTGGTCCTCATTCAAAGAAAGCCACAAAAAATTGTTCCCAGGCCTGTTCCTAGCCATGGGTTCTTCCT 

GGGTTTTGCTTTTTAACATAGCTATAATCCTATTTAATTGGGTTTGTGAATCCAACAGAAAACTCTTCTTGAGGGAGAAGCTTTTACAGAGGGA 

TTCCAATTATAGGATTATTACCCTAACGAAGGATAATAATTCCTAAGGAACAAGAGGTTTCACGAAGCTTCCTTCAGATGTCACTGTGAAGGCA 

AAGAAGGACCTTCCTCTCTGCATTCTTGCTATTTGTTGGTGTGGCAAGTCAGTCAGTGTGCGCTGAGGGGTCCTTCTCAGCTTCCCACGTTGCG 

TCTTTGTGCCTGT.TGCTGGTACCTCAGGACAGACTCCCAGTCCCGGTCCATCATGATTTCCATTCTGCATTTTGATGTAGTCATGTCTCATGTC 

TCAGTTGGCTAGAGTATATTTTGAAGTAATTCTTTTTTGGAGAACAGTAGATGGTGGTACATTTTTCTGAGTCTTCCATACCTGAGAATAGCCT 

GCTGTTTCCTTGACACATAAGAAAGCTCCTTTGCCTGGTAGGTGAAGATGGAGGTGCGGGAGGAGGGGGTGACATATAAATTGGTTTTATAAAA 

GCTTTCCAGGC AT CTTTG C C CAG CGTGAAAG AAGGT CC AG AAGTG AC AATCCCAGAAGG AACTTAG AGTGGAGTATGTG AGGTGTGACCAAAT A 

AAGGGCAAAGGGAGGCGGAG ATGTTAGAACATTGGCAAGTTG TG TG AGAGG AGTGG ACAAAAGAAGGGAAGACGACAAT CTCAAA CTGAATGAT 

AACCTGGAAGCCGAAGGAAAAAATACTGAAATATGATGCTGAGATTAACGGGGGTGGTAGAGAAAAGTTACATCACCTTACCAGATGAGGAAGG 

TTG CTTT CG AGATGTGTAACAAGTATGG ATGCAGTTCCAAAGAAGAGCT CC AT C AGTT CCCCGCTAGCAGCCTGAG CTGAACGCATTCTCTG CA 

TTGCAGTCTAGCTTGCTTTTCTGCAAGCAAGAGTTCAGAAGCTTTCTTTACTTCAAGATTAGAACTGATTTCATACTGATGGATTGTTGTATGT 

GAGAAATAAAAACACTTAAGTAAAAGCAGTTTTCTGGGGTTGATGCATAAAATCAGTTATGCATTTTTACCTGTCATTTCACCTTAATACCTTT 

CTCAAATCCTTCTTTTCCCCTCTGCTTCCAGTTTCTCCCCGCCTCCCCACCACCCACCCACCCACCATTCTATCATTGTTGCCAACAGAGTTAG 

TATTCTAGAAAACACAGACCTGGTTATCTCACCCTGCTAGTTAAAAACGTCCACGGCTTCCCTTTGCCTTTCAGATAAATCCTAGAAAACGTAA 

TTCTACATAGTTCTTCATAACTCTTTTTCTGTAGTCATTCCACAAATATTTATTGTGCACCTACTATATGCCAGGTACTGTTGCAAGCACCAAG 

AATACAGCAGTGAAGCAATAGACAAATGCTGCTGCCCTCATAGACTTCCATTCTTCTTTGAGGAGACAAACAATAAACAAAGATAAATAAGCAA 

AATATATTGAATGTTTGCTGCTGGTAACAGCTAGGGAGAAAAATAAAACAGGGAAGGGGAGAGAGGGGAGAGTGGCAAAGGAGCACCTCACTGG 

TGAGTAGAAGACCTAAAGGAAGCAAGAATCCAGCCAGGTGGGTATCTGGGAGCACAGCCTTCCATCAGGGGAAGGGAGAGTGCAGAGACCCTCC 

AGAATCAAAGGAGGCCAGCATGGCTGGAGCAGAGGGAGCAGGAGGTCCCAGAGGCCCCAGGGGCAAATCAGATAAGGCCTTTCTAGCTCATGGT 

TGAAACTTTTGCTTTTAGTCTTAGTGAGGTGGG AAGTG AGGGGATTTGAGCAGGAGAGTGACATGATTTCT CTCTTGCTGT CTT C CATCCTTC A 

CACGTTACCAAGACACATCAAGAGATGTCTCTTGAACATGCAGGTCTCTCTTTGTGGCTCCCCTGTCTGCCTCAGAACCCTTCAAAGCCCAACT 

GAACATCATCTGCTTTGGAAAGCCTTCCCCATGTCCAGACCAAATGGGGTGCTCCTTCTGCTTGCCTCCATGACACCTAGCATATTTCTGTTGG 

GCCCCCCGTTTGTGTGTATTTCTCAGCAGCTTCAGAGAAGGGAGTCCCTTTGATGGATTCCCGAGGTCCAGCACAGGGTCCACCCCATAGTAGA 

CTGTCAGTAAGTATAAGCAAATAAATGAGTGAATGAAACAGAAAAAAAAGAACTCACCTATGAGGTTTTTGAAACAAGGTTTTTAAATTTAGCC 

CATAGCCTGCAAAGCCTTTTAACTGCATTCCATCATCTTCACACATGGATATATATTTTCCTAGCCACAAGGTAGCCTCTGTCCTCAAAGTTCT 

TCTGGAAAATTGACCCTGTGATCATTTCAAACATCATGTTCCAACACTATTCTAGGCAGAGTGTCCTGGCTATTCTGTGCCCTGGCTCTTAACC 

GAACACCTGTTTTGTGGATTTGGCAGGACCTGGTAGAACAGGAACACTTTCTTTTTTTTTTTTTTTTTTTTTTTTTTGAGATGGATGGAATCTT 

GCTCTGTCAGCCAGACGGGAATGCAGTGGCATGATCTTGGTTCACTGCAACCTCTGCCTCCTGGGTTCAAGCGATTCTCCTGCCTCAGCCTCCC 

AAGAAGCTGGGATTACAGGCACCCGCCACCACGCCCGGCTAATTTTTGCATTTTTAGTAGAGCCAGGGTTTCGCCATGTTGGCCAGGCTGGTCT 

CAAACTCCTGACCTCAGGTGATCCACTCTCCTTGGCCTCCCAAAGTGCTGGGATTACAGGTGTGAGCCACTGCACCAGGCCAGGAACACTTTCT 

TAAGCAAACCACACTTATTCATTCATTGGAAGCACTTTCAAATCATTCAACAGGTGACTTTCTTGAATACATCTAGTCGCTTGATAATGACCTG 

AAGAAATAAGGGAAATTAATGAAACTGGTGGCTTTTTCCTTAAAGGATTCCAAATGCCACTCTGGTCCTCCCTCTGCCTTAGAGCCCTGAACCG 

TAGATACATTTTCCTTTGTGTTCAACATAACAACAGGAGCAGGTTTTTCATGGGAGAAGAAAGGGTTAGGACTCTCCAACCAGGAGGAGACTGG 

GAAGCCGAATGAAAGCTCTCATCTTAGCCGAGGGTGCGTGTCTCTCCCTGGCTCGTCCACAGTCCCTGGGGTTTTTCCTGCAGCTCATGATGTC 

CCCTCAGAGAGGGAACCCTGCCTGGAATGCCCAGAGGTCATGCTGTCACCTCCTTCTACAAGATTTCTCTTGGCCAGCATGTCTAGTGAGAGGA 

GGAGGGAGACCAGGGGAGAATGCGTGTGAAGAGGGTGGCCAAAGAGGGACTTTCGGCCCCCAGTCCTGTGTTCCAGCCTCACGTGCTCCTTGTT 

CTCAGGGGTGCAGTTCCGGGGCCTTCCTCATGGGCACCCTGCCTCTCTTTTTCACTCCTTTTTTTTTTTTTTTCTGGGACAAAGGAGTTCTCTA 

TGATACTGTATTATCAACTTCAAATACAGAAATACCTGTGTATTCAGTTACATGAGTAGCTGTCTTTCTGTGTTTATTAATACAATGGGCTGAA 

TAAAAACAGCTGTCCTG AGG TTATCTGGCAAGATGAGGAAAGAGAAACAAAGCAAGT CATTATTGTAC CTTCTC AAGAT AAGTT CTTTATTCTC 

ATCCACACTCTTCCATCAGCATCTCCCTGCGCAGAATTTTCACAATGATCCTATACTAAAACCTAACTCAGTGTCACGGTTATTAACCAGTACG 

ATAGCAAGGACACATGAGAATCTGTTAATACAAGCACATGCGATGGCGCAGGCTCATGCTGAGCAAGCACCATTAACACCCCTCCTCCTTCCCA 

GCGCCAGCACAGCACTGCTCAACAGACATGTAAACACCGGGCCTTTTATGCACAGAAGCAAGGGGAGCCTCAGACCCAAGGCCCTATGCACAAC 

GTTGTGTGATTCCCTTTGAACGGAAAGCTCAGTTAGCAAAAGGAATTTGGGTATCTGATAATCTAAACATCATTCCCATTGTTAAAGTGCTTAA 

TTATTCACATGGCACAAAAACCCAGGTTTTGCAACCCATAGTCAAATCCAGATGCAAACATGGACGGGTAACACTTAAAATCCCTGATTGTACA 

GATATGGCCCATCTGAGATCCATATTGGGAAGCTGCACAAATGGAAAGCTATAAAACACAAACACTCTTCTTTCATAAAAGACATTTTTTCAGA 

TAGCTGAAAGCACAATGAATGTTGAGGTATTTTGTTAACAAATGGAGAAGCCAAGTTCAAGGGAAGTCAAGTCACTTGCTAAAAGATGCAAAGT 

TAGAAGTCAAGAAGTGACATCTATTTCGGTGCTCTGCCAATGAAAGTGATTTTTATTCCTTCCCTATAGAATCTAAAAGAAGACCAGGTATAGT 

GGCTCACAGCTGTAATTCCAGTGCTTTGGGAGGCTGAAGCAGGGAGGATCGCTTGAGGCCAGAAGTTCAAGATCAGCCTGGGCAACATAGCAAG 

ATGCTATCTCTACAAAAAAAAAATAAATAAAAATAAAAAT^AGCCAGGCATGGTGGTGCATACCTATAGTCCTAGCTGCTTGGGAGACTGAAGT 

GTGAGGAGGATCGCTTGAGCCCAGGAGTTCAAGGCTGCAGTGAGCCATGATCATGCCACTGCACTCCAGGCTGGGTGACAGAGCAAGACCTTGT 

CCCTTAAAAAATTTTTTTTCAAAGAATCTAAAAGGAAAAAGGGAAGACTACTGAGTTCATGTACAGCTCAAAGAAGTGGAATAGGGAAGTTTAA 

AAGAAAAGGGAAAAGAAAACACACACACAAGAATAGACACTGTTGGCAACCCTACAGAGTCAGAGTTTGAAAGTGAGAGTTGGAAACTTGACCT 

CTGAGTTTGCTGGAGGAAGCCAGCAACATGATTTAGAAAGGATAATATAATCATAATGGCAGGAAGTGAGCACAGTCTTCTTGGCTGGAGAATC 

TCAGTTGCAGTGTTTGGGGCAGACTGACTGGAAATGATGCTATGTCGGGGACCATGTTTGAAAGCCTAAAATCTGAGTTGACAAGGAGATGTTC 

CATGGAGGCTCTGGGAAAGAGGGACTCGAAGGCAGACCCCCACACAGCGGACTAGTAAGGTCTCGCTCTGTCACCCAGGCTGGAGTGCAGTGGC 

ACCATTTCAGCTCACTACAGCCTCAACCTCCTGGGCTCAAGCAATCTTTCCACCTCAGCCTCCTGAACAGCTGGGACCACAGGTACATGCCACC 

ATGCCCAGGTAATTTTTGTACTTTTTGTACAGACAGGGTTTTAACATGTTGCCCACGCTGGTCTCGAACTCCTGAGCTCAAGCGGTCTGCCTGC 

CTCAGCTTCCCGAAGTGCTGGAGGTGTTTTATGGATTGAGTACTGTTCAGTTGTACCCTATGAAAGTGACCCACCACAATGGCCTGTTTTCCTG 

AGCAATTCTAGAGAGACAGCAGAAGGGGCTGGTGGCTCCCGTGAGGCTAGAAGGGCAGAACAGCAGAGGAGGAGAGGGTTGGAACAAAATTGGG 

CAGTGGCCTCTGTGCTTGCTGGCTCCCCAGCCCCAAGCCGCCTCTCTGTGGGAACCAGGGAACATTCATACTGCTCGAACGTGGCTCTTCCCAC 
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AGTCAGACACCACTGGCGAGCCAGGATCTCCCCTCCTGTTGAAAAATGCTCTCCCTTGCAGCTCCCACTAGGAAACCTGGAAGGCCAAACTGTT 
TATGACATTGTTTCCCTAAAATGTGCTCAGAGACCATGTTTTATAAAGTTTCTGTCTCTTCTTTCTGTTAAGAAAGGAGAAAAAGGATCCCAGC 
TACTCAGGAGGCTGAGGCATGAGAATTGCTTGAACCAGGGAGGTGGAGGTTGCAGTGAGCCGAGATTGTGCCACTGCACTCCAGCCTGGGCAAC 
AGAGCGAGACTCTGTCTCAAAAAAAAAAAAAAAAAAAAAAAAGGAGAAAAAGGAAAAACATTTCC^ 

GTGTAATAAAAAGATTCTTCTGGCTGGGCATGGTGGCTCACACCTGTAATCCCAGCACTTTGGGAGGCCGAGGTGGGCAGATCACTTGAAGCCA 
AGAATTCAAGACCAGCCTGGCCAACATAGTGAAACCCTGTCTCTACTAAAAATATAAAAAATTAGCCAGGTGTAGTGGCATGCACCTGTAGTCC 
CAGCTACTCAGGAGGCTGAGACAGGAGAATTGCTTGAACCTGGGAGGTGGAGGCTGCAGTGAGCCGAGATCACACCACTGCACTCCACCCCAGA 
TGACAGAG CCACGCTTC AT CTC AAAAAAAAATAAAT AAATAAAAAATAAAAGGATTCCT CT CT CT AGTGTACCC ATGT CT CTCAAGACACTCTC 
CCAACTGCCCTGGTGCCCAAACTCGTGTTTATTCCCTTCCTATTCACTATCCTTCACCTCTCAGGTATTAGGTAAAGCCAATGTCTTGGGGAAA 
AGTGGCTAAAAAGAGGAAATGACAGTTTTCTTTCTAACAAAAATATGAAACCATCTAAGAAGAAAAAAATGAAGTAGACCTATCTTTTTGTTAG 
TGTG CAG AGTAAAAG CGATTTAAAAAAAATTATTTAAAAAAACCATGATTTT C AAAATTC ATATAG CTG AGAATACTGT ATTTT AAATAC AGGT 
TAAGTATCCCTAATCCAAAAATATGAAATTCAAAATGCACCAAAATCTGGAGCTTCTTGAGCACTGACATAACACGCAAAGGGAATGCTCAAGT 
TACTGGTTGAG CAG CC CTATAATGC AAATATTTC AAAATCCTAAAAAATCTG AAATTTAAAACACTCCTG AT C ATAAGC ATTT C AG AGAAGGGA 
TACTCAC CCTG AATT AACAC AATC CATTCAATTTAG CTATTGTTTATAAAAT AAAAACTAGC CCAAGCCTTG CTGAGTGGG C ATAT CTTGATTG 
CCACCGTTATTGTTGCAGAGGTACATTGTGAAGTTGCCAGGTCTGCAGGTCAGCCCGTTGCAGGTCCTGGTTTATGGATGGTTGGAAAAGAGCT 
AGTCCCATTCCIAATTGTCATTGTCAGCCAAGTGCATTGTCAAAATATCCCACTTTCCTGGCAAAGCCCTCATTGGTATGTTTCCACTTGGCCCA 
GTGCGTGGAATTGTTTTCATATACTCCCCTTGCTTTGAGAGGTCTGGGCAGAAGAAAGCAGGAGAAGAAGAGGAGTGGGGAAGAGCGGAGGGGT 
GCAGACAGGAAAGGGGAGAGCGAGAAGGAGCCTGACCATGTGGGTCTGCCAGGACCCTGCATGGGCCAGCTTATGCCCTGTCCCCTGGCTCCAA 
ATGCCCAGGAAAGACTGCCTCGGGAGACGCTACATGTTGAGGTTCACATCACCAAGTGTGCTGTGTCTGAGGCTTGGACCGAGCACTGGAAAAA 

ATGAAATGAAACATGTACTGACATGCGCTCTGTGGAGCAATAGGAGAGTGATTAATTAAACTCTGTGCTGCCATTTTGGAGGGAGGCACTCAGA 
GCCAGAGTCAAGCATTAGGAGGCGTTTCAGGGGCTGTAACCGCACCCAGAAGGATCTGTCAGGCCCTTCTGCCTGTTTCCCCTCAGTTCCTGTG 
GACTCCTGGAAGGGACAGAGACAAGGGAGATTTCTGCTGGTCCAAGCTCTGTCATTGCTGAAATATGAAACCAAGGACAGTACTAAAAGATGCG 
GCAAGGCAAATGCTTTGGAGAGTGCCAGTTCTGCTACGTGATTACACACTCTTCCTAATCTTTCTGGGCAATATGTATGAAGAAATAAAAACAG 
TAAATAGCCTCGTAATCAGTTCAGGTTTTGTGGCCAGATGAGGTCAGTTCAGATCAGTTCTGTAGTCAAGTGAGTTACAAAAACTTGATGGTGT 
TCAGAGCTCGTTGGATGGTGGAATTGTGGAGAAGGAAATGCTGGCCTCTGTCCGCGTTTATCTAGAGCCGGAGGAGGCTGCCTTTCATTCCCGA 
GCATGCTCCAGTTCCTCCCTTGCTTCCAGCTCCCCGCCCCCATCCCCCATTTTCAGCCATTGGAGGAGGATGTAGGCTAATTAGCCACAGCGCT 
GCCTCTCACTCCTCCCATGCAACTGAGGAAGTCGCTGGTAAAGGCATGCATGGCACAGAGGCAGGGACCCTGACTCCTTCACCAAACCTCTCTC 
CCTAAAATAAGGGGTCGCCCTGACACGTGAGTGAGGTTATTTTACAATAATTGCATTGAAGGCCTACTTCAGTACAGCAGAAACAATATGTGAA 
TTTTTATTACCTCAAGAAATGATAATGGCAGAGAATAAGAAAGCATCCTGAAAAGGTCTGGAGAGACATGTGACTGACAGGCTGTGGTTGACAG 
CCAGGAGGAGCCAGGATACACTCAGCTCCACAAGTAACAACACAACCAAGAGGACTGGCAACAGACCCCGAAGTCCGAGTGTTCCCTCTGCAGG 
GGGACAGGCTGTGCTCTGGCCCAGCGCCTCTGGCTGTGCTGACAAGTTTCTAGCTAACGGGTCGCCACCTCCCCTAGAAGTAAAGGAAGCTCCA 
TGCATATGGTGTGTGCTCCTGCTGGCTGTAGCCCTGGGAAATAGGGGAAGAAATCTTGGTTTCTATATGGCTTGACATCGGGTTCTTGCTCCTG 
CAAATTAACCGGGTCAGATACTGGGGAGGATTCCAGATGACAGCCTCACCGGCCAGGAAGCAACCAAAGCACAGCACAGCTTGACGGGGAGCTG 
GCAGAAGGTGATACAATGAAAAAGGGAAGCAAAACTAGAGAATAGTGGCTGGCAGTAGTTGGGAGGAGGTCAGGACACTGGCCACCCCCTAAGC 
ATGGTAGTTCCTGTAGTGTTAAGGCAGCCAGTGTGCAGGAGGCCGCACTCTCTAAGGAGTTAGCGATCTGTCTTCTGTTAGTGCTATGCAGCCC 
AGTGTTTCAACAGCTTCCCAAGAGTCAGAAAAACCTCAAATGATGGATGGCCTGGCTGAAGTCATCAGTAGAGATAGGCCCCGGACATGGTCTA 
TCTCCCCATCAAATTCACCAAACCTCAGGGCACTGTGGGGTTGCAGGGCCAGACAGTGCCCAGCCACGCTGGCATGATGGCAGATCTCCAACAG 
TGGGGAACTAAGAGTTTGCCCAGGCATGAAGAAAACGAATTTATGAAGTTCATAAATGGAGTTTATAAATGCTATAAACAAGGGGCAGCATGCT 

AAGGATG CAGTTT ATTGAGTTTTGACAAAC AT AAACAGTCACACC ACCCCATACATAATATAGAACAGGGGTTGGC AGGTCTGG CTCC CAAC CT 
GTGTTTGTTTTGTACGTTTTTAAAGGGTTGTTAAAAAGAAGAAGACAGGGATCATATGTGACCCGCAAAGCCAAAAATATTTACTGTCTGGCCT 
TTTACAGGAAAAGTTTGTTGACCCGTTGACCCTGACAGAACATTCCCATCCCACTTGGAGTTCCCTCTGGCCCCTTGGCAGGGATTCCTCCCCT 
CCCCCAGGCAGCCACTGATCTGCTTTCTATAGATGTAGTTGCGCCTTTTCTAGAATTTCGCATGAATGAAATCATACCGTATGTTGCCTGTTGT 
GTCTGGCTTCCTTCACTTATCATGTTTTGAGAGTCATTCTGAATTTTTCATGTCTCAGTTCTGCACTCCTTCTTTACTCCTGAGTAGCATGGCA 
GGGTTTGACTCCTGGGGGGATGGGAGTACTCCGCATGTTTTAGCCACATGCAGACGCAAAGAAGAAGAAAGGGGATCTGCAAGTGCGGCGGTCA 
GGGCCTGGATCCCCGGGGTGCCCACTCTCACTGCGCTTGTCTTTGCAGGCATGAACAACCGGGAGGTGCTGGAGCAGGTGGAGCGAGGCTACAG 
GATGCCCTGCCCGCAGGACTGCCCCATCTCTCTGCATGAGCTCATGATCCACTGCTGGAAAAAGGACCCTGAAGAACGCCCCACTTTTGAGTAC 
TTGCAGAGCTTCCTGGAAGACTACTTTACCGCGACAGAGCCCCAGTACCAACCTGGTGAAAACCTGTAAGGCCCGGGTCTGCGGAGAGAGGCCT 
TGTCCCAGAGGCTGCCCCACCCCTCCCCATTAGCTTTCAATTCCGTAGCCAGCTGCTCCCCAGCAGCGGAACCGCCCAGGATCAGATTGCATGT 
GACTCTGAAGCTGACGAACTTCCATGGCCCTCATTAATGACACTTGTCCCCAAATCCGAACCTCCTCTGTGAAGCATTCGAGACAGAACCTTGT 
TATTTCTCAGACTTTGGAAAATGCATTGTATCGATGTTATGTAAAAGGCCAAACCTCTGTTCAGTGTAAATAGTTACTCCAGTGCCAACAATCC 
TAGTGCTTTCCTTTTTTAAAAATGCAAATCCTATGTGATTTTAACTCTGTCTTCACCTGATTCAACTAAAAAAAAAAAAGTATTATTTTCCAAA 

TATGAATATATATAATATATATGTCCCTGTACATATACAATGTGGGTGCTAATGTGGAGACTGTGGCCGGCCTGAGCCACCAAGCTGCGGGACC 
CAGAGGGAGGATTTTACTGCAAGTCAGCATCAAAGCACCGGTGTTATTCTGAAAACACCAGTGGCCTCATTTTTGGCTTTTGCAAAGCATGAAT 
TTTTTCATTTGGATTGCACTTTCCTGGTTCATGACTGTACCTGTAGGTGGTTGTTACTTTGACTCTTTTCAGGAACCACCCCCCAAGCTGAATT 
TACAAGTTCTGTTAGCACTATTTGCTTCAACTTACTGCGATTTGTTCTCAAAACTTAAAAATAAGCAAGCAAATGGCTGATACTACCAAGAGAA 
CTGGAAGATGGATACCACACAAACTTCTTGTATAAAAATATGAATGCTGAAATGTTTCAGACATTTTTAATTTAATAAACCTGTAACCACATTT 
AAGTGATCTAAAACCCATAGCATTGTAGTCATGGCAACCCGCTAAACTTTCTCATGCAACTAAAATTTCTGGGGGAAATGAGGGTGGGGGTTGT 
ACATTTCCCATTGTAAAATAAGTGTTTTAAATGTCCTGTACTGCTAACGAATGACTTTCTATATGTCCAGGAGTTCTCCAGTGGAATAACTATG 
CACTACTTTACATTTCATGGGGATGCACAAAAACAAAAAAGTATTACATTTTTAGTTGCTGTTTGTACCAACCTTAAATTACATATGTTTAACA 
ACAACAAATCAAAAATCCTATTTCTATTGAGTTTTTAATACTGACTAGCAACTCTGAAGTCTTAATTCCTTTTTTGTTATGATTTATTTGTGAG 
TTTACATTTTTAAATTGTTTAACTTTCTTAATTTAGTAATTAAAAAGAGAGCATTTTACATTTGAATTTTTTTTTTGTTTATTTGTTTAAATCA 
TGGAAGGTACTCGTAGTTCTGTGGCACATCTGTCCCACACCAGATGGTATGGAATCACCTGGTGAATTTAGCCTTTGTGCGATGACTTGCAAAT 
GACAGAAACATTCAGAACATCTGGAGAGTTCTTTTCCCTCTAGAAAGGGTAGGCTCTTGACCAGCTATTTCAGAGGATCATTAAAGCAAAAGTA 
GGC ATAC CTTACCAT CTGAATTTATC AGACATTTTTT CTAACCGGAATTTACTGTGTCCTGCTTGTAGG AGAAATAGAC AATCACAAGAAG AAT 
CTTTCTTGTCCTGGAGTCAGTATATTTATTTCCAAATGTCCCCCTACTTCTGTAATGAAGGAGCTAACGGAGCGACAACCTGGTGTGGTAGGAA 
GGGCAGTGGGTGGACGCAGGCTACCTGTCCACGCCTGGCTCTGTGATCATTCAGCTTCAGGACCCTGAGCCACCTCCTGGCATCTGTCATTTTC 
AGGGCCTGTCTGTAGAACTGAAGGGGTTACATGAGATTCACTCCTTAGATCTCTACAGCTCTAAGATCCTGTAATTCTAAGATCACTGATGCCA 
TGCGGGGTCATACAAAGAGGATGGTTTTCTTTGTTGAAATAACCTTTACATTTAGGGAGGGCTTCCAACATTAAAAAAAAAAAGATGAAACAGG 
TTCTCTGATTAATCAAAACTTTATGGTATTGTTTTTAGCATTAATAGACTTGCTAAACTGATAAAATTTATTTATTTATTTATTTATTTTTGAG 
ACAGAGTCTCTGTCACCGAGGCTGGAGTGCAGTGGTGCCATCTCGGCTCACTGCAACCTCTGCCTCCCGGGTTCAAGGGATTCTCCTGCCTCGG 
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CCTCCTGAGTAGCTGGGATTACAGGTGTGCGCCATCATGCCTGGCTAATATTTGTATTTTTAGTAGAGAGAGGGTTTCACCATGTTGATCAGGC 
TGGTCTCAAACTCCTGACCTCATGATCCGCCCGCCTTGGCCTCCCAAAGTGCTAGGATTACAGGCATAAGCCACAGTGCCCAGCTGATAAAATT 
TTAAAGATCTTATACATATATTATTATCACATTATTAGGTAGTTGATTAACATATTCTATATCTTTTTCAAGATAACTTTGCTTTTAATCCTCA 
CACCCCACTAAGTTGGATAATTTGCAAATATTTCTGGAGGATTTTTATGTTCTGATTCATTCAAAACAATCTGGAAAAAAAAGAACCTGTTTTA 
AATAGAAATTATTTTT AAAAAAAAGTCTCTTCAAAGTATAG CCTTTAATTTATCAGTTGAGTT CATGGTGGACTGTCTTATATG AAAGAAAG CT 
AAGGACTTGGGTCACCTCAAGGGCACTCTTAGGAAACAGCGTGCTGTAGAGTGAGGTTGCAGAGTGAAAGTAAGAGAACATCTGTAAATACAAA 
GAAGTCAAAGACTTCCAGGTTTTTTCTTCCAAGAGGCAAATGTGCTTTCAAGAGATATTCCTGAGGTAGACCATTCCAGAGAGTCCCCACACCT 
CCCAAGAAGCCTCTCTTCCTC^TAAGTTGTACAAGCTTAGGGTGAGGAAACGGAATTTGCTGACCAGAAACTTCTCCTGTTAAGAAAGAAAAGT 
ATCGCCTTAATGTCAGGGTGATGGTGAGTAATTTTTTGTCTTCAGTAACCTGGCAGTGAATAAGTATTTGCTTTGTTGCCTTAGGAAAGCTGGC 
ATCTAGCCCTCCTCTGCTGGAAAGGGAGCCTTCCTAATAAACTATTAGTTTTTACTTTTTTTTTAAGACAGGGTCTTGCTCTGTCAGCCAGGCT 
GGAGTGTAGTAGTGCAAACACAGTTCACTGCAGCCTCAACCTCCTGGCCTCAAGCGATCCTCCCAGCCACACTAGGTAATTTTTATCATGATTA 
TTTTTTGTAGAGATAGGGCCTTGCCATGTTGCCGCAAGCTGGTCTCGAACTCCTGAGTTCAAGCAATCCTCCTGCCTTGGCCTCTCAGTGTTGG 
GATTACAGACGTGAGCCACTGGGCCAACCTCTTTTTACTTCTTTCAAACAACGGGCCAGATGCGGTGGCTCACGCCTATAATCCCAGGACTTTG 
GGAGGCCAAGGCGGGTGGATCACGAGGTCAAGAGATCAAGACCATCCCGGCCAACATAGTGAAACCCTGCCTCTACTAAAAATACAAAAATTAT 
CCGGGCGTAGTGGCATGCGCCTGTAATCCCAGCTACTTGGGAGGCTGAGGCAGGAGAATCACTTGAATCGAGGAGGCAGAAGTTGCAATGAGCC 
AAGATCGCGCCACTGCACTCCAGTCTGGCGACAGAGCGAGACTCTCTCTCAAAAAAAAAAAAAAAAAAAAAAAAAAAATCAAATAAACCTATCG 
GAGAAGACCATTTGCAAAGTTCAGACATTGTAAACTGCGACTAAAGGATTTCTGTTCACTCCATTCTCTGTAGCTCCTGATCTCGTCTGATGAT 
CAGTTCACGGGCTGGGAGGATTAGAAAGCCTAGGAGACAGAGGGTCGCATGCTTTAGAACATCAGGGTAGATAAAGACAAATGATGCATTTGGC 
TCTGCCGTAGTCGTGACACAGAAAGATGTATGGGGAACCAGGCATTTCGGTGAGAAAAGTTAAGAGTGTATATAATCCCTCAAACACAGCCACA 
CTGTTGAAGATTTCCTTACAAGCACCAGAAGGTGTTTACCTGGTTTGAGAAAGATAGGAATCCTCCTGTGGCTAAGTGTTGGCACCAGAGGATT 
TTATAGTAGCATTAGTGTGGCAAAATGTTATCTGCAATTTCGCCGGGAGTGTTAAGAATGTTTACTATATTAATTGGAATGGTTCTTTCATGAA 
T CTTG AAAG AGT ATGGTTTT C AACAAC AGGC AGAAGAG AATTGTACTAAAGCG C ACAGCAAAAGGGATGT CAT CTGTTCATTAGTCATGACT C A 
GGACAAAGAATGTCACATGATAGGCATTTCCTAATAAGTTGCATTGGAATAAAATGATCTTTGGTCAGTTTGTTCCTGAAAGGTATTTTAATAG 
GTTTAAATGACTTTTGTTGACCTTCTTACCACTATATATTATACAATACTGTTGGAATTCAATTATGCTATCAAAAATATTTGTTAGAAGGGAG 
GGAGGAGAGTGGTTTTGGTTTGGGGGCAGGGGAAGGAAGCTTAAACACATTTTTATTCTAAAAATGATACAGGGGGATATAGATTACTAAAGCA 
ATTGCCAAATTTTAAATATATTTTTTATCTCAAAAATAGTTTATAACTACAGAGAAGAAAATAATGAAAAATAGTACCTTTACTGTATTTGAAA 
T ATC AAATAGAC ATTCATAATTTATGTACACCTATGTT CCCAGAAAATTCT CATAC ATAATAAACTC CTAAATC ATACCT C ATTCTTTCC C AAC 
ATGCAAACTATTCAGAATCCTATGGAGGGACAAATATACCTTTATTTTAAAAGTTAATTCTGAGCACTGAAAATAAAAATAAATGGTTTTCCAG 
TGTTGCAGGGACCATTCTAACAAAACGTAACCAGTGACAAACGACGGGTTCCTCAACAGCCAGAACACTGTGCTCCTCTCCATACGGCTTACTA 
CTCTCTAATAACCTGTTTAATGCCACCAATGTGTTTAATACTGCTCTCCTCTAATGTGTTTGCCCTGCCAGACTGTGAGCCCGAGAACAGAAAC 
TTCCTGATTGGTTCACCATTATTCTCCCTGCACCTAGAACAGTGATGAGCTTCTGGCAGATGCTGGCTGGACTGATGGATGGACTGTTAGGTGG 
ATGAGGCCCACTGTCCAGTGGGGCCAGTGGTTTACCTTCGAATGACACATCTACCTAAGAACCTGCTAAGCACATGGGACTGACTGCATGCTGC 
CCACAGTGCTAGCCCTGAGCATTATGAATGTGTGGCCACCAGTGTTCCAGATATGATTGAAGTCCCAATCTATAGCCTGAAGTGAACACCCTTG 
ATACTTCCCAACTCTTTCCCCAGAACTGTCACAATGCCAGTGAGGATAAACTTGTACCTCTTGGAACCTGAGAGACAGCATGAAGTAAATGGGA 
CCAAGTGATACATACTCTTATTTTGATTCCGTTTGGTTTTGAGATGGGGTCTCACTATGTTGCCCAGGCTGGATTCAAATTCCTGGGCTCAAGC 
AATCCTCCCACTTCAGTCTCCCAAGTAGCTGGGACTATAAACATGTGCCACCACCCCTGGCCACAGTCTTTGTTTTTTGGGGATGCGGGGAGGC 
GACAGGGTCTCACTCTGTTATCCAGGCTAAAGTGCAATGGTGTGATCATGGCTTACTGCAGCGTCGACATTTTGGGCTCAAGGCATCGTCCCAC 

ACTATGCTGCCCAGGCTGTAGCCTTAGGTAAAGTGCCTTCAAAGGCTCGTTTTAGCTTTGTCATTTTATGAAAAGTTGATATTCTACTCCCTAA 
GATATCCATCTTTGTCTTCAGATAAAAATTATTTTCCCAAGTCATCAAGTTGTGCCATGTTACCCAGCCTGTGGCTTGTAGTGTCCCTGACACA 
C CCTTGCATAACGC AGGG AG C CCCTGTG CCCTGTGTGAGAAGCACAGCGTG AAGATGTTGT CC ATAATATTGT AC ATGGAAAAGGTAACGTTAG 
CCCCCATTAATGTGGATTCTCTCATCTAATTTCCTCTTTTCACCCAGCAAAGTGCCCAGTGAGTGAGAATGAGACAGAAGATGAGGGCGTTTGA 
GGATGAGAAGG AAGAGGAAAGTC ATC AGAG C CACCTGGAAGTAG AGGTCTGGTCAGGTTGGCCTGCTTAACCAAGATGG CAGC CAGGGGAGTAG 
GAAGGATGAAGACATTGCACACATTTGGAGGAAGAAACCAAAGCTGGCATGAGAGGAGTCCTTTCCAGGGCTGTTCAAGGCAACGGGATGCAGG 
TGGATATGACTGTAGATGGGTGTAAAGACTTACCATTCACTCCTCCAAACTTTCGTTGTATACTTATTATGGGCTAGGCCCTGGGCCTAGCCCC 
AGAAATTCAAAGACAGACAATTAATATCTACAGTCTAGTAAGGATAAAGACCCATAAAAATCGTTGCAATAAGCTTTCAGATGGAAGCACAGTT 
GTTAGCAAAGTAGTAACATCTAGCTCAGAATGGGGGGGTACAGCGGAGGCTTCCTGGAAGAGGTGCTGCCTGAACTCTCTTAAAGACAAATGGA 
AGTAGGTTACATAGTGTTTAGCGGGGCCTGGTGCTCCTTGCCTTTGGATTTGTTTCCTTCTGATTTCTAGCCCCCATTAGGGATTACCTCATGC 
TTTCAATATGGAAAACATCAACAAATGGGTCTCAATGAAGAAAAACCAAAAGTACACACAAGCATCTCAATCACTGTCTCTCTGTTTCTCTCCT 
CTCTTTCTGTCTCTCTCTCTCCTCTCCCGCCACCCCATTAACAGTATATAGGTACACCATTTATTCTGATTAGTGGCCACTAAATAGAGGGGGT 
GGT AG ATAATAG C ATTCAAGGACGGAGGAAGGTTTTAGCAGGTTGTTGG CT CCAGTGT CTCGATTAGG ATATGGTCTGAAATATATT CACATTC 
TCATAAAGTATGAGAATAAAAGAATTGCTAGAAAGAAGCTTGGAATAATAATAACTCTTCACTACTTCTCTTAATAACAGCTGGTGGGAGGCTT 
TCTCCTATTTACAAATCCATTGTCATTCTTCCACTTACTAGCCAGGCTGTTTCGCTTGAATCATCGTGCGATATGTACATTCATCATGGAAGGT 
ATATACTAGCAGTTGCATGGTGTTCTGGTTGTTTTGTTCTGGGTAGTTTTCCTTTAGTTAATTATCAAGTGCTTACTATGTAATAATCAATGAG 
TAG CTAATTGGAAG C AAG AGAGAATGAAATGGGTATTATTC AG ATAGTGTTTTTAATGAAAAG CATAGACGTAGTACTGTGGGGAAATATG ACT 

ACTAAATCCAGGTATGTGAATCTTTTCTTTTTTTTTAGACTCCTCCCAATGGGTAAACATTGGAAGACACCAGGAGGGAAGCCAAGCCTCTAGA 
GATTGCTCAGGAACCCAAACCACCCCAAATGGAGCCGGAAGGTCTGTCAATTCCCAGAGAGGGAGGAAATGGTAAGCAAATGGCAGCAGTTGCT 
TAGAAAATTAGGGAATGAATAACAATGCTTTCTGGTAAATTAACCATATTACATTGTGCAGGGGAAAGCGATAGGAAAACCCTGTTAAAAATTG 
AATAATAATTTGCCCACATCATTTATGCAAAATGCATAATTTTCCTACTTCAGTGGACTTTAGTTTGATTTAAAAGATGAGCAGCTCTAGGACT 
ATTCACTAAAGC ATAATTTGTAAG ATAATTGGG AAGGGG AAG AG AAATCAGACTGTAAT C AGCACAAT CTTTCGTAAGT CACTTC AC CTTCCTC 
CTCTCACCTGCAAATTTTGGAAAATATTTGTTTACCCTTTCCTGAAGTTCTCTAAATGGAAGTGCAAAGCATTAATCATTGTCATTGCTACCAC 
TAAACCATGACCTCACCATGAGAGGGGGGAAAGCCATGTTTCATTCTATTCAGTATTTTTCTGCTCTAATTCAAATAAGTACTTGTTTTGAATA 
GTGGGGAAAAAAATGGAAATGTAGCAAAGCTATAGTTAAAACAACAAGCCGAGAACAAAAGCAACATGCATGCAGGCAAAGGAGAGCTTGGAAG 
ATACACAGATAAAACAAAAAGCTGTGCTTGGCTGGGATTCTGTTTCAGAATCAAATGCAAAATGGAGAATATTGTTCCAACTGTAAAGGTTTTG 
G AAT CTACAATCAGT C AG AATGAAAAGATATC ATGTAATC C AC CTTAAC AGTC AGAAGCTG CACTATTGCTGTG AATTATGATATTTGTTCATG 
ACTAATGTAGATTTTCAGACCCAGAATGGTTGAAGGTGGGCAGGAATTTGTAGGTATACCAGATACCCTTCACTTCAACAGGGCACACCCATGT 
CAGCTGATGTTTATATCTCTTCCTCTCCTCCTTTTCCCTCCTCCTCACCCCTTGCTCCCCAATCTCATTAGAATCATGAAATTTTTACTTATAT 
ATTCATTAATTCTCTTCATCCCCATCTCTCCACAAAAGATCATTATCTACTTATTAAATTCAGCCCTTACACAGTGTCTCATGCCTGTAATCTC 
AGCTATTCGGAAGGATGAGGCGGGAGGATTGCTTGAGGTCAGGAGTTCGAGAACAGCCTGGGCAACATAGCCAGATGTCATCTCTAAAAAAATT 
AAAATTAAAAATTTAATAGGGCACGGTGGCACACACCTATAGTTCCAGCTACTCAGGAGGCTGAGGTGAGAGGGGATCACTTGAACCCTGGAGG 

AAATAAATTCAGCCCTTAGAGTTCTACCTTTCAGGGCAAACCTGTTTCCTTTGTTGGACTAATTCCTGTCTCTTCTACAAACTTGCTGGTCCCA 
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Ai^CGCTGAACTTTGAACCCCACAAATCTCAACACTTCTTATCGGTTGGGTGCCCATTCTGGTTAAGCAAAAGGACCTTCCCTAATCCTAATAC 
TCGTCCCCACTCTTTCCATCTCTATCCCCAACCGCTGGTACTGGCTGAAGATTTATTAGATACTAGTTTTGTACCTATGCGTCCTGCCACTTGC 
TATAAATCGCCTTTATGCAAATCGAAAAAGCTACCCTGCCTCAAGACACTTTGCTGCCATCTGGCAGGAAATTGTTGTAATAAATATGCAAAAG 
GATAATGACTAGAATGTGAATGGTGCCCCTTAGAATTGTGCAGTACGCAACTGGCACAACTATATGTGACAACCCTGTTGTTTGAAATCACCTG 
AACTCTCCTGGAACCCTGTGTAAAAATCACAACCACCATAGGTCAGTTTTGCCTTTTCATGACAGTTTGCCATTTCAAAATCTAAATCTTCCAC 
CATGATCAG AAATTGCTG AGGGG CAGTTT CTAGGAG AG ACAG AGTCCC CACGCAGC AGTAACTATAAGATT ATAGGGCTCTT CC AGCATT C AGC 
CCAAGCTTTGACCTGCTACCTGGGCAGATACAACCCAAACCATACTTGGTTGATTTTCGGGAAGCATCTAAGTTAGAAAGCTGGTAAGGCTGAA 
TGTTGGGGTGCAGGGGGAGGTAGAGCTAGCTTACATTCAGGTCAGCCATTAGCCATCTCTGGCTTTGGCGGCTTCATTTCTTGTTGATTGCCCC 
ATCTGTTCTCCTCCCTCCTTCCCATTCAGCACAACCTGCACGTACTGGTGATGTCTCACTACATAACAAACCACTCCAAAACTTAGTGGCAGAA 

ATAGAAACAGT 

HUMAN SEQUENCE - TtlRNA 

GGCGCTTCTCCCAGCGCACCGAGGACCGCCCGGGCGCACACAAAGCCGCCGCCCGCGCCGCACCGCCCGGCGGCCGCCGCCCGCGCCAGGGAGG 
GATTCGGCCGCCGGGCCGGGGACACCCCGGCGCCGCCCCCTCGGTGCTCTCGGAAGGCCCACCGGCTCCCGGGCCCGCCGGGGACCCCCCGGAG 
CCGCCTCGGCCGCGCCGGAGGAGGGCGGGGAGAGGACCATGTGAGTGGGCTCCGGAGCCTCAGCGCCGCGCAGTTTTTTTGAAGAAGCAGGATG 
CTGATCTAAACGTGGAAAAAGACCAGTCCTGCCTCTGTTGTAGAAGACATGTGGTGTATATAAAGTTTGTGATCGTTGGCGGACATTTTGGAAT 
TTAGATAATGGGCTGTGTGCAATGTAAGGATAAAGAAGCAACAAAACTGACGGAGGAGAGGGACGGCAGCCTGAACCAGAGCTCTGGGTACCGC 
TATGGCACAGACCCCACCCCTCAGCACTACCCCAGCTTCGGTGTGACCTCCATCCCCAACTACAACAACTTCCACGCAGCCGGGGGCCAAGGAC 
TCACCGTCTTTGGAGGTGTGAACTCTTCGTCTCATACGGGGACCTTGCGTACGAGAGGAGGAACAGGAGTGACACTCTTTGTGGCCCTTTATGA 
CTATGAAGCACGGACAGAAGATGACCTGAGTTTTCACAAAGGAGAAAAATTTCAAATATTGAACAGCTCGGAAGGAGATTGGTGGGAAGCCCGC 
TCCTTGACAACTGGAGAGACAGGTTACATTCCCAGCAATTATGTGGCTCCAGTTGACTCTATCCAGGCAGAAGAGTGGTACTTTGGAAAACTTG 
GCCGAAAAGATGCTGAGCGACAGCTATTGTCCTTTGGAAACCCAAGAGGTACCTTTCTTATCCGCGAGAGTGAAACCACCAAAGGTGCCTATTC 
ACTTTCTATCCGTGATTGGGATGATATGAAAGGAGACCATGTCAAACATTATAAAATTCGCAAACTTGACAATGGTGGATACTACATTACCACC 
CGGGCCCAGTTTGAAACACTTCAGCAGCTTGTACAACATTACTCAGAGAGAGCTGCAGGTCTCTGCTGCCGCCTAGTAGTTCCCTGTCACAAAG 
GGATGCCAAGGCTTACCGATCTGTCTGTCAAAACCAAAGATGTCTGGGAAATCCCTCGAGAATCCCTGCAGTTGATCAAGAGACTGGGAAATGG 
GCAGTTTGGGGAAGTATGGATGGGTACCTGGAATGGAAACACAAAAGTAGCCATAAAGACTCTTAAACCAGGCACAATGTCCCCCGAATCATTC 
CTTGAGGAAGCGCAGATCATGAAGAAGCTGAAGCACGACAAGCTGGTCCAGCTCTATGCAGTGGTGTCTGAGGAGCCCATCTACATCGTCACCG 
AGTATATGAACAAAGGAAGTTTACTGGATTTCTTAAAAGATGGAGAAGGAAGAGCTCTGAAATTACCAAATCTTGTGGACATGGCAGCACAGGT 
GGGTGCAGGAATGGCTTACATCGAGCGCATGAATTATATCCATAGAGATCTGCGATCAGCAAACATTCTAGTGGGGAATGGACTCATATGCAAG 
ATTGCTGACTTCGGATTGGCCCGATTGATAGAAGACAATGAGTACACAGCAAGACAAGGTGCAAAGTTCCCCATCAAGTGGACGGCCCCCGAGG 
CAGGGCTGTACGGGAGGTTCACAATCAAGTCTGACGTGTGGTCTTTTGGAATCTTACTCACAGAGCTGGTCACCAAAGGAAGAGTGCCATACCC 
AGGCATGAACAACCGGGAGGTGCTGGAGCAGGTGGAGCGAGGCTACAGGATGCCCTGCCCGCAGGACTGCCCCATCTCTCTGCATGAGCTCATG 
ATCCACTGCTGGAAAAAGGACCCTGAAGAACGCCCCACTTTTGAGTACTTGCAGAGCTTCCTGGAAGACTACTTTACCGCGACAGAGCCCCAGT 
ACCAACCTGGTGAAAACCTGTAAGGCCCGGGTCTGCGGAGAGAGGCCTTGTCCCAGAGGCTGCCCCACCCCTCCCCATTAGCTTTCAATTCCGT 
AGCCAGCTGCTCCCCAGCAGCGGAACCGCCCAGGATCAGATTGCATGTGACTCTGAAGCTGACGAACTTCCATGGCCCTCATTAATGACACTTG 
TCCCCAAATCCGAACCTCCTCTGTGAAGCATTCGAGACAGAACCTTGTTATTTCTCAGACTTTGGAAAATGCATTGTATCGATGTTATGTAAAA 
GGCCAAACCTCTGTTCAGTGTAAATAGTTACTCCAGTGCCAACAATCCTAGTGCTTTCCTTTTTTAAAAATGCAAATCCTATGTGATTTTAACT 
CTGTCTTCACCTGATTCAACTAAAAAAAAAAAAGTATTATTTTCCAAAAGTGGCCTCTTTGTCTAAAACAATAAAATTTTTTTTCATGTTTTAA 

CAAAAACC 

HUMAN SEQUENCE - CODING 

ATGGGCTGTGTGCAATGTAAGGATAAAGAAGCAACAAAACTGACGGAGGAGAGGGACGGCAGCCTGAACCAGAGCTCTGGGTACCGCTATGGCA 
CAGACCCCACCCCTCAGCACTACCCCAGCTTCGGTGTGACCTCCATCCCCAACTACAACAACTTCCACGCAGCCGGGGGCCAAGGACTCACCGT 
CTTTGGAGGTGTGAACTCTTCGTCTCATACGGGGACCTTGCGTACGAGAGGAGGAACAGGAGTGACACTCTTTGTGGCCCTTTATGACTATGAA 
GCACGGACAGAAGATGACCTGAGTTTTCACAAAGGAGAAAAATTTCAAATATTGAACAGCTCGGAAGGAGATTGGTGGGAAGCCCGCTCCTTGA 
CAACTGGAGAGACAGGTTACATTCCCAGCAATTATGTGGCTCCAGTTGACTCTATCCAGGCAGAAGAGTGGTACTTTGGAAAACTTGGCCGAAA 
AGATGCTGAGCGACAGCTATTGTCCTTTGGAAAGCCAAGAGGTACCTTTCTTATCCGCGAGAGTGAAACCACCAAAGGTGCCTATTCACTTTCT 
ATC CGTG ATTG GGATG AT ATGAAAGGAGAC CATGTCAAACATT ATAAAATT CGC AAACTTG ACAATGGTGGATACT ACATTAC CACCCGGG CCC 
AGTTTGAAACACTTCAGCAGCTTGTACAACATTACTCAGAGAGAGCTGCAGGTCTCTGCTGCCGCCTAGTAGTTCCCTGTCACAAAGGGATGCC 
AAGGCTTACCGATCTGTCTGTCAAAACCAAAGATGTCTGGGAAATCCCTCGAGAATCCCTGCAGTTGATCAAGAGACTGGGAAATGGGCAGTTT 
GGGGAAGTATGGATGGGTACCTGGAATGGAAACACAAAAGTAGCCATAAAGACTCTTAAACCAGGCACAATGTCCCCCGAATCATTCCTTGAGG 
AAGCGCAGATCATGAAGAAGCTGAAGCACGACAAGCTGGTCCAGCTCTATGCAGTGGTGTCTGAGGAGCCCATCTACATCGTCACCGAGTATAT 
GAACAAAGGAAGTTTACTGGATTTCTTAAAAGATGGAGAAGGAAGAGCTCTGAAATTACCAAATCTTGTGGACATGGCAGCACAGGTGGCTGCA 
GGAATGGCTTACATCGAGCGCATGAATTATATCCATAGAGATCTGCGATCAGCAAACATTCTAGTGGGGAATGGACTCATATGCAAGATTGCTG 
ACTT CGG ATTGGCC CGATTGATAGAAGACAATGAGT ACAC AGC AAG AC AAGGTG C AAAGTTC CCC AT CAAGTGG ACGGC C CC CGAGGCAGCC CT 
GTACGGGAGGTTCACAATCAAGTCTGACGTGTGGTCTTTTGGAATCTTACTCACAGAGCTGGTCACCAAAGGAAGAGTGCCATACCCAGGCATG 
AACAACCGGGAGGTGCTGGAGCAGGTGGAGCGAGGCTACAGGATGCCCTGCCCGCAGGACTGCCCCATCTCTCTGCATGAGCTCATGATCCACT 
GCTGGAAAAAGGACCCTGAAGAACGCCCCACTTTTGAGTACTTGCAGAGCTTCCTGGAAGACTACTTTACCGCGACAGAGCCCCAGTACCAACC 
TGGTGAAAACCTGTAA 
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TABLE 22 



MOUSE NOMENCLATURE 
ICSGNM Nfkbill 
Celera mCG15940 

HUMAN NOMENCLATURE 
HGNC NPKBIL1 
Celera hCG22180 

MOUSE SEQUENCE - GENOMIC 

CCTCCCAGGCCTTGGGAATACAGGAATGAGCCACTGATCCAGCTTCAGTTCCCAACTATTAAATCCACCACAAGGGGAAGGGTCAGCCAAGGAA 

CTGAAAGTCTATTAGTTTTTTGGCAAGGTATAATGACATACAGCCAGAGGCACAGGCACACAGACATAGACAATGCCTCCAGATTACAATCTAT 

TTTCAAAATCCTAGGAAAAAGATATATAAATACGCTAAAATGTTTCAGAGGCCAGTAAGCTTGCACACAGACAGGTTAGGAAAACAATGTCTAA 

TGCTTGGTTATGCCGAGCAATGGAAACCTCAGAGATCACAAGATCTCTGGCCTCCTTTAGCATTTTGCACATACTGCCTTTCCTTTTCTTCTTC 

TAGAATTCCCCCTTTTAAATCTGTCATGCTGGGCGGTTGTGGAGATGCTCGCCTTTAATCCCAGTAGAGGCAGAGGAAGGTGGATTTGACTCAA 

AGGTCAGCCCAGACTGATCCAAGCTGCTCTTTCCCCACCCTAACCAGAATAGGAAGTCTGCACACATCTCTCTACTCACAGGGCCAGCTTACAA 

GGCCTTTCAAACCCAGCAGGCCACTCACCCAAGCATGGAAATATATAATCTCAAAAGTTCCAAAGGATGCCAACTGTGAGGCCACACCACGTTC 

CTTCACAGAGGACACAGGCCACTTGTTATGACCCCCGGAAAGCTTTAACCACTCTAGAGTTAAAGTCCACACCAGGGCTGTTTTAAGAGCATCT 

AGCTTCCTCTTGCCACATACAACCCAACTCTCAAACAATCTACCAAGCAATTCAGGAGAACAGAACAGAGGCTCTGGCCAAGCCAGGTGGCAAA 

GGCCTGCCCCAACTACTCAGGAACCTGTGGCAGGAGCCTCAGGTTCAAGGCCTACTATCTCTAGACTAAGGTGAGTTCAAGGCCTACCAGGACA 

ACGTGGTGGTTAAGAGACAGTCGTGAACATAAAAACAAAGGACCCAGGGGTGGCTCAGTCCCACACATAGTAGCTCAAGGCTCTGGAATGGAAT 

CTGCAATACCAAAACCAACTAACCACAAAGTGTTGCGGTGGTATCACCTAAAGCTACGAACTCTCAGGAACACACAGGTGTATTCACAGTATGG 

AACCTGGAAGGGCAGCCACAGAAGGGTGTGGCACTAACTGAAGTCTCTCATGTGACCACACCACTGACAGCACAGGGATGCCCGAGGACAGCCA 

ACCTCCCTCCCAGTGCCTGTCTCCCCACAGCCTCCTGTCCCAGGTTTCTTTCCCCCCTTACCTTGACATTCGGCATGTACTTAGAGAAGCGCTC 

ATATTCCTTGCTGATCTGAAAAGCCAGCTCCCTAGTGTGACACATCACCAGCACAGACACCTTTGAGGGAGCAAATGGAGACAGACACAGTAAA 

GTCAGCCCCTCGTCACAAGAGCATCCAGCAACTTGTCAGTGATGTTGGTGAACATTCCCCTTGAACTGCAGAGGACACCAGCTGAGAGCACATG 

GAGCCAGAAATGGCCTCCTGGTGATTCAATCTCCACACCCTCTCCAGCACTGCCCCCAACATACCTGCCCAGTAACGGGCTCCAGCTGCTGCAG 

TGTGGCCAGGACAAACACTGCTGTTTTTCCCATGCCTGACTTGGCCTGGCACAGGACATCCATCCCCAGAATGGCCTGCGGGATGCACTCATGC 

TGGACTAGAAGGAGAAAGGAGAGACATTTTTGCACCATGCCAAACCCCTTTCTCCCCAGCCGACTCATCATATGTCACCTTGTCACCTTTCAGA 

CCCCATCCTTTCCCTGACCCTCATCACTCTTACACTCAAGTCAAACCCTCCTACCCCAGCTCCCCAGTTCCGCTAAGAAAGAACCCTCGAGAAG 

CTACCAACAGGCCACCTTCCACGTTCCTGGCTAAACTTACTTTTCTTACACCGTAACAATCTATGAATTCGACTGCCACAGGCCATTTCTCCTA 

CATAGGTTGCTGTGCTTTTGGGTCATGTAACCCTGCAACCTTGAACAAAATGAAGGACTTGGTACCTGACCCAGAAGCCACAGAAGCCAGCATC 

CTGATCGTTAAGGTTTCCGGAAACGACACTTGGCCTGGCCCAAAAGAAGGGAACTAAAGGTCCAACCAGGCCCTCTCTGGGAGTTCGAACAGTC 

AGAATGACAAAAACCAAGCAAAAAAGCCAGGCACAGAACAAATGGCAGCCCTCGGTTTAATGGAGAACAAAAGCCTCTTCTACAGCTGCCGTCT 

TGGGTACATTCTCAGAGCTTGGCCTATCCCAAATAAATTCAAATCCTATGACCCTAGACTTGAACCTCCCTTTTCTTGCACCAGAGGTGCTAAA 

TAAGGTCTCTACACACAACAATAAAATGTACCCTCTGATGGATGCTCAAAGCCACAGTCAACGATGGCCCGGAGCAGCTCTGGCTTGAGTAGAA 

AATCTCGGAAGCCGGAGCTATGGATGGAGACGTAGGAGCCCTTGACGTCTTTCTTGGCGGGAGCCTCGGTCCCATCTGCCCCAGCGGCTGTCTC 

CACCTCGTCGTCTTCGTAGTCCAAGAGCTCATTGTCCACATCGTTCTCTGCCATAATTGGGCCGGCAGGGGGAGAAGGGAGGTCTCTGAGTTAG 

GTGTCCCAGAGCAGGTGAGGAAGCAAGGGCCAAAGAGAGGGGTTGAAGAACAGCAAGGGGAAAGACACCAGTTTCCGACAGAAGAGCTGGGAGA 

GGGGACAACAAAAAAACCGGAAAAACTCATCAGTCACGAATGGACTCGTCACTTCTCGTCGATCCCTACACCCGTCCTATTCTTCCCTAAACTG * 

TGAAACCTTTGTCCCGAAAGAAGAGTTAACAAAGAGTCTCATGACATAAGAAACGGGAACACCAGACGGGAGAGACAGAGTGGGCTCCACGGCT 

AACCAGACTTTGTAACACACACTTCGACAGGCAGGAGCCAACTGGGAGACCGCAGTAAAATAAGCGTGACTAACGACTCACACGAGGGTTGAGA 

CACAAAGGACAAGGGAAGACAGAGACTGCGCTTTCTCCTGCCACCTCACGGTGGTGATCCCCAACGTCAGCCATCAGTCAAGGGTGATAGATAA 

GGGTCAGCACTGCGCAGAGCGCTCACTTCCCAAATGCAAACATCATGTGGCTGCCGCTATTCTCTTGCTCAGAAACCCCCGAGTGGCCGTCCCA 

GCGGCGCACACCTGGACCGGGGAACAGAAGCAGGAAGGAGGGTGGTGCGGGGCGGAGAGTGGGAAGTGTATGAATGGCTCCATTTCAAGAAAAA 

CTGCCAAAGTTAATTTAAAAAGTCGCACTAAGGAATTAAGGTCACAGCTGAGAACGATGCAGGATTAAGAGTGTGAGCTGGGTGGCCTTAGAAA 
GGAACGCCTTGCAGTGCTCTCGGAAAAGCTTCCCCAGAAGTGCGCGACACCATCGGCCACGCACAGAGGCAGCCATTCACAGAGAGCTCCAAAT 
AAGGCAGCGAAAGCGGGGTCAAAGGGCTGGACGGGCCCCGGAGCGAGATCTTCCCATCCCTGGGCGAGCAAGAAAAGGCCCGGAGGGGAGATGC 
GAGGGGCCCCGCCCTCCTCCTGGCGCCGCCTCCGGCCGCCGCGGCCCCGGGTGGGCAGAGGACCCACTGGAACACGCAGGAAGCGCGGAGACAC 
AATGGCGGCCGAGGCCACCATTTTGGATCGTTCCCCCCTTGTCTCCCAGCTCCCCGCCAAGATCTGCTCTCAGAAAGGGGTGAAGACAACAGAA 
CTGGACGCCCGCCTGCGCGCCGGCGGCCACGGCGCCGACCCGGCACCGGGTATCAGGGACCCGCGCGGCGGGGCGAGCCGCGGGAGAAGCAGAT 
GGCGGTGGATGGTGCACAGGGCCAAAGCTTACCTAAGCACTGCGAGCGTGTATGGCGGCAGCAACGGGGACGGAGGCGGGAAGCTGCCTTCAGT 
TCCGGTTCCAGGCTCGCCCCGGCCTCCCGCCTTCCCGGCCGCCAGGGCGCACGCGCAAGGAGCCGGAAGCAGGCTTTCGCCGCGCGCGCTCCGC 
GGCTGGCTTTGCAGAACGCCCACTTGAAATGAAGCTTCTGACGACGCCTCCTCCGGTCGCCAGTAGCAAGAGCGCGACAGGAAACTCACGTCTT 
CCCCCGCAGAGCTCTCCATTTTGTTCTTCTACGCTTATGCAACACCCTCCGACGGTCGGCTCTACTTTAGTTTTGTTTGCCACGCCAGGCTTCT 
CCCTGGGCACCTCTCTGTGGGCATGGAGGACTCCGCGATCGAATGAGAAGCGTTTCTCACGGGGTCCTTAGCCTCGTAGTCAAGGTGACCCGAG 
AGCGGCTAACTCAGGCCTCTGCTGGAGGGGAGGGGGACACGTGACCACGCCCATTACAGTCGTGCAGAGAATAGGCAGGATTTACCCAAAATTA 
TATCGAAAGATGGAGGCTTACATTCTGTCTAGGTGCTAAATAAATGGTGGGGTTTGAGGTTATGCACCTTTCCATAATTCTTGCTAACTAGAGC 
AGCAGAATAATCTCAGTTCCATTATTCAGCCTGGACATCCCCCTCCCCCCATGTGGTATTCCCTTTGAGATGTTACATATAGCAGAAGTGTTGT 
CCTGTTGCCTTGCTACATAAACACAAGCTCGGGCTTTCCGTATTAAGGACACTTAATATTAATACAAAGTAACACTAAGTATCAGTGTTGCCAA 
CCAGCTGGCTGTGTCCTGCTCATCGCATAAGCTCTCTGGGCTGGGGCTTGGTAGCTTTTGATCCCTCCGCATTTGGCAGCCCTAAGCAGCAGGC 
CGGCGGGTTTTGTATAAATCAGAGAGGAGTGGGAATTCCTCGGCTCTGGTAACTTATTACGAACTGTAGCTCCAGAAAGTGCGGTACCTGGGCC 
TTTAGCTTTGAAGCGTTTCCAGGAACTCTCCTAGTGACCTAGTTGGCGGGCTCTTAGCCACTGTCTTCCTGTTACTGGACCTAATGTGGTGACA 
TTGTGGAGGGTAGCATAGTAAGGTTTGTCCCAGCTGACCCAAGTGAGCCAAACTTTCTGCTTTACAGCCAGCAAAGGGTGTTTGCACCAAACAC 
AGCAAACAGCAAACTCGTGCAAATGAAGACTTGTGTTTGCACCAATCATAATATTGTCCCTTTGGCATCAGTGATAACACATCTTCCTGCTACT 
GGACTATGGGAAGTTCCACCCTCCACTGGGGGAGGAGAGAGAGGACAGAAACAATCGTGGCTGAGCCATTAGCTGTGTGGTTTCCTCAAAGACT 
TTATAGAAGATTCAAAATGGCCATGCTGACAGTCCTTGTTAAGGTAGCCAGGGCAGGAAGGGATTGTCTTAACAGCTGGCTGTGATTTTAACAA 
TGCTTAAAACCTGGGCCACTGGGGCCACAGCAAGGTGAGTGCCCCTCATCTGTCTTGCCATTTTTTTCTTCCTTTCTCTGTTACTGAGTTTGAG 
CAGTTATATAGACTGGCCTCAAGCTCTCAATTCTCCTGCTGGAGGATTTGAATGCAGACCCATGCCCCGCTCCACTCTTCCTGTAAACATATGA 
AAATAGAGAAATAAAACAAGGTGGCCAAGGCAATACAGCTAGCAGGGAAACACCAGGGTGTAAGCACCCCAATTTCCTATCACATGTGTCCCTC 
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CTCTTC AAAAATCTCCTTGCTTTTGTATAGCTATTTC CCC CGAAAC ATTTC CTCCTGATGAGAGTGGAGAAGGCTCAGG AAATT CAG AAAAAAA 
GTTGCAAGACACGGAACACTTCTCCCAGATTGTGTCACCAATAAACAGCTCCTGGTGGCAGGACTCTTTGGTCTGCATACAAGTCACGCTGGTG 
GGCGACTTTCTGATGGGAAGCTACTCCAGTCTCACTCCTATAAGTAACCTATCACCCACCATACTGCCAATAACTCCAGCGAGCTCTTTGGTCT 

GTGTAGCCCTGGCTGTCCTGGAATTCACTCTGTAGACCAGGGTGGCCTTGAACTCAGAAATCCACCTGCCTCTGCCTCCCAAGTGCTGGGATTA 

GTTCAGGGTGAAATGAGCAGTGAAGAGAACTGATAAAGGAATGGGGGTCAGAGACCAGTAGTGTCCCACCCCCTCACCCCCTACCACCACCACC 

CCAACTTCCTCCTTCCCCACCCCAGCATCTTTTTATTCCAAAGTATTCCTCAACTGCCAAGTGTGTGCCAAGTGCTATCTAGGCTCTGGGGATA 

CAACGACCTTTATC^TCAGATACATAATGAGAGCC^TACCCAAACATAATGTCAAGCCAGGCGTGGTGGTGCACGTCTTTAATTCCAGTACTC 

AAG AGGC AG AGG C ATGTGG AT CT CTTGTGAGTTC AAAGCTAGCCTGGCCTAG CAAATT C C AGGGTAGT CAG AGATACTTAGTAAGATAGTAAGT 

CTCTGTCTCTCTGTCTCTCTGTCTCTCTGTCTCTCTGTCTCTCTCTCTCTCTCTCTCTCTCTCTCGTGTGTGTGTGTGTGTGTGTCTGTCTGTC 

TGTCTGTCTGTCTGCCTGCCTGCCTGTCTGTCTGTCTCTGTCTCTGGTGCTGATGAGCAGTGTAAAACCAGGAAAGGGACAGAGTGCTGCTCTG 

CCAACATTTCCCTTACAACTATCTATGCAACTCTCTGTTCAAGAGGGGACACAGTACTGTGTCCTTTTGTTTCTCCATAAAGCTTCCAGGACAG 

CCCTTTGCAGTGTTTTGGAAACTATATAAATGCATAACTCTGAGGACAGCGAACCAAAGTGAGCAACGGCAAGGCAAAAAGGAGGCTGCTTTCA 

CCGACAATTGACTCATCCACCAGTATTTTATTGACACTCCGCTGTTACACAAGGAGGCAAGGTGCTGAGGGCACACAAAGGAATGCATGCATGT 

GAATGTCATAGATATCTTCAGCTCCCGGAAGCAGCAAGATTTGGGAAAACAGAGAAAGAGGGGGGCCAACCATGAGAAAGACCAGCTCAGGAGA 

AACAGAGAGGTGCTAAGAGATTTGATATATATTTGGGACTCGGACAGAGGGGCTAAATAACATTATCATTTAACTGTTCGGGGGCATGATGTGC 

CAAGGGAGAGCCAGAGAAACAAATTCTTTAGAGGGTTACTAGTGTCACAGTGGCTGAACAAAGCTGGAACACGAGGAATAAAAAAGTCAGGAGA 

GGGGGTTAGAATTCTGGCAGGCACGCAGAGTGCGGTCATGATACAGGCACTCCGTCATCTGGAACTATGCTGAATTCTCACAGATAATTCACAG 

CAGCCACCTTACAAAGTGAGCGTTGTTGCTGTCATTCCAGTCACAAAGATGAGGACACTGAGGCTTCCAGGTTAAATAGTTGTCCCAGTTGTGT 

AACCAGCAAGGACCAGGGGTGGGAGAGGAACAGAGGTTCCCCTGCTCTGAAGTCAGGGTGCTTTCATAACTGTCACCAGGACATATATTTCACA 

GAGGGGTCCGGTGGGGATGACGTGGGCATTCATTAGTAAACTTCCAGTGGGTGTCATGGAACAGAGAGATTCGGGTTTGTCGGGTTTGAACAGG 

CTACTTGTAAGTCTCAGGGGGGAATATTGGATCCTGTCACATAGAAGCCTCCCCTCCAGCAACAGGTTATTATGTGAAGCGATTTGGTGGGTGG 

GGGGGATGATATTATGGATTGAACCCAAGGCTCTGCGCATGCGACACAAGTGGTTTTGAGTTGGGATATTTCTCTGTGGACGGAGCTGACAGAA 

GGAGTCACTCTAGGGATGTGTCCCTGAGCGATGGTTCTAGACAGTAACCCGATAGTTGGGGTGGACCTGGGGCCTGACTTCACAGACCATGCCG 

AGAAGCTGAGCCAGGACGCGCTCCCGATTCCTCTGCTGGGAACTCTGCATGCCCTGAACCTGCCGTCTTGTGGCCTGCTCCACTTCAGCAGACA 

GGTTCCCCTGAGAGCCCATGGCCTGGGGGATGGGGGCGGAGGAGAGAAAGAAAAAAGCAGACACAGAGAAAGGAGGGTCCCAGCATGTAGGAGG 

AAGGGTTCAGAGGAAGGCCTGGGAAGCCTTTTCGAAACTATTCCCACCCCACAAAAACATGTAGATACCAAGCAGGTGGGCACAATCCTTACTT 

CTGAGACTGACCATAAAACTGTCCCCACCATACAGACTGTGAAGGCCGCCCCACAAGTCTCATGTACCCTTTAAAACCCTCAGACCTTACAGAT 

CCCGTCAAAGCTTTACCAATGTGTGGTCCTTGTCAGAGCCTCTTCAGCTCTCAGACACCCTAATTTCTTAGTCACCTGTATACACCTGGCAAGA 

GGCACCCACCGATTTGCACCTGGGTGGGGCCATCCCTGTCCCCCTCAACTCACCGCCTGCTGCTTGCTCTGAAACTCCTGCTCCCGCTCCCTGC 

GGTATTGCTCCACCTCCATTTGAGCCTCCTCCTTCGCCTGCTTCAGTCGCCGGGCCTTCCCTAGAGGCAGAAGGACAGTGAGTGTACACACACA 

CACACAACCAGGTGCGTTAATGGGATCAGTGCCCTCTAGAAAGTTATCCAGTTTCCTGTCAACCAACCAAATGCTAGACTGTAAAACCCACCCG 

TTTCTTCTACCCTAATAGCCTCAGTCCCCCATCTGCCCTCATTGTCCTTGGGCTTTTTTTTCCTAAGGACTCAAATGCCCGCTATCCTCTATTC 

CTAAATTCTCCTTCCATATTCCTAAGAGAGGAAAGGGGGGCTCACTCTTCCTGGCATCGGCCACCTTCTCCGCTGCCCGCTTCTCAGCCTGGAG 

GAGCTGCTGGATACCCTGGGTCTGACTGGCCATTTTTATCACTAGAGAGGATGCTGTTCCGAAGGCGACCGAGGTACCAGACGGCTCCCACCCT 

CCAGCGCCTACTCCTCCGGGCCCTTGATGCGGTCCTCCACTCCCACTGGGTCTTAGCGCTCCCGTTTTCACTCAGTCTCCTGCACCGGGAGGGT 

GTCTGTCATCCTCACACTGATGACTGGTCCTCCTCTCGAACCTCACTGAGGTAGTACCCGAAACGGCCGCCCGAGGGCAGCAGAGACCAGCCCT 

GTGCTGACTACTGCAGCAGGTGCAGGGCCTCTCCGTGTCACCAGGGTCCACAGAGATGGGTCTGGGGGAAGCGGAGGGCAGAGTGTTTGGGTGT 

GAGATCTTGATTGGTGGTCTCGAAGGAGACACAAAGGCGATGAGAATGGTGTGGGAAGGTAAGGATGCGCTTGGACACAGTACGCTGGGTTTCA 

CTTACACTCCCAACTGTGTCTCCACGCCTCCCTCCGCCCTTCCCCCCTCTTTTCAGCCTCCATCTTCTCTTCAGACTTTCCCCCCAAATCCGAA 

CGTCTGCACACATCTCCCTGCTCTGTCCTACGTTTGCCTTGTTAGTGTCTAACCATGTGTTTTTCTTTTTTGATCTACCCATATATTTGGCCTC 

ATTGTGGTTGTGTGGTGTGTGTGTGATTATGTGTGTGTGTGTGAGATTGTGTGTGTGTGTTTCGAGACAGGGATTCTCTCTGTAGTCCTGGCTG 

TCGCTGCAGCTCGCCCTATAGACCAGGCCTGCCTCTGCCTCTGCCTCCCTTCGAAAGCTCGCCTCTCATCTTCCGCTTGCAGGAGGACCCTATG 

TCGCAAATTGTCTTGTTTCCCCTCCGGAGACCTAATCACAAGTCACCCAGTCCGAGCGTTCGGTACGATTTCCGGGATGGAACACACAGTTCAT 

TTCCGCCCGAAACTTGCGCGTGTGCTTGCGCCATTTCCTGCATCCTGGCGCGCCTCCTCCCTCCCCACCTCCCTTCTCCGAGCGTCTTAAGCCC 

AGGCCTCCGGCCTCCGTCTCTGAGGGTCCTTGGGGGGGGCGGGGAGCAGGTCTGATGAGTAACCCCTCCCCCCAGGCCCCAGAGGAAGAAGCCT 

CTACGTCTGTCTGTCGGGTACATTATATTCCATTTCTAGATCGCTCTTTGAATTTGTGACTTTTCTCCAGATTTGTGGCTAATGAAAATTGCCC 

CCATCTGGCCTTACTTGATTTTTGTTGTTGTTGTTGTTTCCCTCCAAAGTTCAGAATTAACTTTTTTCTTGGGCTCTGGAACCTTAAAACAACT 

ATGTATCATTTTCTCAAAAATTACATCAAAAATTAACTCTGTGATTCCCCCCTCCCCACCAGCCCCCAACTCCAACCCCATCCCCACCCTGCGC 

CCCAAACTTGCCATCTGCTAAGGGATGAGAGTTTAGAATAGGCCTTATCTCTTGCTGGAGATGCAAGGGGGAGGAAATGGGAGGTAAAGGGAGA 

AACGGGGAAGAGCGGAGCTGGGACCTCACCGCTGCCATTTCCCACTTCTTCCTCAGCCCCAGAGTTGTTCCATGGCCTCCGCTTCCCGCCGGCA 

CCGCCGAGAGCGACGCTTCCGGCGGTACTTGTCTGCAGGACGGCTGGTGCGAGCCCAGGCTCTCCTCCAGCGACATCCCGGGCTTGATGTGGAC 

GCTGGGCAGCCCCCGCCTCTCCACAGGGCCTGCGCCCGCCACGATGCCCCTGCCCTGTGCCTGCTGCTGCGTCTCGGCGCTGACCCTGCCCACC 

AGGACCGCCATGGCGACACGGCGCTGCACGCTGCTGCCCGCCAGGGCCCTGATGGTGAGTGGGTCCGTGGGAACTGGTCTTGAGAAGCTGGCCA 

GGTCTGAACTAGAAAGAATGCGTGGGAAATAAAGGCCTGGTGTGGTGGCGCAGGTCTTTTGACTCTGGGCAAGCAGAGGCAGGAGAATCTCTCT 

AAGTATGTAGCCT ACAC AGTGAGCTCCAAG ACTAC AG AGAG AC CCTGT AT CACACAACAAAATAGTTGGG AAATAAGCTAGTT CTTTGGTCCTT 

GGGAACTGTTGAAGATCCCTGGTTGGGATGTGGCCATACCTCTCTAGTAACAGAAAAGCTTATCCTAACATCGCCCAATCAACTAAGGGGTGTG 

TGCTAGCGTGGTGTGATTGTTTGTTTGAAGATTTATTTATTTTATGTATATGAGTACACACTATAGCGGTACGGATAGTTGTGAGTCTTCATCT 

GGTTGTTCGGAATTGAATTTTAGGGCAACCGCACTCTCTCCTGCCCATATTTATTATTATAAATAAGTACACTGTAGCTGACTTCAGGCGTGCC 

AGAAGTGGACGTCAGATCTCAAGACAGATGGTTGTGAGCCACCATGTGGTTGCTGGGATTTGAACTCAGGACCTTCAGAAGGGCAGTCAGTGCT 

CTTACCCACTGAGCCATCTCACCAGCCCGATTGTTTTTGTTTTTGAGTCAGGGTCTTACCGAGTCTCTCAGGCTGGCCTCTGCATCCCAAGTGC 

TGAGGTTGTAGGCTTGTGTCTCCCACACCCAGCCGCATAGCTCGCAACTCTTTCTTTACATTTCCTAGCTTTCAGCTCAGTGACTACTTTGTTT 

CTTTGATGGTTTTTTACCTTGCAGTTGACTGCTCAGGTCAGATCCCAGCTCCACTCACCCCACCCCCACCCCCTTAGTTTTGCTTCTCTCCTTG 

TAATAATGCCACAAACACCTTACAAAGTATCCATGCTTTGTCACATGATCAGCTGGGCCGGCCAGAGGACTTGAAACTTTTACTTGGTGTTATG 

CCGGAGATCTGCTGCTGTGTGTTAGGGATGGACTCATGTCCCTTGACACTTACCAGGCGCCAGACCAGTTTTCTTCATTCTCACCAAAATTCTG 

TAACAAAAATCCTACTTAAGCTGGTGGGTGCGGTCTGGAGGCGGAGGCAGTCCGGGCTCTGCAAACTCAAGGCCAGTCTGCTCTACATAGTGAG 

TTCCAAGCTAGCCGGAGCCACGGTAGAGAGACGTCAACAAAACATCTCCAGTCAGCATCGGTAGTGGCTCCACAGTGCAGACAGCCTCTTTCTA 

GTTCATTTGTGTTACTTACTGGCAGATAGCCAGCCCAGAAACAGCCTCCCCGCCTAGAAAGACAGGAAGTTCACAACACACTCCTGTAATCCCA 

GCCCTCGGGAACACCTCAAGGCCAGTCTGGGCAGGGCCTAAGAGTCTCAAAAAGTGAAGGAAAAAAAAGCCATCAAGCAGATCTCACCTAACCT 

ACATGGCGGCTATGGTGTGACTAGTTTTATCCCGCTGAGGTTAACACTCAGGGGTTTCCTACCAGAACCCTGCACTCTCCTGCCCCTGCTCCCC 

CAGCCTCTTGACCTAGCCCCAGATGGCATACTTCTAGATCAGTTTTGCCAAATCCCACAGTTCTGGAAACAGCGTAGGTGTTGCCTTTGCAGTG 

ACAGCAGAAGCAGTTCCCTGGAGAGCAGCTTCCAGACTAGAACTGGAGGAGAGGCCCGTCTGTTAAGAGACGGACGGCCTTCTGCCCACAGATC 
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AACAACCCTGCTCACTC^CTCATCTCCA 

TGCGTAGTTGATTTTCTTTAAGCTTAAAGAGAGGAAGGCTGCAGCTGCCTGGCTGAGTTTATTATGGGATACCTGAAGAGAAGAAGTCCCCAGA 
CTCCTGAATACATC CTGTGG AATCTTTAT ATACC ACCAGT AGGGCTGTTC C AAG CAGAGTAGCAAGCCGGAAG CAGC CT CACTTC CAGTTTGAG 
GTTTTAAGAGCAAAAAAAATGCAATTGTGGCGTATACAGAAAGGCAGCTCTGGACAGCTGCAGCAAGCAAGCTTTGCTTACAGAAGCAGAGAGG 
TAG CGGTT AGATG AT C AGGC AGTTAAC CTT CAG CTCAG AGT C AC ACTGTAC AGG AATTTATGG CTGG AC CAGAGACC AGTTTACT CTAAG AGCT 
TATAGCCGTTCAGTTCACCCAAGGTTGTTATAGCACTTAAAGTATTCTTAGGTATGCTTTCAGGAGATGTGTACCTAGATAGAGTTCAGCAGCC 
GGCTACAGTTTAAGAGGCAGCTCCTGGGTGGTAGCAGTGTGGTGCCTAGGGTTGCCGCTTACGGATCCTGAGGCCTGCACCCTTACCTCGGGAG 
CTTGTTCGCCTCCGAAACGGAGGTTGTGATAACACATGAGCCACGGACTGGCTGCAGCTTTGCTACGTAATGATCAGTTCGTGCGGTTCAGTTA 
ACTTGGCTGAGGATCTCCTAATGGTGGAATAGGCACCGCCACCGTCGTATTGAATTCTGAGAAACATGTGAAACATTTAACACACCGTGGCGAA 
AGTGAGGCCTCCCTGGGGAGTTTCGGGAACTTGTCTGCATGTCACAGTTGAGAGGTTGCAATGGTCCAAAGAGGAAACCATCCCTCCACACTTC 
TCCCAACCCCTGGTCTTTCAGACCGTTTCCCGGCACCTGCCAGTCCTGCCACGAGGTGGCGCTCTAATCCCAACTTCATCTCATTCAGCGGCTG 
CCCGCTGCTTTGAAGATAGTTGAATGAGATTGATCCATTGAGCAGATTGAGCGATTGAACCTGCAGGAGTCTCCCCTCCACTCTCCTGTTAGGT 
CAGAGGGCTGCCCTAGGACACTGAAATGACTGGGGAGCGGGGGGTACCACACACAGTAGGGGGCCAGAAGAGGCTCACATTTTAGGCTTTGTGT 
GTGTGTGTGTGTGTGTGTGTGTGAATGTCATGGAAGATCAGTTTCAGCTGTCAGAGGGACCCATCAGTAAAGCATGCGTCAAACAGTGGCCACT 
CTGCAAAGAGCAAGCATGAGTGGACACTGGCAGGCAGTATAGTTCTCTCCGTTTTTGGGGGGAGGGAAAAACAAGCTATCATTCTGATGTTAGG 
GTCTGGGGTTTAAGGTTTGCTTTGGTCTTCTTTAGGGTTTGGCTTGCTGGTTTGCTTGGTTTTTTGTTTTTTGGGGGGCAGGTTGTTTGTTTTG 
TTTTTGTTTGTTTGTTTGTTTGTTTTTACATAGATTCTTTCTGTAGGCTTGTCTCTTCTGGAACTCAGTATGTAGATCAGGTTATCCACAAACT 
CAGAGACTGATCCGGTCCCTGAGCCTAAGTCCAGGGTTGCAGGTGTGAGCCCGCACCAAGCCTCATCCCCAGCCTTCGTTTTTCTCTCTTTAGT 
GGAGACACCACCATGTAGCCCTGGCAGCTCTTGACTGATATTCCTGACCAAGACGCAGGCCTGCACCTCCAGGCTTGTTTTGTGGTTATGTGAC 
ACTCACTGTGTGCTGATCCGTCAGCACGGCATAGACAGCATCCACTGCCTCCCTGATCTGCGCAGTGGAGCCAGAGACGGCCTTGTTTCAGAAT 
GACTGGGCACAGTTGATGTTCCACCTATCCTTCCAGCCTCGCATTCTGCACACCCACAGACCTGTCACCTCGGCCGCAGTTGTCTTCAGTGACC 
CTAGCACAGGTTTCACAAGCCTTACCCCGTCAGGAAGTGGGTTGTGAAAGAGTTTACCAGAGCCAGACATGGTGGCATAGGCCTGCAATCCCAG 
CACCCAGGAGGCAGTGACGAGGATTACAAGTTCAAGGCCAGCCTTGGCTACAAGGCCATCCTGAGCTACAAGAAA.CCCTGCCGGGGTTTGGGGT 
GCCAGAAATAAATAGAAGGCAGACAGTAGAGAGGAGCTGTCTGCACTTGGCATCAGGAAGTGTTTTCACACCATGGTACCCTGGTCGTTTAGGT 
CTCGAGGGAGGGACACTTGTGTGGGCTCATGTCAGATGCTCAGCTGGATATTCCTCTACTGTGGGATACTTGTCACAGTGTAAGTTATTTCTTA 
GAGTCCAAAGTTGTCATGAGTTACCAGGGGTCAGACCCTGATGGGCTGAGCCTGCTTGTTAGAGAGAATTCTCTGTAGTGCTGTTGTGAGATCG 
ACTGCAGCCTGGCTCATTGAGCTTTGTTCTTCTAATCTTAAAATTTAGTTTTGTTTTTCTATCTGTGTGTAGAGGTCAGAGGATACAGTTGTTG 
GTCCTCAACTCTCATTGTACTTGAGACAGAATTTTTTTTAAGATTTATTTATTTTATTTATGTAAGTACACTGTTGCTGTCTTTAGACACACCA 
GAAGAGGGCATCAGATCTCATTACAGATGGTTGTGAGCCACCATGTGGTTGCTGGGATTTGAACTCAGGACCTCTGGAAGAGCAGTCAGTGCTC 
TTACCCGCTGAGCCATCTCTCCAGACCATCTTGTTTGTTTTCCAACCATGTCCTCCAGGCTAGCTGGCCCATGAGTCTCTATGGACTCCCAACT 
CCACCGCTTATCTTGCAGTGGGAGTATTGGGATTGCAGATGTGGGCTGCTGTGGCTGGGATTGCAGATGTGTGCTGGTATGTGGGATTTCAGGT 
GTGATTGCTGGGGATGCGAACCTGAGTCCTCAAATTTCCGTGGOVAGCGCTTTACCAATATTGTGTTCTTCCAGACCCCAAATTAACTCTTTCT 
GGTCTTGCTCAAAGACAGTAGCAGTCTTGCTTGATCCCAGCCCTGGGCAACCAGCCATCACAGAACATCACCCGCACACCCCTACACATGAGGC 
TCACAGAAGATGGAGGCCATCATCTGGAGTTGCATCAGGGCTGAGTGCGGCCCTTGCCCACAGTGCTGATACGTCAGAGTCATGAGACCACAGG 
ACATCAACTTTGTTGGAAAGAGGAGGTGGAGTTACTGTTGAAGGGGACCAGAGGTCAGAGGTCAGGCTGTGACACCAGAGCAGGGGCTCCTGGG 
CGGTGGGAGGCAGCATCAGTGTTTACGTAGTGGCTGCTGTTCCTGAGGCAGCACCATCTGGAACTGAGAGACCTGAAATCAGGGAGACATTGAT 
TTACCATAAGGTTGAGTAAGCAAGGGCCAAAGACACACAGC^GACTTAAAACAGAGGTTCCTGAGAGCTGAGGGAGTCCAGACGCCTAAAAGAG 
CTGCTAGGAGCTGCCCCACGGAGGCTGGTGAAACCCCCGAGTTAGACAAAGCAACAGCTGCTTTGTTTCTCACTGGAATAAAGAGATGAGAAAC 
ATCTGAACACCAGGGAGGCAGCACAGACTACGATCATGCAGTTCTGAGACTTGCAAATATTTGTAAGTTAGAACAGGAAAGCTGTGAACATGGA 
AGAGCTGTCCCTGGACAGGACCGTGTGTCACCTTGTGTGTCATAGCCATGTGGCCTTCTCGGGAGGCTCTGAGAGTCTCAGACCCAAGCTTAAG 
ACAATAGAATACAAGCAAAATAATGGTGAGTGTCCCCTCGTCCAAGGCCAGCATCACACTGGGCCTGTGGGGAAATGGAGGGCATTAGGGTGTG 
TCTGTGTGTGTGTGTGTGTGTGTTCATGTGCGCGCCGCACCAGCCATTGGGATGGAAAAGAACCCTCTCTCTGTCTAGGGAGCCTGAAATGTTG 
GGGTAAAGGTGGGACTACCCAGATAGTTTAAGAGGTCTCCTTAGGGAAAGCCAGAAAGAATCCCTTGAAATGAGCCCCTCGGTGCCTGGAGGGG 
GT AGGAAGACAG AG CTTGAATTGG AC AG CGGGCTTCCCAGTG CAGC ACTGT CGCT CTGG CAG AAGACCCAGGTTCAGTTCCCAGCACCCAGGGG 
ATCTGGCCCCTCTCCTGACCTCTGTAAGCATCAGGTACCCACGTGGTGTGTATACATAAACGTTAGGAAAATGCTCAGACACATAAAATCTAAA 
AACAC ATTTTTTTTTT AAAATGAGTTT CAAAAATTCT ATCATTAG AGCTC AGAAAGG AAG AG AAATTAC CTCAG CTG CTCACTAG G ATCTGGAT 
GTGTTTAAGGATGGCTTTCACCTGGTGCTCCCCAAAAGAAGAGAGGGCTCTCCAAGCAGTGTGCAGGAGTAGGCTGCTAGGCTTTGACTAGAAC 
AACCCTACCTCCAGACACAGAACAGAGGCCTTACAGCATGGCTGCAGTCTGAGAAGAAAGGAGCTGACAGGCCTGCCCGTCCACTTAACTCTGA 

CTGTCCTGAAACTCACTCTGTAGACCAGGCTGGCCTTGAACTCAAAGATCTGCCTGCCTCTGCCTCCTGAGTGCTGGGATTAAAGGCAGGAGGA 

AGGATTTTTATGGTAAATCCAGTTCCCAGGTTGTGTGAATGTGAAGTGCTCCCAGTCAGACTCGGAGCCGTACTCACCCTGGCACCCAGTGGCA 

TAGCGCACAGGGACAGCACAACCATGAAGGGCTTGGAAGGGCCGAGTTTGGAGTGCAGCCTGGTGAGGTCCCTTCCTTGTTAGATTTGTCCCCA 

CCCCCTTTCTAGAAGATGGAGGGCACAGCAGCAAGGAGGTGGCACTGGATCCTGAAGGCCTTGCTTGTTCTGAGTGACACTGGGAATGAGGACC 

GGGTCCCTGACAGACTGAAGGGAGCAGGGAGTCAGATCCAGGGCTCATATCCCGAGACAGTGGAACCCTGGGATGTTGTTTGTTTTTACCACCC 

AGGATCTCCTAGACTTGGTGAGCAGGGTGCGTGTGCGTTAACATCTGCTTCTAAGTTCTCCCTGCCGTGGTCCTACGCTGCAGACTCTAGAAGG 

GAGGGGCCCTGAGACCCAGGAGGAAGGAATTGAGGGATGTGTATCAAAGGCAGGGCACAGAGCAGGCGGTGCAGGCTGAGCGGGCTGAGCCCAA 

GGATGAGTATGGCAGCCCAGCTATGCTGAGACAGCGTCTTGGGGACATTTTTATGGCAGCT^ 

NNNNNNNlSn^ 

NNNNNNNNNNlNHSnsn^ 
NNNNNNNNNNl^^ 

NNNNNNNNNNN^ 
NNNNNNNNNHNI^^ 

NNNNNNNNNNNNNNI^ 

NNNNNNNBTCJNAGAAG AGG AAG ATGGGACTTC C CC CGGG AGG AGGTGG CTG ATTTTGTTTTATGCTAATATTTATCATCATCTTCTTCTCCTTCA 
TCATCATCATCTCTTATTTTTGTTGCTGTCTTCTGAGACAAGGTCTCTACATAGTCTCGGCTGTTCTGGAACTCATTATGCAGTCCAGACTATC 
CTGGAATAAACAGATCCTCTCACCTCTGCCTCTCCAATGCTGGGATTAAAGATTTGTGCTCCCACACATGACTTGAAAACAAATGAGCAAAATC 
CTAGTTTTGTTAAAACTCAGTTTCAAAGTAACCAAAAGCCCGACAAACTTGGCAGAAAACAATCTTCATGGCCAAGACAAAATTTCTGTCACTT 
GAAGGAGCTTTTGGTCAATGCTCCAGGCAGCATCTCCCAGACGCTAGTGTGAGGCAGAGGTTGGCCTTCAGCGTGGGTGCGCATGCTGCACTGC 
ACCGGGTTTCACCGGGTTTCGGTGCCCCAACCAGCTCACCCTCACCTCCAAGCTGCAGACCTTGTGGCTGACGCTCTCACGTGTCAGTTTTACT 
CTCGTCTTAGCTTTTCCGTTTTGGAAAAGTCCAGTCATTTCACCTTAGGAGAATCTTAATTTACACATACAGACCTTCTTCTTAACTAAAAATA 
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CCCTTTTCCTTTCCACCTTCCTCACCAAGAGCGCGTCTCCACACTCCATGCCTCTGCGTCTCCTGTACACTGTCTCATTTTACTCTTTACTTCC 

TGACCAGAGCCTTGTCTGTTCAGCTGCATCCGGGAOkAAAGGTCTCCTGGCATCACTGCAGACATGATAGCTGACTAGGGGGCGCTTGTCTGTC 

CAGAGTCTTTATAACTGCTTGGATTTTTTAAAAAAGCTCTTTTTATGCTTAAAAAAAAAATGTTGAGATAGAGAATTACAGAGTATTCCATTCC 

TGTAGAAGCTGACAAGGATAACAATTGACCTTGGGCGGTAATTGTCTCAGTTTAAGCCCCAGACTGGAGACATGGCCCACGGTGTTGCAACAAT 

GTTGTGTGTTAACCTTGTAGTTGCAAGTTTTAGATTCTAGATGCAGTTGTTCCTGCCCCTCATCCCCTCACGCCCCCCCAAAAAAAAACAAAAC 

AGAAAGAAATAGCAAGTTGTTGGGTTTCCTTGGAGGACCAGGGGGAGAGGAGAAAAAGAGAGCGGGATGGAGCAGAAGGGGTGGGGTGAAGGCT. 

GTTCAGTGGGGGCTGGAGATTCTGTTGGGTCCAGTGATGGCAGACTCCGTCTAGAGCAGTTGTGTTTGGGGCAGGTCCATCAGCGGGAGGAGAC 

ATAGACCAGATAGTGTTTCGGCCTATGTCAGCTGCCTTGTCCAGGGCACAGATGTCAGGGTGTGATAGTTGTTCTCTGGATTTCCTACCTGAAG 

TCTTTGAATGTGTGTGGATGAGAGGGAGTGCCGTTGGAGGGAAGAGTCAGAGGGGAAGGTGGGGTGCAGTCGCCAGGTGGAGGGATAGGTGCTG 

GTCTCGGAGAAGCTGGTGGTTGAGTGGGACCTGGCGTGGCCATCAAGTCTGTCGCCTAAGGCTGAGTTCAAGGGAGGCCGGTATGGGAGGCACC 

TGTTCTTGTCCCGTGCTGAGGCCATAAAGGGGGGATTTTTTTTTTTAATTAAAATAACACCAAAGAGATCCAAGTGTAGGACAGGAGTGAAATG 

GTGTGTTGTGCTGTGGCCAGCCTAGTCTGGCCAGATTTCATTACAAAGGAAAATAAGGTTTTGTTGGCTGTGTCTTTTGAGAGGTTGAACATAG 

AGTTTAAAGAATGTGAGTCAGAGGTCATGAAACCCATCATAGCAGAGATGCGCGCTCACCCAGAAGGCCTCGGAGGGCAGCAGGCCTCTTTCCA 

GTACTGACTTGACTGAGGTGCCCAGAACCAGGGCATCCTCTGAGAACAGAGACCTCCTGGTCCATGGGGTGAAATCCAGTTGGTCAGGCCAGAC 

TGACCTCAAAGAGAGACACACAAATAGCTGGCCAGAAAAGGGGGTTCACTGCCCCTGAGAGAGTGAAATTTGGGCTACCCACGGGTCTCTTTAT 

TCAGAAAGTCTGGCTGGGAGGAGGGAGGTGAGCAGAGTTTCTTATATGGTTGTCTATGGTGCTGAGGTTCCAGCCCCCAAACCTGTCCCTTTTT 

GCGTGTGGTCCCTCCTCCCTCTGAGTGGAAGTGCTGTGCTGTTAAAGGTGAGGAGAGACTTACACTTTTGTCATCAAGGAAAGAGTATTTCTTC 

TACAGAACTTTGCATATTCGCTTCCCTGTGTGAAAGGGTGCTCCGGCAAACATGATGGCACAAACCTCGCGGGAAGGTGGGCAGGAAGAGAAGA 

TGTTAGTGAACATTAAACGCATTGATTTAGGGGCTGGAGAGGCAGCTCAGGGGTCAAGAGACCACAATGCTCCTGCAGAGGACCCAGGTTCAGT 

TCCCAGCACGCAGGTTGGGCAGTTCGCAACAGCCTGTACCTGCTCCCCGTGAGAGAGTACCAGGACAGACGGGTATGTAGAGACCCTTGTATTT 

TTCTGGCTACTAGTTATATTTTTCTGGTACTTGTTATATTCAAGTACACTATAGCTGTTTTCAGACACCGCAGAAGAGGGCGTCAGATCTCATT 

ACAGATGGTTGTATTATTTTGTGAGTAACCTGTTCATGTCTTCATTTATTTGCTTTGGAAATTTTTTCATATTTGTACATATATGAAAATACTT 

TTTAAAAAGTATTTAATCCTTAGGGCTGGAG AG AGGGCTCAACAG TTATGAG CACTTGACTGCTCTTCCAGAGCTCCTGAGTT CAATTTC C AGC 

AAGCACATGGTGGCTCACAACCATCTGTAATGGGATCTGATGCCCTCTTCTGGTGTGTCTGAAGAGAGTGACAGTGTGCTGACATACATAAAGT 

AAATAAATACATCTTTGGGGGGGTACTTTAAAATTTATTTCGTAACTTCACTCCAGCTTTAGGAAGGTAGGTGCTGGCAGAGGCCAGGCGAGGA 

AATGAGACTCCCAAAGCGGCTGTATTACCCACACATCTCTCTGTTCAGAAAAGTCTGGCTGGGACAGGGAGATGGGACTGGAACTCTCTGTAGA 

TCAGACTGTCCTGAAACTTAGAGAGATCCGCCTGCCTCTGCCTCTCTGCCTCTTGCTACCAATTACTGGAATTAAAGGCCTGTGCCACTATGTC 

CGCCCTAATAAAACCATTTTTAAAGATATATTTATTTATGTATCATTTATTTTATGCATACGAGTACACAGTAGCTGTACAGATGGTTGTAAGC 

CATCATGTGGTTGCTGGGAATTGAACTCAGGACCTCTGTTCACTCTGGCCCAAAGATTTATTTATTGTTATATTCAAGTACACTATAGCTGTTT 

TCAGACACCCCAGAAGAGGGCGTCAGATCTCATTACAGATGGTTGTGAGCCAGCAGGTGGTTGCTGGGATTTGAACTCAAGATCTCTGGAAGAG 

CAGTCAGTGCTCTTAACCACTGAGCCATCTCTCGATGAAGGGTTGTCATGCATGCATGCACAGTAAAGCCCAGCAGGCTTGCACATGTTCCGAC 

TTAGAACACCCACCCTCGGCAGATATGTGTCCATGTCCACACTCGTGCAAGTTTAAGGCTAAAGGCTTTGGAGACACAGTCTGACAGACAGGGT 

AAAGAGAGGTCTGTGTCTCAGCTCACAGTGGAACACTCATTACAGTCATCAAAGAGTGAAACAAACGGCAGGTTCCTGGGGGAAAATAAAAGAT 

AAAAAGCCATGAGGAGGGAGAGCTGTTAGTTCACCCCAGCCTGACTCCACAGTGAAACCTGTCTCATAAAAACACCAAGATGAACAGCTAGCTG 

CTGCTGTCAGCCTGTGTGGGATGTGTATGCCCCAAGGATTCTGTTAGCTTCAGTTGGATTGTGGTGACCCATAACAAGGTAGGAGAGTCACGAG 

GTTGAGACCTAGTCTGCAGTTACAAAATGAGCTCTAGGACACCCTGGGCTGTGAGACCCTCTCACAACACACACACACTCACACATACACACAC 

ACACACACACACATACCATAGCCAATAAAATAAATCGGGTATTTCAAAAGAAAACAAAAACAAAATGAAGCCAGTTGCCAAGATAGGCAAATAC 

CTCTGAGTAAATGGGCATAGTGTGGCCACAGCTCCAATAACTTGCCGTGTGCACAATTGTATGGAGCAAGGTAGGACTCGAGGTTGCAGCAGAC 

TGTTAGCAGTTATGATGTTAAGCTGGATATGTTGGTATACACACATACACACACAAAATAAAAAGACAGAGTTAAATCTTCCATATGAGCCTGG 

GCCTACTCAGAA CATATAAAC A CACACATAAGC ACAC ACT ATGCACTCACAC ACT C AAACACACTCTGTACTCTC AC ATAAATACACTGCATTC 

TCAC ACATAAACT CACTG C CTC ACACT CCC AT AAATAC ACACT ATGT ATTG AC AC ACT C ATAAAC AC ACACTGC ACTATTGCACTTG CATAAAC 

ATACATTGTGCACTCTCACACACAAACTCTGCACTATCACACATAAAC!ATACACTGTGCACACATAAACACTGCACTCACATAAACACATACAC 

TTGTTAACATAAACATACTGCATGCTTATACACACATAAACACTCAGCACTCACACACACATAAACACCACACTCACATACACACATAAACACT 

ATGCATGCTCACACTCACATAAACACACAGTGTGCTCTCACACGCTCCATACACAGTCACACCCTGCAGTGAGCCCTAGTGGGAAGAAGTTGAA 

GGACGGAAGCCAGAAGCAGGTCTGCTAAGTGGGACAGCTCGGGAGGGTTTGTGGCAGATCACAGCAGGAAGCCTGCCTTGCCCTGATGTGGTTT 

CAGAGTGGATTGGCACCTTGGCCTGCTGTGTAGGCCCTTCCATCCTGCTGGCAGTTACAGGTCAGCCCTGCCTCTGTGCCAGCCTQCTGGTAAG 

TGAGCTAACTTCCTGGAACCAGCAAGGCCTGTGTCCCATTTCCTTCTACTCTAGGAGAGGAAGTAGGGCCCCGGCCCAAATGCTGCCCCAGCCG 

CTCGCCTCCCTCTGGCTCCTGATGGAGGCAGGTGGTGGTCCCAGCTGCTGGGCTTCCTTCGGTAGGGTGAAGCGATGGCATCTGGCTCCCCTCA 

GTTTACCTGGTGCTCAGGCTCAGGAGCAGGCACCCAAGGTGCTTGGTCCTTCCCTGCCCTTGACCACCATCATTTAGGAGGGACTCACTCTGCG 

CTGGCAGCACCTGTACGTCACTGCCACCCTTCCCTCCCCTGGGGAAGGCTGGAACATTCTCCTGAAAACTTTTATTTTACTCAGATTTATTGGG 

TAGAAACAGTAAATGTACTACTATGTTTGTGTGTAGTGGTGCAGAACACAGTGTTTTGATATTCTTTATTATTATTAATTTACCATATTTGGAC 

TTTTTGAGACAGGATTAATCCTGTAGCCCTGGCTGACCTGCAACTCACTCTGTAGACCAGACTGGCCTTGAACTCTCTACCTCCTGAGCACTGG 

AATTAAAGTGCCACCATGCCTAATGTGATAATCTTAATATGTAATTTTAGATGAGAACAATAGTTTGTAATATGTATATAGTGATAATAGCTTC 

AAAATAAAAAATAAAAATAATCAAAAGAGGGCTGAAGAGATGGCTCAGTGGTTAAGAGCACAGATTGCCCTTCCTGAGGTTCTGAGTTCAATTC 

TCACCAACCACATGGTTGCTCACAACCATCAGTAACAGGATCTGATGCCCTCTTCTGGTGTGCATGAAGACAGCGACAGTGTACTCACATACAT 

AAAATAAATAAAATCTTTTTTTAAAATAGTCAAAGGAATTTGAAGTCGTCCTAGGTGCCAAGGGCAAGAAAACGCGGTTGTAACACTTAGAGCA 

AACTGAGATTGTCTGTGGGGAGCAAGTCAGAGCGTTCAAAACTCCACACTCGTGCCTTATGTGATTGTTAGTGGCTGTCGAGTTAAGAAAATCC 

AAGATGGCAGCCTCGCGGAGCCCCAGCTGACTGCTCACGGTCTCTGCCCCTAGCTTACACGGACTTCTTCCTGCCGCTGCTGAGTCGTTGCCCA 

TCTGCCATGGGGATAAAAAATAAGGATGGAGAGACTCCTGGGCAGATTCTGGGCTGGGGACCCCCCTGGGATTCTGCCGAAGAGGAAGAAGATG 

AGGAGGTTTCCAAGGAGCGGGAATGGCGGCAGAAGCTACAAGGCGAGCTGGAGGATGAGTGGCAGGAGGTCATCGGGAGGTTTGAAGGTGAGGA 

GCCCATTGCCACCCQCAGCCGCCCTCCCTCCCGCCCCTGCCCTGTGTCCTCTACTCCAGGCCCAATGCATGTGGCCTCTTGATTTTACTCTTTG 

TCTTGTAAGTCCGCTAATCATAGCCTCTCTCCGACAACCTCATCCCACCTCCTGAACAGATGATGCCTCCCGGGACACGCAGGAGCCCGAGTCC 

TTCTCAGCCTGGTCAGAGCGCCTGGCTCGGGAGCATGCCCAGAAGCAGCGGCAGCAGCTGGAGGCAGAGGGATCCTGCCGACCTCCAAGGGCTG 

AGGGCTCCAGTCACAGCTGGCGACAGCACGAGGAGGAACAGCGGCTTTTCCGAGAGCGAGCCCGGGCCAAGGAGAAGGAACTGTGTGAGAGCCG 

AGCCAGGAGGGCTCAAGAGGCTCAACGGGACAAAGGGCCAGAGCCTCCCAGGGCTGGGCCCAGGGCAGAACACCCACGAGGGGCAGAGAGGGGC 

AGCCTCTGGCGCTTTGGCGATGTGCCCTGGCCCTGCCCTGGTGGAGGGGACCCAGAGGCCATGGCTGCAGCCTTGGTGGCCAGGGGCCCCCCTC 

TGGAGGAACAGGGGGCTCTGAAGAGGTACTTGAGAGTCCAACAGGTCCGGTGGCATCCTGACCGCTTCCTGCAGCGATTCCGAAGCCAGATTGA 

GACCTGGGAGCTGGGCCGAGTGATGGGAGCTGTGACAGCCCTTTCTCAGGCCCTGAACCGCCACGCAGAAGCCCTCAAGTGACCCTAGGGAATA 

AGCAAGAACCTGTGGGGATGTAGCCTCAAGAATAGACGGAAGGAAGCAAGGTCGTGGATGGGGATGGACAAGAAGGGGCAGCTGCGGCACAGAG 

AGGAGAGGATATGGGACGGCTAACGTAATGGTTGTGGGGGTGGGGTGGGGGAGGCTCTACCACTGCTCTGGACTGCCATTTCCTAATAAGACTT 

GGTTCCACACCTCACTCCAGAGTCTCCTCTGTTTTTTCCATTGCTA'TGGTTTTCATCACCCACGACATCTCCTTTCCCGCCCAATTGTTGAAAC 

CCACAGCTCCCACACACCTGCGGTACAGTCACAGTGCGCTCTCAATGGAGACCAGAAGCCCCTGCCCGCCCTCCTTCAGAAGGCCTGGTTCATC 

GTCCAGACCCTGTCAGCTCCCCACCCCACCCCCGCCGGGGTCCTGACAAGGTTGCAGTTGAAGAAAAATGTGAACAAGAGACAGAAAAAGGAAC 
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AACCCCTCCCTCCATCTCCAACCACATCCTCACCCCTGCTCAGCTCAGGGCTTTCCCTCTGCTGAGTCACTGAATGAGCTGGGTTGC3GGGCAGC 
AGGGCTAGGGGACCACGAGGACCTGGGAGGATAGAGGATAGAACCAGAGGGGATGGAGGAAGIS^^ 

NNNNNNNNNNNNNNNNNN^ 

N^NNNNNNNNNN^ 

Nj^nsTNNNNNNNNNNNNNNNN^ 
NNNNNNNNNNNNNNNN^^ 

NNNNNNNNNNNN^^^ 
NNNNNNNNNNNNN^^ 
NNNNNNNNN^^ 

NNNNNNNNNNNNNNNNNNNNNNNN^^ 
NNNNNNNNNNNNNN^ 

CAAGCCTGAAAACCTGAGTTCTACCCACATAGTGGGGGAAGGGAACTGATTCCTACAAACTGTGCTCTGACCTCCATAGTGCCCTGTGGCACTC 
ATGCACACCACAAATAAAAGTGTAATTAAACTTTTTTAGCCAGAAAGTGGTGGCAGACACCTTTAATCCCAGCACTCTGAAGCAAAGGCAGGCG 
GATCTCTGAGTTCGAGGCCAGCCTGGTCTACAGATCAAGTTCCAGGACAACCAGGGCTACACAGAGAAACCCTGTCTCATGGGTGGGGAGTTGG 
AGGAATAGTGGATGGTTCCTGAGAAAGAACCAAGATTGGATTCTAGCTTCTACACACACATGCACACGGACAGGTGTACGCCTGCACAGATGAA 
CATACATACATTTACACACCTGCATATACACACCCGCATATACACACCTACCAAGATGACAACTACAATATCCTATAAACTTCGTAGAAAGGGA 
CATGAAGATGTGCCAGATGGTTATTGGTAGAACTGGGGAAGTTCTTGGATCAGCACCCGTTTCAGCTGCCTAAAGGGTTGGATGTGGCCTAGAG 
CAGGAAGGTTCATGGCTGAGGAGAAAGACAGGGGTTCCGTTTCAGAGAGTTTCATGAATTCAGAAAAGACACTGCTGCACAGTGAGTAAACATG 
AGGCCACTGTCAGAACCCTAGGAAAGAGGCAAAAAAAAAAAAAAAATATGCAAGCTAAATCTACAGAGAACTTGGAAGCAGCGTGGCCAAGGTA 
CTACAGTGCTTGGCTCAGAACAGCCATGACCCTCAGGGGAAACGTCCTGCAATCGGGTGTGGAACCTAAGAGCTTGGGCATCTCCTTCTCCTCA 
GAGGTAAAGCAGCCAGAGAAGTAGGAGAATGCAGAGGCCTGGGTGGGGGTGAGGTCAGCCAGAGAAGGAGCCTCAAGTCAAGTCGTGATGGGGC 
AGCTACGACTTAGGCCTCAAAGAGATCTGCTGGGCGAGAATTGAAAGGACCTCGTAGGTTCACAAACTAGACGATTACGAATTTTAAGAGAGAC 
AATTTTGTTTTATTAGAAGGGAGAGTTGCTTTTCACACTGAGGAGTGAGTGGGCGGTGAGCTGAGTGAGGGGCGGTGGGTACAAAGGATGGTGG 
AGACAAGACAGGCATCATCTCTACCCACGAGTCTTGATGATGGGGAAAATCTTACCAGTTCCTGTTAGTCAAGGGGCCTTGTACTGTGAAACAC 
CGCACAGAGGGAAGGCGAGAGGGAGACAGATTCCAGGGAGGGAATTTAAAACTTATCTTCAAGAAATGACACCAAATACGTCCGTGCGTTAAAC 
AACATACGATGGAAAAGACACTAAGGACGGGGATGAGGCGGAGGGGGAAGGATTATAGATTGAAGGATCAATTTTGAAAAGAAAAGGTTTTTCC 
AAGAAAGCTGTAAAGGGGAAGCTTTAGTTAACAGAAGGGCAAAGACGGAGGCAGGGAGGGAAGCCATCTTCAGGGGCCTTAAGCTCAGTGGAGG 
GTGGGGGAGGTCGAGGGTTGTGGAGAACATTGGAGAATCCCTCGGAGACTGAAACCCGGGCGAGCAGCCTGGGGGCCCACCAGCAGCCCCTCGT 
GACCGATTCTGCAGCTCAGGAGGAAAACCCAGGAAATGCCTTTCATTTCCTCAAACCGAGATCTTCAAGGTCTTCTTGGTTAAACATCGGGTGG 
GAACATTTTTCAAAACTGAGAGTGTAACTGAAATTGTTGAGGCTGTTTGTTTGTGGTAAACAAAAACCAGCAAGAATTGCTGGGGGCTGGCTGG 
GCTGAGAAATGGCTGGGCTGGGGGATGGGACTGGGGCTGAGGCTGGGATGAGGGAGCTGGGGAGGGGCTGAGATGGCTGGGATGGGGATGGTGC 
ATTTTCCACATAAGCATGGGCACTTGGGCAGCAAGCCCAGCAATGCTACCTTGAGATAGAACATGAGGAGGGAAGGAGAATCCCCAGGCACTTG 
TGGGCTAGCCTGGGCTGTGCAGCCACAAAACCTGAACCTGCCTGAAACAAGGGAGAAGGTAACACAAGCCTCCCGAGGCTGCCCACTGACCTCC 
AGACACACGTGTGAAAGCGCACACAAGAATTTTTAAAATCAGAAGTAGCCCGGTGTGGTGGATTATGCCTGCAGTCCAGGCTTTAGACGTGAAG 
GCAAAAGCACCGGGGGTTCAAAGTCAACTTCAGCTATATATCAAAACCAAGACCAACCTATGCTATTGGACAGTCTCAAGTCCCACATCCCCAA 
AAATAAACACCAAGAAAGAATTCAGGGGGTTGGAAAGATGGCTCAGTCATTAAGAGTGCTGACTCTTCTTCCAAGGATTCTAAGTTCAAATGCC 
AGCAACGACATGGTGGCTCACAACCATCTTCTGGTGTGTCTGAAGACAGTGACAGTGTAGTGATATATGTAAAATAAATAAATATTTAAAGGAA 
GGAAGGAAGGAAGGAAGGAAGGAAGGAAGGAAGGAAGGAAGGAAGGAAGAGGGAGGGAGCTGGAGAGCTGGCTCAGAGGTTAAGAGCACTGATG 
GTCTTCCAGAGGTCCTGAGTTCAATTCCCAGCAACCACATGGTGGTTGACAACTATCTGTAATGGGATCTGATGCTCTCTTCTGGCATGTAGGC 
ATACCTACAGGTAGAACACTCATATACATAAAAAGTAAAATAAAACCAAAGAAAGAAAGAAAGGAAGGAAGGAAGGGAGGGAGGGAGGGAGGGA 

GGGAGGNNNNNNNNNNNN^ 
NNNNNNN^INNNNNNWNNNN^ 

TCTATGTCTAGTCTGAGGTTCCTATGTAGGGCAGGTTTCTCTCAAACTCATAGAGATCCACCTGTCTCTGCCTCCCCAGGTCTGGGATTAATGG 
CGTACACCACCACACCTGGCAGCAGTGATGTGAAACTGACCTTTGAACCCCACAAGGTAGAAAGAGAAACTGAACTGATTCCCGTAAGTTGTTC 
TCTAACCTGCACACATGAACCGGGGCACGTATTCACCCCTGCATACACAAAATAATTTTTAAAATGTAATTTTTTTTAATGAAAGAGAGGCTAG 
AGATGTGAGTCAAAGTGAAGGATTAACTCAGTGGAGAAGAGAGGATAGAAGAAACAGGTTATTATTCCTAGGGAAAATTCAGAGATCAAAGTCT 
TAAAAAAAAAAAAGAATCATTTTATCATTAATCTGTGTGTGTGTGTGTGAGTTGTGTGTTGTGTGGTTGTCGCCACAGAGACCAAAAAAAAAGG 
ATCAGAGCCCTTGGGGCTGGAGTTGTGCGGCACCTGACATGAGTATTGGAAACTGAATTCCTCCTGTCCTCTGCAGAGGCAGTACATGCTCCTA 
ACCAGTGAGCAGTCTCTCCAGCTCCCAGGGTTGAAGCTCTTGAAAGGCAGCCTTGGTTCCAGGGGAAGCTGAGGTGGGAAGTGTGGCCTTTGCC 
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AGAGAGAAGCTGAAGCTGGCCACCTTAAGGCTGGAGAGCTGAGCCCAGAGCCGAGGACAGACATGTGCACTCTGTGTGGGTTTGAAGATGGTGC 
CAGGTGATGAAAGATGAAGAGAAACTGAACCAGATGTCCAAGTTGTTAGGCATACAGTACAGATGTTGATGGAGATACAACTGTGAAGACAGGA 
CGAGTACGGTTCGTGCAGAGTCAGGAGCCTCTAAAGAAGAGAATCCTGTTGGTAGCATGGCCACACTCCTCCGTCACTTCTCCCTAATGCTGGT 
GTCAAAGGAAGAGCTACCTTCTCCAGAGAGGGCACAGGCGTTGTCTGGTGCCTAAAGAAAACATCTTCAAAGATGAAACAGGGGATGTGCGTAG 
ATATTCCACAGCAAGAGGACACTGTGAACCAGATTCACAGAAGAGTCCTTGCTGGGTAGTGAACCACAGAGGGGACCAAGGAGAAGGACATCCT 
GACAGGCTCGCTTTTAGAATCCATAACAAACAGGCTCGCTTTTGGAATCCATGACAAACTATGCATTCTATCAACACCTGGCATTTATTGTGGG 
GAGGCGTGGGACACTAACAGGCCCCGTGGTCCAGGGGTTTTACATCCCAGGCCACCATTATGCTGGCAGCTCCTTGTTTCCCTCTAACCCCATC 
TTGCCTGTGAACCTGAATGGCTTCAGACTTAACAACTGTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTTTCTCTCTCTCTCTCTTAATAAGAT 
TTATTTATTTATTTTATGTATATGAGTACACTGTAGCTGTACAGATGGTTGTGAGCCATCATGTGGTTGCTGGGAATTGAACTCAGGACTTCTG 
CTCACTTTGGCCCCACTCACTCAGGCCCGCTTGCTCTGGCCCAAAGATTTATTTAATATTATATGTAAGTACAGTGTAGCTGTCTTTAGACACA 
CCAGAAGAGGGCGTCAGATCTCATTACGAATGGTTGTGAGCCACCATGTGGGTGCTGGGATTTGAACTCTGGACGTTCGGAAGAGCAGTCAGTG 
CTCTTTCCTGCTGAGCCATCTCTCCAGCCCCAGACTTAACAACTCTTGAGAGTGGATTTAGATCTCATGTACCCAAAGCAGCACATTTGGCTTT 

AGACCAGGGAGCCACCTTGTAGACCAGGCTGGCTTCAGACTCACAAAGATCCACCTGCCTCCCAATCACCACCATCCCTCCTCCACCCTGTTCT 
ATCACACACACTCACACCTTCCAAAAGGTCCCACTTGAACCGGAAAGATCACAGTTGAATAAAATGTCGATACTTTGTGTCTTCCAAAAGATCA 
CAGTTGAATAAAATGGAGATACTTTGTGTCTTCTCACATGGTCTGGCCCTGCCTTCCTCTCCCACTGCATCTGACCTCTTCAAGTGTCTCTGAT 
GTGGTCAAGTTCAGTTTCTTGCTGTCCATCAGCATCCCTGGCTTCCTCCCTCCTCCGTACCTATCTGTCACCTGGGCCTTTTCTTCAGTGCTAC 
CCTTGCTGAGAGTCACATTACTGAGTGCTGTATCCAAGAGTATTCTCTTCCACTGCCCACGCCACCCTGCCTTGTTATCCCTGTAGGACTGTTT 
TACAGATTCATTTTATTTTATGGCGATGCTGGGGATGGTCCCTGGGTCTCACTCACGCTAGGCAAGTGCTCTATCTCTAAGACACATCCCTGCT 
CTTTGATGTGTCTTTTCCATCTGGCCTGGCTGGAACATGATCCCTAAGAGTAAAGGATTTACTCTTAGGATTCTTTGGCTCAACTTTGTGCCAC 
AGTATACTTCCTGCCTTGAACAAAGTTCCTGGTTGGTACTCAGTAAACATGTATTAAAAGCTGTTGGAGGGTGCGGTGAGGTAGGACAATGTCC 
AGCTCTAATTTCTGGCTCAGGTAGAAGTTCGATCTAGTATCATGCTTTGTTTGGGGTCAGTAGCTGGATAACACCAGAGACAGGGTAAGCTGTT 
TCACAGGAAGGAGTTTATTTGAGAGTCCTTTGAGGGGTATGTGCTTAGATTTGAGGTTACGTTTGAATTGTGATTTGGGTGAAGGTTAAAGTTG 
GGTAAAATCTGAGGCTAAAAAAACAGAGACTCACAGTAGTCTTTGACTACTGTCAGTTCAGCCTGGTTTGCAGGCTCCGGAGCTTTCTGTGGCC 
GTTCCTGAGAGTGGTTATAGACGATGCACAAGACTCCTAGTCATCAGCCCTCCCCCCCGGGGAAAGTCCCAGACAGCTGTTGGCCTCCCCAAGA 
GAGAAACTGAATTTCACACAACCTCTAAAACTGAGATTGAAACCAAAATTGGCCCATGGCAAGGCATATCCGCCAGCGTGCTGCCAGCTCCCGT 
GACACAGCTTAGCCAAGGCTTACCCTTCCTTCGTCTGTCTCCATCATCCCCTTATGCACCCTCTCCTTTCCTCTGCCCCTCCAGGTCCCAGCCT 
TCTGCTCTGACTCAAATCTAATCCTCTCTGTGTCTCTCTTTCTGTCTCTCTCTGTCTCTGTCTCTGTCTTTCTCTGTCTCCGTCTCTCTGTCTC 
TCTCTGCCTCTCTCTCTGCCAATTTTCATTTTAATACAGCTTAGCCAGCGTCTCGGCTACCATCAGTTAAGAGACAAAAGCAACAGGAAGCATA 
AAGACTCCCAGAGAAAGAGGAACAAAGAAAAGGAGCCAAAGATGACACAATGACAGAATTAAATTCTGTCTGAGAGAACTCAGTGAAGAGAGCC 
TGCTTAGCCTGCTCAGGCTGTGGGTCCCATGGCCAGTTCTGCCAAA 

MOUSE SEQUENCE - mRNA 

CCGGGTGCATCCTGGCGCGCCTCCTCCCTCCCCACCTCCCTTCTCCGAGCGTCTTAAGCCCAGGCCTCCGGCCTCCGTCTCTGAGGGTCCTTGG 
GGGGGGCGGGGAGCAGGTCTGATGAGTAACCCCTCCCCCCAGGCCCCAGAGGAAGAAGCCTCTACGTCTGTCTGTCGGCCCCAGAGTTGTTCCA 
TGGCCTCCGCTTCCCGCCGGCACCGCCGAGAGCGACGCTTCCGGCGGTACTTGTCTGCAGGACGGCTGGTGCGAGCCCAGGCTCTCCTCCAGCG 
ACATCCCGGGCTTGATGTGGACGCTGGGCAGCCCCCGCCTCTCCACAGGGCCTGCGCCCGCCACGATGCCCCTGCCCTGTGCCTGCTGCTGCGT 
CTCGGCGCTGACCCTGCCCACCAGGACCGCCATGGCGACACGGCGCTGCACGCTGCTGCCCGCCAGGGCCCTGATGCTTACACGGACTTCTTCC 
TGCCGCTGCTGAGTCGTTGCCCATCTGCCATGGGGATAAAAAATAAGGATGGAGAGACTCCTGGGCAGATTCTGGGCTGGGGACCCCCCTGGGA 
TTCTGCCGAAGAGGAAGAAGATGAGGAGGTTTCCAAGGAGCGGGAATGGCGGCAGAAGCTACAAGGCGAGCTGGAGGATGAGTGGCAGGAGGTC 
ATCGGGAGGTTTGAAGATGATGCCTCCCGGGACACGCAGGAGCCCGAGTCCTTCTCAGCCTGGTCAGAGCGCCTGGCTCGGGAGCATGCCCAGA 
AGCAGCGGCAGCAGCTGGAGGCAGAGGGATCCTGCCGACCTCCAAGGGCTGAGGGCTCCAGTCACAGCTGGCGACAGCACGAGGAGGAACAGCG 
GCTTTTCCGAGAGCGAGCCCGGGCCAAGGAGAAGGAACTGTGTGAGAGCCGAGCCAGGAGGGCTCAAGAGGCTCAACGGGACAAAGGGCCAGAG 
CCTCCCAGGGCTGGGCCCAGGGCAGAACACCCACGAGGGGCAGAGAGGGGCAGCCTCTGGCGCTTTGGCGATGTGCCCTGGCCCTGCCCTGGTG 
GAGGGGACCCAGAGGCCATGGCTGCAGCCTTGGTGGCCAGGGGCCC.CCCTCTGGAGGAACAGGGGGCTCTGAAGAGGTACTTGAGAGTCCAACA 
GGTCCGGTGGCATCCTGACCGGTTCCTGCAGCGATTCCGAAGCCAGATTGAGACCTGGGAGCTGGGCCGAGTGATGGGAGCTGTGACAGCCCTT 
TCTCAGGCCCTGAACCGCCACGCAGAAGCCCTCAAGTGACCCTAGGGAATAAGCAAGAACCTGTGGGGATGTAGCCTCAAGAATAGACGGAAGG 
AAGCAAGGTCGTGGATGGGGATGGACAAGAAGGGGCAGCTGCGGCACAGAGAGGAGAGGATATGGGACGGCTAACGTAATGGTTGTGGGGGTGG 
GGTGGGGGAGGCTCTACCACTGCTCTGGACTGCCATTTCCTAATAAGACTTGGTTCCACACCTCAAAAAAAAAAAAAAAAAAAAAAA 

MOUSE SEQUENCE - CODING 

ATGAGTAACCCCTCCCCCCAGGCCCCAGAGGAAGAAGCCTCTACGTCTGTCTGTCGGCCCCAGAGTTGTTCCATGGCCTCCGCTTCCCGCCGGC 
ACCGCCGAGAGCGACGCTTCCGGCGGTACTTGTCTGCAGGACGGCTGGTGCGAGCCCAGGCTCTCCTCCAGCGACATCCCGGGCTTGATGTGGA 
CGCTGGGCAGCCCCCGCCTCTCCACAGGGCCTGCGCCCGCCACGATGCCCCTGCCCTGTGCCTGCTGCTGCGTCTCGGCGCTGACCCTGCCCAC 
CAGGACCGCCATGGCGACACGGCGCTGCACGCTGCTGCCCGCCAGGGCCCTGATGCTTACACGGACTTCTTCCTGCCGCTGCTGAGTCGTTGCC 
CATCTGCCATGGGGATAAAAAATAAGGATGGAGAGACTCCTGGGCAGATTCTGGGCTGGGGACCCCCCTGGGATTCTGCCGAAGAGGAAGAAGA 
TGAGGAGGTTTCCAAGGAGCGGGAATGGCGGCAGAAGCTACAAGGCGAGCTGGAGGATGAGTGGCAGGAGGTCATCGGGAGGTTTGAAGATGAT 
GCCTCCCGGGACACGCAGGAGCCCGAGTCCTTCTCAGCCTGGTCAGAGCGCCTGGCTCGGGAGCATGCCCAGAAGCAGCGGCAGCAGCTGGAGG 
CAGAGGGATCCTGCCGACCTCCAAGGGCTGAGGGCTCCAGTCACAGCTGGCGACAGCACGAGGAGGAACAGCGGCTTTTCCGAGAGCGAGCCCG 
GGCCAAGGAGAAGGAACTGTGTGAGAGCCGAGCCAGGAGGGCTCAAGAGGCTCAACGGGACAAAGGGCCAGAGCCTCCCAGGGCTGGGCCCAGG 
GCAGAACACCCACGAGGGGCAGAGAGGGGCAGCCTCTGGCGCTTTGGCGATGTGCCCTGGCCCTGCCCTGGTGGAGGGGACCCAGAGGCCATGG 
CTGCAGCCTTGGTGGCCAGGGGCCCCCCTCTGGAGGAACAGGGGGCTCTGAAGAGGTACTTGAGAGTCCAACAGGTCCGGTGGCATCCTGACCG 
CTTCCTGCAGCGATTCCGAAGCCAGATTGAGACCTGGGAGCTGGGCCGAGTGATGGGAGCTGTGACAGCCCTTTCTCAGGCCCTGAACCGCCAC 
GCAGAAGCCCTCAAGTGA 

HUMAN SEQUENCE - GENOMIC 

TAGTTGTTTGGGGAT CTGGG C CTTGGTACAGTAT CAAAT AAC AC C AGAAACTACTTT CTGGTTTCAAGGGGG AAAAG AAC AACTGTGGAAT C AG 
ACTGTCACGACGCTAATCCTATGGTAAATCTAAAATCATTAATGAGGCCAGGTGCAGTGGCTCACTCCTGTAATCCCAGCACTTTGGGAGGCCG 
AGGTGGGTGGATCACTTGAGGTCAGGAGTTCGAGACCAGCCTGGCCAACATGGCGAAACCCTGTCACTACTAAAAAAAAACAAAAATTAGCCAG 
GCATGATGGCACACTGTAGTCCCAGCTACTCGGGGGGTTGAGGCGGGAGAATCGCTTGAACGTGGGAGGCGCAGGTTGCAGTGAGCTGAGATCG 
CGCCACTACACTCACAGCCTGAAGGACACAGCGAGACTCCATCTCAAAACAAATAAATAAAAATAAAATAAAATAACTAACATAAGTCGACCAG 
ATTTGTGGCATAACAGGAGATACAGCATCACCTATGAAGGATTCTTGCCAAAAATGCTTAACTTCAATCAGATTTTTTCTTTTTTTTTGAGATG 
GGAGTCTCACTCTGCCACCCAGGCTGGAGTGTAATGGCACAATCTCAGCTCACTACAACCTCTGCTTCCTGGGTTCAAGCGATTCCCCTGCCTC 
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AGCCTCCCftAGCAGGTGGGACTATAGGTGTGTGCCACCATGCACGGCTAATTTTTGCATTTTTAGTAGAGAGAGGGTTTCATCCTGTTGGCCAC 
ATTGGTCTTAAACTCCTGACCTCAAATAATCCACACGCCTTGGCCTCCCAAACTGCTGAGATTACAGGTGTAAGCCATTGTGCACTTGGCCAGA 
AT C CTC AATATT C ACACAC C ACTGGAG CTGTTTTAAAGTTT CCGGCTTTCT CTGC CACAT AC CCCAAAATTATTAAACTGATATGATTCAAAGT 
C AGTATAAAGTAGT AAGAAAAGGGTGGT CTTGTGTTAAG C ATC ATCC ATAG CC C AATTACGAATCCTC CTGTT ACATAGG AACTC AAC ACT CTG 
TTACACCACAGCAAACTAAAGCTTCTCCAAAATTAAAGAGACTATTGGCCTACAAGTTTCTTATCCCTCCAACTTGCCACACCCTCACTCTCAG 
GTCTCTTTACCTTGGCTTACCTTGACATTGGGCATGTATTTAGAGAAGCGCTCATATTCCTTGCTGATCTGAAAAGCCAACTCCCGAGTGTGAC 
ACATCAC C AGCAC AG AC AC CTTAGG CAGG AAGT ATACGGAGACATATGGTAAATGTAGCTCTT C ATTAT CCCCTCTAGGG AAGTG ACTGTCAC A 
AAAACACACCTGGGCCGATAATAAATGACTTCAATTCTGTGATCTAAATCATGAACCCCACGCTTGCGACAGAACATCCCCCACAGCTGTCAGG 
TTGTCAAGGGTAACAGAGGTCATGTGCTCATGGCTCTGCAAGCATCATGTAGTTAGGACAAAAACACCCTTCCCTTATAGTCCTAACCAAAATC 
CCCTCCCCAGCACTCTCCCCAAATATACCTGCCCAGTAACTGGCTCCAGCTGTTGCAGTGTGGCCAAGACAAACACTGCTGTCTTTCCCATGCC 
CGACTTGGCCTGGCACAGGACATCCATTCCCAGAATGGCCTGAGGGATGCACTCATGCTGGACTAAAAGTTGGGGGGGGAGGAAGATAAATTAG 
ACTTCAGTCTCCAGATAACTCTACCTTTTTCACCATGCCAAGCCCATTTCTTACCACTCAATTCTCAAAGTCTAGTATTTACCTGGTTCTTGCC 
AACTTCCAGACCCATTTTACCTCTCTCTGCTCAATTACATTCACCTCAAAATCAGACTCTCCTAATTCCTCCTAGCTTTAGCCTCCTCCAGATC 
TAGGCCTTCCCAGTCCTAGTAACAAACCCCTTGCATCTACCAACCGCTCACCTTCAATGATCCTAGCTCTGTCCTTATTTTTCTTAATCTGTAA 
CAATTCATGACATTTGAATACCTGCCACAGACCACTTCTCCTGCTTAGGTTGCTATACTTCGGGTCACGTAACTACTACAACCCTGGACAAAAT 
G AAGG ACTTGGTAC CTG AC C C AGAAG CC AGTCAT CTCTAAACC AGT CAT AG AGGTTTC C AGAG ACC AC AGTTGG CCTGGC CC AAC AG AGGGAG A 
CTAC AGGTC C AAG CAGGAC CTTTCTGG AAATTT AAAATTAGAAGTC AAGTG AC AAAATT AAAAATAAGCAGACAAG AAAAGCC AGTC AC AAG AA 
TGAATGGCAGACCTGGAAGTCACTTTTGGATCATTAGCACTTTGGTGCTATCACGAAAGAAAGAATAAGCCTGTATAAGCCTCCTCTATCCAAA 
ATTGTTTTTGATACTTATCCCGATTTTTTCTTCCTCACTGTCGCCCCGGCTGGTGCACAGTGGTGCAATCACGGCTCACTGAAGCCTCAACCTT 
CACCTGCTTAATTTCTGAACGTTTTGTAGAGACAGGAGTCTCGCTATGTTGCCCAGGCTTCTCTTGCACTTTTGAGCTCAAGTGGCCACCCTCC 
TGCCTCGGCCTCCCAAAGTGCTGGGATTACAGGCGTGAGCCACTGCACCTGGCCCTGATCTAGCCTTAAGTATAAACCCTTACCACCACCTGAG 
CAACGACAAACACATCTTTGTATTGT AC CCTTAAAGAGC CCAATG AG CACTAC ATGCC CAAG AG AAAATTT ACCTTCTG ACGG ATGCT CAAAGC 
CACAGTCGACAATGGCCCGGAGCAACTCTGGCTTGAGCAGGAAGTCACGAAAGCCAGAGCTGTGGATGGAGACATAGGAGCCCTTGACATCCTT 
CTTGGCAGGGGCCTCAGCCCCATCTCCCCCAGCTGCTGTCTCCACCTCATCATCTTCATAGTCCAAGAGCTCATTGTCCACATCGTTCTCTGCC 
ATAACTGGGCCGGCAGGGGAAGAAGGGAAGGGGGATCTGGATGGGTTCTCGCAAAATAGGTGAAAACAAGGGGTGAAGAGTAGGGGATTGAGGA 
ACAGCAAAGGAAAACAAAGATACTATTTCTAACAGAAGAGCTGGAGGGGGGAAAAAAAAAGCAAGACTTAATCACGAGCACAGCCTTCACCATT 
TTTCCATCCCCAGTTCCCACTTTCCCTAAACCAGGAAACTTTTACCTGGAAAGAAAAACAGATACAAAACATAAAAACGAAAAGCAAATATAAC 
AGAACAGAAAAAGCAGTACCAGGGAAAGTGGTTAGGACAGAGGTTCCCAACAAGATTAGCAATCACAGTAGCGGAAACCAGAAAAGTTGGAAGG 
GGAAGACCAACTTATAAATTCTTGATCTGAAAGTAACAGTGAGGAAATAGAATAGATAATAAAAGGTAAAATATGACTAATAACTTAGTAAAGT 
GGAAAATGGAGATGACAAGTAGAGTCCTGAAAAGTCCTCAAAGGAAGACTCCGCTTTCCCTATTATAATCCCACCGTTATGGATGCCTAACTCA 
GCAGCCATCAGTCAAGGGTGATAGATGAGGGTCATCACTGCGCAAAGCGCTCACCTTTCGAAAAGAAAACATCATATGGCCGCCGTCCACCTCC 
CATAGCTCTCAGCCTCCCACTTCTCAGTATCCTCCCTTCCGCTGTTTAAGCAAGCCTTGTGTAATTAGCATGGGGGGGAGGGGCGGTGCAAGAC 
AAATGGCTCGGCCACAAAAAAACAAAATTCATGTCTCCACCCTACAATAAGAAAGCTAATAGGTGACAGAGAAAGGCAATCCCCGCCCAGGCTT 
T AAC AGGATCTTT ACCAAGTGGT CT C ACATCACTGTTACGCTACG AAGGTGAGACTC CTTTTGG AGAAAC AT ACAATGACAC CAATCGTATCGT 
AAACACTTGGAAGGCACTCCAAATTAAGTTGGGCAAGTCAAGGTGAGAAAAATCCAACTGGGCCCAGAAACCAGCTCCTCCTCCCAGTCCCACC 
GAGGGCCGAAAAAGAGCTCAAGAAAGAACAAGGAAGGTGAGAAGAGCCCCGCCCTCCGCAAATACCAAGACCAAGGGACGCCGAGCACCGCCTC 
T C ATTGATG CTGAGGC CTCCAATATGAGAAG AAC CC ATTGG AAG AAGGG AGC AAAACGAACAC AATGGCGCCG AGGAC ACCATCTTGG ATTGGG 
TCCCCCCTTAGCTTCCCTTCCTTCCCCCAGGAGCTCTTTGCTCTCGAAAGGGATGCAAGCTAAGGAAATAGCGAACCAACTAGGCCCCAGCGAC 
CAGACCATCGCCTGTGAAAAGGGTATCAGGAACCCATGTGACGGGATGGGTGCGGAGAAGCGCAGATGGAAACGGATTGTAGCGAAGGCCAAAG 
CTTACCTAAACAGGGAGAGCGCGTATGGCGGCAGCAACAGCGACGAAGGAGGGAAATCTGCCTTCACTTCCGGTTGCAGGCTTCCCTCTACTCC 
AGCCTCCCGCCTTCTTGGCTGCAAGAGCGCAGGCGCAAGGGACCGGAAACAGGGCCTTCCGCGGTTATACAGATCCGTGCGCTCCAGGCTTGCC 
TTTGGAAAATGCCTGTCTGAAATTTGTTTTAAAACCGTTTCTAACTTCACTGCTACCTCCAGTAACAAAAGATATAAAGGAAACTAACGTCTCC 
CCCCCACTGTTATCTTTATTCTCTTATCCTACTCCTCTCCATGCCCCTCATCTCTTCGTTTAGGTTTTTGCCACGCAGGTCTTCTCTGTAGGCA 
CCCCTCCGTGGATGCGCGAGGAACGAGTGTGGCGAAGGCTGCGAGTTCCCACGGGGTCCTTGGCCCGGTAGTGAAGGTGACCTGAGGACTGCTG 
GGCACGCACTAGGAACCGGCAGGCCCTAGCTGAGGGGAGGGAGGAGGGAAGTCTCAGGGAACTGGATTGCTCGGGGGTGTTTCCCGACTCTTTC 
CCAGTCGTGGGGCTGGTGGGCGGTATTTTCCCAAAAGGATGCTGTCCGAGGTAGCTGATGCCCTAGGGCCAGTGAGTCAGGAAGGTGTTCTGAA 
TCCGAGCGGGAAGACGGGGTCTGGATTCGGCCCCAAGTGTTAATAGTAGGGCTTGAGGGTTATACTACATTCCATTAATACTGTTTTTGTTTTT 
GTTTTGAGACAGAGTCTCGCCCTGTCGCCCAGGCGGGAGTGCAATGTCCTGATCTCGGCTCACTGCAACCGCTGCTTCCCGGGTTCAAGCGATT 
CTCCTGCCTCAGCCTCCCGAGTAGCTAGGATTACAGGCGCCCGCCACCACGCCCAGCAAATTTTTGTTTTTTTAGTAGAGACGGGGCTTCACCC 
ATGTATGACCTCAGGTGATCCACCCACTTCGGCCTCCCAGAGTGCTGGGATTACAGGCGTGAGCCACCGCGCCCGGCCCATTAATACTGTTAAT 
TCGAGCAGAATGTTCTTGGCCCCGCCCCAACAGCCCCATTGTTCAACCTGGATTTTTTTCCTGAATGAAACATTTGCTATCCCCGTCTTTGAGA 
TGGGGAGCCACAAAAGTAAGACCTGATGTCCTGCTGTGTAATAAAACAACAAACGTTTGGCCCTCTCCCTGTTAACATACTTAATCATTTAATA 
CTAAGG AGTAGGTAC CGTTATTCTCATCTTATTG ACAG AAG CGAAG CAAAGC AACAT AT CTCAAGCAGT ACGGC TGGTG AGGTTACAGCCAGGA 
TGCAAACATCTCTCATTCTCTATTGTATTCTGCCTCCCTGCTCAAAGAATCTGGTTAGTAAATACACTGCAGGTTACCTTATTGGTTCAAATTC 
TTGGTGAAGTAAGCTTGTCTTCAGTGACAAATGAAGTAACTAATTCAAGAATGGTGTCATAGAAGGTATTTTCCCAAGTATCATTTAATTTATT 
CAAAAGTATTTATCAACTGCCTCCCTTGTGCCACATGTTGTCCTAGGATCTGGGGACACAACGGTGAACAGCCCTGTTCTCACAGTGTTTACAT 
TACAGGAAAGAAAACIACATAAACACAAATATAATGTCAAGTATCGATAAGTGGTCAGGGTGCAGTGGCTCAGGCCTGTAACCCAACCCTTGAGG 
AAGCCGAGCCCGAAGGATTGCTTGAGCCCAGGAGTTTCAGACCAGCCTGGGCAAGTGAGACCCCATCTCTACAAAAAATTTTAAAATTAGCAAG 
GCATAGTGGCACTCGCCCGTAATCCCAGCTACTCAGGAGGCTGAAGTGGGAGGATCATTTGAGTCCAGGGGGTCAAGGCTGCCGTGAGCTGGAA 
CTCCAGCCTGGGCAACACAGCAGGACCTTGTCTCAAAAAACCAGTAGCAGTAAGTGCTATGAAGAAAATGCAAGGTAAAGGGGCAAAGAGCACT 
TGCTCCTACACTCCAGCTTTTCTCTACAGTTGCGATCTATAGTCCTCAGATTCCCAAATGAGGAACCATGTTTCTCACTTTAGAGAAATAATAA 
AGTACTACTTGTTCTTGTTTCTCCAAGAAGTTTCAAAGGATAGCCATTTGGGCTGTTTAGGGAATATGTAAACAAAAAACAAGAAAGTGACTGA 
AGGCCAGGCACAGTGGCTCACACCTCTAATCTCAGCACTTTGGGAGGCCAAGGCAGGTGGATCACTTGAGGTCAGGAGTTTGAGACCAGCCTGA 
C C AACATGG CGAAAC CC CAT CT CTACTAAAAATAC AAAAAATAG C C AGGCGTGGTGGC AC AC AC CC ATAATT CC AG CAACTTGGG AGGCTGAGG 
CAGGAGAATCGCTTGAACCTGGGAGGCAGAGGTTGCAATGAGCTGAGATCACGCCATTGTATTCCAGCCTGGGCAACAAGAGCAAAACTCCATC 
TCAAAAAAAAAAAAAACAAAGTGACTGAAAATGAGAAATGATGAGGCAAAAGGAGGCTGCTTCAACTCACCAATTTATTTGCCAATAATTATTT 

GATCTTAGAAAGCAATGAGCATCTGATAAGTCTTTGGGGAAATAGGAAAGGAGGAAAATCTAATAAAGACAAAGATCAGCAAAAGAAAAACAAA 
GAGAGGCTACAAAATGCAGTTATCTACCTGGAATTATAAGAGAGGGGCTAAATGTAGTCATCTCCTCTTTTTGGAGATCAGAAGGTCTCTGGGA 
AAAGAGAAGAACCAATTTTTCAGAAAATAACTAGGGTCACAGAATGAACAAGTGGAATTAGAGAGCCAGTGATGGACGTGAGGAAACAGCTGTG 
TAGGTTTTGACCAGTGAGCAGGTGGTGGTAATAGTATCACAGGGTTGCTACTTACTGAATCACTGCTACAACATGCAAGGAACTGTGCTAGACT 
TTACAGAATGATTCCTAATCATTGAAGCAACCCTCACAAGGTAGGCATTATTATCATCCCAGTTTCACAGAGGAGGACATCGAGGCTACCAAGT 
TAAGTAGCTTGTCCTGGTTTCACAGCCAGCAAGTGACAGGGTCAAGAGAGGGACCCACATCGGCCAGACACTGAAGTCAGGATGTTTTCCACAT 
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TCCTACTTCCCCATATTACAAATTTCACAGAGGGTTTAGGTGAGAATGACTTGGAAGTTTACAAAGTCCCAGTGAGGGTTAAAGAACAACAAGG 
AGATTCAGATGTGAGCAGGATATTTATAAGTGTCAC^GGAAAATTATTGGATCCTGCCTCCC^GGATTTCTAGGGGATGGAAAGAAGACAGGGA 
TTATGGTGGGAGGTGATTTTGATTGGAGGATTTCTTTGAGGGAGGGAACTGGCAGAAGGAGTCAGGCCCTACGGTGGCCCTAGGCAGAAATCCG 
GTAGTTGGGGTGGACCTGGGGCCTGACGTCGCAGACCATGCCAAGAAGCTGGGCCAGGACACGCTCTCGGTTTCTCTGCTGGGAGCTCTGCATG 
CCCTGCACCTGGCGCCTTGTAGCCTGCTCCACCTCAGCAGACAGGTTCCCCTGGGAGCCCATGGCCTGGGGGGTAGGGAGAGGGGTGGAAGAGA 
GAAAGGGAAAAGCAGAAACAGACAAGGGTCCAGGCATATGAGGGGAAAGATCCTGAAACAAAGCCTAGAAGAAAGGCCCTCTCAGAAACCACCC 
CCATCCGACAGAAATATCCCAACACCAAAGAGATCAACACAGTCCCCTTTCCCCTTAGACCTAACATGCAACTTCATCCTAAAACAGACCGTAA 
TATCCCCACCACCTCACCATCCATGACCATAAAACTCTACCCTCCACCACAAATGTTAATCATACTCCACATAGATGTTATACTTTACACAGAC 
TGTGGCATTCCGGCCACAAGCTCTATGTGGCCTTCAAAACTCCCAGACTCTCCTACATATCATCACAAAGTTTCACCAATGTTGTGGTCCCTGC 
CAGGGTCCCCTCAGCCTCAGCCCTCTGCCACCATATTTTCTTGTTGAGTCACCCTTACACACCTCACTAGATGCACCCACCAACTTGCAGTGGG 
GTCTCATCCCGACTCTGCCTCAACTCACCGCCTGCTGCTTGCTCTGGAATTCGTGCTCTCGCTCTCTGCGGTATTGCTCCACCTCCATCTGTGC 
CTCCTCCTTTGCCTGCTTCAGTCGCCGGGCCTTCCCTGGAGGCAGAAGAAAGGACAGTGAGTGGGGATGGACCCACACACACACAATGTAATAG 
C AGGAGTC AGT C CCTTCC AGAAAGTT ATACAGC CTTCT CTC AG CCAACC AGGTG CCAG ATT CTAAT ATCCAT CC ATTTCTTCCCTCCTAACCAG 
CCTCCAGACCCTAGCTGTCTTCCCGCCAGGCTTGGGTTTTCGCAAAATGTTTGCTGTCCCCCACCCCCAATTTTCTTTCCAAACTCCTAAGGGA 
GGAAAGAGGAGACTCACTCTTTCTGGCATCTGCCACCTTCTCAGCTGCCCGCTTCTCAGCTTGCAGAAGGTGCTGGATACCTTGGGACTGACTG 
GCCATTTCTGTTGTTATGGCCGATGCTGTTTTGAATGCTGTCAAAGTACCAGATGGCTCCCACCCCCCACCGCTTACTTCTCCTCCTCCAGCTC 
GTTGCTGCAGTCCTCCACTACCCCTGGGTCTTAGTGCTCCCCTGGTCACTCAGCCTCCTGCACCGAGTGTCTCTCCCAATCTCATGCTCCTATT 
GATGACTGGTCCTCCTCTCCAGCACTTCTTGCTCAGGGAGTACCCAAAGGGGCCGCCTGGGAGCAGCAGAGACCAGGCCCAAAGCTGCGGGCTT 
ACAACAGGTTAGCCATCCCAGTCGGAAAGGTCTAGGGATGAGGCAGGGGCGGAGACGGGGGAGTACTGAGGTGAGAGAAGGAGAACTTGATTGG 
TGGTAACAGAGGAAGCATAAAGGGTTGTGAATGCGGTGAAAAGGTAAGGATGTCATCATGCAACCTGTGTTGGGAAAAGAGCATTCTGGGCTTA 
ATTCTAAACTAACTCTCTACCTTTCTCTCTCTCTCCACCATCCCGCCCCCTCCCCTGCCTCCCGTTGTTAACATCTCCATCTTTTTCTACATAT 

CTGTTGTTGTCCCACTGTGGTTTTTGTTTTTGTTTTCCATGTTTAATGTGATTTTTATCCTGTCTTTATCTCCTCTATTTTCTCTGTCTTCTCA 
TCTTTTCGTCCATCACTGAACCATCTCCTCTCTCTGCCAAGTTAGAGGAGGCGGGGAAAAACCTCCAAATAACTCTCTTTTCTCCCTCCCCTCC 
CCTCGCCTCCTTTTCCTCGCCTCCAGTCCAGTCTTCTGGTTTCAGACGGCCCCTTTAATTTAAGTTCCCTAGTTTCCCCTGGGAGATCTGGCCA 
AGAACTACCCGGTCGGGGCGGAACGACATCCGGTAACGCCCCTCACAGTTCACTTCCGTCCTGCACGTGCGTCTCTGCTTGCGCCATTTCCTCC 
AGCCTGGAGTGTCTCCGCCCTTCCCGCCTCCCGTCTCCGAGCTTCTTAAACACAGGCCTTGGGCCTACGGCTCTGGGGGTACTTGGGGGGGCGG 
GGGCAGGTCTGATGAGTAACCCCTCCCCCCAGGTTCCAGAGGAAGAAGCCTCCACATCTGTCTGCCGGGTACATGATATTCAATTTCTAGATCA 
TTATTGGAGATTATCTGTGACTTTTTAAAACTCAGATTTCTGCTGATAAAAATTTTCCCCATCCGGCCCTGTTGGGTTTTTTTAAAGTTCTTTG 
TTAAAAATTAAAAATTTACCTGGGCTCCTGAGCCTTAAACCAATTATTTACCCTTTTCTCGAATTTTACATTAAAAAAATTAAACCTCTGATCC 

AAAAGACGGAACCAAAGGGAGAAACAACAGGGGATGTCAGAGATGGAGGGAGAAGGACCAGCCAAGGCTGAAGTCCTGACTGCTGCCTTTTTTC 
CTTCCCCAGCCCAAGAGTTCCATGGCCTCCACTTCCCG'CCGCCAACGCCGAGAACGTCGCTTTCGTCGTTACTTGTCTGCAGGACGGCTGGTCC 
GGGCCGAGGCCCTCCTCCAGCGACACCCAGGCCTCGATGTAGATGCTGGGCAGCCCCGACCACTGCACCGGGCCTGTGCCCGCCACGATGCCCC 
TGCCCTGTGCCTGCTGCTTCGGCTCGGGGCTGACCCTGCCCACCAGGACCGCCATGGGGACACGGCACTGCATGCTGCTGCCCGCCAGGGCCCA 
GATGGTGAGTCTGCTCAGTGGGGAACAAGGTCATAAGCAGCTGACCAGACCTGAAATGAAAGCCAACCAATAGTTGAGAAATAAGCTGGTTATT 
TGGTCATCAGGACCTAGGGAAGGAGTTAACCAAGTTGGCATGTGGCTGTCATTTGTCCCTTTACATTACTGAGCTACCATTGTCTGAAGAACCC 
AACATTCCCCAAAGATCAACTGGTCTTCAAATTTCACATCTGTTTAGATTAGTAGCTACTTTGTTTCTTGACAGATTGTTTGCTCGTAGCCAAA 
AAGTAGCATAGAAGGTAGGCTCTGGAGTTAGATTGCCTGGATTCAAACCCCAGCTCCAAATCCCAGCTCCACACTTCATAGCTACGTATTCTTG 
GACAGGTTACTTGAGGCTTAGTTTGCCCATGTGTAAAAATTAAAATAATAACAACCTTTGCTATGTGCCAGACATTTCTTATAAAGTAACACAT 
TTAATCCTCACAACAATCTTAGGAGGTGAGTACTGATATTATCCCCCATTTCCCAGCTGAGGAAACAGGGCATAGAGAAGTCATTTGCCAGAGT 
TACAGTTATTCACTGGTAGAGCAGAGATTATAACCCAGATGGACTAGATAGAGTGTCCATGCTTTTAACAGCTACATTGTCCTGTGTTATACAT 
TATAGCATTGTACATTGATTGTGCCCATGTTCAGAGTACCCATGTTGTGCCATATATGTTTTGAGAATCAACTGACATAGTACATAATTAGAGT 
ACCTGGCACACACGATAAGCACTTGGTATATGCTGGCGATTGTTGTTCCTGTTTCTCTGTTTTTTGTTTTTGTTTTTGTTTTTTATGAAGTTTC 
ACTCTTCTTGCCCAGGCTGGAATGCAATGGTGCGATCCTGGCTCACTGCAACCTGTACCTCCCAGGTTCAAGTGATTCTCATGCGTCAGCCTCC 
CAAGTAGCTAGGATTACAGGCGCATGCCACCACGCCCAGCTAATTTTTATATTTTTAGAAGAGATGGGTTTTCGCCATGTTGGACAAGCTGATC 
TCGAATGCCTGACCTCAGGTGATCCACCAACCTCAGCCTCTCAAAGTGCTGGGATTACAGGTGTGAGCCACCACACCTGGCCTTGTTCCTGTTT 
TTGTTATCAACAGGTCCATACTCCCTTAACCACAATTCTAAACTCAAAAACACTCTGAGAACCAACATTTTTCATCAGGCTGCCACCAAAATTC 
ATTTGGTGACAGAAACCTAATCTGAACTAAAGTAAGACTATTATTTATTTTCATCCTACTGATGTCAATATTCATACATTTCCCTGCAGAAACA 
CTCATGTGTTTGGTTCTTGGGCTGCCTAGGCCCTCCTGGGCTACCTAATATAGAGTGAGTGTACTTTTAGGTCAGCCCTATCAAGTCCCAAAAA 
CATTTGAATTCTGCAAAAGCTTTGGCACTGAAGGATTCAAATGGGGAACCTGGTGATATTATAATAGTGGTGGAGGCCAGGTGCGGTGGGTCAT 
GCCTGTAATCCCAGCACTTTGGGAGGCCAAGGCAGTCAGATCACGAGGTCAGGAGTTCGAGACCAGCCTGACCAACATAGTGAAACCCCCATGT 
GTACTAAAAATACAAAAATTAGCCAGGCATGGTGGCACACACCTGTAGTCTCAGCTACTTGGGAGGCTGAGGCAGGAGAATCACTTGAACCCGG 
AAGACAGAGGTTGTGGTGAGCCGAGATTGCACTACTGC^TTCCAACCTGGGCAACAC^GCAAGACTCCGTCTCAAAAAAAAAAAAAAGAGTGGT 
GGAAGCAGCTCTTTATAGGTAGAGCCCTGCTTAGTAGAATAAAAGCTGAAACCTTCTTTCCCCATCTAGAGATTTCCTTCTGGAGTAAGAACAT 
TACAGGAAAACCTCTAGATCCAGATGAACAACCCTAACATCCCCCAGCTCAAGTATAGACAGAAGGCCCCTCCCCCAAAACTCCCCCAAATGGT 

AGGTTTACTGAGTGCAGGCATCTAACTTGACAGCTCATATTGTAAGAGGCAGGACCCTGGAAGGCAAAAGAGCAGATTACCCCGAAGCAGACCT 
GCATCCAGACCCCAGCTCTGCCATCAACAGGGACATGCAGCTTACCTCTGTGAGCCCAATTTGCCTCGCAAAAATGGGAGTTTTGTTTTTTGTT 

TTCAAGAGATTCTCCTGCCTCAGCCTCCCAAGTAGCTGGGATTACAGGCATGCACCATCACGCCCGGCTAATTTTGTATTTTTGGTAGAGACGG 
TTTCTCCGTGTTGGTGAGGCTGGTGTCAAACTCCCGACCTCAGGTGACCTGCCAGCCTAGCCTCCCAAAGTGCTGGGATTACAGGCGTGAGCCA 
CCGCGCTCAGGCAAAATGCCGCTGATAGTGTGGTAGGGATTTCCTTTATTGTTTGTTTGCTTGTTTGTTTTGAGACAGGGTCTCATTCTGTCTC 
CCAGCCTGGAGTGCAGTGGTGCAATCATGGCTCACTGCAGCCTCTACCTCGTGGGCTCAAGCAGTCCTCCCACCTCAGCCTCCCTAGTAGCTGG 
GACTACAAGCACACACCACCATGCCCAGCTAATTGTTTGTATTTTTGGTAGAGACTGTTTTGCTATGTTATCCAGGCTGTTCTGCATCTCCTGA 
GTTCAAACAGTCTGCCCACCTCGGCTTCCCAAAGTGCCGGGACTAGAGGCGTGAGCCACCACACCCAACTCCATTGTATTGAATTTTAAGAAGC 
TGGTGAGACTGATATTATCCCATTTACAGATGAGGAAAGCAGGGCCCAAAAGGTTCGGGAACTTGTCTGAAATCTCACAGCTCTCAGGTCATTG 
TCTTCCAAAGGGGGACCCAAGCTCAGTGCCTTCACTCCCAGACCCTGGTGTCCTCTCTGGCCTTATTrACTCCTGGTCCTCTGCCAGCCCTGCC 
ACCAGATGGCCTTCTAACTCCTTGGTTGAAAGGCCCATCTCATTCAGCTTCCAGCTTCCTTTTTCTTTTCCTTTTGAGACGGAGTCTTGCTTTG 
TCGCCCAGGCTGGAGTGCAGTGGCATGATCTCGGCTCACTATAACTTCTGCTTCCTGGGTTCAAGCGATTCTCCTGCTTCAGCCTCCCAAGTAG 
CTGAGATTACAGGCACACACCACCATGCCCAGCTAATTTTTTTATTTTTATTTATTAATTTTTAAATTTTTATTTGTTTATTTATTTTTGAGAC 
GGAGTCTCCCTCTGTTCCCCAGGCTGGAGTGCAGTGGCAGTATCTTGACTCACTGCAACCTCCGCCTCCTGGGTTCAAGTGATTCTCCTTCCTC 
AGCCTCCTGAGTAGCCGGGACTACAGGAGCCTGCCACCATGCCCGACTAAGTTTTGTATTTTTAATAGAGATGGGGTTTCACCATGTTGGCCAG 
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ACTGCTCTCGAACTCCTGACCTTAGATGATCCACCTGCCTCGGCCTCCCMAGTGCTGGGATTACAGGCATGAGCCACCATGCCCGACCTAATT 
TTTGTGTTTTTAGTAGAGATGGGGTTTCAACATGTTGGCC^GGCTGGTCTCAAACTCCTGACCTCAAGTGATCCACCCACCTCAGCCTCCCAAA 
ATGTTGGGATTATAGGCATGAGCCACCGTGCCCATCCCACAGAATGTCTTTTGGTTTTGTTTTTGTTTTCTGTTTTGTTTTGTTTTGTTTGAAA 
AGGAGTCTCATTCTGTCGCCCAGGCTGGAGTGCAGTGGCACAATCTCGGCTCACTGCAACCTCCACCTCCCAGGTTCAAGAGATTCTCCTGCCT 
CAGCCTGCCAAGTAGCTGGGACTATAGGCGTAGGGACTGTAGGCGTATGCCACCACGCCTGGCTAATTTTTTGTATTTTTAGTAGACACGGGGT 
TTCACCATGTTAGCCAGGATGGTCTCGATCTCTTGACCTTGTGATCTGCTCACCTCAGCCTCCCAAAGTGTTGGGATTACAGGCGTGAGCCACA 
GCGCCTGGCCAAAATGTTTTTATGTTTATTTTTCTTAGTATGAAACTCCAGCGTATTAAAGAGCATTGAGAACGGTTGATCTGGTAAATCGCTA 
TAAAGGCGGCATTTCTTTTTTTTTTTTTTTTTTTTTTTTTTGGCGAAGTGGGGGATGGAGTCTCATTCTGTCGCCCAAGCTGGAGTGCAGTAGT 
GTGATCTCGGCTCACTGCAAGCTCCGCTTCCCAGGTTCAAGCCATTCTCCTGCCTCAGCCTCCCAAGTAGCTGGGATTACAGGCGCCCGCCACC 
ACGCCCAGCTAATTTTTTGTATTTTTAGTAGAGACAGGGTTTCACTGTGTTGGCCAGGCTGGTCTCGAACTCCTGACCTCATGATCCGCCCGCC 
TTGGCCTCCCAAAATGCTGGGATTAGAGGCGTGAGCCACCGCGCCAGGCCTAAAGGGGGCATTTCTAATACTGGAGAAAGGTGAACTTTTTTTT 

GCAATTCTCCTGCCTCAGCCTCCTGAGTAGCTGGGCACCTGCCATCATGCCCAGCTAATTTTTGTATTTTTGTAGAGATGGGGGTTTCACCGTG 
TTGGCCAGGCTGGTCTTAAACTCCTGTCCTGACCTGAGGTGATCCACCCACCTCAGCTTCCCAAAGTGCTGGGATTACAGGCATGAGCCACTGT 
GCCTGACCAGGTGAACTATTTTATAAATAATATTGGAACATTTGGCTCATCTAGGGAAAAACAAGAGTCCCACCTCACACCTAATCAAAAAGTA 
AATTGCAGCAGATTAAATACCTGAATATGACAGGAAGGTACACACCAAATTCATGGGACAGATGGCCTGGGGAGGAATGAAACTTGGAAGGCGG 
TATCACGGTAAACTACCTTTATCTGTGATGATTTTATTTCCTTAAAATAAATTATACTACAAACATGACAGTACATTAACAAACCCTGTGGTAG 
GAATGGGGTTGTGTATTGTATTATACTTTGTATTTTTGAGAGTTTTTTAATTTCTTTTTTGTTGTTGTTGAGACAGAGTCTCACTCTGTCACCC 
AGGCTGGAGTCCAGTCGCGCAATCTTGGCTCACTGCAACCTCTGCCTCCCGGGTTCAAGCAGTTCTCTGCCTCAGCCTCCCAAGTAGCTGGGAT 
TACAGGCATCCGCCACCAGGTCAGGCTAATTTTTGTATTTTTAGTGGAGACGGGGTTTCACCATCTTGGCCAGACTGGTCTTGAACTCCTGACC 
TCATGATCCACCCACCTTGGGCTCCCAGAGTGCTGGGATTACAGGCATGAGCCACCGCGCCTGGCCGAGTTTTTTAATTTCTAAAAATAAAAAT 
GAGTATACATCTAAAGTAGTAGAAGAAAATGCAGAGAATGTTTTATAATCTTAAAATAGAGCCTTCCTAAGAGTGAAGTGAAATAAAAAGTCAG 
AAAATAATATATTGATATAGATTTAACTACATGAAAATTTTAGGCCGGGTGCGGTAGCTCACACCTGTAATCCCACACTTTGGGATGCCAAGGT 
AGGCAGATCACTTGAGCCAGGAGTTCAAGACCAGCCTGAACAACACAGTGAGACCTGGTCTGTACAAAAAATACAAAATTAGCCAGGCGTGGTG 
GTACGTGGCTGTCGTCCTGTAGTCCCAGTTACTCAGGAGGCTGAGGTGGGAGGATCGCTTGAGCCCAGGTGGGGCAGAGTTTGCAGTGAGCAAG 
ATCATGCCACCGCACTGCAGCCTGGGCAACAGGGTGAGACCTTGTCTCAAAAAGAAAAAAAAAGCTTTTTTAAAGATAGATAGAAGAAAATGTT 
TG GAATATGTAT AAC AC ATAC AGTATATAGAACC CTC AT ATC AAT AT ATATAATTT CC AAAG AAAAAGTG G ATAAAG AAT ATGAGC AATTC ATT 
CACAAAAAATACAAATAGCCAAAAGACATGAAAAAGAAAAAAACATTGTTAATA^ 

GTTGATGATATTCAATTTTGGTAAAGGAAGACATAGGCACACTTGTATATTGGCACAAACTTATTGAGAGCAGTTTGACCAAATTGCGCATGTC 
CTTTGACTCAGAAATTCCACTTATGAAAATCTACCCCCACAGAAAGACTGTAAGATACTCATGAGGCTGAACATTTTTTGAAACAAAGTCTATC 
GATATTGGGGTAAGGAGATTTGTTTTGTACACACAGTGGAACACTAATTATAAAGTCGTCAAAAAGTATGAGGTAGACTGTATATATTCCTGTG 
GAAAAATATAAATGAGATGTTAAATGAAAGAAGCAAGTTGCCAAGCAATATTTGTAGTATGGTTACATATCTCCAAATAAATGTGTCATATGTA 
TGCTTTTAGGTACACCAAGGTGGGACTGGAAGGGATCACAGTACACTGTTAATAGTTATCAAATTTGTTCGTCCTTCTTTAAAAAGAAAATTTC 
AACTTAATTATATCCCTTTCACATTAAAATGTCAAATAAAATTGGGGGAAAAGCCACCTACAGCCCCACCACCCATAGGCTAGAATTTTTACAT 
ATTTTTTGCCAGTCTATTTTTTTTCTTTTTTTTTTTTTTTTTTTGAGATGGGAGTCTCCCTCTGTTGCCCAGGCTGGAGTGCACTGGCATGATC 
TCAGCTCACTGCAACCTCTGCCTTCCAGGTTCAAGTGATTCTCCTGACTCAGCCTCCCAAGTAGCTGGGATTACAGGCACATGCTACCACGCCT 
GGCTAATTTTTGTATTTTTAGTAGAGACAGGGTTTCACCATGTTGGCCAGGCTGGTCTCGAACTCCTGACCTCAGGTGATCCACCCGCCTCAGC 

ATCTGATCCTCTCTCTCTCTCTCTTTTTTTTTTTTTTTTTTTTTTTTGAGATAGAGTCTCACCCTGTCACCCAGGCTGGAATGCAGAGGCGCGA 
TCTCGGCTCACTGCAACCTCCGCCTCCCAGGTTCAAGCAGTTCTCTGCCTCAACCTCCCAAGTAGCTGGGATTACAGGCGTCAGCCACCACGCC 
TGGCTAATTTTATATATAATATAAAATATAATTATATATATATTTTGTTTGTTTGTTTTAGTAAAGACGGGTTTTCACCATCTTGGCCAGGCTG 
GTATTGAACTCCTGACCTTGTGATCCATTGTCCCCCCCCCCAGCCTCCCAAAGTGCTGGGATTACAGGCGTGAGCCACCGTGCCTGGCCACATC 
TGATCCTCTCTACAGTTTTGTAGCCAGCTTTTTTCAAACACATGCCTCAGTTGTAGTGGCTGTTTAATATTATGTTTTTATAGTTGGAGGCCCT 
ACTCCTTAAAACCTATGAATGTAAACCTCCCATGCAAGCCTGAGCACTCACCATGCTCACCACCTGAGCTCAGGTGGGGAACAAGCGAATGAGA 
GACAGGACCAGGTACTTTCTGGGTGG6ACAAGTTGAGAGGGTCTGTGACAGGTCACAGCAGCACTAGGGAGAAGTGCCCCCCCCACCAACCCTG 
ATGTGATTTGGGTAGGGATGGTGGGCCTTCGCCAGCCACACCTGGGCCATTCTGTCTTCTTGCCTTCCTGGCCTTGCCTTCCCCTATTCCAGCT 
TTCTGCCAGGTAAACAGTACTTTCCAGCACTACCAAATAAAGATTTAAGGACTGCTAGCCCATTTCCTCTTACCCCGGGGAAAGAAAGTAGGTC 
CACAGGAAGGAAGGCTGCCTCCCTCCCCTTCTTCTATCCCCCAAGTGAAAGAGGTGGTTGGTGGCCACAGCAGGTGGGCCTGGCCAGGATGCCT 
GGGTTGGCAGTGAAGGAAGTAGCATGGCACTCAGCTAACCTTGGGCCAGATGCAGCAAGGTTGGGACTGAAGAAAAGGGGAGTTCAGGAACGTC 
GGTTCCTCTCCTGTTTTCTCTCAGCCCATGGGTGAGACCCTCTGTCACACTCCACTCCCTTTCCCCTGCCCTAGGTCAGCAGTCATTTGGAAAG 
AGCTTGCTCTGCCGCCGGCCATAGTTGTTGCCGGTTCACCTCCCCACCCCTCTCCCATCATCCCCTGGTAAGGCTGGCTGAGAGAAATTCCCCT 
GAAAACATTTATTTTACTCAGTTTATTGATAAGTGATAATAAAAGATAAGTATTACATATTTGTGTATTTATTAATGGCCCAGAGTAGAGCATT 
CAGATATTTTCCCAGTCTGATATATGGTTTCAGGTGAGAAAATAAGGGATTTATATAGTGACAATATTTTTAAGTGAAAAGTGGAATACATAGT 
CAAAGAATTTGGGCACTGCCTTGGTGGCTGGAGGCAGGTCAGAAAATGTCAGTTGGCATGGTAGAACTTCTAGGATGCTGAAATAGTTTGTGGA 

AGCTCCACCTCCCGGGTTCACATCATTCTCCTGCCTCAGCCTGCCGAGTAGCTGGGACTGCAGGCGCCCGCCACCAGGCCTGGCTAATTTTTTG 
TATTTTTTAGTAGAGATGGGATTTCACCATGTTAGCCAGGATGGTCTTGATCTCCTGACCTCGTGATCCGCCCGCCTCGGACTCCCAAAGTGCT 
GGGATTACAGGCGTGAGCCACCGCGCCTGGCCGAGAATATTTTAAACTACCACACTTACCATGCATGTGGTAAACTATCAGTCTGTATTTATCA 
GTGATGGTTATTTCCTAATACCCAGGAGGCATCCATGTGAGCCACCCTTCCATTGCTTTAAGACCAAGGGAGCGAGTGACCAGCAGGATTCAAG 
ATGGCAGCTCTGCCGAGGAGTGGGAGTCCCAGCTAACTTCTGCTGCCTGCTCTCCCACCAACAGCCTACACCGATTTCTTCCTCCCGCTGCTAA 
GCCGCTGTCCCTCCGCCATGGGAATAAAGAATAAGGATGGGGAGACCCCTGGCCAAATTTTGGGCTGGGGACCCCCCTGGGATTCTGCTGAAGA 
GGAGGAAGAAGATGATGCCTCCAAGGAGCGGGAATGGAGACAGAAGCTCCAGGGTGAGCTGGAGGACGAGTGGCAGGAAGTCATGGGGAGGTTT 
GAAGGTGAGAAGTCCACTGCTATCCACAGCTGCCCTTCCCCACTGGCTGCTTTCCATCTGCATGAATGCGTCACACTAGGCTCCTCTGCCCCCT 
CCTCTGTGCTTCCCTGCTTCTTGGGGCCCATCACCTTCTCACAGCCTCTCTCCAACTACCCCCATCCCACCCTCCCAAACAGGTGATGCCTCCC 
ATGAAACCCAGGAACCTGAGTCCTTCTCAGCCTGGTCAGATCGCCTGGCCCGGGAACATGCCCAGAAGTGCCAGCAGCAGCAGCGAGAAGCAGA 
GGG ATCCTGTCG ACCCCCACGTGCTGAGGGCTCCAG CCAG AGCTGGCGACAGCAGGAGGAGGAGCAGCGGCT CTTCAGGGAG CGAGCCCGGGC C 
AAGGAGGAAGAGCTGCGTGAGAGCCGAGCCAGGAGGGCGCAGGAGGCTCTAGGGGACCGAGAACCCAAGCCAACCAGGGCCGGGCCCAGGGAAG 
AGCACCCCAGAGGAGCGGGGAgGGGCAGCCTCTGGCGATTTGGTGATGTGCCCTGGCCCTGCCCTGGGGGAGGGGACCCAGAGGCCATGGCTGC 
AGCCCTGGTGGCCAGGGGCCCCCCTTTGGAGGAACAGGGGGCTCTGAGGAGGTACTTGAGGGTCCAGCAGGTCCGCTGGCACCCTGACCGCTTC 
CTGCAGCGATTCCGAAGCCAGATTGAGACCTGGGAGCTGGGCCGTGTGATGGGAGCAGTGACAGCCCTTTCTCAGGCCCTGAATCGCCATGCAG 
AGGCCCTCAAGTGACCCTAGGGAAGAAGCAAGAAACTTCGGGGCTGCAGCCTCAGGATGAGGCAGAAGGAAGGGTAAGGGAAAGGATGGGGACC 
ACAAGGAAGAGCCAGGTGCTGCTCAGCAGAGGATATGGGTGGGAGCGAAAGTTGTAACAAGTGGGGGTGGGGGGTGCGGGCCGCCACCACTGCT 
CCTTGACTCTGCCGTTTCCTAATAAGACCTGGTTCCACATCTCACTCCCAGTGTCTCCTCTGTCTTTTTCCATTGCTGTGGTTTTCATCACCCA 
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TGACATCTCCTTTCCCGCCCCGCCTGCTGAAACCCACAGCTCCCACACACCTGCAACACACACGCACACGCTAACACGGGCTGTGAGCTGGAGG 
CAAGAAGCCTCTGCATGCCCCCTCAGTTCAGCCCTAAGAAGGCCCAGTTTGCCATCCAGTCTCACTCCACTCCCTACACTGGGGTCTTGTCCAC 
CCTGCAATCTGTGGCTGGAGAAATAGATGCGAACAGAGGCAAAAAGGGGAACAAAACCAGTTTCCCTCCCCTCCCTGGCTCCCCAAGCTGAACC 
ACATCCTCCTCCCCACTTAACACCCCCTTCCCCCAACACAGGGCTTTCCCTTTGCTGAGTCACTGAATGAGCGAGTTGGGGGTAGCCGGCGCTG 
GGGGGCCATGAGGAGGCTGGGGGAGGATGGGGAATACAAGCAGAATGGCTGGAGGAAGAGCCCTGTGGGGGAGTGGAATTTCAGTTGCTAAAAT 
TAGGAGCAGGGGAAGGAGGTGGAAAGAGCAAAATTATGTAACATGGGTTGTCTGTTCTTGGGCAACTGGAGCTGCACACCCAAAGCCAGCCAGG 
CTGCTGGCTCCATGCATCTCTGCCCTCTAGCTTGTCAGTTGTATCTCTCTTCCTCCAGGGCCCCAATGCTCATCTCCGCCATTCAGCTGCTGCC 
CCATCCTAAACCTGAGTTGATCTCTGGGCAGCCCAGGCATGGCCTTGCCTATAAACATTTCCTTTTCCAAGAACCAGTAGTTGAAGTGGTGAGA 
GGTGGAGGGAGAGTCTGGGATTCCCACGGAGGAGAGAGGGGGGCTCGCTGGAAACTAAGATAGGTAGACCCCACTACCATGGCCCAGGACACAA 
CTGGGAACTTGGCAAAAAGAAAGGACAGGGCTGCAAGGAGAGTACAGACATGTGCTGGTGAGTGCACTGTCTGCATAGTTACACCAGAGCATCT 
TATCAATCAGAAACTTATCTTTCAGGTTTTGAGCCCAGTTCTCTACAGGAGAATCCCAGGAGTGGAAGTGGAAGGCAGTAGAAGACAGGGAGGG 
CACGCCTCTGGGAACACGGGAACATGGGTGGGCATGAGATCCTTGAATAAGACAGCCTGAAGTTCGGAAGAGACCAAGGCCTCTGAAGGACCAG 
GCAGATGTTCAGGGTGCAGGAGGGGGAAGGGCTGGTGAGAAAGATCCTGTGAGAGGAAGCTGCTGTGATTCAGAGAAGAGACTTCAAGCTGTGT 
GTGACCCTGGGGTCCGGTTCCTCTCACAGGCTGGAGCTTTTCGGAAGTGGCATGCAAAGAGTCCAGGTTTGGCCTTGGGGGGAGTTGGGGTTAG 
GATCCCTAAGCTGGAGGTTGAGAAGTAAATTACAGAAAACTCTGGTGACCAAATTTGCTCCTCCACCCAGGAGATTTCTCACTGGTTTTTAAGC 
ACATCATTTCCCCTTCTGCAAGAGTTACATAAAACCAAAGCAAAATAAGCCCTGAAACCTGGGCCCACCGGACCACAGTCTTTTCAACGTCCCT 
TCCTGGTGTCTGGCCCCCAGCCCTGGTGGGGGTTCCCCTGAGATAAGGGCTGTTCACTTTCTGTGACCACATGGTTTCCGCTTCTGTGTCTCTT 
GTTTCCTAGGCTGATAAAAATACTGAGCCCTAGAGGCCCTGGCTTCCTCTGAGCCCTTGGGGCAGGCAGCAGGCATCCTGTCCAGCATGGTGGG 
GGCAGGGACAGGGGCCAGGGATTCCCAAGGGGTGACTCAGTGCCTGCCATGAAACAGTGGGTAGGTGGAAGTGTATCTGTGCTCTCTAGAGCTG 
GCACCAGGAGTTGAGTCTCAGTGGAGGATGCATTGGGATTCAATTGGAGGAACAGGCCTGGAAAAGAATAATGAGATTGAAGAGGGTCAGTTTG 
AGGACTCAGGTTGGGGCAGGTTTGGATTAAGTTAGGAAAAGGATCTGGGAGGGACTGTGTTCAGTGTAGGTCAACTGAGCATTATGTAGCCCAA 
AGATAAATTTAAACCCTGCTTCAAGCTTACAATCTAGTGGGGAGGCAGACCCATACCTAATTAACTGATTCAAGGCATGATGAGTAAACTTTAA 
GATGATTACAGAAAGAGGGGAGATTAAGTCCATTTGAAAGCATCCAGGGAGCCTCTGAGGAGACAGCATTTGAACTTGCTCTAATGAATGGGTT 
GACTAGGTGGAGGTGGATGGAAAGGTTCCATAGGCGAATAACACGTGTTGAGCGAGGCTGACAAGTCAGAAAATGCAGTATGTTCTGGGAAAGG 
AGCGTCCTGAGGGAGAAGAAGCACAGGTGTGAGGGAACATGTGATGAAGAAAGGACCACAGAAAGTCAAGGTCAGAGATTGGACTGCATCCTGT 
GGGCAGTGGTGCAGGTGACGATGAAAAAGAGGGAGAACAGGTGAGTGCTGCAGTACAGACAAGGAGTAAGAAAACGGCCATCATCTTGTGAATT 
AATACCTACTGTGTGTTAACGAGCCCTTTTCCTAACACCACAAATCCTCTCAACGTCTGTCCAAAAGGTGGGTGGTGGTGGCCAGGCACCTCAC 
TCCTGTAATCACAGCACTTTGGGAGGCCAAGGTGGGAGCACTTTGGGAGGATCACTTGAGGCCAGGAGTTCGAGACCAGCCTGGCCAACATGGT 
GAAACCCCGTCTCTACTAAAAATATAAAAACTAGCTGGGTGTGGTGTTGGGCACCTGTAATCCCAGCTACTCAGGTGTCTGAGGCACAAGAATC 
AGTTGAACCCGGGAGGCAGAGGTTGCAGTGAGCTGAGATCATGCCTGTGCTGTCCAGTCTGGGTGACAGAGCAAGACTCTGTATCCAAAAAAAA 
AAAAAATTATTAAGCACCTATTAGGAGCAGGGCACTGCTTGACAATAGGTATAAATAATAAAGTCACTGCCTTCATAGAACTTGCAGTCTAATG 
AGACAGTATACAAATAATAACTATACATTATAGTTATAATGTATAGGTATGCGTGCTTAGGGTAATAAAGTGCTCAATGAAGGTTTGAGGTACC 
AGCATGACTCTCAGGTGGAGATTTCCAGAAAGCAGGTCTGGAGCTCAAGAGAAGTTGGGTCTGGAGGAACAGATTTGGGCATCATTGCCTTCCC 
AGTAGAGGTTGAGCCTTTGAGTGGACAGGATCTTCAAGGGAGGGGGCGGAGTGACCAGAAGAGCCCTGAGCATGATCAAAGGAAGAGAACCAAT 
AAAGGAGAGGTTGGGGAGCAGTCAGAGAAGCAGGGCACGGGGGGCGGGGGATGCCAAGCAGAGACAGGGCAGCCATGTTTGAGGCTTCAAAGAG 
GTCTAGTAAATGAGGGTTGAAAAGATTGTTGGGTTCAGGAACTAGACGATTACAAATTTTGAGAAAACCGTTTGCATTTAATAGAGGGGCAGAA 
ATCACTTTACATAGGTTGAGGAATGAGTGGGAGGTGAGGAAAAGGAGGTGGTGGGCATGAGGTCAGAATGGTGAACACAGAATAACTGAGAATC 
ATCTCTTAGTTCTACCCACAGATTTTACAGTTGAGGGAAATTTTACCAGTTCCTGAAAAAGTGGTTCGTTAAGGGGGCTAGTCTTTTGAGACAT 
CACACGAAAACGGAAGGTGAGATAGACTGGACATTTGAGGGAGAAATATTACCAAGGAAGGATCACTACTTC 

HUMAN SEQUENCE - mRNA 

CCGAGCTTCTTAAACACAGGCCTTGGGCTACGGCTCTGGGGGTACTTGGGGGGGCGGGGGCAGGTCTGATGAGTAACCCCTCCCCCCAGGTTCC 
AGAGGAAGAAGCCTCCACATCTGTCTGCCGGCCCAAGAGTTCCATGGCCTCCACTTCCCGCCGCCAACGCCGAGAACGTCGCTTTCGTCGTTAC 
TTGTCTGCAGGACGGCTGGTCCGGGCCCAGGCCCTCCTCCAGCGAeACCCAGGCCTCGATGTAGATGCTGGGCAGCCCCCACCACTGCACCGGG 
CCTGTGCCCGCCACGATGCCCCTGCCCTGTGCCTGCTGCTTCGGCTCGGGGCTGACCCTGCCCACCAGGACCGCCATGGGGACACGGCACTGCA 
TGCTGCTGCCCGCCAGGGCCCAGATGCCTACACCGATTTCTTCCTCCCGCTGCTAAGCCGCTGTCCCTCTGCCATGGGAATAAAGAATAAGGAT 
GGGGAGACCCCTGGCCAAATTTTGGGCTGGGGAGCCCCCTGGGATTCTGCTGAAGAGGAGGAAGAAGATGATGCCTCCAAGGAGCGGGAATGGA 
GACAGAAGCTCCAGGGTGAGCTGGAGGACGAGTGGCAGGAAGTCATGGGGAGGTTTGAAGGTGATGCCTCCCATGAAACCCAGGAACCTGAGTC 
CTTCTCAGCCTGGTCAGATCGCCTGGCCCGGGAACATGCCCAGAAGTGCCAGCAGCAGCAGCGAGAAGCAGAGGGATCCTGTCGACCCCCACGT 
GCTGAGGGCTCCAGCCAGAGCTGGCGACACGAGGAGGAGGAGCAGCGGCTCTTCAGGGAGCGAGCCCGGGCCAAGGAGGAAGAGCTGCGTGAGA 
GCCGAGCCAGGAGGGCGCAGGAGGCTCTAGGGGACCGAGAACCCAAGCCAACCAGGGCCGGGCCCAGGGAAGAGCACCCCAGAGGAGCGGGGAG 
GGGCAGCCTCTGGCGATTTGGTGATGTGCCCTGGCCCTGCCCTGGGGGAGGGGACCCAGAGGCCATGGCTGCAGCCCTGGTGGCCAGGGGCCCC 
CCTTTGGAGGAACAGGGGGCTCTGAGGAGGTACTTGAGGGTCCAGCAGGTCCGCTGGCACCCTGACCGCTTCCTGCAGCGATTCCGAAGCCAGA 
TTGAGACCTGGGAGCTGGGCCGTGTGATGGGAGCAGTGACAGCCCTTTCTCAGGCCCTGAATCGCCATGCAGAGGCCCTCAAGTGACCCTAGGG 
AAGAAGCAAGAAACTTCGGGGCTGCAGCCTCAGGATGAGGCAGAAGGAAGGGTAAGGGAAAGGATGGGGACCACAAGGAAGAGCCAGGTGCTGC 
TCAGCAGAGGATATGGGTGGGAGCGAAAGTTGTAACAAGTGGGGGTGGGGGGTGCGGGCCGCCACCACTGCTCCTTGACTCTGCCGTTTCCTAA 
TAAGACCTGGTTCCACATCTCAAAAAAAAAAAAAAAAAAAAAAAAAAAA 

HUMAN SEQUENCE - CODING 

ATGAGTAACCCCTCCCCCCAGGTTCCAGAGGAAGAAGCCTCCACATCTGTCTGCGGGCCCAAGAGTTCCATGGCCTCCACTTCCCGCCGCCAAC 
GCCGAGAACGTCGCTTTCGTCGTTACTTGTCTGCAGGACGGCTGGTCCGGGCCCAGGCCCTCCTCCAGCGACACCCAGGCCTCGATGTAGATGC 
TGGGCAGCCCCCACCACTGCACCGGGCCTGTGCCCGCCACGATGCCCCTGCCCTGTGCCTGCTGCTTCGGCTCGGGGCTGACCCTGCCCACCAG 
GACCGCCATGGGGACACGGCACTGCATGCTGCTGCCCGCCAGGGCCCAGATGCCTACACCGATTTCTTCCTCCCGCTGCTAAGCCGCTGTCCCT 
CTGCCATGGGAATAAAGAATAAGGATGGGGAGACCCCTGGCCAAATTTTGGGCTGGGGACGCCCCTGGGATTCTGCTGAAGAGGAGGAAGAAGA 
TGATGCCTCCAAGGAGCGGGAATGGAGACAGAAGCTCCAGGGTGAGCTGGAGGACGAGTGGCAGGAAGTCATGGGGAGGTTTGAAGGTGATGCC 
TCCCATGAAACCCAGGAACCTGAGTCCTTCTCAGCCTGGTCAGATCGCCTGGCCCGGGAACATGCCCAGAAGTGCCAGCAGCAGCAGCGAGAAG 
CAGAGGGATCCTGTCGACCCCCACGTGCTGAGGGCTCCAGCCAGAGCTGGCGACACGAGGAGGAGGAGCAGCGGCTCTTCAGGGAGCGAGCCCG 
GGCCAAGGAGGAAGAGCTGCGTGAGAGCCGAGCCAGGAGGGCGCAGGAGGCTCTAGGGGACCGAGAACCCAAGCCAACCAGGGCCGGGCCCAGG 
GAAGAGCACCCCAGAGGAGCGGGGAGGGGCAGCCTCTGGCGATTTGGTGATGTGCCCTGGCCCTGCCCTGGGGGAGGGGACCCAGAGGCCATGG 
CTGCAGCCCTGGTGGCCAGGGGCCCCCCTTTGGAGGAACAGGGGGCTCTGAGGAGGTACTTGAGGGTCCAGCAGGTCCGCTGGCACCCTGACCG 
CTTCCTGCAGCGATTCCGAAGCCAGATTGAGACCTGGGAGCTGGGCCGTGTGATGGGAGCAGTGACAGCCCTTTCTCAGGCCCTGAATCGCCAT 
GCAGAGGCCCTCAAGTGA 
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TABLE 23 

MOUSE NOMENCLATURE 
ICSGNM Pit 3 

Celera mCG12743 

HUMAN NOMENCLATURE 
HGNC FLT3 
Celera liCG96642 

MOUSE SEQUENCE - GENOMIC 

GCTCTGTACAAGGTCATTTTCCAGACAAGGCCAGCCACCTGTGTTCAGGGACACTCTCCAGACAGAGACAGGGAAGCCCCACTAAGAAAGGGAG 
ACCCCATTTTGCTCTATCTGGTCTTGGTGGACTGCTACCATCATAGCGAGGTTCTCCAACAGCTTTCCTGCTCAGTCACATATACTCAGATGTC 
ACCGGCTTTTCTCAGACCACATTGCAAGGGAACCCATCTGTGTATCTGACTTCGTTCTTCATGGACTGTAGCTGCCTATGGATGGGGCAGTCCT 
GACGTCTATCCTTGGAGTCCCAGAACCTGGTACTAGACACGTGCCTAATGAATCCTTGTTCTGGGAATGTCCTTAGTGAGTCATGACAGTGGGC 
ACTGTACTCATGCTGGGTGCCTAGGGATTGGGATGCCCGTGAGGGCTTCAGCGTAACAGCCACACATAGGTGATGCCACATAGTGTGCAGGCTT 
TCGTCACGTGAGCAAGCCGAGGAAGCAGAGCAGTATAGAGGCTCACGGGGAGGCCTTGCTCATGTATATCACTCACCACATGGCTCTTTTACTT 
GTACCTGGAGGAGATTATCTTACAGAGAGCCTGTCCCTGGGTCCTCAGCAAGAGGAGTATGTCCTCTCAGTTTCTGAGTCATCTCTCTAGCTCT 
AAGATCTCATCCCTAATGCAAATCCTGTCTACAAAAGATGATGGGCTCTGTCTGAGTTCTTCTTCTGTTTCTTTTTTGGACTAGCCCAAACCAC 
AGCTCAACTTTGTCTATGCTTTCTTTCATTAAACTGACAAATTTTTAAAAAAATCATGTATGGTAGGTCTCTATGTTGATCAGCCTGGTCTACA 
AAGGAGGTTCTAAGTTAGATGGGGCTAGAACCATATATATATGTATATATATGTGTGTGTGTGTGTGTGTGTGTGTGTATGTATATATGTATGT 
ATCACATATATATCATAACATGATATATGTGATATATGTATATATGATATATGTGTGTATATATGATATATATAATCCTTATACAAATATCAAT 
ATCTAATTTGTAAATTTCCTTTTTACAGAAAAAGGGTTTATAAACGCTACCAGCTCGCAAGAAGAGTATGAAATTGACCCGTACGAAAAGTTCT 
GCTTCTCAGTCAGGTTTAAAGCGTACCCACGAATCCGATGCANNNN^ 

GCTATAGACTTAGCCCCCTCAGTCTGTGAGTTGATTTATTGTTGAGTCAGAAAACTGAAGACTGAAAGCAAACCGCACCTGTGAGGAGAGCCAC 
TTTTCCTTCTCTTCCGGGACTAAAGCCTGCTGCATGAAAACAGAATCCTGGCAGTTTTCTGTCAAGAGACTGTGGTTTCCTGTCTAAGTGCTGC 
GCTCTGACAGTACCGGGCGGCTAAGTGCGGTTGTGAGTGATGGGGGAGTCGGACCTCCTTGCCAACTGAAAACATCTGCCCTAGGTGTACTGAT 
TTATGTTCTCAAACACAAATGCAGAAATAGCCCGAGCATAAGTCACAAAAGAGGATCTCCTTCTCCTGGGGGTTTGTTCAACTCTGGTCTAGAG 
TGTTCTGGAGGCGAACGTCTCATTCCTTCTTTGAAAAGCAAAAGCCTGCTTTCCCCGGTTTCTTCTGTTAACTATGGTGCCTCTTCTGTCTTTC 
TCTCCTTTACAGATTTTAGTTTTAGCCATGTGTATGTGGGTGACAGTCTGTGTGTGTGTGACTGCGGTGTCCCTGGAGGCCAGAGGCTTGGGAT 
TCCCCTGGAGTTGGAGTCACAGTGGCTGTGAGCTGTCCCACGTGGGTACTGGGAACCCAGCTCAAGTCCTCTGCAACGGCACTGTGGGTTTGCT 
CTTATTCGCTGCACCAAATCTGCAGCACAGCTCATGGAGAAACACTGTCTCAACAACAACAACAACAGACAGACAAAAAACCAAACACACAAAA 
CAGGAATGTAGAACATCTCATTAATAATTTTCACACTGAGGCTATGCTTCAATGATTGTTTGAGGTATGAGAGTTACAGAGATCAACGAATGCA 
CTCAGCTTTCCCCTCTCTTTACTTCATATACATATCTGCAGGGGACTTAAAAGGAAAACGAGGCAGCTGTCTGTTGCTCTGGTCACTGTGACAA 
GAGCTGACCTCTTTCTACCCTCTACGCTGCTCCTAGTGTTTCTTTCATGATAGTATGCTTTTTTTTAAAAAATTCCCATAAGTGATTTATAATT 
GGTCTTTGAGAAAGTGTGTGTGTGTGTGTGTGTGCACATCTATCTGTATCTCTCTCTCTGTATGTCTGTGTTTATTCTCTCTCTCTCTCTCTCT 
CTCTCTCTCTCTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTAGGATGGATTCCCTGGATGGAACTGGACTTATAG 
GCAGTTGTGAACCACCTCATGTAGGTGCTAGGAATCGAACTCAGGTCTTCTGGAAGAGCAATGCTTGCTTTAAACCCCTGAGTTCTCTCTCTAC 
CTCTAAATTTGCCTAGGGGGGTAGGGGTGTCTTGTGGGGTGTATATGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGCGCGCGC 
GCGCGCACCCATGTGCAGAGGCCAGATCAACATCCTCTGTTGTGCTCCACTGTTTTTTAAAACAATACTTCATGTAATGCTTATGAGTGTTTTG 
CCTGCATGTCTATCTATGCACGTGTGTCTGCTGGGGCATCAGGTCACTTGGAAATGGAGTTATGGGTGGTTGTAAGCCACCATGTGGATCCTAC 



ATTTTGGCTAGACTGGCTGACCTCCATACCCCAGCACTAAGGCTACAGAGCACGCACTAAGGCTACTGCACTCAACTTTTACATGGTGGGGATC 
TGAATTCAGATTCTCCGGCTATACTACAAGCTTTATATACAGAGCCACCCTCTCTGCTTCCTATTTGTATTATTTATTTATTTATTTATTTATT 
TATTTATTTATTTATTTATTTATTGGTGGGGAGAAGGGGACAGTTTGAGAAAGGGTTTCTTTCTCTCTGTATCCCTGGCTGTCCTGGAACTTAT 
TATGTAGACCCGACTGGACCTTACACTCACTGAGATCTTCCTGCCTCTGCTTCCTGAGTGCATCAAGCTATGCACCACCACCACACCAGGCTCG 
CATAAGCTCTTATCCAGAACTTGAATTCCAGAAGGAGAAGACAGGGAGGAACGGATGACCATGGAGCCTGTTTTCAGGATAGCTGGCTTGCTGG 
CCCCTCTGTGGTCGTGTGAGAGCTAACACAGCCTTAGGGACTCCTGCTGCATTCCAGGATGGTTGTGAACCTGACTCAGGTGAAGGAGGGGATA 
AACCTGGTTTAACCAATGGTAAGGTCGCGATGCAGCAACACATTTAATCCTAGCAGTCCAGGGGCAGAGGTGGCTCATCTTTGAGTTCTAGGCC 
AGCCTAGGCTACACAGTGAGTTCTAGGCCAGCCTGGACTATACAGCAAAGGGCCATGTGAATGGGTAAGAAGCTGCCATTTTCCTTCTCTCCCA 
GAGGATGCATATTGTCACTGTGTAACCTGGTGACACACAGCAGACCCTCTTGGGGTATCACGGAGCTGTGTCTGCCATGCATGCATCAGGAGCT 
GGGCTAGGTAGCCGCATTTCATCCTGAGGCTCCAACCTACAAGCCTGAACTCCAGACACGTCCCATCCCAGCTAGAGCCGTCCTGTGTCCCTTT 
CATTTCCAGTCACCTGAGAGCAGCTTCCCAGATGTGACATCTCAGCTCTGAGTTTAGAACCTCCATAAAGATGGCCAGGCTGTCATCTCTCTAG 
CTCCGTCCCGTGCCTCATACAGGAAATGTGTGTGTGAACCAGGAAACGGACTCACTGCCACTCCTGGACATGACTTCTTGGAGAAAGCTGTGCC 
TGTGTTGTCTTGCGTACAGCACACATGGCGCCCAGTGCTTGGCGTGAGATTCTCTGAAGGTTCCCAGAGAATAAAAAACATGGCAGCAAGGAAG 
CCTGAGGTAAAGCAGTCAGCGCTGAACAATGTTTTTCCGTGTTCTATGATCCTTCTCTCTGCTGTGTAGGCTCTGGTTGAGGTGAGAGGTAACT 
CAAGCTCTATTCAACTTTAATGGTGGAAAGTTTCAAATTTGCTAATACACCAAAGGAACTGGCATCCACTCACTCTCACTCCAGTCCAAAGATT 
TACTTATTACTATATGTAAGTACACTATACCTGTCTTCAGACAGACCAGAAGAGGGCATCAGATCTCATTAGGGATGGTTTTGAACCACCATGT 
GGTTGCTGGGATTTGAACTCAGGACTTTCGGAAGAGCCATCAGTGCTCTTAACCGCGGAGCCACCTCTCCAGCCCAGGAGCTGGCATCCTTAGC 
TCCCCACTAGATTCTGCAGTTCTGTTGCCCTGAGTTGGGATGGTAGAGGATCGAGATCATGTTTTGAGAGCTGACCTGAGTGGCGGGAGAGTTG 
CTGGTTTGTTGGTTTTTTGTTTTTTTTTAATCTGTGTAGTAGCTGAACTACTGCAGAAGCCCCGATGCGGTCGTGGCACACGCCAGAAGTCTCT 



GGTTTCCAGCTGCCTGGAGCCCTTTTACTTCTGAAAAAGAGACTGAAGGAGATTCACCCCTTACTTTGGGGGCGAATTCTGTAGACTCACCGAT 
AAATACTGAATCCGCATTAGTGTCGTGGTAGAAAAAGTATGAGCATGGCATAACTTTTCCCTGGAGCTATTTCATCCTGTCTTCCACGTATCTC 
AGTCCATTCTGTCCCCTCTGAGCTCCCACTGGGTGTTTCCAAAGTGAAACAGGGGCTCTTTCCTGTGTTCGCAGTCTGGAGGACCTGCTAGGGG 
CCTGCTCAGGACAAGAGTGGCCACATAGAAGCTCCTGAACAGGACCTGTGGCAGAGCTGACATTTTTGTTTTTAATGGAATGGGGCTTGAGGGT 
AGGAGAGCTGTGAGCCTGAGTATATACAAAAAGGAAGGGGAAGATGTTTGTCTCTAGAGCAACACCAAGAACCCAACTAAATCTGTTTTCCCTT 
TATTCATGCTGCCTGTAACCGTGCTGCCTGTAACCGTGCTGCCTGTAACCGTGCTGCCTGTAACGGTGGCCCCGGCCCTTCCTTTCTGGGGCCA 
CAC AGCG AG ACC CTGTCTTAAAC ATATGTAGTAAAGTGT ATTTACTGTATGGTTATATTGTTAT AT CTTAGTTAC C ATTTTTTAAAG ATTTATG 
TATTTTATTTATATGAGTACACTGTAGCTATCATCAGAGGGTTTCAGAGCCCACTGCAGATGGTTGTGAGCCACCATGGGGTTGCTGGGAATTG 
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TTTATTTATTATATGTAAGTAC ACTGTAGCTGTCTT CAGACACT C C AG AAGAGGG CGTCAGATCTTGTTACAGATGGTTGTGAGC CACCATGTG 
GTTGCTGGGATTTGAACTCTGGACCTTCGGAAGAGCAGTCGGGTGCTCTTACCCACTGAGCCATCTCACCAGCCCCCAGTCCATGCTCTTAACC 
ACTGAGCCATCTCTCCAGCCCCTTAGTTATAATTTTGGTAGCTATATAGTGTTAAAGGTTTTAAAAGTTGAAACAGGGTCTCACTGTACAAGCA 
CTGGGTAGCCTGGAACTGGAGACATAGATCAGACTGGCCTCAAACTCACAGAAATGACCACCTACCTGGCCCTCCATCTGACACTCTTTATGAA 
TCATAAGCTGATTCCAGAGCCCTTAGCCAAGGTTGGCCTTTTTTAACTCCTCCCCCTGGGAGCTAAATACAAGGAAGGAGAAAGTGACCTGATG 
GTAGAGAGGCCCTCTTCCTAATTGTAATGACACTGCATTGTCTCGGTCTCCAAAGATATGTCACTGGCAACTCAAATTTCCTGATGCCAAGTGG 
GAAAGGGGAGGTGGGGGAACCTGAAAGAAAGGAGGCTCTGAGCTGCCTGGTACCTGACGGTCCCTCTCCTTGCTGCTGGGGTCATATTCATGGG 
AGAAAGCGAGGTGTGGTGGCACAGACCTGTCACTCTAGAACACTGGAGGCTGAAGGCAGGGCAAATGCAGGTCTGAGGCCTGCCAAGGTCAGAC 
AGACAAAAGAAAGTGGTAAATCTGTCTGGACATTTGGTTCTGTGTCCCGCCAAGTTATGTGATCGATATCCTGACCTGAGGGGGCTCTGTCTGT 
CTGAGGCGAGGCACACCCTGTGGAGACGACAGCGCCATGGACAGAAAAGACAAATCATCATGCAGTCCTGGGCTTTGTTCCACACAACACACAC 
ACACACACACACACACACACACACACACACACACACACACACACACCTATTGTGTGGTCATTAGTTTCTCTCCCAAGTTGAGTGGAACTCTGAG 
CATGGTCCTTGGCCAACTATGTCAGTCACCCAGTCCCTCTCCCCTCCCGGTCTCCATCACTGTCTCTGACTCCTTCTCTCCCTCTGTTTGACAT 
AGGCGAGGCTCATTAGGTGAGCCACATTGGCCTTGCACTCTCTTTTTAAAGGATTTATCTATTTTTATTTGCTGTGTATTAGTGTTTGCCTGAA 
TGTATGGGTTCTGTGTCCATGTGCACACCCGGTGCCCATGGAGGCCAGAAGAGGGCATTGGATGCCCTGACGGAGTAGGTGCGAGCCACCCACC 
ATGTGGGTGCTGGGAACTGAACCTGGATCCTCTAGAAGAGCAGCTAGCACTCTTAACTGCTGATCTTGACCTTGAACTCTCTCTTAACCCTCCC 
ATTTCTGCCTGCAGAGCACTGAGGTTAGAGGCATAGGCATGTGCCTGTGCCCTCAGCTGCCTACCAAGCCCCCCCAGTCCCTGGTTGGCCTTTG 
GGGTTCTCCCACAATCTTTCCACCATTTCATCCCTGCCCCCCAACCCCCGCCACATTTCTTCCTTGTCTAGAAGGCCAGGATAGAAAATGGGGA 
ATAGGGCTGGAGAAATGGCTCAGTGGTTAAGAGCACTGACTGTTCTTTCAAAGGTCCTGAGTTCAATTCCCAGCAACCACATGATGGCTCACAA 
CCATCTGTAATGGGATCTGATGCCCTCTTCTGGTGTGTCTGAAGACAGCGACAATGTATTCATATATGTGTGTGTGTATATATATGTATGTATA 
T ATAT ATAT ATATAT ATATATATATATATATAT ATATATATATCTTTAAAAAAG AATAATTTATG ATATTGAG CCGGGCATGGTGG CG C ATGT C 
TTTAATCCCAGCACTTGGGAGGCAGAGGCAGGCGGATTTCTGAGTTCGAGACCAGCCTGGTCTACAAAGTGAGTTCCAGGACAGCCAGGGCTAT 
ACAGAGAAACCCTGTCTCGAAAACAAAAACAAAAAAAAAAAGAAAGAAAGAAAATGGGGAGTAGTGATGTAGGTCAGATGGTAAGGTGCTTGCC 
TCACTCCTACAGAGCCCTGGTTCACCCTGCTTCCACAAAACCAGATCACTCAGAAGGCAGAAGCAGGAGTTCAAAGCCATCTTGTAGCAAGTTC 
AAGGCCAGTCTGAGATGCCAGAGACTCTGTCTTTTACAAAAGATACTGGGCATAGTGGCACATTGAGTCCAGCCTGGTTTACAGAGTGAGTTTC 
AGGACAGCCAGAGCTAGATTGAGAAACTCTGTCTCGAAAAACTCTTCCTTCTCCTAATTCTAGGCCACTCAGGGCTACAAGAGACCCTGTCTCC 
TCCCCTAGCCGCACCCCCTGCAGAAAAAGAAAGAAAAGAAAAGGGGTAAGAACTGGAAAAAAAAATGTATGCAATTCTCAGCCTTTAATTGCCG 
AAAGCACTTTATTTTCCTTTGGGTGTTCCTGGGGATTGAATTCAGGGCAGTGGACATGGCAGGCAAGCATTCTAGTGCACGCTTCACCTGCAGA 
CCAATGGCTGGAGGGCTCCCTCCTGGGAGGCTCAAAGAGTGACTTCCTTCTCATTAGCCGACCAGGAGCATCTGACTAAGAGATGGGCCGCTTA 
GAGCGCTGGTGCCCAGGCACCCGTGGCTCAGAGCTCCATCTGTCCAGGTGTATCTTGGGGCCAACAGGGAGCCTGCAGCTGCCTTATTGCATAT 
GCACACCAGCACCTGCAAGTCTGTTTAGCTCAGGGCCTCTTCTGTGTGTCCTTTCCTGCCTTTCCCTCTGTAGGAACATTCTCTGAAACCTCAA 
ATTCCAACTTTAATTCTTTAGGGATGGCACTTCCCACACCCTAGCATATCTGCTCTGTTTCCCGTCCCTTTACGTGCTTTAGAGACGGTAGCTA 
CTCGTGTACCCCAGCCCAGCCTCGAACCTATGATGTTCCCGCGTGAACCTCGCAAGCGCTGAGACGCAGGCGTACATCACCATGCCCACTTCCC 
ATAACTGTGTCTGCTTCTAACATCACGCTGTGAATTTTAGGATCAAGAAAACACTCTGTCTTCAGATCTGCTGCAGGAGATTTGATTCTTCCCG 
CGGTCAGGTCTCCGGTGGCTGAATGAACTCATGGGCTCCTAGACTGTCACTACCATCTCTAGACTTCCGGCCAATAACGTCTCCCACTAGGATC 
AGGTCGATCTAAATGTTGTACATGCTATGGATTTTGTTTTCAAACGTCCAGTGAAAATGTCGTTTTCACCTCTGAATATTCTAGGCCATTTTTC 
AAGGGTCCTAACCAATGGACCCCATCCTACCTCTTAGCCCTCTTTGGCCAGACACCCCAGCGCCTCCTCCTGTTTCAGTCAGGAGGCCCAATTT 
CTCTTCCATGCCCTGTGACCTTCCCGTCCTCAGGATTCTGGTGGCATCTGCTTAGCGCTCTCCTTTTTGCACTCGTAGCAAATGGGACTCCCGC 
CTTGCCTCTGAGAAATCCACAGAACTTTCTACGCCGCCTCTGCCTCTCTTTGGCAGCTGAACGCCTTCGACTTGAAGCTTTAACTGCTTCTTTT 
GTGGGGTTCCACAGGTCACTTGGGCTGTGGTCTTTTTGAAGCCGAGGAGAATAGCTAGGCCCTCACACACTGACACCTCGTTGCTGCGTGGAGC 
CAGGAGTGACTGCAAGCCTGTGTGGCAAGGGCTTGTGGGAAGTCAGTGGATGGATGAATGTGCCAGGGGATTCTGGGATGCCCCACTTCCTGTC 
TTTCGCTTCCCTGCTACATCTTGTAGTCTGGCCATGTGGTACCCCCTCACCAGCCCCAGAGCAACAGGGACAACCAACAGTGGGTTGAAGTTGT 
GTGCTCCAATCAGATTTCTCTGTCTCTGAGTTGACTTATTTCAGCCCTCTGTTATGGTGACAGAAGGCATCAGGGGAGGGGGACAAATTAGAAC 
AAAGATAATGATGATGTATGAAAATGCTGTAACTAAGCCCATTAATTTGTACTTTTAAAAATAAGATTTATTTATTTCATATATGTGAATACAC 
TGTTGCTGTCTTCAGACACACCAGAAGAGGTTGTCAATCCCATTACAGATGGTCGTGAGCCACCATGTGGTTGTTGGGAATTGAACTCAGGACC 
TCTGGAAGAGCAGTCAGTGCTCTTAACCTCTGAGTCCTAATTTGTACTTTTTTTAAATTTTTATATCCTGTTCTTCACAGTAGCCTCTCCTGGA 
AGCACCAAGCTGAGTTCTTCTTTAATTCTTTCTCAAACAGCATATCTAAATTTTGCGATCATAAGAACAAGCCAGGAGAGTACATATTCTATGC 
AGAAAATGATGACGCCCAGTTCACCAAAATGTTCACGCTGAATATAAGAAGTAAGTTGAATCTCATCTTGTCTATTTTATTCCTCCATTAATTT 
TTAATTAAGAAGAGCCAAACACAGCTTAGGAGGGACGATATCAAACTAATTTAAAAAAAAAAAAAAAGGATTATTTGCATGTATATGAGTGTTT 
TGTAAGTGGTATGTATGTCTCTGGCCCACATGCATGCAGTGCCCACAAAGGCCACAAGAGGGGGTGTGATCCCCTTGGAACTTGAGTTACAGAT 
GGTTGTGAGCCATGATGTGGGTGTTGGGAACCCAGTTCCTCTGCAATCACAACCAGTGATCCTAACCTCTGAGCCATCTCTCCAGCCTCTGAAA 
CTGCTCTTGTAAGCGCCATGCTTCTTGTGTGTTGGCTGTAGTTATATATGTCCCTTTCTATACTTGTTCTCTGAGCTAGTACATGTTCCATCTC 
CGATGTGCTGTGACTTTACTGGCTTGGCGCTATGAAAGGAACACTAAGGAAAGGCTATACAGTCACCTGCTACTTATTTCTTTTAATGATTTTC 
GTCTTGGTCTATGCAAAATAAGAAAAAGACACTATATTTCATTAAGGTTTTTGCAGATTTTTTTTACCTGCATTTTTTTTTTTTACTTGCATGT 
ATGTCTGTGTGAAGGTGCCAGATATTGGAGTTACAGACAGCTATAAGCTGCCATGTCGATGCTGGGAATTGAACCCAGGTCCTCTGGGTGGTAT 
TTTTAAAGCTAAGTGTTACATTGAGGTTTGCAGATAGATGGAGGTTCTACACTTCAGCTCCCTCTAGGAGGTGAGTCATAGAGAGGTGTTGCCT 
CCACCAGTCAAGAAAGTTTTGTGACAGAGGAGGAAGGGACCAAACAAACTTTGAGGCATCCTAAATAAGGGGTTGTTCCAGGGGTACATAGCAC 
CTGGGCTAAAGAAGCAGCCTAAGTTGAAGCTAGCTCTGAAGTGATTCTAGAAAAAAAAAAAAAAATCTATCTTCCATGAGCTTACTGCGCGCTA 
CTTTCTACAGAGAAACCTCAAGTGCTAGCAAATGCCTCAGCCAGCCAGGCGTCCTGTTCCTCTGATGGCTACCCGCTACCCTCTTGGACCTGGA 
AGAAGTGTTCGGACAAATCTCCCAAGTAATGAGAACCCTGACGTCTCTTGAAGTGGATGAGCCAAGCCGGGCAGTGGTGGCGCATGCCTGTGAT 
CCCAGCACTCGGGAGGCTGAGGCAGGAGGATCTTAGAGTTTGAGGCCAGCCTTGGGGAACACAGTGAGGCCCTTTCTCAAAAAACAAGAAGGAA 
AAAAAGGAAAGAAGGGAAGGAAGGAGGGAGGGAGGGAGGGCAAGAGGGGCAAGGGAAAGGAGAAAGAAAAAGAAAGGAAGAAGAAAAGTGAGAA 
TAAGGC ATAAG ATT CTATC ACCTGTTGC C ATGGATAC AG CTTAAG AATG ACATTG AAAATGCTT AC C GTAC AGCC AC AGCTTGTTTTCTTTGGG 
AACCATCTGTAGAAACCCTGCCTTCCTGTCCTACCATGACCCCAGCCATCTAACTTCGTGTCCTACCATGACCCCGCCCATCTAACAATCCCTT 
TCCACCATTTTTTTTTTCTTTTCAGTTGCACGGAGGAAATCCCAGAAGGAGTTTGGAATAAAAAGGCTAACAGAAAAGTGTTTGGCCAGTGGGT 
GTCGAGCAGTACTCTAAATATGAGTGAGGCCGGGAAAGGGCTTCTGGTCAAATGCTGTGCGTACAATTCTATGGGCACGTCTTGCGAAACCATC 
TTTTTAAACTCACCAGGTGTGCAGCCATTTGCTGTTGTGATAAACACACCCTGTCCCCAGAAATTCCCCCACCTGAAGTTGGGCATTGTGGCTG 
GCCTTTGCTGGGGAATTCTTATGAGATTGCCCAGTTCTGAGTGAGCATAAGGTCTTTTTGAGTCAAGCAAGAATCGCCAGCAGACTGTAATTTG 
ACGTTTCAGGACCCAGTTATCCTTAGGCTGTGTGACTCACAGGTCACGGAGCTGTGGAGTCTGGGAAATCCATGGTGTGAAGATTAGCCTCCAG 
AGGTGCAGGAAAGCAGACTTAGTGATCTGGAATTTCTGTCCTTTTCCATTCTGTCAGTTCCCTTATTTACTTTGAGCCGGCTAGTCTAGATTTT 
GGAGTTGTGTTTAGAGTCTTTCTAAAATGACACTAACAGTTTAGGGTCACCAGATAGTATTGATTAACTCCAGGGACAAAAGCAAGAGGCTCCT 
AAGTTCACGTTCAGCCTGGGCTCCATAGTAAGACGCTGTCTCAGAAAAATGCCAAACAAAGCAAGCACGTAAGTCAAAATTGTGGCTTTGGTCT 
CAGTAGTTAAGAACACAGGCTGCTCTTGCAGAGGACCTGGGTTTAATTCCCAGTACCCACATGGTGGCTCATAGCCATCTGTAGCTTTAGCTCC 
AGCTCTGGGGGGTGGGGGGGACCTTAACGCCCTCTTCTGGCCTCTGAGGGCTCCAGGCATGTACATGGTACACAAACACACATGCAGGCTAGCA 
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GTCATACACATAACTTCTCTACATGTGTGTGACGAACCTTGATAACAAATACACAGACTTCTTTTTACCTGACACGGGCTCTGTAAAAGGTTTA 
TATGGGCTTTATTCACGTGACATCATGGTCCAGTTTTTAAGATGGGTTCAGAATCGTTTCTGATTTTTCTGGGGACTCATTGTTTACAGAAACA 
AACCAACTTTCTGTGGGGCACCCAGACAGAACACACAGATTGCTCATAAGGCCTGAAGATGGTGGTTACTTGAACAGGATGTGAGAGACTCTAA 
CAAGAGACTTAAACAGGCCTGCCTGTTTTATCTCGCCCCCGCCTAGTGATTGCTTCTCTTGCAGGCCCCTTCCCTTTCATCCAAGACAACATCT 
CCTTCTATGCGACCATTGGGCTCTGTCTCCCCTTCATTGTTGTTCTCATTGTGTTGATCTGCCACAAATACAAAAAGGTAAAAACCGGTTGGCG 
AAGGCTCATCCCTGTCGTGACTCTGCAGCGCTGCTGACCCGCTGTTCATCTCTCAAGCAATTTAGGTACGAGAGTCAGCTGCAGATGATCCAGG 
TGACTGGCCCCCTGGATAACGAGTACTTCTACGTTGAGTTCAGGGACTATGAATATGACCTTAAGTGGGAGTTCCCGAGAGAGAACTTAGAGTT 
TGGTAAGGATTGACTGTTCAGAGCTTCGGTGGCATTGCCTCTGCCTTGCAAACATTTTTTTAACCCGCACTTACTCCATCTTTACAGGGAAGGT 
CCTGGGGTCTGGCGCTTTCGGGAGGGTGATGAACGCCACGGCCTATGGCATTAGTAAAACGGGAGTCTCAATTCAGGTGGCGGTGAAGATGCTA 
AAAGGTACCAAAAGGTGGGGTTATCTCAGCAAAGTCCCTCAGAGAACGAGTCCAGCTGCCTCGCCTCCCCTTCTTCTGCCCTCTGCATTATTCT 
GTCTGCTAAGCACTGAGGGTTAACGAGAAGCAGGCAGGGGCAGTCGTGAGCAAAGACTGCAAGCAGGGAAGGCAAGCCCCGACCCCTTCCTCTT 
TCTCATTGTTCAGTTGGTATCAGCTTCTGTGTTACAGTTTGACACAGATTCTGGGTAGAAAACACACCGGGGACTTCTCACTTCCCACTCTGTC 
CCATCCTCTCCCATCTGGCATCCACCCTCGAGCAGGGCCACCCTCAGCCGATTCTTAACCCAGCGCAGAGGATTGAATCCAGGATTTTGTGAAC 
GCTAGGCAAGTCCTCTACCTCAGAAATACATCCCCAGCCTGTCATTCTATAACACGATGTCTTGCTATATAGGTCAGGCAGGCCTTGAACTCAC 
AACTTCAAGAATGCTGAGATGTATCATCCCCTCGGGACTGATGGCCCATTCTTTTGCTGAGGI'GTTCCCTGTAAGGATAAAGGGAGCCCCTCTC 
TCCAAACACACACACACACACACACACACACACACACACACACACACACACACACACACTACAGAGAGAGTGACAGAGACAGAGAGAGAGAGAC 
AGAGACAGAGAGAGAGGCAGAGAGAGACAGAGACAGAGAGTCACTGAAGTGCATTGCAGTACGCAGACCAAAAGGAGAAATGGCACACAGGACA 
TCATGGACAGAAATCTCACAGTCACCTCCTAGCCAGGTGACTGATGATGCTATACATCCTGGGTTACAGAAAGAAACGGAAGCTGGAACTGTTA 
GAGGATAGCTTTAGGATACATACATTTGCCGGGCGGTGGTGGTGCACACCTTTAATCCCAGCACTTGGGAGGCAGAGGCAGGTGGATTTCTGAG 
TTCG AGGC C AGC CTGGT CTACAGAGTG AGTT CC AGGACAGC C AGGACT AT ACTG AGAAACC CTGT CT CAAAAAAACAAAACAAAACAAAAC AAA 
AC AGGATACATAC ATTTTCTGTAGAT C AAATTC AGG ATGTG AAAAGGG ATAG ACTTTCCCCTCTG ATATCTGCAAGG TACAAAACCTTGAAG CA 
ATGTCAGAACACGATCACTTGTTACATCCGGGGAACAGATATGAAGGTTTCTTTTTACACTGTTTTTCTTCACCCGTACATCCTAGTTCCACAG 
AATAAGGAGTGTCGTCGCTGTGGTATTCCCATATGTATACTTTGGTCCAGTTCACTAGCACCGTTCCCCCTCCCCTCGTCAATTCTCTTCCTGT 
CGGTCCATTTCTTCTTCTCAAATAGCTCCCCCCTCTACTTCCGTGCCTTTTCCTTTTAATCTCGATCCTACATATGAGAGATGATGCACTGCTT 
GTCTTCCTGAGTTTGGCTTTTTTACTTAACATCCCAGTGTCTGGTTCCATCCATCTTCCTGCAGGTGGCCCATCCCGTTCTTCGCAGCCAAATA 
CACCACTTCCTATGGATCGTATTTCCAACATCCATCCATCCATCTGTGGCAGGCCCCTAGGCTGGTTAGATAGCATGTTGATTGTAATAGTGCC 
AACATCGACTTCCTGTGTGGAGTTCCTTATGCCTCCACTCGCTCCACGCACTCACCAAGGACCCCCCTCTATAACCCAGCTTCATCTCCTGTAC 

CTGGCCTCCATCTCTACTCCAGCCTGGTAATTACTGGAACGTTTCAGTGAGACTACACATTCCACACAACCATAGAAACAAGGAAGCGGGTTCC 

ATAGCTGGCTCTCTCTCAGCCTTCCCCAACAGGTTTCCTGCACAGTGTCTG.CTGGGCCCATCCTCATCTCTCCGTGGTCTCTGTGGTGGTCCAG 

TTCTGTCTCTCCTAGAGACTCTTAATGGTAGCTTTTAAAAAGCATCCCACCGATTCTGCTAGGGGCTATGTGCTGAGGTGGGGCATGGCCACGA 

TGCAGAACACCTTCTTGCTTGGCACTGCCCTAAGCATTGACAATGGCTTTCTACTGCTCTGAAAATGGTTCCCACAGGGGCTGGAGAGATGGCT 

CAGTCAGTGGTTAAGAGCACTGACTGCTCTTCTGAAGGTCCTGAGTTCAAATCCCAGCAACCACATGGTGGCTCACAACCATCTATAATGAGAT 

CTGAATCCCTCTCCTGGTGCGTCTGAAGACAGCTACAGTGTACTC^CATATAATAAATAAATAAATCTTAAAAGAAGAAAGAAAAAAGAAAGAA 

AAGAAAATGGTTCCCACAACTTTGAGCAGTGCAGCCGTGGCTCAGCCTTTCCGCCTCATTCTTAACCTTCTTTCGGTTCCCCAGAGTGCCTCGT 

TTCCCTGCCCACAGGCTTTGCGCAGGTGAATCCTTCCACCTGCTCTTCCCCTTTTGCTGTAGGAAGCCACTTACCTCTCAAATGTCAGCTTTGA 

GATCACTTCCTCAGGGACACCTCCTTTCACGCCATGGACAAGATCAAGTCCCTGGGGACCGTGGGTGTTCTAAGTGGTACAAGACATACTCAGC 

ATGCTTGAGGCCCTGAGACGAATTCTAACATTAAAAATATAGTACGTCCTAAGAACACTATGTAGACTTC'TCCCAGAATCGGAGACTCTAACAC 

AGTTGCGTTTAGGGATTCAGTTAGGTTCTAAGCCCTCTGAAAGCGGCATGTGGCTTTTCCCGTGCTGTTGTTACTTAATACTGTGTATTCTGCT 

GCCTCCGCCTGCGGTGGTCTTGTGTGACTCCTTTCGGTTCCCCACTGAGGGAGAACTACAGGGTCCTGCTTTTTCGGGCTGTCTGGTGTCCCCC 

CTAGAGTTCCCCCACAGGACTTTCACTGTCTCTCTCTCATCTTGTGTGGTCATCCCTCAGTTTCTGCAGGAAGTTGGTTGCACAGTCCCCTTTG 

CAG ACGC C AGGGTCC C AG ACGATC AGGT C CCTTCT ATAACAC AAC AGT ATGTGC ATAG AAC C AGG AGTC C CTGGAAC AG AG ACCC C AAAGAAAG 

GTGTTACCCTTGTCCCCGAGGCCCCAAAACCCACGGATGCAAGGGTGCCCCAGGCAGCTATGCTAGCCTCAGTGACCAGAGCCCTGGGAGTAAC 

AACCC!ATGCTTGCATCCTAGCAAGATCGTGGACACAGTTTGCTCCACTGGAGAGATTGCATTGGTTCATGTGTTGTCTTCTTTAACTTTCCCCC 

ATTGAGCACACTTACCAATGGAAGTTTCTAGACCTGAGGAGCAACTTCATGTTGGAGACATCTGTGCTTGCTGACCCTCCTCCTTCTGGTCTTC 

CTATCAGCTGAATAATCTGATTTTTTTTTAACTAGGAAAATCACGTTCTGTTTATCGTGTTGTCTACCTGCTTTGAGAGCTGGGTGGAAGGACT 

TTTATTTTTCTCAGGGAAAGTCAAGTAGAAATGTATATTCTTGCTGGGCATGGTGGTGCATAATTTGATCCCAGCTCTCAGGAAGTAGACGTAG 

GCAGGACTCAGTGAATTCGAGGCCAGCCTAATCTGCAGGGTGAGTTCCAGGCCAGCCAGCGCTATATAGTGAGACCCCGTCTCGAGGAAGGAAG 

AGATTATACATTCATATAGTTAATATCTATAACTCACGTTTTAAAACGCTGTCTTAAAACACAGAACATTATTGTCTAAATTTATGTGTTATTT 

TTGTGTCAGTTTTTCTCTTCCAGTTTTGAATGTGTGTAAGTTGTGATCTGAACCAAGGAGAGCCTTGGTTTCTAAAACAGCATACAGTTCCCTG 

AGGTCAATCCTGTTTCTGCTCCTCCACCAACAGAGAAAGCTGACAGCTGTGAAAAAGAAGCTCTCATGTCGGAGCTCAAAATGATGACCCACCT 

GGGACACCATGACAACATCGTGAATCTGCTGGGGGCATGCACACTGTCAGGTAATGTCTACACATCTGCATATCGAAGCCCTGTTCCACACTAC 

TGCAGCCCAAGGGAGCGAGGCCTGCGCTCTTTCCTCAGCCCCAGTTTGTAGACGATGGGTCTGTTTCTTCCTTCCAGCCCCATGCTCCCAGAAA 

TAAG ACTCAG ACTC AAAATATATTTACAAATACCTTGAC CATAG AG CT AGG CTCTCCTTTG ACTAG ATAAAAACTTAATATAACCCATTTATTC 

TAATCTACATTCTGCCACCTGTGCTCGGGTGCCATGAGCCTGTCTCGTCTCGTTTTGTCACGTCTTCCTGGGTGAATCTCCCAAGCCTGGCTCT 

ATCCCAGAATCCTTTCTGTCTCCCAGATGTCCTACCTCTTATTTCATTCCTAAACCATAGGCCATCAGACTTATATGGGCATAAGCTATTCTCT 

TCACACCAGTTCAAGTGGAATTAGACGGTGTCCCCTCTGCAGAGCACATGACCCCGTCTTTCCCCTACTCTATCTGTCACAGAGTCCTAACCGC 

CTGAGAGAAAGCGGCCACCCTGCACATTCATGTTGTGGGGTCTGAGCTCCTCCCTAGACTGTGAAGCTGGCCTAAATGCAGTAGTGACATCAGC 

TTCAGAACTCAGCACACACATACTGATATGTTGATGATGGTGAGGTCAGACGTTTAGAACTGGAGAGAAAGGCTAGAAGACAGATTCTTGTATA 

CAGTGCTGAGATCGAGTGTAGTCTAATGTACGAGCTCATTTAAAGCACCTTCTGAGGGCAAGGAGAGCAGGAAAGGCCCAGGTCCTGTTGCGCT 

ACAGTGTGATTTTGGAGGAAAGACCTGACCTGTGTCTAAACCTGTAACTACAATTGTAACTGTTTCAGGGCCAGTGTCTGCAGTCTGTCTAACC 

TTGTAACTACAATTGTAACTGTTTCAGGGCCAGTGTACTTGATTTTTGAATATTGTTGCTATGGTGACCTCCTCAACTACCTAAGAAGTAAAAG 

AGAGAAGTTTCACAGGACATGGACAGAGATTTTTAAGGAACATAATTTCAGTTTTTACCCTACTTTCCAGGCACATTCAAATTCCAGGTAAGAG 

CTCCATCAGAGGTTTATGGCTGTAAACCCCGGGACAGACAGAATGACCACTGCACACACCTACCTGCAACCCCACCCGGGCAACATTCGGAGTT 

GCTGTGTGTGGCCTGAGACCTAAGGCAGCTATTTGTTTATGCTGGGAATTTCTGTCCCATTATTTCTTATTTTACTTAATAAAGTTTCAATTAC 

CCACCAGAAGACATGGTTCAAAGATCCTAAATAGAAAAGTCCAGAAATAAACAATCCTTAAGTTTTAAGTACCTTTACAAACAGCTTATTAATT 

AACATTATACTATCTTATCATTGGTTATTATTGTTCGTGTGTTACTATGCCCAATTTATTTGTACTTTACTTACTATTATATTTCATTTATTAT 

TTATTATTGTGTGAGTTTGTAGTGCTAGGGGGCAAACCCAGGGCTTTATGAATGCTTGACGCATCCTCCCTCTCTGAGCTACATCCCTAGTCTG 

CCATGCATGCTCTAGAGGAACTATCCTAACACAGACGTGCGTAGCCAATAATTAGATCCTTTGGTTCATTTTTGGTCACTGGGCTATTAAATAA 

ACTAAAAGCATTAAGCCTTTTTTCAAAGGGAAGGGGAGTTGAAAACTGGGATAAACTCTTATGGTGGGAAATACTGAGTCCTGACCTATTTGTA 

GTGGTGCGGGCCTCTCTTTGATGCGCTTGAAAAGGTAATCTGGCCAGACAGTGGTGGTGGTGGCATGGTGCACGCCTTTAGTCCTAGCACTCGG 

GAGGCAGAGACAGATCTCTGTGAGTTCAAGGCCAGCCTGGTCTACTGAGAGTTCCAGAGCAGCCAGGGATAGACAGAGAAACCCTGTCTCTAAA 

AACCAGACCAAAACAAAACAAAAACAAACAAACGAAAGAATGAAAGAAAGAAAGAAAGAAAGAAAGAAAGAAA^ 
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GAAAGACAGAATGTGTTGCAGCTATTTGCTTATCCCTCAGAGGAGGGGAACGTGGTTCACAGACGCTGGCTTGAAAAGATGGCGCTGGAAATGT 
ACACCTTCCCACGAGGCAGAAACCTACACATCAAACACATTGATGAAAAGAATATCAAAACTCTAAATTTGTAAGCTCTGTGTTGCATGAACTC 
TGAAAGGTGAAATGGCCTGTGTCTGGAGCAGCAGGATGCCCTGTAAATTGGTTCCTCTCTTTATAAACTTGAGGACATAGTAATCATTTACTGC 
CCCAGTTTCTGTTTTATGTACCCAGCTTACAGCGTGACAGTGACTGAATGGCAGCTCTTATCCAGGTTGGCTCGGCAAATTCCAACACACAGAT 
GTTTTTAATGTACACGGGGTACCGTTGACAAGCCAGCATCGTGCTTTCTGTTTAAAAGCCCATTTGTAACTGAAATCTGTTCCTCTGATGAATT 
GTC CTTTTTGT AATAAAGTGTCTG CT C AGAGGAAC AATGTAAATAAC AAAGGAACAAATTTATTTTTAATAG CATGCCTGGTTCACGAG AAGTT 
CAGTTACACCCGGCCTTGGATCAGCTCTCAGGGTTCAATGGGAATTCAATTCATTCTGAAGGTAATGTTTTACTTTTCATTGGTATTTTACACT 
CACTGAAATGAATCCAAGAGTCCCATGCCAGCTATTTTTAAACTTTTTAAAAAAATTATGAGTGTATGTGTGTATGTGCATACACGTGTGCATG 
CATGGTGTGTATATGTGTGTGCTGTGTGTATGTGTGTGTTTTATGTGTATATGTTTATGTGTGCTGTGTGTGTATGTGTGCATGCTATAl'ATAC 
ATATACATACATGTATATATATGTATATATATGTATTGTATGCATGTATGTGTGCTGTGAATGTTTGTATTTGTGTACATGTGTGTGTGGTATG 
TGTGTGTATGTGTGTCGAGTGTGTGTATATATATATGATGAATGTGTATGTAAGGTTTGTGTTTATGTGTATATGTGTTTTTGTGTAGGGTGTG 
TGTTTATATGTATGTATGTGTGTATATGTTTGTATGTGTGTATATGTGTGGAGGATATGTGTATGTAAGTATGTGTGTGTGTTTGTGTATAGAG 
TATGTGTTTATGTGTATGCGTGTGTTGTATGTGTGTATGTGTGTGTTTATGTGTATGTGTGTATATATGTGTGGAATATGTGTATGTATGTGTG 
TGTTTGTGTGTAGGGTATGTATGTATGTATGTTTATGTGTATGTGTGTGGTATGTATATATGTATATGTGTATGTTTGTAGGTGTATATATGTA 
TGTGTGATATGTGTATGTATGTGTGTGTTTGTATGTGTGATATATATATACACACATATACATATATATGTATATGTGGGTTTGTATGTGTGTA 
TATGTGTGTGATATGTATATGATGTGTGTGTATTTGTATGTGTGTGGTGTATATATATATGTATATATGTTTTGTGATATGTGTATGTATGTGT 
GTGTTTGTATATTGTGATGTTTAAAGATATATATGTATATATGTATACGTGTGTGTCTGTGTGTGTGGTGTCTATATATATATATTTATTTATA 
TGTATATGTGTGTGTTTGTATGTGTGTGATATGTGTACATATGTATGAATGTGTGTGGTATATATATGTATGTGTGTATATATATATATGTGTG 
TGTGTGTGTGTGTGTGTGTTTGTATGTGTGTGGGGTATAAGTATATATGTGTGTATGTGTTTGTATGTGTATGAAGTATATATATGTACATGTG 
TGTATTTGTATATGTATGGTATATGTGTGTGTATATATATGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTTTGTATGTGTATATGT 
GTGTGTGCTTGTGTGTGGGCATGATCGTGCCGTGGCACCCATGAAGGTCAACTAGTAAGAGCTAGTACCAGGGCTCAGTAGCAGGGTGTCAGCC 
TGATGGTAGCTTTTCTCCAGTGAGCCATGGCAGCAGAGTGGAAGCAGTGTGTCTTTGCTCTGGTCAAAGGCAGACTCTGTCAGTGCACACTTTC 
TCGGAAAGTCAAAAGCTGATAGTTGTGAACTCTGTGTCCATGGTCAACAACAGGCACCTGAACTGTTTTGTTTGTTCGGAATATTCTTTATAAA 
GTCATAAGCTAATTGGAGCCAGCTTGTACCTGGTAAGACTGTGAGCTCTAGAATCAGAGTTTGGTTATGTTCCAACTCTTTTCCTTTCGAAACA 
GTTGGCTCCAGACGAGAGTCGCCACTTCTCAGTTATAAAATTGGTCCAATTCTACTTTCCTCATAGGACTGTTAGGAGGCATACACAGAAGGTT 
GTGAAGTATAAAGTACAGTCCATGAAATGTGGTAGACAGTTGGTCAGTCTTTGCTTTTTTCTACTGACAGATTTACCTAGCATGAAGGGAAGGA 
GGGATAATGTTTGGGAGTTTTGCTTACCCTCTCTGTCTGTGCACCACCTGGGTGCAGTGCCCTTGGAGACCCAGAAGAGGGCACTCGATGCTCT 
GAGACTGGAATTGTGAGCCACCATATGAGTTCAGGGAACAGAACCCAGGTCCTCrGGGAGAGCAGCCAGTGCTCTTGAATCACTGAGTCCCAAG 
AAGGATTC ATAATTAGTATTC CTTGTCTT AGCT CAGATGG CTTTAAC AG ATTATTAAAG ACTGGGTAT CATAAG CTAC AGT ATTTCTC ACAGTT 
TCAGAGGCTACTGCTTTCAAAACTGAGGTGCAGGAGACACTTGCTTCTCACATGCACATGGTGATCTTTCTGGGTCCTCAGGCCTCACACAGAG 
GCAAGAGTACACGCTTTCTTCTCTTTAAAAAACTTTAAAAAAAAAGTATTTAGTGTGTGTCTTGTGGGGGAGCAACTTACAGGAATCCATTCTC 
TCCTTCCACCATGTGGGTTCCAGGGATTAAACTCAGGTCTTTCGCCTCTGTAGAAACACCTTTACCTGACAAGCCATCTTGCCCATTCTCCTCT 
TCCTATTTTATAGAGTTCATGGTCCCATTTTTATAACCTGGGCACTTCACAAACACCCTACTCCTGATACCATTGCTTGAGAGTTCGTTTGCCT 
GTATGTGTGTATGCATGTATGTATACACGTATGTATGTATGTATGTATGTATGTATGTATGTATGTATGTATGTACGCACGCATATATGTATGC 
ATG C ATG C ATGCATGTATGTATGTATATGTGTATAC ATGC ATGTATGTAC ATATGT ATGTG C ACTGTATGTGC CTGGTACCTTTGGAGGC CIAAA 
AG AT AGAGTC ACATTCTCTGGAG CTAG CATTGTT ACAG ACAGTTGTGAG C CATC ATATGGGTGCTGGGAACCAAGC CTGGGTT CT CTGTAAG AT 
CATCCAGTGTTCTTAGCTATGGAGCCGTCTCTCCAGCCCCTGGGGATTTGAACAGGGCTTCATTCCAGAAAACAGAATGAGTGTTCAAGTAGAC 
TAAGAGGAGACAGGTTTATAGAGACAAAAAAATGACTAAGGGCAGGAAAAAAAGGGAGGCAGAGATCAGGACAGGAATGACTGTGCACAACTTT 
AACCCAAGCATCCAGGCGGCAGAGTGTTAGTCTGTGAGTTCAAGGTCAGCTAAGTCTACATAGTACATTTCGGGACAGCCAGGGCCACATGTTG 
CTTATGAGGACAGG CTG AT C ATTC CAATCATTTCCCCGGGTTTGGAGTCAGGAAATGG ACAAGGTGGCTAGTAG CTTAGC CCCAGG CTCCCC AG 
GAGAAGCTCTTCTGTAAGGTTTGAAGCAGAGGCCATTCCATCTTCATGCCCAGGAACCTGGCCTGCGCAGAAGGTTTGATGGTTGCTTCGGATT 
TCTCCGAAGGTCAAATAATCCTTTCTCTTTGTATGGCGGACCTTTTGTCTGGGTGACGCCATTCGATTTGGTCTATTGAGTCTAGAGCAGGAGA 
TCAGATCAAACGCCTCTTATAAATATCTCCACACTGAGGTCGCCTTAGCTGCCTCTCACAGAGGTCTGATAGGGTACTGCCTAGTGTCTGGGGA 
AAGTGACAAGTGGACGTCTTTTTACAGATGAGATTGAATATGAAAACCAGAAGAGGCTGGCAGAAGAAGAGGAGGAAGATTTGAACGTGCTGAC 
GTTTGAAGACCTCCTTTGCTTTGCGTACCAAGTGGCCAAAGGCATGGAATTCCTGGAGTTCAAGTCGGTAAGTACCTTTTAAAGAGAAAACCGA 
CAGAAGGCGCAAACACAGAGCCGCAGAAAGGAATGCATGCGTGCAGCTTTGAATGAGCCGTGTGTCTACGTTTGTTCCATGGTCATTTTAACAT 
GCCTCCCTTGCTGTCTGCCCTGCTTCCCCTAATTCTTTTCATACCTGCAGCACGAAGGCCCAGAGTCACTGGTTAGAGCCAACGTCCCGTGGGA 
TGTCTAGGGAAGTCCCAGAAAAGCCATACTGAAAGAAGCACAGTATCACAGTATCGTCATCCCTGCCAATACAGGGATTCATTCGGGTTGTTCC 
CTG C AGT CGGGGGCATGAG CAGAGG C CCAAAG.TTCACC AGCT CTGC C ACC C C AG CC AG CCAGCCTGAAC AGATT CAG CCTAGGCTAGC CAC AGC 
GCTGTGGAACCTGTCTCTTCTCAGTGGCTGGCCCTGTATTCACAAGTGCTGCAGCAGGAAGACTGCGGGACCCACCCCAAACCATGACCTCCCC 
GTGCTGCGCTAGGCAATGCTGCTTCTCCACCCGCTGTCCCCTGTCATTCCACACTATAAGCCACCAAAGCCTCAAATCTTTATGTCTGCTGAAG 
TAACATGGTAGTAAACAGATTAGCGGGGGTGGGGTGGGGGGGGGGAGACAACATCTTTAGCTGTGTACGCACCTACACAAACTATTGAAACACA 
AGGAAGGGCTAGGTTGGTGTATCTTACTAAGTTTCTCCATAGGAAAAGATGTCTGTGTTTCAGAGGGGTAGTATGTTAATTAGGGCTCCCTAAA 
GAAACAGAACTGATAGAATTAAAAATAATACATATATATGTATTATTTTTAATTATAAAGTTATATATAGGGCTGGAGAGATGGCTCAGTAGTT 
AAGAGCACTGACTGCTCTTCCAGAGGTCCTGAGTTCAATTCTCAGCAACCACACGGTGGGTCACAACCATCTGTAATGGGATCTGATGACCACT 
TCTGCTGTTTCAAGAGAGCAACAGAGTACTCATATAAAATAAATAAATAAGTAAAAATTTAAAAAGTTATATATATATAAGTATATATACATAT 
AAAATTATATATTATTTTACTCTCTATGTAAAAATATTTTATGCACAGACATACACACATACACACACGCATATATGGGGGATTTGTTAGAGCG 
GCTTACAGGCAGCAGTTCATGTAATCCAACAAGGTGCACGAGACTGGATGTCTCAGAAATCCCCATCTGGAGTCCCGGGGAAGTCTTAGAAAGC 
AGGTGGT CCTGGGT CTACATTGGG ATC CTGAAGAAGTC AGTG AG AAAGCAAC CACAGCAGCAG AG CAG ATGG ACTTG CC AGTAAG AGTGAAGGC 
AAGCAGGCAAAATGCAAACGCTTCCTCCTTCATACCCTCTATGGCTGCCACCAGAAGGCGTGGCCCAGGTGTTAGGCAGGTCTTCTGACCTCAG 
AATCCAGAAATTCTCTGTCCCCCGTGCTGCAGAGCCGCAATGACCAGTTTAGATAATCCAGCACAGTTTGTTCATGTTCTCTAATTACAGCAGG 

GTACACTGTAACTGTCTTCAGACGCACCAGAAGAGGGCATCAGATCTCATGGATGAGATGTGAGCCACCATGTGGTTGTTGGGATTTGAACTCA 
GGATCTTTGGAAGAGCAGTCAGTGCTCTTAACCACTGAACCATCTCTCCAGCCCCGGGCATCCAGTTTTTAGACGGTTTGTCTTCACTGCAGCC 
TTCCGCTCCAATCATGCCAAGCACTGTGCTCTTCCCCACTCTGTGACTGTGTCACACATTTGTGTGGCTCCATGCGACACTGTGCTGGGGCAGA 
AAACCAATGAGGATGTGACTTCAGGGCCCACAGGTTTTATGTTTCTAGGAGAAAGACAAGCAGACCTATACATCAGATCAGTGTCTTGTGATTG 
ATACTGT C ACTAAAGTTAG CATGG CTACC CCAAG AAAAAAGGGGTGAGGAACAGG C AAGAGAGC AAG AG AGC CT C CCTTGGATGG AATCCAG AG 
GGAGAGGGACTAGTCAAAGCCAGTCCAGGCTGGGCAGGCTTCTTGCTGGTCAGAAGGAGCCTTCCCAGAGCAGCTGGGAAGAATACGGGCAGGG 
CAGGTAGTCAGGAGGACATGATGGGGATGGGGACAGACATCTAGGAGATGCCACATGAAGAAAGCCAGACTTGGAGAAGGAGGGCAGGAGTCAC 
GGCACAGACATTCCTGTTTTTATAGGCTTTGTTCTTTTAAAGGCTGAGGAGAGCGTAGTGGACCCCCATGGGACACCATGTGCTCTCTTACAGA 
GTTCATTCCCTTCAGAGACTCTGGGCTCTACTCTCATGTACTCCTCGAAACTCATCGTTATCTTCTGTCTGTCTGTCTGCCCCCTGTACCCTGT 
ATGTGCATGTGAAAGCAAGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTATGAGAATGTGGGGCCCATGTACCGTAG 
TGTGTGTGCAGAAGTCAGAGGACAAACTGTGGGAGTTAATTCTTCCACTGTGGGACCCAGGAATCGAACTCAGGACATCAGGGTTACATGGTTA 
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ATGCGTTTTCTCACTGAGCTGTCATCTCTTTGGTCCCCCCAAACTCACTTCTTCTGAATGCTTTCTTCGATCTTAATCTATTTATTCATTTAGA 
GACACGACCTCTATGTGTAGTCCAGGCTGGCCTCAAACTTAGAAATCCTCCTGCCTCAGCCTCTCCAGTGCTGCGATTATGGATCTGCACCACT 
AGGCCTGTCAGATATGATGCACTTTTATTCTGAAAGCCAGTTCTTTATCCAAAAGGGATTCTGTTCTCGCACGCACACACGCACGCACAGGAAG 
CTGGCTGTTAGAAGCGTCTCTGGAGCTAGGCGAAGGCCCCCTTTGGCACTTCTTTGGCTCATAGCTCCAGGGATGCCTCAGATGACTGCAGCTG 
AGTTAACTTAGGACTCAGCCAGTGTTCTCGGGATGTATGACAGTCATGGGTCTCTGTCCTCTGTAACTGTTGTGAGTCTCTCTGTGAAGGTGTA 
AGTCACAGACCATGTCATTCCAGCCTCTCTCTTCCAGTGTGTCCACAGAGACCTGGCAGCCAGGAATGTGTTGGTCAGCCACGGGAAGGTGGTG 
AAGATCTGTGACTTTGGAGTGGCCCGAGACATCCTGAGCGACTCCAGCTACGTCGTCAGGGGCAACGTGAGCCGTTTGCTTTTTGTCACGAGTA 
CAGGAAACACCTGCACTCTCTGTGATGCGTTTTTGATTTATGGTGACACCAAGGGGAGAAAAAAAAAACTCCCAGTGCTTCACTTCTTTAGGCT 
GAAAAGATTGTTTTGTGCTCACTAAGAGCTAAGCAAAATAGCCACGCATCTCTGGGGGGCTGGCCACTCAGAACAGATCCATTAGGGGTTGGCA 
TGAGATCTTCACCTGAAAAAAAAAATGCCCTTACTCAGACCTGTTTCGGTTTCCTTAGCTATAAAGTGGCTTTATATGTGTTTTATGTTTCCGA 
TCATGAGACAAGGTAGCATGTATAAAAAGCTTTTTGTTTTTTTTTTTTCTGAACAGGCAGCACACAGGTATTCACTATAAAGTTTAAAGGTGCT 
GTAGTTAACTGGTAGCGTTTGTTACCCTGTTACTATATGAAGAGTTCAGGAAGACTCCAAATACAACATAACTGACATGTGTTCGTTCAAAGAG 
AATGTGAGGGGGCCAGAGAGATGGCTCAGTGGTTAAGAGCATAGAGTGCTTTTCCAGGGGACCCAAGTTTGATACCCAGCACCCACGGCAGGAT 
GCTCGCAAGCATCTATAACTCCAGCTCCAAGGAATGTAGTGCCTCTGGCCTCTTTGGACATGTGTGCTCATGTGCACATACTTACACATAAGTG 
AAAATCAATTCAAAGTATGATGAGGCAAAAAATGAATGTTTAAGAAGGGAAGAAAGAGAGAGAGAAAGAAAGATAGACAGAAAATGATAGATAG 
ATAAACAGACAAATGATTGATAGATAAACAGACAGAAGACATATAGACAATGATAGACAGACAGATAGACAGTGAGATGTCTCAGCAGGTAAAG 
GTAGTTGCTACCAAGCCTGAGGGCTGGAGTTGGCCCCCAAAAACACATGGTGGAAAAACTGGAATGGTATAAGTTGACCTCTGACCTTCACCTG 
TGTGCCGAGCATGCACCCTCCCCCAGCGCCCACACACATGCACAGGAATAAAAACATAATTATTCTTCTTTTCATTTTTCAAGACAGGGTTTCT 
CTGTGTAGCCCTGGCTGTCCTGGAACTCACTCTGTAGACCAGGCTGGCCTCGGlSfit^^ 



NNNWNNNNNWNNNNGGAGTCTCAGTACCATCATCCGTGCTTATGAA^ 

TCAGTACTGACTTCGGTGTGAAAATACCCACTCTGTGAAGAGGAAATTGAGACAAAGAAAAGCAACTTGCCCGCGGTTGCTAACTTGCCCCGTG 
TGGATGCGAGGGTGCAGAGCCTGCATCCCTGTCGTTCACGGTGGTGTCCTCCTGACTAACTTCGTACAGGATTCTGATTTTACTTCCTAGGTTC 
TCAGAAACCAACCAATACAATCAATGACATAGCCCTTTAACCCAAAATGAGAACTCCAATGAATGCTCATCTCAGGTGGCTTAGAGCCGGTTCC 
CAGGGATGGTCGCTGGCTGTGGTTACAGTACACTGACCTCTCTGTGTGGTTATGGGGTTTTCACGCCACCAGTGGGCTCTCCTGTGGGAAGGTG 
AATTCCGTTCAGAACCTTCTGTTAATGAATCAGGTAAGCCAGCCTGGACCACAGATTGGGCCAGTGACTCCATTTGCATAGGATTTAAAAGAGG 
ATTTCCTTCTGGGGCTCTTCTTTAGCCTGGCCAATTAAACACATGAGGTTCCTACTGGAACCAAATCAGAACAAAACTCCGTGCCCCAGGAGCT 
AACCAGCCACTGTGTCCTGATGCAAATCAAAGCCTGTGCAAACAGAGGCCAACCCCCTGTCCCGCCTGTGGAAGTTATTCAAGCCCCGGAGGGC 
AGCTATGGTTAGTCTAGGCATGATCACGTAAGTCCTTGAGGGCGATGCTTCTCAGTTCTGAGGAAAGCTCCCGTAAATGATTCTCCCCGCGGCC 
TTGAACTTGTCGACCTCTGAGCAAATACAGAGCTCTTCCTTAACGAACGAACGGCATCGGTACGGCACTTGCCAATGCCAAGCACAAGCCTGTG 
TCCAAGATGACTTTTAAAGAAGTGTATTTTGCCAGGAGTGGTGCCCTACGCCTTTAAACCCAGCTCTCAGGAGGCAAAGGCAGGTTGATTTGTG 
TGTTTGAGGCCCTATTCTGCTTATGTCACCAGAGCTACATAGTGAGACCTTGTCTCAAAATAGAAAAACAGATGAGCTGGACGGTGGTGGCGCA 
CGTCTTTAATCCCAGCACTTGGGAGGCAGAGGCAGGTGGATTTCTGAGTTCGAGGCCAGCCTGGTCTACAGAGTGAGTTCCAGGACAGCCAGGG 
CTACACAGAGAAACCCTGTCTCAAAAAAGAAAAGAAAAAAAAAAGGAAAACAAATGATAGATAGATAGATAGATAGATAGATAGATAGATAGAT 
AGATAGATAGATAGAGAGAGAGAGAGAGAGATCGCTATAGGTAGGTAGGTAGATAGGTAGGTATAGACAGGTAGATAGATAAACAGATACTTAG 
ATAGATGTTAAATATAGATAATAGATGATAATGGGTGGATAGATGGATAGATAGATAAGAAACGTATTTCTAAAAAGCTTCTACTTTTTCTTTT 
TTTCTAGAACATGATTTTAATATTTTCAACTTAATATTCAACAGAGAGAATAATTATTTTAAGATATATTTTGTTGTTATGTCTCCTTTTCATT 
TCTGATGTTATTAATTTGAATACTGTCTCTGTGCCCTCTGGTTAGTCAGGCTAAGGGTCTATCTATCTTGTTTTTTCTCAAAGAACCAGCTCCT 



GTATTTGGTTTGTTTTGTTCTAGAGCTTTCATGTGTGCTGTCAAGCTGCTAGTGTGTGCTCTCTCCAGTTTCTTTTTGGAA.GCACTCAGAGCTA 
TGAGTTTTCCTCTTAGCACTGCTTTCATTGTGTCGCATAAGCTTTGATATGATGTGCCTTCATTTTCATTAAATTCTAAAAAGATAGACTTTAC 
TTTCTTTTTTTATTTCTTCCTTGACCAAGTTATCATTGAGCAGAGCATTGTTCAGCTTCTGTGTGTATGTGTGCTTTCTGTTGTTTTTGTTGGT 
ATTTAAGACCAGCCTTAGTCTGTGGTGATCTGATAGGGTATATGGGATTATTTCAGTCTTCTTGTATCTGTTGAGGCCTGTTTTGTGACCAATT 
ATATGGT C AGTTTTGAAGAAGGTACTGTGAGGTGCTGAGAAGAAGGT ATATTCTTTTG CTTTAGGATG AAATGTT CTATAAATAC CTGTTAGAT 
CCATTTGGTTCATAATTTCTGTTAGTTTCACTGTGTCTCGATTTAGTTTCTGTTTCCATGATCTGTGCATTGCTGAGAGTGGGGTGTTGAAGTC 
TCCCGCTATTATTGTGTGGGGTGCAATGTGTGCTTTGAGCTTTAGTAAAGTCTCTTTTATGACTGTGGATGCCCTTGCATTTGGAGCATAGATG 
TTCAGAAGTGAGAATTCATCTTCTTAGATTTTTCCTTTGACCAGTATAAAGTGTCCTTCCTTATCTTTTTTGATAACTTTTGGTTGAAAGTTGA 
TTTTATTCGATATTAGAATGGATACTCCAGCTTGTTTCCTGAAACAATTTGCTTGGAAAATTGTTTTCCAGACTTTTACTCTGAGGTCGTGTCA 



CTTCTTCTGGGTTTGTTGAAAGATTACTTTCTTGTTTTTTCTAGGATGTAGTTTCTCTTCTTGTGAAGTGTTTTCCATCTATTATCCTTTGTAG 
GGCTGGATTTATGGAAAGATACTGTGTAAATTTGGTTTTGTCATGGAATATCTTGGTTTCTCTGTCTATGGCAATTTAGAGTTTTGCTGGGTAT 
AATAGTCTGGGCTGGCATTTGTGTTCTCTTAGGGTCTGTATGACATCTGCCCAGGATCTTGTGGCTTTCATAGTCTCTGGTGAGAAGTCTGGTG 
TAATTCTGATAGGTCTGTCTTTATATGTTACTTGACCTTTTTCCCTTACTGCTTTTAATATTATTCCTTTGTTTAGTGCATTTGGTGTTTTGAT 
TATTATGTGATGGGAGGAATTTCTTCTCTGGTCGAGTCTATTTGGAGTTCTGTAGGCTTCTTGTATGTTCATGGGCATCTCTTTCTTTAGGTTA 
GGGAAATTTTCTTCTATAATTTTGTTAAAGATATTTACTGGCCCTTTAAGTTGGGAATCTTCACTCTCTTCTATAACTACTATCCTTAGGTTTG 
GTCTTCTCATTGTATCCTGGATTTCCTGGATGTTTTGGGTTAGGAGCTTTTTTGCTTTTTGCGTTTTCTTTAACTGCAGTGCCAATGTTTTCTA 
TGGTATTTTCTATAGCTAAGATTGTCTCTTGTATTCTGTTGGTGATGCTTGCATCTATGACTCCTGATCTCTTGCCTAGGTTTTCTATCTCCGG 
GTTTGTCTCCCTTTGTGATTTCTTTATTGTTTCTATTTCCATTTTAGATCTTGGATAGTTTTGTTCATTTCCTTGGCCTGTTTGATTGTGTTTT 
CCTGTAATTCTTTAAGGGAGATATTTATGTCCTTCTTAAAGTCCTCTATCATCATCATCAGGAGAAGTCATTTTAGAGCCCAATCCGGTGTGAT 
GTGTATGCAGGACTTGGTATGGTGGAAGAATTGGGTTCTGATGATGGCAAGTAACCTCGGTTTCTGTTGCGTGTGTTCTTACAGTTACCTCCTG 
GCATCTGATTATCTCTAGCGCTACCTGCCCTGGCTATGTCTGACTGGAGCCTGTCCTTGCTGTGATCCTAGTTGTATCAGAGCTCCTCGGAGTT 
CAGCTGTCTCTGGGATCCTGTGGTTCTGGGATTCTGAGATCCTGGGGTGTTGCTGGGTGCCTGGGTCCCTCCTGCTGGTCCCAGTTACTTCTGG 
TGGTGGAACAGGTGTTGCTCTCCTCCTCCACCTGATCATATCCTCCTTTTCCATATCAAGCATTAAAAGTGTTCTTAGGTTTAAATTTTATCAT 
CTAATGCTGGGCAATGGTGGCATACACCTTTAATCCCAGCAGTCAGGAGGCAGAGGCAGGTGGATCTCTGTGAGTTTGAGGCCAGCCTGGTCTA 
C AG AGC CAATTCCTGG ACAGC CACGGGTGTATG AAG AAACC CT G CCTTGAAAAAC AAAAATAAGTTG AGTAAATAAATAAAT AAGTAGATATTG 
TCATCCAATGGAAAACAAAAACTAAAACTTGGAAAGGCTGGAGAGACAGGTCAGTGGTTAAGAGCACTGGCTGTTCTTCCAGCCGATCCGGGTT 
GAATTCCCAGCACCTTCATGTCAGCTCACACTTGTTTGTAACTCTAGTTCCAGGAAACACAGCACTTTTACAGACAGACATGAAGGCAAAACAC 



GAGCACTGGCTGCTCTTGCTGAAGAGCCAGGTTCAGTTCTCAGCACCCATATAGTGGCTCACATCCATCTAGAATGTCAGTTTCAAGGGATCCG 
AGACCCACTCCTGGCAGCCTCTGGCACTGTATGCATAAGGTGCACTTACATACATGCAGGCAAAACACCCATGCACATAAAATTAAAAACAAAA 



437 



WO 03/039484 



PCT/US02/36071 



SAGRES DISCOVERY 02-23 



CAAAACAAAACAAAAAAAAACTTTAAAAAAATCTCCAAGTCTGCATGTGGGGGAACTTCACCAGCCTCTCTTGAATCGTACACAGGCACGGCTG 

CCGGTGAAGTGGATGGCACCCGAGAGCTTATTTGAAGGGATCTACACAATCAAGAGTGACGTCTGGTCCTACGGCATCCTTCTCTGGGAGATAT 

TTTCACTGGGTATGTGTGGCACTCTGCAGGCCTCCTTGGGCTCTGGCTTTGTGTCCCCCACCCCTCTGTACCCTTCCTTTACCCTGCATGCCAA 

GGGCGGTTAACACACCACTCAAGACCCTAGCTTCTAGTCTTGCCTCTGTTGCCAGAGTTATTTGCTGACATCTGAGATCTTTCTTTCCCACACT 

CTGTAATTGATTAAGAGGCTTGGGGCCCTCTGGATCCACTTGCAGCCCTCAGTACAGGGTGGGTCTGGCACTGGGGAATTCTCTTTGCTTGTTT 

TCAGACAGAATGTATACCAAATAGACAAATAGGAAGAACAGTGTTTGTGAGGCCCCACTGAGCGCGTGTTTTTCTCAGGTGTGAACCCTTACCC 

TGGCATTC CTGTCGACG CTAACTTCTATAAACTG ATTCAG AGTGG ATTT AAAATGG AGCAG CC ATT CTATGCCAC AGAAGGG ATGTGAGT ACAG 

CCAGACCGGGGTTGGGTATCAAACATTTACCGTGTGCTCTAAGTCCTCCAGATGCATTGCAAAAACAAAAGCTTGATGGCTTTGTTGGTTTGTT 

TGTTTCTTCTTTCTGTTTTGTTTTCTTTTTGAGCCAAGGTTCCCCTGTGTAGCCCTGGCTGTCCTGGAATTGACTCTGTAAACCAGGCTGGCCT 

CAAACTCAGAGATCCAGCTGTCTCTGCCTCCTGAGAGCTGTTATTAAAAATGGGCACCGCTGGGCTGGTGAGATGGCTCAGTGGTTAAGAGCGC 

AGACTGCTCTTCTGAAAGCCCCTAGTTCAAATCCCAGCAACTACATGGTGGCTCACAACCAAACGTAATGAAAACTGATGCCCTCTTCTGGAGT 

ATCTGAGGACAGCTACAGTGTACTTACATATAATAAATAAATACATTTTTAAAAATGTGCACTGCCACCACACCTGGTTAAAACACACTTTCCT 

ACGACATTGCTGAGATCTTATTTATTTATATTTATTTATTCATCTATCTATCTATCTATCTATCTATCTATCTATCTATGTATCTAATGTATGT 

GAGTAT ACTGTC ACTATCTTC AG AGATAC C AG AAAAGGG CATTGG ATCCC ACTACAG ATGGTTGTG AAC CACCATGTGGTTG CTGGGAATTG AA 

CTCAGGACCTCTGGAAGAGCAGTCTTAACCACTTAACCGCTGAGCCATCTCTCCAGCCCTTGTTTGCTGTTTAAAAGCAGAGACATCTTGGTAC 

AGTGGCACCCACCTTTAATTCCCACAGCGAGGAAGCAGAGAGGCAGCCAGATCTCTGTGATTTGAGGCCAGCCTGGTCGACAGCCAAAGCTGTG 

TAGTGAGATCCTGTCTTGAAAAAAACAATCGCCAATCAATCAATAAATTGGGGGGGGGGGGCAGGAAGGGCAAGGAGACACTTGCCTATAATCG 

CAGTACTCCAGAGGTAAGGTATGAGGCTGTAGGCTAATCTGTGCTAATAGCAAGACAAGAAAGGAAGGAAGGAANNNNN^ 

NNNNNNNNNNNNNNNl^GAGGGAGGGAGGGAGG 

AGGAAGGAAGGAAGGAAGGAAGGAAGGAAGGAAGGAAGGAAGGAAGGAAAAGAAAGAAAGAAAGCTTCAGGTAGCTTGCGCCCTCTTGGGCAGC 

CTCCAAGGCTTCATTCTTCTGCTTGTGGTACCTGAGGATTTGACTTCACCTCACTCTCTGGTGTGGTACCAATTCTAGTCTTCCCACAAAGCCA 

GCAGCGCACAGTGCACAGCCCCCACCCCCCACCCCCATGCTGCCCTGGGTGTGAACTGTGGGTGGAGCCTTGCCAAGTTCATTCACACCCCCTC 

AGCTCTGCTCTGTTTTGCTCTCTCACAGATACTTTGTAATGCAATCCTGCTGGGCTTTTGACTCAAGGAAGCGGCCATCCTTCCCCAACCTGAC 

TTCATTTTTAGGATGTCAGGTGGCAGAGGCAGAAGAAGCGGTACGTGGAGGCTTGGCTTAATCATAACGGTCCCCAGGGAGATGTGTGGGTGTC 

ACACCGGGCACTAATGGCCTCAGATCCGGTTTAGGCCGACCATCTTTCTCACCTCACTTTGCCTAGATTACCCTTCCACAGTCCTGTGCAGAAG 

ATGTACTATCTGGTGTGGGCTTGGGGGCGGGGCTTTCCTGTGATTTCATCCAAGTGATTAATAGGTTAAAAGCTCTTAAGGGTCCAGTGCAAAG 

GGCTAGACAACTAAATAAACCTTAACTCCTCCAGGAGCCACTGGCCTTTTCTAAGTCAACATGGTGTGAGGGTGGGTATGGATGGGAAGGGCTT 

TAGCCCAAAGCCCTGAGGACCCATTCAGTCTCTGCTGCTCATTCCCCACTGATCTGAACGATGGCAAGTTTCTTCTTTGGCCTCGGTGTTCCCA 

TCTGTAAAATGGGTTGCAAAGGTAAATGATCCTCAAGCAGCAGGATCTTGGTATTACGTCATTAGCCCCTCCTCGTTAGCACTCTTAGCACAGG 

AGAGGTCTGCTCCAGATAAGGGTGGAGCCTTGAACACTCAGAGCCCAGGTTCAGATCCTGCCTCCGTCACTAGTGTCTCACATAGTGACTCACA 

TAATGTCTCACATTAGTGACTTTAATGTCACTAATGTCTCACGTAGCATTTGCAACTTTAGACTTTAATGTGGACATCTTGTGGGATGATAGTT 

CTGTAAAGGACAAATCACCTGCCATCTGCCCTTTTCCTACTTTTTATTAAAAATGAGTGGCGGGCTGGTGAGATGGCTCAGTGGGTAAGAACAC 

CCGACTGCTCTTCCGAAGGTCGAGAGTTCAAATCCCAGCAACCACATGGTGGCTCACAACCATCCGTAACGAGATCTGAGTCCCTCTTCTGGAG 

TGTCTGAAGACAGCTACAGTGTACTTACATATAATTAATAAATAAATAAACAAATAAATAAATATAAATAAATAAATAAATAGATTTAGTCTTT 

TAAAAAAAATGAGTGGCTGCTGTTTCAGAAAAAAACAAAACCCATGGAGGGGACTGGACAGATGGCTCAGTAGTTAGAGCACTGGCTGCTCTTG 

CAGAGGATCAGGGTTCAGTTCCCAGTAAACAGGGTAGCTCACAGTCACCTATACCTCCTATTCCAGGAGCTCCAGCGCCCTCTTCTGGCCATTG 

CAGGCACTGCATTCAAATACTGACACAGGTGCACACTTGCACACATAAAGTAAATAAAACTTCAAAACAAGCCTGGAAACTACCCAAATTCATA 

GTTTTATATTTTTAAGATTATTTTACTTTTCAATTACATGTAGTAGTGTTTACAGGGACCCTCAGAAATCAGAAGAGGGTGTCGAATCCCCTGG 

GGCTGGAGTTACAAGCAATCGTGAGCCACCTCACATGGGCTCTTAGAACCAAACTCAGGTCCTCTTCAAGAGCAGCAGGTGTTCTAACCACTGA 

GCCATCTCTCCAGCCCCTAAACTCATACTTCATGATCTGTATAAAAGTAAGGTGTATTTAAGTACTGTGCTTTCTAGGCACACAGGCGAGTCCT 

GCTCAGCCGGTCATTCTTCTCCCTTTCCAGATGTATCAGAACATGGGTGGCAACGTCCCAGAACATCCATCCATCTACCAAAACAGGCGGCCCC 

TC AGCAG AGAGG CGGG CT CAG AG CCGCC AT CGCC ACAGG CCCAGGTG AAGATTC ACAG AG AAAG AAGTTAGCGAGG AGGNNNNNNNI^^ 

NNNNNNNNWNNNNNNNfc^ 

NNNNNNNNNNNNNNN^ 

-TTCTTGTAAATACGTGAAACAAACCAAACCCGTTTTTTGCTAAGGGAAAGCTAAATATGATTTTTAAAAATCTATGTTTTAAAATACTATGTAA 
CTTTTTCATCTATTTAGTGATATATTTTATGGATGGAAATAAACTTTCTACTGTAGAAATGTTGGTTCTTGTTCCTTTGCGTGAACTATAAGCT 
CATGGCCTCATCTGTATGTGAGATTTCCTGTTTTTCTGTTTGTTTGTTTGTTTGTTTTTTGTTTCTCTTGAGCAGGTGCATTCTTGGGGGATGC 
TTGGTGTTGTTTGGTTTTGAGACAGGATCTAGTTATATTGCTCAGGCTAGCCTCAAACCCGAGATCTTCCTGCCTCTGCCTCAAGTCTTGGGGT 
TAACGTCATCACACCCGACGAAGGTCAGCTCTTCACCAAAGTGTTAAAGCATCCTGAGCCGACCAGGCTGAGGACCGCGGGCACCACATCTGAT 
CGGTTCTCCCATTCCCTCCTCATTCACTTCTGATCTTTTGAAACTGAGCAAGCTCCAGCCCACAGGTTTATAAACTCGCCTTGCTTTGTCCCTT 

GTAGCAGAGGATGACCTGGACCTTCTGGTCCTCGTGTCCCCACCTCCCGAGTGCTGGGATCCCGGTGTGTGCCACCATGCCCGGCTTCGCCTGA 
TTCTTTAGCTAGCCTCTTTGCCATCTAAGTCAGAGGTTCTCAACCTTCCTAATGCTGCTACCCTTTAATACAGTTCCTCATGCTGTGGTGACCC 
CC AAC C ACG AAATTATTTC ATTGCT ACTTCATAACTGT AAGTTTG CTACTGTTATG AATCGC AATGTAAATAAC CTGATGTG C AATGG CTAGAG 
GGTCACGATCCACAGGTTGAGAATGCTGCCCTACTGTGTCTCTTAGCTGCTGCAAGTTCCGTCTCCCTAAGCATTGACTTGGTGTGTGGTATGG 
TATGGTGTCTTGTAAGCACCAGGTCTCTCCATTGATCCAGCTTCCACCCCTCTGCCTCTTTGCTTCTTTCACCCCCTAGATACTAGCTGCATAA 
TGTTTTCTCTCTAGCCAAAACCGCCTGGATGGTCCTGGATGTGTCTGGGCGTTTCCCAGCCCCCTCTTCTGCCTCAGTCTCTGTTTCCATGCCC 
ATCAAGAATAGCTGCCTCCGTGGCAACCTGTGAGATCTTCTTGTCTATATCATTAGGTTGTCTCTGCACAGACAGCCTACCTATGTGATGCTGT 
AATTAGCTTTTGTGATAATGTCCTCTCTCTTCTCTCTTTATTTATTTATTTATTTACTTACTTACTTACTTAATGTATTTGAGTACAGTCATTG 
TCTTCAGACACACCAGAAGAGGGCGTCAGATCTCATTACAGATGGTTGTGAGTCACCATGTGGATGCTGGGAACTGAACTCAGGACCTCTGGAA 
GAGCAGTCAGTGCTCTTAACCCCTAAGCCATCTCTCCAGCCCATGTCCTCTCCTTTAAGCTGGAGTTTGAGCCGTTTGAAGGCGGATGTGATTT 
AAGTGAATCCAAACACTCAGCTCCACGGAGGTAATAGGTATAAACAGACATTTGGTTACTTTTTAGCCTACTCATGTAAAAGCATAAGATATGC 
TTGATGGCAAACATTCAGCTAATATTGTTTTTTATTTAGGTGAGTGGTGGTTAGCCATGTAACAAGCGTTGGAACACCTCTCCAGCTGAGCTCC 
GGTTCAGGTGTATCTCTCCTACCTTCCTGTCTGAATGTATTCCTACCACACACACATGAGCATGCGCAGACGCACACACATGAGCATGCGCAGA 
CG CACATACATG AGC ATACG CAG ACG C AC AC AC ATG AGC ATG CGCG CG CG C AC ACACAC AC AC AC AC AC AC ACAC ACAC ACAC AC AC ACGAGTG 
GCAAGGCGGGGGTGCAGGATGCAAATGGGAAAGAAGTCTTTGTATTAGTTACCTTACTGTTGCTATGATAAAACAGACCTTGGCTTGCTGCAGG 
CTCTTGTTTACTGTTAATATTGCTGCTGAGAACATGGTATGGAAATTGGAAATACCCCCCCATCTCTCTCTGTCTCTGTCTGTCTGTCTGTCTG 
TCTGTCCGTCTCTCTCTCTCTCTCTCACACACACACACTTTTTAAAATATTTTATTTTATTCTGAGACAAAGGTTTTTTTGTTTTGTTTTGTTT 
TTGAGACAGAGTTTCTCTGTATAGCCCTGGCTGTCCTGGAACTCACTCTGTAGATCCCCTGCCTCTGCCTCCCGAGTGCTGAGATTAAAGGTGT 
GCCCCACCACCACAAGGGTTTTTTATGCACCCCAAGCTGGCCTTGAACTCGAAATCCTCCTCCTTGGCCTGCTGAGGTCCTGCACTGCTTCTTC 
ACATTGGCCTTCACAGCTGTCTCTGTCGCTTACCCCTGAGAACCTAATGTGGAACCCGAGGCCAACTCTCAGCCTCCCAGGCACAGCCTAGTGG 
TTTGCCGACGTTCCTTCTCTCTCTGTTAGCTACCAATGGTCTTTCTCGCTTTCTCTGTCTTCTCTGTCTTGATGGAATTGGAGGAGGCAGAAGA 
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GATACAGGAATTTGCAAAGCCCGTTGAGCTACTTGTCGTGAGATGTGTGTTGATAGAGCAAGGCAGAATAGTGATGTGAGCTACCCAAGCCTCT 
TCCTTCTTTCAAAGTGATTTTGCCCAGGGCATGTGCACATTGTGTCTGTGACATCCCTCTGGATGGAGCCAAACACACAGTCACATCTGGAGTC 
ATGTCCTTGTGTGCAGCGTTAAAACCCTCAAAGGACTTCATTTCCACGGAAATGGATATTCTCTTGTGGGTTTCGTAAAAGTGGTTTTATAGCC 
TTAATACTACCAAATGCTTCTTTTAATAGCATAATATTGGGGCTGGAAAGACAGTTAATAGTCCATACTGCTATTGTGGAGGACCTGAGTTCAA 
TTCCTAGCACTCACAACTGGAACATCACAGCCTCTGGCAACTCCAGTTCTGAGGGATCTGACGCCCTCTACTGGCCTCCATGGGCACTGCATGC 
ACATAGTGCATACACACACTCAGGCACATACACATAGACATAAAATACATAAATCCTTCTTTTAAAAAGCGTAATATTGAGTTGTTCTTCAAAG 
ATGTATTC ATGTTATG CAGTG ATCATC C CTAAT CTGAAATACTAAAACC CAG AATCTGAGCTTG ATGAAC ATC CGC ATAATAGGT C AC ACACAC 
ACACAC AC ACACGGAAAAGAGAG AG AG AGAG AACT CG ATGCCTGG CCT C C AATGAAC AG ACGTTAG AATG AAGTG AGTTAAAATTAT C ACATC A 
AGTTACCACCAGGCTGTGTACATAAGGCACACATGAAATGTTAACTGATCCTTTGAATTATATGTGCAAAATTATTCCAGTCATAGCAAGTTTA 
GTCTGGTTCCTGTCACTCCAGCCAAGGGGTACTCTACCTGCCTTACCCCAAGCTGACATTGTCCATATTGCTGATGTCCTATGAAAACACACTC 
CTTGACCACCATCTTCAAACTAAGGACATTTGAATATGCTTCTGGGCTGTGTCGGGTAGAGGTTTGGAGCATCTCCTTCATAGAAAGTGAAGTC 
AGCAGAGGTGGAAACTTAAGGGCTCGTTGGAAAGTCAGTGGTGCGGGAAGGTGTTTGCTAAGGCAGACACGTGAAGGAATATTTAGCTGAAGCA 
GACACAGGAGAAAAGGATGTTCTGCTAAGGCAAGCATGTGATGAAGGACTCTTTGCTAACAACACGCATGCGTTAGTCCATCTTACGTTGTGTA 
GCTCTATTTGTCCGGAATCTATAGAGAGAAATGCACCAAAACAAAACAAAACAAAAAACAACTTCTGGTGGTGTATTGTGGCTTCTTGCTGCTC 
C CAAGG ACTCCG ATTGGCAGAGTAATGT C AG CTG AGAC AGTCGCACAGGATG AGG C AAG AC CTGTGG AGG ACACGTGATGATTGG ATGG AGTAT 
AAGTAGAACTCAACAGACAGTCATGGAGACTGAGCTTGGCTTGTTTATAGAGCTAGCTGTGCAATGCTTGTTGATCTCTTGTCTTCACCAGTCT 
TCGATTCCCCGAGAGAGGCACAGCTAAGAACTTCTCCTGTGTCCCTCTGGGTCCTTCCTGCTGACTCTGCTAGGTAGGTTGTGCCACCGCTGCT 
GATTCTGTTTGCTGTCCCGGCTCTTCCAAACTGGACTGCTGATGTTTCTGTGAAGTGTTTGTGCGTGGATCGAGCTGCTGACCTGTGAACTGAA 
CTGCTAATTTCCAGACAGCACAGACCGGAGTTGCTCTAAAGAACCTTTCTAAACAGGTCCACTTTCCCCGTATCCTCCCCCCCCCCCCACTTCC 
TCTGGTGGGTGGTGGACTAAAAGGGAGGTTAAAGCATTTAAAAGCCATCATTAAAAATAAGGATTGGCAGAGCCGCACTCAGGCACTGCAGCGC 
AGCTCAGGTCTGCACCAGGCGCGCGAAGGTGAGCCAGAGCCAAGATGGCTGTCCTTTCTAAGGAATATGGATTTGTGCTTCTCACTGGTGCTGC 
CAGCTTTGATATGGTGCTCCACCTAGCCATCAACGTGGGCAAAGCCTGCAAGAAGGACAAGGTAGAGTACCCTGTCACCTACAGCATGGATCCT 

TTAACTACCCCCGTATAGCTTCTGGCCTGGGCTTGGCCTTGATTTCTTGGACGAGTTCTTTACACATATGGAGACCCTAGCAAGCGGTATCGAG 

GAGCCACGGGGCTCTCTTGCCCTCTTTACTCTGATGGGCACCGCCATGTGCTCTGCTTCCCAGCATCCTCTGCTTCCCAGCATCTTGGCTGGAT 

CAGACCGGGCTTAAGCTGCGGGTCCAGATCCTGCCACTGAGGAAAGGGGGGCCGGGGGGGGGCTTCCTATTCTCATTTGCCTCCTACGACTCAT 

CCTGATTTCCAGTTCCACTGTTTAGTTTTTGTTGTTGTTTTAAATATAATAAAAACTTACCTGACATCAGCCTCATACCTAAAAATGAAGAAAT 

AAAAATAAAAATAAGGATTGAAAAAGTTAAGGTTACAGTTAGGATCACAAAGCATGCCCCTGTTCACTTTAGTGTGGGCCAAGCTGTGTCCCCT 

GAGGGGAGGGTACCCCTCTTTTTCTTTCCCTTTCTTCCTTCCTTTCTGTCTCTTTTCTTCCTTCCTTCCTTTCTCTTTTAAAAATGTATTTATT 

TTATTTGTATGGGTGCTCTATCAGTACCTGCGTGACAGAAGAGGGCATCAGATGCCATTACAGATAGTTGTGAACCACCATGTGGTTGCTGGGA 

ATTGAACTCGGGGCCTCTGGAAGAGCAGTGTACTGGCTGGTTTTGTGTCAACTTGATACAGCTGGAGTTATCACAGAGAAAGGAGCTTCAGTTG 

AGGAAATGCCTCCATGAGATCCAGCTGTAAGGCATTTTCTCAATTAGTGATCAAGGTGGGGAGGGCCCTTTGTGGGTGGTGCCATCCCTGGGCT 

GGTGGTCTTGGGTTCTATAAGAGAGCAGGCTGAAAGCCGGGCGTGGTGGCGCACGCCTT^^ 

NNNNNNNNNNNNNNl^^ 

NNNNNNNNNNNKTCJN^^ 

NNNNNNNNNNNNNNN^^ 
ISnSTNNNNNNNNNNNNNNN^ 
NNWNNOT5NNHNNNNNNNN^ 
NNNNNNNNNKTNNIS^^ 

NNNNNNNNNNNNNNNNNOT 

NNNNNWATGGGCCCACTAGGGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTAAAACAGTAATTATGGAAGATGTTAGTCATGAAC 
TTGATAAGCAGTTGTGGGAAGCATAGGGGGAGTTAGAAGGGAAAGAAAGGGGGGTAGATTTCAAATTTCTGAAAAAAAATTTTTTTAAAGGGAA 
GACATGGCAAGTAGTACCCTAGTTATGGCCCAGCAGGATGCCTCTCCATCCCCCACCCCACCCCTACCCCGTGAAGAACACCACCAGTAACAGC 
CTTAGATAAACTGCTGCTGTGATAAAACACTTACCAAAAACAATCTAGGGAAGGCAAAGGTTTGTTTCAGTTTATAGTTTATAGGCTGTTGTTG 
AAAGAATCCAAGCCAAGAACTCAAGGTGAGAACCTGGAAGGCAGATTCAACCCTCTCTTCTTGGGCACAAACACACACACACACACACACACAC 
ACACACACACACACGCTTGTACACATACAAAATACACCTAATTAAAAAAATATTTTTTTAAACGAGAGAAGATAGCACACTCCACCAGAGGCAC 
CTTACCCTGTTCTGTTTACACTAATTAAGTCTATGTGGTGTTAAGCATTTAGAGTTCAAAGAAAGATTAAAACGCAGTGCCTGTGCTCTAGAGC 
AACAGCAAGGACAGATGAGGTGCTTGTGAGTTACCGTGTGGGTGCTGGGGACAGAACCAGGGTTGTCCCTGAGGACACTGTCCTGGTAATCCAG 
GCAGGTCACAGGGCCACCTGTTTGGTCTGCATGTGGTACACAGATTACATGCAGGTAAAAGCATACGTGCACACAGACAAGATGGTAATGGCAC 
CAAGTGTCTGTCTCATTACATACGGCCACCGCCGCCACCTCTTGTTATGGCAATGCCTCGGGTGGAATCATTCTTTCTGCAGAAGTCTCTGCTC 
TCCTGATCATAGCCTTAAGCGGAGGTGGCGGATAGCTCAGTATTCGGGTGCTCCTCGAGCATGCGTGAGACCCTGGGTTCTGTCTCCAGCACAC 
ATATTAC C C CTAC C AC CAAC AAAAC AGTTAAACCTGTGTTTCTCAT CGCAGGACCGTTCTGGATAAGCTC CTCCC AG AGATATTTAAACCAGGG 
TCAGCTGCCCTTGCACAGGGCCAGCATGTGTGTTCAGCAAACACAACCCATGAGGAGGAATTAGCTCACTCGCTCGATGAGAGCGGACCACAGG 
CAGGGCAGAACACTGCCTCCAGTCCAGGATCAGCCATGGACATGGTGAAGGTCAATTCCATGGACTTCGGAGAATTTGTGGATGTGTTTGGGAA 
CATTGTTGAGAAATGCCCTCTGATTGCCGCTGCTGTCTGGTCCCAGCGTCCATTCTCTGGCTTGGAAGACTTAGAAAATCACTTTTTTGCCTTT 
ATTGATGCTCTCCCGAGATCAGGTAAGACTTCAGGACCGTGTGCGCGAAGTCATTTTCAATATTGTATATAAAAATATTTTAGATTACTTTAGC 
CTCCTTACTCAGTTATTTAGCCGGGATTATTAGAAGGATCAGTAGACATCCTTTCAAACGCTAGTCTCTTGAAGGTGGACACAAGAACATGGGG 
GCGGGATGGGCAAGGTAGCATGGATGGCCGAGGACAGCGGAGGCAGAGGGAGGACAATCTCTGAGGTCGAGACCAGCCTGATCTAGAGCGAGTT 
CCAGGACGGCCAGGGCTATTGGAGGTCAAGAATGGGAACAGGGCAAAGGGCTTGGTGACTCAGAAGCTGAAGGCCCACTTTGGCAATGCCCTGG 
ATGAAAGAGAGGATAGCGAGGACCTCCCAGGGACCCCAGAGAGGAACGGGAAGCGCTGAGCGATTTTCAAAAAAAAAGGGCCGGTTTGGACCAG 
ACAAGGATGCATTCATTTAGATCCCAAGACTCTTTGCAGAGAGAAGTAAAATGGGAGCAAAGCAATGTTTTCTGGGGAGAGTGGGCCACAGGGT 
GGGGAGAAGAGGGGGTAGAGGTTTATTCAGGATGGCACAGCGGCCGAAGGTCCAAAGGTACATAGTCCCTGTTCATAGGCTACTATGGGTTCTG 
AGAATAAACCCGACATGCCCTTGGGGAACAAAGTCAGAGGGTAGGAGTCACCTGCCCTTGAGACTGTTCTTAGTCTTCGGTCAGGAGGGTGGTC 
TCAGGACAGAGCAGGCACTCGCAGCTGCGTTCAGTATGGCTGTGACACTCTGTGGATTCTCAGACTCCTCTGTATGGCTGCCTATGAGAACTTA 
CAGAGGAAGAGCACAGGTCCAGGTTATAAAATCAAGCTGAGGACTGGAGAGATGGCTCAGCAGTTAGGAGCACTGGCTGCTCTTCCAGTGGACT 
GGAGATCAATTTTAAGCACACATTCCCCACCCCCCAAAGATGCTCGCAAAGGCGTCTAACTCCAGGATCTGGTGTCCTGCTCTGGCCTCCGTAA 
ACACCAAGGACACATGTGATGTGCAGACATACATGCAAACAAAACACTCAAATATGTGAAATTTAAGTGTGTGTGTGTGTGTGTGTGTGTGTGT 
GTGTGTGTCTATCTGTCTGTCTATCTGTATGTATGTTTGCAAATCAACTAATCAACTCAGGGTCTTTCTTGCTTATCCTGGGCACTCTACCACT 
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AAGATGTACTCAATCTTTTTCACAATGTTTCTAGAACAGAGAGAGAGAGAAGAGGAGAGGAGAGGAGAGGAGAGGAGAGGAGAGGAGAGGAGAG 
GAGAGGAGAGGAGAGGAGAGGAGAGGAGAGGAGAGGAGAGGAGAGGAGAGGAGAGGAGAGTCTCAATGTATTTGAAGGGTCATTTAAAAATCCT 
TAATGGGAAGTGGTGGTGAAC 

MOUSE SEQUENCE - mRNA 

GCGGCCTGGCTACCGCGCGCTCCGGAGGCCATGCGGGCGTTGGCGCAGCGCAGCGACCGGGGGCTGCTGCTGCTTGTTGTTTTGTCAGTAATGA 
TTCTTGAGACCGTTACAAACCAAGACCTGCCTGTGATCAAGTGTGTTTTAATCAGTCATGAGAACAATGGCTCATCAGCGGGAAAGCCATCATC 
GTACCGAATGGTGCGAGGATCCCCAGAAGACCTCCAGTGTACCCCGAGGCGCCAGAGTGAAGGGACGGTATATGAAGCGGCCACCGTGGAGGTG 
GCCGAGTCTGGGTCCATCACCCTGCAAGTGCAGCTCGCCACCCCAGGGGACCTTTCCTGCCTCTGGGTCTTTAAGCACAGCTCCCTGGGCTGCC 
AGCCGCACTTTGATTTACAAAACAGAGGAATCGTTTCCATGGGCATCTTGAACGTGACAGAGACCCAGGCAGGAGAATACCTACTCCATATTCA 
GAGCGAACGCGCCAACTACACAGTACTGTTCACAGTGAATGTAAGAGATACACAGCTGTATGTGCTAAGGAGACCTTACTTTAGGAAGATGGAA 
AACCAGGATGCACTGCTCTGCATCTCCGAGGGTGTTCCGGAGCCCACTGTGGAGTGGGTGCTCTGCAGCTCCCACAGGGAAAGCTGTAAAGAAG 
AAGGCCCTGCTGTTGTCAGAAAGGAGGAAAAGGTACTTCATGAGTTGTTCGGAACAGACATCAGATGCTGTGCTAGAAATGCACTGGGCCGCGA 
ATGCACCAAGCTGTTCACCATAGATCTAAACCAGGCTCCTCAGAGCACACTGCCCCAGTTATTCCTGAAAGTGGGGGAACCCTTGTGGATCAGG 
TGTAAGGCCATCCATGTGAACCATGGATTCGGGCTCACCTGGGAGCTGGAAGACAAAGCCCTGGAGGAGGGCAGCTACTTTGAGATGAGTACCT 
ACTCCACAAACAGGACCATGATTCGGATTCTCTTGGCCTTTGTGTCTTCCGTGGGAAGGAACGACACCGGATATTACACCTGCTCTTCCTCAAA 
GCACCCCAGCCAGTCAGCGTTGGTGACCATCCTAGAAAAAGGGTTTATAAACGCTACCAGCTCGCAAGAAGAGTATGAAATTGACCCGTACGAA 
AAGTTCTGCTTCTCAGTCAGGTTTAAAGCGTACCCACGAATCCGATGCACGTGGATCTTCTCTCAAGCCTCATTTCCTTGTGAACAGAGAGGCC 
TGGAGGATGGGTACAGCATATCTAAATTTTGCGATCATAAGAACAAGCCAGGAGAGTACATATTCTATGCAGAAAATGATGACGCCCAGTTCAC 
CAAAATGTTCACGCTGAATATAAGAAAGAAACCTCAAGTGCTAGCAAATGCCTCAGCCAGCCAGGCGTCCTGTTCCTCTGATGGCTACCCGCTA 
CCCTCTTGGACCTGGAAGAAGTGTTCGGACAAATCTCCCAATTGCACGGAGGAAATCCCAGAAGGAGTTTGGAATAAAAAGGCTAACAGAAAAG 
TGTTTGGCCAGTGGGTGTCGAGCAGTACTCTAAATATGAGTGAGGCCGGGAAAGGGCTTCTGGTCAAATGCTGTGCGTACAATTCTATGGGCAC 
GTCTTGCGAAACCATCTTTTTAAACTCACCAGGCCCCTTCGCTTTCATCCAAGACAACATCTCCTTCTATGCGACCATTGGGCTCTGTCTCCCC 
TTCATTGTTGTTCTCATTGTGTTGATCTGCCACAAATACAAAAAGCAATTTAGGTACGAGAGTCAGCTGCAGATGATCCAGGTGACTGGCCCCC 
TGGATAACGAGTACTTCTACGTTGACTTCAGGGACTATGAATATGACCTTAAGTGGGAGTTCCCGAGAGAGAACTTAGAGTTTGGGAAGGTCCT 
GGGGTCTGGCGCTTTCGGGAGGGTGATGAACGCCACGGCCTATGGCATTAGTAAAACGGGAGTCTCAATTCAGGTGGCGGTGAAGATGCTAAAA 
GAGAAAGCTGACAGCTGTGAAAAAGAAGCTCTCATGTCGGAGCTCAAAATGATGACCCACCTGGGACACCATGACAACATCGTGAATCTGCTGG 
GGGCATGCACACTGTCAGGGCCAGTGTACTTGATTTTTGAATATTGTTGCTATGGTGACCTCCTCAACTACCTAAGAAGTAAAAGAGAGAAGTT 
TCACAGGACATGGACAGAGATTTTTAAGGAACATAATTTCAGTTCTTACCCTACTTTCCAGGCACATTCAAATTCCAGCATGCCTGGTTCACGA 
GAAGTTCAGTTACACCCGCCCTTGGATCAGCTCTCAGGGTTCAATGGGAATTCAATTCATTCTGAAGATGAGATTGAATATGAAAACCAGAAGA 
GGCTGGCAGAAGAAGAGGAGGAAGATTTGAACGTGCTGACGTTTGAAGACCTCCTTTGCTTTGCGTACCAAGTGGCCAAAGGCATGGAATTCGT 
GGAGTTCAAGTCGTGTGTCCACAGAGACCTGGCAGCCAGGAATGTGTTGGTCACCCACGGGAAGGTGGTGAAGATCTGTGACTTTGGACTGGGC 
CGAGACATCCTGAGCGACTCCAGCTACGTCGTCAGGGGCAACGCACGGCTGCCGGTGAAGTGGATGGCACCCGAGAGCTTATTTGAAGGGATCT 
ACACAATCAAGAGTGACGTCTGGTCCTACGGCATCCTTCTCTGGGAGATATTTTCACTGGGTGTGAACCCTTACCCTGGCATTCCTGTCGACGC 
TAACTTCTATAAACTGATTCAGAGTGGATTTAAAATGGAGCAGCCATTCTATGCCACAGAAGGGATATACTTTGTAATGCAATCCTGCTGGGCT 
TTTGACTCAAGGAAGCGGCCATCCTTCCCCAACCTGACTTCATTTTTAGGATGTCAGCTGGCAGAGGCAGAAGAAGCATGTATCAGAACATCCA 
TCCATCTACCAAAACAGGCGGCCCCTCAGCAGAGAGGCGGGCTCAGAGCCCAGTCGCCACAGCGCCAGGTGAAGATTCACAGAGAAAGAAGTTA 
GCGAGGAGGCCTTGGACCCCGCCACCCTAGCAGGCTGTAGACCGCAGAGCCAAGATTAGCCTCGCCTCTGAGGAAGCGCCCTACAGCGCGTTGC 
TTCGCTGGACTTTTCTCTAGATGCTGTCTGCCATTACTCCAAAGTGACTTCTATAAAATCAAACCTCTCCTCGCACAGGCGGGAGAGCCAATAA 
TGAGACTTGTTGGTGAGCCCGCCTACCCTGGGGGCCTTTCCACGAGCTTGAGGGGAAAGCCATGTATCTGAAATATAGTATATTCTTGTAAATA 
CGTGAAACAAACCAAACCCGTTTTTTGCTAAGGGAAAGCTAAATATGATTTTTAAAAATCTATGTTTTAAAATACTATGTAACTTTTTCATCTA 
TTTAGTGATATATTTTATGGATGGAAATAAACTTTCTACTGT 

MOUSE SEQUENCE - CODING 

ATGCGGGCGTTGGCGCAGCGCAGCGACCGGCGGCTGCTGCTGCTTGTTGTTTTGTCAGTAATGATTCTTGAGACCGTTACAAACCAAGACCTGC 
CTGTGATCAAGTGTGTTTTAATCAGTCATGAGAACAATGGCTCATCAGCGGGAAAGCCATCATCGTACCGAATGGTGCGAGGATCCCCAGAAGA 
CCTCCAGTGTACCCCGAGGCGCCAGAGTGAAGGGACGGTATATGAAGCGGCCACCGTGGAGGTGGCCGAGTCTGGGTCCATCACCCTGCAAGTG 
CAGCTCGCCACCCCAGGGGACCTTTCCTGCCTCTGGGTCTTTAAGCACAGCTCCCTGGGCTGCCAGCCGCACTTTGATTTACAAAACAGAGGAA 
TCGTTTCCATGGCCATCTTGAACGTGACAGAGACCCAGGCAGGAGAATACCTACTCCATATTCAGAGCGAACGCGCCAACTACACAGTACTGTT 
CACAGTGAATGTAAGAGATACACAGCTGTATGTGCTAAGGAGACCTTACTTTAGGAAGATGGAAAACCAGGATGCACTGCTCTGCATCTCCGAG 
GGTGTTCCGGAGCCCACTGTGGAGTGGGTGCTCTGCAGCTCCCACAGGGAAAGCTGTAAAGAAGAAGGCCCTGCTGTTGTCAGAAAGGAGGAAA 
AGGTACTTCATGAGTTGTTCGGAACAGACATCAGATGCTGTGCTAGAAATGCACTGGGCCGCGAATGCACCAAGCTGTTCACCATAGATCTAAA 
CCAGGCTCCTCAGAGCACACTGCCCCAGTTATTCCTGAAAGTGGGGGAACCCTTGTGGATCAGGTGTAAGGCCATCCATGTGAACCATGGATTC 
GGGCTCACCTGGGAGCTGGAAGACAAAGCCCTGGAGGAGGGCAGCTACTTTGAGATGAGTACCTACTCCACAAACAGGACCATGATTCGGATTC 
TCTTGGCCTTTGTGTCTTCCGTGGGAAGGAACGACACCGGATATTACACCTGCTCTTCCTCAAAGCACCCCAGCCAGTCAGCGTTGGTGAGCAT 
CCTAGAAAAAGGGTTTATAAACGCTACCAGCTCGCAAGAAGAGTATGAAATTGACCCGTACGAAAAGTTCTGCTTCTCAGTCAGGTTTAAAGCG 
TACCCACGAATCCGATGCACGTGGATCTTCTCTCAAGCCTCATTTCCTTGTGAACAGAGAGGCCTGGAGGATGGGTACAGCATATCTAAATTTT 
GCGATCATAAGAACAAGCCAGGAGAGTACATATTCTATGCAGAAAATGATGACGCCCAGTTCACCAAAATGTTCACGCTGAATATAAGAAAGAA 
ACCTCAAGTGCTAGCAAATGCCTCAGCCAGCCAGGCGTCCTGTTCGTCTGATGGCTACCCGCTACCCTCTTGGACCTGGAAGAAGTGTTCGGAC 
AAATCTCCCAATTGCACGGAGGAAATCCCAGAAGGAGTTTGGAATAAAAAGGCTAACAGAAAAGTGTTTGGCCAGTGGGTGTCGAGCAGTACTC 
TAAATATGAGTGAGGCCGGGAAAGGGCTTCTGGTCAAATGCTGTGCGTACAATTCTATGGGCACGTCTTGCGAAACCATCTTTTTAAACTCACC 
AGGCCCCTTCCCTTTCATCCAAGACAACATCTCCTTCTATGCGACCATTGGGCTCTGTCTCCCCTTCATTGTTGTTGTCATTGTGTTGATCTGC 
CACAAATACAAAAAGCAATTTAGGTACGAGAGTCAGCTGCAGATGATCCAGGTGACTGGGCCCCTGGATAACGAGTACTTCTACGTTGACTTCA 
GGGACTATGAATATGACCTTAAGTGGGAGTTCCCGAGAGAGAACTTAGAGTTTGGGAAGGTCCTGGGGTCTGGCGCTTTCGGGAGGGTGATGAA 
CGCCACGGCCTATGGCATTAGTAAAACGGGAGTCTCAATTCAGGTGGGGGTGAAGATGCTAAAAGAGAAAGCTGACAGCTGTGAAAAAGAAGCT 
CTCATGTCGGAGCTCAAAATGATGACCCACCTGGGACACCATGACAACATCGTGAATCTGCTGGGGGCATGCACACTGTCAGGGCCAGTGTACT 
TGATTTTTGAATATTGTTGCTATGGTGACCTCCTCAACTACCTAAGAAGTAAAAGAGAGAAGTTTCACAGGACATGGACAGAGATTTTTAAGGA 
ACATAATTTCAGTTCTTACCCTACTTTCCAGGCACATTCAAATTCCAGCATGCCTGGTTCACGAGAAGTTCAGTTACACCCGCCCTTGGATCAG 
CTCTCAGGGTTCAATGGGAATTCAATTCATTCTGAAGATGAGATTGAATATGAAAACCAGAAGAGGCTGGCAGAAGAAGAGGAGGAAGATTTGA 
ACGTGCTGACGTTTGAAGACCTCCTTTGCTTTGCGTACCAAGTGGCCAAAGGCATGGAATTCCTGGAGTTCAAGTCGTGTGTCCACAGAGACCT 
GGCAGCCAGGAATGTGTTGGTCACCCACGGGAAGGTGGTGAAGATCTGTGACTTTGGACTGGCCCGAGACATCCTGAGCGACTCCAGCTACGTC 
GTCAGGGGCAACGCACGGCTGCCGGTGAAGTGGATGGCACCCGAGAGCTTATTTGAAGGGATGTACACAATCAAGAGTGACGTCTGGTCCTACG 
GCATCCTTCTCTGGGAGATATTTTCACTGGGTGTGAACCCTTACCCTGGCATTCCTGTCGACGCTAACTTCTATAAACTGATTCAGAGTGGATT 
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TAAAATGGAGCAGCCATTCTATGCCACAGAAGGGATATACTTTGTAATGCAATCCTGCTGGGCTTTTGACTCAAGGAAGGGGCCATCCTTCCCC 
AACCTGACTTCATTTTTAGGATGTCAGCTGGCAGAGGCAGAAGAAGCATGTATCAGAACATCCATCCATCTACCAAAACAGGCGGCCCCTCAGC 
AGAGAGGCGGGCT C AGAG C C CAGTCGCCAC AGCGCCAGGTG AAG ATTCACAG AGAAAGAAGTTAG 

HUMAN SEQUENCE - GENOMIC 

CACTGAGACGCACATGTTATCTTTCAAACAAGTCAATGGACTAGAATAAATCATCCTTTCTCAGCATGTGGTCTGTTGAACAACTGTGTAAGAA 

TCATCTGAGCAAATGTTTAAAATGTGGATTCCTGGCTCCCATTCCAGACATGCTGACTCAAAACTGGGGCAAAACGCTCAGACTCTGCTTTTTT 

AATGAGAACCTTTGGTGATTCCTATCACAGGTCTAGATCTGTGCTGTCCGGTACGGTAGCCACCAGCCACATGTGGCTATTGAGAGCTTGAAGT 

GTGTCTGGTCCAAATTGAGATGTACTCTAATTGTAAAATACACACTAGATTTTGAAGACTTAGTATGAAAAAAAGAATGTAAAATATATTATTA 

ATAATTTTTATATTGGCCGGGCTCGGTGGGTCACACCTGTCATCCCAGCACTTTATGAAGCCAAGGCGGGTGGATCGCTTGATCCTAGGAGTTT 

GAGACCAGCCTGGATAACATGGCAAAATCCCATCTCTACAGAAAATACAAAAATGAGTTGAGTGTGGTGGTGTACACCTTTAGTCCCAGCTACT 

TGGGAGGCTGAGGTTGGAGGATTGATTGAGCCCAGGTGGTCGAGGCTGCAGTAGCCATGATCACGTCACCGCACTCCAGCCTGGATGCAGAGCA 

AGAACCTGCCTCAAAAAGAAAAAATAATAATAAAATTAAAACAATTTTTACATTGATTATATATTAAAATGATAGTATTTTGGAT 

TCAGCGAAATATGTTATTAAACTTAATTTCACCTGCTTCCTTTTACTTTATACAGCCAACAGAATTTGTAAATGATGTACAAGGCTTGAAGTTG 

TGACTCACATTCTGTTTCATTGGCTAGCCCTGTTCTAGATGAAGAGTAGGAGTTCTTTTCACCTTGATTCCGCTAAGTGTTTGTTTCATGATTA 

TTGTTACTCTTTATACCTAAAAGGGATTTGTACTAAAAGTCCCTTGTTGGGACTTTTAGAATCTCAGTGCAGGGTTTGCATGGAGTTGTCTACT 

GTCTCTTACTGAAACCCCCCAATGTTCAGAGCATTCATTTTTAAAGTAATTAAGAATGCAGACTGGTCTGGGAGCTGACTGAAACACACTCCCC 

CAAACTCAGGGTTTGTCAACAGTGGCGCTGCTGGCATGTTGAGCTGGATAATTCTTTGTTGTGAAGGACTGTCCCGTGCACTGTAGGATACTTT 

TCAGCATCCCGGGTCTCCTCCCACTGGATGCCAGGAGCACATTCCCTTTTCCCAGTGTGACCAAAAATATCTCCAGACACTGCCAAATTGAGAA 

AAATAACCCCTGGCATTTTTTTTTTTTTTTTTTTTTTGAGAACCATTGCCTTAGAGGCATCAACCCACAGTCATCGTAAGCTGTTATTCAGAAA 



GTTCAAGCAATTCTCCTGCCTCAGCCTCCTAAGTAGCTGGGATTATAGGTGCATGCCACCATGCCCAGCTAATTTTTTGTATTTTTAATAGAGA 

GAGCCACCGCGCCTGGCCCATCAAGCTTTTAAATGTAGAAGGTTGGAGAGTCAGCCCCTCTTTACCCTAGTTGACTTGATTACCACTTGGCCTG 
TGTTCAGAAGGAAATCAGCATATCACTGTCCCCTCTCTCCTTTGTATCCTATCCCCATGTTAGATAAGCTCTTAGCATTATGGGAATCTCTTCT 
GAACCTGATTCAAAGAGAGAAGGGGTCGATTCAATTTAGTTCAACAAATATTACTTTAATATCCTCTTGATGGGTGTGATGCTGTGATGGGCTG 
CAAGAGTGAATAAGGTAATGTTGCTTTCCCTCTCCCGCAAGAATGTACACAGATTGCTACTGTGCTGGTGATATCTGGTATAACCTTTTGAGAT 
TTTACAGAATCGCCAGTTGGGGACCATGTCACTGACATATGGGTCATGGGCCAATGTAGTGGGCTGCTTCATGTAGTTTCATTCCATGGCTACA 
ATCCATACCCATGACCCCAGATTGTTATCCTATAGAGGTAGCCAAATGAATGAATTAGGTGAGCTCCTGACTCCTATAGCGTTTTGTACCTCAC 
TCATTCCTACTTATCTGGCAACAGATAAGTATGTATGTCACATCTCACCAGGGAGTTTATAAACTCTAAGAATAGGTATGCTGCCATATTTCTC 
TATCTTTGTACAATGCCTTGTTCAGTAAGTGTGTTTAATAAATGAATGAATTCATCATCATATCTGGAATGCAACTCACAGTGCAGTCTGGGCC 
AAAGATGAGT CGAC AGCAT C CTCTT C ACTGCAAGG ACC ACGCACATGGTTCTTAGCACAACACC CAGTACTC AGTGTTTATTGTTATTTGAAAG 
TTCTTGAAGAGCTACAGTGTTTGTGCTAATGATGTGCATTGTTGGTACTGATAATGTACCAGGTGTTATGGGCCACTGACGACACACAGCAAAG 
GAAAGATGGGCCCTCCTTCTTCATGAGAAAACATGCTCAAAGTACTGAACAAGAAACGAACAACACAAAATTTGAACACGCCTCTGAGTGCTCT 
AAATGTCTTTTTCTCTCCA'CATGAGGCTCTATGTTGAGATGGGGATGGAGGACTAGATTATAGTCAGGGGTAATTTCCACTTTTCTTTGTTTTT 

GTTCAAGTGATTCTCCTGCCTCAGCCTCCCTAGTAGCTGAGATTACAAGCATGTGCCACCCTGCCCAGCTATTTTTTTGTATTTTTAGTAGAGA 
CGGGGTTTTGCCATGTTGGCCAGGCTGGTCTCGAACTCCTGACCTCAAATGATACGCCCACCTCGGCCTGCCAAAGTGCTGGGATTACAGGTAT 
GAACCACCGCGCCTGGCCCTTCTTTTTGCTTTTTTTTTTGAGACGGAGTCTCGCTCTGTCACCCAGGCTAGAGTGCAGTGGCGCAATCTTGGCT 
TACTGCAACCTCCTCCTCCTGGCGGAGGTGATTAAGTGATTCTCCTCTCGGTGGAGGTGAGTAAGTGATTCTCCTGCCTCAGCCTCTCGAGTAG 
CTGGGATTACAGGCATGCACCACCACACTCGGCTAATTTTTGTATTTTTAGTAGAGACGGGGTTTCACCATGTTGGCCAGGCTGGTCTCAAACT 
CCTGACCTCGTGATCTGCCCGCCTTGCCCTCCCAAAGTGCTGGGATTACAGCCGTGAACCACCTTTCCTGGCTTCTTTTTGCTTTTTAGAGTCA 
GGGTCTTGCTATATTGCCCAGGTTGGATTCTAACTCCTGGGCTCAAGTGATCCTCCCGCCTCAGCCTCCTGAGTAGCTGCAACTTGGCGTGTGC 
CACTGCACCCGTCTTTCCTTTTGACTTTTTATTATAGAAAGTTTCAAATTTACTAATAAGTTGAAATAATAGTGCATGAGCATTCTTTACCTAC 
CACCTAGATTCAACAATTTAATTGAACCGAATTTGGTTTGTGAAGTACAATATTTTAGTCATGTATCAAGATTTTATAGGCAAAGTGATACAAT 
TTTTTAAAAATCTGTTACTGAAAGGCCCCTGTAATAACACTACCCCTGAAAAAACTTTGGTGTGGTCATGGTATGTGCACCAGAAATCTCTCGG 
CTTCCCCACTTTCATGGCTTCATTTCTCCAATTTACTTCCTCAAATATTACGCCAAAGTTTACTAGGGCTTGCCTTTATGTTTTATTAAATTAT 
AACTTTCTAGCCGTCCTGGTGTCCTGGTCCTGATAAAGGTTTCCAGGATATTTCACCCATTAGTTTGTATAATTTCCTATCTCTACAGACTTAA 
TTACAAATTCCAAATCTACCTTAGCTTTTTCCACTTTTATGGGAAAAAAAAAAGGAATAGGACTGTTGTAATTACTTAGTAACCTCTTCTGAAA 
CCTTCTCCTTAGCCTTGCCTAAGCCTGATGTTTTCCTTTTTCCTGAAATATTTAATTTTCCAACTCTGTGAATCTAAGTTTTGCCCACAGTAGG 
CACTAACCGAGTGCTTACGGGGTAAACAGCTGTGTGGTGGTCGTTTGGGTTCTGGGTGGTGAGCCAGGGTCCTGCTCAGAAGAACCACAAACTG 

AAGGAGTTGAGCCTTGAGCACAGACAGAAAGGAGGGAAAATGAGGGAAAAGTTTGAGTCTAGAGAAATACCAGCAGCTCCTACCTAAATGCCGT 
TCCCATTCACTTCTGCAGTTTGAGACAACATTCCTGGCTGCAGGTCTTCCCAAGACCCCACTCAGTTGTAAGTTATTAACCACATCTTAAGAAG 
CCATTCTGTGAGAATAAAAGATCCTTCTTTGAGCTCTTACCATGTGCAAAATCCTATAGGTGTATTACCTCATTTAACTCTCATAATCCCATTT 
TATGAAATGTGGAAATTGAGGCTAAATTACTTGCCCAATCACAGAAGGCAAAGCCAACACCCTTTATTCCTTCTTTTTTTCTGAAATTGCCTTA 
TAAAAACACATAATTCCACCTCCAGAGATAACATTGCAGACTTTTTCTATGTAAGCACCATGATAGAAACATACAATATGGATCTTTGTATAAA 
C ATGAAATAAGGTAC C ATTTGTAATCTGATTTTT C ACTTAAAAT ATATCATG AGTATCTTT CTATATTAATAAGTATGTTGTTATAT CTAC CTT 
ATTGCTGTAATGGCTGCATAGTATTCCACTTTTCAGAAATTTTTATTTTAACTAACTCCTGTTGATGGGCATCAACTTTACTTTTTTTTCTTTC 
TCTTTCTTTGACATTTTTATTTATTATTATTATTATTATTATTATTATTATTATTATTATTATTATTTCGGATGGAGGCTTGCCCTCTCACCCA 
TGCTGGAGTGCAATGGTGCGATCTCGGCTCACTGCATCCTCCACCTCAAGCGATTCTCCTGCCTCAGCCTCCCGAATAGCTGGGATTACAGGCG 
TGTGCCACCGTGCCCAGCTAATTTTTTGTATCTTTAGTAGAGACGGAGTTTCACCATGTTGGCCAGGCTGATCTCGAACTCCTTACCTCAAGTG 
ATCCTCCTCCTTTGGCCTCCCAAAGTGTTGGGATTGCAGGCGTGAGCCATCGTTCCCAGCCAAGAAACCCCTTTTCTTAGTTTTAATGAGAACG 
CATCTTCTTAGACACCGAGGTATTGTTTTACTGTAAACTCAAATGTCCTGACCTCCGTCTCCTGCCGGCTGGCCATTTGTAGAAAACCCCTAGG 
CGAAAGAGGAAGCTTTGCATCTCCCAATCAGCCTAATTAGTTAGTCCCCTTGGAATTCCCATGGGGTCAGGACACGGTTGTCATTGCAGTTGTC 
ATTGTTTCCAGGGTTAACTGTCATAAGCATGAGGAAAGGCAGTTTAAAGCCATTGGATATTCAGTTTTGTGTTCCTGCTATTTATGTGACCAAT 
TTCATACTTGGAGTTTGTTCAGAAGAGTGAAAAATGTTTCAAGTGCTATCTCTTCTAAACCATGGCAAACCACACTCTATTAAGACAGCACAAA 

TGGTGTCTCTGACATGCTCTCTGGTGAGCCACACTGGCTTCATTACCTCCTCTCTTCTCCTTTTTCAGGGTCTTTGGCCATTGTCCAGAGAGAA 
TTACACTTTCTCTCTTAGAAGCTCACGTCTTTCTTCTCTTGGGCCACTTCCACGCCAGCCTCTTCCACACTGCCTTCCTGAGGTCGGGCACTGG 
CATGGAGCTCTGTTTCCTCTTCTCCTCCCTAGGGTTGTAATCTGGCTTTCCCCCAATCTTTCTATTGTTTCCACTTCACCAGTGATTTCCTCCT 
TGTTGTCCAGAAATAGGTCAGGATAAGAAATTCCCCTTTTTGACTTCTTCAGCCTTCTTGTTAACAAAGCAAAAGAAGGTTAAACACCTCATTC 
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CTCCCAAGTAGCTGGGACCACAGGTGTGTGCCATCGCACCCAGCTAATTAAAAAAAAAAAATTGTGTAGAGACAAGGTCTTGCCATGTTGCCCA 
GGCCGATCTCAAACTCCTGGGCTCAAGTATTGCACCCTCCTCGGCCTCTCAGAGTGCTGGGATTACAGATGTGAACCCCTGCACGCACCCAAAG 
GTCAACTTTTAACTGCCTGAAACTTTTGATAGGTCAGAGAGATGAATTCTCTTGTTCACAATACACAGTCAGAATTACCTTGGCTTACGAGTTC 

AGTAGATTGGCAAGGCTGGTCTCAAACTTCTGGCGTCAAGCAGTGCACCCATCTCAGCCTCCCAAAGTGTTGGGATTACAGGTGTGTTTTGAGT 
CTTGGGGACCAACTGGGATTCTCTTGTCCCCTTTATCTTCTGTATCCAATCTAGCCCCTGCCATTTCTTTTTTTCTGGTGCCTCTAGGGTTTGC 
TCTTTTCTCTCCTTTCCCATTCTCCTCCATTAAACAACGCTCCCCTTGTCATGCTCCGAAAGCTCAAATCTGAACTTTTACTTCTCCTATCACA 
GAAACTTCCCACACTCCAACTGCTTATTACCCCTCTACCTTCACCACCAAATTGTAAATTCTGTGAGAACAGAAACCCAATTTTTTGAATTTGC 
TGTTGTGTCCTCAATTTCCGTCACAAACAGGTTCTAACATTGACAGTTGAATGAAGGAATGAATGAACGAGTTGTTGGATTGCTACAACTGCCT 
TTAAACTTCCAGTAAACTTTTGCTGCCATCAGCAGGTGCATATAAAACACTCTTCATAGGCCAAGCCACCCTGACTCATACCTGTTATCCCAGC 
AGTTTGGGAGGCCGAGGTGGGGAGGATGGCTTGAGGGCAGGAGTTTGAGACCAGCCTGGGCAACATAGTGAGACCCCATCTGTACAGAAAAATT 
AGATAAAATAAAATTAAGGCTAGGTGCAGTGGCTCATGCCTGTAATCCCAGCACTTTTGGAGGCCAAGGAGAGAGGATCACATGAGGTCAGGAA 
TTCAAGACGAGTCTGGCCAACATGGTGAACCCTGTCTCTATGAAAAATATAAAAATTAGCTGGCTGTGGTGGCGTGTGCCTGTAATCCCAGCTA 
CTTGGGAGGCTGAGGCAGGAGAATTGCTTGAACCCAGGAGGCAGAGGTTGCAGTGAGCCAAGATCACGCCACTGAACTCCAGCCTGGGCGACAG 
AGTGAGACTCCATCTCAAAAAAAAAAAAAAAAGTTTTATTGCAATGCTCAGGGCAGTAAGCATTGTTGTAGAAAATAAGTAATTTGTATTTTTA 
AAATGCGTAATTCATGCCGGCACTTTGGGAGGCTGAGGTGGGTGGATCACTAGGTCAAGAGATCAAGATGATCCTGGCCAACATGGTGAAACCC 
CGTCTCTACTAAAAATACAAAAAATTAGCCAGGCGTGGTGGCGGGCACCTGTAATCTCAGCTACTCAGGAGGCTGAGGCAGGAGAATCGCTTGA 
ACCCGGGAGGCAGAGGTTGCAATAAGCCGAGATAGTGGCACTGCACTCCAACCTGGGTGACAGAGTGAGACTCCATATCAATAAATAAATAAAG 
TAAGTAAATAAAATACTGTTCATGATATTCTGCTCCCATGAGAAGCTTGCCGTTCCTGCTCATTGCAGGCCTATGACTTCCCGTCTGGCGCCTT 
CAGTCGCTGCTTTGTCTCCTCCTTGGATGCGTTTTGTTTTGTGCTCTCATCAAAACCAACTCATCCGTGAGGCTCCAGCTTGAGCTCTACCTCC 
TCTATGAAGCCGCCGAACCTTTCCGACCGACACAGACCTCTGCCTTCTTTGATCATCTGCTGGACTTCAGTTTAATGCTTTAATGATTCCACTT 
GTATGGGTCCTGTCTATCCACCCGGTTTAGGTATCTTTGAAGATAGGAGCTACCTACTTTTTAGGTCTTTTGCATCCTCCACACTCCTCATCTA 
AAGCTGCGTCCACTCTGACTCACCTTCCTAACCTGCCAGGCAGGGTCTTTTTGTTTTTTAAAGTTTAAGTAGGCTAGGCCGGGCGCAGTGGCTC 
ATGTATGTAATCCCAGCGCTTTGGGAGTCTGAGGGAGGCAGATCACAAGGTCAGGAGATCGAGACCATCCTGGCTAACACGGTGAACCCCTGTC 
TCTACTAAAAAATATAAAAAATTAGCCGGGCGTGGTGGCAGGAGCCTGTAGTCCCAGCTACTCCGGAGGCTGAGGCAGGAGAGTGGCGGGCACC 
CGGGAGGCGGAGCTTGCAGTGAGCCGAGATAGTGCCACTGCACTCCAGCCTGGGAGACAGAGCGAGACTCTGTCTCAAGAAAAAAAAAAAAAAA 
GTTTCAGTAGGCTATGTGGAGGTCGAGTTAGATATCTTCGGTACAAGCCTTAGATTTCTTTTTCTGTTTTAAGGGAATTTTTTTCTTTTTCTCC 
AATTTTGTTACTGTGAGTTCACGAAGGCATATTCAACAGCTCATTGCTGCCCTGCCTCTCCTGCACCATCCAACATCTCACTGCAGTATCCAGC 
AACCCACAGGCCTGCTGGGCGTGGTGGACAGTCCCCAAGATCAGGTTATCCGTGTCAAAATATTGAGTGGTTGATGAGTGCTCCAAGTAGGCAC 
TAGAGGCTGCTGAGAGCACTCAGAGGTTTCTGCACAAGCTCAGTGGATTTGAGCCCTCATCATTGTTGATTGCTATGTAAGTCAAGGGTTGGTC 
ATAGGTCCTGCCTTGGACTGTCATTTCAGGAAGCAGGGCAGCTACAGCAGCAGTCCCCAACGTTTTTGGCACCAAGGATCCATTTTGTGGAAGA 
CAATTTTTCCATAGATTGGGGGTAGGGGGATGGTTTCGGGATGAAACTGTTCTATCTCAGATCATCGGGGATTAGATTCTCTTAAGGAACGCAC 
AACCTAGATCCCTGGCGTGTGCAATTCACAGTGGGGTTTCCGCTCCTGTGGGAATCTAATCCCTCTGCTGATCTGACAGGAAGCGGTAAAGCTC 
TCTTGCCTGCTGCTCACTTCCTGCTGTGTGGCCCCTTTCCTAATAGGCCATGGACAGTTACCAGTCTAGAGGCTGGGGGGCTGGGGACCTCTGA 
ACTACAGGCTTCTCCACCTGCACAAGTTCTGAGAAGTTAGACTATCCAGAGCAAGAGGGGCAGGAACTTCCTGGTCTCACTGAGAATCTTCGGC 
CAATGTCAACTCCCAATGGGCATATGACTCACACGGTGATCATCTTAAAATGCAGATTCTGAGTCAGTGATTTGAAAGGGACCTGAAATCTTGC 
AATTGTAACAAGCTCCCAGATGATACCAATGGCGATGTTGATGCTGCCTGTCTGTGGACCACACTTTGAGTAGCAAGGGTCTACAATATGGACA 
TTTCCTTTTCCAGTGAACTTTAGCAAGTGAGGAGCATTTCAAGGAAGACACCTCCCATGCACACTGTCATTAGTTGCAGCATCTCCTGTAGCAA 
TTGGGCTAAATCTGTCTTTAATTCTTTTTCAAACAGCATATCCAAGTTTTGCAATCATAAGCACCAGGCAGGAGAATATATATTCGATGCAGAA 
AATGATGATGCCCAATTTACCAAAATGTTCACGCTGAATATAAGAAGTAAGTTAAATTGCCGAGAATTTGATTTTTATTTTTTAATTCCTTAAT 
TTTTTATTAGTCTTAAGTAGGAAAAGTTAAGTAATGGCTTAGAAGGGCTACTACAAAACTGTTTTTGTACGCTGAAGTGTTTTGAAACTTTACT 
CTCATATCTACTGGCATTGATCATATATCTCTTTATTTTTTATGTTATTTTGTTCTGTTTCATTTTTAAGACCAGGTCTCAGTCTACCACGCAG 
GCTGGGGTGCCATGGCACAATCATAGATCCCTGTAGCTTCAAACTCCTGGGCTCAAGTGATCCTGGTAAGCCTCCCGAGTAGCTGGGAGTACAG 
GCACGCGCCACCATGCTCAGCTAATTTTAAAACCATTTTTGTAGAGAGGGGGCCTCCCTTTGTTGCCGAGGTTGGTCTCAAACTCCTGGCCTTA 
AGGGATCCTCATACCTTGGCCTCCCAAAGTGGTAGGATTACAGGCGAGAGCCACTGCAGCTGGCCATATATCTCTTTCTGTGTGTATCATCAGA 
AGCTGAAAGACTTATTTCACATTGTCTCTGAATATGAATTAGTGTTATGAGTTTATTGATTTTAGTATTTTGAAAGGTCATGTTAAGGAAAGGC 
TGAAAGTCATTTTATCTGTCATTTATTTGTTTTTAATAATTTTCATTTCTTTGGCTTATAAAACAATGAGAAGTCCAACTTCTCCTGAAGCTAA 
GAATCATTTTAAGGCATGCAAACAGGTGGAGGTCTGTACCTCAGCTGTCTCCAGGGAGAGGCTGGCAATGGAAAAATGGTGTGTAGCAGAGAGG 
TTGCATGGCAAGGAGGTTGCATGGCAAGGAGGAAAGAAGAAATTACCAGAGGTCTGGAGGCATCCTAAATGAGAAATCCTGCCAGAAGCACAAA 
CTGCCCTGGAGTAAATGGGTAGCCTGTACTGTAGGCAACTTTGAAACTATTTCCAGAAAGTACCATACTCCATGAGCTTATTTTATTTTATTAT 
TTTCAGAGACAGGGTCTTGCTGTGTTGCCCAGGCTGGTCTTGAACTCCTTGGCCCAAGTGATCCTCCCACCTTGGCTTCACAAAGTATTGGTAT 
TATAGGAGTGAACCAGTATGCCCAGCCAGTGAGCTTATTTCACACGTTCTTTTCTACAGGGAAACCTCAAGTGCTCGCAGAAGCATCGGCAAGT 
CAGGCGTCCTGTTTCTCGGATGGATACCCATTACCATCTTGGACCTGGAAGAAGTGTTCAGACAAGTCTCCCAAGTAATAAGGACATTGATGCC 
TCTTATAATGGAAGAACATAAAACTCTCTGACCTATTGACTCTTTCATGAATACGGTTTAGGAGGAAATGATGAAATATTTAAAATGCTAACCT 
TCTCAATCAACCATAACTGTCAATAGTCATAGACTGTTTCTGATAACTTATACTGGATGAATCTCTTTTAGAACTCGCTGCAGAAATCCTAACT 
TCCAATCTGATGACAGCACACCTGTCTAAATTCTTTGCCATTTTTTTTTTGAGCTGCACAGAAGAGATCACAGAAGGAGTCTGGAATAGAAAGG 
CTAACAGAAAAGTGTTTGGACAGTGGGTGTCGAGCAGTAGTCTAAACATGAGTGAAGCCATAAAAGGGTTCCTGGTCAAGTGCTGTGCATAGAA 
TTCCCTTGGCACATCTTGTGAGACGATCCTTTTAAACTCTCCAGGTACAACAGTTGTTCTTGTGATATTCCACCATCAGGAATTCGCCACTAGA 
AGTTAGTCCCCATCGCTGACTTTTACTTGGGGAATTTTACAGGAGAGTATAGGGTCAGTGTGTGAGAAAAGGTTTCTTGAGTCAGGCAAGAATC 
CCCAGAGAGAGTGTTTCACAGGTTGGGGCGGAGTCCTCCCTGTGCCCTTGTGACTCATGTGTCACAGTGACCGGGAGAAGCAGAAACTGCCGGT 
GTGGTGAATGTCCATGGAAAGATGTAACTCTAGAGAAACAGATTTTGTCACTTGGAGTCTCTGTCATTTTGCCTTTTGATTAGCCTCCTTATTT 
GCCCTCAGCTTGCTGTTTTATAATTTTTGGTTTGCTTTTTAGAGGCCTCCTAAGTTAAACAGTTGTGAAACCTGGCTGCCCACGCTAGTAGTTA 
GGATCAGCAACCTCACAAAACTGACTTCTCCACTTTCATGTGCGACCTTCATAAAAGGGATATGAACTTCTTTTTTCTCTGAGTTGTACATCCT 
GTAGGTTTAAATCCATGCATTTTTTTTTTTTTGAGATGGAGTCTCGGTCTGTCACCCAGGCTGCAGTGCAGTGGCGTGATCTTGGCTCACCTCT 
GCCAGGGTTCAAGCGATTCTCCTGCCTCAGCCTCCCGAGCAGCTGGGATTACAGGCACCTGCCACCACGCCCAGCTAATTTTTGAATTTTTTTA 
GAGAGGGGATTTCACTGTGTTGCCTGGGCTGGTGTCTAATTCTTGGACTCAAGTGATCCTCCCATCTTGGCCTCCCAAAGTGCTGGGACTACAG 
GCGTGAGCCATCGTGCCTGGCCCAGATGTAATTCTTGTAAATTTACCCTAGTAAATGGTTTTAAAGAATGGATTGAGAATAATGCGCAATTTTC 
TAGGGAGGAAATGTATCCTTTACAGGGACATTGCGTGATTGTCTGTGGGGAGTAGAGTATATGTAGAGTGGTTGTTAGGAGTGAAAATGATTAT 
TACTGAAACAGGATGTGAGAGATTATAATGAGTTGTCCACTATTTATAATGTCACACAGGAATTCTGTTTCATCGCTGAGTGACACTCTTTTGT 
TGCAGGCCCCTTCCCTTTCATCCAAGACAACATCTCATTCTATGCAACAATTGGTGTTTGTCTCCTCTTCATTGTCGTTTTAACCCTGCTAATT 
TGTCACAAGTACAAAAAGGTAAAAGCAAAGGTAAAAATTCATTATTGTTTCCTCTATCTGCAGAACTGCCTATTCCTAACTGACTCATCATTTC 
ATCTCTGAAGCAATTTAGGTATGAAAGCCAGCTACAGATGGTACAGGTGACCGGCTCCTCAGATAATGAGTACTTCTACGTTGATTTCAGAGAA 
TATGAATATGATCTCAAATGGGAGTTTCCAAGAGAAAATTTAGAGTTTGGTAAGAATGGAATGTGCCAAATGTTTCTGCAGCATTTCTTTTCCA 



442 



WO 03/039484 



PCT/US02/36071 



SAGRES DISCOVERY 02-23 



TTGGAAAATCTTTAAAATGCACGTACTCACCATTTGTCTTTGCAGGGAAGGTACTAGGATCAGGTGCTTTTGGAAAAGTGATGAACGCAACAGC 
TTATGGAATTAGCAAAACAGGAGTCTCAATCCAGGTTGCCGTCAAAATGCTGAAAGGTACAGTATAGTGGAAGGACAGCAACAAAGATGCCCAA 
AAATGGGAGGCACAGTTTCCCACCCATGCCTTCTTCTCTTTTCCATCCTTTTAATGGTTACTGTTTGCCTTGTTTCAAGGCTAAAAATGGAGTG 
GATTGGGGTGTCAACCCAGTGATGAATACAAAATTCAAGTCATAAATAC^AAACTCCACCTCTTCTTCCACTTCTCTCTTTGTTTATTTTTATT 
TTCTTTTATTTTTTTGAGACAGGGTCTCACTCTGTCACCTAGGGTGGAGTACAGTAGTGTGATCATGGCTCACTGCAGCCTCCACCCCCTGGGC 
TCAGGCTCCTCAGCAGCTGGGGCTACAGGCGTGCACCACCACGCTCAGCTAAGTTTTTTATTTTTGGTAGAGACGGGGTTTCACCATGTTGCCT 
AGGCTGATCTGGGACTCGTGAGCTCAAACTATCTGCCCGCCTCGGCCTCCCAAAGTGTTGGGATTACAGGCGTGAGCCACTGTGCCAGGCCTAT 
TTAGTTTTTATAGGCTTTGATATTTGGGGATACAGTTGCCACAGGCAGAAGTTCTTTGTTACATTTGTGTTGTTTTATTTTGTTTTATTTTTAG 
AGACAGGATGTTGCTCTGTTACCCAGGCTAGAGTGCTGTGATCATAGGTCACTGCAGCCTCGACCTCCTTGGCTCTAGCAATGCTCTCACCTCA 



TGGCTCAAGTGAGGCTGCCTTGGCCTCCTAAAGTGCTGGGATTACAGGTGTGGGTTGAAACAGACTCTGGGTAGGAGAGAAAACTGGGGCCCTT 
TGTATCCTCACTTCGTTGCTCCATCCATTCCGATCTGGCGTCCAGCCCCATTGCTGGCCTCACCGTTACCACCGCTGACCCAGCAAAAGCATCT 
CCAGGTGGCTCTCTTGCTAAGGTCAACAGTGACTTCAAACCAAACCAAGCCTAATGGATATTTTTCAGTCCTCATTACTTGATTGTTCAGCATG 
AATTGATGCTGTTGATTCTTCTCTCCATCCAGAAGCTTTCTTTCTTTGGGTTTTGTGTCACCATATTCTGGTTTTCCTCCCACCCCTCTGCCCT 
TCTCAGTCCTTTGTGGGCTCATCTTCTTCGATCCAGCTTTTGTTGTTGTGGCTGATTTTGAAACTCAGTCCTTTGTGGGCTCATCTTCTTCCAT 
CCAGCTTTTGTTGTTGTGGCTGATTTTGAAACACAGCCTTGCTCTGTTGCCCAGGCTGGAGTGCAGTGGTGTGATCTCAGCTCACTGCAACCTC 
CACTTCCCAGGCTCAAGCCATCCTCCCACTTCAGGCCCCTGAGTAGGGGGGACTACAGGCATGCGCCACCATGCCTGGCTAATTTTTGTATTTT 
TGGTAGAGATGGGGCTTCGCCATGTTGCCCAGGCTGCATCCAGCTTTTTATGGGGCATCCCTGTGGGGTTGCTCCTGGACCGCCTTGCGTTTTC 
GCTCCACACACTCAACACAGTCCATCCCCACTACACCCGTGATGTCCTCCCATACACCAAGGGCCCTCATGCTTGCGTCTCCTTTCGGAGCTTC 
AGGTTCATATGTTAAATGTTTGGATGTCTCAAAGGTCCCTTTAACACAGTGTATGCAAGGTGAATTCCCGTAACCCTGGCCCTGCACCAGCAGT 
CCTCTCTGTGACTGGTAATGAATGCCAGTGAATAAATAACCACATTCTATATAGTTGGGCACACTAGAAACCCGTGACTTTTCCTTGACACCTT 
CCTCTTTCTAACACCCTGTGAGGTAATCCTATCAGGTTTCCGATTAGTGTCTCTTGATTCCATCCTCGTCCCTCCATCTCTATGACCACCACTG 
TAGTTCAAGGCTCTCTCGTGGACAAAAGCTTCCAAAGCAGGTTCCTGTATCCACTGTTGCCTCCCTTTGGCTTCTCCATACTGAGGTCCAAGTG 
ACAGTGGCGAAAGGCTAAGCAGATCAAATGGCTTTCCTACTTCACATTTCCTCCACCACCCGCATGGCTGGGCCACCGCTGCCTCCCCACCTCT 
TGCTCTCGGGAGCCCAGAGCGCTGGGCTTCTTTCAGTTCCCCCAGCACTGTCCTCCCACCCACTGTGGGGCCTTTGCACAAGTGGATCCTTCTG 
CTTCCCCTTCCCCTTTCATGTAAGTATCTCCCACTGCCCCCTCAGATCTCAGCTTAAACACCACTTCCTCTGTCTCACACCACAGACAATATTG 
AGGCCCTTGCAATGTGCGACATTAGCTCTCTGCAGGCTTTCCCCCGTAGAATCCATCACCTTTGTCATGACATTTTTTAACATCCAATTGTTGT 
GCCATCTGTCCAGTAGCCCCTGTGCCTCATGAGGGCAGGGTCTGTGTCTGTGGTGCTGTGCTCTCTCCTTTCTCGACCTTTGCCCACTCTTTCA 
CAACCCTCAGCACTGTTCTCCTCCCCTTCCACCATGAGTCACCTGGCCAGCTCCCATTTTTCTTCAGGACTCAGTTTAGACATTGAATGCTCCT 

AGACGGAGTCTCACTCTGTCGCCCAGGCTGGAGTGCAGTGGCACCATCTCAGCTCACTGTAAGCTCCGCCTCCTGGGTTCACGCGATTCTCCTG 

TAGCCAGGATGGTCTTGATCTCCTGACCTCGTGATCCGCCTGTCTCAGCCTCCCAAAGTGCTGGGATTACAGGCATGAGCCACCGTGCCCAGCC 



CTCACGGCAAGCTTCAAGTCCTGGGCTCAAGTGATGGTGTGCAGCCTTTCCAGTAACTGGAACTACATGCAGGCACCACCAAGCCCAGCTAATT 
TTTATTTTATTTTATTTTATTTATTTATGTATTTTTACTTTATTTTATTTTTAAGTAGAGACAAGCTCTTGCTATTTTGCCCGGGGCTTTCTTG 
AACTTCTGGGTAGCAGCAATTCTCCCGCTTGTGTCAGCGTCCCAAGATGTTGGGATTAGACGCGCAGGGACCCACGTCTTGCCTGCCGTATTGC 
ATTTATGGCACTGTATTGTCATGGCTTATTTACTTCTGTGGCTTCTCCAGGAGACTCTAAGATCCAGGAAGACAAGGGTTGTGTCTTGTTTTTC 
CTTCATTCCCCAGTGTCTAGGACATTGGCTCTTACAGAGTAGGCACTCAATAAATACTTGTTGAATGACTGAATGAAAGAGGTAATGGTACATG 
AAAATGCTTAG AAG AAGCT AAG CATG CTAAAAAATGTAAGAT ATTATTTTAGC C ATG AGG AATAGG ACATGAACAAGTAAAGCCC CGAAT CCCT 
GTCCAGCGTGAAGCTGAAGACATGATGTATTAGGGGGTGCCAGTGCCCACAGGAAATCCCACCCCCAAGCTAAAATCTTGGAAACAAGGATACC 
CCTG AG AG CTTGCC CAAACC AAAATAG AGGATGTCAG CACCGGAGAAGCCACT ATAAAGGTTAGGATG CCTT CCTGGACAAAAT AATGGAACCT 
GGCAATCGAACCAAATCTTCACTGAATGTAAAGAAGAGTTACTATATCTGGAAGAAAAAGTCTGTTCACAGAGGGGTGGTGCCTGGAGCCTGGA 
GAGGGAAGTCCAGAGAGCCTGCCCTTGCCCCTGTGGGTGCCCGGGCTGCCCTGACCAACTGCACATGAGCCGCAATGACGGGAGCCCTTGGATT 
CCATAGCGACTTTCCTCACACTGTGCTTCTAAGTCAGCTTATAAGTACAGTTTGCTGAGCTATCTGGAATTTTCCCTAGAGAGAGAATGCATTG 
GCCAACCAATATGTTCTAGCCTGCTTGGCAGTTTTATTTCTCAATGTCAATTAATGGGTCTCTTGAGCACCTGATAGTGGGAATTAGTCCTCTT 
TGACCTTCTCCCATTGGACTTGCTGGCAAATCTAATGTTCTAGACCTGAGGGCCACAGGCTAGAGTCAACCATGCTCACGACACTGTTATCTCT 
CTCTGACTACAACAGATGCAAGAGTTCAAACAAACAAACAAAAAGGACGTTTCTCCCTTCTGTTAACTTGTAGTGAGGAGGAAAAGCATGTGTT 



3TTTTTGAGACAGAGTCTCGCTCTGTCACCCAGGCTGGAGTGGTGCAGGGGCTC 
AATCTCGGCTCACTGCAACCTGTGCCTCCCCAGTTCAAGGGATTCTTTTGCCTCATCCTCCTGAGTAGCTGGAATTACAGGTACGCACCGGCAC 
GCCCGGCTAATTTTTTGTATGTTTAGTAGAGACAGGGTTTCACCATGTTGGCCAGGTTGGTCTTCAACTGCTGACCTTAAGTGATCCACCCGCC 
TTGGCCTCCCAAAGTGTTGGGATTACAGGTGTGAGCCACTGCGCCGAGCCCTATACTACAGTCTGAATTCTGCCTTAGGCTGGGCATGGTGGCT 
CATGCCTGTATTCCCAGCACTTTGGGAGGCGGAGTTGGGAGGATTGCTTGAATCTAGGAGTTCAAGACCAGCCTGGGCAACATGGTGAGACCCC 
ATCTCTACAAAAAATAT AAAAATTAGCTGGG CATG ATGG CCTGTGCTTGTAGTAC C AGTAACTTGG AGGGCTGAGGTAGGAGGAT CACTTGAGC 
CCAGGAGGCAGAGGCTACAGTAAGCTGAGATCATGTCACTACACTCCAGCCTGGGTGACAGAGTGAGATACTGTGTCAAAAAAAAAAGAAAGAA 



AGTTTCACTCTTGTTGCCCAGGCTGGAGTGCAATGGTGCAATCTCAGCTAATTGCAACCTGTGCCTCGCACATTCAAGCGATTCTCCTGCCTCA 

TCCTCCCAAGTAGCTGGGATTACAGGTGCCTGCCACCACGCCTGGCTAATTTTTGTATTTTTAGTAGAGAGGAGGTTTCACCATATTGGCCAGG 

CCAGTCTTGAACTTCTGACCTCAAGTGATCCACCCACCTCGGCCTCGCAAAGTGCTGGGATTACAGGCATGACCCACCATGCCTGGCTTCTCTC 

ATAATTTTGAATTTAAATAAATAATGCAGATTGACTGTGAGCTGAGAAAAATTTTATTTAATGACATAAAATTCGTATTTTACTTGAGTTTTAC 

ATTTTTAATGCTCCTTTCTTTGACAGAAAAAGCAGACAGCTCTGAAAGAGAGGCACTCATGTCAGAACTCAAGATGATGACCCAGCTGGGAAGC 

CACGAGAATATTGTGAACCTGCTGGGGGCGTGCACACTGTCAGGTAACCCACTTCCACGAAAATCACCTCATCAAAAAGACTGTAGCTTGATGA 

CAAAGAGGATGTTTGCTGTCTCTCTCTCTCTCTCTTTTTAATTCTTTGTCTTTTCTCAGTCACAGTGTGAACTCTCAAACCCAAGTGGAATTAG 

ACACTGAGCACTCTATAAATCAGAGGGGTCAAAATAAAGAATGCCTCATTCATCTGCTTTATGGTGATATATTGCATAATTCTCACCTGCTTAA 

AAACAACAACAACAACAACATTGCAAGTACATTTGGTGGTGTCTGTGCTTCTCTCCCAGCTTGGAAGCTGGTGCACAGGCGTGGTGAGAGTGGT 

TACAGAGCCTGGCCACTGCCCCAGTTGGGCTGCCGTCAAATACGGCACAGCCTAGCTAGGATATCAGACTTTACTTTCCCAGAATTCTCTGGGG 

CATGCCCTCTGATCTTCTCTCTTCTGCCTAGAAATACCCAAATGATGTGCGCAAGGTTCATTCTTTCTGCAGCAGCAGGCCTGGGGCTGGTACT 

AAAAGGAAAAAG AGG AAAGTGAATCTG AG AGAGG ACTGGGAATATATTTCTC C CTCCTC AAGCAAACAG C AAATCAG C ATATAGTTACCAAGTG ' 

TTCACCTATAATACACAGCTAGAACATTACTTTCAGTTGCCAACTGGAGAATCCAGGAGGCCAGTGGTATTGGTGAGGCCACACATAGAAAAAA 

GGGCCACAGAGAATGTCAAGAAGATGCTGCTTTCCAAAGAAATTTGAGCAAAAGCTGAAACTGAATTTAAAGTATAAGAAGAGCTAGGCTCAGA 

AAAAGTTGTACTGTCCC C AAGTC AGC AGAG AACC AAGC C CT CCTAAGAGTATGTTGT CTG CT AC ATAG ACTTGTG AAATAACAGTTTG CTTTGT 

GTATGCCTATAATTGAAACTGTAACTATTTCAGGACCAATTTACTTGATTTTTGAATACTGTTGCTATGGTGATCTTCTCAACTATCTAAGAAG 
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TAAAAGAGAAAAATTTCACAGGACTTGGACAGAGATTTTCAAGGAAC AC AATTTCAGTTTTTACCCC ACTTT C CAATCAC AT CC AAATT C CAGG 
TAAGAGGCTGGGTCAGGGTTTCGTAATTACAC^TCATAGAACGTAGGCAAAGTGTGCTGTTCAAACACACTTCGTTGACCAGTTTCTAAAGGCA 
CCGTGAAGTCTGTGGGTCCTGCAACCTAGAGATTTCCTGAATCTTTGCTATAGTTTCCCTGTTGACATGGAACGAGTCCTGTCCCTTTCCTTCA 
GTACAGGTACTATAGCTGAGCTAGTCTCTCTCCACCCATGCCTGCATCACACCATAGACGCCTATTTGGTTTGGGGAAAGGTGCATTATTCGGT 
CTTTCAGGACACCTGGTTGCCTCACAGGTATTGGTAGAAAGAATGAAGACTTTTTCCAAAGTCCTTAACATATGCAAAGAGAGCAGCTCGGGTC 
CT GG G AC TAT TG CG C AAAAG AACG CT G AAC TCAAATT GGATT C TAAG ATAT TAG GAT G GAT TG AT CGAC AC GT G ATG G G G ACAC AGTAAAGTAG 
CAGTAACCTTGTCTCTGCTCTGTTTATCCTCCGCATCCATGGGGATCCTGAGAGATGCTTGGTCCTGCAGGGATTTATTGCTTTAGCGGGCATA 
AATGAGGGCTGTAGGAGTTTGCTGGATCTCCTCCTCATCCTTGAACTTTCTTGCTAATTACTTGAGCATCATGGCTTTGTAGCACCTTTCTCTG 

GCCTAGGCTGGAGTGGTGCAATGGTGTGATCTCGGCTCACTGCAACCTCCACATCCCAGGTTCAAGCGATTCTCTTGCCTCAGCCTCCCGAGTA 
GCTGAGATTACAGGCATGTGCCACCACGCCCAGCTAATTTTGTATTTTTAGTGGAGACAGGGTTTCACCATGTTGGTCAGGCTGGTGTTGAACT 
CCTGACCTCAGTTGATCCACCCACCTAGGCCCCGCAAAGTGCTGGAATTATAGGCATGAGCCACCGCACCTGGCTGAGCCTTGGCGCGTTCTTA 
TTTCCCTCCCTGTATGGAAGTTCTCCCTTATTCTGAAGGGTATTTGTTTATTGGAGACTTTTTTCTTTACCAGGGGCTTTTTAGGGATACATTT 
GAGAGTCCCGGCTTTGTTTTCTTAGAATGTAAGTTTTAAGTGCAGGCCTCTGGCCTTCCAGGTCTGAGACACAGACCCAGTGTCTTAAAGCCAC 
CAGGCCCCACGGAGATCCCCATGCACGTCCGTGTGCAGCTGCCCTTAACCTATGCATGCCCGTCACACCGTCCTCTCCTTTACATTCATTTCCC 
AGCTCATCGTCTAGAAATGAGAACTCTATAAAGCCACTCATATTCTGGAACAGAGGGGCTATCCTACTGAGTCCGATGTGTGTGACCAGTATCC 
ACTGGTCAGTACTTAGCCCCTTTGATTCGTTCTGTTCACTGGAATATTAAATACACTGAAATTATTCCTTTTGGAATATTTGTGGTCTGAAAGC 
ATGAAGCCATTTCCTAAAGATATGTAAATTGTAAATTGGGTTAAACTCGTATATTAGAATAAATTGAATCGTGATCTACTTATAATTCCTACAG 
AGCTCCTCAGGGAAGAATTTTTATATACCTTAAAAGAGATTTGTATTATTGCTATTTATTAATTTCACAGTAAAAAGAAATGAGCTTTACAAAG 
GCAAACTGGAAAAAAGAAGGATGGTGAAACGCTTACGGGACTCTCGGGAAGATCTGTATTATGTGAGGGAAAGTGGGCTGAGTTCAGAAACCAA 
AGAATGAGATCGATGTGAGTCCTGGTTCCACTCGAATCATATTTATCTCACTGTGCCTAATTTCTCTTTTATAAAATGCCACCCATCTCATAGG 
TTGTGGCAAGGATTGAGTGAGGTCCTTTTTGAACTGTAAGATTCTATATGGAAAACAGGGATTACTTTTATCTTAGACTGGCAAGCCCAGTTAC 
ACAGATGTTTTTAATGTACACAAAAAATGGACAAATGGATGGTGTGCTTTTAATTTAAAAGTCAATTTATAACTGGAATCCATTTATTTGATGA 
ATTACATTTTTAAAATAAAATGTCTGCTGAGAAGAATAATGTAAATAATGAAAAAACAAAATTTTTTAATAGCATGCCTGGTTCAAGAGAAGTT 
CAG ATAC AC CCGG ACTCGG ATC AAATCTCAGGGCTTCATGGG AATT C ATTT CACTCTG AAGGTAATATTTTATT CTAAGT AGTAG C ACTTT AAA 
ATGG AAATGAATGC AAAAGTTTTATGTTAGCTATTTTTTAAAAGTGTGTAAAC AC1AAAAGCATTTTAAAATTTG CTAATTGT C AGATG ATAGCT 
AAAAGCCAGTTTGTATACTGTAGATTTTATGTCAACATTCAACTAATAAACACTGAGGACTATTTTATTTGGTCAGATTATTCATTTAAAGTCA 
TATATTAATTACAGCCATCTTATTACCTGACAAGTGGAAGAGATAATGAGTTCCGAAGTTACATAGAATTTGGATTAACTTCTGCTTACTTTGC 
TTTCTGACTGGATGACTTTGGACAAGTTATGTGACCACCAGAATCACAATTTTCTTGTTTATAAAATAGGCCTAACACTACCTTCCTCACAGGA 
CTGTTAGAAGGAGTAAATGAGGGGCTGGCCGTGGTGGCTCACGCCTGTAATCACGCCTTGGGAGGCCGAGGCAGGCAGGTCACCTGAGGTCAGG 
AGTTCAAGACCAGCCTGGCCO^ATATGGAGAAACCTTGTCTCTACTAAAAATACAAAAATTAGCTGGGTATGGTGGTGCACGCCTGCAATCCCA 
GCTACTTGGGAGGCTGAGGCAGGAGGATTGCTTGAACCCAAGAGGCAGAGGTTGCAGTGAGCTGAGATTGCACCACTGCATTCCAACCTGGGCA 
ACAGAGTGAGACTTCAACTCAAAAAAAAAAAAGAAAGAAAGAAAAAAAAAGGAAGGAGTAAATGGAAGAATATAAAATGCACAATATAGTTTAT 
AAAATAGGATAGATGGGCCGGGCACAGTGGCTCACGCCTGTAATCCCACCACTTTGGGAGGCTCAGGTGGGTGGATCACGAGGTCAGGAGATCA 
AGACCATCCTGGCTAACACGGTGAAACCCTTCTCTACTAAAAATACAAAAAATTAGCATGAGCCTGTAGTCCCAGCTACTCGGGAAGCTGAGGC 
AGGAGAATCCAGTTGCAGCAGGCCAAGATCGTGTCACTGCACTCCAGCCTGGGCGACAGAGCGAGACTCCTTCTCAAAAAAAAAAGGGATAGAC 
AATTAATATTAAT-TCCTTTCCCACTGTGACAGCCCTACCTAGTGCAAAAGAGAAGTATCTAAAACTCCTGACTAATCAATCAGGAGGTCATCGG 
TC ATCAAAG CAGTTCC AAAGTTTATCT CTAACCAAAACAAGTCTCCAGTGACCCTTCATAGGCAGC AT AAAC AGGTC AT CTCTAATGCTGC CGG 
GAAGATAATGCGATAGCTTCATGTCTTAGCACCTCACCTAACTCTGGCTTGAATAACCTTCCCATAGAGATTTAATAAGGCAACTTCTTAGAGT 
TTTGGCAAAAGTGAAGACTGGCTCTATTTTACAGATGAAATTGAATATGAAAACCAAAAAAGGCTGGAAGAAGAGGAGGACTTGAATGTGCTTA 
CATTTGAAGATCTTCTTTGCTTTGCATATCAAGTTGCCAAAGGAATGGAATTTCTGGAATTTAAGTCGGTATGCTCCTTTTAAAGAAAAAACAA 
ACCAAAAAAAAGATTTGAAAAGATGTGCTTATATATGTTTTCTTGTTTATTTTAACTTGTATCCCTTAAAGTCTGCCTTTTCTCCCCTGTTCAC 
TGTTGGAGTCACCTAGCGTGTTACCTTGGCTCTTGGCTAATTGTAGTAGCATAAAGGCCTGGGATCCCTTGTGAGGTCACGGCTAGCACAGCCC 
TCCCAGGCTGCACAAAGTCCCCTGAAACTTCCAAGGCTGAAGGTCGAGATAGGAAGTCCTCAGAAATCCTTCCTCAAAACAAAGCGTAGCATTG 
TCAGTCCCTTTCAGAACGGCTGTTCAGGTTGTGCCCTGCATGTGGGCATTCAACCCAGGGGATGAGAGGAGGCTGAAACCGAGCCAGCCACCCT 
GAGTGTCTTTGTCTAATTCTCACCCTGCGTGCTGTGGGCTGGCAGCAGTCCTGCAGGCTCACTGCCTCCTCTGTTGCTAACCCCAGATCCATTC 
GTTGGTAAGGCCCTGGAGCCTGCCGTGAACCATGTCTCTACCCCAATTTTGCACTCTTTTTGAACTGCCTTTCCACCCGCTGTTCTCTGTGATT 
TCAAATGTCTCCTGCCTATAAGCAGATCATAGCCCACTCTCTGGCTACCTTCCTTCCTCGTTTGCTTGCCTTTCATTACCTTCTCTTTATTTCC 

TCTCTGAATTTGGAAAGACTACTTTCAATTGTATTTTTTTGTTTTGTTTTGTTTTGTTTTTGGAGACAGTCTCGCTCTGTTGCCCAGGCTGGAG 
TGCAGTGGCGTGATCTTGGCTCACTACAACCTCTGCTTCCTGGGTTCAAGCAATTCTCATGCCTCGGCCTTCCGTGTAGCTGGGACCACGGGTG 
CATACCAGCATGCCTGGCTAATTTTTTGTATTTTAATAGAGATGGGAATTCACCATGTTGCCCAGGCTGGTCTTGAAATCCTGAGCTCAAGCAA 
TCCACCTGCCTCAGCCTCCCAAAGTGCTGGGATTACAGGCGTGAGCCACCACACTCGGCCTTTTTTCTTTAAAAAATTACTGCCTCAGCCAGAT 
GTTCATGGTGTGTGTCTGCAGTTCCAGCTACTTGGGAGGCCAAGGTGGGAGGATTGCTTGAGCCCAGGAGTTGGAAACTGCAGTGAGCTAGGAT 
CGCACCACTGCACTCCATCCTGGGTGACAGAGCAAGTCTCTTTCTCTAAAAAATAAAAAATAGGCAGCCGGGCGTGGTAGCTCACGCCTGTAAT 
CCCAACACTTTGGGAGGCCGAGGTGGGTGAATCACGAGGTCAGGAGATCGAGACCATCCTGGCCAACACGGTGAAACCCCGTCTCTATACAAAA 
AAAATTAGCCGAGTGTGGTGGCGGGCGCCTGTAGTCCCAGCTACTTGGGAGGCTGAGGCAGGAGAATGGCATGAACCTGGGAGGCGGAGCTTGC 
AGTGAGCCAAGATGGCGCCACTGCACTCCAGCCTGGGCGACAGAGTGAGACTCTGTCTCIAAAAAAAAAAAAATTAATTAAAAATAAATAAATAG 
GCTGGGCACAGTGGTGTACGTCTGTAATCCCAGTGCTTTTGGAGGGAAGCCCAAGAGTTCCAGGCTGCAATGAGCTATGACTATACCACTGCCC 
TCCAGTCTGTCTATTCAAAATAATAATGAAATAAGCTTAAAAGCAATAATAATACAAGTTTTAAAAAATTACTGTCACAGTAATATTTCCACAC 
CTCTGAACTGCGAGGCACATTTTTCTCTTCATTTTCCCCACCTGCTGTTTGGATTCTTCTTGCTCACGCATCTTGCCCACCTGAGTCTTTCTCT 
ATTTCACTTATACAACTACAATCCTGCTTTCACAAGCATTTTGTTTTTGTTTTTGAGACAATGTCTTGCTCTGTTGCCCAGGCTGGAGTGCAGG 
GGTGTGATCTCAGCTCACTGCATCCTCTGCCTCCCAGGTTCAAGCGATCCTCCTGCCTTGGCTTCCCAAGTAGCTGGGGTTACAGGTGCACACC 
ACCACACCTGGCTAATTTTTTTGTATTTTTGTAGGGATAAGGTTTTGCTATGTTGGTCAGACTGGTCTCAAACTCCTGACTCAAGTGATTTGCC 
CGCCTCGGCTTCCCAAAGTGCTGGGATTACAGGCGTGAGCCACTGTACCTGGCCCACGAACATCTTTATAGAGGTGGGAGAACACCTACTTAGA 
TTGTCTGGCCTGGTTTGCTGCCCATAGCTAAGTAAATACTCAAACTACTCCCAACTGGCAGTCAAGGGGCACTGCTTCCCCTTCAACCCCAGGC 
TTGTAATAATATGAATTTTTGAAGAACATCCAGTTTCTTAGGCCTTCTATCCTTTTATCTTCACATCAGGCCTCCCCTTTGAATCATGCGTGTC 
ACTGTCCCCTTCTTGTCTCTCACCCCCTCCCTGATATTCCTCTGGGTGCCCCTCAGTTTCCTCTGTAGGCCCTTGACTTCATCAAACATTTGTT 
GAG C C C C AG CTAC ATG CCAAG C ACTGT ACT AG ATGCTGGAG ATACAG AGTCAGTTATGAT ATG ACT CCTGGG CT CGAAGATCTTATGAATG AT A 
GGGGAGACAGAGACAAGCAGACATGCAAGTCGAAGATGACACTGAGGCCGGGGGTGGGTGGCTCAGGCCTGTAGTCCCAGCACTTTGGGAGGTT 
GAGACGGTGGATTGCTTGAGGCCAAGAGTTCAAGACCAGCCTGGCCAACATGGCAAAACCCCATCTCTACTAAGAATAGAAAAACAGCCAGGCA 
CGGTGGTGTACGCCTATAATCCCAGCTACTTAGGAGGCTGAGGCATGAGAATCGCTTGAATTGGGAGGCAGAGGTTGCAGTGAGCAGAGATTGT 
ACCGCTGCACTCCAGCCTGGGTGACAGAGTGAGACTTTCTCAAAAAATAAAAATAAAAAATTTTAAAAAGTTTAAAAAAGACAACACTGTAGCA 
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TGATAAGTGTTGTGACTGAAGTAAGTTCTGGGAACCCAGGGGAGGGATCTGCACAGCAGACCTGGTTGGGGGAAGGGGAGATGCAGTGGAAGAG 
GCTTTCTGAGGGAGTGCGTGCTTCATGCTTGGACTAATGGAGATTTTTGAAGGAAAAGGAAAACCAGCAGGGAATGTGGGATAGGATAGGAAGC 
ATGGAATCAGGAGGAGTTTTTTTTGGAGAAAGGTAATGAGTTGGACATACTGAATGTGAGGTGGCTTGAGCAACCAAGTAGAGCGTGGTCTAGC 
AGACACTTGGACACTTCTCCTGTCTGAAGCTCAAGAGAAATGTTTGGGTTGGAAATAGGGATGTGGGCAATGGTGGTTGCATCCCTAGGTTTGG 
ATGAAATGGCTTGGGTGAGGGTGTGGGTTGTGAGGATGCAGCCCTCAGGAGTGAGAGTAGGCTCGTGCACAAAGCCCCTGAGGGAGACAGGAGC 
CGGCAGAGCAGTGGGGAGAAAGCAGGAGTGAACCATGCGCAGGGTTCCCAGAGGGAGGACCAGAAGCGGGAGGGGCTGGCCAACAGCAGCAGAC 
ACCACAGGGAGGTCCCGTCAGATGGAGACTGTGTGGGTGCCAAGGCAGTCAGTGCAGGCCTCGGCCAGAGCAGCTTGGGCAGACAGGCAGGAGG 
AGGAGGCAGGTTGCAGACCTGGGGTAAAGTGGGCAAAGTGCAGGTAGATGGCACTGAAAAAACTGGGTATGGAGGAGGGAGCTCTAGAGGGGCT 
GTGGCACAGGGCTGCCAGTGTTCATGGTGCTGCTTTTTATTTTTTAAAGATGAAAGAGTGTACATTGGACCTTTGCTACTAGTGCCCTGTTCCC 
CTTCAGATCTTCCTTTGTAAAGTTCATTTTCTTGTCAGACCCCTTTGATTAACATCACGACATCTCTCAGCTCAGGGACTCCTTCTAATTCCAG 
TTCAGTAAACCTCTCCAAACTCATTTTTAGCTTTTTGTTTTTCCGATTATTTCCCTCGATATTACTCCATTTATTCCTAAAGCTATTTTCCAGT 
CAGAAAAGAGATGCTGGCCAGGCGCGGTGGCTCACGCCTGCAATCCCAGCATTTTGGGAGGCCGAGGTGGGTGGATCACCTGAGGTCAGGAGTT 
CGAGACCAGCCTGAGCAACATGGCGAAACGCCGTCTCTACTAAAAACACAAAATTAGCTGGGCCTGGTGGCGCGTGCCTGTAATCCCAGCAACT 
CGGGAGGCTGAGGGAGGAGAATCGCTTGAACCTGGGACGCAGAGGTTGCAGTGAGCCGAGATCACGCCATTGCACTCCAGCCTGGGGAACAAGA 
GTGAAACTC CGTCTC AAAAAAAAAAAAAAAAAGAAAAG AG ATGCTATTTCTC ACACCCAC AATAAG AGTACTGGAGG AC AGCT CTG AGATTC CC 
TCTGAAGGCTCAGGGGAGGGCCCCTGTTGGGGAGCCTCTCACTTTTGGTCGGAATCTGCAAAAGATCTGCTCCTCTTTGGCCTCTGGGGATGCT 
TCAGAAGCCGCACAAAGAACTGCAGCCACCATAGCTGCAGAATTAGGTCTCCTATATTCACTTTGTTTGTTGCACATCATCATGGCCGCTCACG 
GC ACAGC CCAGTAAAGATAAGAGGCCTTCCATCAC CGGTAC CTCCT ACTGAAGTTGAGTCTAGAAGAAAG ATTGCACTCCAGG ATAATAC ACAT 
CACAGTAAATAACACTCTGGTGTCATTCTTGACAGTGTGTTCACAGAGACCTGGCCGCCAGGAACGTGCTTGTCACCCACGGGAAAGTGGTGAA 
GATATGTGACTTTGGATTGGCTCGAGATATCATGAGTGATTCCAACTATGTTGTCAGGGGCAATGTGAGGCTGCTATTTCCTACTTATTTTTAT 
ACGGCTATTTTGTGTTGTGTCGTTATCATGGTAAACAACTGCACTCACTGTGGTGCATTTTTGATTTATGGTAACATCAAAAAACCCTCACAGC 
AGTCTGCTTACTTATGCTTAAAAGGTTTTTCTGCAGCTTCAGGGAATCTTCCATCTATAATAAAAGCTGAGCAAAATAGCATCACATCTGTCCT 
TGGGCTAGCTAGTCAGAGTAGATCAGTTAGGGGCCTTTGAGTGCAATCCTCACTTTAAAAAACCCAAAATCTCAATACTTGCACTTAGTTCAGT 
TATCCTAGCTATAAAGTGATGATTGAGTTATGTTTTCAATTATGTGAAAAGCTAATAGTCACAATAAAGCACTTTAAAACATATATAGCACATA 
CCTATAAAATGTTAAAGCTAAATACTTAAATATGAATTAATGAATATTTATCATCCTTTTACTGTTAACACAGGAAGATCTAAAACATGAGTGA 
ATTGGCTGGGTGCAGTGGCTCATGCCTGTAATCCCAGCACTTTGGGAGGCCGAGGAGGGCAGATCATGAGGTCAGGAGTTCGATACCAGCCTGA 
CTAATATGGTGAAACTCTGTCTCTACTGAAAATACAAAAAATTAGCTGGGCGTGGTGGCGTGTGCCTGTAATCCCAACTATTCGGGAGGCTGAG 
GCAGGAGAATTGCTTGAACCCAGGAGGTGGAGGTTGCAGTGAGCTGAGATCGCGCCACTGCACTCCAGCCTGGGCAACAAGAGCAAAGCTCTGT 
CTCAAAAAAAAAAAAAAAACAACAACAAAAAAAACAGTGTGAATTGACTTGGTAATGAAAAACTAAGGACAGATGT 

TAGAAGTAATAGATGACAAAATTGTGTAGTTGAAAATGTGTGTTTTTAAAGAATTACAATACCTGGCTGGGTGCTGGTGGCTCACGCCTTTAAT 
CCAAGGCACTTTGAGAGGCCAAGGTGGGAGAATTGCTTGAGCCCGGGTTCAAGACCAGCCTATGGAACATGGTGAGACACTCAACTGTCTCTAT 
AAAAAATAAAAAACTAGCTGAGTGTGGTGGCACACGCCTGTGGTCTCAGCTACTTGGGAGGCTGAAGTGGGAGGATCACTTGAGCCCAGGAGGT 

CCCTACTTGTGAAATAATAATAATATTAAATGCTGACTTAGTGCTTACTATGTGCTAAACATCTAAGTGCTTTATGCATATTAATTCATTTATT 
CCTCAGAGTACCCACTTGGAAACTGAGGCACAGAAAAGTAACTCGCCCATGGTTACACAGCATGTGGACTTGAACAGGAATAGTCTGAGCCCCG 
AGTCTGTGCTAACCACTATGTTGTAGTGTTTCCCATGAGGGTTATGCACTTACCTCATAGCGTTGATGTGGGAAAAAGCCAATAAAACCAACGT 
G AAAGC ACCTTGTCC AGGGTGAAC AT CCAGTAAATGTGAAAAGTCAAATTAAACTGTATTC CCACTAG AAACAAATAATC ATCTTAG CTGATTT 
ACGATCTACTCCTACTCATCATAGACTGCTCATATGTAGTCATTCAGTTTCTACCCCACCAGCTGGTTGTCTCTTATGTGGGAAAGTGAATTCC 
ATTTGGAACCACAATTAATTXCTTTAATTAATCAAATTAACCAGACTTGCCTGCATGAATCAATAGCTCATCAGTTTGCATACATTTAAAAGAG 
GGTTTACTTGGCTGATTAAGCATGTGCTGATTAAACATGTGCTGTGAAGGACTCGTCAACCCATGTAAAAGAAAATCAGTACAGCCAGGTGTGG 
TGGCTCACAGCTGTAATCCCAGCACTTTGGGAGGCTGAGGCGGGTGGATCACGAGGTCAGGAGTTCAAGACCAGCCTGGCCAACATGGTGAAAT 
CCCGTCTCTACGAAAAATACAAAAATTAGCTGGGCATGGTGGTGCGTACCTGTAATCCCAGCTACTCGGGAGGCTGAGGCAGGAGAACCACTTA 
AACCAGGGAGTCTGAGGTTGCAGTAAGCTGAGATAGCGCCATTGCACTCCAGCCTGGGCAACAAGAGCAAAACTCCGTCTCAAAAAAAAAAGAG 
AAAGAAAATCAGTACAAAGCTCTGCCCCAGTAACCTACCCATCTTGTGTCTTGATTCTAGTCTGAGACTATACTAAGTCAAAACTCCCTTTCAT 
GCTAGTGGAAATTATTAAAGCCACAGAAGCCAGACTGGTATCATTTCTGGAAGTGATGGCGTGGGCTCCCCTCCCGACATTATTGTGGATGACA 
TTTCCACTAAAGGTCTTCCCAGAAATGCTGTAACAGAAGATCTCACTAATTCACTAGTACCCACTTACCCCTAGGCAACTGACTGGCTATTCCT 
TAATGGAAAGTACCTCTTTCCAGTGGAAAGATGGCAAGTTAAACTTACCCATTCCAAGCACAAGCCTTTGTTCGAGAGGAGTTGTAAAGAAATA 
TGCCTTATGTTTTAGGCTAGTATTATTAGAATGTTAATTTGAAAGTGAAAACCTTTCACGTGAGGAATGTGATTTTCTCAATAAGGCATTAAGA 
GTGGTCTTAGGAAGATGATGCATTTCATCTTAATACAAAAGAAAAGAAGTCATGTCTGTATGTGGAAAATTCACCATCTTATCTCCTCTGGGTT 
TTCCACAGGCCCGTCTGCCTGTAAAATGGATGGCCCCCGAAAGCCTGTTTGAAGGCATCTACACCATTAAGAGTGATGTCTGGTCATATGGAAT 
ATTACTGTGGGAAATCTTCTCACTTGGTAAGTTGGGCAGCTGCTGGCCTCCCTTGGCTCCTGGCTTTGCATCCTCTGCTCTCTCGGTGCCCCCC 
CACCCGTCCCCCCAACACTGATGGGTCTTACTTGTATTGCAGCCCATGACTTTATGTTTATTTGCTGGTGTGCTTTAGCCTGTCTTCCTCACTG 
GTCTATAACCTGGTTGAGAGCGTGAACCGTGACTTCTTTTTCCCAGCCGCAGCCCGTGTGCCTGCAACAGTGTCTGGCACATGGCAGATCTCAA 
TACGTGTTTAATTGAATGAATCAATAAACAAATGAAGAAATGGATGAATGGCTGCAATTGTCTAATGTTTTCCTCAGGTGTGAATCCTTACCCT 
GGCATTCCGGTTGATGCTAACTTCTACAAACTGATTCAAAATGGATTTAAAATGGATCAGCCATTTTATGCTACAGAAGAAATGTAAGTTCAAG 
TCAGACTGTAATTTGGTTGAAATCAGAAAGGTACAGTCTGTCTACTTCCAAATGCATGACCAAAAAAAGTCAAACTCCTTAGTGCAAAGCGTAT 
AGGATTCTTTTTTTAAAAAATAGAAGTGAGGTCTTGCTGTGTTGGCCAGGGTGGTCTCAAACTCCTGGCTTCAAGCAATCTTCCTGGCTCAGCC 

TGA 

HUMAN SEQUENCE - mRNA 

CGAGGCGGCATCCGAGGGCTGGGCCGGCGCCCTGGGGGACCCCGGGCTCCGGAGGCCATGCCGGCGTTGGCGCGCGACGCGGGCACCGTGCCGC 

TTCATCAGTGGGGAAGTCATCATCATATCCCATGGTATCAGAATCCCCGGAAGACCTCGGGTGTGCGTTGAGACCCCAGAGCTCAGGGACAGTG 
TACGAAGCTGCCGCTGTGGAAGTGGATGTATCTGCTTCCATCACAGTGCAAGTGCTGGTCGATGCCCCAGGGAACATTTCCTGTCTCTGGGTCT 
TTAAGCACAGCTCCCTGAATTGCCAGCCACATTTTGATTTACAAAACAGAGGAGTTGTTTCCATGGTCATTTTGAAAATGACAGAAACCCAAGC 
TGGAGAATACCTACTTTTTATTCAGAGTGAAGCTACCAATTACACAATATTGTTTACAGTGAGTATAAGAAATACCCTGCTTTACACATTAAGA 
AGACCTTACTTTAGAAAAATGGAAAACCAGGACGCCCTGGTCTGCATATCTGAGAGCGTTCCAGAGCCGATCGTGGAATGGGTGCTTTGCGATT 
CACAGGGGGAAAGCTGTAAAGAAGAAAGTCCAGCTGTTGTTAAAAAGGAGGAAAAAGTGCTTCATGAATTATTTGGGACGGACATAAGGTGCTG 
TGCCAGAAATGAACTGGGCAGGGAATGCACCAGGCTGTTCACAATAGATCTAAATCAAACTCCTCAGACCACATTGCCACAATTATTTCTTAAA 
GTAGGGGAACCCTTATGGATAAGGTGCAAAGCTGTTCATGTGAACCATGGATTCGGGCTCACCTGGGAATTAGAAAACAAAGCACTCGAGGAGG 
GCAACTACTTTGAGATGAGTACCTATTCAACAAACAGAACTATGATACGGATTCTGTTTGCTTTTGTATCATCAGTGGCAAGAAACGACACCGG 
ATACTAC ACTTGTTC CT CTTCAAAG CATC C C AGT CAATCAGCTTTGGTTACCATCGTAGGAAAGGG ATTTATAAATGCTAC C AATTC AAGTGAA 
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GATTATGAAATTGACCAATATGAAGAGTTTTGTTTTTCTGTCAGGTTTAAAGCCTACCCACAAATCAGATGTACGTGGACCTTCTCTCGAAAAT 
CATTTCCTTGTGAGCAAAAGGGTCTTGATAACGGATACAGCATATCCAAGTTTTGCAATCATAAGCACCAGCCAGGAGAATATATATTCCATGC 
AGAAAATGATGATGCCCAATTTACCAAAATGTTCACGCTGAATATAAGAAGGAAACCTCAAGTGCTCGCAGAAGCATCGGCAAGTCAGGCGTCC 
TGTTTCTCGGATGGATACCCATTACCATCTTGGACCTGGAAGAAGTGTTCAGACAAGTCTCCCAACTGCACAGAAGAGATCACAGAAGGAGTCT 
GGAATAGAAAGGCTAACAGAAAAGTGTTTGGACAGTGGGTGTCGAGCAGTACTCTAAACATGAGTGAAGCCATAAAAGGGTTCCTGGTCAAGTG 
CTGTGCATACAATTCCCTTGGCACATCTTGTGAGACGATCCTTTTAAACTCTCCAGGCCCCTTGCCTTTCATCCAAGACAACATCTCATTCTAT 
GCAACAATTGGTGTTTGTCTCCTCTTCATTGTCGTTTTAACCCTGCTAATTTGTCACAAGTACAAAAAGCAATTTAGGTATGAAAGCCAGCTAC 
AGATGGTAC AGGTGACCGGCT C CT CAGATAATG AGT ACTTCTACGTTGATTTCAG AG AATATG AATATG AT CTCAAATGGGAGTTT CCAAGAGA 
AAATTTAGAGTTTGGGAAGGTACTAGGATCAGGTGCTTTTGGAAAAGTGATGAACGCAACAGCTTATGGAATTAGCAAAACAGGAGTGTCAATC 
C AGGTTG C CGT CAAAATG CTG AAAGAAAAAGC AG ACAGCTCTG AAAGAGAGGCACTC ATGTCAGAACTC AAGATGATGACCC AG CTGGGAAGC C 
ACGAGAATATTGTGAACCTGCTGGGGGCGTGCACACTGTCAGGACCAATTTACTTGATTTTTGAATACTGTTGCTATGGTGATCTTCTCAACTA 
T CTAAGAAGTAAAAG AGAAAAATTTCACAGGACTTGG AC AG AGATTTT CAAGGAAC AC AATTT CAGTTTTTACCCC ACTTT CCAAT C ACATCCA 
AATTCCAGCATGCCTGGTTCAAGAGAAGTTCAGATACACCCGGACTCGGATCAAATCTCAGGGCTTCATGGGAATTCATTTCACTCTGAAGATG 
AAATTGAATATGAAAACCAAAAAAGGCTGGAAGAAGAGGAGGACTTGAATGTGCTTACATTTGAAGATCTTCTTTGCTTTGCATATCAAGTTGC 
CAAAGGAATGGAATTTCTGGAATTTAAGTCGTGTGTTCACAGAGACCTGGCCGCCAGGAACGTGCTTGTCACCCACGGGAAAGTGGTGAAGATA 
TGTGACTTTGGATTGGCTCGAGATATCATGAGTGATTCCAACTATGTTGTCAGGGGCAATGCCCGTCTGCCTGTAAAATGGATGGCCCCCGAAA 
GCCTGTTTGAAGGCATCTACACCATTAAGAGTGATGTCTGGTCATATGGAATATTACTGTGGGAAATCTTCTCACTTGGTGTGAATCCTTACCC 
TGGCATTCCGGTTGATGCTAACTTCTACAAACTGATTCAAAATGGATTTAAAATGGATCAGCCATTTTATGCTACAGAAGAAATATACATTATA 
ATGCAATCCTGCTGGGCTTTTGACTCAAGGAAACGGCCATCCTTCCCTAATTTGACTTCGTTTTTAGGATGTCAGCTGGCAGATGCAGAAGAAG 
CGATGTATCAGAATGTGGATGGCCGTGTTTCGGAATGTCCTCACACCTACCAAAACAGGCGACCTTTCAGCAGAGAGATGGATTTGGGGCTACT 
CTCTCCGCAGGCTCAGGTCGAAGATTCGTAGAGGAACAATTTAGTTTTAAGGACTTCATCCCTCCACCTATCCCTAACAGGCTGTAGATTACCA 
AAACAAGATTAATTTCATCACTAAAAGAAAATCTATTATCAACTGCTGCTTCACCAGACTTTTCTCTAGAAGCCGTCTGCGTTTACTCTTGTTT 
TCAAAGGGACTTTTGTAAAATCAAATCATCCTGTCACAAGGCAGGAGGAGCTGATAATGAACTTTATTGGAGCATTGATCTGCATCCAAGGCCT 
TCTCAGGCCGGCTTGAGTGAATTGTGTACCTGAAGTACAGTATATTCTTGTAAATACATAAAACAAAAGCATTTTGCTAAGGAGAAGCTAATAT 
GATTTTTTAAGTCTATGTTTTAAAATAATATGTAAATTTTTCAGCTATTTAGTGATATATTTTATGGGTGGGAATAAAATTTCTACTACAG 

HUMAN SEQUENCE - CODING 

ATGCCGGCGTTGGCGCGCGACGCGGGCACCGTGCCGCTGCTCGTTGTTTTTTCTGCAATGATATTTGGGACTATTACAAATCAAGATCTGCCTG 
TGATCAAGTGTGTTTTAATCAATCATAAGAACAATGATTCATCAGTGGGGAAGTCATCATCATATCCCATGGTATCAGAATCCCCGGAAGACCT 
CGGGTGTGCGTTGAGACCCCAGAGCTCAGGGACAGTGTACGAAGCTGCCGCTGTGGAAGTGGATGTATCTGCTTCCATCACACTGCAAGTGCTG 
GTCGATGCCCCAGGGAACATTTCCTGTCTCTGGGTCTTTAAGCACAGCTCCCTGAATTGCCAGCCACATTTTGATTTACAAAACAGAGGAGTTG 
TTTCCATGGTCATTTTGAAAATGACAGAAACCCAAGCTGGAGAATACCTACTTTTTATTCAGAGTGAAGCTACCAATTACACAATATTGTTTAC 
AGTGAGTATAAGAAATACCCTGCTTTACACATTAAGAAGACCTTACTTTAGAAAAATGGAAAACCAGGACGCCCTGGTCTGCATATCTGAGAGC 
GTTCCAGAGCCGATCGTGGAATGGGTGCTTTGCGATTCACAGGGGGAAAGCTGTAAAGAAGAAAGTCCAGCTGTTGTTAAAAAGGAGGAAAAAG 
TGCTTCATGAATTATTTGGGACGGACATAAGGTGCTGTGCCAGAAATGAACTGGGCAGGGAATGCACCAGGCTGTTCACAATAGATCTAAATCA 
AACTCCTCAGACCACATTGCCACAATTATTTCTTAAAGTAGGGGAACCCTTATGGATAAGGTGCAAAGCTGTTCATGTGAACCATGGATTCGGG 
CTCACCTGGGAATTAGAAAACAAAGCACTCGAGGAGGGCAACTACTTTGAGATGAGTACCTATTCAACAAACAGAACTATGATACGGATTCTGT 
TTGCTTTTGTATCATCAGTGGCAAGAAACGACACCGGATACTACACTTGTTCCTCTTCAAAGCATCCCAGTCAATCAGCTTTGGTTACCATCGT 
AGGAAAGGGATTTATAAATGCTACCAATTCAAGTGAAGATTATGAAATTGACCAATATGAAGAGTTTTGTTTTTCTGTCAGGTTTAAAGCCTAC 
CCACAAATCAGATGTACGTGGACCTTCTCTCGAAAATCATTTCCTTGTGAGCAAAAGGGTCTTGATAACGGATACAGCATATCCAAGTTTTGCA 
ATCATAAGCACCAGCCAGGAGAATATATATTCCATGCAGAAAATGATGATGCCCAATTTACCAAAATGTTCACGCTGAATATAAGAAGGAAACC 
TCAAGTGCTCGCAGAAGCATCGGCAAGTCAGGCGTCCTGTTTCTCGGATGGATACCCATTACCATCTTGGACCTGGAAGAAGTGTTCAGACAAG 
TCTCCCAACTGCACAGAAGAGATCACAGAAGGAGTCTGGAATAGAAAGGCTAACAGAAAAGTGTTTGGACAGTGGGTGTCGAGCAGTACTCTAA 
ACATGAGTGAAGCCATAAAAGGGTTCCTGGTCAAGTGCTGTGCATACAATTCCCTTGGCACATCTTGTGAGACGATCCTTTTAAACTCTCCAGG 
CCCCTTCCCTTTCATCCAAGACAACATCTCATTCTATGCAACAATTGGTGTTTGTCTCCTCTTCATTGTCGTTTTAACCCTGCTAATTTGTCAC 
AAGTACAAAAAG CAATTT AGGTATGAAAG CCAGCT AC AG ATGGTACAGGTGACCGGCTCCT CAGATAATG AGT ACTTCTACGTTGATTTCAGAG 
AATATGAATATGATCTCAAATGGGAGTTTCCAAGAGAAAATTTAGAGTTTGGGAAGGTACTAGGATCAGGTGCTTTTGGAAAAGTGATGAACGC 
AACAGCTTATGGAATTAGCAAAACAGGAGTCTCAATCCAGGTTGCCGTCAAAATGCTGAAAGAAAAAGCAGACAGCTCTGAAAGAGAGGCACTC 
ATGTCAGAACTCAAGATGATGACCCAGCTGGGAAGCCACGAGAATATTGTGAACCTGCTGGGGGCGTGCACACTGTCAGGACCAATTTACTTGA 
TTTTTGAATACTGTTGCTATGGTGATCTTCTCAACTATCTAAGAAGTAAAAGAGAAAAATTTCACAGGACTTGGACAGAGATTTTCAAGGAACA 
CAATTTCAGTTTTTACCCCACTTTCCAATCACATCCAAATTCCAGCATGCGTGGTTCAAGAGAAGTTCAGATACACCCGGACTCGGATCAAATC 
TCAGGGCTTCATGGGAATTCATTTCACTCTGAAGATGAAATTGAATATGAAAACCAAAAAAGGCTGGAAGAAGAGGAGGACTTGAATGTGCTTA 
CATTTGAAGATCTTCTTTGCTTTGCATATCAAGTTGCCAAAGGAATGGAATTTCTGGAATTTAAGTCGTGTGTTCACAGAGACCTGGCCGCCAG 
GAACGTGCTTGTCACCCACGGGAAAGTGGTGAAGATATGTGACTTTGGATTGGCTCGAGATATCATGAGTGATTCCAACTATGTTGTCAGGGGC 
AATGCCCGTCTGCCTGTAAAATGGATGGCCCCCGAAAGCCTGTTTGAAGGCATCTACACCATTAAGAGTGATGTCTGGTCATATGGAATATTAC 
TGTGGGAAATCTTCTCACTTGGTGTGAATCCTTACCCTGGCATTCCGGTTGATGCTAACTTCTACAAACTGATTCAAAATGGATTTAAAATGGA 
TCAGCCATTTTATGCTACAGAAGAAATATACATTATAATGCAATCCTGCTGGGCTTTTGACTCAAGGAAACGGCCATCCTTCCCTAATTTGACT 
TCGTTTTTAGGATGTCAGCTGGCAGATGCAGAAGAAGCGATGTATCAGAATGTGGATGGCCGTGTTTCGGAATGTCCTCACACCTACCAAAACA 
GGCGACCTTTCAGCAGAGAGATGGATTTGGGGCTACTCTCTCCGCAGGCTCAGGTCGAAGATTCGTAG 
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TABLE 24 



MOUSE NOMENCLATURE 
ICSGNM Dntt 
Celera mCG2378 

HUMAN NOMENCLATURE 
HGNC DNTT 
Celera hCG24S48 

MOUSE SEQUENCE - GENOMIC 

GATG CTCAGCG CTCC AGGGCAGG AG AGGG CTATACT CTAAGTGGAGAG ATAAG CTAC ACTTGTCC ATTT AT AG AGTGGT AGGTAGGT AT ATTAA 
CGGTGTGTTCTCTGAGGAAGTCTCCAGGACCTGAGATGAGGGATGTGTGTGGGGTCAGCATCTCTGGGGCAGTGGGAGAAGACTGGTCAGGAGG 
AATCACGGTAGAGTATATCAACACAGGCAGTTGTTAGAGCTCTGTGATCATTCAGTGCTATCACCCATGGCAACAACCTCTCCCAACCATTGAT 

AGGCTTTGTCAGCATCCTCTATAGAAGGTCAGTGTCTTGGTGATCACTGTCTATGCTGGAGAGAAGAGAGAGAGGGTCTGAGGCTAAGGGGCTG 
GACGTGATCAGGGGATCTTGTAGTGATATCAGTTTCTGTTTACTAGCCGTTTTACCCCCACTTAAGACAGCGTAAACTCCCAGAGCTACAGTTA 
TTCCCATTGTCTTAGGTCCCCCGATAAAACTCAGGAAAGAAAACCAAAACCATTTAAAAGATCTCTTCAAGCCACGCAGGTCAGACGCTCACCA 
AGTTTAGTCTAACTCGACTAACATTTTTGTTGTTGTTGTTTTGTTTTGTTTTGTTTTTTTGAGACAGGGTTTCTCTGTGCATCCCTGGCTGTCC 
TGGAACTCACTCTGTAGACCAGGTTGGTCTCGAACTCGAAATCTGCCTGCCTCTACCTCCTAAGTGCTGGGATCAAAGGCGTGTGCCACCACTT 
TCCTGGCTTCAACACTTTTTTTCTTTCTTTCTTTTTTTTTTTTACTGTTTTTGTTAACAGTTCTATTCGGTCTTTCAATTAGTTGTCTAAAGAC 
TGCAAAAGTCACTTTTGAAATTGCTTCTTTCTGACTTGACTCCTTAGCCCAGCAAGTTTGTCCTCTAATCCCCACTCTTATGGTTTGCATCTCA 
GACCCCTGCTTAAATTTTACCTTCTACTTAATTGCACTGAAAACAAGTAAAGCCTTCTCAGAGCAACTTGGTTAAAATCGGGTCCAGTCCCACC 
CACAGACACCTGCCCCCTTCCTCCTTCCCACAGCATGTACACCAGCCACCTCTAGTGGATTATTTACCGTCTGTTTTTTATCTAATAAATGGTA 
AGCTCTGAGAGGGCAGGGACCAGCTGTTTGAGCCTGGAAGAACTGGCTTCTGGAGGGCACCCGACAGAACTGTAGGTTGAACTCATGGCTGGAC 
TCTCTGCTTCCATTAGCTCCACTCTGGCCATTGGCAACAATGTCTAGCTGGAATCACAGCTCTGAGTCTCCATCCTAATCCTCTGGGTAGATCC 
TGTTAAG C C AG C ATGCTCACCTCCAGCGAT AGCTGAAGGTCAGGAC AAATGTT AAAGTGTTTC CTAATACAGAC C ATC TCT ATAGATGTC C ACG 
ATTACTAATATCTCAGCGTATTGTTGACTTCTCAGTGAAAGGGTATGTGCTCTGAAAGCTGTGACCAGAACTGAGTGAGATTTTCCAGGTTATG 
GGTAGTGGCACAGGCTGGTCGACTCCATGTGTAGAAGCCACCTGAGGACAGCCACCTGAAGAGCGTGAGTGGCTGAGAGTTCAAGAGCTTGTAA 
TGTTCACCTGCCATATCTACTGCTCTCTGACCCGGTACTCACGGCTTATCAGCAATCCAGAAGGAGAGGGTATTTAGCGGGTTGCCTCAAGAGT 
TTACTGAGCAAAAGAGAGGCTGGAAAAGATTTCAGAGATAGTGGGGAGTGGTGGTGAATAACCCTGTCTTAGGATTTTGGAAATGTTACTAAGT 
GGAATTAAAT AGT CC CGGAAGTGAAGACAG AGATGCAGACC AGG C ATTGGGGCT C CC ACTTGTAACTTCC AC ACTCAAGAG AT AGAGGC AGAAA 
GACAGAGCGTTCAAAGTCATCCTGAGATCAAGGCAGTGCAGCCTGGCTACAGGAGACCCTACTTCAAGAAGAAAAGCAAAGAGCAAGAAGGGGA 
ATGGGCTAGAGATACAAATGCAATAGAAGCCAGGAATGGCAGGGCTGGAGGGCTCTGCAGGCTACCAGGGGCCATGGATGAGAAGCCTTTCTTC 
CAGCCAGCGACCAACAAGCAGTTCAGCCTGTGGTCTGGGGCTGCCATCCCACTTGAGACTCTGTTCCCATTCCCGTCTGGTCATAGTTCACATC 
TCACAACTATCATCTTCTCATTGGTTCCCTCTCTCTTCTCTGATTCACCCTTGCCTAGTTGGTTTTCAGGAGGTGCCATATTGCTCAGTGGGTC 
TCCATGCAAACTCATATCAACGGCTCCCACGCCTGCAAACAAAACCCCAGCTCTCCTATCTACACCTTTCCTGTGGGCAACTGCCTGTCCCTCC 
TCACACCCACAGGGGATGCTCAGGATGTAGCCTGCTCATTTTGTGTTCCTCTGGAGTTTAATAAATATGGTTGGATGAAAACTAGAGGCCACCA 
GTACCATGATATGTCCATCGACTCCCTTGTCCTGTCCTGTCTCACTTGGTAGATAACAAAATAAAGTGGAAATACAGAATGTTCTTGTATTAGG 
CACTCAGATGATAACTATTACTGTGGGTGGCTTCTCAATGACAAGAAACTTTGAGAAACTCTATAGTTTTCCCCAGTGGGGCAGTTCCAGAAGA 
CACCTGCTGTGAAGAGCCAAGAACAGCTGTGCAGGCAATAGAGGAAGCTGGCACTCACTCAGTAAAAAAACCAAACCAAAACAAGACCCTGCCT 
GCAGTTGGATGGCAAAGTTCCCAGATGGGCAGCTTGACATAAAGAGGCGCTGTGAGGTGTTTGATATAAAAGAAGATAAAACCGCCGGAAACAG 
ACATCTCCTCTCCTAAACTGACTCCCTCAATGTGTGCAAAGAACAACCCGGCTCAGGGTAAAAATAGTGTTTGTGGATGAAGGGGGATGTGTTT 
GTCCACCCAGGGAAAGACTGCAGCTGGCCAGCCTCTTTCCTGCACAGTGGAGGGTTTGAAGGACAGTCAGATGGGTGACCAAGGAGAGGAGAGC 
AGGGTGG AG ATACAGATGTGG AT C C ATATT AAAC C C AG AGG AGAAGC AACCGCTCAGGAATGGC AGAATGGTGGC CAGATGTGG CCTTTGTCTC 
CTCATCCCTGTGACATCATATCCAGGCAGGAGCACCAGTCATGCCAGCTAGCACCTTGGAGTGGCAGGGTGGGAGGGCAGGGAGAATGGTGAGT 
GGTGCCCAAGCAGGCCAGGCAGGCAGAGGAAGTTTTGTCTTAGGAGGCCGTGAAGGTCAGTACTCTGTTGGAAGCTGAGGAGTCCACCGGTGAC 
AGAAATTGCCCAGGCAGACACACCCAAAAAGTGTCAAGTGGCTCAGGCTTGTCTAGTCCGGGGTCATGATACTCCTTACTAAGTCAATAGATTG 
TCTAAGTACTGTGCAAAACAGCAAACAGAACAGGGCCGAGCCGGGCTCCAGACTCAACAAACCAAGCAGGATTCTTTATTGCAGGGCCCCATGA 
GGTGTTGGACATTTTAATACTCGTTGCATAGAGTTTGTCTGATCCCTCTGACCTAACTCATTACAGAATCATCATCATCATCAACTTTATCAGC 
AGTCATCAACAGAGTCTCACTGTATAATCCAGGCTGGCCTCAAACTCATGACCCTGCTGCCTCAATTTCCCCGTTTCTGGGATCTCAAGTGTGC 
TCCACCATACCCAGCACTGAAGACTGTCTTGTTTGGCTTGGAGCATCTCCCTGAGACCCTGGGCTCCTTGCAGATCTCTTCACCAGATCTCTTT 
ACCCTCCCTAGGATGCAGAGTCTACCTTGAGTGGCACTGGCAGAAATATTGGTGAAGTGCAAAGAGACACAGGGACGTGAAGGGGGAACAAAGA 
'GAAGTCACAGCCTTTCAGTTAACAGTATTGTCCTGAGAAAGCACTGCATGCCAATATTCCTGTATTTAGTCTTCATAAACACTCACAAGACAGA 
AACCACTAGAACCTCACTGTGCATATTAGGGAACTGAGGCACAGGAATGTCTGGCAACACACCTGTGGGTATGTCTGTCTGTAGCTCATAATGC 
TGTGTGTTATGGGCAAGACAGAAAGATGGTCGGGGCAGGAAGGGCCACCAGAAAAACCTGGGAAAACCCTCCATCACTTTGTTCACAGGGCTCC 
CACCAGATCAAGTTTGGAAGTATTAGTTGATGTGGTTCAGGGAGACCAGACCTCCTTGTGTGTTCACATCAACAACTGAGAACTCTAGCCTGAG 
CACAGCAGTGGGTGTTGCTTCCACTCAGGTGGGGAGAGGGTGGTCCTGGGGGCTCCCTATTCCCTTTCCTGGCATCACGCACATTCCCCATCAT 
CCCCTTGACATCAGCCAGCATATAATCCTGACATGTCAGGAACATGTATTCTGCCACATCCCACATGCTCTCCTGTGGCCCTGCCATAGAGAGG 
TAGACTCTTGAGGCTACTCTAACCAATAGGCAATGAACAACAGCAATGTGTATTACTTGGCATTGAGTGTGGGTACTAGGTAATCCTGCTGTGA 
TCTCTGTCCGACTGCAGCAGTGGCTGAGACGGTCCAGATGTGGCAGGTACAAACATGTCAAGCTTCCATTTGGCCTGGATTTAGAGTAGAGCAG 
AACCCTCCAACAAGTAGCATGAAGGAAAAAAATAGACTTTGATTTGTTTAGCCAACACAAAGGATTTGGAACTAATTGGCCATTGACTGGACCA 
AGGAGCCACTTAACACCTGATGCAATTAGCACCAGAAAATTATGGTATAGAAGGAAGAAATTAACTCCTGCCGCTATCAGGAATGCCAATGGAA 
ATAACAAAACAATTGACTTTTGTATAGTGTTTCATAGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTATTCAGAGGACAACCT 
AGGATGCCACCCACTTGTTTTGAGACAATGTCTCTCACTCTAATTAGGCGAGGCTGGCTGGGCAATAAACCCTAGTAATCTGCCTGTCCCTGTC 
ACCCTAGCACTGGATTACAAGTTCATGCTGTCACAACCAGCTTTTAATACGAATACCATGGGATCAAACTCACATCCTTCATGCTTGGGTGGCT 
AACACTTTACCAACTGAGATAGCTCCCCAGACCCATGTTTCACAATGTTCAAGGTACTTGATAAACAGAGTTTAATTAATTCCAAAAGTGACCA 
CCATGCTTCCATGATTCTGAGCAGTTTTCCACCTCCTTTCATTAAGCCGTGACTGTGTAGTCCATTTTCAGCTGTTAGAGCAAACCATCTGAAA 
CTGGGTAATTTATAAGACTTATTTTGGCTAACCGTTCTGCAGGCTGGGATGTCACTGAACATAGATAAGGTTGCATTCTTCTTCCCATGGTGGG 
AACAGAAAGGCAAGAGGGGTGTGTGTGGCAGGGATGAATAATGAAGGGTGGCTTTATGTTTCAAC AAC C CTG CATC C AACCTGTGACAAAGGCA 
CTAATCCTTTTTGATGTCTAGTTGCCCCTCCAGGTCCACCTCCCAACAATGCTCCAATGGCAATAAAGTTCCCATATAGGTTTCGAGGGTAAAA 
ACTATTTTCAAATCATAGTACAAAGGCTTCAGGCTACATGATGCTATTGTGAAGGACCCCGAGAGTCAGAAAACTGGGATTGGAAGCCCCAGAC 
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TTCATCTCCAGAGTTGGTTAGGGTGAGATTCCTAAACGGTTCTAACTCCAACCCCTGCTTTCCCCACCATCAGGGCTCTGGATCAGTAGAGTAT 
TGCCTGACAGTCAGGCAGGACCTCACACAGGATGAAGCAGAGACATGTCCACCCTTTATTCAGCTCACTTAAAATAATGTCACCACCTTTGAGT 
CAGCAAGATGTAAACACAAGAGAAAAAAATTAAAAGTAATTTACTGTTGTGGCTAAAATACAATTCCTGTCTATTGTAGGAGTGTGTTAAACAA 
GAGCCAAACATAGTGTGTAGTACAAGTTGCTCCAAGAGGTGGCGTTGGGAAAGGCCTTGTAAGTTGCTGGGTTAGATGAGCCTGGGAAGCATGC 
TTG ACTC C AT CT C AAAGAAAAATAAATAAGG AAAGGAGAGGAAGGAAAGAAATAAGT CTGTAAAAGAAAAATG C ACAAAGACAAAGCTAAAAGT 
CCTGCCTAAACCCGCTGAGTGGCAGGATTCTCTGTTCTGATGTAGGGCTGGTCATATGCCTCCTTGCTCCTCTCTATGAGAATTGGTCACCACG 
TATTATGAGCTGGTTTTGTAATTATTAGATTGTGGACATTTACACATGCCATTAACTAGTTTATGGCATGACTTACCTGTTACCCTTTATCCAA 
CAGCTGGCTAGTAGACAGCTCGTGTTGTTTCTAAACTCTATGTACAGATCAGGCCATGATGAGCTGCCTGGTATGTGCGTCTTCCTGAGTCTCT 
CTTCAGATGGAGTATGCCTCTAGTGGTGTGGCTAATGCCCTGCGTGTAGCTCTGCTCTCATTGTATTAAAGATTCAGTTGGGTGTTTCATACAA 
GAGAGAATTTACCATAGAAGACTTCTTTTTTATTTGTTTGGTTTTTTTGTTTGTTTGTTTTTTTGAGACAGGGTTTCTCTGTGTAGCCCTGGCT 
GTCCTGGAACTCACTTTGTAGACCAGGCTGGCCTTGAACTTGGAAATCTGCCTGCCTCTGCCTCCCGAGTGCTGGGATTAAAGGCGTGCGCCAC 
CACACCCGGCCATAGAAGACTTCTTTAATGGGCACTGGAAATCTAGGAATCAGAAAAGGACACTGAGTCAGCTCAGACTGACTGTAGAAAACAC 
GTCCCACTCTTGGGTGCAGCAGTAGTTAACACTGGTCAATGTGATACTTGGATAACTTAACAATTTTATAAACTATAGATCTGATTTTAGATTG 
AGCTAAGTTGACGCTCTGAACAAAATAAAAGTTACTATTGACTCTTACTTAAGGTTCTCCTCTGTGTCACGCCTTCTGTACGGGGGTGAAATGG 
GCTATCTCAGTTCTTGATTTAGATGTGGGGAAAACAGGCTTAAGGAAGTGAAGCAACTACGCAAGGTCACAGCCTCCCAGCTGTGCAGATGGGA 
GCTCGTGCATCCCTGGCTGCATCCTCTGTCTGTGTGCTATTCTCTGTTCCTATTGCTGCTTCTGTGGTCTCACATTGCTGTGCAGATAGAAGCT 
TGTGCATCTATGGCGGCATCCTCTGTCTGTGTGCTATTCTGTGTCCCCGTTGCTGCTTCTGTGGACTCACGTTACTATGGGGATGATACCACCC 
CGGGGCCTAGCTAGAGGACTGCCTTGTTCATGCTGTCAGACCACTTGGAGGCTAAGACTAATTCTATCATGTAGCTGTCTGAAACCAAGCATCT 
AACAGGGGGCCAAAGTGTGTGTGGGGGGAGGCTTGTCCCCACTCATTGGTCTCTATCAAGCAAACATTGCACCCTAGTCTCAGAGAGCTGCACA 
AAAGGGCGCTGCAGATGATTAAGTTCCTTGTGCTACATGTCCGTGAACACCGTCAAGGTCTCTACCACACAGGGAGCCCACTCTGCACTTTTGA 
CAGGTGTAGATACTTGCAGAGAGCCAAAGTCTGTTGACTACAGCTCTCTGTCATTCTTGCATGAAACAGCCTTGTGGATGCCCGATGGCAGCTG 
TCATAGGACCCTCCTTTGGCAGTGCTGAGGTGCTCATGCGTTCATACGCTCTTGAAGGCAGTAAAAGTCCCAAATGCTGTGGTGGAATACATGA 
GAAGGGTCCATATTTATTACTGGGTAAGGAGGCATGACAGAAGGAGGCTGTTTGGTATGTGTATGTGTGTAAATACATGTGTGTGTGTGTACAC 

CTGGCTGCCCTGGAACTGACTCTATAGAGCAGGCTGACCTTGAACTCACAGAGATCTTCCTACCTCTGCCTCCTAAGTGCTGGGATTAAAGGCA 
TTGTACTACCAGTCTGGTTAAGAGCATACATTTTTA^ 

CTCACCACCCATTGAATGTTCTCTCAGACAGGCCCTGACACAGAAGCACCAGCTCTTAGGAGTAACTGAAAGTTTCCTGCTAGTAACCTTTGTT 
AGACCCAGTTCTACCCACAATAGTTTACATAAAAATGAAGCAACAAAGGAACCCCCGGGAGACCGTTTGCTTTGAAGCACAAATGTAAACGGTC 
TGGTTTCAGCACCCTCAGATTGCTTTCTGTGCAGAAAAGGGCTAAACAATCACTGCCTGGGTCACTGGCAAGGTGACATTGCTGGAATTACTCC 
TTAGACTGTAGGAGACGCCAGGCACAACCGCTGTTATTTGGGAGAATGTTCTTGTAAACCCTTTCTTCCTCTCTGACTGCACAGCCTTCTCTCA 
AGCTCATGACCACAGCTGTGTGGGCATCTCCAGATGACACGAGGGAGCTGGTCCTCCCATAGCACTTATCTGTGATCCACTGTGGTTAACTGAC 
ATTTTGTAGAGTTCTTTCCCTCTGCCTGTAGGTGAACCATCAGCCCCCCCCCCCCCGTATTATATGGGTATCTAGCTGGCAGTATGGTCTTATA 
AGAATTCAGTCAGCAAAGGTTTTGAGGTCTTGCCTAGGTCCTGTAGTAGGTGTTCCAGAAGTGAGACCTACTAAGTAATATTAACTAAAGATGA 
AATTTTGATTTTGCACAGGGCTGTGAAAATGTCCCTAACTCCATGCCCATGACTCTTCTCCAAAACTCATCTCGTCTCAGAGACCTATGTTAGT 
TATGTAGCGACCACTCTCTGGAAACTTAGTGCACTGAAAAAATAGAAACCAAAAACAAACTAAGTTGCATCACGGTTGAAGTCTGAAGAACTGC 
ATTCATGATCTCATTTGCCCCATACTCTGTGATCTGCAGTGTCTGAACCTTAGCTTTCTATAAAATGTGCTCACACACTGGAGCCTGTGGTCCT 
GTGCCCACTGCIAAAACGATAGTAACTAAAGCIAGCAGAGTAGACAGAGCCAGGAAAATCACAGTTATGGGCTTGTTGGGAAAAAAGTGACCATGG 
GG CC AGG AG AGATAGCTCAGTG ATTAGGAGCACTAACTGCTCTT CCAG CAGGCCAG AGTTC AAGTCTCAG C AACC ATGTGGC AG CTTACAACTG 
TCTG C AATTCCAGTTC C AGGG AAT CTGAC ACCTTCCAACAGCAATGC AC ATAAAAT AAAAAAAAATTAAAAAAAAAAAAG CAACCAG CAGAGTG 
AGAAATTCAGGTGGCATTCACGTGAAATCACAACAGCTGTATGTAACACATCTGTGCCAATTACAGACATCCAGTGTACCATAACGTAGGTCCG 
AGAGAAAGAATAGAAGTGAGCTAGAGTAAAGCAGGAATCAATGAATAAAGTCAGCAGGAGCAGTTAGATGACTAAGTGGTGATGATAGAAGCTT 
GCTACCAAGACTGACAACCCACGTTTGATTCCTGGGACCTACAACGGTGGAGGGGGAAAGATGCCTCTGACTGCCACACTGATGTCATGGCATG 
CACACAC ATG C C C C CT TG CGCAGTAAGCAAATGTAATACATTTTTTAAAAAATGGCTTTTAAAATGCAACCTAAAGGGTTTGAACATGTCTAAA 
GATAAATAACAGTACTCAACCAGTGGCGAGGTCCCCCTTTCTTCATAAGTTTATTCTGAGGTACTGCCGAGATCAAGTGTATGAAAACCCAAGT 
TCACTGTTCTTTCTGTCAAGAGCTCCATTTTGGGAGAAAGGACCTGATCAGAGTGAGACATTCCTTCAGCAGGAAGTTGTCACCAGGGTGGTAC 
CT AT GGGTCTGCTG GTG AG AGG AC AT C AG AG C C CT CAT T C TG GAG AC AC C AC C T GAT G G CAC AG AC AG AG C TAG AC TGTCTGCTTC C ATGG AT C 
CACTGCAAGCAGTCCACCTGGGTCCTCGGAAGAAAAGACCCAGGCAGCTGGGCACCCCAGTGGCTTCCACGCCTTATGACATCCGATTTCGAGA 
CTTGGTCCTCTTCATTTTGGAAAAGAAGATGGGAACAACTCGAAGAGCCTTCCTCATGGAGCTGGCCCGAAGGAAAGGGTTCAGGGTGGAAAAT 
GAGCTCAGGTAGGACAGCCCTGGTCACTTTGCAAGCATGCAAGAGCCCTGAGGACATCCCCAAGGGACCCAAGGGGCCAGTTGGCTAAGGGAGA 
TGAGTGGGGACTAAATGAGATTATATAGAAACTAATTGGTACCAAAAAATAATATTTTTTAAAAAAAATATGGCTTTCCATGACTGACTCTGAG 
ATTAAGT ATC CAGGAGTGAT AACC AGAAAACTAGTCAGAG AAC C AC AT AG AAAC C ACTCG ATTCCATTCTGTACCAAACTGAACC AAC AC CATT 
GGGTTCAATTTTTTACATTGCTACTTTGGAGCAGGGAGGGTGTTCTGATTGTCTGGCTCTGACTTATACACACCTGCTCTGCTAAGGGTGTATG 
GTGGGCTAGGCTGAGGTGAGTCACCACGGGTACCTTAATGGCCTTGGTGATGGTTTTCCAAAGGGTGGTCCAAGTGGGCTTCAGGAAGAGATGC 
TGGTTAAAGATGTTTGTCTAGGGGTGACAGATGGCACCCCAGTGTGCTATGATCAGAGTCTAGGCAGGGAGGTGATTGAAGCTACCATCTGCAC 
TCGTTCAGTAAGCACCAATTATCATTGTTTTGCTGACTATTGTGTACGTTCACTCTCTTGACCCAATGAAAAGAATCAAAGCGATTCAGAAAGT 
CCCAGTAAAAGGCCCTGGTGTGCCTGACGGCTGCAGACAGAAGTGTTGGGGTTACAGTGGGAGTGGGGGGGGCACTCAGTTCACTGCCTTCAGC 
CATGCAAGTTGGGAGGGGTGCTGAACATACCGTGTCAGAGATGATCTGACTTTTACACTTGGGATTTTGGAAAGTCTTTGAATTTAAAAGAAAA 
TTGCCAAACGTTTCTTGCTGATGAAATGCTGGCTTTGGAGACATTGAGGAGACACATTTCCAAGGTCAGTACTCAGGAATTTCACACTCCACAT 
GCCCAGCTGAGGGGATCTTTTTAGATTTTTTGCTAAAATGTCCCCAATCAAAAATTCCTGAGGTTCTGGGCTTCTCTCTTTTCTGAGTCTTTGT 
CACATGGTCTCCTATTTTTTGTTTTAAGTCATCACAGCCACTCTCAACTTCATTCCTTGATGTTCTTTTCACACAATCCATTATTTCAACTCGT 
TTTTGAGTATAACTAATCTGTTAGCCTTATGTACAGTGTTAGCTTTAAAAGAAAAAGAGATTAGATAGGTAAAGGGGGAGGGATAAAACAGAAA 
AAAC AT CTT CAAAGAG AAAGTTAAAAAC AG AAATCAAAAGTTTTAGCAGCT AC C AAGATGCTTTTCATGGTAAAGGAACTGAACAGGG ACCAGT 
CAGGAAAGGGAGAGCCATCAGGCAGGGTGCCACTCACTCAGAAAGCTCTCTGATAAAAGGTCCATACATCTGTTGGAGGCCCATGGACTGAGTC 
ACCAATGGAGCAAATGAGCCGAGGCAAGTGTCAGGGGTGATGATGATCACGAAGCAAGTATCTTTGCTGGAGAGGTGAATCAGAGTGGTGCCCC 
AGATGCCAGCAGCCAGAGCTATGCCTGCTGCTGGGGAGACAGGAAATGGGTGAGCAAGCCGCTGCTGTGCTCAGGATGGAGCAAAGTTCTCAGG 
CGGAGAGCACAGACACTTTCAACGTGTGTGTGTGTGTGTGTGTGTGTGCGCGCGTGCTGTAGAGGAAGATGAATCACAGGAAGCAGAAGCCCCG 
ACGATAACAGAATTTCTGTGCCCAGATAAAGAGTCATTAATTACTGTAGGGAGAACCTTTAGGCTTCATCTCCTGGTGCTGGCCCTTTCCAGAC 
CAGCAGTTNNNNNNlSniJNNNNNN^ 

NNNNNNNNNNN^ 

NNWNNNNNNNNNNNNNNl^ 
NNNNNNNNNNWN^ 
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NNNNNNN ^^ 

TTGGAAC C G CAGTAAAGGAGG AAGGAAACCAG CT CTACAGAGGTGATTTCTGAC CTGCACATGTG C ACCATGTCATATGCTAATGTGCATATAC 

AATCATTGTAATTACTGCTAGTGATGATTAATTAAAAGGAAAAATGTCAATGGTACTGATTAACAGTAATGGCTACACTTCTTTCTTAACTTGT 

AAAATTCAAAGGCAAAGAGAATGCTAAGCTCTGGAACAGGCTAATGTCCACATCTCCTGTATACTTTTGGCTGCCAAGAGGCTCAGTCTTGGCT 

CCTACCTTCCCTGAGATCCTCTATGTACTGAGTTCTCTGGATTGAGTCTGTTCTCTCCAACATGAATGTGTCACTTTGAGTGGAATATTCAGCT 

ATTCTATGTGCCAATAGAAAGCTGGTTCCTAAAACATGAAAGAGAAGAGATGGTAAGTTCCTTGAGTAGTTCTGAACATCGAAGAACAGGATAT 

TGAATTTATTCTGTCACCAGCATCCTAGACTTTAGAGCAGGTTGCTAACTTCAGCTCACCTAATACAGGCTCAACAAGGGAACCAAAATCTCCT 

GTTTTCCATGCCCTGATTGCATCCTGAGTTCCCATAGAGTGAGATACTTGAAAGCTCTCATCTGTCATCTCCCCTTCTCTATAAATACTTCTGG 

TACCTTCCCCTGTGTCTTGAAGCAAATCACTGTAGTCAAGGCAGAAGAATATGTAGCTCGGAAGGATGGCGTTCCATCTTTCTAACCATCCAGG 

CGCTTCATGGTAGCTTGCTAACAATGCTCAGGTTGTTGTAAACACATCAGAGGACAGCATTGTCGTGCAATGGAAGATGCTGTCTTAGCTGAAA 

GCATCACAAAAGCCTTTGAGTGCCTGCTGTGTGCAGTATGTGTGGAGCTCTGGAAAAACAGAAGAAGACATGAGCCTTGCAAGCAAAGAGCTTG 

CTATGATAAGGAAATCATGAATTGTATCTTGAATTGTGCTATTATCTTAATTACTTTTGTTTCTTTTAAAAAAATATTTACTTTTATCTTCGTG 

TATCAATTAATGATCTGCCTGCAGGTACGTTTATATGTATATATGCATGTATGTATGTGCATATGTATGTATGTGTGTACATATGTATGTATGT- 

GTACCACATGGGTACAGCGCCTTCAGATAGCAGAAGAGGGTGTTGGATGGTCTGGAACCGGGTTTACAGATGGTTGTGAGTGATGTCACACACG 

ATCTCTAGGAATCGAACCTGGATCCTCTGCAAGAGCAGGATGTTCTCTTAACCACGGAACCAACTCTCCAGCCCCTCGGATTCTCTTCTTGCTC 

CAATAAAGTACACTGGCAAAAGCAAATTAAGGAAGACAGGGATTAGAGCTCACAGTTTACAGTCCATCATATCAAGGAAGTCACAGCAGCAGGA 

GCTTGGGAGAGCTGGTCACCTCACACAGGTGACCAGGTACAGAGAGCAGTAAATGCCTCGCGTGCTGACATGTGACTGTAGAGAGACTGTGATC 

AAAAACTAGCTTTAGCCTCCTCAACAACTCATTCCTTTCGGACAGCTTGTAACAGGTGTGTGTTGGCTAGTCTGGCTGCCTCTGCCCCCCACGC 

CCCATCTGTTCACTGTTTGACCTGTTCACAGTGCGACTTTCACTGGAAAGTCATTATGTCAGAGCATTTGCCTTCAAAGCCCACGGGGGACCTT 

GTGGTAATAAAACCCACATTTTCTATTTCAAAAATTATGAGCTTCAAGTTAATGCAAAGTTTTATAATACCATTAAAGGTTGTTAAAGAATCAG 

GCAAGATCCTGACCAAGGCTGGAAGAGAAAGCTGTCTCTTTTGAATGCTGCTGTGTGTAGATTAGAACCAACCTCAGCTGCCTTGCTCTCAAGG 

GTTCTAAAACACATTGGTTGCTCAGAGAACTGACAGAGCTGTGGTTGGGGTGGGTTGAGCCAGCTTCTTTAAGCAGCTCAGTTTAAGTATAAAT 

ATGGCTAATGTCATTGTTTTCAAAATACCCAACATGACCTCTCCCAGGTGACAAGACCATCCATGAGAGAGATAACACTCACACTGGAAAGGGT 

GGTGGGTAACGATGGCTGCCTCTCTTATTCATAGAAGGCATCTTTAATTATATGCAGTGAGGCACTGCCAGCCAGGAAGAGAAGGCATGAACAG 

GCAGAGTGGTATATAAGAAAGATGAGAAAAGCCAGGAGTGGTGGTGCACACCTTTAATCCCAGCACTTGGGAGGCAGAGACAGGTGAACTTCTG 

AGTTCG AGG C C AG CCTGGTCTACAGAGTGAGTTCC AGGAC AGCC AAG GCTATACAG AGAAACC CTGTCT C AAAAAAAAAAAATGAGAAAAATAC 

TC AG AG CTAAG ATTTGTG AGTTAATC C C ATAATAC AT AGTTTC CGAAC ACCTGGAG CCCTACCTG ACAATC CT AG CAATATTTTGAAC ATTAC A 

TGAAATTATACTTGTCATATATATTCTACTTAACATATAATAACTGCATATACCTAGGGGGGATAGAATAATAATTGAATATGCATATATAGCA 

TGTAAGGATCAAAGTGACTCTGTCTCTTTATAGCTCTATCATTATAGCCACCTGTCGTAGTCAGGGTTTCTATTTTCTAGAAACATCAGGACCA 

AGAAGCAAGTTGGGGAGGAAAGGGTTTATTCAGCTTACCCTTCCACATTGCTGTTCATCACCAAAGAAAGTCAGGAGTGGAACTCAAGCAGGTC 

AGGAAGGAGGAGCTGATGCAGAGGCCATGGAGGGATGTTACTTACTGGCTTGCTCAGCTTGCTCTCTTATAGAACCCAAGACCACCAGGCCAGG 

GATAGCACCACCCAGAAGGATCCGTTCCCCTCATTGATCACTAATTGATAAAATGCCTTACAGCTGGATCTCATGGAGGCATTTCCTCAAGGAA 

GGGCTATTGTGACCTCTGTGTGTGTGTGTTTCAGGAGGGTGAACATTACAACTTATTTCTTTTAAATGTATGTTGGTTGCCCACCTCATATGGC 

TGATGTGAAGACTAAGTTTTATACACATCCCCCACACACATATCCCACACATGGTAGTGTGTCATATTTGCAAGTGGTGTAGCATGTTTACAGC 

ATGTCTTTCATGCACGCATATTTTTGTTGTTTGTTGCATCCCAGGAGCTCCTCCATCCCTGAGCATCCCCAGAGCCTATGTCAGAGCATAGGCA 

GGGCTTTACCTAGAGGCAGACTTAGAGAAGGAGATGCAGGGCAAAGCCAGGCAGTGAGAATGTGTGGGGGAGGCAGCACTGCTTGCAAGATGGA 

CCTCAGGCTTCTGCACTCATCCTGGAGGGGGGCAGCAAAACCCAGAGAGCCCAGAGCAGTTGGTGGCCTCCCTGCAGATCTTCCGCCTTGGAGT 

GCATCTATAGCATGTATTTTTAGATTCAGGATAGCTCTAACTTCCTGCAGTCTTGTAGTCCAGACATTCAACATAAAATAGGAAGACAAAAATT 

ATACCCAAGGGGGCTTCCTGGGCAGATATGTTACAGAGAGTTTCTTCATTCATATCTCTGCCCCTTGGAGGGACGGTTTGCCTTTAAGTATGGC 

GCCCGTTCAGATAACCCTTCTGTGAGGAGGGTGGAAGGGAGCTGACTGAACAGGGAACTCCTCTGCTCTGGAACAAGCACTGAGTCACAGATTG 

CAAACTCATGGCTACTCAAGCTCATGGGCTTTGGGTTAGAACAGATCTGTGATCAAATTTCCACCATGCAGTTATTAGCAGGGAAGGGTTTTAA 

TGTCTCGCAGGGCTATCTCCTGATTGCTATGTGGGTCTGATAATCCCTGTCTCACAGCATTACTAATAATTAAATGTATGAGATGTACATTTAA 

TGTATTTAATATTTAATACTAGTACCTGGTATAAGGCAGTGCTTCCATACTCTTGATATTTTCAATACTGAAGAAACACCTGGAGCCGAGTTCC 

CAAATCCACATGTCCCCGGGGACAGATAATTGTCACTGTGCATCGATAAGGAAGTGTCAGTGGACAGCAGTGGAGGAAGCAAGTTGCCCTGTGA 

TAGTGTCTGGTGAGGCTCAGGATTGAACATGAAGTGTTTAGTCCAAGAGAATCATCTGCAGGAGGGCAGTGACAGCCACAAACCAGAAGAAACA 

ATGCCAGCTCTGATTAGACAACAGGGAGACAGGATCGAGTAGACTCAGTACGAGAGATGAGAACAGAGATAGGACCAGGATGGACGTAGCCTCT 

AAATTCTCGTCTTTTAAATTATTTGTAG CT AAGG ACC AGTTT AAC AAAAAATAAAATCATAT'rTATCAGTG GTTT AATCTAACCATC CATGATA 

AAGCTGGTTTGGCAATGTCAAGTGGAGGAGAGTGGGTCTCATTTTGGACACTCCTTTTACTGATAACTTTGCCTTCCATCTCTAGTGATTCGGT 

CACCCACATTGTGGCAGAGAACAACTCAGGGTCAGAGGTCCTGGAGTGGCTCCAGCTGCAGAACATCAAAGCCAGCTCCGAGTTCGAACTCTTG 

GACATCTCCTGGCTCATCGAATGCATGGGAGCTGGGAAGCCAGTGGAGATGATGGGGAGACATCAGCTTGTTGTAAGTGTCTCCTTTGCTGGGT 

GGCCACTGGCATGGGCATCAGAATCCACAGACTTGGGTCGATTACAGTCTTTTCTCACGGAGTTCACTTAGCTCTGGTGGACCTCCATTTCATC 

CTCTTTATATAAC AAT AATG C C CACCTC CTG AG ATGCTGTGGAAAT CG AAGTAACATG CATACATGGTGC ACACTGCTG ACATATTAATAGATG 

GGACTATTTTCTTTAAAAAAAAAGAATTTTTAGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTATGTGTGTGCACATGCGTGCAG 

GTGTCCACAGAGGCCAGAAGAGAGCAATAGATCTCCTGGAGCAGGTTGTGAGCCACTCAGGTGTTTGGCAGGAGTAGCACTCAGTCTTCACCAC 

TGACCCAT CTCT C C AGCCC CAC AACAAG AG CTATTTTT ATG AAC AC ATTCACACACCG ATATTTC AGAAT CT CAGC CTGGAAACTC AG AAAAGT 

AAAGAGTTTCTTTTTTTTTCCCCATTCTGATAATTCATGAAAAAAAAAAGAAAGAAAGAATATGACTTCTTAAATCTAAATCTTTTACCAATAA 

TGCTAGAGTCTCTGGGAAAGGGGTCTGGATCATCTGTAATAAAGGAAACAAAGGAAATAAAATTTAATAGCTGGTTCTTTAAAAAAATTTTTAT 

TGGTTATTTTATTTATTGACATTTCAAATGTTATCCCCCTTTCCAGTTTCCCCTTCACAAGCCCCTTGTTCTCTCCCCACTACCCTACCTGCCC 

ACCCACTCCTGCCTCAGTGCCTTAGCATTATCCCACCCTGGGTCATTGAGCCTCCACAGGACCAAGAGGCTTCCCTCCCATTGATGCCCAATAA 

GGCCATCCTCTGCTCCATTTGCAGCTGGAGGCCATGGGTTCCCTCCATGTGTACTCTTTGGTTGGTGGTTTAGTCCCTGGGAGCTTTAGGGGGG 

GTTGGTTGGTTGATATTGCCGTTCTTCCTATGGGGTGCAAATCCCTTCAGTTCCTTCAGACCTTTCCCTAACTTCCCCATTGGGGTCCCCGTGC 

TCAGTCCGTTGTTTGGCTGCATGCATCTGTATCTGTATTGGTCAGGCTCTGGCAGAGCCTCTCAGGGGACAGTTTTAACATGCTTCTGTCAGCA 

AGCACTTCTTGACATCAGCAATAATGTCTGAGTTTGGTGTGTGTAGATGGGATGGATTCCCAGGTGGGGCAGTCTCTGGATGGCCTTTCCTTCA 

GTCTCATTTTTGTGATTTCAAAAATATATATCCTGCACAGACTTAAGATGTCACAATGAAATTCATTATCTGGTGTAATTAATATGTACTAATA 

AGAAGAACAATCATACACGCCTGTGACTATACACTAGACAGGTATGCAACACATTTTTGAGTCCTCTATGATTTTGTCCTCTTTCAGAGACAAT • 

CGTCATGAATTGTCTTAAACGTTTTCTTTATATTTGAGTAAATGTTTATAGTTATATGTACACTTACTATTGGCTAATTAACTGTCATTCAAAA 

TGGATGCTTATGCTTTCGTGTAGGTGAATAGAAACTCCTCCCCGAGTCCTGTCCCAGGCTCCCAGAATGTTCCAGCACCTGCTGTGAAGAAGAT 

GGCTTGAGGTTTCTTTCCCTGAGTCGACAAGTTAAATTATGATTTTCTGGAGATCTCAGAATGCTTCTCCATGCTTACCCACCTAACCTGACCT 
CTGGTTCTTCGTCAAGTGGGCCTCCTTGTTCATAGACTCCCAGCTACTCAGGGGTCAGGGTTCATCAGAGTAAACACACTCAGGAGAGTGTCAA 
GCATGGGACTTCTCGTCTCTAACTTTCGAGCTGCATCTGTGAGG AAG AGCCGGAAACGGATGG CAGC CACTG AAC CCACTGAAGCACAGCTGCG 
TTCTCTGCTAGGAAGGCAACATGCCTCACCTTAAATAACCCCGGCTCTGGGTCTGAGTGATGAACACAGCCTTCATCCCACAAACACCAGCTGT 
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GTTTTCTGACCAC ACTAAG AGAC CTGAAAGTCTCAGG AGTGTGACAG AACCCTGGCTAAAGACTGGTC CAG AAG ATAGG AAAGGGTTATAC C CA 
ACCCAGTCATGACTGCTGGGACACCATGGATCCCAGGTCACTACTTGATTAAACTGTTTCTAAATGTCTAATGATTGAACTCAGTTTCCTCATA 
AATGCATTAGATACATATCTTTTCAGTTCAGTGACAGAGTCCCACAGGGGAGGATGCAAAGGTACAGGAGCTTGATCCTGACTCCAAAGGCGCT 
CCATTAGTAAAGGGGACAGGAGGGACTTGCAAGTGACTGCCACGAGCAGACCTGCTGACCTGGTTTTATTGTTTTAGGATGCCCTTGATATCCT 
GGCTGAAAATGATGAGCTTAGAGAGAATGAAGGTTCTTGCCTGGCATTCATGCGAGCATCCTCTGTACTGAAATCTCTGCCATTCGCCATCACC. 
AGCATGAAAGACACAGAGGGGATTCCTTGCCTAGGGGACAAGGTGAAGAGTATCATAGAGGTAAGGGAGAAGTGGAATTTGCTACATCTCCAAA 
G AGGTG AACGGGAG ACAG AAC AGATCGCAT AAGT ATGGG CT CTCTC CTCTATTTATCT ATAAATGGAT C AAT ATAGC AAGAAAC AGATATATGG 
GTGTAGACATATAAAATCC ATACC CAACACGATC CCAGTAGG AAG ACTTTCT CGGG C AGTGACTTTTACTAG C AGCG AAAG ACT CG ATCGAGCC 
TTAGATCTCCAGAGCAGCAGAATATTCTGCTTTCCACCCCAGTCTGGGTGGGAGACTCGGTCTCCCTCAGCGCTTCCTGTACAGCACAGGGTGA 
TGTTCAATGGGCTGATTGTGCATCTCTCTGTTCTCAGGAGAGACTGGGCAGTAGTTACATGCTTAGCAACATTTAAGGACTTCCCAACGAGGCA 
CGGGTGTCATCTAGTAGCAAGTTTCAATCTAACC^^TGCAAGGTACATCCTTCTAGAAAAATATCGGAGCTCCAGACAACAGAGACCAGACCT 
CATAAGGACTTGATAATGGCCAGCTTTTCAGTGGGCCAACAATTAACCCGGTGGTTTAAAAAGCCCTCTTATTTCCACAACTCGAATCAACTGA 
AAAGAAAATGACCAGGGTGATTTGAACAATGCTTGTCAGAGAATATTTTGTCTTAGAGTCTCTAGGTTCAGATCTTTATCTTTCTGTATCCTCG 
T C AG AGGTTATG AAGGTCTAGGATCTATGGTAAAC C AAGATTTTTTTTC AAG ATTAC AAGG AAATTCTTG CTTTCTC CAG ATC AGCC AGGG AAA 
AAACCCTCAAGTTTCAGGAGAAACCAGTAGTTGGGTCTTGCGCGCGCTCGACTGGCCAGGAAGAACGACGCTGCAACAGGATCCTTCTGCACAC 
GTTTATTGGGAGAGCTTGATTGTAGAGGCGAAAAGACTTCGAGCCCAGAACTGGTGCTGCTTTTATAGGCCTAGGAGGGGCGTGTCTCACACCC 
GGATTGGTTATGCACTAAGCCTCATTTGCATGTTCCTCATCTGATTGGCTACTCTCTCTCAGTACCTTACAGAACCTCATTATCATACCTCATT 
TGCATGTCTCACATCTGATTGGTTATACTCTCAGTACCTT ACAG AACCTC ATT ATC ATGCCTGGGCCAGGCAGTGTCTTTGCAAAAAACTTTAC 
TGCATATGTACACATTGGTTGTTTGTCCAATCTTATGCGTGGTGGCCAGCAGTAGTCAGTGCCACTCTGCAACGGCACATGTGGCTTCCCACAG 

AAGATGGAGAAAGTTCTGAAGCTAAAGCTGTGTTAAATGATGAGCGATATAAATCCTTCAAAGTAAGCGACTGTACATTTGGATACTGGGGCGT 
GTTTTGTTTTATTTATCCTGTTGTTTGCTGTCGATGGTTATATAACTCAGGCTGCTATACCAAATGCCACAGAGTGAACTGATTAGTCATAGAA 
ATTTATTTTCTCTCAGTTCTGGAAGCAGAAAGTTTAGGTTAAGTTTCAGTGTAAAGATTCTGTGGAGGACTTTGTGGTTTTCAGTGGCCAGCCA 
CCCTCTTGCTGCTGCCCTGACATAGCAGAGATAGAGATGGACAAATGCTCATTCTCAGCTAGCTTTCTTTATTCTTACATTATTGTGTGAAGCA 
CGACTCCTTGCTTAGGGAATGGCACCTTCCACAGTGGGCATCCTACATTAATTAACAGACATGCCCACAGGCCAAGGTAGTATGGATAATTCCT 
C ATTAAGACT CCTTTCC CGGGAG ATTCTAAATTGTGTT AAAAATT AAACTAACCAGCACATCC C ACAAAG AC ACTAC ATGCC AAGACTT AC CTA 
TCACACTGAGACTACCTACCAAGAATCTGTCACTCATGGTTACAAATGTCAAAGGGACACAGGATTCAAATAGAGCAAGTGTGGTCCTGAAGCA 

AAAGTTTATGGTACTATGGCCAGTCCATTCAGTTCATAAGTGATACAGGGCCTAACATACGGCCAGAACAGGAGCTAGGCTCAGAGTACAGACA 
GACCAGGGTTGAAGTTTGTACTTTGCTGTTATCCACTTGTAGATGGGGTGAATTTGCTGAGGATCTTTGAGCAAGATTTACCTCATGAGTCTCC 
TTCCACCAAAGGTGTGGTTCAGGACTTCATGTAAAAGACTGCJAAAATCTGAAGACAGACAGACAGACAGATAGACAGCTTCTCATACAGACACA 
GAACAGGCTTCTTCTTACACCGATGCCCAGCCATCTTTCACCTGTTTCGTTTTGTGACACTTTGATTATGGAAGGATCCTTCAGAAACAAAAAG 
CCTCTCAACGTTACCATCCCCAGGCTCAAGAGAGAACTCCCTAAAGTGCAGAGAGACTGAGCAAGAGTCCCAGAACCAACAAAAAAGCTGGGTG 
TGGTAGCGCACCTTTTAAACCTAAGCACTGAAGAGTTAGAGAGAAGCAGAGTGGCCCTAAGGCTCACTGGCCAATCGTCCCAGCCTGAGGTTGA 
CTTCTGGTTTCCAAATGCACAGTTATGCATGTCTGTGCAAGTACATACATGCGCGCGCACACACACACACACACACACACACACACACACACAC 
ACACACTCACTCACTCCCCATCCCCTTGATGTTTTCAAGAGAAACTGGGCCAAAGGTTTACTTATACTTCTTGTTCCTGGCCTGAGACTTTGGA 
AAGTGTCGCTCTGTTGTCATAGCAACGATTTGGGTGGATAACAGCCTACCTTTCCCTCCCTTTCAGCTCTTTACCTCTGTGTTTGGTGTGGGAC 
TGAAGACAGCTGAGAAATGGTTCAGGATGGGTTTCAGAACTCTCAGCAAAATACAATCAGACAAAAGCCTGAGGTTTACACAAATGCAGAAAGC 
AGGTAACGGTCTTGGGGAAGTCACGGGTCATTCTGGGCTTGTCAGGGTCCAGTGACATGGAAGCCAGTTTGACTTGCTCCAGACTTGAGACTCC 
GGTAAATCTTGGCTCCAGCACTTGTCACTGAGTGATCTTGAGTAAGCTAGTTAAAACCTTGAGCCTTCGTTGCCTCACTGGTGAACCTGAGCTA 
ACCAGGGACTAGATCAGCTTGCGCAAAGCCCTGAGAATATGAGAACAAGGCCTCTTCCTGGGGTGCTATGGTTCTCTTTATCCAGAAGTTACAG 
CAGAGTGGGCACTGTCCCGATTCCTACAGACACACCTTAGGTCTGGCTGTCTCCCTGTGTAAGAAGCATGCATGAAGGGTCGAGGACAGAAGGG 
TAAGCTGACGTGCAAGAAGGACAGAGGGGAGTACTGAACAAAGTACACTCTCGACGGCTTGGTTCACACTGGGAATGTGCGCTGGGGGCTGGAA 
AACGGAAGAGAAAGGGGAGAAAGTCTAGCCACAGCCTTGATCTGTCCAATCAGAGCCCTAAGCCTAGGAAGAGACAAGAGTCCAGAGCAGAGAC 
GGAAGAGCTCTCATTATCATCTGAACGTCTGGCAAGCCCCGCGGCCACCACGTAGGCCAGTTCACTGCCTTCCATGGACAGTGCTGGTACCTTT 
TCCAGAAATGAGGAGATGCGATTCATAGCCCCTTCTAAACGTGTGAAAATTTTTTAAAGAATTATTTATTTATGTATATGAGTACACACTGTAG 
CTATACAGATAGTTGTGAACCTTTATCTGGTTGTTCGGAATTGAATTTAGTACCTCTGCTCCCTCAGGTCATCCGGGTGGTCCACCATATGGTT 
GCTGAGATTTGAATTCAGGACCTTTGAAAGCACAGCCAGTCCTCTTACCCACTGAGCCACCTCACCAGGCCAACATGTGAAATTTTTAAATGTT 
TCCTTTTAATGTACAATAAAAATAGAGTAAAATTGTCCTTCAAGAGGGAGTCACTGCTATAGTTCCCTAGCTTCTGGGGAAATATGTGAAGTTA 
TCAAGTTTTTTTAATATGGAAGTGATAGAGTCTTCTACCAGAGGATTCTGGGTATGCGCAATTATTCAACAGCTATCTTCTGTTTAAGTGATAA 
TAGAAAGACAGACAGACAGAATGAACAAAAATGATATCATAAGAAGTGGTAGATGAGGTGAATCATATCTTGGGGGGGTCCCATCAATGACACT 

GTTTGTGTATGTACCACATTTGTCCAGTGTCCAAGGAGGCCAGAAGAGGGTATAAGCTCCCTTGGAACTGAAGTTACAGATGGTTGTGTGTTGC 
TGTTGGTGCTGGGAATCAAACCTGGGCCCTCTGGAAGAGGAGCTAGTACTCCTAGCTACTGAGTCATTTCTCAAGTTTGATGATTTCTGAGTGA 
CTATTAATAAGCTTTATATAATGCCACACAGGAAATAAAAGAGTCTAAGAAAAAAACATCTAATATTTCTACTCTGGATGCCAGAAAGTGTAGT 
CTAGTAAGGGTGTTTTACACCAGCTCTAGAGATGCTGTTAAAGAGAAATGTATATGACTATCAAACCTAAGGGCATGGAGATGGTTTGGAACAA 
TAGTGAGGACTCCTAACACTTACAGCAGAAGTGGGGAACAGTGGAATATTTTCTCAGAAAGCCTTGAACTTGTGATGTCCTGTTTCAGCATCTT 
GAGTGCTAGGAATGCAGGTTGAGGTGTTGGCTGACATCCACACAGTCTTAAAAAGTCATAACCTCACATTCTTGCACATCATCTAGTGAGTGAG 
CGGAGGGATTTCCTGGCACCACCCGAGGTGAACTTAAGTGCCAGTGATGATGGCAATGTCTATATATATTAGCACCTAAAAGAATGTTGCTTCT 
TAGATCAAACACACACACACACACACACACACACACACACACACACACACACTCACTCACAGCAGCCATGTCCCAATCAAAAGGCAACTGTTGA 
CAACAGAACAAGAGAAGTTTATGTCGTGTCAGTTATCGATATGAAGATGGCAGATCCCCCAAGGAACTGGCTTGGTAGTAACAAGTGATAGGTG 
GATTAGCATCACCATCTTTTCCTGGTCCTGAAAACACAGTTCTGCAACTGTCCCGTTTAGAGATTACAGATGACTTTGAACTTGGTAACTGTTT 
ACAGTGTGCTCAAGCCAAATGACTTTCTGGTCGTGTCTCATCCTGGGGTGAGAAACAGGAGCCAATCAGCAGCCTCTAGAGAAGTACATCCCCC 
TCCTGTTTATCGAGTGGCATTTGGATCCCTTAAATGAAAGTTCAGCGTCTTATATGGAAGCATGACTGTCATCAGGCTCTGACTCTCCCAGACA 
TGCCCAGCTTCCCACCAGTACTTTACCCCAATCCTTGGAGATAAGCCTCCTTCTCGCTCTGCCTCCCTCCCACTGCTCTGTGGTGACAGCCAAA 
TGCTCTGCTCTCCCTCGTGACCCTGCTTCTGAACGGTCATTGGTTCATAGTCCTCAGGCCAGGAAGCAGCACGTCAGCCCCTCGAAGGCACTTT 
ACACTTGGCTTTGGACACTGACCCACCCCTCTTCCTCCCACTGTCTTTTCTAATGAAGCCATCACTGCCAAGTGCTGAATTTTCCTACCCCCTT 
TTAAATAGTATGGCATAGCTTGTTGGTCAAGAAGGCTGGACACAGTGCTACATACATGGAATCTCAGCACTTGGGAGGTAGAGGAATTAGGAGT 
TCACAGAATCTGGGCCTTTCCTCAAAGGAGCAGCAGCAGCAGAAAGAGGAGGAGGAGGGGGAAGAGGGGAGGAGGAAGAGGAGGAGGAGGAGGA' 
GGC AGTGTTGGATTTTCATTATAATATC AGATAGGAT C AATTTAG ATTC CAGAAGG ATCTGAATACTTC CC CCTTG ATATGAATATTGT ATACT 
TCTACATGAGGAAGTCAAAACTCCTTTGAAACCATGAAAAAAACCCAAGCAAGTGGGCAAGGCAGTGCCATAGATTACTGGGCTCTGTACAGAG 
TCTGGCCAATGCCTAAGAGCACTGTATGAGACAGCATCCTCTCCTATCAACAGCTGGTCCTCTTATGTGTGCCTTTCTCTCCACTGGCTGATCA 
GGATTCCTCTACTACGAAGACCTCGTTAGCTGTGTGAACAGGCCAGAAGCCGAGGCTGTCAGCATGCTAGTTAAGGAGGCGGTTGTGACATTTC 
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TTCCAGATGCCTTGGTCACCATGACTGGGGGGTTCCGCAGGTAAGTGATGTAGCTGTTTTAGAACCCCTCTTCTACCTGGCTCTGAAATGGTGC 
AAAACGCCTTTTCTGACAACAGAACCAACCTCACTCTGTAGCTTTGGCTCCTGCTGCCTGTGTTTCGTGTCAGAGTCTCAGATAGCTTGACACC 
C CG CAC AC AGAGCTGTTTCTTACCT CTGTGACTTTGCTC AGGTGAAACTTTCT CTACAGTTTTGTGAATTTGGTACTAAT CTGACTTCAC AATT 
CCTTCAGACTCAATTTAGATGCTGCCACCTCCAGGAAGCCCTCCTCGACTCCTTATAGCTCTAI'TCTGGGCTAGGAACTTTCTTCTGTGCTTCC 
CAGGTGCCTACTGCATCATGTGTGCTTTCCCCGTGGAGCTTAGTTCCCACGGAGACCAGGGTGTGAGCCTGACCACTAAGTAGATGCTCAAGAA 
ACTGGTTGAGTCAAAGAAAGCTCAATGAACAAGCCTTCAGACATGAAATCTTCAGTTGGATACAAATGCCTCCATTTCAGAAAGAGGCTTGTCC 
CTCCACCTCTCCTTTTGAGATCTTACCTGGTCACTTGCATCAAAGAGGTTTTCTGGGCTGGGTCTGTCACTTAGCAGAGTGGCTACTTAGTATG 
GAGGAAACCTGGCTTTGATTCCCAGTATCCAGTAAATCAGGTATGGTGATGTAGACCTATAATCCCAGCACTTGGGAAGTACAGGCAGGAAGAT 
AAGAGGTCCAGGGTCACCCTCAGCTTCAAAACGTGCTCAAAGCCAGTCTGCATCATAT^^ 

ACAATGATAAAGAGCAATCTCTTAAGCCATACCATAGTTCCAAGAAGGCTACCTTGTATGGTGTTACCAAAGCTCTTGGTTGGCTGCCTATTGT 
CATACATGTTTCTCTATGTATGTGATGCATATAGAAGTAATATTTATTACTTGCTTTCCATCCATATACAACAACACACATTCTGGATGAAGTT 

ACCTCACACTTGAGACACAATAACAAAGAGTTTTGTTTTGTTGTTTTGTTTTTAAATGAAAGGCTAAAAGTCCAACTGATTTTCCTTTTGTGCT 
TTTTTCCCCCCAAACTAGGGGTAAGATGACTGGACATGACGTAGACTTTCTAATTACCAGCCCAGAAGCCACAGAGGATGAAGAGCAGCAGCTC 
TTGCATAAAGTGACAGACTTTTGGAAGCAGCAGGTAAGGAGGCCAGATGGCACCTGCCATTTAAGGCTGGCTTAGATTGATTTCTGCTTGTTTC 
TTTTCCGTGTGTGTGTGTGTGTGTGTGTGTGTGCTTGTGTGTGTGTGAATGTGTGTGTGAGTGTGTGTGTGTGGTATGTATGTTATGTTTGATA 
TGTATGTGTGTGTACTGCTGTGCGTGTGTATGATGTGTGTATGTGTGTGTGATGTGTTTGTTATGCATGGTGTGTATGTGACACGCACATGTGT 
GCATATTTTTGCATATGTGTAGGCACATGGGTGCGGACATGTGGAGCCTGAGTTTGATGTTGAAAATCATCTTCCGCTACTTCTCCACCTTATT 
CATGGAGGCAGGCTCTCTCAATCAAATCCAGAGCTCATCGATCTGGCTAGTCCTACTAGCCAGTTTGTTCTGGGAATCCCTTTGTCTCCACCTT 
CTGAGGCTGGAATTGCAGGCAGGCTGTCATGCGTACCAAGCATTTGTATGGGTTCTGGGGATCTGAACCTTGGCCCCCTGTGTTGTAAAGCAGG 
CGCTTTAACCACCGAGCCATCTCCCTAGCCCCTTGCTAATCTTAGGTGTTACATGATCAGTGTACAGTGACTACTATTCTCACTTGTTTGTAAC 
ACCTCATCGCAGCACCATGTGGCTGGCATGAGACTGACCAGCTTTGGGTCCTAGGCAACACTTTACGGGCATGCATCTTGTTTGAAGAAGGAAG 
ATAAGGAGGGCAAGCTGGGCCCTGCAGAGGTCATGGCCAATGGCTCACACTGGATGAAATCAAACCTGCCACGTGGCAGCCAGTGGTTAATGGT 
CAAAGCTGAGTTAAGTTAACCCCACAGCCAAAAACCTCTGGCTCTCTAGTCAAGCACCATTTCCTAGAGAGACCAAGGGCTCTTTCCTGGGATC 
CTACCTGTCTGGCTGAATGGAGGAGGCTGGACCAGAGTTTTCCTAGTACAGACAGCTTTCCCCTTCCTGGGCTGAGCTCACTGATGCACCAGAG 
AGATAAGACCAGATAAAGTGAAAACTAGAAGGGGCTGGAGAGATGGCTCAGTGGTTAAGATCACTGACTGCTCTACCAGAGGTCCTGAGTTCAA 
TTCCCAGCAACCACGTGGTGGCTCACAACCATCTGTAATGGGATCTGATGCCCTCTTACTGGTGTATCTGACAGCTATAGTGTACTCACATAAA 
ATAAGTAAATAAATCTTTGGGCTGTGGTGGCACACGCCTTTAATCCCAGCACTTGGGAGGCAGAGGCAGGAGAATTTCTGAGTTCGAGGCCAGC 
CTGCTCTACAGAGTGAGTTCCAGGACAGCCCTAGCTATACAGAGAAACCCTGTCTTGAAAAAACAAAAACAAAAAAAAACAAAAACAAACTAGA 
AATAGC C AGCC C CCG AG AG CCATGAG ATTTATAAATGAAAG CTAGATTTC AGATGC AGATCCAAATT CATCTGTGAG ACCATT CC ATGTC CCCC 
C CTGTCACCCCT CCTGAGAAGTCAGGAGAAGGTGCACTGGAGAAC C CCTTC AGTG ATAGCAAGATAGGCATG ACAAG AGTCAGAATACTTTTCC 
AATTCTCGATTCTCTGCTCCAGGGGTTGGGAGTGGGGGACGTTCGGGGGGTTGGGTAGGGGAGAATAGGGGAAGATTAAAGACTCACTGAAAGA 
CCAAAGAATACCTCCCCACCCCCAGGCCTGTTGCCAAGGCTGGAAACTCATTGATGTTTGTTTTTGTGCCATTGTCCTATGCTAAGACATCTGC 
TGGAGTTGAGAGGTGACAGAGGAGCCCTCTTTGCATCGCTAGTTTCAAGGTAGTTTTCCTCTGGACCCTGGGTAGAGATAGTCATTAGAAGCCC 
AGGCCCTGCATTCGGAGCCAATAGTAAAACAGGCCTAAATGAGACTTTAGAAGTGCTGGTACAACCTGGGGTGGTGCTTAACAGTTCATGGCCC 
ATTTTCTGTCTGTGCTAACCCGGGATTCAATGAAAGTCTCGGGGATTCAATAGAAAATCTCTGGTGTCTGACAAATGGTGGCTAAGATCAGCAG 
CAGCAGGATTGCTTATTGAATTCAGTTTGAGGGCCAAGCACTGGGCTGCAGGGGACCCAGGAACCAGCAGGCCAGTTCCTTCCCTTCCCTCAAG 
TACCGTGATTCAGTGTCCCTGCTCTGAATGACCCATCCCCCTGAAGCCCTGGACCCATCCCCAATAACTCAATTGTGAAATCAGATGAGTTCTT 
CCCATCTGGCTCCCACTTCCACTTGACTCCCTTCCCTGCCAGCCTAACCCTGAGCTTCACTTTACAGATGGCCGTGAGCACAGCTTAGTACAGT 
GCATACCGGTGTACTCACAGTACACACACAGCATGCCCACAAGATGCTTAAATGTCTGCGAAGTAGGTTGAACAGCCTTTAGTGCTTTCTCCTA 
TCTAAATGGTGTCCTTTGGAGACAACCCCTGGGTCAGAGGTAGGAGAAAGGAGGTGAAGAGCTTAGAAATCTCATCTCCAGGGAGGTTGTAATT 
CCCCCAAACATTTGTTCTGCCTGAATTCCAAGCAGACTGCTGGTAGCTCACCTCAAAGGAAGGAGAGAGACTTCATGACTCAGGCTTGCGGTCA 
GGCCTGGTAAATGGGACCGGGGTACAGGGACCCTAAGTGCTTCAGGTGGTCTGTCACCCCTGGAGTTCATGGAACTTCTGGGAGTCAAAATGTT 
GAGTCTAC AGAGTAAGACTGTAAGTCAG AAC CAAC CATGGTGGCT C ACACTT CTC ACCTCAGCCATTCAGGAGGCAG AGGCATGAGTTC CATTA 
CAGGATACCTAGAACCAAAAGGAGTTTAAACTGGCCATGACCTTGGGTTCTGAATTCATAGGTTTCACTGACCTCAGATAGGAAAAGATACTTT 
AAGAAGAAAGAAAGATAGGAAAAAAGAAAGGAAGGAAGGAAGGAAGGAAGGAAGGAAGGAAGGAAGAAAGAAAGAAAGAAAGAAAGAAAGAAAG 
AAAGAAAGAAAGAAAGAAAGGAAGAAAGACCCACACCTATACTACCTATACTGAGCATCCATAGGCACCTCCTATCGTCAGTCTCTAAATACTA 
CACTGTGACAACACTGCATGCACTTATATAGTATTAAGTAATTAATCTAAGAGTGATTGAAAGTCTGTGGGGATGTGTGTGGCTCATATATAAA 
CATTCTTACCACTTTGCAGGAAGAACGTGATCATCTGTTGCTACCGTGATGACTGCTAGACGACTGAGGGATAACTATGGGACAACTGAGGGAC 
AACTGTGGGATAACTGAGGGATGACTGAGGGATGATTGAGGGATGATTGAAGGATGACTGAGGGATGACTGAGGGATGACTGAGGGATGACTGA 
GGGATGATTGAAGAATGACTGAGGGATGACTGAGGGATGACTGAGGGATGACTGAGGGATGACTGAGGGATGACTGAGGGATGACTGAGGGATG 
AC T GAG GG ATG AC T GAG GG ATG G CT GTG G G ATG AC TG AGGG AT G ATTGAG G G ATG AC T GAG GG ATG A C TG AG G G ATG ACTGTGGGAT G AC T G AG 
GGATGATTGAAGGATGACTGAGGGATGACTGAGGGATGACTGTGGGATGACTGAGGGATGATTGAAGGATGACTGAGGGATGACAGGGATGACT 
GTGGGATGACTGAGGGATCACTGTGGGATGACAGAGGGATGATTGAGGGATGATTGAGGGATGACTGAGGGATGACTGTGGGATGACAGAGGGA 
TGATTAGGGAATATTGAGGGATGATTAAGGGATGATTGCAAGATGACTGAGGGATCACTGAGGGATCACTGAGGAATGACTGAAGGATTACTGA 
GGGATTACTAATGGATGACTATGGAATCACTGAGGGATGACTGAGGAATCACTGAGGGATGACTGAGAGAATCACTAAAGTTGATGACTGAGAG 
ATCACTGAGGAATGACAGAGGGATCATTGAGGAATCACTGAGGAATCATTGAGGGGGGAACTACAGGATCACTGAGGGATGACTGACTGAAGAA 
TAATTAAGGAATATTGAGAGATGATTAAGGGATAATTGAAAGATGACTGAGGGATCACTGAGGGATCACTGAGGGATCAATGAGGGATCACTGA 
GG AATAACTAT AGGATC ACTGAGGAATGACTGAGGACTCT CTG AGGG ATG ACTGAGAGATGACTT CC C CC ACTTG AGTTTG AATACTAG ATTGG 
TTCCTCTGAGGAGAAGATGGGAAGGAACTGAAAACAAAGGTCAAGAATCCTGGCTGGAGGACTCCTCATAGAGTCCTGACAACACTTCCTGCTC 
TTACACCATTGCTTGGGGTAGCCTATGGCTAATTGGTCCACTAAGTTGGAAGAGGTAGATCCTCTTTCTTGTAAGAAGCAAAGCTGAACTGCCC 
TAACCCCACCCTGATCCCTCCGACCCCCATACCCTGGGAGCAGAGAGAAGGAATGGCAGGGAGAGCTCCTTCCTAGCCTAGCCACTGATCTTCT 
AATAGG AAG AC AAC C CTGGG CAG C CATGGC CG AGC CTGAGCCC AACCTCAG AGCAGTTC C AG AGG AGATAAAT CACACTGAGGG ACGTGGGG AC 
AGGAAAGGAAACTGCAAACAGTAGGGGAAACCCAACAGAAAGCTGGCCTGGAAAGCTAGGACCACGTCTGAGGTGGTACCAGGCTCCACTACAG 
ACAGCACCCAGAATCAGATGGAACGCCCCAGTCAAAGCCTCGCCAAGTTCAGGATCAATTCACCCAAGAATGTCCCATCTGTCACCAGCCAAGT 
GCTACCCCCCACCCCCACCCCGTGTGCAGCACAGGAACCCCTAGGGGCTGGTGCTTGCCTAACATTCCCTTGAATTACTTATTAACTTTCTGGA 
TAGAAACTTGAGATAAAGCAGGCTTCGTGGGCCTTCTTTCACTGCCTCCGAGATGGAGAGAGAGTTCTTTCAGGGCTGGGGTGTACTCAGTGGT 
" AGAGTGCATAGCTAGCAGGTTCAACCCTGAGCATTGCAAAAACAACACAACAACAGATGTAACAGGTCACCATGCCCCACACTGGGTCTGGAAT 
TTCAGACACAACCTTTTGACCCAGTCCAGACAACCGACATGCAGGGAACAGTGTGAATTTCTGTTCACCGTGTCTTTGCTTTTCAAGGAGCAAA 
GTTGTCTCTCAGAAGCAAACAAGGAGAGATGGAGGCTCTGAGGTTTTCTTATTGGGGACTTTGAGCTCAGCCTTTCTGTGGAGAGAATCATGTA 
TTACCTCCTCTCCCAGATGCTGGATGAGGAAGAACAAAAATGCATCCCCATTTGTTCAGCTCTGAAGAGGCTCTCTTGAGAGCACTGTAATATC 
ACATGGGTGCCCCACCCCCAGCCCCCTAGGACCCTTTCTAAACCCTCCCATTGCTTTTCAGGGGTTGCTTTTGTACTGCGACATCTTAGAGTCA 
ACCTTTGAAAAGTTCAAGCAGCCCAGCAGGAAGGTGGATGCTCTCGACCATTTCCAGAAATGCTTCCTGATTCTGAAGCTGGACCACGGGAGAG 
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TGCACAGCGAGAAGAGCGGCCAGCAGGAAGGAAAGGGCTGGAAGGCCATCCGTGTAGATCTGGTCATGTGCCCCTATGATCGCCGGGCCTTCGC 
CCTGCTCGGATGGACCGGCTCCAGAGTAAGAGCTGTCTGCTACTAGCTTTGCTGGCTCAGGGGAAGAAAGCTTCCGCTGCGGGGCAGAAGGCTG 
AGAGAACTAAGGGACCATGC C CC C AAGCCT CTAAACTGGGGC ATGGTTTGGGT AC ATGTT CACACG AGTTAG ATT CATTTAGATTCC CAATGTA 
TGGTTCIACCAAGCCAGCAGCAGTGGCCTTACCTGGGGACAGGTTAGATTTATAAATTCTTCACTGTATACCTACCACTACATCAGAGGCTCTAG 
GCAGTTAAGCTCTGACACGGATGTTTGTAAAACACCCTAGGTAACTGAGAGGTATCTCAGGTGAGAGCTACTGAAACCTAAGAAGTGTCAGGGT 
AGTGAGTAACTCAGATGGATTCGGGTCCTAGACCTACAGAAGGACCCAACCCTGCCTCTTGGACACCTTCCTAAAGCCTATAAGATAGATGGGA 
GTGGCGCCCTCTGGGGGCIAGCAGTGCACAGCTGCAGGGTGGTCGACTCAAATGCTGCTCTAAGAAACTAGTGAGGGTTAAAAAAAAAAAAAACA 
ACTTTCTTTTTCAAGTTTCAAGAGGCTGAAGCTGCTCTGTCCCGGGTTGCGCCGCTTTCAGGTAAATAACACTCCTCCAGCCTTCTCTCTAACA 
GCGGCGCTAACCTCACAGGGCTCTGTGGAGGACTCTCTGGGACAGCAGTCCATCCACTCCTCTTAGATGTCATGCCAGGCTCCTGTTAAGCGTC 
TGTTGCCCTGTAGCCTCTGGGGCTCAGGAAAAGACTGGATTCCTTAGTTAGGGTTATGATAGCTGTGGCAAAATACCACGATCAAAGAAACTTG 
GAGACGGAAGGGTTTATTTTACTGACATTTCTTTATCACTGTTCATCATCAAAGGAAGTCAGGACAGGAACTCAGGTAGGGCAAGGACCTGGAG 
GCATGAGCTGATGCAGAGGCCTTGGAGGAGTGTGGCTTACTGGCTTGCTCTCCGTGGCTTGCTCAGCCTGCTTTCTCATAGAACCACCAGCCCA 
AAGAAGGTACCATCCACAATAGACTGGGCCTTCTCTCATTAATCACTAATTAAGAAAAGATCCTACAGATGGATCTTACCAAGGCATTTTCTCA 
ATTTAGGTTTTCCCCTTTCAGATAACTCAAGCATGTGTCAAGTTGACACAAAGCTATCCCACACAGCACAACTCTCTTGGCCATTCTGCAGCCA 
TTTTGGTTTTTAATCACCTCCTTCGAGCCCTCGTTCAGTGATGCTCACCATGGAAGCCCTGCTCAGTCTGGATGCAGCACTGGCTTCCTATGGG 
CCCATAGTTTTCTTATTTCTTGTTATTATAAACCATTTGTGTGCCCAGCTAGATTCTGCTCCGGAGGAACTGGCACTCTGCAGGTATTTGGCAG 
GTGAACTGAATTTCTCTCTGCACCACAGAAACACTCTTGGCCTTGGCCGAGGAGTTCAGGAATGTTTCTCACTCCCIAAATCACACAGGGCAGGG 
AACCGGGAGTAGCCCATCATTGACTGCATATAACCAACCCCCATTACACCTCCAGCCTCTCCAGTTGCTGGGAACCAGTGTTAGCTGTGGGAAG 
ACACTGCCAGTCAAGAGCTGGGGTGAGCTAAGCAGGACCCACAACTTCCCAGACCAGCGCTAAGCAAATCTGCTTCCTCAGCAATTGTTACACA 
AAGCTGGTTCCACCTACAGCTGCTTCTGTAAAGGGCTTCTGGAGGCAATGTCTCACCCAGTCTCAGAAACTTTCCAGCAGAGAGGAAATGAATT 
CTTACTGCTAGAGGGTGCGACTGTCCCAATGTTTTGCCTAATCCCAGGGGGAAAGACAAAGTTCTGGACCTGGGAAGTTTCCAGGTTTCTCTCA 
GGAAACCAGCAGCAGTATTTGTGATTCACTGTCCTTGTTTCTAGTGTTTGCTGGTCACTTGTCCTAGGCTTCAGATTTGCTCCCTGAAACCTCA 
GGGTATTCTTTTGATCATGATAGATGTCATTCCGGGGCAGGTGACTCTTGACAGAATCTCAGATTGAGTGGACATCAAAGAAGAAAGGACCTTA 
ACGTTCACTC C CTCCAC CTTGGGACAAAGC AAGGTT CAG AG AAGCTACGT AGT AAGGACACATAGATAGGCATAATATCTGGGCC AAG ATCTCC 
CCACTCCTCACCCTCTATTATAATAATGATATTTGAAACTTAAAACGATTTAGGTCACATTTTCCTCTGGACCAGGTATTATTCTAGAAACAAC 
GCTCCTACTGTCCATTTATCCACTCAACAGATATTCACACATCACCTGCCGCCTGTTGGGCAGTGATTGACAAGGGTCCAAGCCAATCAGCTTC 
TTGTTCACATTGAGTTTCTGTTCTAGTACAGGGAGCCCAGAGCTCAGCCACCCGGGAGCTTTGCCCTGAGGAAGAAAGTCACCCCAAGAATTTA 
TGTTAGAGACAGCAGTTTCAAACACCCAAGGGCTTCGGATAGCTCTAAACACCATGTACCAGAAATAATCTGGACTGGAGGGTAATTTGTTTTA 
ATTCTCTTTGTAGCAGTTTGAGAGAGACTTGCGGCGCTATGCCACACACGAGAGGAAGATGATGCTGGACAACCACGCCCTGTATGACAGGACT 
AAGGTAGTGTTCCCTTCTGGGGATGGGTGACTGACCTTTACCTGTAAGCCCTCCCTTTGAACAGATTTTCTAAAACAATATTCATTACACTTAT 

CTCAGGTTTGGCAGCAAGTACCTTCACCTGCTGGTCCCACTTATCCCATCCCTACCCCCAACCCAAACTGATTTTAGTGTCTAGGTTTGCTTCT 

CTTCTACTTCAGAGAGTGAAGTAGCAGGGCTCTAGAACCAGCACATAGGTGAGCAGAGCTGAGCTGGCCGTGTTCCTGGTGTTTACGGTCTTTT 

ACTCCAAAGAAAATCAGGGATTCCTGTAAATCATAAATGTCACAGGAATAACCATCCAGTGTAGGGGCAATCACCTTCTGAGGGGGTCATCAAT 

GGGTGTCTCCCACAGTAGAGCGACACAGGTGCCCAGAGGTGGATGGGAAGCCATCAAGCCCCAGTCACTAACCATGGGGGACTTGAGTGTCAGC 

AGCATCTCATTAAAGCCACGCCTCAGAAAAGTGGCAAGTTACCATGTGGCTGGCTGATGAAGAATGAACAATTCTATCGTGAAATCCATGAACA 

AAAAGGTCTCCTGTTCTTCAAGTGGTCAAGGGCACCAAATTAGGCTTGGAGGGAAAAGAAGGTATAAAATCACCAAAAGCAAGAACTGATCTCC 

TTGCCTCCTAGGGGTTTATTATAGTTTAAAAGAAATGGATATGCATTGGATATCTAACACTTAACCTAGAACTTTAAATAGACTGACAGCAAGG 

CCTCTCTGGGACTTTTGACTTCATCAGACTGAAGTGTGATTCAAATTTCAATATATTTTATTGCGGGGGGGGGGTGGGGAGGGAGACAGAGACA 

GAAACACAGAGAGAGAGACAAAGAGAGATTCAGAGANNNNNNNN 

NNNNNNNNNl^^^ 

NNNNNNNNNNm 

NNNNNNNNNNNN^^ 

NNNNNNNNN^^ 

AAGTGGCTCAGTGAGAAACCCTGTCTCAAAAAAGTGAGGAGGGGGAAATGTTAGAGGAAGGCATCCACTGTTGACTTCTACCCTCCATATGTAA 
CACGCTCATGCACATATACCCCCACACATATGCGTACACATGCATAAACATGCACTCACATACACACACAAAGGAGAATAGAGACTCAGGGAAA 
AAATATCCACGTGTC!ATTTGCTAACAGGGGAAGACTGTCACGATTTCIACCTTTGGATGGGAAAGTGTCAAAACTACAGAAAGCCTTGGTCAGTT 
GGTGGTTGGNNNNNNlSnsn>n^^ 

NNNNNNNNNNNNNNN^^ 

TGGCTGACTGGCTGGCTAGCTGGCTGGCTGGCTGGTTGGTTGGTTGAAATTAAGGGCTCACTCTACAGCCCAAGCTCTTGCCTCTGCATGCCAA 
GTACTGGGATTCCAGGTCACCACACCTTGACTTCTGACCAAAGCAGGGTGGGATGCTTTAGCCACCACTCATTCTAACAAGACAGTTCAACAAG 
TCTGGACTGAGGTGCCAAAGGAAAATGCCTGAGAGTGTGTTTCTCCTTGTGCTT^ 

TTTGCCCATCTGGGACTGGACTACATTGAACCATGGGAAAGAAATGCCTAAGACGGAGTTGTTGACATTTTTCTTTTCGGTTTAGACAAGCTGT 
GCTCTGTGTTAGTAAAAGATGGCTTGGGAAAGTCTGGGATTCTTTGACCTCAGAGGATGCTGGCAGCAAGTGGATCATAAGTATACTATGCAGA 
GAGAATATTCTAAGGCAACTTTGAAGTCTTGATAAACCAGGATGCAGCCATGGTTCACATTCTTGGGCCATCTGTCCTACTGTTGCATAGAATT 
CATAGTCTTTTGTCTGCTTTGTTTGAATAAAAATGGTCTTGTCATTGCAGCATCATCTAGAGAAGCGCATCAATGCCCACCTGACTCCTGTGTG 
TCTGAATCTCTGTGTATTGCCAATAAAAATAGGAAACAGAAGCATGAAGTTTTCTTTGCTTTGTTCAGTTATTTTATTTCTAAACACAAATGGG 
AACGTGGAAGAGTAAAAGCTTGCGGTTGATTCTGAAGGGATGCATGGGTGTAATTAGTACATCAGAGGTTCCCAAGAGGACCCTGGGCCCCCTC 
AGAGGTCCTGGGAGGCAGGGTGCTGATTCCTAGCTGTATCCACTCTGCTCTGAGCTGGTTCCTTTCGCACCCAGCCCTGCAATGTATCAGGGAA 
GTGTTCTCATTGCTCTCTCTTGGATGCAAAAGCAATTTCCTAAACCATACAGGAAAGACTTCCTTTTCCTCCTGGAGCTCTTAAAGAGAGCGTA 
GGTTTCATCTCAGGGAACCCATGGGAGGAACTCAGTCTCTGCAACAGCCCTCACCTAATCATTCTTACTTCCCATGTCCTCCAGTGGGGCACAG 
GACAGATTCTATGCCTTGAAGGGACCTAAAGGCCACCTATTGAAGCAATATCACTGTCTTCAGCCTGCTGTAGAGCTGGAGGCAAACTGATGAG 
TGTCAGCTGTTCCCAGGGGATGAGGGCTGGAAGGAAGTTGTGCCGAGGAAGGAAAGTGATGCCCCATGAGAAGCGAGGTCCCTCACCACAGGGA 
CCCTCGTAGGATTCTCCTAGGAGGACAAGAGGAATCCGATGTCACTAGTTACTGTGCTTTTCCCCATAGAGGGTTAACCAGCCTGACCCAGCTG 
CCTCTTCTCCAAGAAACGCTTTGCCATTTCTTAAGGCCTGGTCAAAAAACCAGGGTGGCCTTGGGTTGCAACAGGACAATCCGGTCTGCCCCAA 
AAGATTCGATTGTGTCATACTACTGCTCCTCTAGGAAGAGACAATCCATCTGGGACTGTCAGTCACTTGGCCAAGAGGCCACCCCCCAGTAAGG 
TCCTTTCACCTAAAACTAAGGTTTTGGGAGGAATAACTAACTGTCCTTCTAAGAAGATGGTGTACTTGCCCCGAGCCCCGAAAAAACCACCCCT 
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TCTGTGAAGTTGCTTATAGAACTGTTATTGCAAAGCTTTGCCAAGCCCACCTGCTTTGTGAAATTTACTCAAATAAGCTTAACTTTTCCTTTTC 
TTAAAAAAAAAATCTCTTTTTCATACTTTTGGATATAGGCCAGAGCCTAGGCTGTCTCTGATGCTCTGGGCTTTAGTGCTTTTTTCTCTGAAGC 
CATATCCTTCCACTTACCAAGTGAAGTGACTGCTTGTCTGACATCTGACTGCAGCCCTCCATGCTTAAGCAAAAAGCCCGGTTCTTCTCTCTTC 
CXATATACTTCCTCTTCTTCCCTCTCTTCCATGCATCTGGCAAAATTTAAACCTTTTTTTCTTTCTTCCTTTTCTTTTCTTTGCTTAAATGCTA 
ATAAAGCTATCCCAAAG GTGCTATCTGAGCTATTTTTTTTTAACCTTTCATTATTAGGGC CAAGAATTTGAAGAGGAT AACC C C AAATTCCCTA 
GTAACATCAACATTGCAGCAGAACACCCCAAGGCTGGGCTCGGGCAATACTGGGGGAGATGAGGCTTCAATCTGTAGCACAAAAAAGCAGCCCA 
CGCCCTTGGGAAGTGAGATTGGCAGCATCAGTTTGACCAGAGCCCAGGTCTCACGGGCATCCAGGCTCAAGCCCAAAGTCTGGAAGCACATGGG 
ACCCTGAAGTGAACGTGTACATGGGGCTGCTTGAATCCAAGCTCCTCCCAATACCTTAAGGGGTCTAAGAACAAAACCCTCAGGGAACCCAAGG 
GTTGTCTAGCAGGGTAATAGGACATTCTGCCAACCCTTAAGGAGACAGGCCTTCCCACTGGTGGTGATTGACAGATGCCTCTCCAGCCACTTTA 
GCTCTATCCATTACACCTTTAGAGTCCCATGCCACAGTCACTCAAAGGGGATCGCTCAGCACCTCTCCATGCAGGTATGTGCCCCAGTCATGGG 
ATAGTGCATCAAAGGTTCACACATGACCTCAGGAGCCTGTCGAGTGGTTGAATGGCAACCAACTACATGGCATTGGCTAAACCAGTGCTCCCAG 
ATTCTCCCTCATGTCCAAACATGGGCATGGGAATCTAAAGGTGATAAGTCTTCGTACCAACAGAAGTCGTGAAGCTTGCAAGTTTAGTGAAAAC 
AATTTGAAATGAAGATTCTA&GCAATTGATTGTAAGGAGAATTAAAATGAAGAACACAAAAACAAAAA 

TTTTATAAGTTGCAAGGCTTGCTGATCTGTATATTTCAGTCAGGCCTCACAGCTGTCC'rCGGGGATCAGTTTTATAAGTATAAAACTGAGGCTC 
TAGGTGGCCAACATTCTAGGCTGGAGCTGAAACCCATATATGTCAAAGCCATAGTCTCTTCAAGTTGTCAGGGAGTCTAAGGTCATTACCCATC 
ATGCAAGAGAAATGAGGCTTCATCCCTGGGCACAGCTGATTGAAGATGTTCAAATGTGTTTATCTAAGACCTGAGCCCATGAAATAACCCAAAA 
TTGAATTTCAGAGGGGCTTTGAAAGGCAGCTGTTAACATGTGATGGTCATTGGGTTTACAGAACCATTCCCTATAGCTCAAGAAATCCAACTAT 
TTCTAAACAAC CAG AGGCCCCATGCAAGAAGAGTTGGTT CT CTGGG ATAT C AAGGTGG CTCAAGG AG AC CATGGATGTTT CTAGAG ATGCCCTG 
AGGCCTCAGCTCTCCCACTGTGAAGCATGGTGTATTTCAAGGCAGTGGCTGTGCACTAGAAGGTCACAAGGAAACTGTCTGGGGAAGTGAAGGC 
AAAGATCAGGCCCGAACTGGTGAAGTTGTCCCTAGATGTCCCTTGCATAGCAGGTGTAGCTATCCCAACCCATCCCTTTGCTCCTGTGTTCATC 
TTTGGTCCTCTTGATGCCTCTCCCTCACAAACATCTTTTCTTTATGGTACTTCAAAGCAAATGGCTCATTACAAAGAAAAGTCATTAAAACATG 
AATATCAGTTTTATATTAGCTTACTTCTCTCAGTGTTATGATAAAGTCAACTTAAGGGTGGAGGTATTTATTTTGGTTCAGTCCAAGAAAGGTG 
TGGCAGCAGGAGTGTGGGGTAGCTGGCCAAACACTTTATCTGTCGTCAGGAAGGATAGTGATGAGTTCTGCATGCTCAACTTGAATTCCCAGAA 
CCCCAGGCTATGGAATGATGCTGGGCCACATTCAGGTGGATCTTCTTACTCAGTTAAATCTTTCTGGAGGTGTGTCTCCTTGGTGATTCTCAAT 
CCCATTGAGTTGACAGTGAAGATTAACCATCCAGGACTCGAGCATCCTAAAGGTTAATATGTAATGTGTAACACAGATCTCTGTACTTGTGATT 
TGGAACTTGGTTGACACCCAAGGGGAAAAAAATGGTGTGCAGAGTCGAAGTGAGGAGACTGCCAGTGACCACTAGAGTTATTTTTAAATGTCAA 
AAATT C AG ATTACAGGCC AC AGAGAAGGTTTAGATTTC CTTGT CG ACTTTGTG ACTCTGGATGGATG ATAAGTAGG ATGGGAAGATGTGGG AAG 
AAGTGGGTGAAGAGGATTGATATCTCTAGTGTCTACTAAGTGGAAATTGCTTCCTTTATTCCTGCTGTAATTTTTCCAGTGGCCAAAGGAAGCA 
CAGAACC CAAAAC AGG CT CGGGGAGGGTAGATG AG CT C ATCTG ACTTCTCAAAGTG CT CAG CAG CACGT CTGACTAGGGAGTGC CTAGCTC ATT 
CTCAGCTGTATGACACAAATCAGCCACATACTTCCTTGTGTCGGGGCATGGACGGCTCCATGCGAGCTTTATCCTGAGATATTCAAAAGGAAGA 
AATGGCTTCTGTCACATGTCTTTGGTTAGGTTTTATGCCTGTCCTAACTTGTGCCAAGCTGGCCTTGGTCAATGCACCCCCCAAAAAAGCCAAC 
TCTCAAAGCTTTATTATTTTTTAAATGATAACATTTGGAGCAGGTAGAGGAGAAGGCAGGACACTCGGGAGCCAAGCCGTTTCCCAAAGGCAGA 
CTTCTCTCGATTCAGAAACAGGACATACGGGGCTCATCTGGACACATAGTCGACTCACCTGGGTCGCCTTGCTGATTACCCTGCAAGGTCTGAG 
ATCGAATGAACCTGCCTGCAACCATCCCCTAAAGGGGCAAGGCAGCCAGATGTGTCTTGGATCTATAAATGAAATTGATGTTGAGTGAGAGGCA 
GCTGACTCCTCGCCTCTCCAAGCATGAACCCTGAGCACAGATTCCAGGTTTTCAGCCCTGATCCAGCTCTGGGTCTGCTCCCTGATGCGGTGAC 
ATCATTCTAGGCTCAGGCTGGGTACAAGCCACCAAAGTCCTCTTCTCCTTTCTAGTTCTTCAGGAGGACGGTAGGTGTCCGGCAGGGGCTCCTC 
GCTTCCCGAGACAGTCTTCACATATATGTGCCCTTCTTGGCTGCCCCGTGGGTTCATTTCATGTGTGGGTGACCGCCTAGGATTCTTGAGAACA 
CAACAG ATTTTTAAAATG ATACAGTAGAG ACTCCAG CTTCCCG CTAAGATG AACT CAAACAGCCATATTG ACC CTTGAATGGG AACAGC AAAAT 
TCAGACCAAACATTTGAAACAATGGTTGGCAAGACAGTGGGCATCGGGAGAGTAAAGACACTGAACCTTGAGGGGCAGGAAATGAGTGACAGTT 

CTATTCGAGACTATATTCAGAAAGTGTCGTTCTATGGGTTTTTTTTTTTTATAAAGTTGGCTATTGCTTTTACAGCCAACCAGATTCTCTCTGT 
CTTGTAAGTGAAGCTACTTATATCTAATATGATTGTTGATCTGGGTGGGCTCAAACCCACTCTCTTGCTTCTCTTTTTCACTTGTCCTGTGTGT 
TCACTTCTTAGTGGTCTTCTCCTGCTTTGTCCCCTATAAGCTTTAGAACCTTACAATGTTTACTGAAAATGTGTTGCGATTTATATCACAGATA 
TATTTATTTTAATTTAAGATTGTCTATGTGTATAGATGTTTTGCCTAAATGCACACGCCTGGTATCCGAGGAGGCCAGAAGTCTGCAGATGACC 
TAG AATT CG AATAATACGCTGTAGTGAGCTGTTATGAGGGCCTGGAAACTGAATCC AGCTCTT C AGAC AAAGC ACTTATG ACTG CTG AGCCGTT 
CTCTAGCG CCAC AATTACACG ATGATAGGGATGCTAAG AGTACC AGG AATTTGTGG CGGCTG AC AGCTTG ATG CTGCTGAGTC C AGG ACCAC AG 
ATATAACCATC ATAACTTAGCTATTGTTGAATGTCTTCTACTAAGTTTTATT ATTT CCATG ATAGG ATT AG AC ATT CGAT C AGATTT ATTCTTT 
AGCATTCTATGTATTTTATTAC CACT AT AAAAT AGGGTTTTTATAAAATT C CTTTTTCTAACTGATAGCAATTGATATTAAGAAATACATATTG 
CTTTTGAATTTTTTTTCAGTGCTGGAAATCAAACATAGGCCTTTGCTCATACAAAGTGGGTACTATACCGCAAAGCTAAGTCCTGTGTATTGTT 
TTTATATACAATAAACATATTTGACTATTTTCCTAAGTCCAATAATTTACCTCTAGATTATTAAGTTTTTCTATGTTGACAGTCATATATCATC 
TACAAATTATGATAATTTTGCTTCTTCCTTTTCAATGTTATATTTAATTTACATATACTTATATTTGTGAATATATATTTATATATATGCTATA 
TTTGTTTATATTTCCTTTCAATGTTACATTTTTCTGTCCCATTGTGTATGTTAGGCCCTAAAGTTCAGTGCTGAATGTAAGTGATGAACACTCT 
TGATTCACTTCTGATCTTCAAGTCATATTCCTTTGGGTGTCCCTTTTCAGGTTACCATCCTGTTCTAGCTTGGCTTTGAAAGTCCATGTCAAGG 
GCTGGGGAGAAATGGTGCTTGCTAGCAAGTATAAGGATCTGAGTTTGAATCCCCAGCCCACATCAAAGCCCAGACAAAGTACAGGCACCTGCAG 
CCGCAGCCCCCGCCCCCGCCCCCGCCCCCGCCCCCGCCCCAGCCCCAGCCCCAGCCCCGCCCCAGCCCCGCCCCAGCCCCGCCCCAGCCCCAGC 
CCCGCCCCAGCCCCAGCCCCAGCCCCAGCCCCAGCCCCGCCCCAGCCCCAGCCCCAGCCCCAGCCCCAGCCCCAGCCCCAGCCCCAGCGCTCTC 
TC AGGGAGTTGGGTGGC AGAGTCAGG AGAAT C C CCGGAAG CTGGTGGGC C AGC ACCAGC AGAGGAAAACGGCAAAGAG ACCCTTCTTAAGC AAG 
GTGGGTGGGAAGGGCTGACACTGAAGTT ATCCT CTG ACGT CCTCTC ACAT ACATTC CATAGT ATAAATACCCAC ACACAAGCATGTGC ACACAT 
ACATTGTG C AT AC ATTAAAC AAACAAGTAAAACTGCTTT AT CAC AAGTGACTT ATCTTTTAACAAAACC CCATTTTTTT CTTATTAAG ATAGC C 
ACATATCTGTTTGTTTTGACCATTAAATAAACTATATTAAGCTGATTTCCTTTTTCTGCTGTTGCTATATTTTCAGGACCGGGCACAGAACCCG 
ATGACTTCTACATGTTAGGTCAGCACTTTACCACTAAGCTACATCCAACCCCCGATTTTCTAATGGTCAATCAGCTTTGAATTCCTGTCTGGTC 
AGTAGACACATTGAACACCTCCATTGTGCTTCCACACATTTGGTTGACCTCCTTGCCAGAAGGTCTCACCTTTGCACAAGCGCACACTTAACCC 
TTACCGTGCTACACTTTCAGTCACTCTCAGGGATCATAATCAAACGTGCTTACCTCAGATATTTTGGGATTGTCATAGAGTTCTGAAATTTCAC 
ATGGTATCTCAGTCTCCTAAAATGGTTAAAAATAAATACATAAATAAATAATAAATAAGTGTATGTATGTATGTATGTATGTATGTATGTATGT 
ATGTGAAGGGCCATAGCTGTAACCATTCAAATCCTTGTGTTTTAAGCCACTGTGCAGATCAGAATTGCCAGAAGCCTTTAAAACAAAGCAAACA 
CATATATAAGAGCCCACCTTGAGCAAAATGAACAGATAGATTTAAGAAGCATCAGTCCTCGGCTGGCATCGGGAAGAAGTGAGCAAGAGCAGAC 
ATGAAACCAGACTGGCCATGAGTTGATAACTGGGTCCTCTGTGCTCTACTTCCACAGTAATGAATGTGTAGGTACAGCAACCCCCCCCCCCCCC 
CGTGCACTTGCAGTGGTTTCAAGTGCCAGCCACCAATGGGGATCTTAAGATGTTAATGGAAATTTCAGAAACCAAAGGTTTTAAATGCCCTTTT 
GAACAGCGTGACAAAGCCTTGAGCCACCCTACCTCATCAGAGCCTGGATTAGAAGCCTGGCCTTCTATCTCCCTATGTTAATATCTACCAATAG 
AACAGGCATGGTTGTTCATC AATAGAG AATG AAATG AGAAC C CAGAAAC CATTTG ATAC AGGTATG AAG C CTTGT CAGGTAGG ATGC CAGGAGT 
GTATACACATCCTTTTGTATGTAAGTCATGCTCACTTAGATACAGGAGTGGACAAGGCTATGGTCTTATCATATCCCTCCCATAGACACTTCAT 
CCCTCTTTGTCTCTTGTCTTCCCTCATGTTCTTACCATCTGACTTGCGCCCTTTTCCTCCCTCAGTGTAGACGACACCCCACTGCACAGAGACA 
TGTTTGCATGGCATCAGTCATCTCCCTCCATTCCTATCTTTTGCCACCCTGAATGTCATCTTATTGCCAGAGATTTGCTCAAGCAACCAGGGAG 
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TTATGTGAAAATCAGCTCTGCCGGAATCTACTGACAAAGGACATCACAGAACAGAAATATTTACTGTCTTGTCCTCAGAAAC^ACAGAGGTTCT 
GAGTTCTGACATGCTAACGCCAGACAGAGGCCAGTGCACGGAGGTACCGACTCAAGCTACTCATTCACACGCAAGAAGCCAGTTATCACCTCTA 
CGGGCTC^TCATCGATGGTTCTTCTTCGCTGGATCAAGGTAAACAGO^GCCaC^GCAGGGCTGTGGCCAGCAGGGATGGGATTCCGGCTGC 
C AGTCCAAT AGAGGGACC ACAGT CCTGT CAG AG AG AAAACTG AGTCAGAAAAG C C CAG ATTCTTCAAG AATAGAGGTTACAGCGGGTGTTGTAG 
CACACACCTTTAATCCCAGCATTCAGGAGGCAGAGGCAAGCAAATCTCTGTGAGTTTGAGGCTAGCCTGGTGTACAAAGCAAGTCCAGGACAAC 
CAGGGCTGGTTACACTGAG AAAC C CTGTCTC AACAAAACAAAACAAAATGTAGGAC ATATT CAGTGATTAAAATAAAC AAAC AAAAAAGGTGC A 
TGGG CTCTG ACTG CATTGGAAAAATGAAATATTTCAAAAGATATCTGTACTGTATATGACTGGTGACTTGCTCTC CTAGGAC CTAACTATATAG 
TTTAAGCCCATTTGGAGTGCTGATCATGTGTTAAAACAAGGGACAACTGATTTGAATAGTAGCCTTACTGAACAGAAGCACAAACTACCCTTCA 
GAAGAAGAAAAGCCAAGGTACAGTTTGGAGGCACAGTTAAATGCCATAAATGCCATGTTCACAATCGCGTTCAGCCTGAAAAAGTCAAAGCTTT 
TTTAAATGTTTATTTTTAATTTTTTTTTTTAGTACTGTGGAGAGTGGTTAATGTAGAGATTTACAACTAGCCAAAGTGCAGAGAACACATGTCG 
GTGGAGTGCTCCGTTGTGACTGGGATTTCTATATTTTATCTCCTCTTCTGAGGCTCAAGGAATGTTTCAGAAGAGTGGGGAGAAAAGGTAGAAG 
GGCCAGAAGTTGAGAGACACTAGGGAGAAATGAGTGTCTTACACTCAAGACTGGAGCATGCCACACATGAGCTCATGGCAACTGTGTTGTCTGC 
ACAAGATCAAGCTACGCAACGGCCTAGCAGAGCTCGGGCTGGGCACATGGGCTCCCACAGCTGGCTGCCGAGATGCTGCAGTTAAAGGCTTTCA 
GCAGAGGGAGAGCCGGGTTCTCCAGAGGTTTGGTCCCTGGTAGGTCAGCCATACTCCAGTGGTTGACACCAAAACTATGCACATAAGTCAGCAC 
GAATTGGATTTAACAGTTATTAAAAAAATTTAAAAGGAGAAGAAGTTTCGAGAGGTGTGGAGGGGAATTTAAGGAGAGCTGAAGTTGAGAATGG 
GGTATGAATATATTGAAATATGTTGTGTACATGCACAAAACTCTAAAAGAACAATTAAAAAGTTATATTAAAAAGAATAACCTAGATAGAGAAA 
CAAAAAGTCCGCGTTGTTAGCACATCCTATGCCATCTGTTGTTATTTTGAAAACATTCATATTGCATGCATGAGCCTGCTTTCAAGCGCCCACT 
CTGGTCTGAGTGGTAACAGACATGCTTGATAGCACCACAAGGTTTCAGGGTTGCAGCATTTTCTGGAAACACTAAAGACGATGTGCAAATTCCT 
CTAAACACCCTACAAATGCAACACTAGCGGGGTGTGATTTTTACAAAAGCGTGAAAACCCGTGTCACAAATACATGGAATGAGGACTGTTTGCA 
GAATGTCATTTCACACATAAAACCAAACATTTCACACAAACAGACCAAGAGGTAGAATGCTCTTGTAGAATTCTCTCCATCCCTTACTTGTGAC 
CACCATCCCGAAGTCTATCCCTGTAGATGCTCCTTATTTGGTTTCCAACACACAGATGCAAACATAGCCATTGACTCTTCTATCCCTGGCTGCT 
TTGCTCCATGCTCTGTGAATTTGCCTGAGTATGTGTGTGTGTGTTTGCTTGCTTGCATTTTATTTATTTATTCATTCATTTATTTATTCAACGT 
GCATGTATGTGCACCTTGTGCATGCAGGAGCCTTCAGAGGTCACAAGAGAGCATAAGACTCTCAAGAGCTAGG 

MOUSE SEQUENCE - mRNA 

ATTCTGGAGACACCACCTGATGGTACAGACAGAGCTAGACTGTCTGCTTCCATGGATCCACTGCAAGCAGTCCACCTGGGTCCTCGGAAGAAAA 
GACCCAGGCAGCTGGGCACCCCAGTGGCTTCCACGCCTTATGACATCCGATTTCGAGACTTGGTCCTCTTCATTTTGGAAAAGAAGATGGGAAC 
AACTCGAAGAGCCTTCCTCATGGAGCTGGCCCGAAGGAAAGGGTTCAGGGTGGAAAATGAGCTCAGTGATTCGGTCACCCACATTGTGGCAGAG 
AACAACTCAGGGTCAGACGTCCTGGAGTGGCTCCAGCTGCAGAACATCAAAGCCAGCTCCGAGCTCGAACTCTTGGACATCTCCTGGCTCATCG 
AATGCATGGG AG CTGGGAAGCCAGTGGAG ATGATGGGGAGAC ATC AGCTTGTTGTGAATAGAAACTCCT C CC CGAGTCCTGTCCCAGGCTCCCA 
GAATGTTCCAGCACCTGCTGTGAAGAAGATCTCCCAATATGCTTGCCAGCGAAGAACCACATTAAACAATTACAACCAACTATTCACGGATGCC 
CTTGATATCCTGGCTGAAAATGATGAGCTTAGAGAGAATGAAGGTTCTTGCCTGGCATTCATGGGAGCGTCCTCTGTACTGAAATCTCTGCCAT 
TCCCCATCACCAGCATGAAAGACACAGAGGGGArTCCTTGCCTAGGGGACAAGGTGAAGAGTATCATAGAGGGAATTATTGAAGATGGAGAAAG 
TTCTGAAGCTAAAGCTGTGTTAAATGATGAGCGATATAAATCCTTCAAACTCTTTACCTCTGTGTTTGGTGTGGGACTGAAGACAGCTGAGAAA 
TGGTTC^GGATGGGTTTCAGAACTCTCAGCAAAATACAATCAGACAAAAGCCTGAGGTTCACAAAAATGCAGAAAGCAGGATTCCTCTACTACG 
AAGACCTCGTTAGCTGTGTGAACAGGCCAGAAGCCCAGGGTGTCAGCATGCTAGTTAAGGAGGCGGTTGTGACATTTCTTCCAGATGCCTTGGT 
CACCATGACTGGGGGGTTCCGCAGGGGTAAGATGACTGGACATGATGTAGACTTTCTAATTACCAGCCCAGAAGCCACAGAGGATGAAGAGCAG 
CAGCTCTTGCATAAAGTGACACACTTTTGGAAGCAGCAGGGGTTGCTTTTGTACTGCGAC^ 

CCAGCAGGAAGGTGGATGCTCTCGACCATTTCCAGAAATGCTTCCTGATTCTAAAACTGGACCACGGGAGAGTGCACAGCGAGAAGAGCGGCCA 
GCAGGAAGGAAAGGGCTGGAAGGCCATCCGTGTAGATCTGGTCATGTGCCCCTATGAGTGCGCCTGTGCCCTGCTTGGATGGACCGGCTCCAGA 
CAGTTTGAGAGAGACCTTCGGCGCTATGCCACACACGAGAGGAAGATGATGCTGGACAACCACGCCCTGTATGACAGGACTAAGGGGAAGACTG 
T C ACGATTTCAC CTTTGG ATGGGAAAGTGTCAAAACT AC AGAAAG CCTTGAGG GTGTTTCTTGAAGCAG AAAGTGAAG AAGAGATCTTTGCCCA 
TCTGGGACTGGACTACATTGAACCATGGGAAAGAAATGCCTAAGACGGAGTTGTTGACATTTTTCTTTTCGGTTTAGACAAGCTGTGCTCTGTG 
TTAGTAAAAGATGGCTTGGGAAAGTCTGGGATTCTTTGACCTCAGAGGATGCTGGCAGCAAGTGGATCATAAGTATACTATGCAGAGAGAATAT 
TCTAAGGCAACTTTGAAGTCTTGATAAACCAGGATGCAGCCATGGTTCACAGGTCTTGGGCCATCTGGCCTACTGTTGCATAGAATTCATAGTC 
CTCTGTGTATTG CCAATAAAAATAGGAAAC CATCTAGAGAAG CGCAT C AATGCC CACCTG ACT CCTGTGTGTCTGAAT 

MOUSE SEQUENCE - CODING 

ATGGATCCACTGCAAGCAGTCCACCTGGGTCCTCGGAAGAAAAGACCCAGGCAGCTGGGCACCCCAGTGGCTTCCACGCCTTATGACATCCGAT 
TTCGAGACTTGGTCCTCTTCATTTTGGAAAAGAAGATGGGAACAACTCGAAGAGCCTTCCTCATGGAGCTGGCCCGAAGGAAAGGGTTCAGGGT 
GGAAAATGAGCTCAGTGATTCGGTCACCCACATTGTGGCAGAGAACAACTCAGGGTCAGACGTCCTGGAGTGGCTCCAGCTGCAGAACATCAAA 
GCCAGCTCCGAGCTCGAACTCTTGGACATCTCCTGGCTCATCGAATGCATGGGAGCTGGGAAGCCAGTGGAGATGATGGGGAGACATCAGCTTG 
TTGTGAATAGAAACTCCTCCCCGAGTCCTGTCCCAGGCTCCCAGAATGTTCCAGCACCTGCTGTGAAGAAGATCTCCCAATATGCTTGCCAGCG 
AAGAACCACATTAAACAATTACAACCAACTATTCACGGATGCCCTTGATATCCTGGCTGAAAATGATGAGCTTAGAGAGAATGAAGGTTCTTGC 
CTGGCATTCATGGGAGCGTCCTCTGTACTGAAATCTCTGCCATTCCCCATCACCAGCATGAAAGACACAGAGGGGATTCCTTGCCTAGGGGACA 
AGGTGAAGAGTATCATAGAGGGAATTATTGAAGATGGAGAAAGTTCTGAAGCTAAAGCTGTGTTAAATGATGAGCGATATAAATCCTTCAAACT 
CTTTACCTCTGTGTTTGGTGTGGGACTGAAGACAGCTGAGAAATGGTTCAGGATGGGTTTCAGAACTCTCAGCAAAATACAATCAGACAAAAGC 
CTGAGGTTCACAAAAATGCAGAAAGCAGGATTCCTCTACTACGAAGACCTCGTTAGCTGTGTGAACAGGCCAGAAGCCCAGGCTGTCAGCATGC 
TAGTTAAGGAGGCGGTTGTGACATTTCTTCCAGATGCCTTGGTCACCATGACTGGGGGGTTCCGCAGGGGTAAGATGACTGGACATGATGTAGA 
CTTTCTAATTACCAGCCCAGAAGCCACAGAGGATGAAGAGCAGCAGGTCTTGCATAAAGTGACACACTTTTGGAAGCAGCAGGGGTTGCTTTTG 
TACTGCGACATCTTAGAGTCAACCTTTGAAAAGTTCAAGCAGCCCAGCAGGAAGGTGGATGCTCTCGACCATTTGCAGAAATGCTTCCTGATTC 
TAAAACTGGACCACGGGAGAGTGCACAGCGAGAAGAGCGGCCAGCAGGAAGGAAAGGGCTGGAAGGCCATCCGTGTAGATCTGGTCATGTGCCC 
CTATGAGTGCGCCTGTGCCCTGCTTGGATGGACCGGCTCCAGACAGTTTGAGAGAGACCTTCGGCGCTATGCCACACACGAGAGGAAGATGATG 
CTGG AC AACCACGCCCTGTATGACAGGACTAAGGGGAAGACTGTC ACGATTTCAC CTTTGG ATGGGAAAGTGTCAAAACTAC AGAAAG CCTTG A 
GGGTGTTTCTTGAAGCAGAAAGTGAAGAAGAGATCTTTGCCCATCTGGGACTGGACTACATTGAACCATGGGAAAGAAATGCCTAA 

HUMAN SEQUENCE - GENOMIC 

TTTGGGATTCAGATTCTATTAGTGTGCAATGGAGCCTGTTCACTGATATTTTAAAAACTCAGGTAGTTTATTGTGTAGCCAGGGTTGTGAACCA- 
AAGTTCTACACAGAGAACAAATATTTATGTAACAATGTATTCATGTAACAGGCAAACTGGGTTTTTGTTTGTTTGTTTTTGCTTTGTATCCATT 
GCTCTGGGCTGAATGTTTGTTTCATCCACAAATTCACATGTTTTTGCCTTAATCCCCCATTTGAGATTAGGTGTATTTGGAGTTATACCTTTGG 
GAGTAATTAGGACATGAGTGTGGAGCCCTCCTGAACGGGATTAGTGCCCTTAAAGGAGGAAAGACGAGAGAGATGATCTCGTTCCCCACCATGT 
GAGGATACAGCAAGAAGGTGGCCATCTGCAAACCAGAGCTAGTGCCCTCACCAGGAAACTTTTCAGCTGGCACCTTGATGTTGGATTTCCCAGA 
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CTCTAGAATGGAGAGAAATAAACTTCTCTGGTAATTTTGTTACAGCATCCTGAAGTGACTAAGACACCCTGGTGATGTGGGAGACTCCAATGTG 
TGGAATTTACCTAGTTTTCCTCTAAGAGCTGGCAGCCTCCTCTTGGATTTTCCTGGCACTCTTCCCCTTCTCTCCCTGTGCCCTCGTCCTAAGT 
TATCTAAGGCAAACCTCTTCCTCCAGTAGAAGTTCTTTCTGTTGGACACTCTTCTGCCCTTTCTAATAGAGCTGAGATTTACTAGTAGTACATA 
GGTTTACTTCCGCTGAGAATAAGTAATCTGCTCTCTCAGAAGCTTTGGAAAGGAGCTAGGCCCTTTTTCACCAAGTTAAAACATTTCAGTTAAA 
TAT AATCAC AC C ATTTAG CACCT AATTATAAACTATTAC CTC C ACAATTTAAAAAT ATTG AATATG AGATTTTGTTATTTTTAAAAAGTAAAC A 
ATTACTCAC AGAGCTTTATAAAAAAAG ATTACT ATGTTGAAAGTG AGTC C CTACTT CC CC CTACC CCCAT C AAATTATTCTCTCTGAGAAAC AC 
ACGTTTAAAATAAATCTCAAATTCGTTGCATTGAGAGCTGAGTTTGGTACCAAATTCACGATGTGACATTGTTTCTGCTGGGCCGTTGAACCCC 
TTTTTCCTCCCAGGTGGTGATGAAAGACTTTCACTTCCTGGCAAAGAATAAGAGAGGGTTTTGGCTGCATCCCCAGCAAAACCAGCTTTAGATA 
AATGGTTTGGCACAAACACTTGTGGGCCTGAGCTCTCCCCTTCTATGCATTAGGGGTGTGTCACTGACAGAATTCTCACTGGTCTCTCTGGATG 
GAAGAGG AATGGTGTTC ACAG C CTATACTTTGGGCTGT CATCTATGTACAAAG AC ATGTG CTAAGCCCTCTAAGACATACAAAG AAGGTTAC AC 
TCTAAATGGGAAGACGAGCCATACTTGTCTACATAAAGGAAGGTGGTCAGGGGCAGAAGGTAATTGAAACAGGGTAAGTATCAACAATGTGTTA 
TTAAGGTGAGTTCCCAGGAAGCCAGCCCTGAGATGGGAATTTGTGTGCAGAAGTCTATTGGGGATGCCCTTGGGATCATCATCTATGGGAGCAT 
GAAGGAGGAGATTGGGCAGAGAAAGAGTTGAACCACTATTTGATTGTAGTACAGATCTCAGCCAATCTAATAGGATGCTCTAGAGTTAGGCTGG 
CCCTTCAGAGTTGTCACCCCTTGAAATGAGATGACCTGACCTTTGTAACCTTCCCCCGATCATTGACCAATAAGTGGAGGGGTCTGTCCTTAGG 
CAAGTGTCTCTCTTTGTCAGTGAGCCATCAGCTCTGCCATTGTCAGTAGCAAAAGGAATGGTGACTCCATCCTGAAGGGGTCTCTGGGCAGCTC 
ACCACAGCATCCACTACAGAGGGAGATCTGTGACCTTGAAGATAAATGTGTTTTTGGTTGTTGCTGTTTTGCTTTTTTTTCTTTGAGATGGAGT 
CTTGCTCTGTTGCTCAGGCTGGAGTACAGCAGTGTGATCTCGGCTCAGTGCAAGGTCTGCCTCCCAGGTTCAAGTGATTCTCCTGCCTCAGCCT 
CCTGAGTAGCTGAGATTACAGGTGTGTGCCACTATGCTCAGCTAATTTTTGTATTTTTAGTAGAGACAGGGTTTCACCATGTAGGTCAGGCTGG 
TCTCAAACTCCTGACCTCAGTTGATCCTCCTGCCTCGGCCTCCCAAAGTGCTGGGATTACAGGTGTGAGCCACTGTGCCTGGGCCAAGGATAAA 
TGTTTATAGCACGAGGGAAAAAGGTACATTAGTAAGGCACTGGGAGTAACTGGGGAATCTGAAGCGTATTGTTATGATCAGTCTCTACTTGCTA 
TTCATTTCACTCTGATAAGACCAT CTCAAT CC CCTAGTGTTATAAAC ACT AC AAATACTACT ATAG C ATAAAATGT CCTCCATAAG ATCC AGTA 
AAGAATAGCTGAAATATTTAGCTGACTCTTTTCAAACCATAAAGGTCAAACACATTTCAAGTTTAGTTTAATTCTATTTTACAGTTTTGGTTTT 
ATAACCCAAAACTATTGTTTTCCAATTCACTGTCTAAATAATTGTGAGATTCTGTCTGTCTCTCTCTTTATTTATTTATTTATGAAATCAGATC 
TGGCTCTGTTGCCCAGGCTGGAGTGCAATGGCACAGTCATGGCTCATTATAGCCTCAACCTTCTGGGTTCAAGCAATCCTCCTGCTTCAGCCTT 
CTGAGTAGCTGCGAAGACAGGCGTGCACCACCACACTCAACTAATTTTTTTACTTTTATTTTTGTAGAGATGGAGTCCTGTTTTGTTGCCCAGG 



TACCCATCCTCTCTCCTTTTACAATGATTTCTTTATG ATGTG CCTCCTTGGTCTGGCACATTTATGCCTGTTTCCATCGCTACCATCATTAGTT 
TCTTTCAGATCTTTGCTAAAATGTCACCTCCTCAATAAAGCCTAATTGGATAATCTTAGACTGCCATCCCAACCCTGGCATACGCTGTCCCCTT 
TATTTCTCTCTACAGCATTTATCACCATCTGGCCTGCTTGAGATTCTTGAATAATTTTATTTATTGTCTGTTTCCTTCTAGTAACAGACAAGTA 
TGTAAAT CC C ATGAGGC AGGGGTTGTTTTATT CACT CTGTATTATTAATG CCTAG AAGTGCCTGGCACATAGTAGG CACAC AGTC AATATGC AT 
TGAATGAATGAATGGTCCCAGCTGAGGCTTCCACGGTTCTCTTCTGGCCATTTGCAATAGTGACCCAGCTGGAGTAGCAGCTTCAGCTCTCTGC 
ACCTTCCAGGAATCCCGTTTTGGACCACGGGATATACACATCACTGCAGGGCTGCCTTCTGTGGCCCTGCCTCGGGCCTGCCACTGTCCTGCTC 
AGAAGCTCCCATGACTTCTTAGTGCCAACTCAGGCTCTGGGTGGTCTCTGAGGTCTGCTCCAAACCTAACTTCTCTCCTTTTCTCCCATCTGCT 
CAAATCCTTCCAGCCCTCCTGGCCCCCGACAGGCTCCCTCTCATGTGAATGCCCTTCCTGCCACCCTTTCCTGCCCTCCTCTGAATTCCTCCAG 
CAG ATG AGTGT AAGGGGGCAAGTTAAACAT CTT CCAGGG CCTTCTG AAGAATGTGAGGATAAATGGTAAAG C ATTTC AC AAAG C CTAAC ATCTT 
TAGAGATGACTATTATTGCCAGTATGTCATGATAGTATTATTGTATCATAAACTTCTCAATTCAGTAATAGATGTCTGGAAGGTTGAAGCTAAA 
GCATCAAGCCACATTCTCCAGTTTACCAGTAATAAAGCTGATCTTGTGACTCTGGTCACAGTGGTGTGCTGGAGTCAGCTGCTGCCAGCTCACA 
AGAACCCATGGCTAAATGTTCTGGAACTCTGCGAGCCGACTGCTAAACATTCACATGCACCCCACTGCCAACTGACCCATGCTTGTTTTGCAGT 
CAGTTCATAAGCTGCAGGAGAGAAAGATGTGTTTAACTGCTTACCTTAGAGACGTTATCAGTCAAGAAAAAGAATTAAAAGGATCTGGTGACAG 
AAGTGAAGGAACAGTTTGGGGAGTGATGATGAGTAGTTCTGTTTCAGGCATTTTGAATAATATTTTTCAGTGGAATGTAAACGGGCCTGGTGCT 
GAAGAGAGAGAAATGGGCTAGAGATAAAGATTTGGAAGTTATGGGATATTGGCAGGACTGGAGGATTTTACCCCCGGATACCCAGGAGCCATGG 
CCCCAACCACTGATCCACAGCACAACGTCTATCATCTCACTCAGGCTCTGTTCTCATTCTCTCCAGTGGCCCCAAGTCATATCTTATTATAATT 
GTCTCCTGATTCCTTCCCTTCTTTCTCCCTCCTCAATTCACCCCATTCATTATTGCCTGATTAATTTCCCTAAGGCACCATTTTGATCACCTTC 
TGTGTTTGCTTAAACACCTTCAGCAGCTCCTAACTCTTTGCAAATAAAATCCCAACTGTCCTATTCAAATTTGTCCTTGAGGCAAATCCCTGTA 
CTTTCTCCCCTCCATGCCTGATATTCATGCTGTCACCCATAATTTTGTATACAGTTAAGTTTAATAAACATTTTGGAATAAAGACTAGAAGTCA 
CAAATAAGCTGCTGTTGTCCATCAGTTCCATTGTTCTAACTATCACTTCTCATGTTGTAGATGAAGGTGAACCCCTGTTATAACTAAAATATAG 
AAATTTCTTGTACTTGTTAGGCACCCAACATATATAGCTACCAAATGCTTCTTAATGGCAAGAAACAAATTTTCCAAGGTTTATTTTTCATTCA 
AGACACTCTACACATGCTCCTGGCAAGGCAGTTCTAAGCTCCAGAAGACACTTGCTGCCAAGAACCAAACACAGCTGTTCAGGCAACAGAGGAA 
GCTGGTGCTCGGTGAAAAACCAAACCAAAACAAAACCCTGCCCGCACATTTGAGGATGGCACAGGTCCCAGATCTACACCTTGAAACGAATAGA 
AGATACAAGATATTTGATATAAAAGAAAATGAAAGTGCCGGAAACAGAAGTTTTCTCTCTCAAACTGACTTCCTCCAACGTGCACAGAGAATAA 
CAACAGGACTCCTAAGGATAAAAATAGTGTTTGCTGATGGGAAGAGGGCTACTTCTCCACTGAACCATGGAAAACCTAAAATCCTCCCCATTGT 
TTCCTGCCCCATACACTTGTACTCAATAAAGATCTCTAAGAATGATCATGTGGAGACTAAATATTACCCAAAATGGAAAAAATTTAAAAACAAT 



AACAGGCAGGAGCATTGGTCACATCTGCCAGCATCATGGGAGTGGCAGCATGAAAGGGAGGACAGAACAGTGGCCCAGCTCCCATGTGGACCAG 
GCAGGCAGTTGTCATGCTATCTTATTCATCACTTACAATGTGAAGAAGTTGGCACTATGACTGCTATTTTACATGTTGGAAACTGCGAACCCCC 
CATGGGGTAAGGGAATGGCCCAAGCTCATACATCTGGTAAGTAGCAGGTGGTTCAGGCTTGTGTAGCTCCTGAGGCACCAATACTTCCAGTTGC 
ATTCAAAAGGGTGCTGTAGGTGTTCTACAAAACAAACAAAGAAAAGGTAAGCATGTTGAGAATACAGTGGGCGAACACAGTTTATTACAAACCT 
TTAATGTTCTAACACACATTGTATAGAGTTTCTCTGGTTTCCCTACACTTAATTCACTGCAGAATTTTTGTTTTGCCTGGAACACTTCATGGGA 
CCAGTGTTCCCATAAATCATTGCAGGACACCCCTCTGGTCTCATTAGAGTCTTAGGTCTGTTTTATTTTTTTGTCTTGTTTTGTTTTCTTTTTT 
GAGACAGGGTCTCACTCTGTTACCCAGGCTGGAGAGCAGTGGCATGGACAGGGCTCTTTGCAGCCCCGATCTACTGGGCTCAAGTGATCCTCCT 
GTGTCAGCTCTTCCTAAGCGGGCTGGCACCACTTTTGGAAGAGTCTAGGGAAAGCAAAAGACCATTGGGAAGGATTGTGACAGGATTACCTACA 
AAGTAT ATGGGAAC ACAGGGAAGGG AAGGGGG AACAAGGAG AAAC CTG C ACTATTACAATAGC AATGGACAGTTCTTGG AACTTGCATG CCAGT 
GGTCTTTGAAGTGCTTTAGTCCTCATAGCCACCTGTAAGATAGAAATCATTCTAACCCCCATTGCAGAGATAAGGGAAATAAAGCAAAGAAAGG 
TTAGGTTTTGAATTCAGGTAGTCTGGCTCCTAACACCTGTATTCTATTTGTTCATATTGAAGAGTCTTAAATGGAGCAGAATTCTCCACCAAGT 
AGCATAAACAAATAAACTTTTGTTAAGACACTGAGATTTGGAGATTATTGACCAATCTAGTAGATCAAGGAGAGTGCTCAACATCTGATGCAAA 
GAGCTTCAGAAAATCATAGTATAGTAAGAAGAAATCAATTCCTGCTATTGGCAGCAATGCCAAAGAGCATAAGAGAACTCTGTATAGTGTTTTA 
TTATTTTCAAGGCACTTCATGAGCACGATTTAATTTAGTTCCTGAGAAGGCGATGAGACATCTGTGCTCTCAGACCTTATTTCACACCTCCCTT 
CACCACAGGGGATTGGTTTAACAGACATTAATTGCTGAAAAAGCAAAAAGAGGACATTGAGGTAACTCAGAGAAAGAAACTGCAAGAAGCACAC 
TACACCACTGGGCTGGAGCAACAAAGGGATGGAGCTGGGATTGTTGAAAACTGGAAGTTTGGAGCAGGGCTCCCATGGAGCTGGAACACAGATC 
TTTAATAAGGAAGTGCTGCCTGTCGTCCCTGGTGCCATAGAATTTCATAGGGAAACCTCTGCAGAGCTGGGGCTCAGACTTTTGAGGAGATGTC 
ACCTAAGTGGTATTGATACCTCTGAAGGGTACAGTAAGACTGGGTCTGGTTGTGCAGAAAAGAAAAAAAGAAAAAGAAAAAAGCTAAAGACTAG 
AACCAATCACTGCTGTCTGAGTAGAGAACCATTACTGCGAAGACCCTGACCTTTGTAGCAGCAAGCAAACAAAAAAGGTCACCTCTTTCCTCTT 
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ATCTAGACTTTCAGTCTCCCTCTGGTATCACCATTGGCAGAGCCTGACATAAAGTCAGCTGGCAAATGAGAAAGAGAATTTGCTCAGTCCCAGC 
CTCAACCTCATGGAATCCATCAGAAAAAAGGTAGATTTGCAGCTGAGAGATGATAGCCTGATAAGCAGACAGGCATCAGTACATTTGAAATTTT 
TGTTGGTAATGTTTTGAATACCAGTGACTCAAAGCAAATTAAAATGTGACATTGTTTAATATGATATTTTGATGATTTAGTAGTTTCACAAAAC 
ATATATATCCGATTTCAGATTGAACTGGAATGTCTCTAAAAACAAAACATAAATTACTACGAACTGACATTTATTGAAAGTGCTACCTTTGTGT 
CAAGCACTCTGCCCAGCAGGTTATGTGGGCTATCTCAGTCCTCATTTTACAGATGGGGTAAAGCTGAGGCTTAAAGAAGTTAAGCAACTTGCTT 
TG AAG CTTCAGAGCAATAGAG AC AGAATTTTTATGGGGAG CCTGACGAAGCCTGAGCTGTT AG C C AC ATCTC AGTACT ACCTC C C CATTCCCTT 
TACTGCTTAGGTGGTGCACCTTTACTATTAGGTGGCTATACCTTGGGAACGAACACAACAATCCCAGACTCTTGCTAGAATCATTTACTTAACT 
CCCTGCTGCAGCAC C ATTTGGTAGCTAAGACTG CATTCTAAC ATG AAGCATT CAGCTCTT CAGTAAC C AAACAC ATAATAGTG AGGGTC AAAAT 
AGACTCTCATCTTCCAGTTGATCTCTAGCAAACAGTCATAGCATCCGGGAATTTCAGGGCTGCATTATAGGCCCTTACCAGATGTCTGAATTCC 
CTTCTGTTAC AG CTCAATAAAC AGTTATCCAG CATCTGTTTGAAT ACTTTTCATG ACTTGTAAC AC ACAACTGTATAAAGCTGCT CT CTGTATA 
TTTTTAGACAGCTGAGTTACTAAACAGGTCTTACTTGCGGAGAACTGGAATCTATTACTCTACAATTTCCACCTGAAGATTTCTGATTTTGCTT 
TCTTGAGGAACACAGAGTGCTTTACCCATGCCTTAAGGCAGCTGTCACATGACTCTTCCCCTAATACGGTTGTGAGGTGCTCACGTGTTTTGGA 
GATAGCAAAAGTCTCAAATAATATGGCACAGACGGCCAGCCATGGTGGCTCACACCTGTAATCCCAGCACTCTGAGAGGCCGAGGTGGGCCGAT 
CACCTGAGGTCAGGAGTTCAAGACCAGCCTGACCAACATGGTGAAACCCCATCTCTACTAAAAATACAAAAATTAGCCAGGCGTGGTGGCGTGC 
GCCTGTAATCCCAGCTATTCAGGAGGCTGAGGTAGCAGGATCGCTTGAACCCAGGAGGTGGAGGTTGCAGTGAGCTGAGATTGTGTCACTGCAC 
TCTAGCCTGGGCAATAAGAGCGAAACTCCATCTCCAAAAAAAAAAAAAAGGACAAAGGGTGAGCAGAGCTCAGATTGGTTATTGGAGAAGAC1AA 
TACAGAGGAAGGCTCCTTGGTGGTTAAGAGTAGTCTTTTAAAATCAGACAGATCTGAGTCCAAATCCTAGCTCAATCATTTCTCAGTTGTGAAA 
ATTCAGTAGCTCTGTGACCTTGGGCAAATTGTTTAGCCAAATGAGAAAGGTAGGACCACCTGACAGTGGTATTGTGAGGATCCTGTCAGCTAAG 
GCTGGTAGGTGCTTGCCTTGGCCGTGTAGTAGCTGCTCAGGAAATGAGATCTATAGAGTGTATTGGTGAAAGACAAATTTAATTTTGCACATAA 
AGTTATGAAAATGTCTCCTTATGGCAGTGGTTATCATCTAAAAGTCATACCATCCCACTGAAGAAGACCTATTTTAGGGTTTATAACAGACTAC 
TCTCTGGACAACCTTAATCCACTTAAAAAACTAATATATGCATACAGCATTTGGAATCCAAAGAACTGAATTCAAGATATGGCTTGGCCCCTTA 
TTCTGTGATCTTGAATAACTGAGCCTTGGTTCTCTTGCTTATAAAATGTACCTATGTAAGTGAACAGGTGGTAATACCCACCATGAAATACTAT 
GGAGCAGTTAGAAGCAACAGAGCAATTAGAATACGGATCTGGAAAACATAGTTCCAAGTGAAATAAAAAGGTGATTGGCAAAATGAGAAATGTA 
ACAATGCCATTTATGTAAAGTCAAAACAACCACAAGCAGAATATAACACCCATGCAAATAACAGACATCCAGTACAGTGTAATGATTGTCTACA 
AAAGGAGGAGAATGCAAGTGAGTTGGGAGGTTTAAAGGGGATCAATAAATAAAGACCACAGAAGGGCCTCAGTACATTTAGAAATAAATAACAT 
GCAAACAATGATGCTTCCCTACCTTCCTCACGAGGTTACTCTGAGGAGCTAATGAGATTGTGCGTATGAAAACAAAAGTTAATTGACTGTCTTC 
ATTATGATCTCCATATTGGACAAATGAACTGAACAGAGATAAAAATTCCCCATCACACTTTGGCAGGAAGCTGTTGCCAGGGCAGCACCTGTGA 
AGCCCTGGCCTGGCTTCAGAGTCTGCTGGTGAGATGACATCAAAACCCTTCGTGTAGGAGGGTGGCAGTCTCCCTCCCTTCTGGAGACACCACC 
AGATGGGCCAGCCAGAGGCAGCAGCAGCCTCTTCCCATGGATCCACCACGAGCGTCCCACTTGAGCCCTCGGAAGAAGAGACCCCGGCAGACGG 
GTGCCTTGATGGCCTCCTCTCCTCAAGACATCAAATTTCAAGATTTGGTCGTCTTCATTTTGGAGAAGAAAATGGGAACCACCCGCAGAGCGTT 
CCTCATGGAGCTGGCCCGCAGGAAAGGGTTCAGGGTTGAAAATGAGCTCAGGTAGGACAGCATCGATCTTGCTTTGTAAATAAGCAGAGGCTTT 
GTGAACAGCTTCTTGGGAACCCAAGGAACCTGTGTTTTCTTCCACATGTGGAAGAGGTGATCTTCCCACTGGGAGAACAGCAGATTTGAAATCA 

TTTTGCTTTTCACTCCTATGAGATGTGTTATTTAGGGATGATAAGCAGAACACTAATTGGAAAATTTAATGCTGAACCACTCAATTCTATTCTT 
GACCAATTTGAACAAAGTATCACTGGGTTCAACAAAAAAGTTTTGGCTACTTTGATGCAGAAAGATGATTTGGTTGCTTGGTTCTTACCTATAC 
ATCTGGGCGTGCTAAGGCAGCTAGCATCTGTGGTGGGCGAGGATGACTAGCCAGCTTACCACAGGCACCCAGATGTGGCCTTGACCACATTTTT 
CCAAAGAGTGGTCCTAGTGGGGTTCTTAGAAAGAGAGATGCTAGGTAAAGATGTATTCACTGTTAAGACAGCTCTGTCCAGGGATGACAGACAT 
CACACTGAGTGAGATGTAATCAGAGCCCAGGCAAGGAGGCGATAGAAGCATTTGGACCACCTAGATTGGTTCACTCACTAATCCACTCACCTTG 
AACAGCAATTATTCTTGTTGTTTTTCTAACTTCTGTGTAAGCTCTTCACTGATCTCAAATAGATGAAGAGAAAACAAGCAAAATCCAGAAACAA 
ATGGTATTAGAACCTTGACATAAGTGATGGTTCTGGATTAAACTGTTAAGGGGCTTGCAATGAAGGAGTAATGATTTATGCAGTTGACCGCTTT 
GACTGTGCAAGAAATAAATTGACCACAAATTTTCAGGCAAAACTATAAAAATTTTATGTGAAAGGACATTTTGATTGTATAAATAGTCTTTGAT 
ATTTGAAAATAAAACTGACAAGCATGTCATGCAGAAGAAATGTCAGCTTCCAAGTGTTGAGGAGACATATTTCAAAAGTCAGTTTTCAGATATG 
TTAATGTTCGCAACACCCTGATTCATATGACATTGACTTTTCATTCATTTTTTGCTAAAATGCCCCATTCAGAAATTCCTGAATTTCCTATGGC 
CCTTCTTCCACCTGATTTCTCTTTGCAAGGTCTCCTTTTCTCTCTTGCTGCCTCTTTGTAACCTCCTACAGCCACTCTGAATCTCATTTTCTAA 
CATCCTTTCCAAGAAAATCCTAGATTTCATCTAACTGTTAAGCCTGCCTGATATTACAGACTTACATAGAAGGCTAGAGTTGGAGAAGACAGGA 

CACAATCTCGGCTCACTGCAACCTCCGCCTCCCAGGTGCAAGTGATTCTCCTGCCTCAGCCTCCCAAGTAGCTGGGACTACGGACACGCGCCAC 
CACAATCAGCTAATTTTTGTGTTTTTAGTAGAGACGGGGTTTCACTATGTTGACCAGGATGGTCTCTATCTCCTGACTTTGTAATCCGCCTGCC 

TGGAACTGCTTTTCATGGTAAAGAAATTTGACAAGGGTTAGGCAGGAAGGAAAGAACCAGAAGCACCACTTACTGGAAAGCTCTCCATTGAAAC 
GTCCAAGCTTCCAGCAAGGACCCGCTGATTTATTATAGACACAGCAATGAATACATACAAGGCGGCTGAGGCAGGCACTCAGGGAGATGATGGG 
AGGTAAGTTTCTTCTGTTGGCAGGACAGCTGAAGAGGCAGCTACATGCCCCAGATGCCTGCTGCCAGGGACCAAGCCCAGCTGCTCAGGCGGCG 
GAGGAAGCTCACTGGTGCATGGTGAGCAAACTGCCGCTGTGCATGTGATGATGGCAAAGTTCCCAGGCTGGTAGCTCAGAAGACACATTAAATA 
C AAATGTGCTCTATGG CGCAAAAAT AAACC AC AGGAAGT AGAAGT CCTAGGTCTCAAACGG AATTT CTGTGCATAGATATATAG ACTTTAATTG 
GATAGAGAAATAAAAATTATTGTAGGGGACAAATCTCTAGATACGAAATTTAGAAACCTCAAATCCTGGCTCTGAGCCTCCCCAGCCATGGGGT 
ATGGGACAAGGTC C CCTCTCT CCCG ACTGATTTTAATATCCTGATAAATGG C CTATCTG ATGTG ATCACC AAATGAGATAATGC ATGTC AATGT 
GCTTTGATAAATTAAAACAGTTAGACAAATGTAAAGTGTAATTATTTTCTTGTGAATTGCTGGATCCATTGACCTTTACAGCAAAACCCTAAGG 
AATGGGCTCTCCCTCCACAATATGAACAAGGTCAAATGATATCAACAAATAGAACAAAGACAGGAAAGAAACCCGTCAACATGTTATAACTGGT 
TTTTTGGGAGTGGGGGTTGGTAGGGAGAGATTATGGCTGTTTTTATTTTCTGGGTTTTCCAGTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTG 
AGACGGAGTCTCGCTCTGTCCCAGGCTGGAGTGCAGTGGCACGATCTCGGCTCACTGCAACCTCCACCTCCCAGGTTCAAGCGATACTCCTGCC 
TAAGCCTCCTGAACAGCTGGGACTACAGGCACGCGTCAGCACGCCCAGATAATCTTTTTTATTTTTAATAGAGTTGGGGTTTCACGATGTTGGC 
CAGGATGGTCTCGATCTCTTGACCTCGTGATCCGCCCGCCTTGGCCTCCCAAAATGCTGGGATTACAAGCGTGAGCACCGTGCCTGGCCTCCAA 
TATATTTTTTACAATAAGCATATATATATGTATGTGTGTGTGTGTGTGTATATATATATATATATATATATATATAAGCATATATATGTGTGTG 
TGTGTGCATATATATATATATATATATTTTTTTTTTTTGAGGCAGGGTCTTGTTCTGTCACGCAGGCTGGAGTGCAGTGGTGCCATCTCGGCTC 
ACTGCAACCTCCGTCTCCCAGACTCAACGGATCCTCTCACCTCAGCCTCCCAAGTAGCTGGGACTACAGATGCGGGCCATGCCCGGCTAATTTT 
TGT AG AG AT GGGGTTCCGC CAT GT TG C C C AG GCTGGTTT TG G AC T C CTAG CT C C TG C CTT C AC CT C C C AAAG GAT TAC AG GTGTGAGC C AC CGT 
GCCCAGGCTACAATAAGCATGTACTTTAAAAATAAAAATAACAAAGAAAGCTGTTTTTTCAGCTGATAGGCAACAGTTTTCATTGTTCCTAACA 
CATTCTTTGGCTGTCAGAAGGATTAAATTAGAGAAGAAACCTGATTCCTGCTTTACTTGGGCCTGAACACACAAATTAGAAATGGTGTACCTCA 
AAGTGTTGCACTGTCTGGAGCTATTTCATTCTGCAACATGCATGCAACATAATTGGGTGGAGCTTTGCTAACATTTATGCTATATTGCAAAATA 
CGTGCCATTCAATGTGCCATAGGAAGCTGGTCTTAAAACGTAGATAAGGGAAAGTATTAAAACCCTTGAGGCATTTTTGCATATTTATGAAAAG 
AATACTGAATTTTATTCCATGGCTAACTTCCTAAATTTTAGAGCAATTTGCCACCCGGGTCAAGCTGGAGAAGGATCAGAACCTACTGCTTGTC 
ACTTTCTTATTTCATCCTGAGTTCCAATACGTGGAGCTATTTTAAAATTTCATTCTGTTATCAACCCTCCTCCATAAACACATTAGTGTCACTC 
GAGTCCATGTGAAGAGACCACCAAACAGGCATTGTGTGAGCAACAAGGCTGTTTATTTCACCTGGGTGCAAGCGAGCTGAGTCTGAAAAGAGAG 
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TCAGCAAAGGGTGGTGGGATTATCATTAGTTCTTACAGGTTTTGGGATAGGCGGTGGAGTTAGGAGCAATGTTTTGTGGGCAGGGGGCGGATCT 
CAACAAAGTACATTCTTAAAGGTGGGGAGAATTACAAAGAACCTTCTTAAGGGTGGGGGAGATTACAAAATACATTCGTTAGGGTGAGGCAGAA 
ACAAATCACAATGGTGGAATGTCATCAGTTAAGGCTATTTTCACTTCTTTTGTGTATCTTCAGTTGCTTCAGGCCATCTGGATGTATACGTGCA 
GGTCACAGGGGATATGATGGCCTGGCCTGGGCTCAGAGGCCTGACAATTAGTTAAGCTTACTCTCTGTGTCTTGACGCAAATCATTGATGCTGA 
GGAAGAAAATGCACGACCAGGAAGGTTGGCTCTCCACCTTTGCATCTACCTAGCGGTTTAACACTTGCCAAGTTCCATTGTTCAAGCAGCTTGA 
CAC CCAC CAGAGGATACTGT CATC CTTCCTAG ACTTC C ATAGTTTATCTACAAGG ATGCC ACTGG AAGGCATTGTCTTC AGTGAAAG C AAG ATG 
CAGCATCATGTCATCACCAATAAAGGGCTTTGTTAGTACCTACTCTGTGCAGTATTTGTCAGGTTGTGGAGACACAAAATAGTGGAAGACATGA 
GTCCTGCAAACAAGGAGTTTACAGTCAGACAGGAAAGTCAGGAATTGTACCTTTGTCATCACCTGGAATTAAAAAAGTAGCATAGCATATATTC 
CAAGTTTGAACAAGTTTTCTTTAAAAAAAAAAAAAAGTTAGCATTTGCCTGCTCATTTTTTACTTTTAGTCTTCTAGTATTATTTTGGTCTAGT 
TTTATCTAAACTGGCTGCTTGCCCTTTCCATTCAGTCATTATATAATGTTTGACATGTGGATTCTGTCTCACTCATTATCCCAAAACCATCGCC 

TGGCTTCTAGCAGTTAAGGCCATGTCCCTAGGATGGCCCCCTTTAAAATGCCTGCCTGAGAAAGTTCATCACTGCCAGGAGAATGTCCTGTTTA 
TTCTAGCCAAAGGCAGGCAACAGGGAGCTGGCCCGTGAACCCTCTCTTAAAGCAGTTACTTTAGAAAGTTGCAATGATAAATCCTTTCTCTGTC 
CCTTTGAGATGTAAATCTTCTAACCATCCAGAACTGTCTTCCAAGGATCTGAAAAAAGCAACCCTTCAAAGAGGTAACTCCGACTTTCAGATTC 
TGTGGGAGGGAGGGCCTAACTTCAGAGGACCTTCCTCTAATTTACACCACAAAAGTTTGCTTCTCCTCCAGGAAAGCTCCAATTAACAAACCCA 
GATGGCCTAGTCACAGGGACCAACCCCCCTACTACCCCTCAGGGGCACACCCTTCCCCTAGCAGCACATCCCAGTTTTTTAAAAGTCTCATGCC 
TTTTGTTCCCATAAACACTGGGGCCTCTTTCCTATTGCCATCATTATGACTGAATATAACCATCCTTCCCACTTTAACTAGTGTCCAGCTTTGT 
TAATCTTTGGCAATGTTCTATTCTACACTTCAAATTTATGGTGTCTGAAATCAAAATATTCAAAGTCATTGTTTGCAAAATAAACAGAACATCA 
GTCGAAGGAGGTCAGTTTCCTGCTCTAGAAAATAAAAGTTGAACTGGCCACTCTCCAGGCCAGGCCCAGAATCCAAACACAGATTCCCTGGTTT 

GAGAGAAGCTTTCCTCCCTAGAATGCTGGTGGGAGTCACTGCCTAGGGTGGGCTCCCAGCTTTTCCTTTTGATGAGCAAAGGCTCTTAATCTCA 
T CC AATTACC CCTCTCTGACT CCAC AAGC CACGTGTAG AC CT CAGCTAC AGACTTAG AC AATTTTCTTT CAC ATAGGAGGCCTCAAG AAATATT 
TGCTCAGAGAATGATTTATCTGGTGAATATAAAACCAGCCCAAGGAACTTGTGTTTACCAAGAGTAATTTTTGTAATGAATTTTTTTTCTGCAA 
TGCATGAGTATTAATTTTGTAATCAGCAACATAATAAATATTTTATTTTTATAAATTCAAGAGCATGAGCATGAGATATAAGCTTTTTTCTTGC 
TCTGATCCAAATTACTTTGTATTTCAAAATTTGCGGCTTTAAATTAACAAAAAATTTCTTAATCCCATTTAAGGTGGGCCAAAAAAAATCGAGG 
CAAGATCGTCTCAGTCATAAGTACAGCAGGGCTGGAGACAGAAACCTGTCCTTAGTGGTGCTAGGTGCTAGTAAGAGTTTGCAATAAAACCAAA 
CAAAACTGCATGATCTTTCTGTTCCAAGGATACTGAAACAGATCAGTTGCTAAGTGAAATTGGTAGAAGGGTTTTTAAACTGTAAACAGGTCAG 
TTTAACTGTAAATGACTATTTAAGTCACTGTTTACAAAATAAGTCCTATATCAGATGGGAAGAATCAGGAATGACCTCTCCCTGGGAAGAAGAC 
AGCAGGTGACCATCCATGAGGATCCAGAAAGTCAGACAGAGGGTGGGAAGGAGTCTATACCCAGGCAAATAAAAATAGCTGCCACTTTCCTCCT 
GGAGGGTTTTTCTAATTATACTTCATGAGAGGCAGGATCAACTAGGAAAAGAAAGACAGGAAGAACAGGGAAATTATTGCCTGAGGGAAAAAAT 
GCAGAACTGAAGTCTGTGAGTTAATTCCATAACCCAGGGCTTTTCAGACATCTGAGTGCCACAGTCACGATTCTTGTAATATCTTTTACCACAT 
CTTTTATTATAATATATACGTAATCTGTTTATTTTGTTTGTTTATTTGTTTGGGGGGAGACAGGGCCTTGCTCTATCACCCAGGCTGGAGTGCA 
GTGGCACGATCTCAGCTCACTACAATCTCCACCTCCTGGGTTCAAGCGATTCTCGTGCCTCAGCCTCCCGAGTGGCTGGGATTACAGGCACGTG 
CCACCACACCCAGCTAATTTTTGTATTTTTAGTAGAGACGGGGTTTCACCATGTTAGCCAGGCTGATCTTGAACTCTTGACCTCAAGTGATTCG 
CCCACCTGGGCCTCCCAGAGTGCTGGGATTATAGGCATAAGCCACCACACCTGGCCAGTGTGTTTCTTTTAATTGTCCCTAAACTGACTCATTT 
AAAATAAAATTAGCCTTGTTCTAAGGAATAATATCCATAAAACCTATGATCTGAGATGCATAATTTAAAATACAGATATAAATAAACACATAAG 
CCTTTTAAATGTTCAATTGTGTACCTCCTAAAATTATGTCACGTACCTGCAGAGAAACGAGTACCATGTTGGAAAACACAGCTGTCATTGAGGC 
CAAAGGCTCGAGTGGGAGTCAAATCTAGGCTGGGGCAGTTCAATAGAAAAGATCTTTCTCTACAGTGGTGTTTCTCAAAGTGGAGTTCTTGGGC 
TGTGGGGTGGTTTTAAAACATAGGTCCTCCTGTGGAGAGGGAGGGGCAATTTCCCCGTCCTTTGCATCTGAGAGTGCTGGTGACTGATTCAACC 
AGTAAGGTACAGTGGAAATGAGACTGTGTGACTTTCCCTGGGACACAATCTCTGGGACCCCAGAGCCTCATGTAAGACATTGGCGCCTCCTCTT 
AGACCACATAAAGTTGCTTGGGTCCCCAGTCCCTAGTTGCACTGAGCCCAGCTTTCCAGCCATCCTCACCAAGGTGGCAGAATGTAGAACCACG 
GGGAACATC AGCACCTCAGC AGAAG AATACAGGGCAGAG AGATC ACCC AGCC AAG C CTG CCTGAAGTGCTG ACCCACGAAATTGTGAG ATATAA 
TAAAATAGTTGCCTTTTTAAGTCATTACATTTTGGGATCACTGGTTATGCAACAGTAGATAACGAAAACAGACTGACTATATCAGAATCACCAA 
TGGAGCTTGTCAAAATGCATATTCCTGGGCCTCAGGTGCAATTCTCCAGGAATTCTGAAGTCTCATAATGGGACCCAGTAATCTGAATTTTAAC 
CTAGCTTCCTGGATGTCTCTGGTAGACACTAGAGTTTGAGAGACATTCCTTTAGAGCTATTCATTCATTCATTCATCTATCCAGTCTACCGTCA 
TCTTTTTACCATTACTATAAATCTGGCCATGTGCTGGGCTCCAGGCATAACCCAGAGACCATGCCACTGTCCCTGCTCTCAGGGACACCAAGGA 
CCAAGCTGGGCACCTGACAGTCAAGCACTAGTTGAAGGAGGAGACCCTGAATCTTCTTCCCTGTAGGAGACTGAGGTACCAATGCCAGTTCTCT 
CAGAATTGCTATAATTTGTTCAAGACCTCCCAAACTTAGTCCAAAGCACTAACAATCGGTCATGGCCAAGAAATTAGGAGAAGATTGAATTCAC 
TGATATTTTGGAAATAGCCATCTCAGCAGAACCTTGGGATCTCTGAGGTTGAGGTTGGCTGCCGGAGGGTTTCTGTCACCTTTTATTATAAGAA 
GGAAGCCAAGGTCTCTGTGGGCAAGGCAGAAACAACTTCAGCCTCAATCACAGATTCATTTGCCCTTGAAAATGACATTCATGTATATTTTCCC 
CCAAGTAGAAAAGTGACCATAGATAGTTCATTACAGAAAATGAGAAAATAAAGAAAAACATTTCAAACACACAAACAAAGCTCCCCTCAGGCAT 
CTAACCACAGTCTAGCAGAACGTTAAGAGGTTGCTTGAGTCAGGCACACCTGGGTTTGAACCTCGGCTTCATGTAAGCTCCCCCAGGCTTGGTT 
TTCTCCTCTGTGATTACATTGCCTACTGTGCTAGGCTGTTGTGAGGATTAAGTAAGAATATGTGCACATGTGTGTATGTCATTATCATTATCTT 
TGCTAATAGT CAC AAGT ATTTCTTT CT AGTCTG ATTC CCTTTATATGCCAGTATTTATTGTTGGTT ACTTAAT AGTG C CTTGAGC CCCATCC C A 
TCTGTACTCCCCAGCATTCTAATGTCCCCATCAGAGGCAGGGCTGTGTCCAGAGGAATCCTAGGTGGAGAGATGGTGGCGATGGAGCAGCAGGG 
TAGGAGTGGATGGTGACAGGCCAGAATTTGGACGATGAGTCCAGGGCTCCCCCTTGACACGTCCATCTCCCTCAGAGGTTTAGGGAAAACCCAG 
AGCCCAGAGAGCCTGACAGCCTCCCTGTGGCTGCTCCGTCTTGATGTGTGGCTATGGCAACTGTTCTTTCAAGTTTTCTGGGGCAGTTCTACAT 
GTC CTGTAGT CT AGTTT AGT CC ATATAATATTGTAC ATAAAATAGCAAAAC AC AAATT CTATGTGGCAGC AGCAAGGC AATACGTTT ACTGCTG 
TTATATAGGAGGTGCTATTCCATCTGTATTTCTGCCCTTGGGAGGAAATCGATTTTCTTATTATTATGATACCCATCCAGATGTTACTCCCTCT 
G CAACAAGAGG AAGTGAGC AG CTC C CTCCTTTTCC AAAG AAC ACAAAGT CATGG ATGG CC AAGC AC ATAGACTTTGATGAG AACAGCCATAGGA 

TTTTGAGATGGAGTTTCGCTCTGTCGCCCAGGCTGGAGTGTAGTGGCACAATCTCAACTCACTGCAACCTCCGCCTCCCAGGTTCAAGTGATTC 
TTCTGCCTCAGCCTCCCGAG TAG CTGGGACTACAGGCGCGTT CCAC CACGCCCAGCTAATTTTTTGTATTTTTAGTAGAGACAGGGTTTCACCG 
TGTTAGCCAGGATGGTCTTGATCTCCTGACCTCATGATCTGCCCCCCTCAGCCTCCCAAAGTGCTGGGATTACAGGCATGAGCCACCGCGCCCA 
GCCTCTCTTCCCATTTTTAGATGGGGATGATCATATCTATCTCATGGCATTATTGATAATTAAATGAAGTGATGTATAAAGTGTGCCTACCAGA 
GTGTCTAGCATATAGTAATATTCTAATATTGTTAACATTTCCAGTATTGGAGTGTTCAGAGCAGAGAGAAAACCACTGTACCAGCAAATAGACA 
AACAGCTGCCACAAGATAGTGATAAGAAAGTATCAGCAGAGCACACTAGAGGCCATGGGTCTCCTTAGTAATACTGCTCGGTAAGGGCTCGGAG 
CTGAAAGTGAACAACACACAGAGACTGTGAATTGCCTGTGAGGGGCTGATGGCAACCCCGACACGAGGAAGCACATCACAGCCCAGATCTAGCT 
GGCCACATGCAGAGGATCAGCCGAACTCAGGCAACACAAGACGATGGGAAATACAGTCTGGGCCACAACAGAGATTCTCTCAACAAAATTTCTT 
AAATTATTTGTGGCAAAGGACCAGTTTTCAAAAAATGTGTTGAAGACCAATGCTTCTTTTTTTTTTTTTTAAGCCACAATAAAACTATTTTGGT 
GATGTCAAATTACAATTAAAGTTTCTAAATGCTGACTTACAATTTCTGAACTTACCTTGTTGGGAACTAGTGGCAACCAATACTGAGCTCTGAG 
TAGCATTGGCTTAAGAGGTTTTGTTTGACTTTTTGGTTTTTGTGTGTGCTTAAGATTATTATTGCTCTTTTGTTTTGTTTGCTAGTTGCTTATT 
GAACAGGAAGTGGGAGTTTAAATCAGAGCCTTCCTTCATATGACGTACAGCCTGTCATCCACAAATTTGTTTGTATTAATTAAGAAATGCATAT 
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GGTTCTCACCCAACAATGTGAGCGCAGACATTCTCACACTGTCTCAGAGAATCCCAGGAGAAGAGGCAGTAGGGGGAGTGGTAAGAGTGTAGG^ 
GGTTAGGGGTC C CAGGGTTG CTCTTTAACATACCCTTCTCC CTCTC AGGGTTAGGTAAAACTCTATTTATTGTAATAATATTATAATAAATAAT 
AATGTATCATAAGTATAATAATATAATAATAATTTTTGCCTCCAAAAGGCAGAAATATAGATGGAAAATATAGATGGAATAACAGTTCCTATTA 
ATCCTTGATCCAAAGAATCCTTCAGGAATTTTATTATAAATAAATTTTGAAATAATATGGATCTACAATAGGGAAGTGGTTATCCATGTTCCTT 
TAATTCTTGTAGAATGTTGCTTTGCCATGACTTATTTCTGTTTAGGCACATCCTGCCATCCAGATGGTCTCAGCTCTGACCCCAGGCCACACCT 
GTCTCTGAGCACGAACGTCAGATCCCAACTGTCAACCAGATATTTTAATTTGGATCTCCTGCTGTCCTTCAAATGCGGCATGCCTGAAATAAAC 
TTCAGTTCCACCGCTGCACCCCTTCCCCCAAAGAGACGCAACTTCCTAAATCTGATTTCTACCAAAAGTGCCATTACTTTAGTGTGATTAATAT 
GCTGGAGTAATATTTGACTCCCTCCCTGAATTCATCTTTCATAGGTGAGCTGATGCAGATGTCTACCATATTTCTCCTCTGCTTTTCTGTGCCA 
GACTGGGTTAAAATCATCTCACACTTACACAATCATTTCATCTTCCTAAGTAGTTCCGCAACCCTCCCTACCCCATTACGCTCCCCTCCAAATC 
ACTGTATGTACCAGACTCGTCTTTTAAAATAACACTGTAGTGCTATCAATGTTCTGCTCACAAAAGCCTTCACTGGCTCCACAACCCCAGAAAA 
TAAGATCAAACCTCCTCAACAGGCTTCTAAGACCTTCTAGAATGTAGTTGTCCCTACGAATTCAGCCACATCTACAATTACTTCCCAATATAAA 
CTCTCCACTCCAACCCAGGCCATTCTCCTCCCTGTCCTTCTGGCCCCTGACCCTTTTCTTCCAGGAGAACCCTAAGTTCTGCCTTTTAGGTGTG 
TCATTCAGGACTAGACACAGTCCCAGCTCTGGCACCAACCAGCTGCCTCTCCCAGCTTACACCATGTTTTTTTCCTTCTCTGAACATGGCAGAT, 
CTTCATGCCTCATGTCTTGTCATAATTCACATCATAAGCCATCTGTTTCATGTAACATACTAGTGTCTAGTAACTTGCTTTTTCTTCTTTGGTA* 
C C C AAC CTC CT C CT ACTACCATCAC CGCC AC C ACTATCACAAGGAATCT AGGGTTGTGCATATAATAG C AAATTTAAAAATAC CTCATGAATCA 
GATTCTATCAAAAAAAGAAGATGGAGAAAGAGGAAATCAAGGAAACAAAATAGGAGGAGAAAGAGAAAATAT^ 

TTGGGTATGCTGTGTGCTCATGCTATTGCTCAGATTTATAGACTATTTGAACTGAAAGGATCTTAAAAATCACTGGGTCCAATAATATAATGCT 
GAATGTGAAGACTTATTAAAAACTAGAAATAACATATCTGGCCCAGAAAAAACAATAAAAGAAAGATGAGTATCATTTACCAGCTGTGTGACTT 
TTAG AATGT CACTTGAC CTCTCTGTT CCT C AGTTT CCTC ATTTTTG AAGTGTGAATGATGTAAC ACTTATTG AGG AGCTAAATG AGATGATGTA 
GGTAAAGCACATGGCCAATGCCTTAAACATGGTAAGTGCTTAGTACCTGTTAAGAAAAAGATCCCTGTCCATGCTTCGAAAACATGTAAATCAA 
AATTTCTTGAAGGCTGGTTATAAATAATTAATTTATTGTTAATAATAAACTGTGAGATCATTTAATGGGGTGTTTCTATGGTCTGAATATTTGT 
GTCACCCCAAAATTCATAAATTGAAACCTAATCCCCAAAGCGATGATATTAGAAGGTGGGGCCTTTGGGAGGTGAGTAGGTTATGAGGGCTCCA 
CCTAGTGAATGAGAAATTAATGTCCTTAAAAAAGAGGCCCGAGAGAGCTGCCTTCCCCTTCTGCTATGTGAGGACACACAGTGGGTGCCATCTA 
TGAAGAATGGGCCTTCACTGGACACCATATCTGCCGACCCCTTGATCATGGGCTTTCCAGCCTCCAGAACTGTGAGCAATAAGTTTCTGTTGTT 
TATAAATTACTC AGTCTAAGGTATTTTGTTATAGCAGC CTAAATGG ATTAAGACAGTTG CTTAAT CCATGTAAGC ATAGCTACATCTGTACCTA 
TTTCTATGTCTACTTTGGATCATAATATAAAACGTATTTCTAACTGTGGGTCACTGTCAAACAAGTTTGAAGGCCATTGGATTATTAAAGTCCT 
CCACTAGTAAAAATGGAGCAGCATGCCAAAACCTCATGTGGAATGCTAGGTGCTACTTTAAGAGCAGTTTTACCTTCCATCTTTTCTGGACCTT 
GGTTTTCCATCAACGCCTCAGTCCTGCTAATGTTGTCTTTATTGTTCGTGCATCTGACATGTAACCCGGACCACTGTTGCCATACTAATTAATG 
TAGAGAGAATTCCCTTGCATGGAGGCCTAAATTCTCCACACCTATGGTTAGGTCTAGCATGTGTCTTTCTCCATCAGATGGAATGCTCAGAAAC 
CTTGAGGAAAGAGGAGAGCTTCTGATTTTGAAAGATGTTTCAGCTGGTAACTCTGTCTTGCATTTTGCAGTGATTCTGTCACCCACATCGTAGC 
AGAGAACAACTCGGGTTCGGATGTTCTGGAGTGGCTTCAAGCACAGAAAGTACAAGTCAGCTCACAACCAGAGCTCCTCGATGTCTCCTGGCTG 

TGATGGTTAAGAACATAGGCTTAGGATCAACGGAGCTGGGGTAAACCCTAAATTCTCTGCTTACTACCTGTGTGACCTTGGGCAAGTCACTTAG 
CTTTACTGAGCTTCAGTCTCTTCCTTTATAATATGACATAACGATAATGCCAGCCTCACAAAATGGTCATGAAGATTAGAACAACACACATGTA 
AAGCGCTGAACACAATGTGTTGACTATAGCAGGCATCTAACGAGTGGTCGCTATTTTCCCGAACACATTTATACACAAATCTTTCAAAATATTT 
AAGCCTTGATATTCTAGCAGCCAGAAAAGCAGGAGATTCCTTTTTTTCTCTCACTGTGATCATTCAGAAAACAAAACAAAACAAAACAAACAAA 
ACAAAAAGTTAAGCTCTCAATTCCAAATATTTGAGCAATTGTGCTAAAATCTTTGGGAAGAGGGCTTGGACCATAACTACAGAAGTTCATAGAA 
AACGAAGATGATATTTAATTGATAGGTCTTTTCATTTTTTTTTCTGATTTC^AAAATA^^ 

TGTATATAACATAAATTTTGAGTCTCCTATAATTTTATCCTCCAACTACAGACAACTACTTCCAAATTTTTTCCGTACATATCTGTTATTACTA 

TTAATTTTTATTGAAAATGGATGCTTATGCATTTGTTTAGGTGAGAAGAGACTATTCAGATAGCACCAACCCAGGCCCCCCGAAGACTCCACCA 

ATTGCTGTACAAAAGATCTCCCAGTATGCGTGTCAGAGAAGAACCACTTTAAACAACTGTAACCAGATATTCACGGTAACGGGACTTTACATCA 

ACACCCAGGGCAAACGAAGGGCTTGCAGCTTCTTTCTGTGGACCGCAAATTAAATTATAAATTTTTCTGAAAACCTGGGAAAGTTTTCCTCCCA 

CCTACCTGCAGCCCTAGCCTGATCTCTGATCCTTCTATCCTTCTTCTTTCTATCGAGACTGGGTCTCCTTCCTTCCTGGAAATAGACAAATACA 

TTTAGGTTATATTCTTTAGAGACAGCGGATTACTATTTACAGATAGTTGTCATTAATGGGCGCAACACTTGTCAAAAGCAAATATTCTGAAAAA 

ACAAATACTGGAATTAGTCCAAAACATAGTAAGAGCAAATTACATAGAAATGGTAACAATACATCAACAGCTTTTGCTGGGAA^ 

GAGCAAACCTAGATTCCAGCCTTTCTGATATTCACTAGTTTGGGCAAGTCAATTTCTCTCTCTGAGCCTGTCTCCTCATCTATTCAAAAAGAAA 

TTGGATGGATCATATCTAAAGCTCCACTCAGCCCTCAGATTGGTAATTGTGTTTTGAATGGCCCTAAAACCCACAACTGCTTGTCTGCTAGCCT 

AGAGTCAGTGGTTAGCTGGATGAAACATGTAGTAGTAGATCAATACAGAGGTTCTCATTTCTAGACTTCCAGCTCCATGTCTGTGTTGGAAAGA 

CTAGGAAATTGTAGCXACTGGATATGCTGAGCATGAGATGACACAGCTACAGCTGGTTCCTCCCCTGCTAGAAATACAAACGTGCCCTACCTTA 

AATAATCCTGGCTCTGGGTCTGTGTGACCTACGACTACACTCATTCATTCAACAAGCCTGTGTTAAGTGCTGTGTTTCATGGGGCTGCTCAGTG 

ATCAAGGCAGAATTCTAGCCACAGGCTAGTGGGAAGATAGTACAGAAGGAGGGATTATGCTGAGTCATGACTAGCAAGATGCTGTGAGCACCAA 

AGCATTTTTTAGTTAAATCATCTGTGAATGTTTAATAGCAGTGTACTCCAAGTTTCCGCATAATGCACTCTGGTACCTGTCTTTTCAATTCAAC 

TCTACTCCATGACAC CAGAGAGGC AT ACAAGGGT ATGGGAG ACC C CAT C CTGACCTAGAAGGAAACACGC AAGTGGTATT CCAATATTTAAAGG 

AGAGCAAGAGGCGTTTGTGAGTGACCACTGGCTCAGGGGCTTGGAAGCAAATCTCCTGCTTATCTGGTTTTATCCTGCAGGATGCCTTTGATAT 

ACTGGCTGAAAACTGTGAGTTTAGAGAAAATGAAGACTCCTGTGTGACATTTATGAGAGCAGCTTCTGTATTGAAATCTCTGCCATTCACAATC 

ATCAGTATGAAGGACACAGAAGGAATTCCCTGCCTGGGGTCCAAGGTGAAGGGTATCATAGAGGTAAGGGTGAAATGGGATTTGTCCCACTTCC 

CAATAGGTAGGTGGGAACGGGGGAGAGAGGGATGTAGCTAACAGATTTTCCTGTCAACTATGTAGATGTGGTGTACATCACAAATTTTCCTTTA 

TACATATTCCTCTCTCTCTCCTCTGTCTCTCTCTCTCTCTCTCTCTGTTTATTTTTATACACATACACACACACATACACATATATATATGTTA 

GGGGTTGTGAATATCCTAGTCACATGGCACCAAAATACGTTAGTGGTGGCAGGTGTCAGAGTTACCGATAGTGAATCCGTTCGGGTCTGCAGCA 

ACCCCAATTATTGCTTCCGCAGAAGAAAGAATTCGACTGGGGGGCATAAGGCAGAAAAAGAGACTGAGGCAAGTTTCAGAGCAGGAGTGGAAGT 

TTATTAAAAAGCTTTAGAGCAGGAAAGAAAGGAAAGTACACTTGGAAGAGACCCAAGTGGGCAACTTGGAGGACAAGTGCAGCGTTTGACCTTT 

TGACTTGGGGTATATGTTGGCATACTTCTGGGGTCCTGCGTCACTTTTCCCATGATTCTTCCCTTAGGGTGAGCCACCCGCATGCACAGTGCCC 

TCCTTGTGCTTGGGAGGGGAGCATGTGCAGTGTGTCTACTGGAGTTGTATGCATGCTCAGCTGAGGCATTCTTCCCTTTTCCGGTGGAATGCTC 

CGGAAAGTCATACTGTGCCATTTTGTCTCTTAATGTGGATGCTCATGCCCACTCGCCCAATTCCTGAGATTTTAATGGAAGCTGCTGATTACCA 

ATTTCAAGTGTTTTTATCTATTGGGAAATTGCCTCTCCCTGGCGCCAGTTGTGAGTAATCATTTTATAGGGTGACAACTGCCAGACCATCACGG 

AATTGCCTCTCTCTAGCACTGGCTGCAACCAATTATCATTTTAGAGAGACAGTGTGATAACTCCTGGACCATCACCTGATGGTCGCCTGACATT 

CCTGGTTTGGAGGGGGGAGCCCTCTCCTGCCCTGCTCATGCCTGACTAGCTACCTACTCTAACATATAAATAGATACAGACGTGTTATTTATAA 

TCCATAC CCTAATATT ATC ACAGCTGGAGCTACATGGAACC AGCTAGTAG AAG CAGAACTCT C C CATACTGTTATTAATCACAGTG AAAGACTC 

AAGTGGCCTAAATCTTGACAGCAGGGAAATGGTCTGATTTCCCTCAGTTCCACCTGGGGGCGCCACCTTAGAGCAGTGGTGCGTTTGACATGAA 

GTGGAGGTGGTTCTACACCTCTCCAGGGAGAGCGCCAGAGGTTGTGCTTATTTACTGAACGGTGTTTAGGGATTCCCCAGCAAAGCAAGTTGGT 

CATCTGGTAGTAAGTTTCTGTATAGTCAAGTGCAAGGTATATTATTCAAGGACAATTATCCCAACTCTACTCAGAGGAAGGGGGCTCTGAGCTA 

GACATCACAAGGGCTTGAATGTAGATTGGCTTTTTGGTGGGTCCAAAATTAACCTTGTCAATGGAAAAGTCTTCTTATTTCAGTAAGGTCATAT 

TCATTGAAGAGAAAATTATCACCAATATTTGGACATACATTTTTCAGTGAATATTTTGGTTTGGGATTCTGTAGATCTGGATCCTAACCATTTG 



458 



WO 03/039484 



PCT/US02/36071 



SAGRES DISCOVERY 02-24 



TATCTTTGTTCCTAAGGATCGTAAAGGGGTCCTTGGATATATGATGAGCTAGCATTTTCAAGATTGTAGGGAAATGTCTTGTTTTCTCCAGATC 

AATTAGGGAAATACCCCTGCATGTGATGCATGCACATTTCATGAGAAACCAAACTACTAGGTCCATGAATTTGAGAGTCTTAGACAGTAATTGT 

CCAACATCACTAATTTAAAATATTTTTCAACTGTCCATTAGGAGATTATTGAAGATGGAGAAAGTTCTGAAGTTAAAGCTGTGTTAAATGATGA 

ACGATATCAATGCTTCAAAGTAAGTGATTTTAGATATATTTATTGAAAATGGTTTTTCAGTTAATCTTATTACTTATTCTGGCTGGTTGTATTA 

GTCAGCTTGGGCTGCAATAACAAAATACAGAGATGGCGTGGCTTAAACAACAGAAATTTATTTTCTCACCATTCTGGATCAAGATGTCAGCAGG 

GTCAGTTTCTGGTGAGGGTTCTCTTTCTGGCTTCTTCCTGTGTCCTCACATGCTCCCCTGCTCACATGGTGAGAGAGAGACAGAGAGAACAA.GC 

AATCTTTCTGGTGTCACAAAGACACTAATCCTGGGCCGGGCACCATAGCTCATGCCTGTAATCCAAGCACTTTGGGAGGCCAAGGCGGGTGCAC 

TTGAAGC C AGGAATTCG AC CAGCTTGG CC AAC ATGGTG AAAC CC CATCATTTTAC AAAAATAC AAAAATTAGGTGTGGTG AGG CATG CCTGTAA 

TTCCAGCTACTTGGGAGATTGAGACATGAGAATCACTTGAGTCTGGGAGGCAGAGGTTGCAGTGAGCTGAGATCACGCCACTGTACTCCAGCCT 

GGGTGATAGAGTGAGACTGTCTCAAAAACAAGACAAACAAAAAGACACTAATCCCATCATGAGAGCCCCACTCTCATGACCTCAAAGGCCCTGT 

CTTAAATACGGTCATACTGGGGATTAGGACTTCAACIATACAAATGGGTTGGGAGGGGGAATTCCGTCCATAGCTTTGGTCTAGGAAGAAAATGC 

CTAAATAAATTCAGGTGCCCAGATTATTGCCATGCTGTCGTGATGTACAAATTGCCTTACCCTCCAAGAGTCTGTCACTCATGGGTACAAACAT 

CATGGGACATGAGGACCATGGGGGGGTTGGTGGGGACAGGACGGAACTGCTCTTAAAGAGCAGATTTGTGTCTGAAAATCTCCTTACTGCATCT 

TCATTTACTTGGAAGCAGGGTTTATTACCTCCCAATTTTCCCTACCTTAGAGTTGCAAGTGGAAGGGACTTCCACCAGTTCCTTCAAAGCAAAA 

GTGATGTACAGGCCTAAAATATGGCCATGAGCAGGAGCACAGGCTTGGAGTGTAAACAGACCAGGGTTTAAGTTTGGGCTGTGCCACTTCCCAC 

CTGTATGATGGTGGAGAAACTATATAACCTACATGAGCATCTCTTTTCAAAATGTGAGGGTACCTATGCAGAGCATGAGTGTCGGTGAGAGACC 

CAGC?^AAAGGGAGAGCCCTATAGAGCTAGCGTATCACTCATGGACAGCACAGGCAGGCCGTCIAATTAGACTATACCTTAGCCCTGCACAGGTGC 

CAGAACCTGCTTGTTACTTCTGTTTCATTTTGTAATGCCACATGTCAAGAAAGGACTCACCTGAAATAAAAAATGCCCTTAAAAATAACCATCA 

CCCACCTGCTCGTTATATTCAGGAGAAACTAGGTCAAAGATTTGCTTATACTTTTTCTTCATTGCCTGAGACCTAGAAAGGGTCATGACTCGGA 

TGTTATAATGATTATCTTAGAGACTGATGGCATGCCTTTCCCTCCATTTTAGCTCTTTACTTCTGTATTTGGAGTGGGGCTGAAGACTTCTGAG 

AAGTGGTTCAGGATGGGTTTCAGAACTCTGAGTAAAGTAAGGTCGGACAAAAGCCTGAAATTTACACGAATGCAGAAAGCAGGTAAATTGTCTC 

TCCTAAAAGTCATTGTTGCTATGGGCTGGTCGGGTCGTGGTGGAGCTCTAAGTCAGTTACACTGCAACTCCAATCTGGGAGAGCTGGGACACTT 

CTTTGATGTCCATTGATGCTTGGATCTAAATCCTAGCTCCAGCAGTTTCCAGCTGTGTGATCTTGAGCAAGTTGGTTAAAACCTTTGAACCTTA 

GTTACCTAATCTATGAAAGAGAGATAACATTGATACTTAGCTGAGAAGTCAATCAGTTAATGCAGGCAATGCCTCAGCACTGTGTCTGACACAG 

AGCAAAGGCGCCCTCCACTGTGGCTGTTTGTGGTCCTTCACCCAAATGTCAAGCCAGGTTGTGCTGCTGATCTGGTCCTTACTGACTCTTCCGG 

ACATTGGGTCCTGGCTGTCTCCCTGGGTAAGAGTTGTGGGTGAAGAGTCAAAGACAGAAGGGTTGGCTGCTAAGAATACTTGAACAGAGTTGTT 

GC CTGG C AC AAATGTGAAG ATG C CCTAGAAACTGTAAAACAC C AGGAAAATAG AAGGGAACTGGTGGAAATCTAGGCAC AGGGTTGGTATAC CC 

AACCAGGACTCTTTAGCCTAAGACAAGACCGTGGTGGGACATGAGTGCTGTCATCACCCACCTGAAAGCCTGGCAGGGCCTCTCAGAGGTTGAA 

GGTAGC CTGGT C ACTT C CATTTATGAGGCT CC C AGTAAGTTTTTT AAAAATG AAGGAATGGCAATACAGTGTG AAAAAAACTGTGTGTTTAAAA 

AAATGTTTACTTTTAACAAGCAATAAAAATACAATACAGTTGTGATTCAAAAAGGAGTCACAGCCATAGTCCCTACTC^TTTTTTGTAAAGTTG 

CTAATCTTTGAAAGATTGCTAATAATACAATGCCACATAGGAAATAAAAGAGTCTAAGAAAAAAAGATCCAGTATTTATATTCCAGGACCCTGA 

AAGCACACGTTTAATAAGGATGATTTACACCAGTTCTCAAGATGCCATTCAAAAGAAATTTAAATAAGTATTAAACATAAGTAGCAAGTAAATG 

GTTTGGAATGATGAGTAAAGACTCTCAATGCTTAGAGAGAAATTGGGAGGCAATATAGTGTTTCATTTGGATGAAACCCTTATCAAATGACGTC 

CAGTGCTCTCAGGATCTAAGGGCTTCCAATTCCCTAGCTTTGTAAACTGGATTTTTGTTCTTCCTGTTGAGCTTTTCCAACCCTTTGAATGAAA 

CAGCTTTATTCATTTAGTCAATCAGTGATTTCCATCTAACTGTTTAATGCTACCAGTTCTATGCAGAAATCAAGGAATGCCCTCCCATTATACT 

TATACCCCCACAAGTAGTTATAGGCACCCCTTGGAGCAGCACTACAATGAATGGAATTGCCAATGGGAATAGCTTAGAATACTGTGAAGGGTAA 

GCTAATTGAACATATTGAAAGGACAGTTCATGGTCAGATGGATAACCTGATCCAGTTTTACTCATATTTGCACTTGATTGCAGTTCCCTGAGGC 

TTGAGCGTGCACATGCCACGTTTGCCTTGAAAAGTCAGTTTATGAACTATAGCAGCACATATTTAACCTTATACTGTGTGATAAGTTTCCTGTA 

ATAAGTTAGT CGCCTTG C C ATACC AAAAAGG AAAGCC AATTAAATTACTTT CATGG ATGTC AACAAATC ATCATAGTCTTAC ATGTTC ATTCCT 

GATAGCTGCACATCTTCTTAAAGAAATAGTTGTGAATCCTGACTTTTGGATCGTGTATATCACTGCATAAGCACAGGTGTTTGTGGTTACCCAG 

TGAGTTGTACTTTGAATATTAGTCATGATGACAGTTTCTGTATTACAGCCTAATAGAGCATTGCTTCTTAGATCAAACTCCTCATGCTCACAAA 

AATGGCCATGTTGCAATAATTTTTAGAAATGTGGCTTTTTAATAAAAATAAAAAATAAGTATCATATTGAAATAAAGAAAGTAGTGTTCCACAA 

GTGGCGTGGTTTGGTATTGGACACAGTTTATAGGTGTATTCATATGAATACCATTTTCTCTTGGTCTTGCCAGCATGTTTCCGTGACTGTCCCC 

ATTAGAGATAACATGGGAAATTTGGCAGGGTGTGCAAGCCIAAATGGCCACCCTGCTGCCTCCCTTCCACAATCCCAGGGTGAGAAA.CAAGGACC 

AATAGATTTACTCTTGTCATTTCAGAGGGCCAGTGGCAGGTGAAATCGCAAAGAAGTAGACTTAGGCTTTTCAAAAGAAAGAACTGGCACAACA 

G AGTTTACAATTAGG AAAC AGGCTC CTCTGG AGGTAT C AG AGTT C CCCATTATT AGAGTCAAGCAAAGTTTG AATGGCCCC CTCTTGGAG ACCC 

TAGATAGGAGAGCAGCGATGCTGAAGCATGATTTGATGTCCCTCAGGCTCTATGGATCTAATCACCAGGCTCATCTCCTCACCAATACTTCACC 

CCAATCCTTGGAGATAAGCCTCCCTTCTCCTTTCCTCTTTCTTTCCAAATCTCCCTCCACACTGCTCTGTGGGAACCACCAAGTTAGCTTTTCA 

TCATAACAACTCTGAACTTTCATTAATTCATGCTGGTCAGGCAAAGAAGCAACAAGCTAAACCACCTAAGATATTTCCTGCCTTGCTTCAGACA 

CACATCTACTCTGCTCCTATTCTTGACTTTAATTTTTTAATGGATCCATCACCTTCCAACTCTAAATCTCCTCATCCCAAATCTTTATGCGTTA 

CCTTTTAAAAAAC AGTAGG AC AC AGC CTATTG ATC AAG AAGG CTGGTTCTT CAGTAGG AAGTC AG ATCTG AACAGTTTGG ATT CC AGAGGGATG 

TG AAATATTGTCT C CTT CT C AGG AAATTGTAAGCCTCTAGGTTAGAAAGCAAAGAAC CACTGTTACCCTG AAAAATTCACAACCAGGAGAACCA 

CATGGACTATTCTGTCTCTGTGGGAATGGAGTTTGGTGTTGATGCCTGTAGTCATGTTAGCTCTATCGTGGGGACAGAATCCCCTTCTACTGAG 

GGCTGGTTGTTTCACACACGTGTCACTCTCTCCATTGACCTGTCAAATGGCCTCTCAGGATTTCTGTATTATGAAGACCTTGTCAGCTGTGTGA 

CCAGGGCAGAAGCAGAGGCCGTCAGTGTGCTGGTTAAAGAGGCTGTCTGGGCATTTCTTCCGGATGCTTTCGTCACCATGACAGGAGGGTTCCG 

GAGGTAAATAACTTGGGTGGCTTTGCCTCCTCTGCCCGAATACTTCAGTGGCTCCCTGACTTGGACAGGCATCTGAAACGGCACAAAAGGCTGT 

GATCTGGTGCCAGCTTCTTTCTACAGCTTTATCTCCTGCCTCTCACATTTCATTTCAGCAACCCCAAATGGCTTGTCATCCCCTGCACATTCAG 

AGCTGTTTCTTGCCTGTTGCTTTGCTTACTCAGACTTTTCTGCTTTGACTGCCATTCCTCAAATTGTCGCTTGGCTGACTTCCCCTCATTCTTT 

AACACTCAATTTAGATGGCACCTTCTCCAGAAAGCCTTCCTTGACTCCCTCTTTCTCCATGCTGGATTAGTGCCCCTCTTCCATGCTCCCTGAG 

TACCTGCAAAGCCCTTGATCCACATAGTTACAGTGATTTGTTCCTGTGTGTGGTTTCTCCACTAAGTTTGTAGAGCTTAGTTCTCAGCAAGACT 

AGTTCATGATGC CT AG C ACAAAGTAGGTGCTCAAGAAAT CTTGGTTGAGT CAATAAATGACTGACTG AATGAATTC ATGAATG AGTGAACGCTT 

CACAAGGATGTATGTTGTTGTTGGATATTGAGGCCTGCATTTCAGAAAGGGATTTCTTTCCTCCCACAGCCTCCTCTACCTCTTTCTCCAGCCC 

TCTCACCTGGTGGCTTTTGGCCATCCTAACAAAATAGGTTTGGGGCAAGGAAGAAAGTAAGAGAAGATCAAATCTAAGATAATGCCTTTACTCC 

ATGTCATAATTCC AAGAG CGCTAC CTTGTATTATGTGAATAC AATTCTTAGTTTGCTTGTTGTC ATG CTTGT CTC CATGTGTGTATGTGTGGGT 

GCATGTAGGTTTGTGTGAGTGTGTAGAATAAATAATTTTTTTGTTATTTTTTGCCTTGATATACATAATCAGATACATGCTATGTATGACTTTT 

TCTGTGTCATAAATTTATTTTGTAAGGAACAGCGATGTGTAACCAAGGATATTTTGTTTCTTAAAAAAAAGTCAAGAACCTTCTATGTTGCAAA 

TCTTAAGCATAGGGCATAGAAACAAAGGTGATTTTTTAAAAATGAAGACTAATATCTAATTGATTTCCATTTTATACTGCTTTTGAAAATTAGG 

GGTAAGAAGATGGGGCATGATGTAGATTTTTTAATTACCAGCCCAGGATCAACAGAGGATGAAGAGCAACTTTTACAGAAAGTGATGAACTTAT 

GGGAAAAGAAGGTG AGAAG AAAGATG AAAAAT AC ATG CAC ACGCAAAC ATTATGTTAAC ACTTG AATTTTG CAC ATTACTTGC CTTATAATTGT 

GTAATGACCATCTAATCAATTCTCAATTATTTGTGGCAGCTTATACAAAGCCATATGACCTACAATAAGACTTTCCTGTTTTGGGTCCTAGAGT 

AC ATGTTATGAATATGT C CTGTAT CTTGTTTATTAT ACTTACCCTATTG C CAACAGGGC C AAGGGTGGCTATG CATTTGTGTTTG ACATGCAGA 

GGCATTAAAGCACCCAATCAAAGTGAAAAGTATGCACTATGAAGACCTGGGAAATGTAAGCTGGAAAGCTGCAAGCTTGGGTGAGGGGGCAGGA 

CTGCAAAGACTGGGATAAAATCAGTCTAAGAGGTGTTGATAGTGCCTCGATAGATTCGAGGCACTTCGTGCTGAGATGGAATGAAGGAAACTAA 
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TGAGGGCAAGCTGAGCCCTGCAGAGGTCATGGCTCAGAAGCCCCCATACATTGCAGAGATCAGACTTGTGACAGGCCTATTGCCTGGTGGAGGA 
AACC AAAGTAAGCTAAGCTAACC CTGCAGCCAGAGCC AC ATG CAAGCC CTG ACTCCTGTC C AACTCTAGTGAG AG CCT CACTT C CTAG AG AGAC 
CAGAGGGTCCTACCCTTGGGACCTGTAGATAGGTCTGGCTGGGCTGGTGTTTCTCCTCACAGCTTCCTCCTTCCTGAGTAGTTTGCATCTGTTT 
GGTGTGG ACC AAGCTTACTGATATC CCAGAAAAGGAAAACCT CAGATAAAGTG AAAATAAAAG CTAG AAACACAACCCTAGGG C CAGGGGC ACT 
GGAAGTGAAGACTCAACTTTAGAACCAGATCCAAACTGACACGAGTTTGAATACTGGGCGTCGAGTCTTCCCAGAAGGAGTTGGAGGGAATTAG 
AAGCGAAGGGCAGGGAAGGGATCCTGGCTAGAGAGCCTCACACTCAGCCTTGCAACCCTCCTCAGAAGGCACCTGAGACTAAATTTGGACGGAG 
CCTTCCTGTGGGAGGTCAAGCTGAGTGCATCTCCCTCCTGCCCCACAGCTCTCTTCCTGAGAACTGGCCGCTCTGTACCCTGGGGAGGATGGGA 
AGG ATGGAGAGGTGGGG AAATG C CTC CTCCTAGTCAGGAGTTT CT CAGTGT CC AGTAGGAAAAAT AAAAG AACATGCTGATGT C AATATTCAGT 
CAACCAGTGGGTATTGATGGGGAAGCCAGAGCCCAGAGGGCTGCCCTGTAGATAGCCGGGGCTGGAGATCTAGAGGTGGCATCAGGGGTTGTGT 
GCATGTTTGACAACTGTGGCCTGCTGCAGACAACCTTCTGAATATGCAGACAGGAGCATTACGTTCAAGGATGCATTCTCAAACACCTTGCAAA 

TTTTTTTTAAGGGAAGGTGTGTTATTACAAATTTGGCTTTCATGTGAGACTTGTTCATATGTTTTATATCTCCTTTTTCAAATTTACATAATTG 
AAATTTACACAAAAGG CTGCTATTCTGTACTAGTTTC AGCAAGTTTC CTTAAAAAGTGG AATTGTATTTTCCGGAGCTGGTGATT CGAGGTTAA 
CTACGGCAACATCTACCACCTCCTCCAGAGGTTCTTCCTAACATTAGTGCTTCCCCCTTCAAATGGTGTTTTTTCTTCAAGGCGTTGAAGGGTG 
AAGAGTTCCCTCTATTGAGGTCAACAAAATAAAAAGTATCTTTTTGAATTGAGATAATGTCTTGTGCAGGTTTGTAGAAGAAAGACAAAGCATG 
ATTCCTAACAATAATCAATTTACCAATGATGCTCAAAGTGTGGTCCCTGGTCCGGGAACACCAGCATTGCCTGGGAACCTGTCAGAAATGCCCT 
CCCTGCCCCTCCTGCATCACTCTGGGGACAGAGCCCTGCAAACTGAGCTTTAGCAAACCTTCCAATTGCTTCTGATGATAGCGCTTTTAAACAT 
CTAACCTAAAGAGTACATGGTAACAAATCACACATCCCAGTAGCTTGATGACATTATTTGAGGGTTACTTGCTGTTTTTGTTGCCAGATTTAGT 
GGTTGCTAGCACGTTTCTCTCTCCTGTCCCCACATCTGCCCTGTGCCATCAGGAACTCCCACCAAGAATGGCAACTCGATTGGGCACATCTTAG 
AATCACTTGTCCACTTTCTGGATAGGCAACTTTAAGTGAAACATGTGTCATTAACTTTATCCCACTTTCTCCAAGGCAGGTGGACTAACACTCT 
CATGAGAAAGAGTCTCCCAAGTGCTACCTAGAAATAGCAAGTCATCTTGCCCCAAAGTTAGACTCAGCCTCCAGCCACAACGCTTTTGGCTGGT 
TAAACCTGGTCATCAGTATAATATGAAGGGACACTGTCTTTGTCCATTTACCTTGCTATAAAGGAACACCTGAGGCTCGGTAATTTATAAAGAA 
AAGACGTTTACTTGGCCCATGGTTCTGCAGGATGTATAAGAAGCACGACACCAAGCATCTGCTTCTGGTGCGGCCTCAGGGGGCTTACACTCAT 
GGCAGAAGGCAAGGAAGAGCTGGCAGGTGCCGAGGTCACAGGGTGAGAGAGAAAGCAAGACAGAGTGGGGAGGGGCCAGGCTCTTTGTAACCCC 
CAGCTTTCACGGGAGCTAACAAAGTGAGAACTCACTCATTACCATGAGGATGAGGACGGCACAAGTCATTCATGAGAGATCTTCCCCTATGACC 
CAAAGACCTCCCATTAGGCCCCACCTCCAACATTGGGGATCAAATTTCTACGTGAGATTTAGGGGGACAAACATCCAAACTATAGCAGACACTA 
ACTCAAAGCTGCTCCCCAGAAACAATATGATTTTTTAAGTTTTATTATTTATTTATTTCTGAGACAGGGTCTTGCTCTGTCTCCCAGGCTAGTG 
TGCACTGGTGTGATTACAGCTTACTGAAGCCTCAACCTCCCAGGCTCCAGGGATCCTTCCACCTCAGCCTCCTGAGTAGCTGGGACTATAGACA 
CGTGCCATCATACCTGGCTAATTTTAAAATTTTATGTAGAAATGAGGTCTTATTATGTCACCCAGGCTGGTCTCAAATTCCTGCAGCGTGGCTT 
TTTGTTTATGGTTGGTTTGTTTTTAAAGGACTGAGGAGAGCCCAGAGCACTAGCTGAGGTTCAGAAGTGGAGAGGGAGATTTTCTTGCAGTTTT 
GCCATTAAGTGGCTTTGCTTCAGCCTCTCTCATCGCTAAATTCCTTTTCCGTAAAGGGAAGATAATGCAACCACTTTCTTAGTGTTTTCTCCTA 
GTGTTTGCAGGTGGGCCTTTAATGCAAGGCCAAACACATGTCCATGTTCTGCTCGAATCTGAAAAGATTTCATTAAGAATCCAGTGTTAAATCA 
TAGATCTTCTTCATCAGGGCCTTTTCCTGATGCCATTCTGTTTCTTTTCAGGGATTACTTTTATATTATGACCTTGTGGAGTCAACATTTGAAA 
AGCTCAGGTTGCCTAGCAGGAAGGTTGATGCTTTGGATCATTTTCAAAAGTGCTTTCTGATTTTCAAATTGCCTCGTCAAAGAGTGGACAGTGA 
CCAGTCCAGCTGGCAGGAAGGAAAGACCTGGAAGGCCATCCGTGTGGATTTAGTTCTGTGCCCCTACGAGCGTCGTGCCTTTGCCCTGTTGGGA 
TGGACTGGCTCCCGGGTAAGTGCTACATGGACCCATGGGATGATGTTAGCTTTCTGAAAGACGTAGGCCGAGTCTACCTGGGCCCAGGGGAGAG 
ATGACGGCAACAGGGGCTGGGTGACAGGGGAGGGGCCAGTACCCAGAAACCTCTAACTCAAGGCATCCTGTCCACACATGGCCAAGTATGACAG 
ATTAATTTAGAACAGTTATTCCCAGTGTGTGGTCCCCAACACCAGCAGCAGCAACCTTACCCAGGAACAGGTTAGACATGGAAATTCTTCACCC 
CACTCCAAACCTATGGAATCAAATCAGCATCTCTGGGGATTTCAGCCCAGAAATTTGTTTGGAAAAGGCTTCTAGGTGTTTCTGATGCAGCTCA 
AGTAGGAGAACCACTGAAGTACAGAAACCAGCAAGGGGATTGAAATAGGAAACAATTAATAAAGTGGAGAGGCAACTCACAGATTGGGAAAAAA 
T AT CTGCACATC ATAC ATC ACATAAGGG C CATTATCC AGC ATATACAAGG AAACCAAAAGACT CAATAACAAGAAAACAAATAAT CCTATTTAA 
AAATGGGCIAAAGGACTTGAATAGATATTTCTCAAAAGAAGACATATAAATGGCAAGCAGATATTGCCATCTTGCTTAACATCTCTAATCATCAG 
AG AAATGC AAATTAAAAC C ACAATAAGATGTTATCTCACAT C CGTCAGATTGGCTATTATC AAAAAC ATG AAAGACAGCAGGTGTTAGTGAGG C 

GGGCTACCATATGATCCAGCAATCTTACTTCTGGGTATATAGCCAAAGGAAATGAACTCAGTATGTCAAAGAGAGGTCTGCACTCCCGTGTTCA 
TTGCAGCATGATACACCATAGCCAAGATATTATATAAAAACAACCTAAGCATCCACAGCAGATGAATGGATTTTTAAAATGTAGTATATGCACA 
GTGGAGTATGACACAGCCTTTCGAAAACAGGACATTCTGTCATTTGAGACAACATGGTTGAACCTAGAGGACATTATGTTAAGTGGAATAAGTC 
AGGCACAGAGAGACAAATACTGTATGATCTCGTTTCTGTATATGTAGAATCTAAAACAGTCAAACTCGTAGAAGTACAGAATAGAATGTAGAAT 
GGTGGTTAGCAGAGGCTGGGGGATGAGGACAGAAAATGGACAGGGAAAAGGGTCAACAAGTACAAAGTTCCAGTCAGACAGGTGGAATAAACTC 
TGTTCTATTGCACAGTATGGTGACTATAGTTAATAAAAGTGTATATTTCAAAGTAGCTAAAAGAGAGGATTTTTAATGTTCTTACCACAAAGAA 
ATGGTAGATGTTTGAGGTGATGGACATGCTAATTAGTCTGATTTTATCATTCTGCAATGTATATAGATGTATCAAAATACCATATTATAACCCA 
CAAATGCATACAATTATTATATGTTAATTAAAAATAAAATCAAGCTATAAAATTTTTCTGAAAGAGCACAAGTTGAGTTCATCCCAGACCTGGT 
TGCAAGCTCCTGCTCTGCTTCTTGCTGTTGGGTGATCTTGGACAAGTTCCCTATATCCTGTAAAACTCAATTTTCCCGTCAGGAAAATGAGGAC 
GATGACCTTAGCTACTTCCCTGAGTTGCAGAGACATTAGGTGACATGATGTTCTCAAAGCCTCAGCACCAAGCCAGCACGTGGCCAGTACTGGA 
TAAGTAGTAGCTTCCATATCCTGTCACTCACAGGAGAGGACACCTGTGATTTGAGTCCCATTCGCATGTGTTCCACCCTCCCAACTAAACACCT 
CACCCTGTTTCTCCTGTTTTCCCAGGTAGCTGGTTGTTGCTTTGAGTGAAATGGGTTCGTAGAGGGTTTTTTATACAGATGAATGACACAACAC 
AAATTAATTGTTCTCAGCCGTGGGTTAAATGTCAGGTGTCTTTGCTTTGGACTGGAATTAATTCAGGACAGCATCTTAGCACTGGGATTTCTTA 
CTCTAATCACAAATGTTGACTGACAACTAAATGCTTTTTTCATTCCTAAAAAAAGGGGAAGAAAAGAAAAAATATACCATAAATGCAACTTGTC 
TGATAGACATAAATCTTTGGGAACACATAGTTGATTGAGAAAGGGGAACGTTCCAGAAAGAAGTCCTTGGTTATGCAATGTCATGCCAGTTAAG 
CATCACTGGCTGAAGTGGTTGACATTTGCCCATTTTATTTTTAAGATGGACATGTTTTCAACACATTCTAGTCTGTTTCCTCAGAGTACTCAGA 
AATTGTTGCTGTTGGTTCTGCAAGGCACTGGCAGAGCACTAAGCTCTTTTGCTTTTTAGCTGGGTGACTTTAAACAAATAAAGGACTTCTGATT 
GCAAAGTCCATCTCCTCAACCATCCCGGGTGAGCTTTCCTAAAATAGCAAATTGTTCCTTACCACTAGAGGGCACCAGTATCCCAGGCTTGCTC 
CCTACTCCCACATGAAGAGGACAAAATTTCTAGATTGTGTTTCTCTCAGGAAAACTAGTCTCCATGACAATTCGTTGCCCTCCTTTCCCAAGGT 
GTTCCTGTCCTCTGTCTTAGGCTTCATGTATTGCTCCCTTCAGTCTCAGAGCCCATTCCTGACTGTGGGAGATGTCATCCAGGAGCAGTTGACT 
TAGACGATCAGTTTCATGGCATCTCAGTGTGAAAGGATGTTAAAGCCAGAGGGAGTCTTAATCATGTCCTTCCTCCATCCTTTCATTCACTCAA 
CCAAGACTCAGGGAGTCTGGATGACTTGACAGGAGATGCACAGCCAGGTAGGGACAAAGTCCAGGCTGGAACGGGTTCCCTGACTCCTCCATCC 
TCTTTTACAATAACAATATTCCAAATCATGTAACACCCACCAAACTAGTATTTATCCAGCATTTACTCTGGACCAGGCATTATCCTGGTAGAAC 
GCTCACGCTATTCATTTATTCATTCAATAAAACATTTGCTATACATCTTCTACATGCGAGGCACTATTTGAGGGAATACAGTTGTGGACAGAAC 
AAACCAGGTTCCTGCTCTCACAGAGCTTACATTCTAGTGTGTTCATGGGAGCACGGACTTCTGTCACCAGAGAATTTGGCCCTGGGGGAGGAAA 
ATCACTTTGAGAATGTTTAGTGGAGTTACATATTTCACTAGAGGGATGTAGCCACCTAATACTGAAGACATTCTAGACGTGTTAATAATTTATT 
TTAACTATCT C CTATCCAGCAGTTTGAG AG AG ACCTC CGGCGCTATG C CAC ACATG AG CGGAAGATG ATTCTGGAT AACCATGCTTTATATGAC 
AAGACCAAGGTACAGTTCTCTTCCTAAAAGGGGCTACTTTGATCCTCATCCCCAAGGCTGGCCCCCGAGCTCTTTTCATGGACTGATTTTAGTA 
TCCAGGTATGGTTTCCTTTGTCATGCGTGTTCTATTTCCAGTTCATCATAGTTGAGGGCAGCAAGAAAGATTTCCACAGACTCGCAGTTTCCAC 
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CCGGCCCAGAATGCAATTCGAGAGATTTTGGCTGAAACATGATGAGCTAATTGGGCTTCCAGAACAAGTCCAGCAGTGAACATTAACTGGGTTT 
GGTATATCCTCGGTGTTGGCAATGAGTAACTC CAAAGTAAACCAGGGATC CC C AGAAAT CAC AAATACTACTTGTGTACC C CT CAAATGC AGGG 
GGCAGTGGGATTTTGAGTGGCCATGTAGGCCATTAACAACAGTCTCCTGCAAGAAAGAGAGCAACAGAGCTGCCCTGAGACATAAATGAGCATC 
CAGCTAGTCTCATTGACTACCCATGTCACTCATTTGGTGTGCTAGTCTTACTGTGGTCATGATCCAATTCATCCCTCAGCAAAACGATAGATGC 
CTGTAGAAGTTAGAAGAGTTAAATATCCAACTGTTAAATCCACAGTTCTAAGGGCTACTCTTGTTACAGATATCAAGGACACCAAAATAGGCTC 
CATGGGGAAGAAAACTCAAAATAACTAGAAGTAATGGTAGTGGCCAGGCGCAGTGGCTCACGTCTGTAATCCCAGCACTTTGGGAGGCCGAGGC 
GGGTGGATCACTTGAGGTCAGGAGTTCAAGATCAGCCAACATGGTGAAAGCCCATCTCTACTAAAAATACAAAAAATAACCAGGTGTGGCGGCT 
CGCACACACCCAGCTACTTGGGAGGCTGAGGCAGGAGAATCACTTGAACCCGGGAGGCAGAGGCTGCAGTGAGCCGAGATCACAGCACTGCACT 
CCAGCCTGGGCAACAGAGTGAGACTCTGTGTCAGGAAAAAAAAAAAAAAAAAAAGTAATGATCATTTCCCTCTAGGAGCTTGTAGTCTAAATGA 
GATGTATTCAGTTAGAGTTGTCTCAGTTACAAATGTTAGAAATCAAATCTAAAGTGGCATAAACAAAAAAGGGAACTTGGGTTATATACTGCAA 
TGTCGAAGCGTTCAGGGGCAGCCGAATATGGGTGCTCAGGCAGGCTTCCCTCAGTATTGCCTTTATTCTCAGGCAGGTTTCCCCATAAGTCCCA 
CTCTTCCAGCTACTTCAACAGAGAAGAGCCTGTTTCCTAATAGTTCCCCCAAGAATCCTACCTGATGCTCATTGGCCAGGCCTGGGTCATGTGC 
CTATCCCTGAACCCATTACTGTGGCTCTGATTGGCCAGACTTGGGTCATGTGCTGCTTCTTGGAATTGGGAGCAGCTGCACCTAACCCTCCTGG 
ACTGAGAGTCAAGAGGAGTGGTTTCCCATAGAAAAATCCAGGTGCTGCTCACAGAAGAGGGGGCTGTGGATGCTGGCAGGAAAGCCTCGGATGC 
TAAGCATGTGGGTGAAGGCAGATTCACATAGTACAATGAAGGAACACTTACAAATTAATACATTCTAAATAGTTCAATGTAAGCAAGTACCTTC 
TATGTGCCTAGCACCGTGCTATGTACAAGAAGGGATGGAGGAGAAGAGCTGCTTGGTCTTAAAGAGATCACAGAGTGGGATCCTGCTGGGGTTA 
GAGGCAAGCATGGAAAGCTAAGGAAAACCCAACACATACAAGTATCCTATAATTACCAGCAGTACAAAATTATAACTGCATGTTAGAATTACCC 
AGTGCGTTCAGATAGATTGATTATAAGATCTCTCCTGAGCTTCTGATTTCACTGGACTGGGGTATGGCTCAAGGTTCAATGTTTATTTTTTAAA 
CTCCATCAGGTTGTTCTAATAAACAGCTGTGGTTCAGAACTACAGCCCGTAGGAAAAATATCCAAATGGCTTTTGCTGAATATGTTAAAGCTGT 
TATGATTTTACTTTAATTCATTTAGTACCATGTTTTGGAAAGTCAGTTAAAATGACTTTTTATACTCAGAAGCAGGGAATTATGTTTGGGCTGT 
AATTCATTCTGACAAGGCAATTTTATAAGTAACACTTTCACTGTGTCCACACCATGGTGCTTATGAAAAATATCTGAATGCACATATTTCTTGT 
TATGTTTTCAGAGGATATTCCTCAAAGCAGAAAGTGAAGAAGAAATTTTTGCGCATCTGGGATTGGATTATATTGAACCGTGGGAAAGAAATGC 
CTAGGAAAGTGTTGTCAACATTTTTTTCCTATTCTTTTCAAGTTAAATAAATTATGCTTCATATTAGTAAAAGATGCCATAGGAGAGTTTGGGG 
TTATTTAGGTCTTATTGAAATGCAGATTGCTACTAGAAATAAATAACTTTGGAAACATGGGAAGGTGCCACTGGTAATGGGTAAGGTTCTAATA 
GGCCATGTTTATGACTGTTGCATAGAATTCACAATGCATTTTTCAAGAGAAATGATGTTGTCACTGGTGGCTCATTCAGGGAAGCTCATCAAAG 
CCCACTTTGTTCGCAGTGTAGCTGAAATACTGTCTATCTCTAATAAAAACAGGAGGAAACAAGATGATGGAATCTGTTTTTCTTCACTCAAATA 
TTATAAACTATTTTAAAACACAAGTGTAACCAAGTGGAAGAATAAAGAGCTTACAGTTTGTCTTAAGGGGACAAACAGGTTTAATTAGAAGATG 
CAGAGATTCCAGAGGGGATTTGGGTCCGTTCTGGAGCTTGTGGAGGAGGGGTGCTGCCTCTGGACTGGCTCAGCTCGGCTCAGTGCCTGCTCCT 
TCCCGGCCATCATACAGCTGGTTCCCTAAGCATCCCAGCACAGGACCACATAAAGGATGTATTCTCCCTGCCATCGTGCTGAAGGAAAGACAAT 
GTCCTAAACCATCAAAGAAATATCTCCCTCTTTTTTCCATCTTGGAGCTTCTGTCTACACCTTATGGCTCAGTCTCTCTCAGGAAGTCAGTCTC 
TCTTGGCTTCTTATCTGAGGGCACCCAAGGGAAGGGAGGGAGCCCTGGCTGAGGGAAATTTTGGAACTCCCAGGCTCCAGACCCATTCTTTCCT 
CCTGCCTCCTCCAGGAGGCATAGACCCTTTGCCTTGAAGGGAGTTAACAGGTCATCTGTTCCAGCTGCTTCCGTGTCTTCAGCCTGCTAAAGAG 
CTGGGAGGCCCATGACGACCGTTTTCCCTTCCTTCCAGTCCCTCTGGGAAGAGGATATTGGGAGATACAATACCTTTTGGCTATTGTGACTAAT 
GCTGCTGTGAACATTGGCCTACAAGTATCTGTTTGAGTCCGTGCTTTCAATCCTTTTGGTAGGGACGTAGTAATAAAATTGCTAGATTCAATGG 
CTATTGTATACTATGTTTAACTCTTTGTGGAACCACTGTACTGTTTTCCATAACAACTGCACCGTATTACATTCTTAACCAACAGTGCGCAAGC 
GTTCCAATTTCTGCACATCCTCAAGACTTGTTATCTTCTGCATTATCTGTTTTATAATAGCTGTCTTAATGGGTGTGAAGTGGCGGGTGAAAAC 
TTTTGCCCATCCTGGAACCCAAAGACAGTCCAGGCTGAAACTAACACACTGAAAGGGCGTCAGATGGTGTGTGTGCCTGTCACATCTTGAGTTG 
ATGGCTAAAAAAAGCTGGGGACAACAAGAGGGTGGACAGCAGCCACCCCCACTGGCCTCAAATCCCAAAATCCACAAAGTATTCTAGTCTTTTC 
TGCTGCCCAGTGTTTCCCAGTTATGACATTCAAGATTATTCTAGGTAGTAAGTAGATGAATATTTTCATACTGATATAATCAATAAATATTTAT 
TGGGTGCTTACCATGTCAGTCATTTTTCTAGGCACAGGGCATAGAAAAGATAACAAAACTGTCAAAAATCTCTGCCTGTATGATTATAAGCATA 
AAGCTTATGTTCTAGAAAGGTGTTTATTTGTGTTCGAAAGGTGTTAAGAAAATGGTTCCTTATTGATGGTAGTGATATAAAGCTTCCTTTTTGG 
AATAGGTTTATTTATATAAGAAAAGCGACTCAAGGTCAGGGAAATCATTTAGGAAATATTACCAGTGAAATGGGGGAGTGGCAAGAATGAGGAG 
AGAGGGACGCAGGTGGCTGACATTTGGGAAATGTGCAGGTGGCCTTGTCGCCTTCACTGAGCAACTCCCCAGCCCTGTTCTCTGGAGGTCCCCA 
CCACACAATAGCCCCAGGAGGTCCATGCCAGAGGAGTTTCCCCATCAGAGAACCTCACAGATTCTAAATGCTACTTTCCTTATTTGAAAAGGCC 
TGTTGGAGATTCCACAAATGCCATGTCTTTTTTTTGTTTTTTGCTGTAAGCCAGAATTTTTATCAGTTCTGGAGATGTTTTTTTTTTTTTTTTT 
TTTTTTTTTTTGCCGTAGGCCAGAATTTTTTTCAATTATTGTGGTGACTAGTTACCAGAACTCAGCCTTCGCCTGTGCCTCCTACTTTGGCAGC 
AGAGCGCCCTCTGATGGCTGACAGAAGAATCCTTGGAGGCAAGCACAGTATGATATAGCAGATCAAGTAGGAAGCAGATTATCTGTTAAAAACA 
TTGGAACTATATGTAAGAAGCCATGGATCACGGATGCTCTATTTGTTCAGTTTTTTCCCAGCCTTTTAAATCTGTGTTTTATTTGGGGTAGTTT 
TTATTGCTGTATGTTCAAGTTTACTAATCTTTTCTTCTGCAATGTCTAGTTTCATTAAACCTCTCCAGTATTTTATCTCACACATTATAGTTTT 
GATCTTTAGATGTATGATTTAGTTTTTAAAAACTATCTTCCATGCTTCTATTTAACATATTCAATTTTTCCTCTAGCTTATTAAATACATGGAA 
TATAGTGTAACTGTTTCAATGTCCTTGTCTACTAATGATATCATCTGTGTCAATTTTGAGTCAGTTTCTATTAACTGAGTATTCTCCTCATTAT 
GGGTCACATTTTCCTCCCTCTTTGCAAGCTTGGTAATTTTATATTGGATTCTAGACATTGTGAACATTGTGAATTTTTTCCTGGATATTTTTGT 
ATTCCTGTTAATATTCTTAAACTTTGTTCCAGGATGTGGTTAATTTACTTGGAAACAGTTTGATGTGTCCTCATCTTGCTTTTGAGCTTTGTTA 
GGC AGG ACTCAT CTTACTTTTGAG CTTTGTTAGGC AGC ACT AACGTAGT CTAATC CAGGGTT AATATTCTT CC C CACTACTGAGG C AATACTTT 
TCTCAGTGTTCTGCCTGATGCCTGGTGAATTATGGTGTTTTCTACTCTGGCTGTTTGGGAACAGGCACGGTTTGTGGCCTCCCACTGAGAGGCC 

AATGGAATAATCAAGAGGTCTCCTCTGTCTCTGTGCAACTCTTTCTCCAGTACTCTGCCCTGCAAATTCTATTCACCTTGGCCTCCATGGACTT 
CCAGCTCTATCTCACTAACAGCATGTGCAAAAGCCATGTGGTGCAAGGACCATGGTGTCAGAGAAAAGGCCCACGTGGCAGGAGGGCCATGGCA 
TAAAATGAGCAGAGAGAAAGCTCTTGCAGCTGGAGGTTCCCACGTGTCTGAGTTGCAGAGAGAAAGCCTATGTTTGTGGACAGACCATGGCATC 
TGAAGGGCAGAGAGGAGGCCTAAGTGGTTGGGGAATAGAAACTAGAAGAGGTGGGACACAAGACTAGGCTTTCCCCAGCTCTCAAAACAAAGAC 
CCATATCCTTACCTTGGCTTTCATAAGTGGGTAATCCCTGGCCAGGTGAGTCAACAGTAATCACTGTTTGACTCTTCATGACAAAATCAGTCAC 
ATTTATGGTAGAATTTTGTCAACATGGTTTGTTCTCGCTCACAATCAAATCTTTCAAATCATTTTAGCCTGGAAATGAAAGTCTATGATAAACT 
GATTCTCTTTCATTATAAATCAGATTTTAAGCCCCAGGTTACACTCACCCTGTCCTCCAGAGGCCCCCTTCAGTTTTAGAAATAGTTCTACAGC 
CTATTGGACAAACTCGGCCAACTTCCAAAATGTTCCCCAGTCTCACCTGTCCAGTTTTAGTATTTTTCACCCCTTAACTTATTGGAGTTCAGGT 
AGCCTCTCTATAGGATGGAGGAGAGAGGTTTTTTTCTGAGTTTTACTTGGAGGTACAGCACTTTAATGTATGCCCTGACATAACCAGACATTTC 
AGC CATTTGG AATT CTCAGAGG ATTG AAGTGCTATGC C C ATTTCT CCTTCTC CTCT AACTTC AGGTAAAGG AAAAAGAAGAAGAGTATAG ATTC 
TTATCTTATTTGAGCCCGAGAGAGATAGTTTTATGTCTTTGAGCTTAGAGGCAAAGCACCTGTATAAAAGCTTTCCTGATATTATTTCCTTGGA 
TGGAGATTCACATTCAATTGGGTAGAGAAACGTTTCCACAAACACCCAGTTTAGCATTTTCATTATGCCCCCAACATTGTCTTAGGACCTGGCA 
GATTGTCTGACATTGGAAGGAAGCCAGTGCACATTTGTTAAATCAATTCACGCATTAAGCAATAATTCTCATCAAGATGGTGGGAGGGCAAAGG 
TTATATG ACTTC ACAATCTTTC AAAAATTAGTTATC ACTTTTTGGT CTT CAATT AAC ATCGC AATGTTGC AGGG AAAAACG C CTTAAGC AAAAC 
TAATAATTGTT ATTTCTTGG C AAAATAAAG AAG AAGTG AGTAT CTGTCTC C AC C AGCAAAGTC AGGAACTG AGAAG AATC ATAG AGGGTATAG A 
AGGCTGTGCTGATGGGAGTGAGGAACAGGCAGGCAGAAGGAGTGCTTTGCAGGGTTTGGGGAAAATCAAAGTAGAATGTTTGGACTGGATGGAT 
GTAACTTTATAGATAAACCAATTCAAACACCAGATGATACAGGAGGAAATGAGACCCACACACATCGTGCAACCTGACTAAGGTCACTTAACTT 
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ACCAGCAGCCCTGGGTTAGGGAAGCAGAGCTTCTGACTTTGGGTCTC^TCATTTTGCTT^ 

TCTTCTAGCCTGGCAGAGAAAGTGCCAATATCGGGAATATCCCTGGGATAATCTTGGTTCCAGGGACAGAGCCAATGTTCTCTAATATAGGCAA 
AGAAAAGCCACAAACATTTTGTAGGTTCATAAGAATGGCCATTTTACTTTTCACTTCATTCCAACATAAGTTCTTGTGTATCATAGCAGAAGTA 
AATGACAGAAATGCTGAACCTTTCTAGTTTAATAGAAACAATGTTTAAATATTGTAAGCCGTGGATTATAAGTAGAATTAAAATAAGTGATCCA 
AAACACAAGTCATCGGTCACTTTATAGGTACATGGCTTAGTCACATGCATATTTCAATCCAGCCTTACAACCACCCCATGGGCTAAAAGGATGG 
AG G ATG AG AAC TGCTGTCTCCACTT TACAAGT ACAG AAC T GAG G C T C TG G ATG AT C AAG AAT CG G C C C AAG G G CTG AC AC CTATAAG TAT C AAA 
GCCAAGGCCACGGCTGAGTTCTCAGTAAATCCAAGGTCCTTCATGACATGTAGGAGGAAGTACAAGCACCAGGATGACTGGGAATGTCTGTTTA 
AAAATGGCTAAATCTGCTTGTTTAAGGTAATTAGATCCAGAGGACTTGGCACAAAACTGAGTTTCAAAAGGGGCTTTGAAGAGCAGGTATTGAC 
ATGTGGCAGAGATTGGGTTCATAGAACATGTTCTTGGTTATTCAGGGAAGAGGGGCATGTTTCTGAGTAATCAGAAGCCCTGTGTGAGAAAGGA 
ATATTTTCTAGGATATCTGTGTGGCTCATGGAGCTGCTGGATGAACTTAAGATGCCCTGGACCCAGGCCTTCCCACTGGGAGGCCTGGCCTGCT 
AGAGGGCAATGGCTATACATGGGGGAACCAGGCTGCCTGGAAGCCTCCTCATGGGAGTGAAAGTGAAAGCCTGTCCCAAGCTGGCTGAATGGCA 
GGCACGTTGCTCCTTGGCCCATTCCTGTGGTCCTGTCTCCATCCCCTTGGGTCCTCTTGATTTTTCTTTCTGCCAAACAGCTTTCCCCTAGATA 
TCCAAGGACTTGGTTCTTTTCTCCAAGTAGACTTGGTTCTACTCCACAGAGTAGATACAGCCCTCATTTCTAATAATCTTTTGGAAAAACTCTT 
GCCTTCCCCGCGGCCCCCCATCTTTACTTTCAACACACACACAGTCCGTCGCAGAACTGCCCTCCTTAAATACTCTCTGATTACAGACACAAGT 
AGGAGCAATGAATGATGTGTCTCCTAGGCCAGGTGTGTGGTAGGGTAGCTGACACATGTTAGAAGGAAGTCTGCCCAAAGACACAGAGGAAATG 
AAACTCATATTGAAGGCAAAAGAAGAGTACAGAAGAAAAAAAAAAAATGGCTGGGGATGGATTGGAAAATGGGAAGAGGAGTTACTGGGATAAG 
AGAAAGCTGGAGGGTGGCCTCTCCTGGAGTAATCCACCCAAAATAAGGCAACCTGGTTATAGTTTGCCCAATAGGCTCAATGGGCCAACACCAC 
TTGAAGTAGCCTCTCCTTTTCCATTTGGCCTCCTTGGAGACAGTCCTCAGCAAGCTGAAGCGGCAATGCTATGCGTGGGCTTAAGGGCTCTTGT 
TTAATCTGAAGCCTTTAAAAAATAAAATAAAAGAAGTTGTAACTTTAACAACTATCCCTAAAGCACAAAAGTTAAAGTTATTTGAGGAACTGCC 
ATCAGAGGTATCATAATGTCTTACTTTAAAAATTAAGCAAAATGTTTCATTGTAAAGACAAAGTGTTGTTTTAATATGAAACATGAATTTCCAT 
CAACATTAACATCTTTAAGGTTAAATGTAACACCACCAGTCTCTGTATTTGGAATTCGGAACTTGTAAGAAACTGCCTTTTCCTGATTCATATG 
AGGACACGAT C ACACCTAGATTGGAAG ATT CAC ATACTAC C AGC AAC ACCTAGAAT CATCTTTAGATAACAATTTGG ATCATAGGC CATGG AG A 
AAGTTTGTCCTAAATGTTCCCTTGTGTGGCCCTGTGACTATGGGGAACAAATGCTGGTGATTAGCTGTTTTATCAGGCAAGCAATATGGGAAGA 
GGTAGGAAGAAGGTGGTAGAGAGAGAGAACTAACATTTTGACTGGCAACTAAGTAGCAGACACTTCCCTTTATTTCTTATTTAATCTTTTGAAT 
TATGACATGAGGCAAATATTTCCCCTCCTTTAAAAAAGCAAAAACTGAGGCTTGAAAATGTTAAACAACTTCTCCAAAGTCGTACAGCTGCTCA 
GTGGTAGGTGTGACTTAAGAGTCCGTATTCTTTCCACTGCTGTGTGACA'TGATTGAGCCAGGTGCTTCCCTGTGGTCAGGGAATGTGTGGCTCC 
ACATGGTTCCTACCCTGAGATATTCAGAAACAATTAACTGCTTCCTCTCACACATCCTGCATAAGTTTCATTTGTATCCCAACTTGCACCAGGC 
TGACCTCAGCAACACTTCCATGAAAGTCAGATCTGATGGCTTTTTTGAGAAAAAGGATATGAAAAAAAAAGATGAGAAGGCAAGACACTCAGAA 
ACCAAGCCCCTTTCCCAAAATGACAAAGAAAAGCAAATTCCCACTGGGAGCAGGAATAGGATCTAAGGACCCCATCTGGTGAGTCACATGTACT 
AACTAAAGCACAAGATCTGAGAGTTGGAATTAACCATGTTGGGGATGTCCCCTAAAGAGACAAATCAGCCCCAAAGTGTTCCAGAGCTGTAAAT 
GAAATTTGGATTGATTAAGAAGCAGCTTGGCATCTTTCCTCTCCAAGTACAAAACCCTGGGTTTTCAACCCTGTTCCAGTGCCAGGTCTGCTGC 
TCCTTGACTGAGCTGCATCATTCCAGGCTCAGTCTGGGCACAAGCCACCACAATCCCCTCCTTCTTTCCATTTCTATAGTAGGACGGTAACGGT 
CATGCACAGGTTCCTCGCTTCCTGCTACAGTCTTCACATATATGTGGGCCTCTTGTGCTCCCATCGTATTCTTCTCATGTGTGGGTGATCTCCT 
AGGATTCTTAAGGAAACAAATAGGTTTTTTAAAAACTACAGCAGAGAATTCTTTCATACAAGATGGACTAACAGCAACCACATTGACCC'rCCCA 
CCTGAAATAACCAAAATCAGACACAACATTTGAAGCAATAGTTTTCAAGACACTAGACAACAGGCAAGGAGGGACAATGGTCCTGGAGAGACAG 
AAAACAAATGAGGAGAGACCCACAATTACCTGATCTTACTGCTTTGGGAGAGCTTTCAGGCCACTCAACTATCTTTTGTTTATTGTTAACAAAG 
TTTCTCATTTTTTGTCTTTTAACTGTTAATCTATTTGTGTATTTATATTTAAAGTGAGTTTTGTAGGCATCATATGATTGGACCTTGTTTTTAT 
AGCCAATGTGAAATCTCTTCCTGTTAATTCGGGTATCTAGACCATTTACATTTAATGTGATCATTGATATGGTTGGGTTTAAATCTACCATCTT 
GCTATTTGTTTTCTGTTTGTTCTACCTGTTTGTTGTGTCTTTTTAACTCTTTTTCTACTTTATTTCATATAGATTTTAGAAGAACCTCATTAAG 
TTCCATGAAAAAAATTGATTGGGATTTATATTGAAATTACATCTGTTATATAGATCAACATTGTTTGACATCGTTATGTTATTAACACTTTCTA 
TCCAGGAGCATAGTATGCAACCCCCATTATTTAGGTATTATTTAATGGGTTTTTTAACCAAAGTTTTATTATTTTCCATAAAGGTATTACATAT 
TTTTGTTAGATTTATTCCATAGCATTCTACATATTTTAATACCAATTACCATCACAAATGGTAATTTTTAAAATCACTTTTTCTAATTGTTGTT 
GATGTTGAAAGTATAAATTACTTTTATATATTGATTTTTGTATCCAGTAAACTTGTTAAAATTTCTTGTTAATTCAAGTAATTTTTCTGTAGAT 

TGATGGTGTGATCTCAGCTCACTGCAACCTCTGCCTCCCAGGTTCAAGTGATTCTCCTGCTTCAGCCCCCCACGAAGTAGCTGGGATTACAGGC 

TCCACCTGCCTTGGCCTCCCAAAGTGCTGAGATTACAGGCGTGAGCCACCGCACCCAGCCAGATTTAGCTTTTCTATGTCGACAATCATACCAT 
CTGCAAATAATGACAATTTTGTTTCTTCCTTTTCAGTGTTACACTTTCTAATTTTTTTTTTTGAGATGGAGTCTTGCTCTTGTCACCCGGCTGG 
AGTGCAGTGGTGCGATCTCAGCTCACTGCAACCTCCACCTACCAGGTTCAAGCGATTCTCTTCCCTCAGCCTCCCGAGTAGCTGGGATTACAGA 
CGACCGCCACCACACCCAGCTAATTTTTTGTATTTTTAGTAGACACAGGGTTTCACCATGTTGGCCAGGCTGGTCTCAAACTCCTGACCTCAGA 
TGATTCACCCGCCTCAGCCTCCCAAAATGCTGGGATTACAGGCGTGAGCCACTGCACCGGACCTATACTTTCTAATTTTTAAAAATCCTACTTC 
ATTGACTAGGATCTAAAGTATAATATTGAATAGAAGTGGTGTTAGTGAAGATCCTTGTTTTATTTCTGATCTAAAGAGAATGCTTTCAACATTT 
TACTGTTAGGTATGATGTTAGCTGTAATTTTTTGAAAAAGACATCTTTCAAGTCAAGGAAGTTCCCATTCTATTTTTAATTTGCTGAGAGTTCA 
TATCACTGTTAAGTTTTTTTGAACTTTCTTCCCCTATTGAGATGGTCACATGAGTTTTCCATTTTAGTTTGTCAGTAAAATAAATTATATTAAA 
TTGATTGTCTAATATTAAAGGGAGCTTGAATTTCTGTTCAGCCAATAAAAATGCACTGAGAACCTCCTTTGTGCTTGAGCTTCCTCTTGGTCAT 
CTCTTTTCTACATGTGCTCATACTGTGCTTCTTTTGGTGA 

HUMAN SEQUENCE - mRNA 

ATGGATCCACCACGAGCGTCCCACTTGAGCCCTCGGAAGAAGAGACCCCGGCAGACGGGTGCCTTGATGGCCTCCTCTCCTCAAGACATCAAAT 
TTCAAGATTTGGTCGTCTTCATTTTGGAGAAGAAAATGGGAACCACCCGCAGAGCGTTCCTCATGGAGCTGGCCCGCAGGAAAGGGTTCAGGGT 
TGAAAATGAGCT CAGTG ATTCTGTCAC CCAC ATTGTAGCAGAGAACAACTCGGGTTCGGATGTTCTGG AGTGGCTTCAAG C AC AGAAAGTACAA 
GTCAGCTCACAACCAGAGCTCCTCGATGTCTCCTGGCTGATCGAATGCATAGGAGCAGGGAAACCGGTGGAAATGACAGGAAAACACCAGCTTG 
TTGTGAGAAGAGACTATTCAGATAGCACCAACCCAGGCCCCCCGAAGACTCCACCAATTGCTGTACAAAAGATCTCCCAGTATGCGTGTCAGAG 
AAGAACCACTTTAAACAACTGTAACCAGATATTCACGGATGCCTTTGATATACTGGCTGAAAACTGTGAGTTTAGAGAAAATGAAGACTCCTGT 
GTGACATTTATGAGAGCAGCTTCTGTATTGAAATCTCTGCCATTCACAATCATCAGTATGAAGGACACAGAAGGAATTCCCTGCCTGGGGTCCA 
AGGTGAAGGGTATCATAGAGGAGATTATTGAAGATGGAGAAAGTTCTGAAGTTAAAGCTGTGTTAAATGATGAACGATATCAATCCTTCAAACT 
CTTTACTTCTGTATTTGGAGTGGGGCTGAAGACTTCTGAGAAGTGGTTCAGGATGGGTTTCAGAACTCTGAGTAAAGTAAGGTCGGACAAAAGC 
CTGAAATTTACACGAATGCAGAAAGCAGGATTTCTGTATTATGAAGACCTTGTCAGCTGTGTGACCAGGGCAGAAGCAGAGGCCGTCAGTGTGC 
TGGTTAAAGAGGCTGTCTGGGCATTTCTTCCGGATGCTTTCGTCACCATGACAGGAGGGTTCCGGAGGGGTAAGAAGATGGGGCATGATGTAGA 
TTTTTTAATTACCAGCCCAGGATCAACAGAGGATGAAGAGCAACTTTTACAGAAAGTGATGAACTTATGGGAAAAGAAGGGATTACTTTTATAT 
TATGACCTTGTGGAGTCAACATTTGAAAAGCTCAGGTTGCCTAGCAGGAAGGTTGATGCTTTGGATCATTTTCAAAAGTGCTTTCTGATTTTCA 
AATTGCCTCGTCAAAGAGTGGACAGTGACCAGTCCAGCTGGCAGGAAGGAAAGACCTGGAAGGCCATCCGTGTGGATTTAGTTCTGTGCCCCTA 
CGAGCGTCGTGCCTTTGCCCTGTTGGGATGGACTGGCTCCCCTCGGCAGTTTGAGAGAGACCTCCGGCGCTATGCCACACATGAGCGGAAGATG 
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ATTCTGGATAACCATGCTTTATATGACAAGACCAAGAGGATATTCCTCAAAGCAGAAAGTGAAGAAGAAATTTTTGCGCATCTGGGATTGGATT 
ATATTGAACCGTGGGAAAGAAATGCCTAG 

HUMAN SEQUENCE - CODING 

ATGGATCCACCACGAGCGTCCCACTTGAGCCCTCGGAAGAAGAGACCCCGGCAGACGGGTGCCTTGATGGCCTCCTCTCCTCAAGACATCAAAT 
TTCAAGATTTGGTCGTCTTCATTTTGGAGAAGAAAATGGGAACCACCCGCAGAGCGTTCCTCATGGAGCTGGCCGGCAGGAAAGGGTTCAGGGT 
TG AAAATG AG CTCAGTG ATTCTGT CAC C CACATTGTAGC AGAG AACAACTCGGGTTCGGATGTT CTGGAGTGGCTT CAAG CACAG AAAGTAC AA 
GTCAGCTCACAACCAGAGCTCCTCGATGTCTCCTGGCTGATCGAATGCATAGGAGCAGGGAAACCGGTGGAAATGACAGGAAAACACCAGCTTG 
TTGTGAGAAGAGACTATTCAGATAGCACCAACCCAGGCCCCCCGAAGACTCCACCAATTGCTGTACAAAAGATCTCCCAGTATGCGTGTCAGAG 
AAGAACCACTTTAAACAAGTGTAACCAGATATTCACGGATGCCTTTGATATACTGGCTGAAAAGTGTGAGTTTAGAGAAAATGAAGACTCCTGT 
GTGACATTTATGAGAGCAGCTTCTGTATTGAAATCTCTGCCATTCACAATCATCAGTATGAAGGACACAGAAGGAATTCCCTGCCTGGGGTCCA 
AGGTGAAGGGTATCATAGAGGAGATTATTGAAGATGGAGAAAGTTCTGAAGTTAAAGCTGTGTTAAATGATGAACGATATCAATCCTTCAAACT 
CTTTACTTCTGTATTTGGAGTGGGGCTGAAGACTTCTGAGAAGTGGTTCAGGATGGGTTTCAGAACTCTGAGTAAAGTAAGGTCGGACAAAAGC 
CTGAAATTTACACGAATGCAGAAAGCAGGATTTCTGTATTATGAAGACCTTGTCAGCTGTGTGACCAGGGCAGAAGCAGAGGCCGTCAGTGTGC 
TGGTTAAAGAGGCTGTCTGGGCATTTCTTCCGGATGCTTTCGTCACCATGACAGGAGGGTTCCGGAGGGGTAAGAAGATGGGGCATGATGTAGA 
TTTTTTAATTAC C AGC CC AGG ATC AACAGAGG ATG AAGAG CAACTTTTACAG AAAGTG ATG AACTTATGGG AAAAG AAGGGATTACTTTTATAT 
TATGACCTTGTGGAGTCAACATTTGAAAAGCTCAGGTTGCCTAGCAGGAAGGTTGATGCTTTGGATCATTTTCAAAAGTGCTTTCTGATTTTCA 
AATTGCCTCGTCAAAGAGTGGACAGTGACCAGTCCAGCTGGCAGGAAGGAAAGACGTGGAAGGCCATCCGTGTGGATTTAGTTCTGTGCCCCTA 
CGAGCGTCGTGCCTTTGCCCTGTTGGGATGGACTGGCTCCCCTCGGCAGTTTGAGAGAGACCTCCGGCGCTATGCCACACATGAGCGGAAGATG 
ATTCTGGATAACCATGCTTTATATGACAAGACCAAGAGGATATTCCTCAAAGCAGAAAGTGAAGAAGAAATTTTTGCGCATCTGGGATTGGATT 
ATATTGAACCGTGGGAAAG AAATG CCTAG 
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TABLE 25 



MOUSE NOMENCLATURE' 
ICSGNM Znfnlal 
Celera mCG3994 

HUMAN NOMENCLATURE 
HGNC ZNFN1A1 
Celera hCG1736622 

MOUSE SEQUENCE - GENOMIC 

TTTAGATAATTTTCTGTTGTATCACATTTTCCACTGGTAAATTTGGAGCAAATAAAATTCCACAAGATGGCTCCCTTTGACCTAATGGGGGGAA 
AAATGTTTAATTTATCATCCTTTAAGAGACATGGAAATGAGTAGTTGACCTTTTGTAAGCTTATGTGAGACACTCTAAAAAGTGCCCCAGTGTT 
CTTAATGGAAACTAGAGGAAGCCATCGACCCCCTAGTGCGAGCCCCACTTTTAGCCTGGAAAAAAAAAGTGGCCTTTTCTCCCTTGTTTGTGCT 
GAGTTTTGGGT AGAGTAGAAAACTAAAGTG AT AG AGAC CTTTC ATAAAAAC AG ATAAACTGTGT CTCT CGCTT C ATCAAATGAAAGCCAGCGG C 
TACGTATCTCAGGTCCCGGAAGCCAAGGTTGGCAGTTAATTTGTAAAACATGGTTTGGAAAGTTCAAGTTCTTCTCCAACCGAGAGTGCGCCAG 
TGCTTTATCATGACGTTATATGTGAGGTTATATGTGTTTGATAGAATTTAAACGATTTTCACTTGAATTAAGAACATCCAGGACTTTTGTCAAA 
GTCATGAACTTTTCTGAAAAGGACTTGGAGCATTGAAAACTCATTGTTGCTGTCTGTTGGGAGACTGCAGAACAGGCATTAAAACCGAGCTTCC 
CTGTGTTTGGCTTTCTAAAGAGCAGTTTCTGCCCTATTATAAATAGACACGCCGATTTTTGTAACTGTACAAATGAGGAAGTTGTGAGGTTCCA 
TGAGGCTCAGCTGATGACCCTTGTCTCCTGGGTTTGCATGAGGACCTTGTAGGCTGAAGGTGAAGGATTATAAAGCCGTCCAGATAGCCTGGGT 
TGGGTGGGTACATGTTACACATTAGCCTCAATCTTGTGCATGGTGTGTTGTATTGGCATGACTATCATGAGGTCTGGGACAGGGGACCCTGCTT 
CCTAGCCATACCATAGAATAAAACTTTTTAGAAATGTAGACATTCCTTAGGATCTAACTGGAAGGCCAATGCAGGTCGTCAAGTGGCATTTTTG 
TCATTGTTCAGTTTATTGTCTGTAGTTGTTATCATATAACTGATTTTCCTTCTGTTGACACTACAGTTGTCTTGCTTATCCCCGTAGAAGTTGG 
GTGAGCAAGGGTAACTTTCCAAAGTACTAAAGCCATTAAAAGACCATGATGTGACTTAGGGAACTC^GTTTTTAAATCTAAGTTATAGTACTGT 
AAACATAGTTTTGAAAAAATAAGAGAACATATAACAAATTAATATTTTAATAGTTTTTATTAAAAAGTTATTTCATTTTAAGTGACTATGGTTG 
ATTTTT ATAGGTG CCGTCAATAACAC C AAC ATC AGTTT CAGTACTTTCTGG AAAATGGCCAC AGAGTCC ATGTGGC CT AC CCTAAGTGACAGCG 
AGTGACAATGAGCTGGCAATCAGTAAATCATGCTCCTCTCTGGAGCAAAGACTAGATGCTCCTTAATAAGGCTGGGGTGTGCCAAAGTGGCCTT 
TTATATTTAAAGAAGCAAAAGGCCAGTGTATGTCACAACAAACTCGGTGATGGTGCTGGCCTGGAGCGTGAGCAGCATCCCATCTCGTTGAGAC 
GATGAGTAACATGAAAAGCATGTATGCTGGGACCTAGGAAGTTCTTCTCACTATCACAGTGAACAGTCAAGTCAGAGCACCTTCTCAGTTCCAC 
TGGGTCAGTCTGCGTGTAAGGACTTCCAAACAATAGGATACCTCTATGAAGCTCTGTGTGGCTTAACTTCTTTAGGTCCAAACAAAATAAAGCC 
TTTGGCAAACAAACTGGCCCAAACCCTTTTAGCTAAAGTAGAATAGCGTTGTAGAAACACCCGCATCAGAGTGCACTTGCTTAATGTTATAGAT 
GTACACGTGGTTTCCCTCCACCACATACAGCTTTAAGGTTGTATTTTCAAGTATCCACTTGACTGAATTTACTTGTATGTCTACATAATTTCAC 
TG CCGAAAGT C ACAATG AGATATTGTNNNNNNNNNNNNNNNNNNN^ 

CTACCGTCTCTTCTAACAATTACAAACTATCAGCACTTCGGGAATTATCTGTGTGGATCAGTCTTGTGGAAACCGTTGCTGTATTTTAAAGATA 
GAAATCTCATTTGTGCTGCATCTCCCTTCCATCACACTCCTCTGGACTACACGTAATGGTCTTCTACAGCAAGAGGGCAGAAGACAATGCTTCT 
CAACTTCGGTTTTCCGCCTTAAATGATGAAGTGTGAAAAGCCACTTATGTTTAAGGGAGCTACTTAAGAAGTGGCCAGTGTTGATGGTCCAAAT 
CAGAAAGCATGCTAATTGTAACTGCGTGCCTCTCCTCAGTGGCTGTGAGTGGGTGGCTAGTATGGAGGTTAGAGAGGAAACACAGCCTTGTTGT 
GTGATCATGGCTTACCTGGGGGAGGAGAGAGCCAAGGCACCACTGACTGTCATGTCAGCACACATGTGAGCCTCTTGCCTCCAATTCCATTGTC 
TTTCTTATATAAAATCTACCATCTTTCTTGTTTTTTGATTCTAGCCTAGGGATTCACTCTGATGCCCAGCCTAGCCTGAAACTCATAAACTCAT 
ATGTAGCCTAGGCTGCTAGTCCTGGGATTACAAGGGTGAGAGCTACAGTGCCTGGTTCCACCATTTTCTATTACGTGTCACAGAACAGGTACTC 
AGTGTTGCCTTCTAATTGGGAAGCAATCTTTATTTTATTCTCTCTCTCTTTCTTTCTCCCCGCCCCGTGTGTGTGTGTACCTGTGTGTGATGGT 
GTGCATGCATATGTATAAAGGCCAGAGGTCAAAATGGAGAATCTCCCTTATAGTTCCAGGCCAGAGTCTGCCCCTGACTGGCTCAATTGGCTGT 
CAATCTAGCCTCACTGCTCTTTTGTGCCCACCTCCCCAGCACTGGAACTACAGTTGCCTTACTGGGCTTTCTCTGAGGGTTCCTGGGATTAAAC 
TCAGGTCCTCACATTTGCCTGGCAAGCGCTTACTGACTGAGGTATTCCTGTAGCCCCTTGGCTGCATTTTTAACAGACTTCCTCATTTCCCTTT 
GACCCTCCTTCATATCAGTTTCTGCCCACAGAGGGGAAAATGTGAAGCCAGGGCTGCACATCTGAGTGATTTGCCTTCTGTGGCTTAGCTGACT 
GGGGGAGGAGGGGCGTGGGGAACACTAAATTGGATTCCTATGCTCCTGTTTAAATCTTGTTTTTCATTGTGAGTTGTACCAGCAAAGCTCTGGG 
AGATAATCATGAAAATGTGTAGATTGGCAGCTAATTTTTGAAAAAATGAAAAGAATCAGAGATGAAATAGGAGCGCTCAGAAGTTTTTATGTTC 
TCCCAACCTGTTTTGTCAAATTGTTACACAAACCTAGAAGGTCTCTGACTAGATACAAAGACGTCGCATATTGCTGCTCTTTCTCGTGGAGCAT 
CCCTTTTGAAAACTACAGAGTAATTCACAGTGATGTGATAAATTTGCAAAAAAAAAAATGGAATCTTCAGTGTATAGATGAAAAGACATGTCTT 
TCACAGAATCATGTGTTTTATTCAAGAGGTCTGTGACCTAGGCATGTTTAATAGGTGATAGTCCCGAGCTCAACCCTGTCTTCCACATGCACAT 
TTACTTCCTGCCTTCCGAGAAGGACTTTGAGTATTAAGTGGCTAGTCCCAAGTCTCCCTGGGACAGCTTCACCAGCAAGAAAGAAAACCACCAG 
GCACATGTAACTGTATGGCCAGAATTTAGTTGCTGTACAAGTTCTGTTATGAGAAGTTTGTCAAGTTTCAGGCTATTGCAAAGAATGAGTTTAT 
ATTCTAGCCAAATATGAGGGGCACCTTCCTCTGTCTGACATTTGGATCTTGTCTCCACTGTGGTGTGTTTATGGAGTTCTTAGAGCAGGTAGGA 
AAGGCAGACACTGTCATCTGATGACTGGAAGTTCAGAGCTCAGCTCTGCTATTTGTTGGTGGTGGCCTTGGGCAGGCAACCCTTGCTTCATGAC 
TCTGCTCACAGCCTCGGTCTTCTCTTCTGCAAAATGGAAATGATAAAGCAGATTCCTGTGACAAATCAGGATTGGCTGCCAGCTCGATGCTGGA 
CTCTGAGGCAGGCTGCCTGAGAAAGTGCTGGGCAAGGCAGGTTGTTCACAGTCTCAGGAAGCTCGTTAGCAGTTTAGCTCTCAGATGCCTCGCA 
TGTAATGGGCTGCCTCAGAGGTGCCTGTACTCCTCCTTTTCTTGCTATAGACCAGGTTCTCAAGGACCCTTATAAACACAAAAAGTTAATGTAC 
ACTGTTTTTAAATCTCAGGACATTTTTCAAAGCTTATGGAAGTACAATACAGGCCAGGTAACAGACTAATGTCTACTGACCTCCACTCCTGCCT 
ACAGCAAGCTTTATATGCCATGTGCTTAGCAGTTCTCCTGATAGCCATATTGTCTGGGTAACTTGAAAAGAAAGATGTTTGTGGTTTCTGCCTG 
GCCTCGAGTTTTTTCATTTTGATTTAATAAATCTAGGCTCAGCTTGTGAAAATTCTGGGCCAGGCCCTGGGTTATGACATAAAGCACCACAGGA 
AGAGGTGCTTGCTGAAGGGAGATCGGCCAGCACCCCTCCCTTGAGGACTTGTTGAGGTTCTGGGCTCTACTAAGTCCTCCTCTGGGCCTTGCAA 
GTTAGACATGGGCCAGCACTAAGGAAGACCTGGCCTGGTGGCTTACCTGGAGACAGCAACTGCCCAGGGCTGTTGGATGCTTCTCCCAGGAGCC 
AGCCAGGTTCCAGCCTGGTGGCAATGGCCTCTTCGTGGCAAGAGGAAAGGCTCCTGGCCTCCCAGGAAGACTCCCATGGTATGTAGTTTTGAAT 
GTGTGCTTCCTGCCCAGTCCCCAGAGCAGTGAGGTCCTTCCTGTGCAGTCTTGAAACCTGGCTCCCAGCCTCCTCTTTCGCGCCTCTTCTCTAA 
CGTTGGTGATGTGTTGAATCCTTCTGTCTGAATCAAGGGAATGAAACCTGTTTGTCCCTGTTTAATCAGAAGAAGAGAAAAACAGTCAAGAAGG 
AAGAGGGTCAGGAGGGGAGAGAGGGAGACACAGAAATAAAGAGATGAGAAGAGAAGAGAGTTAGATGAAGAAGACAGGAGATGCAAAGAGATCC 
CGAGGGATGGTGGGGTTATAAGGAAGGCCTCACTGCTCACTGTCCTAAAGAGCCAGCCTTGGGCAGCCTCTGTCATGCTGGCCTGCACTTATCT 
CTGCATCTATTTCCCCTTGTGCAAGATTCAGAACTGCCTGCTCCAAAGAAACAATAAAAGCATTCATGTTTAGAAGAACTGCCCAGGTGAGAGC 
TAGTTTACTGACATTGTGGCATGCTCTCCGGTGGGTTGCCTCTATCTGAGACTTGCTTGCTCTTCTCATGCAAAGTGGACCACCACAGCATGTT 
TCTGTGACCGGCTTATTCCATCCAATACCCCTGCCCAGACCTGAAGATGGTAATAATTTGCTTTGGTGGTTAATTCCCTATAGTGAATGAAATC 
TCCTTGTTTTATTTAAGGCTGAGACTGTAAGATAACTGAGCTCAAACTATTTGTCTTTTTAAGTTTTTAAAATGTATTCGATTTCTCTGACTCT 
CTCTCTCTCTCTCTCTCTCTCTCTCTCTTTCATACAAGCACACATGGGGGAGGCAGTGTATGCAAGTGTATCTATGTATGAGTGTGTGTGCATG 
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TGGCATGTGGAGGTCAGAGGATAGCCTGTGAGAATCAGTTCTCTTCTTCTACCACGTGGCTCGTAGGGATCAAACTCAGGTTGCCAGACTTGAG 

GGCATCACCATTATCTTTTAAGACATCTCTCTGGCCCTTTAAGTCCTACCCTTCCCCCTCAGATTCCCTGTATTGCTTTCACATGGCAGCAGAT 

GTACTTTGTAGGTGTTTTGTAAGCAGTGCCTGGTGGTCAGCAGAGTACCCAGGATGGCCTAGACTCCTTCAGGACACTTAGGGATGTCCTTTGT 

AAACTTTGCCTTAAAAGAGGCCAAATGCATTTATCCCCCACTCTGCATTGGTAGGTTACTTCTTTAGTCTCTACCCCAAAAGATGCAGATCTTT 

GGTTTTGGGACATTTGAGGGGCTTAAGAAGTCTCTGCAGAATTCGTAGGACACAGTACAGACTGACTCCAGCCCTTAGCTTAAAAATTATCAAG 

TACCTGAAACTGTTGTTCTGAAACAAGGGACCCTGCTGGCAACCATACTAGTCACAAGTCCAGAGAGGGTGGGGTTGAAAGTGTGCATGCAAAT 

CTAAGGGAGGTAGACTGTGTCACAAGGGTGCATATGCCCTGGCTGGCAGGGAAGGGAGTCTGTCGCTAAGTGACCCACAGAGCA.GCCATGTACA 

GAGGTGAGCTACTGGGATCCTGACATGCACCTGTGTTACCACAGTACCCACTGGAACTTGCTCCAAGCACTGTTGGTGAGCTCACTTGTCTGTC 

CCCCTGAGGCATGACAGCTGGCTCCTTTGTCCATGAGATGACTGTTTGGAGAAGGGCAGGCACTCATACTCATGGGCCTGATAAAACATTTGTT 

TCTATTTG ACTTGG AAGTAGCTTGGGT ATATTAT CTGGGCTAT CACTG CTATCATCT AGTG AACCAAG C CTTCAATG CATAG C CATTAAAATAC 

AATAATGGCACTGTATAGTAGTTAAATTAAAC^TTTTAGC&GT^ 

NltfblNNNNNNNNNNNNNNNNT^ 

NNNNNl^NNNNN^ 

NNNNNNNNNNNNNNNN^ 

NNNNlSnSTNNNNN^ 
NNNNNNNNNNNNNNNN^ 

ATATTAATGATAAAAAAGATATATAAAGTTTTAATTATATAGATAACATCACAAAATTACTTATATAGCTATATGGCATGTGTATGTATACATA 
TATAAAATAAATACTTTCATATATTAATATAAAACTACATGTACATATACCATGGCTTACATGTGTTCCGTGTTATATAAAACTATGTATATAG 
GTGCCCTTGCGTACACAGTTTCCCAAACAACTGGAATCCCCCATCAATTTCCAGGTTTCTTTTAAAGGTAGGCCTCAACCCATAGCCCCATAAC 
TGAACCAAAGAGATGGAGTACCTAGAAAAAAAAACAAACAAAGGAACCTGACTTAGATTCAGCAGATAACCTGAGTCTGCTGAGAGCGATAGAT 
GTGTAGCAGAGCACGGTGAGCACTTTCAATGAAGGCACCAGAGTATTCTACTGGACATAGATTTCTTATCGAGGTAGTGAGTGTTGCATAGTAA 
TAACATAACATCTAAGGGTACCCTAGTGGCCCGAGGTGTGGCCCAGCTAAGTCCACTGCATTCATTTTTCTCCCTCTCTGTCTCTAGGTCCCTC 
CCTGATATTTGTGGTAGTCTGTGTACAGTTTATGGAGCACTCACCTGGCCCACTATAAGGCAGCCTTTTCCTATGGGTGTTTTCAATTCAAACC 
AAGATGAGGAGCCAGCCACAGGCCTGCAAAGCAGGAGGTTTGAGCCCTCTCCTGGCTTGTTCTGTGATCTCTGTCTGTGAGAGAACGCTGGTGG 
AGTCTGCAGCTAGAGCTGAAGAGTGGGGGACAAGGACAGAGGGTGTATTGCCCATCTGCCAGGCTGGAGGTGTATTCATTATTGATGGAGGTAG 
TGCGTTGCTGTTCAGATATGCAGCCTGCCTGGGTAAATGAGACATTCTTCAGCAAATTGCTTCGTTTTTTGATTGCTGATTGTACGCGTGTCAC 
CAAGCTGACTCAAGGTTCATCGATGCATGCTCAGTAAATTAGAAAGAACATAACTATGGATCAGCCAAGAGAATGAATTCTGTGCCTACAATGA 
CCCAGGGCCATTTAATTTTCTGCTTAATTTTGTTGCAGTCAGTTTGCATTTTGGGTTATTATGCAGTAGGAAATTAACAATAAATAACAAATTT 
GGTCCTCCTGTGCTTGTAATGATATTTTTATAAATCTTTGTAATGCTGTTTTTTAAAGGATCAAGGTCTGTGCTAGGCTGATACCCCAGCAAGT 
ATGTGAAGAGGAAAATGCATTATTCTTGCTAGATAGCCTTGTTGTTAAATAGCATAAGCGTCTCTCTCTCTCTCTCTCTCTCTCTCTGTCTNNN 

NNNNIS^^INN^^s^s^ 

TTCTCAGATAACCTGAAGACAATGGATGTCGATGAGGGTCAAGACATGTCCCAAGTTTCAGGTGAGACCTTGGGTGATAGTTGTATGTCCAGAA 
GTTGTGCTAGCTGTCCTTGGGGAAGCTAGCAAGGCTGCCATAAAAGAAAAGGCTCAGAGCCACGTGTGTCTGTGTTCAGAGAACTTGAACATAA 
AAACCTCCCAAGTGAGATTAGGTAGTGTGAACTCTAACAGCAATTCAACCCGGATTAAGGAAATGCTGTAGTTTTGGAGACAGTTGTAATAGAT 
TTGTCTAGCAAACATACAGAACACATGCCAAAGGTGGCATTTAAAAAATAAGAGATGAGAGAGGAAGAGGAGGGCACAGCAGCAATGAAAAGAA 
AGC CTAGCCAACGACGG AGCCCAGTTCAGAGTCAG AG CACTTGCCACGTG AGAACAGCAAATC CTTT CT CAT CTTACCAGACTGAGAAAGCG AA 
ACACTCTGGCTAATAGAAAGGTGGAGCTGGGTTCCAGGCTGTCCAGTGGGCAGCACTGAGGGTGGCCCATCCAGTAGATCCTGCCCTGCTCCTG 
CACGCATGAGTGTATGATGTCCGGTTCTGCCTGGCCCTGCATCTGGACAGTACCTGGAAGCAGACTTCCTGGACTTGGAGATTCAGTCAGTGTT 
TCTGTTTCACAGCCTCCAGGCAGTTCCCCAGTCCCATGAGCCTGTCCTCTCTATGGCACTGGCGAGCCTGCCATCTGTGCCTTGGGCAAGCTGG 
CTCCTCAGGTTTTTGAAGAGTTGTTGATTTGTTTGTAAGTTTGCATTTTGGTCCAGGTGCCCCTGACAGGACCCGCCCTTAATATGTGGTGTTG 
CCTGGATCACTGGGTGACCTGACCCTCTGGAGATGGGCTTGTGGCAAGTCCTGTGCTCTGTCAGCTCTTTCTTTCCATTGTAAGGCTTCAGACT 
TAAACTTCCCACAATGCAAAGAATAATGAATGGCTACTTTTAAAAGGTGTTGGTCTTATGCTCTCCTAGCTGAAAGTAATGAATGTGGTCTCTT 
CTCTATGCAAACAAACCTTGTTCTTGTTATACAATCTACCCACTTCAGTTTAAGGAATTCATCTTAAAAATAAACTCTTACAAGTAGACAGAGC 
ATGTAAGGACATGCTCAGTGTGGTGTTGTCATTAGTACTTAAAAAACTATGGTGTGTGCACAGACCCGAAGCCTCGGCTCTTAAAAAGGAGGAG 
GATATGAATATGCAGGTATGGAAAGAAATCTGAAGTGTATATCAAAATGGGAAAGATACAAAGTATGATTCCATGTGGAAATATAAATTGCACA 
CACGTGTGCACACATTCTGCATGCTTCCATGAACAGTTACAGTGATTCTAGAGTGTAGATTGACCTGGACTTCCCCCAAAGCTGAAGGTTAGAA 

GCAAATCTGTTAAATGAAAAGATG CTGTTTAGCTTGTTGTATTTAGCTTCCCTTGCCAT CG C GC AAAGG CCAGG AAAATGGTG CTAAAC ATAAT 
TAAAATAGGGTGATGATCAGGCTGTGCTTTTGAAAGACCTCACCTACGGGCTCACCCCTTACAGCAGGATTGTTTGGAATATCACAGAAACAGG 
GATGTGGAGAAACTCCAAGGGCAAGAAGAATCCCATCTGCTTGTCTTTGCTGCTTTGACCTCAGATGAGTTCTGAGTTTTTATGTTTCAAGATG 
CACTCAGTGGTCCACACCCTTGGGCCACATGCCGCCTACTGTCTGACGTCGTAATACCAAAACATTAGGCTGGAGATGAGACCAACCCAGATGA 
CTATCAGTGAAAAAATGGGAAAAGTGTGGTATGTGTCTATAACAGAATATTATTTAGTTATGAATGTTGGAATTGATCATTAAGGACAACATGG 
ATAGACTCCAAGAGCATTGAGTTAAGTGAAAGAGGCCAGGTTCTAAAAACCAAAGGCAGGCACACACTCTGCTTCTTCTGAATTTGTTCTTATA 
AATGAATGGTCTGGGTTGGTGGATTTGCCACCCACACATATTCAAGGGTTGCACACTATATGTATGACCGAAATCTCAAACATCACACTGTACC 
TCATAAACATG AG C AATTATTGGACGTCAATAAC AAAATTTAAAAC AATAAAG ATAC AACTTC CC C C AGC CT CGAAAACC ACCTCTAAAATGTT 
AACTATGATGGGTAGTCAGTATTTTCATTTTTCCATTTGATCCCAAGACTTCCAAAAACTTTAGTTTCTTGAACTTCTTTTTCTTGCCCTTAAC 
ATTATGCTGGATGGTGTGTATTGTAGGTTGTTCTGAAGGAGAGGACTGTTGAGGGCAGGGACAGCAACACAGCCTGAAAAAACCCTTCACTTTC 
ATTTTTTGTCTGAAAATATTTGGTCTGAAATTTTCTCTGTATGCCCATAGCAAAGGAATGACACCCCTCACCATGATACAGCCGCTGCATTCTG 
TT CAGC CTTGAACAT C CTGAACGATGATTAG AGCAT CATAG AGTGTGT CACACTTAGGAAAGAATTACATATTGCTTTTGCACTCCTTTAAATT 
TGATAACCTCCCAATTCAAAGCAATGCTTCCTCCTTTGTCTGGTAAGACTGGGAAGAAAGTAGGAAGGGTTCATGTAGGAAGGTTGACTTGTTA 

TGAGCTATAATCCTAGCCTGGGAGTTAGCTTTCTTCATAAGAAATTGAGGGATATGTTACTGAGTCATTTCTTTTTCATAAGATGTTCAAACCT 
AGCAGTTTCATAGGATTCCCCCTTAACATGTGCAATACCTTAGAAACACATTCCTTACTAGACCCCTGTCTTCAAGGCCCTTGGATTCTTCTTC 
CCTGGGTGTACTCTAAATATGGACTGTGCTCTAATTGGTGTCACGTACAGCATCAATCCTAGAGGTTGATGGTCATTGCAGATCATGCTCACTG 
ACTTGAGTCTACGAATTGTGGAAAGCTTTCTGATAGAAACTCGCAGCTGTGTCCAGCCTTATTACACTGTCATCTATCAAGACCACACTAAGGT 
GCTTCCTTTGGAGGTCCTTAACTCACTTTCTGATGGAAGCTCATTTCCTGGTCTTCCCTTCATCAGAGTTTTCAGGTTACTCATGCGTTTTTGT 
TTGCCTT CT AAAG AAAG AGGC AGT CT ATGGG AAGAAC CTTCTGGGAGTTG AAAGACCAACTCCAC AC CCATTT CTG ATTGCAGCTGTGGGACC C 
AAGCCAATGCTCTTGCCTCCTAAACCATGGTGTGTCTCCTATAGCAGCAGGAACTCTGGCCAGTGAATCTCTGAGGCTCCTCTGGCTCATATCA 
CCTGAACTCTGTATTTTATATTTTCTTAATGCTGTTTGTAATGTGTTTGTTGGAACGTGCACACAAGGAGTACACCCTGTAGACATACATAATC 
TGTGTAGGGAAGAGGAGCCTCATATATATTAAATAACAAAAGTATTCTACCTAGTTAATCATAGTAAATCACATTGATTGAGCACTTGGAACTA 
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CCCAAATAACATCCTAAGCATTTTCTCATTTTTACCTTATAAAAACCCACTGAAGGAGGATGTAGTTACCTCCJ^AGTTGCAGAAAGCTAAGACT 
CAGCCTATAAGAAATTGACAGGAAGTCCCATAGGGAGCCAGACAGTTATGAGCCTACTTCAGCCCTAGGCTAGAAGCAACTTACTCTCGTCAAG 
TGGTGGCTCTGTAGTGAATACATCTATTACCCTGGTATTACTCTCCCTTAAGGCCCTCTGTATCTTACAGATGCATGCCTTTGGGAGAGATTTC 
TAGAGATTTGCTGGGTAGCTGGGCAAATCATAATACACTTAAGAACTCATTTACTTTTAGTTTCCGATTAAGGGCACAATTTCTTTAATTTGAC 
CACAAACTTCTCAAAGACATACTTGACACACAGGCAACAGGCAAGTTAAGTATAAATTGGTGTGATTATAATTTCACCAGAAGTGTTGTTTTCT 
AAGTAAGTGAAATTTTGCTTGCCTCTTCAGAGTCATTCCATTTGACTTATTAAGCATTTGCTGTCTTGCTTTCTCCACCCTATTGCTTTTGCTA 
CCTGGTAAAGGT AC CACATAGC CTATGC CT CTGTGGTGTACTACAGGTTAC CAAGAGTTTACTTAAC AAGTTGGTGTTCATG CTTGTG ATTAAT 
TTTCATCATGACCTGCTGAACTATGCCCAAATCATGGATTCTAGCCTCTTGTTATACCTGAGGAGAGAATTCTAAAGTAGTGGCCATCGCTCCT 
TCCCATCAGCTCTCCAATTGCTTTAATCAGACCTATAACCCAGGTTAATCATTGTATTCATAATTGGGGTGTGTTGGCTTTACCTAGCACTTGG 
GGGTTTTTTTGTTTTGTTTTGTTTTTTTAAGTAATGATTCAACTGGTTAGTGGGGCAAAAGCCAATATGCACAATAACTTGGTCTATCAGAAAG 
GTTTTCATGAGATGGTAAATTTTGTGCAGGAAGACCTCCCAGCAGTAAAAGAATGCAAAGATCCTTGGTCATCAAGCCCCCCTGCCCCCAGAGT 
GGTGGATGTCTCTGCAACAGAACTCACACTGGGGGCTTTTAGGCAAATCAGAGGACCTCTTAAAAACCATCAGTGAGCCGTGGTGAGGCAGGGT 
TGAATTAATGCCACGCTCTTGGCTGCCATGTTAATGCCATGTTCCTTCAGGTCTGATTTTGTACTCTATACCCCTATACACATGGGGACTGACG 
TGTTGTTCCTCCTTCTCCCTGTGTGGTTTCATCTGCTCTGAGAGTTCCTATTGATCTGTCTGACCCACAGCGTTTTAGAATCACAATCCCTACT 
GTTTTCATTACACCGTGT CCTTCATGT AGGAAAAGTACCAGG ATATAAGATGGGAATAG AGGTGAG ATGG C CTTTTAATGTACAACTTC AG C C A 
GCTGTGATTCTTAAGAAGTCCAGCTGTTACTATGAACATCATCCTTAAGATAGAGTTGAGTTTTGTCCTTTCAAAGATGGATCAGCCACACTTT 
TAAAACTGAGTAACCACCATGTGTCTTTTTGCATGCAATTAACTAATCATGAAATGGACTGAGAGTGTGGCCTGCTTTTATTGGCTAATCCTAG 
ATCTTTATGACACATACCCCTCCCTCAAGGTCTAGTGTGGCATGGCATGTCCACAGGCCCAGAAGTATCATGGATGATAATATCAAAGTTATTA 
TATGGAAGACCATCACAACAAAACAAGTCAAAGCAGTTCCATTTCCCCGTCTCCAATTCCCACTCAATATTAATGCCAGCTGGTGAATCACGGG 
TCCCCATGGCTCCACTCTCCGTCTCATGTACCAGCCTCTTAGGCTATGGCGTTGTGGCCAGGGGCCCCACTCCCAATCTCATGGAGGTTCTTTT 

AAGTGGTGTGGGTATCTGCTAACCAGCCTGCCACTTCCCCACTTCAATGTCTCTACATTATAAAGAATATCTGTTTAACCAGATTTCTGTGTGC 
TTATTGTCTTTGAATACCTCCCTAACATCCCCAAACTTTGAAAACCTTCATTCTGGGCCATGACTCTGTATGACTGAAGCTGTCAAATTGTTTG 
TATAC CTTCTGCATGCTC CTGG ATAGAGGCTTTCCTTGCTTATTG C AAAGATGAGAAG CAGAGCCACAAGTCCTGCCACTGTTACTGTAAATGT 
•CTTCTATTTAGGGTGAGGGAGACAGTGCTGACTACTGCTCCAAGATTCTAGCACAATGTGAACACTTTTAATCAGCCTCTTGGGCTTTTTGTTT 
TTCTTTGGGAAATTATT ATAAT CTTACCCCATCTTTAACTATTTATCTCGTATCAG CTAT CCAAATATAC CG AAT AATG CT GTTT CTGAAAATA 
TGCCAGTTGCTCTAATCAAGCTAACCTGGGATAGTACATTGTGATGTCTCTTTCTTAGCGATTGTAACACTATTCCCCAAAGCATGTCTTTGGT 
GCAGATTCTATTTTAAAGATTCCAGTAAAGCTTGTCTCATGTACTTATTTTAATGATCTTTTCTGGCTCCTAAAAAATGTTGGTGCAGTTCTTG 

TTAGTGTTTGTTGGGAGGTCATTTCGCCTATTGGGCCAAGTTGCCAACTCAACGGGCACACGTCTGGTAGCCTACCTTCAGGATCTTGAGCCAG 
ACTTTCTTTTGTAAGTAGCTACAATGAGTCAGTCAGCATAGATTTAGGGCCTCACTGGCTGTTTCTCCTATTCAGTTTGAGCCTGTCAATCCCT 
TTAAATCAGCTCCAGAAAGGTGGACACTTTCAGAGCTCCAGCCTTGGTGAGAAGAGAGCGTTTTCTACCAGCGACAGCTTCACTGTGTCGATCT 
CAATTTCTCCATCCTGGAGCTAGACAAACTTCATTCTAACCCAGCCAATGATTGCTAGGGAGATGGGATTAGGAGGGGAGTGAGGGGGTAACTG 
GAAGTGAAAGTGGCCAAAAAGCTGTCTACACGTGTATGAGATTATCAAATAATAACACAGAAGGGAAGGAGGCAGAGGGAAGGACCAAAAAAAG 
CTGTATATGCATGTGTGAGGTTTTCAAATAATAGCAAAGAAGGAAGAACGGGAGAGGAAGGGAGAATGGGAACCCTACTTTATGATGTGTAACA 
AACTTTTATCTTTGTATGCTTTTGAGTTTGTCAAAGCACGAGAAGAGCCTCAGAAATACAGCCACCATTAGCCCAGCAGTAACATTTCCAAAGA 
TGTAT ACAATGATGAT CTTTAAGG ATATGTC C AAAATTGACTG AAAGG AGGTT CAGTGCAAAATTGATTAT ATAG ACTCAAAACAATATATAGA 
GTCAAAAGAAGCAAAACAATGAACCTAATTCCTTATTTCCCCTATAAATAAAATTGTAGAAATAGGTTTGTATCAACAAATTGTATTGAGGAj^ 
NNftTNNNNNNNNNNNNNNNTATATCAAT^ 

CCTTTTGTAAATCTTTGTTCTGTCCTCTGATGTCTATTTAGTGCTTAGCAGTGATATTCATTCCTAGGAAGAGAAATATGTATTTGTCCTAACA 

gggaagcattaattcagagcaggtaccccttcagtctgccctagtgctgtcaaggtgaagcccaggcagtgaggttttcccagcagctgacaac 
gcctgccagaaactcaagctctgatttGtgtctgcaggaaaggagagccccccagtcagtgacactccagatgaaggggatgagcccatgcctg 
tccctgaggacctgtccactacctctggagcacagcagaactccaagagtgatcgaggcatgggtaagtggctcaccctgctgtcctgcaggct 
gtagcatatgcagagttaggaaatggctgctgtgtaggataaggtaggtgggctcattccctcttgtcctctgaggtcagtcacataacagggt 
ttcctcaagttgggatatgggtgatctgctttaattgatgtgtttatttttaaggtggttttctgttgactacaggtgatcttggtgttactat 
gtgctgaacaac^tggaagtgtatgaaatacatttgtattaatttaaaggtcactttaaatcaaggagttcggccagtgttggagcatatagat 
ctcctttgcttagtcctgaaaacacgctgtatgctaggggttcttttcaaaacataaacagatggtcacaacctgcctgtggttctcatcacca 

AGCGAGAGGCTCATTCTGGGAAACAGGAGAAATTGTCCTTTGACCATGCCACACAGGGAGAGCCCCTACTTCACAGTCAGGCTAAGGACTTAGT 
TCTTGTGGAGAAAGAGGTGGGCTTGCCCAGAATTTCCACAGCTGCTGTGGAACCTCTGCAGAATCATCATGCTGTAGGTGTGATTTAAGGAACC 
GAAAACCAGGCTGGTTCCTGGAGAGCGGGAAAGATGTGTGTATTTCACGTGTCATAGATGAATAGGTCACAAGTGCTGTGGGCACCTTGTCCCT 
TTGGCCGTGTAGTGTGAGCAGGGAGCAGGCTTCGCTGGCACTGCTGGCTGGCTCCCTCACGGGCCTTTGCATCCTAAATCAAGTGCTCAGTTCC 
AGGTGCCCTTGGTATGCGCACTCTGTAGAACATGTCATTCCCAGGGTCTTCTCTCCCTGACTGTCACCATGTACAATTTTCAGTTCAATTTCCT 
TTCAAGATGAAGTTTAGAAAGTAATCATTTCAAACTTGAAAAATTAAAATGCCTTGGTAAACGTTTTGCCTGATTTGGCAGTAGCAGTTGACTT 
GGCCCTGAAGACAGGAGGAGGCTATTTGATGTGAGCCTCAGAAACAAAGAGAGCAAAGTTTTTGGTGGACAACTAGAAGCCACAACATCACCTG 
CTAG AAAAACTG AG AG C AAAAG CCCAGAGAAC AGATAGTAC ATGGG AAAGGG ATGAG AAAAC CCACC ATTGG AAC AC CC C CAGCCAC ACTAC AT 
GGTGG CCG CCTTGTCCTGTGTGATTGTTGAAGGAAATCC AC C C ATTTCCAC ATGTAGGCTATATATAGG CTGTAAGTTT CATAATGTGTAG AAT 
ATAACATTAAATAGAATGGGGTAATATCTAGGAGGTATTCACAAATTACAGGAAATAAAGTTGAAGCAATACTTCACCACACTGCCTTATGGAG 
TGGCTCATGAGAATCATGGATTAAAAAGGACAGGGGACCAGGAATCAGGAGAGTTTGGAATAGGATC!AAAGGGCIAACAGGGTCAAGCAAGAGTC 
ACCATGGAAACAGGGAGGCAGGAGGGCAAGTCTCAGAAGGGACACATCCAAGATTCTGGTCCCTGACTGTGACCCTCAGGGCAGAACTTCTCAT 
TTCTCTGAGCGTCCATTTTCCTCATGTGAGCGAGAGCACTACCGCATGCCCCAGAGTGGCTTTGTGGGCCAGATGAATAAAGCAGAAGACAGAA 
TGGCAGACAGACTAAAAGAGAGAGAAAGTGTGTGGGTGCATCGCAGGCACAAATGTTCCTAGGGACTGTTCCTAGAGAAAAGGGATCCATGCGG 
C CT C AGT AGTAAGATG AGGACAG AC AAC AGAGCATAAGGAAGAG ATG AGTC CATTAATAAAAAACGG AC CC ATAAAAC ACGCAAAATTG AAAAC 
AGCCAGGAGAGAGAGAGAAATGTGTTAGAGAAGGACAGCGACAAGAGGAGACTGACTGCAGATTGAGAGCTCAAGCCTGTGGAGTGACCAGCAG 
TGAGGACGCAACAACCTGGGTCACTCAGTGGAGAGAAATGGGCCTGCTACTGACAGCTGTGACCATGCCAGGAGACTCTGTACCAGACAAGAAC 
AGACAGAGTTAGAAAACAAGTGGTGAGAGACTGGAAACCAGCCCCTGACTGGCTAGTGGGTCATTCCCAGGATTAGAAAAGTTGGGGTTTCACA 
C^CTGCTGCTTTCTGTAATAATGCTGAAAGGACACCATAGATCTATGTATAAAAATTGGGACAATGGCAGTCAGAGGCAGAGTAATACAAGCAC 
C ATTATTGGG C CTCCATTTTCTTCAAAGT CTGAATAAGAAGAAAAAAAGATTTG AAGAGCTGCTTGAAG AATTTAAGTCAG ACCCGAAGAAGAA 
CTTTCTGGAAAGCAGGGATTTAGTCATCGGAACGGTCTACTTAATGGCACTGTGGCTTGTTCTTCTGAAGTTATCTCTTTAATAATGAGAACTC 
TCAGCTCTCTGAAGTGGTTGTGTCTGAAACCATTTGAAGCTGACGAAGCACTCAATTGACCTCTTCTGGCAAAGCTGAGTTTACCAAGTCTCAG 
ATGTTTGCTGGAAGAAGGGCAGAGCCGATTGCACTGACACAGAACTCTAGGGCCTCATAAAGGCCTTCCTGTGGGACAGTGTCCAGGTTGATGT 
CTAGAGAGCAGATGGGCAACTATAAAGAAAAGTGATGGCTCAATACTCTATTCCTTTGCTCAGTAATACATCTTCCTTCTTTCTGGTGAGTTTC 
CCCCTGGTTTGGGTTTGCTCTTGTCACTTGTGGCCTAGAAGAGAACAGAGCTGTGCTCTCCTTCCCAGCTGGCAAGCTGGGGATTGTGGCCAAA 
CTGTGATAAAATCCAGAGCACCACTCTGTTTGAATGTGACCATAGGGAAGCTGGGACAGAGAGAGAAGGGAACCCAGAATGAAAGGTGGAATTC 
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CAGGCTAAATGCAC AAA.CACCTAG AAAAAG CC AAGCCAGTATGAGGCTTGGCAGAGTCCAAGGGAAAAGC CAATAGAAGG ATAGG CCTGCTCAA 
GGCTGAGCTGAAAATGGGATGTTGCTAAGCAGGGGAGGCTAAGTCCATGACTGAGCACTGGACAATCTGTGCAGAACCCAGACAGAAGGAAATG 
GGATTGAACTCTGAGAAGGTGCATTCTAGGATATGCACCCTTCAGTCTCCCTTTGAGTGTATCTCAATCTGATATTCATCTGCCAGATCTGAGA 
GAGG CTG AG C CTGTACAGC CTCT C AGTG AGTGCTTGC AC CTAACTTTTACTCTTCTTAGCTT AGATGAG AAGAGAG AAAAC AG ATACAAAAGAA 
AATCTACATTTTTCATTCTTCTAGGAATCCTGAAATAGTGAAGTGTATAAAAATATTGATCTTGGTTTTTATTTTGTTTGGTTGTCTCCTCCTC 
CTCCTCCTCCTCTTCCTCTTCCTCCTCCTCTTCTTCCTCCTCCTTCCCCTCCTCCCCCTCCTCTTCCTCCTCCCCCTCTTCCTGTTCTTTTTTC 
TCCTCCTCTTCCTCCTCTTTCCTTCTCCTCCTGCTCTTTCTCCTCCTTCATTTCTTCTTCTTCTTCCTCCTCCTCCTCCTTCTTCTGTATTCAT 
TACATTG ACT C AGC C ATGAGGGCAGGG CTGAAG C AGGAACTATAAG C AATCATTTTAAGTTCT CATTGTATATAGGC AATGT AC ATGTTACTGT 
GTCACATGAGAACATTTAGAAATATATTGTCACATATTGACAACTAATTGTCCTGTGCCAGTGTCCTCTCCCATGTGTATGTGTGGGGGTAGCA 
ATAAGTTTTGGTTGGCATACAAAATCTGGGATTCACTGTATCATTTTTAAACATACTATGGCACCAGGCTTATTCGCCCCATCACTACCATCAA 
CTTTAGGCAGTCAAGGATGGGTCCTCAGGATATAGAGCAGCCATGAGATTCTAGGCCTAGGAGAAAGAAGGGCTGGAGGGAGGTTTTTAGGAGT 
GAAAGAGAGACTGCAAGCCTGGCTGGCGAGTGGGAAGCTGGCTTCIAAGTACGGATGTGAGCCCAGTTATCTAATCAGCAGCCAAAGGAAGTTGT 
TTTTATCAGTGAAATGCATCTCTTCTGAAGCGACAGCCCCACTTCAGCCTAGAAGCAGCATTATCTGGCAGCATCTGAGCAGCTGCAGCAAGTG 
CAGGGACTGGAGGTGCAAGTAGGCAGGATCTCCAGCCTCGGGAGCTGCCACCAGCACTGAGTTCCTCTTTTCTGGAGGTGACTGAAGTATGTAG 
GTTGGCTCCGTGTGTGCCTTGATTTGTCTTTCTCCCTTCCTTGCCCCGCTTCAGAGCTGAACGTAGCAGAGCACATCTGTCAAATTCAATACTG 
TTCATAATGTAACTTACTATCTCTGACCTGAAATGCTTGTAAAAGCCACTGGTACTCCACCATAGGCATTTCTAAGTCAGCTGAGAAGTATTCC 
TTTTTCATGGATTTCTCAAAACATGAGACAGTAAGCAGTGGTATAAAAACTATTTTCCCACCCGCCCTCTCTTTCCATCAGAGGAATGAGAATT 
GCAGGCTGCCACCCAGGTCTTTGGCCTTCTGCATGCATCTCCCTTACTCTGTCAACCAGTAGGAATCACAAAGATCTTCACAGACCATCCTAAC 
AGTTGGTTATTCCTGAACGTTGAAGGGACTCTGCATATCACCTGTCATCATGGATTGGGCTTGGGTGTACACAGGGAGACCAAGCAGCAGGAAT 
TTAAATCCATTCCTTGGAGGAAACAGAAACTCAAATGTGTCAGTCAGCACCTGTGTGTGCATGCTTGCTTCTGTGTATGTGGGCATTATGTGTT 
GTGTGTATGATGGATGAATGCATTTATGTGCATGCTAGATGTGTATGTGCTAGTTTATGTGTTCCTGTGGGTGGCATGTGCATATATGTGTATA 
TTTGTGCACATGTATAGTATATGTGCATATAAATATGTAATATTTTATGCATGTGTGTTTGATATATAAATATGTGTAGTGTATTAGGGTATGA 
ATGTGTGAGGTATGTAAACAATGTATATGCATATGTTGTGCTGTGTATTTATGATGTGTTTGTACATGTAATATATACGTATGGTATATGGTAT 
GTGCTATGTGTAGTATATATGTATATCTGTATGGGATGTGTATTTGTCATAGTATGTGTGTGGTATATCTATGATATTTTATGTATCACAGAGT 
ATATGGGTATGGCAAGTTTATAGTGTGTATCTGTGATGAGTATGAGTGTTTGTATGATGTGTAGCAGTGTTTGAGTAGTGTGTCTGGTATATAT 
TTGGTATGTGTGACTTGTGTTATATGTATGTTTGTACCATGTGTGTGGTATGTATATATGTGGCATGTATGTGTGTGGCTTGTATGTGGTATGT 
GTGATTTGTGTAATATATATGTAATATTATATATGTCTGTGTCTTGTGTGTAGTGCTTATGTATGGAGTATATATGTGGTGTATATATGTTTGG 
TATGTGTTATATGTGTATGGTGTGCAGGGAGCTTGTATGTGCTGTGTATGTATGTGGTATTCATGTGTGTAGTTGAACAATTTGTGTAGTACTA 
TGTTGTACACACTGTGACATGTGTGGTGATATGTATATGTGTTATGTGTTATGAGATAAACGTGTGGTTGTTGCTTTTTCTACACTTACAGAAA 
TTATGTTAGGGTATATGAAAGTACACGCTGCATGCCGTGGGAGCATGTATAGACATTAAAATACAACTCACAAAAGTCAGTTCTCTTTGTCCAC 
CAGTGGGTTCCATGGACTGAAGTCTGGCCATTAAGCTTTGCAGAAAGCACCTTTACCGACTAAGCTATCTTACTAGCTCAAATGTGTGGATCTT 
GACAGTATGCCATGGCTATTTTCTTGGAGATTCTGGCTTTCAACTAGATGCTTTAGAAATAGTTAGAAGCCCTGGTTCTGGTGTGTCCTAAGAT 
CATCAGTGCTGCGGTGACTGCCATCTCTGCACCTAGGAGATGAGGGGTTCGCCTTACCTAAGCAATACATGCACATTATACTCTGACATGGAGT 
TCACCCCAGCCAATATCCATGATGTTGTTAATGGCATAATATTAATGTCAATAACTCGTGTTGTGCCAATGACAAAAATTACATATCATCTCAG 
TTGGGCAGCCCTTTGCCTGAGATTCCATTTGCAAGTGACATGGGGCAGAAGCCTGGACACTAAGCCTGACATGAAATCACACCCTGGGTCCCAG 
AGAGGACAACTCCAGGTCTCTGAAAGAACTTCACTACCTTCCTGTCTGAACCATCAACTAGAACTCCTGGGCATAAGAGGCCTAAGCCAGCTCT 
GCCAGGCCCTGGCAGAGAGAGAATGGAGACAAATAAGCTAATGTATGGTTGGGAAGAACATGGCTTTCCACTTTGGGCTAGCCTCTTCCTGTAC 
ATAAAGGTCACTCTACAACCCACTTAGTGCCTTGTATTTGTAGACTGCTGACCATGAAATCCTGAAATTTCTTTAGTATCTGACCCAAAACAGA 
ACCACTTACATGCAAAGCACAACCCTGCCCCAACCCGTGCTGAATTCATTTTAGTATTTGTGTACATGTTGTTTGGTCAGCTCCCAGCTTTGTT 
TAGG ATGTCTGGAC CTC AGAG ATAG AAACTC ATCCC AGAAACCTTTAGTGGAT AAGATGG ACTC C CACTGC CTTGGAAACCTTGACAACTAAAG 
AAAGCTGTAGTGCCTGTGTTACAACGACACAACGATAAACTCACAAGAATATGAGGTTTTTGTAGAGAATATATTCAAAGAATAAATAGTGTGT 
CCTAACTGGGCTGAGGATTGGGGTTCACGAGGGGTTCAGATTCATGGAGTAGCTGGTATGCTCAGGAGTATGAGAGGGAGCCAGGCCTATTTTA 
ACTGTAGAATGAGTTG AG CAAAG AGGGAAGAATG CTT AAAAGCAAAAG AGTAG AGG CAC AAG AGGACC CC AG CATCTTGATCTGGGGTGTGAGC 
AGTGGTGCAGGCAAGGGGCCAGGTGATAGCTCCAGCTGCTTTACATAGTAGAGTTTGTTCTCACGATAGCAACTGTTAGGAGTCTTGGTCTCAG 
AGAAGGGTATTTGAACCTGTGCCAAGCAGTGTGAGTAAGGAGAAGTCAGGGAGAGATGGGGTTTGTCTACTGTCTTGGTATAGGTCCATGGGTA 
TAGTGACCAACTACAGTGATTGTGGCAACAATGATAGTAATCCAGCGCTGATTAGCATAGAATCATGATAATTCTGATCCAGGGAATTGGCTGG 
AATGTAGGGATGGAAGAGGCAGATGTTCCATCTATGCATAGAGTCAGCTAGGTGAGACAAGAGAGGGAACCCTTGGAGGAACACTAGCCTTTAA 
CTGTAGAGAAGAGGGGTAGAGGGGAGGAGACAGTCCTGCAGTTCAGATGAAATTTCTCAGAAGAATTATAGGATGGAAGCCACAGAAAACACAT 
GGGACAAAAGTGAGAAAGGTCAAAGAGAACTTAGTGAGTGCCCTTAGTGAGGAGAATTTGGGCCAGTTGTGCATTTCCCAAAAGTAGCTCAACG 
AGTTGCAGGCAGAAACCAGACTGCCACGGAAACCAGACTGATGATCAGGGAATGGGAGGGTAGCCATGAGGGAGGATGGACAAGTCAGATGGCA 
TGGG AAC ATG AG CTGAGAGTTG CTGGCTGAAGGGG AG ATTTCC AGG CTGATACTTTAGGATGAGAATAGTTAAG AAGTAGG AAGG AGGCCAGG C 
GTGGTGACACATGCCTTTAACTGCAGAAGCTGGAGGATCTCTCAGTTGGAGGCCAGCCTGGCCTACAGAGGGATTTCCAGGACAGCCGGGGCTA 
CACAGAGAAACCCTGTCAAAAACTAAAATTACGGGAAATAGGAAGGACTGGAGAAAAATAGACTAAGCTAAGAAGAAACCTGGGAAGCAAGCAG 
GGNNNNNNNNNNNWNNNj^^ 

AAGGGAGAGGAGCTATCAAGCAAGAGTTTTTCTAAGAGGAAACATGGCAAGATCTGATGCTCAGCACCTCAACTGTTTTAGGATACTGATTTCA 
CAGTAGCACAGCTGTTGTTCAGGGCAGGGATACAGAGCCTTTGTGGGAGGCTGTCCCTGCCACACTGACCAGTAGTGCTACCCCACCCAGGTCT 
CTGTGAT ACC CACATGT C CCC ATACAGCTCCCAGGTGAGAAGCTG ACTCAGATGTC AGCCACACTTCCCT C AGCGTTCCCACACTCGAGAGCTT 
TCGAGTTCACACAGGACATCTTCAGCTGCCTAAGACTTTTATTGTGGTCAGTAATGTTCCAGAACCCAACATAGAAATTAAAAGTATACTATAG 
AGAATTTGGACCAAAAAAGATGCCCAAGCCCCACTCTCAAATGTGCAGCCCTTCTTCCGGCTTTTTTTCTCTTTGTGTCTCCAAAAATACAGGT 

GCTCCCTTCATTTACTGAGAGAAACAAAGAGGAGTCCAAGATTAAAAGGCCCTGGAACAGATAGACAAACGCTACTTTCTGTTTCTGGGTTTGG 
TCCCAGTGTTATTTTCTGCTTTGTTCTCTGTGTGTTGAAAGAGTCAGTGGCTCTTCTGTATGTAGAGCAGTCAACTGACATTCCGTTAACTTTC 
CTTCTGCATGGGGTTTCAGAAAGAAATGGAAAAAAAAAAAAACAGGTTTTGTGCTGTGGTTGCCAGTTGCCACCTGTCCTCCTATCTGGTTAGG 
ACATTTTTCTGATTTGGGAAGTATAAATATAACCCAGAAAAAAAAAAAAAAAACAGCTTCCCTTCCTTTTATGCAAAAGTAGAAAGGTTTAAGT 
AGAGACACCAGGCTCTACCCATCACCCTTCAAGTTTGCACAGAAGCAGCTAAGCCCTGTGCAGATGCCTGCTGGGGGAGGGGAAGTGAGAAGCG 
TCCCTCCTCAGGCCCTGAGTGGTTGAGTTCCAGCTTCTGACCTCTACCAGAGGAGCTCAACAGAGCACAGATCTGCTCAGAATCTCAAACCTTT 
TGTTGGGCTTTATTTATTTATTTATTTATTTATTTATTTATCTATCTATTTATTTATTTTGATATGAGAAACTTAGAAATAATTCAAAATGTAT 
GCTCAGTTGGCAGGGAGTCAGCTGACCTCAATAGATCCATTCATGCTGCCAGACTGTTAATGAACAGCTTGAAGACCACCATGGTTCGAAGTAT 
TGACACCACAGATACTTGGCCAATGCTACAAGTTAGGGCTTTTTTCGTTTTGTTTTAATTTGGTTTQGGATTTGAGAGCTGGCTTGATACAATT 
TTCATATCATGACACGGAAGTGTGGGGGGGTATTTTTTGGATAGCTATTTGTGCAGTAAAGGCCAATAATTGGCTCCCAGTGGCTCTCTGCCAT 
TGGTATCACAAATGAGGCCTCCTGCAGCAACTGCCCTCTCCCTTGTCATGAAGAGAGAGGACTTGTGTTGAATCTGTCAGCTATGTTCCACCAG 
GATGGCAATAGACATCATGAGGTGACTCCCCTCGCTGCTCCCTGAACCCATGGTGACAATTTCTCAGTAAGACTTAGCAATATGCAAATGTGGA 
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AGAGAATGATCAAAAGTTCACCTTACCATGGAGGGACCCCAGACTCTTGGAGGCCCTGAAGCACCCCACTTGCTGGAACGCACTTCTGTGGTAA 
AAAAGCCATTCATGCTACCTCTGTTAGGAGCAAGGTCAAGGCAGGCATCTCTGGCACAGGAGTGGGGTGTGTCATTGGAAGGCTGGCTGCCAGG 
AGAGTACTTCCCCTACAGGGGATGTGGCTGCAGGCTGTCGATTTCCACTGAAGTCACCAAGCCAGGATTCCAGTGAAGCACTGAACGTCCAGCA 
TCTTCCCCATCCAGCAGGGTATGAGGTGTGATCATGTGATCCATGGATGGCATCCAGGCTGACTCCTGCTGCCTGGCAGGGCCCAGGCAATTGT 
GGACATTGACTTTTTCCAAATGAGAGACCGTTACCCTAGAAGTGAAACCCTGCTGAAATGAGAAAAAGGCTTTTATTACAGCCCTGCAGGCAGC 
CATATGATTATTGTTATTATTATTGTTAGAACCTGGCAAATGCTGAGTGCTTTCACAGTGTCTCCACACTCCACTTGAACTTGGTGGCAATAAA 
AATAAGAATCAGCAGTGACCCCGGAGCATTTCTCTTGGCTTCTGTTGGCACCCCAATGTGTAATAATGACAATTAAGTATTGCCTGGTGTAGTG 
ACCACTTGTTTGAGCCTAGTATGACAGTTGGAACTGCCTTCAGTGAGATCAGGGCTGGGGAGAGAAGGCTGACTTAAGTGCAGGCAGGGGTTTA 
AATCCTAAGTCCTAAGAAGATGATGCTGGCTTGCCGTAAAGCCATGTGTGTTTCCTTACAGTTTTGGAAGACTGTTACTTCTCCGTGGGTGTTT 

TATTCACCCTTAGCTTAACCCGCACTGTGCCTACATACCACACGCATGCCCATACTCCCTGTCATCCCCTGGAGAGACAGACAGACAGACAGGC 
TCACCTTTAGCTCAAGACTTTGAAGCATGTCAACCAGGAGCAGTCCCTGTGTGGGTCAGGAGTCTCAGATGAGTGGTAGCCATTGTTTGTGGAA 
TATAGCTATGCCATGCATGATTGCCTGTTTTAGTGGAGCACAGTCAGCTTGAAATGTAGTAATCTAGGTGCTAGATGCTTCTGAATTCCCTAGA 
GAAAGGAATTATTTTTTTAAAGGAAAAAAATCCTTCAGGTAAAATTAATGTTAATATATTTTATTTAGTCAATATACCCAAATAGTATTACAAA 
TATGTACTCACTGTAGTTGTTGTCTTGTTTTTTGAAAACTTGTACTTTTGCCGTGGAGTGAGTGTTTGAGTCCAGTGTTTGATGCTTATATCAG 

AGGG AT CTTG AC AGTTCCTG AGGAAAG CATAT AATTG CATTGTAG AG AATATAATGTG AATGCTTG CTGAGTTGTAT C ATCTAGTT CTT GCAT A 
TTTTCCTCAGTCTCAGTCCTGTGCCGTTTGTACTGTTGAGTTCCACTTGGCATCAGCATTTTAGCAGGGGCCCCACATGCATTTGCTTCCACCC 
TAAGAGCAGTAGGAGCAGAAATACAGGAACCTGGAAAGCCCATCCTCTTCCCTGAGCCCAACTGACATGCGTGGGACAGGGGATGCTTCTGGCT 
TTTGTTTGTATCGCTTCCGTCTATTCCTATGCTCTCCCGTGTATCACTGTGAGCCTATTCATTAAATGAAACATCTTCAAAACATGACAGTTGA 
TTCATAAAC AAGGCAC ATTACAGAAGAAT ACCAC AGGCATCTG CTCCC AC CAAAC C CAGC CTCAG AGAC ACAGTATGACTG CTGTGGAAATGGT 
GGCCACTGAGTCCTGTTGCTGTTCCCTAAAAAAATAACACTGCTGCAACCTGATGAGGCAGCAGGGAGGAAGGGGTGTTGGAAAGGACTTTTAA 
GGGAGAAATAGAGGCCAGCTTCCCTCCTGCAAGCTTAAAATGAAGCCTGGGATTTGCCTCACTACCCACTGTGGTTCTGAAGGCCCAGGCATAG 
ATGGCTCTGGCATTCCCGCCTCTCCCACTTCACTCCCACCTGAGCCCAGCTTATACCCCCAGCCTTCGCAGACGTCTGCACGCCACTGCCCACT 
GCACTTCTTACAGTTCAGGAGACAGGGTGTGTCCCTGTGCATGTGACTGCTGGGTTTCCTGAGCACGCCAGGATCCACAGAGATAGGATCTGTC 
ATTGTGGCTTTGAATTGTTATTGTCTTATGATTCTCCCTCCCTACCTCTCCCCTCACCCTTCCCACCCTTCCACCCTAGTCTTTTCATTTTCTC 
TCTCAGTCTTCTTNNimNNNNNN^^ 

GATACATTGTCATC!AAATTTTGGTTGCTTGCATGGATCAAAGGACCAATAGATGGGTTGATTATATTGTACTAGGCCACCCTCAGCACTGCTCA 

AGAGGCACAGGCAGCTCGTCATGGATAGCCTGGCTGTCATAAGTAACCTGAAGCATCTTTAGGAGCCTATTGTCAGTAACTAGCAGAGTCAAAG 

CCACATTTCTCAAGGCTTTTGTGTTTTGTGTTTTTTGTGTTTTGCTTCCTGTTAAATGAGTTAGTTGGTCATTCCCTGGATCAGGATGGATTGT 

AATGAACTATGTCTAGCTGGTTGTATCACAGAAAGCTTACCACCCAGTGTCGATGGGTATGCAAGCAGGACTTCTGAGCGCATGAGAGTCTTGA 

CTTTGTTGACTGCTCCAGGCTATAAACCAAGCTTTACTGTAGCAAAGTTTGAAGAAGTAGATTTGTTTTTTCCTGAATTGAGAAAACCAAAAGA 

AAATCTGCATGATTACTTGACATAGTCCTCAAAGCTGTGTAGTCTTGACAATACTGCCATTGCGCCTACCTCTACCCTGGAGTGTCATGAGCAT 

CACAGGTGGACATGAACCTGTTCCTTTAAAGAGTTACATGTACACCATGTCTTGCCTCTGAATCATCTTCAGATTTGGAGCTAAGGGGAGATGT 

GTTCTGAGTGGCT CG AG C ATTCTAG AGCTCAAGGG ACAACTGAAGGTAGTATTACGAAAG AC ACTTGT CC AGG C AC CCTGTTAGGC AGAAGCC A 

CCAAGTAAGATGAGATCACAGAATTTACCCTTTGATAATATATATACATATATATACAGGGATAGAGAGTCAAGAAAATAACAAGAGAATGGTG 

AGCAATAAAATATGGAAGAATATAGTTTGTGGTACAAACCACAAACCATTCTGTTGGTTTTAGACACTTAAAGTTCAATATTTATGAAATAGTC 

AGCTAGGTGTAGTGAAGTTCATAGCTGCTTTTATCAAATTCTCTGATGGTAGTATGACTATTCTCCTGGGAAAGGCAAAAAATTGTCATGGGTT. 

AGAAAATGCCATTTGAGTCACCAGTGGACCACATGTGTGACAGTCCCATTGATGGTATCTGCTAGTCTATCATAGCTGTCTGCATCTGTTCTTA 

ACCCGCTGCATGATCACATAGGACTGAGACCACCTCAGGGTGCATTTCTTCTTCAAGAATATCTATGTTTTTAAGTGATGCATTAAAGTAAGAG 

CTTCTGTCCCAACATGGATGGAACAGACAGTGAATATACATCATTGGCTTTAATGTTAACGCTTTT CTCCC ATGCCC CAT ACCCACAGAGGAAG 

GCAAACACAAGCACAGCTTGTGAGCAATATCATGTTGCTGCTGTGTCAAAAGGTCCCTATTCCCATGAAATACACTGTGTAAAAGGCCACCCAG 

ACCTCATGTGGACTCAGCAGTCCATTTAAAACCATCAGCAGGCAGGTCACTCGCTGTAGGTGCTGGCAGCATGGGGGGCCAGACATCAAGCACT 

GAACTAAGTCTATGCATCTGCAGACCATTGCTCCTGTCTACAACATTTCCTCAGCAGCCAGAGCTCTTCCAGTTGGAGATGAGACAAACACTAA 

ATACCCTTCCTTCTAATAATTCCTTTCCTTGGAATATAATAAAGACAAAGAGTGAAAAACTACAGTGTATTTGCCTTGCTTCTCACCATTCTCA 

CTCTTTAGAGGTTTCTTGTCCATGTGCATTTCTCTTATATCAGTGTGGTGGCATGTCATAGCTAGCCATGAATCCAGAGTGTTCACAGATAATG 

ATCTATGGGATCATGGCTTCTTAAGCACATGCTCATTGTTTATAAACTCTTAGAGTTCTGAGGACGGAAGGCTGAGTAGGAAGGCCACCTCCCT 

CACAGTTGGTGTACTCTCAGAAATGTGTGAGGGGTCTGCAGCCACATCCCTTGTTGCCTGCTGACCTGCAGCTCAGAAACAGTTTGTCAGAAGT 

CTGAAGACACTCATAGATCTTTTGCATTCTGGAACCTTTGACATTTGGCTGAACAATGGGATCTGCTCATCTTCTTCTTGCTTGGTTTAATGTG 

TCTCAGCTCAGTCTTTGGAGGTCTTTTGCAATTGCCAGACACATAGACATTGTAGAATAAGACAGGACTCCTGCCCTTAAGAGGTTCTTAGTTA 

CTTCTTCGGAAGATGGCTGAAATATCCCTTGTTGCTGTTTTGATACCGTGATACTCTGTGGATAGAATGAGGGAATGATGAAGTTAGCATTGCT 

GAGCTACTAAGGGTTCTGCATTGATCCCTGATGCCCTAGACAACACAGACACCTACAAGAGGAAACAGCTCATTGTCCAAGCTTACTGGCAAAG 

TCATGTTTTCAAGCCATTCAAAATCCAGTTCTTTAAAGGGATCCAAAACAACTAATACACTTCAGTTAAAGGAGTAAAAACATCC 

TGCACTGTTCAGTTCTCTTATTCCAGTGGAGGTTATTTTACAAGGAGATTTCTCCATCAGGTCTTGTATTGAATTTCATTTTTACTTTGGCAAA 

TTAATTTTCTCCTGAAATCCGTGTTTTCTGGAGAAAGGTTTGGTACCATGCCACATAAGTGTGTCAAATCACTCAAGAGCAGATGGTTTACTAT 

CAATGCACAAAGAGTTGTTAGAAAGGTTAAGTGAAGGGGAACCAGGTAGAAAGAAAGCTTGATAATAATGGTAAGTGGAGAGGTGGCCATGGCT 

GTTGGTACAGCCCTCGTGGTTTGTGTTAAGTGATGTTCCCTTGGTGCTGATGGAGTTCCTTACCCATTCTTCAGGCTGGGGAATCTCTCTTGAA 

AGAAATAGGAGCTGGCCAGAAAGGCAGAATGTTTCGCTATAATTGAGATATAAATTTTAGCTTTGGGTTTAGAAAGAATGGCATAAATCCCAAG 

ATTTTCCTTCTGTATGTATGCTGGGGCATTACCAAAATGATACCCTTGCTTGATTTCTCATCTGTCACTCACACCTCCACACTGGTAAATGCTG 

GCAGAAATTGTTTGAGCTTGTCAGAAAAGTTAAGGTCTGAAACTGTTGCATTCAGAGGTACCACGCAATCTCTTCAGACCCACATGTGTCCCAA 

CCAGGATAGGAGGTTTGCTGATCAGAGATGCCCCCATAATTGGGCTGTTAGTAATAATCTCACTTCAGGAAAGAAAGCGAGAACAGGGTAGGCA 

TGTTCAGAAAGCT ATCTGGTAC ATATT CTTTG AGGTAAAGC AT CTTTAAAAGGTACTGCTTC CCC AACACTATGC ATGAAGACTTG AAGAAGAG 

TAAAGTGCTTTTGAAGAGTATGGGTATCACCCCACAACAAGCAGGGACCCTACTTACTGGAACAATAAGCTGGCCACCATTTTGTTTCAGGAAC 

AAACCAACTAGACCACTATAATAGATACGGATGCCGTTGGCAATGTATCTATAGGTAGATATGTAATAAAATAAATGAGATAGGCTGGAGCAGC 

TTCAACGAGCGGTTGTCATGTTTAACAGCCATTAGTAGATGTCCAGTCTCTCAGTAAGATCTATTCACACTCTGAAAAATGTGCTGCCAAGTAC 

AGGGAGAGGTAGCACATGGGCCATGTGGGATAGGGTTGCTGTAGGAAACCTTGCCTCTGTGCTGTAGACAGGCAGATTCCAAGCGCATGCCCAG 

GGACCTGGCACAGGCTGAAAGAGTGGTCACTGTATGGAGTTGCCAGATGCCATGCTTGCTTACCTGGCTAGTTAGCTTAAGGGCTTCATTTTCT 

GATCTTTGGCAGAAAATCTCTCACAGGACTATGGATCCAAGTTTTCAGATTCTTTAGGCTGTCACTGACTTTTTCTTTGTTGCTATCCAAAGAA 

CAAATACTTGTTAAATGCCATTCTGAGGGCAAGTAGCTGCCATCTAGTCTAATTTTGTTGGGGACATACTTGCCAGGCATATAATGAGGAAAAT 

GGGGGTGAATGAGATGAGCTTGAGTTTTTCTGAGGGGGCAGGATATTTTAAAAAAAAAAACCTGCAATGCATACAACAAGCAAGGAGAGAAATC 

AGTTTTGAGGAGACATATGTAGGTCTTTAGATGACATATTATGTGTCTTCAAATATGGTGGAAACTGGCTTGCCGGCTTTGGCTTGGGAGTGAC 
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CTTTCTCATGATCAAGTGATGCCTAGTCTAAAGCATTTGTTGTGTCACAGCCTTTTCCAAGAAAGCTGAGAGCATGACTCATCCTTATTAAAAC 
CACTTGTGGCTAGGCTGAGGCAGGAGGATTGTGATTTCAAAGCAGCTGGGGCTACACAGCAAGACCCTGTCTTGAAAAGGAGTAGAGAAACTGT 
CACACTGAAATTCCTGATTCTTACATGTTAACATCTTGAATGGATAAAGGTATGACTCAGTGGTAGAGTACCCATCTAGCTTGTGCAAGGCCCT 
GGGTTCAATCGCCACTCCTGTGAAAACAATGAAGAGTGGGTATGTTATGGCATTGATTGAAAATAAGGAAGGGACATTTGAGGACCATCCAGGT 
ACAATTTGAGTCAAGACTCTCAAAGCAAGAAGGCCTGTGTGTTTCAGTTTATAAAGGTATTCAGAGAGCCATAGGGTTGGAAGAATCAATATGA 
AATAAAAAAG CCAATTTGAAAAGG CAAAATGATTC CCCAATG AGAAATACTT CATC AG CTAC AGGGAGCATGTCATGTAGAG C ATGG CTGCCCT 
GGGGTGGACTTGGAGATGGTTCCTGAGTAACTGTGCTGTGGCCTCAGTCTCAGAACTCAGGGCTGACACCCTGGGATACTTGGCCAGGTGGAGA 
CATGATGTATTCTGTACTTTGTCTCCTTGAGCTTCAAGTCTGATCCCTGCTACCGGTAGTGCAAAGACCTACGAACTTTCCTCATCACCACTGG 
TCCAGACCCTCTGGCTGCTGCCGTAGCTTTGCAAGCTATGGTTAGCACCCTCCTAGAAATCTAGTGTGCCAAAGCAAAAGCCGCTCCCACTCTC 
TACCCTGCTCTTTAAAGAGTGTGTGCTGTGAGGGGCCCTGCAGCTGCACTACAGACCCTCAGCAACTGAATGCTGCTCAACGTTGCCGAGAGGT 
GCTAACCTTGCCCACAGAGAGCTCTGCTCACTCCTGACCGTTAGAAATGTGTCACCGAAGTGTGAAAATACTTATGCTGTTAGACTTCCCATCA 
TTTCTTTTCTTTCAATCCCTCTCATTTGCATGGGTTACTCATAAATGTAGATCTTGGGTATGATTTGTACAACTGCCCTGCTGTCGGTCTGTAG 
GAAAGCCTTGCTGGATGGGCTTGTCTCTGGCCTTCATCTACAAGTGCTGGGTGCAAGTGAGTCACAGGTGGTGCCACAGGCAGCTGGCCTGGAG 
CCGGGGGTGCAAAACACAGAGTGATAGTCGTTTGACACAATTTCAGCTCTCAAACCTGCTTTGTAAATGAAAACACTGCTTTTGGACTAAGTCA 
TTCTCTCTGATTCCCAATTGTTCAATTAATCTATGTGTGTTAACACCTCTCTATAACATCATAGATAGTGCCTAGTAATGAACTCTGCGAGTTC 
AGGCTGAGGAACCCTGAATGATCCGCCACTCTGCAGCTGTTCAGGAGTTGTACCCTTTTTGTGATGTGGTGAACTCTTTGAGGACTTCAGCACT 
GTATTCTTAAGATACTGAAGGAGTGGGTTGAACTGTAGTAACAACAAGGATTTTGCTTTTTAAAAGGATGTCCCTGCATACAGCTTAGCAACCT 
TGATTGAACTCAGCCTTTCATGGTTACACCTTAAGGTTGAAACCCATTTCATTTCATCATTTCCCAGAAGGGGCACTCAGTTCACCCATTTCCT 
GTTTTTAATCTCAGGTTGTTCTGTGCTTGTTCCACATCTACTCTCCCAGTAGCATGGCTATGGAAGCCAGCGTCACACTCTTGCCCCACCTGGC 
ATCTATGCATTTTGCACATAGCTGCCATCCGTTCTAAGCTATCTGTGCACAGATCTGTGGACAGGGCTGGCTGTTCCCCTGGTGTCTGGTGCCA 
TGGCCACTCATGGAGCTCGTCACCCCAGCACTGTTGTGCCATGTCTGACACACAAGCTCTCGTCTCCCTATGTACCACAGAGTCTCTTTAGTAT 
GTCACAGAGGTGGACIATGGTGGTTAAGACCAAAGCTTCTAAACTTGCTCCATCCTATTTCCAGTGGACTTGAACCACTGTGTGTAAAGAATTTT 
CATTGACTGTGCTTGATACCTCCTGCCCCGACAGTCTTTAAAGATGTGTGTGTGGGGGTGGGAGGTGGGGGTGTCTGTGTGTGTGTGTGTGTGT 
GTGTGTGTGTGTGTGTACTTGCACACGTTGTTGTTGGTAATGATGTTGAGTGAGAGGAGCACATGACTGGCATGTGGTATACAACTGAGCCATG 
CCCACACATCTACATTCATGTACCCACCCCTTCAGCGTGCCCTTCCCTGGCCTCCCATGTAACCAGAGTATTGACCTGACCCTTTCAATTCTGC 
TCAGGTTTCAGATGGTTAGGACCCTAGGGACAGGAGCCATGCTTACGTTTGTTAACCCACAGGTCCTGCGGTCCACCAAAAATAAGTTGCCTTG 

TCTTTCCCCCCACCCCCACTACAGTCTGTAAAGCAGGGTCCTCACCCTCAGAGTGGGTGTCTCAGGGATTTGCCAGGAAATGCATGAGTTTCAC 
TTCAGAACTTTGCTTATCTGGGTTTTAGCTGTTGTTTCTTTCCCATCCTGGGACCCTTTTCACTGCGAGGTGCAGTTGGATGTGAATTACTGAG 
TGATGGGGTCGGGCCAGCTACAGAGCTACTGCTCTTCTTAAGAGTGTACAAGTTCTTAGCATCGTTAGGCCACAAGACTGTCACTTTCAGCCTG 
TGGTGTCTTTGGATTCTTCCTAGTTAAGCTTCTGTTGTGTTTCTGTCGCTTAAAAGTGACAGAAGCCTCCAAGTTGATGTCCAAATATGTTTCT 
GTATTTGTAAAGGATGTGTTTTACAGGGGCTGGAGAGATGGCTCAGTAGTTAGGACACTGACTGCTTTTCCAGAGGTCCTGAGTTCAATTCCCA 
GCAACCACATGGTAGCTCACAACCATCTGTAATGGGATCTGATGCCCTCTTCTGGTGTGAGTCTGAAGAGAGCAATAGTGTTCTCATATAACAT 
AAAATAAATAAATCTTTTAAAAAGAGAGAGAGAGAGGAAAGGGGAAAAGAAGGATGTGTTTTACTTGGAACCCTCCTTGGCATCCTTTGGCAGC 
ATCAGTAATGGAGACATGAATGTTTCATCGCTGCAGAGTGCACCTTTGCAGATTTCGTGCAGTGCCCGTTTCCGTCAACCGTTTTAGGTTGTTT 
AAGCTTTGTTGTTGGAGAATGAGATGGTGTGGTGCTCACTGTGCTGTACAACCTCGCCTCGCTTTCACGGTCCGATTGCTTCATAAGGTTGAGA 
GACACAAAGAGGATGAGAGTCCTGGAGGCTGCAGCAGGACTGGCACATTGGGAGAGTGTGTGTTCCTGCACCAGCAGGTTTCCATTCACGATTT 
CCCAGGAGCTTGGACTGGCAGGCCCTAATCTTCCTGACATCAGCCCTTGCCCCATCACTGGCAATGACAAGCTGTTTCAGCTTTGCCACCTCTC 
CCAGGCCACTGTGGATGTCACCGCATAGCATGGCTGACTATCTAGTGCAGTCTCTGGCTGACACAGGTTAAGTGGCCATGGGTCACAAGTGATG 
CTATCCTGGTGATATTGGTTAAGCTATCTATGTGACATGGCACACGTAGGACAGCCATATGTCACGTGACTACATTCAGTGATACAAGTGCGGG 
CATCTACATGACCGTTAGGGTATTCTGGTAACAAATGGCACAGATAAGCACAGGCAACCAGAACCAGCACCTCCACCTAAGCTTGAGTGATCAG 
TGGGGTCCCAGAGGCTGTGCTGGCAGAGGGATGGCCAAGGGCATGATTGATAAGGCTTTGCTCCAATGTTAGCTGTGTTATATCAACTGTGTTT 
CTTTTATTATTTTTGTGTTTATTTCCATAAATACCTAAATTGTTAGTGAGATACTAACATTTCATTGATTACAGAGTTTCAATGACCCTCTTAG 
TCGTTCTCCCCCAAGACATTCTGTGTTCAAAAATATGATGGTTTATATATGTGACACATAGAAAATACCATCCAGAGCGTCTGGCCAAGAATGT 
GCCCATCAGAAGCCTTGAAGACAGCATGACAGGTGTAGGGCTGGCCAGGGTTTCTAGGGAAGGTGGACACAAGAGTCTTGAGCCCTCTTCTACA 
TAGTCCTGCCCACCAGCCTCCACTAGGGGAATCTTCCCCAGCTTCCATTTTCCAGGGAAAGCCTGAGCCATCTGAAATTCCTTTCACAAAGAAA 
CACACCTGGCCCATACAGGTGGACAGGTACCTTGTGCTGTGTATCATCTAGGACCCAGTGTAGGTAATATCTGAGTAGAAAGGTCTTGTGTAAA 
GAATGCTCAGAGCACACACGAGCACAGAAGAGCCTTCACCCACTCAGTGCATGGCCTTCCCAGGGCTGGACATAAAAACACACAGATGTGTGTA 
CACCACACAGTACTCTAAGCCACCAGTCTCACGTCAAAGTCCGTCCAAAGTTTCAGATGCTAGATGGCAAGACAGTAAACAAATAGGAACAGCT 
CTTCAGAGCTACTAGCATAGAAAGTCTCCATGGACATCAGTTTGTTGTGAGAGCAACAGTGGCTCTGAGGTGGCTGATAATTCTCTGGAGCAGT 
GAGACGGTTGGGACAGAGGCGTGTGACCTTTAATCCGTGCCTTGGTGAGGGTGCCTTCCATTTACACCAGGCCGCTCTCTCGCCTCCTCAGTGG 
GGCCTGCGGGCTCTGCCACTAGCCTGTGACATGTTAGATAAGGACTTTTTCTTCTTGGTGTCCACACTCTACTAGTGGGCTGCCTTTGACTCAA 
CCCTGTGCTTGCTGATTATCTCCACAAACAGAGTGCCACAGACTAACACGTTAGTTTGGAATTTTCCTCATTCTTCTAGGATATTCTCTTTCAT 
CTGTTCT CTT C ATT C AAAAAAACTGAGTTGTAG AGGTTTCTAAATGTGC CCTTTTTAAGTATTAATATATATAAATATATTCTCTGTTTCAGT A 
GTCTACTTTTGTTGCTTGTTTGCTTGATTTTATCTCAGTCCTAACACTAGATTTTTATTAAAATGTAAGGAAATCTTATTGTGGTTTTTATTCT 
CGCTGTTTAAATACAAGAGAAAAAGAACTGAGTGG C CTACCAG AAGT ATC AAG AGTT CCTAGATTTTAGGATC AAATAGCAG ATAG AGTCAAAT 
ATGC AGGGCACAGTTG AG CAGCC CCTCTC ATC C C AC AAG ACTAAGGTAGC CGTC ATACTCTT CTGTGG AGAGTAGGAATACAG AGCT C AAACTC 
TCATTTTATGTTCAAGAAAAGCTGTGTAAATACATGTATACATGCCTGTGTGTGAGAAGACACATGTGTGCATGTGTCTCTTGTATTTTTGCAT 
CTGTATAGGTCTAATGGCATGTTTGCTGTTGTTCCATCTTGTGTGTGCATGCCTATTCTGTGACAGTATCTGTGCATGGGCCTATATTTGTGTG 
TCTGTGTGCATGTGTGTATTGTGTGTGACCCAAGCTCTCTGCTAAACCCTCTGCATCATTCCCTAATCTTACTTCCCTTTCTGTCAGTTCTCCA 
TAACTCTTTGATTTCAGTTGGGCTGGTGTCTTGAGCAGCTTCCTCTTTTCCTGCATTCCTATATTTCAGTGTTCACCCTCGTTCCTCTTCACAA 
GCTCTTACCATACAGCCAAGAGG ATGTGGAAAC C C AGTTAC AATATGT C AC AC AACACAGTGTCACAATC ACCAAG CATGT CCC C ACCT CCTGG 
GG ATAGTG AT C AGG ATGGG ATAGGAGAGGCAGGGAGGGACATGGAC AG AATAG AGAAGTTTGGCTCTGGGAAGCC CAGGACTT CCTGGTGCGTA 
GCTGCTATGCCAGATGCATGGTGAGCAAAGTAGACCATTCCATCATTTTCTACAATGGCAGTTGGGGTTCACACATCTGCCTTGGGGCTAGGGC 
CTCCCCGTCATTGCCTCATAATCCTGCTTTTCCTCCAAAATGCCTGTTCTGTTTGGCTCCCAACTTCCCTATTTCTGCCTGTTGGGTGTTATGG 
TCTCCTCCCCTCCTTGGAAGTTTCTCCATCCCAAAGCCAGTTCCTACCACGTGACCAGCTGAACAAGCACCTCAGACAGTTCCTCTTGTCTGGG 
AACTCCAGCTTCCATAGGGCCATAGGATGGGTCCCAGCCTATTATCTCCCCCAGCCCTGTGGATTTCAGAACACTGTCTCCATAACTCTGAGTA 
GGCAGAGGATCACCTACATGCCCAATACAGGTCTCTTCCCACATACGTGACTTCTAATGAGCCCCCCTAGGAACCCAGGGCCCATGGTCCATTT 
CTGCTGGTACTCCATGATGGCTCTTGGGCAGTGGGTATGTGTGTGCTGTATCTTATAGTACTGCCAAGCTAAATGCTCCTGAGCCAGAGACATC 
TTTCTCCTACAATGTTCTCCAGTGACACCCTGGGGGTTAGAAGCATATTTCTAGAATGGCTGCATTCCTCCAATGATGTGTTTGGCTTGTTGGA 
AAGGCCTTGTTTCAAAATCTATTAGAAGCAGAAAGTTTATTTAAAACAAAACATGTCAGGATTTAGGGAATTATCTGGGAGGAACTGGCTATGA 
GGTCCCATAAACGTGGGGTGCATCCATAGCTTGCTGAGTCTCACTAGTAACCCTGGGCAGCTCTGTTGTCTGTGAGTCTTACTTCTGTCTCTGG 
TAAGATTGGGGAGGGCAGTATTTATAAGGGTTGCTCCAGGAATTAAACAAGTAAATGCATGGTAGATGTTCAACACAGCTCCCTCACCTAACGA 
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AAGCTCGCAAGCTACTATGGGGACTGTGGGGGAACCAGTAGCCTTGACCTAGATGCTAAGTGCTTAATACGTCTGATTTTAACTGGGAAGAGCA 
CATAGCTTAAACTACTCATTTCTATACATTTCCCAATAAAGTTCTATTGAATCATACAATGAAAAAAAACAGGAAAGAAGAAAGAAATTCTCTC 
ATTTCAAAGAAATGCTAATAAGGACAGGACTTTTTGCAATGGCCTGGTGGTAAGAAATGGCTGGTCCCTACTAGGAAAAACATGGTATTTGAAG 
GTTCTTCCCAGGAGATGTGACATTTTGATGAAAGTGCCAGTAAGCTAGGGGTTTCTGAGTAATGAGCTGAGCTCAGAGAAAGGTAATGGCACCT 
GCGCAAAGGGTGCCAGCATTTCCTGAGTGCTGGGTGTCTTATCTGGCCACTCAGACCACATGGAGCCCAGAGACAGCTATTTTTGTGGATTTCC 
TTGGGAGGAAGCTGAAACTTGGTGATGTCATGTGACTCTTCAGTCCCACAGAAATGATAATGTAGGGGTAGGAGGGCCTGAATAGAACTTGCTT 
GCCTCTGTGGGCCCATTTTCCATGGCAGTTTCCAAAGCTTGGAGGCCAGATGTTAGGAGCACAGTCATGACTAACACCTGAGAGCTTTGTAATG 
ATGG C CAAAC AATATAGAATGTGGT CAGC ATTTGTAATGCTCAGTTC CTGT AATGGG AGTCTAG AAGAGAAAGGAAGAAG AAG AATAAAAGGG A 
GAATGACTCTTGAAGACCTCTCTACAAAAAGAAACATCCAATGCAAAGGCTTTGTTGTGCTGAAGTTAGCAGTAAGTTGCCCCTAGACAGTGAA 
GGGCTTGGACTCCCAGCATGTCCTGCCTTCTCACCATGTGAATTAGCAACCCCCAAATCTAATTCTGCCACCAGCTGCCATTCCTTGGCCAGAC 
CCTCTTAACAGTGGTTCTCAAGCTTCCTAATGCTACAACCGTTTAATACAGTTCCTCGTGTTGTGGTGACCCCACCCATAAAATTATTTTTTAT 
TGCCACTGCATAACTATAATTGTGCTACTGTTATGAATCACAATGTAAATATCTATGTTTTCAATGGTCTTAGGTGGCCCACATTAAAAGGGTT 
GCTGGACACCTCCACAAAGGGGTAACAAAAGACAGGTTGAGAACCACTGCTGTATAGAAATGTGTTTCTGTTCAGATATAGAGGAAGCTCTTGC 
AGGCCACATGTAACATCAGGTTCCTGCCCCCAGAGGCAGAATTCTGGAGAATGTGTCTTAGCATGGGGATAAGCTGATCTCATATTCAGAAGAG 
TAGCAATGGGTCCCTATCTGTACTGTTCTCATCCTCCATGAAAATGTCCCTGTAAATATGATCTATGTGTGCTACACACCTGTACTGATGCAGT 
CTTGTCATGACTCTGTATACACACAACCTTGTGCTCTGGTACACCAGGCCAGCCAAGTACATCCATCCCCATGAGCACACACATATCCCAGCCA 
CTGACCCAAGCTTGTTCTCCTGTACACATAGCCAGCTCTTGCAGATATCCTCTCTGCTCCTCCCCATCTGAGCTGGCACCTGAGAAACAGGTGT 
TCCTGGGAGGAGCACATGGAGAAATAACCAAAGCAGAGCTGGGGTTTCGTTGCCTCCTGTGAGTGAAGTTGTCAAAAGCCTACTGACCACTCCA 
ATCCTGATTTCTCAGCCTGAGTGTGCGTAAGTGCCTCTCCACAGACAAAGGCACACACTGCCAGCCAACACCTGGACCTGTGGCTGCAAAAGCT 

GGAGGGACAGCAGAGGATCCACCCTCTGTGTGTCCCAGGAGAGATTACATTATCTTCAGCCACCCTGAAGCTCGGCCTAGGCTTCTGGAATCGG 

TGGGGCTGACACAAAGCCAGTTCTGGGGACAGGGAATGTACGGATAGCCACAAGGAGCTAAGCCATCTGATGTTCTGTTCACCTGAGCACCCTA 

GGACTTAGAGTGCTCAGCTCTGCTTTGCATGTGTTCCACTCATTTCAAGGACCAGCATACCCTACACCTCACCCATGTGAGAGCTGCACGCTTC 

TGAAGTATATTTAAGAAGGCAGGTCAAGTACAATCCATGTAGTGTTTTCAGCCCTACATTTTGCCAATTGCTGGTTGGCATTAGCAGGCAGTTC 

AACTTGTTGCTCTTGGAAGTATGTTGCTGGGAAGGTCAGTCTACCAGCCATGTGTAACCTCTTCACTCAGCTCACACCTAGCAGTGGATGGAAG 

CTCTCATTAGCTGGCTCATACCAATTTACTCTGATAACGACGAAGCTTGTCCTGGGACCCTTCCCGGCTTCCTCCCAAGCCTCTGTACTTCTGT 

GGTGAACACGGCCACCTCTTCACTTTGTGGTAGGCGCCTCTGACTATGTCTCACCAGCACTTCTAGGGCCTGAGTTTTGGAAGATAAACACAGA 

AGCCTCCTGGTGTCCCTCCTGACATCTGCAGTTAGTGCTGTGGTGCATGGCCTAATTATCCAGCAAGATTCCAGTGTATACTCTATCCTCAGTA 

TACTGGCTCATGTGATCTAGTAAAGATGTCTCTCACTGCACAGAATTTCAAATGAAATGGGAAATAAGTATCTCAACTTTTAACTCATACCCAA 

GACCTCAAATGATGTCACCATACTATGAGACACAAAACAAGCACCTTTGTAATAATGTTCCCCTCCTCTGCCCACACCTTGTTCACCTTACTCA 

TCAGAATACTCCCATTCTCTGTTTTTAAAGCTTTCATTATTGTTTTAATTTTCTCATGCTTATGTGGTTCTTCTTGAATCCCAGGTCTTACAGG 

TGATGTTTAGGAGCTTTCTCATGGCAATTTTGCATACTTTGTACCACACACATGAAGAAGTAATGCTTTTGATGAAAATGTAGCACTTCTTTTA 

AAAAAAAATCAAAAAAGCAAGAAACTTAAAACATTCATAAAATATCTCl'AAGCTTTTTCGCCCAGACAACCAGATTTAACCTCCCAGCTGTGGG 

T CTGTAAG AC C CAGAGCCTGAC CTAGTTGAC ATG AACTGTGTGTAAG AGGG G C AGGAGAGAACAGCTC AGTGTC AGAAC CTGGGGG AATTACAA 

ATGGCACCATAGTGATGAGTTGTGGCTTCTCCTGTAAATCTGAATAGAAACATTATTGTTGCTCTGTCCTCGTCCTCTCTAAACGAAATTCTGA 

ACCCATCTCTGTATTTCTAAGTCATACATTGCTTTTTCTAACCTGATTTGTTCTCTGTGACAATTTAGTACTGTGTTTGTAAAATAGAGACAAA 

GCCAGGACAGGGTTGGCGGTGTGATTCAGTGGGAGAGCACATGCCTCATGTCTTCACAGCCCTGGGTCCTGCCCTCAGCACTGAAGGTAAAACT 

CAGGTGTTCTAC^ACAACCAGAAAAAGGGGGACATTGTGTCCTCTGCATTGTCTGACAGGTGGAACTGGGAGCAAGACAAACTGATGCTGGGAA 

CG AC CCCAACGT CCATGTCCCCCAACAGCCTAAAGC ACAGGG AAG ATCACCTCAAACATACTACAG ATGAGATG AGTCCC C AACAAAATC CTGA 

AACAGAAGAACACTGTTAGGGATTTCAGGGCTGGAACATACAAACATCCTCTACCCTGGCTCCATTGTCCTGGGTGAGCTGCCAAGCCCTCTTC 

CTGCTGCTGTTCCATTTTGAGGAAGGTGACAAACGGTAGCTGGGTGTAGCCAATGTCATAGGCCCATAGGATTCTTTGTGGACAAGAAGATAAA 

GGGTTATCTTCCCAGCCTGTGGCTTTGTGCTGAGCACAAAGCTAACTACTTGTCCTCTCAGGCCCGTGGAGTATTATCATGATTCGGCACACAA 

ACCTGACAG AACAG ATGGGATTATTCCCACTTGGTGG ATAAGG AAAGTGAGCTC AGATAGT CAG CGC ATG ATACAGTTTC CACCAAGGAGG AAA 

AGCCCAGCATCAGATGCCTCCCCCGACCTGGACATGGTCAGCTGCTTCTTCCTTCCATGAGATCATAGCCTCTAGACTTACAAATGTCTAAGTT 

CAAGAACATCCAGAACCAATGGAAGCCAAGGGATTCATTTGATTGGAGAGCCAGTAGGCATAGACTGTAGTGATGTATGACACTGGATGAAATT 

AATGTCAAAAATTACTTTCCCCACTGTTGACTTTGCTCTAAATATGCTTGCGTCCTAAAACTGCATGTGAACACCAACATGTTCTGCCATGTAC 

TCTGACACTTCTCAATTACTGGACATGGATTTCTGAAACTATCCAACTATTGTAGTTATTAAGTAGAGAGCTTTCTAGCTGAACTGTGTCACAG 

ATAACCTGTACCTCGTGTGCATGCTACCAAGTGACACTGAGTGCTAGTCAGCCATGGCCTCTTTCTGAGCATGGCTATGGTCAGGTCACATGAG 

CATTCAGAGCTGGGCATTTATCTGGAATAGGCTTATGTGAAGACCAAAGGCCAGAGGGGGGAGGGTCTTCTGAAGAAGCGTCTCCAGGCTATGA 

TC AT CGGGC AGG CCCTGCAACTCC ATAAT ACTGTG AGG AC CAAACACAAAGAGTC C AGAG AGTAGG CAATCTGGTTCTAGGGGAGAG ATG ATCT 

GGGTGTCTCCATCTCAGACCCAGAAAGTCACTTAAGCCAGGAAGACACATGCAAATGGTGGCTGTGGGGTGGAGGGTGGGGCATTGCTCTGGAA 

CAAGAATGTGCATGGTTAAATGGAAACCATAACATTTGCAAACATGGGTAATTTGTGAGCTTTGGTTATTGTTTTAGCATTTTCCTAAGGTCCA 

TCCCTTTATTTATTGAATAGTGTGATTTGACAAGAGATCTATAATAGCAGTTGCCAGAAGTAGAGGAATTTTGACACAAGATTTTCAGTTCTCT 

C AC AGAG C ACTGTAGACTG CTGGGC C ATATGGAAGTC AGATGTG ATCATAGAGACTC AAGGAAGGTGACAG CCTCAGTCTGAT AG AC ACGTGTG 

CTGGGATGGGAGCCCAAAGGCCACAGCCCACAGTGCACAAAAAAACCTAGGCAGGTGGACAATGGTGAGCAGGAAGCACAGTCAGGAGGTAACA 

CAGACCCAGCCTGGGCTTCGCAGTGGCAGGGGTATGATTGGAGCACATCAGGGAAACTGAGGCTCCTTCTCAAAGAAACTGGGATGATCATTGG 

ACTTTGTGGGTGGCCATGGAGGAGGTCTGGTGGATTCATTGGCTAGAACCTTGTTTACTGACACACATGGAGAAATAGGAAAAAAGCTAGGCCT 

TGGGGAGAGGGTGGGTTTGGAGATGGGCAGCTGTCTGGTGCCTGAAGGGCACAGGAGTGGCAGGCAGGAGGCAGCCCGGGTGCATGCTGTTCTC 

TGGGCCTTGGCACAGTTCTGCTGCCTGCTCTTTCTATACTTGAATGCCTGGAGGCATGCAGAGCATCGTAGCCTACACAGAAGGACGTCTGATG° 

TCGCAACAGGAGATGGTTGAAAGAGTTGGGACAGCGTCACAGCTCTTCTGACTCTGCATGTGGGTGAGTGGTGGAAGTCACTTGAGTAGGTGTA 

AGACTGCACACCAATGCACCTCTCCACTGTGTCCACAGGTGGGACGTGGGGCTTGTTTGTATCTTAGCTGTCTCTTTGCAAGGCTGAAACCACA 

ACGTCTTCTGTCAGTGATGTCATCTAGCTAGTGTCCTCTTCCCGTGAGAAAACCCTGATCAGCCCAAGCAACAGGGAGGTTTAAGAAGAAATGT 

ATCTGTCTATAAAATATACTGGTTCTCAAAGAGGAAGTGCTTTTGGCTTCACCCTACACTCCTGTAGAAra^ 

NNNNNNNNNN^^ 

NNNimbTNNNNNNNl^ 

NNNNNNNNNNNNNN^^ 
NNNNNNNNNNNNNl^ 

NNNNNNNNNN^^ 

ACAGCCAGAGCTTCATAGTGTGATCCTGTCTCAAAAAATTTTGTTTTTTAATCTGTGCTATTTCATAAAACAGTGGCTTAAAGCTGCAGGTAGA 
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CTGTCTGAGAAAAGAGGACAAAGCCAAAAATCGCACGGTGCTCCCTAGGTCCCATTGTGGGGTGAGCTGCTTCTGATGGC3ATAGTGTATAGACA 
GGGTATC ACAGGGC AATG AG CTTGCAC CTGAAG ATGGGTG CAAAAGAG CAAG CAGCCAGGAACTGTGTCCTGATTCAGAGCTTCTATAAGCAAT 
CTGGGAACATTATCCAAGGTACTCTCAG^GACCCCTGAGCTTCCCGCCTCTGTGTGTAC^TGAAGAACACCAGGCTTAGCTGTGAGGACa^CAG 
AGCAGGCACAACTAGGCAGTTGTATTTGCAACACCCTGCAAGTTATTAGCTGGCCACGTGTTTGTCATTCGGGAAACTCTGTTGTAAATGCAGT 
CACCCAGTGTGACCATATTCAGGCAAGTAAACACATATGCATGGGGGTGCACACTTAAGTGTGTGAATGCAGTGGCAAAACTTACACATTTCCC 
AGTGCCTTAC AAC C ACC C AAAAGAAGG CTG CTTGCAAAACTCTGTCTTTTGAATTATG AGGGTCATGTAACTAGCTTTG ACTTTAATTTT CGTA 
TTTCTGTG CTAAACAC CAAAAACTTTACTTTTCAC ATTT AC ATGCTAAACACTATGCTTAATGC AAAGTATAGAC CTT CCTGTGAGCCCAAGAT 
CCCTTACTGCCAAAACAGTGATGGTGTCTACCTCAAAGACCCACAGTGCAGCTTAGAGGCTGCCTGTGGAAAGCAGTTTGTGTGCACCTGACAG 
ACCCACTGAGTTGCTGCTGTGAGAGACTGGATTTTAGCATAGATCGGGGGTTTGCTGTTTGCCGTAATTCCTACCCACTTAGAACACCATAGAA 
TGTTTTTTCTAAGTCCAGCCATTGTATCTGTATCAATTCCACTTTACTATGCCAGACAGAACTTAGCAACTGGTGCTATATTTTGCTTTTAAGG 
TTTTGGTAGATTTTTGGTTAAGGATGAAAATTAGCAGATTGACTTGAGTTATGGTAGACAAATGATTAATTCTTTTGAAAGGGACTCAACATTT 
CATGACCCAGCATCATGGTCTTTACATTAAATAGTAAAAATGTAAACTCCAGGCATGGCAATGAACACCTGTAATCCCCACAGTAGCAGAGGGA 
GCAACAGGCGGCCCACCCCTGAGCTTTCTGGCTAGCCAGTGCAGTTGGATTGGCAATGTACAAATTCAGTGAGAAGCCCTATCTCAAAAGATGA 
TGATGGGGGCTGGAGAGATGGATCAGCGGTTGAGATCACTGACTGCTCTTCCAGGGGTCCTGAGTTCAACTCCCAACACCATAATGGTGGCTCA 
CAGCCATCTCTAGTGGGATCTGATGTCTTCTTCTGGTGTGCCTAAAGACAGCTACAGTTTACTCATATACATTGGATAGATAGATAGATAGATA 
GATAGATAGATAGATAGATAGATAGATAGATATTTTTTAAAAAAAAAGATTTGATGGTGATGATGGTGATGGTGATAATGTCTAGAGCAATTAA 
AGAAACATCAGACGTTGATGTCTCCACATATGTATCCACACAACTGCACATGTACTATCCAC^ 

GGTTCTGTGGCCAAACAAATTTGAGAAACAGTAACTTAAGCAAAGTTTGATAACTATGTCTTTTTCCTGAAGTCCATCAGCCTTTTTTTCCTGC 
TGAGTCAGTAGTTGATCCCAGAAGTTTAATTTAGCCAGCTACTTTGTGTATACAATTCTGGCTGACATTTTGGGAAAGAAGTCATGTGAGCGTG 
CAC C CGGTGTGC ATG CATGTAC ATATAC ACAC AC AGAC ACGTGTACAGAGTATAACAGGT CTTAGG AATTGGAACTC ACTAGGAACGGC CTG CG 
AAAG ACTACAAGCACGGGGCTTGGTGCC ATTTT CAAAGG CAACTACTAAGCAATACGG AAATCTGGTAGCTCCTTTTGGAG CAGC AATTCC CTA 

ACTACCCATGAGGAAGCACACTGATTGTGCAGACGTGTGCTTTCCCGTGTGAGACTGTGATGTGGCCAAGAGCACACTCAGCCAGTACTACTGA 

ATGGTTGCTATTGGTTCTAGGATGTTCTAGGCTGTTGAGGCCGTCGGAGCTTGCTCACAGTTCAGAGGTCCTGCTCTGAGGAGTGACTTTTCTG 

TAG CTTGTCTGAAG AC AACAATAAC AAATT AGC AGCTAACTGGTGGTTTTAC ATAATAAC ATTGC CTTTTGAAAG CAGCACTGTCTTCTGCACT 

CTTGTGTCCGTGATGATTTGACAACCTGGCTTTCTTTTTGCCTTCTCTATTGCAGTTGCATATGGGGCTGATGGCTTTAGGGATTTTCATGCAA 

TAATTCCCAAATCTTTCTCTCGTAAGTATATGCTTTGCTTCTAGAAAACAGATGTTCATTTCATGGTCAGTTCCATCACACAGACACCACCACT 

TGC ATGTT CTCTC ATC AACAC CTT CCTTT ATAACTTG AAAGTGACATGG ACTAAATGTTTG CCATTCTATC ATTAAACACCCAGC AT CC AGTGT 

GTCATTGATACAATAAAGTGCAAAGACAGAGGGTGAGGGTGTTGTTTGGTTTTTGTTTTGCTTCTGAGGCAGGGTTTCCCTATTATTCCTGGCT 

GGCCTAGACTGCTCTGGGATGCCCAGACTCATCTTAAATTTGCAATGATATTCCTGTCTCTGCCTCTGCCCCTGCCCCTACCCCCTCCCTCTGT 

CCCTGCCCCCTCCCCTCCCTCTGCCTCTGCCTCACCAATAAGGATCAGATAGTGAGAGGATTATAGGGGACTTTTGGGATAGCATTTGAAATGT 

AAATGAAGAAAATACCTAATAAAAAATTGGAAAAAAGAAAGAGAGAGAGAAAGAGAGAGAGAGAGAGAAAGAAAGAAAGAAA 

GAAAGAAAGAAAGAAAGAAAGAAAGAAAGAAAGAGAGAAAGAAAGAAAGAAAGGTGAAGAAAGAACTAATGTAGCCACAGTGGGTGTCTCACTG 

ATAACTTGTGCAATTTTGTGTGACAGGAAAAAAAAAAAAGGTGCACCCTTTTTCCCTTGCTCTGGAGTGCTAACCTCAGAACAGAGAAGAAAAA 
CTCATGGGTTTCCAGCCCATTCTTCTGTGGTGGCTCGCCACGTAAGCATGCACCATGTTAGCGTGCATGCAGCCTACCAGCTCTCCTCGGAGCT 
GCTGTGCCGAAAACTATATGGTAATTTCATCTCTTAATACATTGAAAGTTGAAAATGATAACTATATTTGAGCAACCATAAGGAGTATTTTCAA 

TCAATAAAATGTTTAATCTTATGAAGCAGCAGCAGAAAGCAGAGTGTATTGGCATCACTTTGAGAAGAGCTTTGTCTGTGTGTCTTGCTTCAGA 
TCAAAC C AAAG CAC ACT CTACCACC AAATT ACACCCTAAGACC AG CTTGCTGACATCTTACTACTCTAATCTTAATATTGAGATGTC AGC CGCG 
TTAGGTTTATGATGTCCTGTTATCAGATATTACTTGGGAAGTACAGTACTTAGCAGTATCCATCTCAGGATGCTCCTGGTCAAAGGCCAGATAG 
ACTTCCCTCTCCAGAATATTAGAAGTTTGCTAAGATATTTCTCCTATTAATTATTTCTTCAGTTCAATGTGAAGGTAAGAATTTGAGATTTCCT 
TCTTCATGTAAGCATGTATGTTCACATAACATATTTTTATGTGTGAGCTGTGAGTGTGCCAGGGCAGGAAGTCATGTTAATTTTGAGCCTGCCA 
ATCACAGTTTTGAAATGTTTTGGTAAGTCAAGTGCAC ATAAAGGTAAG ACAG CACATTCTAAGACACATTTTCATTAAGC CTGAGGAATGGG CA 
AAGCCCAGCATTACCTACTGACCAAGCAGATGGGTGAGGTTTTCAGGATGGGAAAAAATGACAGTGGGAGATGTTCTGAAACATGATAAATGTT 
TTCATGTTTTTCATGTCTATCTGCTTATAAAGATTAGTTCATAGTAATACTATCTCTTTTTCTTTCTCTCTTCCCCTCAGTTGTATCTTTCTGG 
AACAAATGGTTGGTTGAGCCTCAAGTCTCCGCCCAACAACAACCAAACTGTTCTGGGCCAATATCGCCACCTTGTGGTCATGCTTGAGAACTGA 
CCTACAGGCTTCCTTCTGGAAGTTAAAACAAACTTTTGGCCTCCTCTGCCATCTTTATCCCATTTTGAGTCCCTAGATACCCCCCAAAAATTAA 
ATATGCCTTAAAATTCTTCTTTCTTAATAAGTTTTCATTTTCTGATCTATTTCCATCTCTGACTTCATTGTATTTGAAGGCTAAACATCAAATA 
AGATTATTTCTAAAATAGGCTTGATTAGGTAGAAACCCTATTATTTTAACTATTTTTAAATGATATTAAGTCATGCAATTTGTTCTAAATAATG 
CTTACAATTTGTTCTGGATTTGAGACAAGGTGCCATGTAGTTCGGGATAGCTTCAAGTTTCCCAGGGAGTTAATGGAGGATGGCCTGGTTCCTC 
CTAACCCCTTGTCTCTGCCTCCCACCACACTGCTGGCTCCTTTAGAGGAAATAAAAAACACTAGTCTGCACATACATATGTGTCTCAGGTCTTC 
ACCTATTACCACAAATAAATGAAAATGTACAAATATACCTTATATATTTTAATAACTTTGCTTATTAGCTACAGTTATTATAAAGATCTTTACA 

ATGGGAAAATAACATTGTACATTCTGAAATGCTACTTTTCCAGTAAATATTAAGATGGAAGG 

CAGAGGCTACCCTGCATATTACACCTCTGCATTAAAAATGCTCAGTTGCTCACAAGGGCACACTTGGCAGCCAAGCCAGGCCTCCCAGTTCCTG 
CTGGCCTGAGTTCCTTCACTTCTCCAGAGTCTTTCATTCTAACCTTTTCCTAGATGCTAGAGGCCTTGCCACACTCGGGTCAGGAGGGGCATTC 



AAGGTAGCTTTTATAAGGGGTTTGAAAATACCATGTTAACATAAGCCATGTTTTGTAAACACTCAAATTGGCCTCGCCCATTATCTGTCAGTAT 
CTGGAAGAGTAGGTTGAACCCAGAGCTTTGGGGGGACAGGGGGAATATTCACAAGACTCCATTCATGTTTTATATTTAATCAGCTCAGTGAAGC 
ACTTC ATCAAG CTCC CTGTTGTT CTCAGTAGTAGACTAGGG AC AGAGCTTACAC AATATGTGTG AGTCTATT C CTTATATGTAGC ATTTCACTG 
AAGGAATACCACAGCTAAACAGTTCTAGAAAGAGTCCCTTGTTGTCATGGACAACCTTTTTGGTTGAATAGAAATCTGTCAGATTCCTTATTTA 
GCAAGCACCCACTTTGCATTTATCCCCAGAGATATGAGGGCCTTTCCCATGTTTGTATAGAAACCCTTCACATAGCAGGAATCTTAAGTTCCCC 
ATGCTGACAGTATAACCTGTTTTTTGCCAAATCATCTTCTCTCTGGTCACTCATCTCCGTTAGACATCACAGACCTTCCAAGTCAAAACATGGC 
TGGCAGTGTCTGCATCACAGCCATAAGTCCCAGCTCAGCAAGATGTGTGCACAGCCTGCTGTGTCCCCACTACTTACGGTCCTTGGCCACACCC 
ACAGGCATCTGCAGACACAGTATCTTCTTTCTGAAAAACATAAACTTTCAGTCTTTAACTTTCTGATTACTGATCATCCTTCCCGTACTATCTA 
TTGACTCTCTCTCTCTCTCACTCGCTCGCTCGCTCGCTCTCTCGCTCTTACACACACACACACACACAATCATATATAATTAAAGCTCCAGTAT 
AAATCAGGCCAAGTAGCTTGGACTTCATACTCTATGTCCTTGGCAGCTATCCACCTATTTTTCCACATACATTTCTTACCCCCATTGTATCTGA 
TTCCCACACTGACCCTGGGACAACTTGTGAGCAACCCTCATGCCTCCCGAGTTACCTTTCTCCTTTAATGCTATCACAGCTGGTGGCAGCACCA 
TCTTCTAAGGCAGAAATGCCAAAGCCCTGCCTTCAGGTGCCCTAGTCACCCTAGTGATAGGCCCTCGGGGGCTTTCAGGAATCCAGTAGCCTAG 
AAAGCAGCACCCATCACCTGATTCATAACCTGCTTCCTCCTGACTCTCCACTCTCCCTCATTTTGCAAGCAGCCTGCTAGAGGAGAGCTGCTCC 
TGGTATGAGAAGCCTGAATGTTACTGCCCATGCACCCTGCTGTCCTGGCCTTCTCTGCGAAACACCCACATAGGCATTAGTGACTTGTGCCAAG 
AAATCCCCCCAGAGGATTGCACATGAACTCTGCTGTTTTTATTCATACAGAAAAATGCTTACAACTGGCATGAGCTTCTCTGCCCTGCATGCAG 
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TGT6CTCAGGAAAGCAGGATCACAGCCTCCTTTACCTCAGTGGAGTCAGGAACATGCTAAGGGGATGGATCATCCCAACACATGTTCTTCCACA 
AGGTGATTTTTACCCAGCTGTGGATGCTTCCTGTTTATACACTTTGCTGCAGTTCTGTGTCTTAGCTGTCATGGCTAAAAACTTGCCACATGAG 
CTATGATCCTCTTCATGGAATCTTTTACTACAGAGAGAGAGAGAGACAGAGACAGAGAGAGAGAGAGAGAGACAGAGACAGAGAGAGAGAGAGA 
GAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAATATTGAAAAATAACCAGAGGTTGAGATTTTTGTAGTTTTACTGTGCTGACGTAGTCTAT 
GATCTGTTGCTATAACAAAGATTCCACAGACTAGTTAGCATATAAACAATGTAAGTTCGTTTAGCTTGTAATTGTGGAGGATAAGAAGGTGAGT 
GTGGTGTCTACATCTGGTAAGGGACTTAAGTGGCGAGATGGGACATTGCTCTAGCACAGGCCTGTCTTCCTGTTATTCAGCTTTGCGTTGCTAA 
GTGAAAACCCAAAG C AAGGGGTTC CC AGAG GAACGTGTAT CTGGTTAGGCTCTAGAGGTTC C AGG C AAG C CAGCAGGG AAGGCTTTGGTGAGAG 
TGGCCAATGATAGTGATGGGAGCATGTGTCAGAGCCAATCACACATCAAAAGTTGGGAAGTAGAAAGTGACCAACCGGGACAATATAGTCCCAC 
AGTCTTTTTGAGGGGACATCACTAGGCATCTAAGGACTTCGCACCAGGTCCGACCTCAGAACAGACTCTCACCCTGAGTGAGCCTTTGGGAAGT 
GTTTTTCCAAACCATAGCCATGTGAGTGCAGATACTGGTGAATTTGAATCTACCCAAAGATAACCTAAGAATCGCTACTCCAGAGTCCAGTGTC 
ATTAATCACCGCTGTGTGAACCGCAGACCTTTCCCCTCTTGCCACATGGATAGGATCTGGCCTCTGAGGGAAGTAAGGACTGCTGATTTGCAAA 
GTTTCGGATCAGAGACTTGTAGGGAAAAGCTTTTAGAGAATTCCGCATTACAGAATTTCTCAGTGTTGTCCTGGACATGTGCGGAATTCAGCCT 
CAGAGTTCATTCTCACTTCCAGGACCTGAGAGCCCATGCTGCGGTTTGTACGTCTCATCGCATTACTAAGCCAGTAAGTCTTTTCTGCAAAGAG 
CT AAC AGGAT AATATTGGC AGTAAGT AGGCACTGGAG AC CTCTGTGTGG AG AC CT C C CAGAT GTAG AGCTAG GAGGTTG CT AGCTCTGTG ACC A 
TAGCAAGTTCTTTGACTGAACCTCTACCACTACAAAATATAGGATGGTAATGGTGTGGCCCTTTTGAGTTGTTGTGAGGTTAAATGGCAAGTGC 
CATTAAAGTACCAGAGGGTCTAGGACAAGGTAAGTACAGTAAGCACTGTTGGGATCAGGCAGAGCCTTGGTGGATGTCACTTGCTGTGCCCCAG 
TCCACTGCTCCTTTCCTCAGTCCTCTCAGCTGCCCCAGGCTGGCCATGGCTATGAAAGCTCCTGTATTTACAGATGAGGAATGAGGCACAGAGA 
AGTCAGATGACCTGCATAAAATCACTGCGCCTTTAAATAAAGGTGCCACCCCTCCAGGCCAGCCATTTTTCTCTTGGTGTCAGAACCTCAAATG 
TCCCAGTCAAGAGAAATTTGGGAAATAAGATTCTCTCTCAGGCTGTGAAGCAGGTGGGCTCCTTTAACTCAATATTCTCCATTGTAAAGTAACC 
TTAGGTTC C C CTCC AGGGT CG ATTTAAAC ACAC AGCTG AATTC ACCC CAAAATTTGGG AAC CAG AAGGATTGGGGAAACCCAG AAGAG CAC ACT 
TCAGACATCCTCTATGGCCATGTCCTGGCTGCTGCTCTGGGGACCAAACTTTGAGAATCCTTGACCAAAAGTGCTCAAATTATTATGTCAAATA 
GAGGCTGGAGATCCAGATCAATGGTTAATAGTAATTGACTGTCTTGCAGAGGACCCAGATTTAGTTCTAAGCACCCACATTTGGCGCTTCACAA 
AAGCCTGT AG CTCTAGTC CCACAAAGCTGC AC AC AGTGTGCATAC ATAG AAGC!AGACACTC CC AC ATACACAGAAACG AAAAG C AAATGC CTGC 
TTCTTAATTATGTCACAGTCACCTCACTGGTTATTTTACTTAGAGCAGCATACCTCCCTAACTCTTATGCACCTAGAAAAAACACTGAGAAATT 
ATGGCTACAGTTTCCACTGCCATTGCATGTGGGATTCACCACTGTACCATTAGTGTTTTGGGAGCATGTTTATGCAATGTGTTGTATTTTCTTT 
TCAAATGAGTAGGCAAATAACAAAACTACATGACTTGTGCTGGGACTACAGCAGAGTCAATAGCGGTGTTTGTTTGTTAACCTACAAGCATCTT 
CTTCTTTGAAAGACTGTTACCTGTTGCACTCATAAACTATTCCAGCTCACCTCTTAGCAAATGAAGGAGATGTGAGGACACCTCCACCTTAGGG 
CACAGGCTGGGGTATGCTGCTATAAGATAAAAAAGAAAGCCAATTGCTAAGAAAACGGAACTTGGACAAGGGAGTTGGAATCAGAGGTCCAAAC 
AGCAAAGAGCTGTTCCAAATTTGTTGTGCATATGCGTAAGAAAATACTCACCCGTTCAGACCCGCATCTGTCCCTGCATCCCTAAGTGCATCCC 
GTAGGTACCATCCACACTCTCTGGAAGCTTGGTGCATGCACCAGTCAGACTGCCCGCCCTGAGGTACAGGCTCAAAACTGCTTAGAAGCTCCAA 
CTGTCTATTTGATGCCTTGTTGCTGCTGTGTTGCTATCTTGTGACTTATTTTTGCAGTGACACTGAGTGGCCTCCTGTGTTGTCTCTTTCAGCC 
AGTAATGTTAAAGTAGAGACTCAGAGTGATGAAGAGAATGGGCGTGCCTGTGAAATGAATGGGGAAGAATGTGCAGAGGATTTACGAATGCTTG 
ATGCCTCGGGAGAGAAAATGAATGGCTCCCACAGGGACCAAGGCAGCTCGGCTTTGTCAGGAGTTGGAGGCATTCGACTTCCTAACGGAAAACT 
AAAGTGTGATATCTGTGGGATCGTTTGCATCGGGCCCAATGTGCTCATGGTTCACAAAAGAAGTCATACTGGTAAGGCCTGGGAGTTTTCCCTT 
GAGTGTCTCCTGAGGTCCTGTGGGGGCTGAAGGAGCAAAATGTACTGTCAAGGGCTGGGGATGCAAGTTAGTATTGTAGAGCACCTACCTAGCA 
CACACAGTCCCTAAGTTCAAAGTGCAGAAGGAGGGTGGGAAAAGGAATGTGGTCTTGAAGCATGTTCCCCATAGACTAGCAGGGCGGCACTTGC 
TTATAAATAGCTCCCAAGTTGTACTGAGGCACAGCTTTCTTATTCTAGGGCAGTGTCTGAAAGGTCTTCTCAGCATGTACCTAATCAACCCTGT 
GAACGAAAGAGAAGGCTAACAGCATGTGTGTGTCAGCTTCTGAGACTCTGATAGTATACTCGCTAGAAAAAAAGAAAAAAAAAATCCCAGCCAC 
AGTGCTGACTCTCATGTC C AATC CTT C AC AAGACG AGATCAAAAGCT AGAGACAC ACCAAAACTGACTTCACAAATTTCTC ATTGAGAAACTAC 
AGAGAATACTTGTTTTAATCTTGTTAACACTTGGGATTCTCTATTCTGAGGCATTAGTGAATCATTAGTGAGGCATTAGCCTAGCAGCAAAATG 
GTCTTTTCGGAAAGGGTGTAGGTCAGCATAAAGTGGTTCACCCTCCAGTCTGAGTCTCTGAGTCAGCTAGCCATATTGCCACAAGTTTTCATCA 
CAGAGCAGTAGGGGACTTTCTGTCAAACTCCTATTACGGTAGAAGGTTTGCACAGGCTTTAAGAGAATAAGAGAATGCAATAGTCTATTCAAAA 
CTAAGAAAATGTTCAAGAGCCATGCCTACCCCTGCCACTGGCACTGTGGGAAGCCTAACCAGCTTCAGTCGGCTCTTCTACTCCTGTTCCACAT 
GTATATGAACAGTCAACTCCTTGTTCAACCTAACTGTTACTCCACCACCACTAAGGACACTAAAGAGGCTTCCTAGAAACATCAGTGGTGTTCA 
GGACAAGTGTTTGCATGGTATAAGGTTTCTTTGAGAAAAAAACTAAAGAGAAACATTACTCTTCTTTCCATAGAAGTTTCTTGAAAGGTAGATA 
TTATAAC CTGG C AAATTC ACCTAACTCTTATAGCC AC AGAAAG CTCACATGTAAAACGT ATAGAGC CTGGG CTATC ACTACC CATACACTGG CT 
TCTTTGGGGCCTGAGAAGGCTGGCATCTGCTAGTGCAGTGTCCAGGAGGGAGAACAACACGCACAGATGAATGATAGCGAGTTTTACTAGACTA 
TCTCAAGAAGCTGAGGAAGATGGCTTGGAAAGGACAACCTTGTCTGTTTCTTACACGGGACTCAACAAGCGTGCGTTATCCAAAAAGGAATCAG 
GAGCTAGAACAGGTATAGAGCAGTAGTGTCATCACCAAGGAATGAAGGCGTTTCCAAGGTTGGGTTTTATATATGGACAGAAGCAGTTTCTAAA 
ATTATATATTCCACGTATAGTATATGTACAAATGATTTATAAGATGATACTTAAATAAATGTTTGTCTTCAACAAAAGTTTAGCTCTAAAGTTA 
GGCAAATTTGGCTTTTCTGAAAGGAGCCTTTAGTTCTCAAGTGACTCGTAGAAATAGACCTGGCATACCCAGCCCTGAGAAAACCAAATGTGAA 
GGTAACCTTGCTCTTGCCTTCTGTGAGGCAGTGGAAATTAACATGGAGAACCCTGTGACAGATGCTCAACCAGTCTAGGGCCTGTAGCAAACCA 
TTGCTGATAGAGAGCAAACCTCTGACTGTACAGTAAAAATCCCCTTAGATATTTGACAAATGAATCAAATTCTCGTGTAGTAAATTGCTAACAT 
ATGACTGCCTGCCTTGACTTAAAAAAAAAGAAGAAAAATTACATGTAATGATTAAACCTGCTATCAACAGATCTGGGAGGGTACCTGATATTTG 
CTACATACTTTCCTCAACAAATAGTGACTAAGTATCATACCTACCCCAATATGCTAAGTTCTTCAATTATGGAACAGATAACTTACAGAAAGAG 
GAAACAGGAAGAGACTACACACACGCACGCGTGCACTCATAGACAAAGTTTGGTCATTGCCAACTCCACAGTATATCTCCGTATATGTGAATAT 
ACAAATCCCCAGGTAGAAGTAAAAACCCCATTTAGCCAACTAGGTTTGAATAGCTAGACAGAGCAGATGGGCTTTCTCTTCCAGGTCTGGGTGG 
AATGTGTCAGCAAAGTTTTGGGCTCTGCATTCCTACAATAACAGCAGGTTATGAGAACACTGCCCACCCCTGTGAAAGGCGCTGGGAATCACTT 
GGAATCTTGAGAACATGCAGGGCCTAATTCAGACTCTGGGAGAATCTGGAGAGCCAGCATTCCTATGAAGTCCTCGGAACGCTGGGCATGGAAG 
CTAGAGCACAATAAGCCCCCGGGGACATGCTGCTGAGGACAGGACAATAAGCAGAGCCATCTCTGTGGCCTATGAGGAGCTGATGTAGGATGTG 
CTGCCCCAGTGGACAGCTAGGATGTGCACCAGAGCCTCTCTCTCTTCTTCCCATTGCCCATGACCCAGTCAACCAGCCTCATGACTTGCAGCCC 
CTTTCTAGTAAACAAAGATCTCAGGGGCATAGCCCAGCTTCTACTCCTCTCACTGGGTGGCATTCCACTGCCGCCATTTTCTAAATGGCTTGTG 
GGCACCGGTGTGTCACTTCCCCTTGGGTGCTCAGTTGGTTTCATGTTTGATTCAAGTGTCACAACCCCAGCGTAGCCACCAACAGCTCAGGGTG 
CATCTGAGGATCACCCTGGGGTGGTAGGGAGCTGCAGAAGGGCAGCGGGGCCCACCTGTAACATCATTATTCTGAATAGCAAAGACTAGGAAGT 
GGCCTGAGCAGAACAAAGAGGCTGGCTTCCTGTGGTCTCCTGCCTAGCAGGTGCTGCCACAGGCGTGGTAGTTACACATCTATTCTTGTATGCC 
AGGCTTTTTTTAAAATCTACCTTCTGCAGACAGGCCTTCGGATGTTCTACCAGGTCTTTTTCTTTTTTTAAAGAAGATATTCTTTATTACCCAA 
GTAACAGGTCGCAAACGTTGTGAGAGAATAAAAAGTGTGGAGTTCCTGGGATGGAAATTAAATTCAAAATTTGCAGTATCTAATGTCTCATCCC 
AGTTAAATGTAGGTGGATACAAGCTTAAAGGACCTTAACTTAGCTACAGGCTGTTGTCCTCCAGGAAACAGGTCATGGCCACTGTCAACAGAAG 
CAGACATGGGCACTGTCCCATGATCTTCGAACACACCCCCTTATGTGTAACACCTGCACTGAGTGAAATACCATATGATCCATTTTAGAAATGT 
GGTCTTTAAGCCTCCCCACCATGGGCTGTACATTCATGGCCCACACAATCAATTGGAAATCAGTAGATTTACAGTAGCTCTGCCTTACCTTGCT 
TTGTAGCAAGGCTTGAGACACCAGGCAAGCAGTCCCCATGGAGAGATTTTGACTCAAGTGAGAAGGCAGGTTTTAGTCCCCAAAGAATGCCCAC 
CTTCCCTTCCTGTAGAAGAACAATGTGCTTTGAATTATCAAATTCAAAGAAATTGAAAGAAATTGATAATTCAAAGGCATTATTAGTCCTGTCT 
GCCTCCCAATGGCCAGAACACTAGCTCGAATCACATCAGGGAGACACCTGGAGCGCCTCCCAGCTCAGAAAGGGGTCACTCAGCTGCTAAGCAC 
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GTGACTTGGCCCACTTGGATCACCAGGAGTGTCTTCTGAAGCTGTCCCGTGTGCTTTCCCATGCAGCCTGAGGGCCCAGCCCTCTCTGAGGAGC 
AGCTACAGTGTTAGGCACGTTCCACTTCCCCAGCCGGATCTTCCTGCATACACTGCTTACTTTTCTTGTTTCCGCTCCTCCAGTTGGAGCTGAA 
CACTTTGTGAACACAGTGTCCGCTGAGTGTGCACTTGGGTTTCCCAGGCGAGGTGATGGTTAGTGAGGCTTCTAAATGCTAACACCTACAGTTA 
TCGTTCTCCATCCTCCTTGACGTTAAACAGTGTCGTCACGTTCACGTGGGTCTAATCCAGACAGGAATTTGGGGAAACGTTGAATACTTACTGG 
TTAGTATCAAGAGCCCTCTGACTGGCCATTAAATATCATTGTAAATTAATTCTAACTTTTGTGTTTGCAATGCCCAGTGAAAAAGACGTAGAGG 
TAATTCGGAAATTCAGGCACCAGTATGCACATTAAAGGTTAACCTGGCACAGCTTTTAACAGTACCACCTGTGATAAAAAAAACTGTCTGCTGC 
CCCTCCATTTCCGTGTTGGAGAAATGTTAATTGGGTATTTTTAACACATTGTTCACCCTTAAGAGAAATGTGTCTCGGGACATGGGTTTCATAC 
ATAATGGTCTTTTAAATGAAGCATCTGTCCTTCAAAGGCAGCGTTTATAAGGCACATAATGGACACACCATTCCTGAGAGTTAAAGGCTAAGTT 
AGTGTCCACCCAGCAGGACAGTGACACACTCTTTACTCACAAGTAGCTCCTGCAACCATCTCCAAAGCCAGGGTGTAAGCCAAAGCTCTTGGGC 
ACATAGTGCAGGAACGCTGGGCTGTCTCAGTCACAAACCAAGAAACCTCCTTGGAAACGCCCTCAATGGCAGCAAGATCTGTACCTGGAACATG 
ACTTGTGTACTGTGGACACAAAAATGAATTCGAAGGATCTCTGAGTTGTGAGGAAAGGGAAAGGCAGGAAGTCTCAGGCAACTCCGAGCGCGGG 
AGCCAGGGGTTCCCTCTGGAGGACAGGTCACGGCTGTCCTGTCCCTGAACTTCTCTTTTATTCAGTCTTTCTCCAGTCTCTCCCTCTCACGCTC 
ACACTTTCTCTGTCTGTCTCTCTCCTGATTTGCCTGCTTAGGGACAGACAGGTAATGGAGAAGAAATTGAAAGGGAAAATACAGGGAAAATGTA 
AATGAAAAGAAGTTATTATAAGTGTTATAATGAAGTGCCTTTCATTTAAATATAAGAATGTAACGCTGAAATGAACTTGTGATCCTGAAATGCA 
TTTTTAATGAGTTTCCTTTTTATTTTGCTGCTTCAGTGGCATATTTTAAAGACCCTTTGAAAAAAGCCAC^TTAAAAACCCCACCAAATGCCAC 
AACACGCAAAATTGGATATTGGTTTATTGCAAAACTGCTGATCAGGAAGAGTGACTCTTGATCACAAAATGTTGCAGTCACTTTATTTAAATGA 
GTTTGAATTTGCATTGTGATGTGCCATTCTGATTTAGGGAAAAAAAATTAGATTTTCAGATCAAATTGACCCAGCCAGTGAAGCGTTAAGCAGC 
TGGCAGGTTTAGTCTGAAAGCCTCATGTTCTATCAAACCTGCAGCCGGTGGAAGTCAGCAAGCCCATGGGAAACAACTTTCTCGAGGCCGCGCT 
CCTGAGCAGCTCTCTCTCAGTGCTTACCATGCTAGCCTCTTCCCTTCTTGCCCAGGTGAACGGGCTTTCCAGTGCAAGCAGTGTGGGGCCTCCT 
TTACCCAGAAAGGCAACCTCCTGCGGCACATGAAGCTGCACTCGGGTGAGAAGCCCTTCAAATGCCATCTTTGCAAGTATGCCTGCCGCCGGAG 
GGACGCCGTCACCGGCCACGTGAGGACGCACTCCGGTATGTTCACTGAGCATGGCAGGGATGCCATGTAGGGACCCCGATCATGTGTTCCATGT 
TCCCAGCCACTGCCCTTCCAATGCACCGAGTCCACAGCCCTCTGGGGTGTTGGCCTCCTATGTGGTAATCCCTTATTCCTACTGAACCAGAGGA 
AATGGGGGGGGGGGGTGCACACATGGAAACCCTGCCTCCTTGGTGTGTTTTAGAAGAGCTTTCCCTCCCACCATGTCAGGTAAGTGGGTATTTT 
TCTGAAGTATACTGCTCATGCCCTTAACCTTCCATACACATCCTTTTACACCTATTGCTGTGTCACTCATATCACTGGCTTATGTGGAATATAT 
TGACTAGGAGTAATAAACGTAATTATTTTCGTTGCAGAGAGATAGGTTGGTCAGAATATAACCCTGTCAGCGCAGGGCACACTGCCCCAGCCAG 
AGAGTAACTTCCAGGCTGGAAACCAGCAGAGGCTTTGATGGGACTAATCAGTCTAGAGTTGTCAGCAAACTGCAGACAGGAAAATTTCCCTGTA 
AGGATGGTCC AGATACT CTAGAGT CT CAG AAGACCATTTATATAAATGCTGGACAGTTGT CAG AATGTTC CCAACCTGT C ACACAGACTC AT CT 
TT AGTT ATC ATACATCTT CTGC CT CCTGGGTGG CATCTTATCC AGTAGCCCTATAAGCCTCCAGGTCTG AGATATAGGAAATAAAAAGTATATG 
CTATGTTTGCTTGCAATCTAGTATTTGTAACATGCATATGTCGCTTCCATTCTGCACTGTCGTGTGGTGTCACGTGCTACACTGGCTTTAGGAG 
CTCTAGGTTGAGGGGCCTTGCCCCTGCCCTCCTAGAGTGCCCTGTCATAACAAGCTGTCACTCTGTCCTTGCTGAGTGACAGAAGAAAGGTCCT 
CAGCTCATCTTCCCAAACAAGATCTCAAGTTATCCATCTCTTCGCCCCATATTTCCTAAGCCCCTCAACAGCGTCCTATGTGTGTGTGGCATGG 
TAG AGT CCCG AGGGTCCTG C AGG AGC AGAAAGAAAAGAC AGT CTGT C CTGCCTGG AGG AT CC ATAGAGATTCCCACAGC AGGAGGGCTACAGGG 
CGGGGCCAGCTCAAGCTAAGTTTGCTTTAGAGGAACTGTAAACCAATGAGAGCAGAGGTTATTGCAGCACACATTTTAACAGGTGGTATCCAGA 
GCTGGGCTTTCTGGTTAGTGGTCACCTCCAGGTGGGCAGATGTAGAGAAGAAAAGAAGCTAAGGCTATGTGTCATCTCCCCTGTACTCTACTTC 
CCTACCTGACTGGCAGTAAGCAGTCAGGAGACTGCTAAAAGTGTGCAGCAGAAAGTTGTGACTTGGGCGAGTTTCTTGGCACTGCCAAGAAAGG 
TGGTGCCCTCCGTTGAGGAGCTGTCCTCTCAGGCAGCATGTGGGTCAGAGGACGTGTCAGGAGACAGACACCTCCCTGTCTTAGGTAGGACACT 

AGGTGAA^GCACTGCAAGGCAGGGAGTGACATACAGACCTGGG 

CATGCACTCAGATTGGCAGCAAGCACGACTTCCCAAGCCAATGGAAAATTCCAAGACCCACTTTTAGGCTGATACCAGTCACAGCACTATCACC 
CTTTAATTACTGGTTTACAGTATAAATCTTTCCTGCATGCCCATCGTTCAACTTAAGATAGCAAGATAAGATCTTGTGAAATCAGTGCTGAGTT 
TTGCGTTTTGCCTACATGCTTGATCATTGCATTTAAGGCATGGTGGTATCCTCCTCTCGGTGGGGCTAATGATTTGAATAATTATTTAAAACAG 
ACAGAGGGCTCCTGACAGTTATTTCTGCCACAGAGTCAGCAATCTCTGGTAAAGATGTCCACCAGAGACCTGGGGCATTGGTGACTCGATTGTC 
TGAAAATGTACTTAACAAACACAGCTCTGGGAGAAAAGAAACACTGTGTTTCCTTCTTCAAAACAATTTTACCAGAATGACAGGACTTCAGCCT 
TTGTCTG C AAAGTC CAGGGTGTTATATTTT CTTAATGAATGGC CACG CC CAC ATTC CATT AG AAG CTAGGGGCAACCATAG CTTT CC CTAGCAT 
CCTGTGGTGGTCTGACGTTCTAGACTCTACTGTGATGATGGAATTTGTGCTGGTATCAGGGTTGGTACTCTTTTGAAAACTACAAACTTTGTTA 
GAGTCAGTTTGGTTCTCGTGTTCTAGCATTAAAGTCAATCATATACTAAGAAAAATCAGGTACCATACCATTTATATAGGGAGGCAATTTGATT 
CACGAAATCACTAAAATTAAATTTTTTTCGGGAAAGGGCATGTATTAATTTCTGTAACCATAGAATATAAATGTGCAACCATATGTAATATTCG 
TTCCATATTTCATCATTTGTGGTACATCACTGTCTCTAGACAAAAATTCTATATAACTGGAGAGACGGCCCAGCAGTTGGAGCACTGGCTGCTG 
TTCCAGAGGAGCCACATTTGATTCTAGCACCCACGTGGTGATTCATAACAATCTGTAAAGCCAGTTCCAGGGACTCCAACTCCCTCTTACAGCC 
TTTGTGGGCAGACACCAGGCAAGGAAGTGGTACACAGACATACAGGCAGGAAAAAAACCCATACCCGTGAAATTAAGTAAAATAAAAATCTGTT 
CTGGAGTCTATAGATGAAGCTTTGGTTTCCTTGAGAGCATCTTCATAGCATCTGGTCACTTAGGAAAGAGACTTAAGTCACACTGAATTAGCAG 
TTATCAAGCATTCCTGTTTGGATGGCTTTATATCATACTTAGCATGAGAAATGCAATGTGATGTTGAGGTGAAACTCTATATTCCACATAAAGT 
AATTGGAGACCATCTTCTCTAAAAAAGGGTCTTTATTGAAGTCTTTAAAAACCGATATTATATGGACCCTTTCCTATTCTTCTAAAATACCTCT 
C AAAAAAAC C AGG AAGG ACTAAACTCTTGTAG AAC C AC ATTGC C ACAC ATAAAAG CCACTGGC C ATACTT AAGTTTTAGTAAATTAAAATTAAA 
CAAAATTAAAATGTTAGTCCTAACATTAATCTAGCCAAACTTAGAAACTCCATGTAACTGGTAGCTACCATAGTAAATAATACAGTGAATGCCA 
AGCTGAACAGATATGCAAAGAACACTTAGAGTGCTCAAGTCGTTAGCATGAGTTCTAATGGCCAAGGCTGATCTGGGAGTTTCATCATCTCATA 
TTCTTTGGGGATAGAATAGAGGCTTTTCATATGCTCTTCCTATGCAAAACACATTGTATATCCTCCAGGTATATGAAAATGAATTTGGCTTATC 
CATATCCCTTTTCATTTTGTGTTTATATATTGTATATTCTTAATATTCTTAAGTGGGATAGTATGTACTATAGTGTAAAATATATTTGTATTAT 
ATAGAAAGATACAATTTAGAAATACTCATTTCTTTAAAGCCTTTTCCTGCCATGATTTCTTAGAGACTTGCGCAACCTCATTTTGCCTCCTGAA 
TTTTCACCTTATTCATTAGAGGTTGTCACAGTAAGGGGTCAGCCTGGGGAGAGGCCCACCCTGACAGTGAATCTGTACTCTCCTCATGTTTCTG 
TCCACACTGGAACATGGAGATAGTTTACTTTTTACCATTAAAGGAGACCCTTGAGTCCGTGTCATAGGTTAAGATGAAATTCATGAATTCTTGG 
T AC ACTCAATG AGT CAC CTGGGCATT AACATTTTTAAAATTCATTAATTTTGACTAAGTCCATAATAGT C ATAG CTC AGT AGAGAGTAC ATTAT 

TTTCTGCAGTTGGTAAGCCTCACAAATGTGGATATTGTGGCCGGAGCTATAAACAGCGAAGCTCTTTAGAGGAGCATAAAGAGCGATGCCACAA 
CTACTTGGAAAGCATGGGCCTTCCGGGCATGTACCCAGGTAAGCACTGAGGCCCTGCTGAGCTGCACCCCTCCCCCTCCCAGCGCCTGGGCCAG 
GATGGGGCTCTGTGGCCTGTTTCAGCCACAGGAGGAACTTTTTGTCTTGTAGCAATGCATCTACACTAGGGACAAACCGTGCTTCTCTACTTCC 
CAAGTTCTCAGTTGACCAGTCATACATAACCTGTCTTAAGACCTCCTTAACAGCAGTGACCCTTTTAAGAGTCTGTGTTGTGGGGTATTTTGTC 

AATGAGCTTGCCTGGTGTGCAAGAGGCCCTGAGTTTGATCTCCAGCACCACAAGTGAGAAAATAAAATAACCAAGTTAGAGTAGTGTCGTTCGT 
GATTTCTTCTTTGTGTTTAAATATCCAAATAAAATGTGAGTCTTTTAAAAAAAACACTAATTACTCATGAAGGTCTTCAAAAAAAGAACTGTTA 
AGCTAGAACTAAACATTGATTTAGACTGAGCTTTGAGTATCCACAGTTGGAGAGAGCAGAACTTGTTAGGAGACCTGGTTGGCACTGGTTCTGA 
GCCTGAGGAAGAGTGTTGAATGTATATTGAGTACTACATTGTGGTGAGAATCAGTTTCTAATTTGTCCTGCCTGGTGTCTGTTGATTCAGAGCA 
CTGCAGTGATGGCTTCATGCTCCAGTTCTTTCTCAAGAAGTGAGAAATTACTCTTGCAAGAAGCAGCAATCTGACCTCAGCATGCCCAAAGAGG 
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CATTTAATTACATTGGGTTCTTCCTGCCTCTGCCTCAGGGCACATTAAGATACACTAGATGATTATAGTTGCCCCCAAGCCAGTGCTAGCCAGC 
TTCCATGACTGTAATGGGTGTCTGAGACAACCGGTAATAATAGGAAGGAAATTCTGTTTTGGAACTTTGGAGGTTTCAAACCATGGTCAATTGG 
CTCAATTGCTTTGGCCAGGTCATGCTGGGAGCACAGGTACACTGAAATCTCCTGCCAGAGAGACCCTAATAAGCCAGGGAGAAAGAGAGAAAGA 
AAAGGTTAGGGACCCATGCTCCTTGTTGAGAGCATGTCCCAATGATTTAAGGACTTCCCCCAAGACCCCAGCCCTCAAGGTTCCCAGCATCTTT 
TCCTTGGTTCATCCTAGAGCCAAGGCCTCCCACATGTGGGCCTGTGGGGGACCCTGCAGTTGCAAACTGTGGTTGCCTAGGTCATGTCTTACTT 
C ACTATTT C ACCCCTGAAACCCCTG C CTTATACATATACACTGAGTGCTGGCTTAGGGAATATGGC ATTGAGGCT CC AT CCTGCC AATAAAC AT 
GTACATTCTCATTTGTCTCCTGACCCTGACCCTCCATCTCCCTCAGGTCACCTCATTACTCCCACGGACCTAGTTAGGTTGGGTCCATTAGTTG 
AAAACTGCCTAACTCAAGAGATGTAAGCTCAAGAGATGTAAAAGTAAGGTTTGTTTTTCTGAATATGATTTTCTTTAGTAAAAAGGTTAAGGAT 
ACCTGTTACATTTCACCT ATATCTGCATAGGATAAGGAACTATCT CCTG AG CCT CACATG CAC CAAGG ACAGAGGAAAAAGT ACTGGGCTC AGA 
GGTGTGGTATGATGTCACCTGAGAGATGGAGCACCTGAGAGAAGGGAAGATATGTAAATTAGCTTGATAAATCACATGTATGAATGACTTCTAG 
AATTAGATTTTATGACTTTCTGTATTTCCTCCTATTAATCAGAGTGGGCTGAATGTTGAGCTATTTAACAAGACACCCTCATAATTCACTGTTA 
ACAGAATATG CC AG C AGT AGTATTTG ACT AGAAATG C AGGTTTTAAAGTG ACG ATAT AAAAAATGCATAAGGATTGTGTGGG C ATG CAGGGTAC 
AGAATACCCAAGTGGCAGAAACTACCAGGTCATCCTGGGCAAGGGGGAGATGTAGAAGATGATGGAGTGAATGAAGGCTGAGCCATTGTGAATA 
TCCATTTATTGTAAAAAAAAATCTATCAGAAAAAAATATATTTAAATATTGACAAGACTAGGATTATGTGAAGATGTAGCTATGGGTCAAGGAA 
CTCTTTGAGGAGCATGAAGATAAACTAGATAGAACCAGATAAACCTATGGTAAATCAATGGCCTGAGAAGGGAAACACACAAGGCAGGAACAGT 
ATGGGAAGAGCTGTTTAAAAAGTAGAAGCTGATCACTTTACACTCTAAGCTCCTGGGGAATGAAGGAATTATATATTTTAGAAGTCCCTGCCTT 
GCAAACTAGGTGTCAGGATAGAAGAGACTATGCAGGAGACAAACTTGTATCTTCTTCACTTATGGGCAGGGAGAGTTGGTATAGAAAAGCAGAT 
GGAATGAGCTAACCTGTATGTCTGTGTTTACCTTAATGGCTGCTCGGCTTCCTACCCTGTGTGATTGCTGTGTGGTCATTAGACATGTGCTGTG 
TGGTTGGGGACTGCTCCCTATAGAGTTGTGACTTTAGACCCTTTGTTCATTTCTGGACCAGATGATATTTGGTTCTCATTGTTGTTGTTAAATT 
TGGTTAAGGCAATCTTGACAAAGACCCTCCAAAGTAACACAGTTAATTCACTGTGGTCCAACCTTGTGTGGTAGACAGCAGCTTGTTATTTTGG 
TCTTAGGGATAATGTGGGTTGAACAGGTGGAGGATGGGGTCCTAGCAGGTGGCTAGTCATTGGCATTGCTGTAGCTGGTTCTGCCAGGGGCTGC 
AGG ATG AG AAATCGG CT CTTATTGG CACTTGACAAATGTGCAGTTAACACTG AAT ACAGCAAGATCTTGAAGTGC AAGCATTT CT AAACTAGC C 

GTCCTGGACAGGCTGGCAAGCAATGTCGCCAAACGTAAGAGCTCTATGCCTCAGAAATTTCTTGGTAAGAGTTAAATGTTTGCTGTCTCTTAAC 
CTAGAATTATGTGGGTGTTCTAGACAAAAATTATTTGAAAGTAGAAGAAAACAAAAAAAAAATCTCCCTTTTGGAAAAAAAAAAAGCTTATTAT 
TTCTTAAATACTGTAAATTTTTTCTAATAATATTATTCAAACTGATAGACCTTTTACCAGGAATTAGATAGGGTGTCATAGCATTTGGAGCCTT 

AGCCCCCTCAGAAGACAGCGGAAGGGTACAGCTAGACTTGCTGTTCTGATCACTGAATCCTTACCTGTCCTTGATACTATGCGGAATAATGCAG 
AGGGAATGAGTTGTTCATGAGGCACTGTTGCCTGCCAGCTAAGGCGGACACTGTAAGGACAAGGAAGTAGCTGAGACAGATGCCTGAATGGCAT 
CACTAGCCTCAAAGGCAAGCTTTAGGTCAGAACAGAGATGCTCGTAAACTCTATGGGGGCAACATGGGGGAAATGACCCAACCTTCCCAAGCCT 
GGGTTCCATTCTTTATGTGTCTCATAAGGCAACCGGAAGCATAAAATGCCCCCACAGATATAAAAAAAATTTAGAAGCCCTCAGTAGGAAGATC 
AGCTACTATCATTGTCAAGAAAAGAAACCTTATGTCCAAGAAAAAAAAAATAAGGTGTTTGAGAAGCTGAGGTGGACTTTGAGAAAGGGGCAGG 
ACCTCAGCAGCATGCCATACAGTGAAGGGGTCATGGAGTCTAGGCAGACAAGGAAAATTACTTTGCTGGTGTTGGGATCTAGAGCAGGACTAGT 
GGGTATTTCCCAGCTTTGCGCAAGTACTCACTGGAAAGCAGTGAGTAAAGCTGTCCCATGATGCTCTGACTATAACAGTACTGGTCATTGAGGG 
CCAAACTGGGCAGCATCATCTCATTTGGAATCACAGAGAAAGCAGGGGTATGCTCCCAATGGGAGCAGAAGCTGAGCACATAAAGATGACATGG 
GTCAAAATTATCTGGACATGGGAGATGGCAGGAGAATGGGGAGTAATTGAAAGAATGCTTTGGTGTAGAAGGAATGGAGGTCACGGTAGGGCTG 
GTGAAGGAAACTGTGACTTCCCTTGCTTAGTGTGCCATTTGCAGAAAAGACAAAGCCACGTCTGGAAAATAAGAGTTCAGGGTTTGATGTAATT 
GCTTTTAAGAATGCTACCCTGGTAAGGCTACCCCATGGAAGCTGTGCTACAAAGGATGTGCAAATAAAACGTTGGTGACACACACACACCTTTA 
CAGAGCACCTACACTGAGGCAGAAAGACAGAGGTCAGGTTCTAGGAGTTGATAAGAAGGAGGGGAAGAAAGACCACTAGAAAACAAAACAGAAA 
CCACTTATTAGAAATATTGTTCATAGACTTGTCTCTCTGTGTATGAGCTTTTGAACCAAAAGAATGAAGGAGACTTCATATCCTGATCAAAGAA 
AGAGGCAATCTTGGTCAAGGAGCCAGCTCTTGGATGGCTGGGGCTTTAGAAAGTATGAGGTGCAGGGCCCTATCTTCTCCCTGAGGAGTGCACA 
GAAGACAGGGACCATGATGAACTATCTGGGAGACTGGCAGAGATGAAGCAGCAAATGTGTTCAAGGGTTGTGAAGAGTAACTGACCTCAGGAGG 
CAGGGTGTGACTTCCTCTTTCCAATTAGGAACCTGAAGAGTGCCACATGCCTTAGTAATGAGCATCGGCAGTGCCCTGAAGCTTCAGGAGACTT 
CCAGCCAAACAGAGCATCTGAAACTTTGTCATGGCTCTCCTGGGTGAATGGGCATTGTCTTGATTCACACGCTCTATGTGAAAGGGATCTACAA 
AACTAGTGAAGCAATGCTGAGAGGGGAAAGCGATCTCCAGGGGAGAGGTTAAACACAAGAGGAAGTGGCCTTGTGGGAACAGGAGGACCAGGAT 
AGCAGAAGTGAAGTGTGCAAGGAAGGGCTCCCAGCAGCTGTGCTCTGTTGGTGTCCCCCAGAGGTGGTTGGCAGTTCACACACTAACCAGTGCC 
TCTTCCTGCTCTCGTGTCTGCCTTCCTCTCAGTGCTACATGACGACATTCCTGTCCACCCTTCCTACTGTGTCACAGTTTTCTCCCTAAAATGA 
AGAGAATTGGACCTCAAAGGCTGCTCCCCACATTTAGGATGATATCGTTTTGTGTACTTGAGATGATAGATAAATAGATAGTAAGAGTTTTGAT 
AGAACTATTTCATGTTTTTTCAGAAAACCAAATGCAACATCCAGAAATTACCAGTATTAAATTAGAAGAACATCATTGTAAATATCTTCCTGCC 
ATATATATTTCAGTGGACAGGATTAATAATAGGTGGACTACAAATAGAGATGTGGAGGAAAGGCCTTTAAGTTCCTGAATGCGCCACCTCAGAA 
AGATTGCAGCTGCTCTTCCCTGGGCTGGAGGTGTTGCCTGGCTTCCCCTCTTCCCGTGTATTGATTGAAAATCAGTTCACAGTGGCCACAGCAT 
ATTCAACATGTCCTAGGAGATAAAGGCTCCTCAATGCACAGTCATTCCCAACAGGACTTGACTTTTTTAAAAGGATGACTATCAGGGAAAAAAA 
ATTATTCTAAAAATTACTTTAAAAACAATCATTTTTATTGCTTTTATTTTTACATTGTACATTTCTATTCATATTCTATGCAGAAATCATTATT 
CTTATATAATTTAGATATTCATCACTATATATTTTAACAGGTTACAGAATCAGACCCTGGTCTCTTAGGCTCATTTTCGTTTATTTTGATCAAT 
CCCTTCATTGAATACACTTTACATTCAAGCACCCTTGTAGACATTCCATCTCCATCTCTGCTTTGAGTTTGAGGATGTCACCTGTCACCTCTCT 
ACAGTAACCCCAGGAGTACGTAGCCTCTGGCCACTCTTCCTTCTCTGACATTGGCAGATTTTTCTTTGTTGAATTATGTGGGTGCCAAGTACAA 
CCTGACTTTCTTTTCTTTGATATTACTTTTCTCCCAAAATATGTAGTGTTCTTTCCTTGGGCCTAAGTCAACCATCATCAGTAAGAAGCTCTTT 
GGTGTTTTACAGTCTACATGAAATGTAGCCTTTAAGAGTGAGAGGCTCCTTTCTTCCTCCTTGTCTTTTGGAAACATTCCTTTACATAAGTACC 
AATTGTTCTATCTAACATGACTTCTATTCAAGAGTGCTGGTTTTCCATAGACTGGATAAATTGTCTCCCATGTCTGTTAGCATTTTGCTATTTT 
AATTTCTTTATTTTTTTAAGTTTACTTACTGTTATTTTATATTTTTCCTGATTTAATTGAGTTCCTAGCAATGTTTATTCTAGTGTTTGCTATT 
TTTAACTCATGTATTGAGTATGTATTGAATTGGATTTGGTTTTAATTCCTGAGATCTAAAATCTCCCTTTATTCTGGGTTGTTTTTTTTTTTTT 

TTGAAAAAAAAATTTTACCCCATGTCATGAAGTAATTATGCTTCATTGCTCCTCTTCCTGGAATTAAGTTTCTTTTTCCCCTAGGATGGACTTT 
CTGGTTTGTCTTACTTCCCTTCTTGCCAAAAAAATATTTTCCCTGTAACCATGGCATTTCTTTTCATCCTGCTCATTCTACTTGGTCTAATGAG 
GCTTGACTGACATTTCAACATTCTTCCCATTGTACCTGAGACTTTTCCTATGAGAACTATAAGTTTTTTAAATCCTGAAAGAATGCCAAGGATG 
GTGTTGGGGGAGTTCAGGTGAGGCCAAGTACATACGGCTTCTGTTTAAAGTGTTCCCCTTTGAGAGCTCTCTCAGAGTTTTCAGATTTGGTGAA 
AGCTCTAAACCAGCAGATGATGCCTTCTGTCTCCACAAGGGACATCTCAGGGCCTAGTTCCCCTGAAGTACAACTCACCAAGGCCTTTGCTTGT 
GTGCAGGGGAGCCAGCCCACATGCTAAGGTCTCTGGTGTCATGTGCTGCCTGAAAGTGGAATTTTCAGCTCCATCATCAAAATGAGGAGGGCAT 
TTGCCCATTGGAACTCTGTCAGTGTGAGGGTTTGGAAGGAATGCTGAGAGTGTTGTGTTTCTAGAAGTGACATTACCCAAAGCTTTGTCCAGTC 
TCAGGCAAGAATCTTCTGTACCTTTCCTTGGTCATATGTAGTTGAATGTAAAGTAGAAATAAGAAGATGGATGGATGGATGGATGGATGGAATA 
GATAGAGATAGATAGATAGATAGATAGATAGATAGATAGATAGATAGATAGGATGGATAGATAGAAGATAGATAGGAGGGAGACAGGGAAAGAA 
AGGGATGGATGAGTAGATGGGATGGATAGATAGATAGATAGATAGATAGATAGATAGATAGATAGATAGACAGACAGACAGACAGACAGACAGA 
CAGACAGACAGACAGATAGAATAATAGATTTCACTGGGGCACTGGAGGCTTTTATAGCTTTTAATTTTTCACATTTGGGTAGAGAAATTCTACA 
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GGTAGATTTGTCACGCCATGCTCATCTGGAATGTATATTGCTTTCTTTGCAACACCCACTTCTTGAAGCAGCAGGCTTCAGTGGTTGCTTAGAA 
AACCACAGAACCACAGCTCTGGGGAGAAACAGGAAAGTACCACCTCTGGTGAGAGAACACAGACTTTTACAGCTAACAGAAGTGGGCACCAGGC 

CCAAAACCACAAAAACAAACAAA(2AAACAAACAAACAAATAAACAAAACTCCCCCTTGAGTG 

CACTAC ACGTGGCTTTTG CT CTGTCC AGTTT CTGAGAGTGTGTAG CTGG AC ATTAACACGTTTTCTTCCTGTAGCCTGAGGAT CATTGTATGT C 
GTTACCAGAGTATGCGTTGGTTCTGGCATGAGTAGATGAAAGCAAATGAAATCAAGCCATTGTGTGGTGCACACCCAGGAAGATGAAGAAAATG 
CAATCAGGAGGATACTGAATCAGGAGGAATATATTCCAGGGCTACTATAGTCACTGATTATTTTTTCAAGGACTATGGTTAGATTTATGAATTG 
TGGAATACTTTTCCTACTGTAGATAAAGAGTTTGGGGGAAGTGCTGACCTCAGTGCTGGCATGAAAGACACTGGGATCATCTTCTACCACCACT 
CCATCAGCTGCCTTCAGGTACCACCTGATTGAGCAGCCTGTCACCCTGGTAGGTCAGTCTGTTGCCCCACTGTGGCTGGGTAGTTCACTTTCTT 
C AGACCCTTCAC CAGTG CCCCTTTTTATTTG AATAAAGTC AGTCTAGT CTAAGGTT CCAGTGTATGATC CCAGCTGTACTTGGAC ATTC CCTAT 
GCCCCCAAGAGCTCTGTCCCCTGGACCTTTAGATTGTCACCAAAGCCCCAGGCTCTCTGTCCCCTCGGGATCTTCACTGCTTCTGTTTCCAACA 
GTAAGATACAAAAAGGCCCAGCTGGCTCTTATGAGATGAGAAACCTATGCAACACTCTGGTAGCAAGCCTTCCTGAGCTCGTGGGATTTCATAG 
ATAGGGATGGAGTCTGCTGTCATCATTTAGTGTGTATCTCTCCTGCTAGCTGTGTATATCCAAGGATACATATCCATTCTCACTGGCTTTCCTT 
TTAGTCCCACTGTTGAGCCAGACATATTGAAGAGAGGAAAAAGGCATTGTGGGAGGTGAGGTATAAAAGTGCATCTGATTCGGCAGACTGCCAA 
GTGCCTTCTTCTCGCTGAGAGGGCACTCAGTGACTACCTCTGCCAACAGGAATATAAACTATCCATTTACTGAATGAATATCTTCTCTGGGTCA 
TGATTTCACATCAATGTATTTGGAAAATAAATGTTTAAGGAAATTCATTTTGTTTCATTATAAAACATTTTACTCCAAAATTGTATCTGAAGCC 
AAATCTGGTCTCATCTTCTTCCATTGCCAGGGAAGATTTGTGTTAGCCAGATTTTCCATTATGATAGGGAAATATCTGAGATGTCCAATTTGTA 
AAAAAGAAGAGGTTTGACTTAAGCCTTGGGGTATCCTTCTTCATGACTGATTAGCCCTATTGTGCTGACTCCGTGGCAGGAATGTTGTCTTGTG 
GCTGTGAAGCAAAAGGGAAATATATGGGGGTCAGAGTTCGAGGACCCCCTTTAAGAATAAAGTCCCCCAAGTCTAAAATCTTGTCATTAGGCGG 
TTCTTCCCTAAAGAGTTGAGAACCTTCCAACAACAGCATGTGCCTGGGTAGACACTAAGCTTCTGGGACATTGGGTTCAGCCACAATCATAGCA 
CAGGTTGGAC AATAC CTGAAAAC ATGGG C CTTTGGGG AC ATCG AAGGTCC AG AC AGTAGC AG AGTTC ATGTAGTC CTACAAG CTAAC CATACG A 
GACCATAAGTTTCTTGAGTCCCAGGTCTGGCCACTACTGAATTCTTAGTTCTGCTCATCTTTAGTATTAGCTGTGTTTGTAAACAGTAAGTGAA 
TGGTGCCCACCTC C AAG C C TAG T CAAGT AG AT CAT C T C T G T TT C C T G C T T C C TGT TT CT G C TG AG CT AATT CACTAC T G CT G AC TAG G AAG AC A 
GGGTACATACAATTATGTTTAAGTATTCCTTCAACTTCACCATGCATTGGAACCCATCCACTTTTGAAATATTTATAAGAAATATATAGTTTAT 
TATAAATAATATATAATCATGTTTTGAGAACATTTTTAGATTATTAAAATGATAAATGTAATATAGTATCTTAAATTTATTAAATATCATTAAT 
TCATGGCTGTGTATTTTTATTAAATAATTTTGGGATAAATTAAACAGTATACATTTAGAATACTCTTTTAAAATATTTAAATTAAATATAATTG 



TTAATGGGTAAATAGGACTTCCTGAAGAACCTACGATAGTAAGTCCCTGGGAAAGATGGCACCTTATCCCTCCTGAGCCCTGGCAGATGTGTCC 
TGTCTGCTGTGACACTAGAACACCATTCAACCCCTGGGTGTAGATTTCACTTATGACCATCTACTTCCCGCAGGAGACAAGTGCCTGTCAGACA 
TGCCCTATGACAGTGCCAACTATGAGAAGGAGGATATGATGACATCCCACGTGATGGACCAGGGCATCAACAATGCCATCAACTACCTGGGGGC 
TGAGTCCCTGCGCCCATTGGTGCAGACACCCCCCGGTAGCTCCGAGGTGGTGCCAGTCATCAGCTCCATGTACCAGCTGCACAAGCCCCCCTCA 
GATGGCCCCCCACGGTCCAACCATTCAGCACAGGACGCCGTGGATAACTTGCTGCTGCTGTCCAAGGCCAAGTCTGTGTCATCGGAGCGAGAGG 
CCTCCCCGAGCAACAGCTGCCAAGACTCCACAGATACAGAGAGCAACGCGGAGGAACAGCGCAGCGGCCTTATCTACCTAACCAACCACATCAA 
CCCGCATGCACGCAATGGGCTGGGTCTCAAGGAGGAGCAGCGCGCCTAGGAGGTGCTGAGGGCGGCCTCAGAGAACTCGCAGGATGCCTTCCGT 
GTGGTCAGCACGAGTGGCGAGCAGCTGAAGGTGTACAAGTGCGAACACTGCCGCGTGCTCTTCCTGGATCACGTCATGTATACCATTCACATGG 
GCTGCCATGGCTTTCGGGATCCCTTTGAGTGTAACATGTGTGGTTATCACAGCCAGGACAGGTACGAGTTCTCATCCCATATCACGCGGGGGGA 
GCATCGTTACCACCTGAGCTAAACCCAGCCAGGCCCCACTGAAGCACAAAGATAGCTGGTTATGCCTCCTTCCCGGCAGCTGGACCCACAGCGG 
ACAATGTTGGGAGTGGATTTGCAGGCAGCATTTGTTCTTTTATGTTGGTTGTTTGGCGTTTGATTTGCGTTGGAAGATAAGTTTTTAATGTTAG 
TGACAGGATTGCATTGCATCAGGAACATTCACAACATCCATCCTTCTAGCCAGTTTTGTTCACTGGTAGCTGAGGTTTCCCGGATATGTGGCTT 
CCTAACACTCTCCCCACCCACCCCACCCCCCAAAACAGAGCCTGAATCTTCATGAAGTGAATAAAACAATTATCCAAGAAGGAGTAAGGTGGAT 
GTTGCCCTAAGCAGAGTTTATGCCACAAAGATTCTCCAAATGCCCCAAGACAGCACAGCCACTGGGGTTGAGCCATCTCAGGGAGCTCTGCAGG 
TG AGC CAGAGGAC CAG ATATAAGGC AGCTGGGGAGGAGC AGGG ACATC AGC CTGTGC AG AG ACC AAGGCC AAAGGTTG AACTTTG AAAGACTAT 
TAAGTCATATATTGTATGGCAATATGGTGTCTGGACAAGTTGTGCAATGTGCTGAAGGGAAGGGATTGGAGAGCCTTGAAGACTCTTCTTCATT 
TGCCTGATCAACCCGGCCTCCAGAGGGTTTTTTGCCCAGTAAGACGAGCTCAGTGCTCTTGTGATCATTTTTCTCTTATCGTTTCCATGCCGTT 

AAAGCTTTCTTCCAAGCCCCATCCTCAGTTATCCTGGTTCCTGTTCTTCCCCGAGCTGATAGTACCAGGACCTGTTATTCCACAAAAGCACAGG 
CATCCGTCACTTCAATTCAATCCCTGTTCAGATTATAGATATGGACTTTGCTATCTTGATAAATGTCTTCTCTATGTTATTTTGTCTGAAAAAC 
CTATAAAACC ATTATTAAG AATGACCATTTTTAGATGG AAGAAATGAGCCCAGC AT CT CAGTGG CTAAAAC AC AAAATATCCATG CTTTTAAAC 
AAAATTGTTAAATATTCCGAAGCTCTCTAGTATAAACACCAAGTAGCATGTGTTTTCACATAAAGAAGACAGGGGCCATGCAACCTTTATCAAG 
TGGAGGTATTAG AATGTTGTAATGTTTGG AG AC AC AGTGTG ACCAGTACAGGTT CCC AGAG AGGAATG CCCAC C ATATCAC AG AAAGGTAGAGG 
TGGGATCTGGTATAGCCAGACCAAGACAGGGATGTCACGCTGAAGCCAAGTCAGTTAGCTGAAGATTCTCAACAGGAAGGCCTCTCTTAAGAGT 
CAGTAATAGGGTTGTTACCATCCACC^CCTCAACAAAACAAAAAGCTTATAATTGTAAATGTTTACAGCACTGTCTTCGCAGAAACTTTCTGAG 
GTGATTC CAAAG AACT AG AGGGGAGATGGTCTATAACAG CTCTTG AAGTAAACGAGGTTCTTAGT CTCAGCTCTCCTGAC ATATAGGGCTTGAT 
TATTACTGGTAGGGATTGTTCTGTGAATTGCTTACTACTACGCCTGGTCTCTCCCCAGTAGATGCCAGGAACATTCTAGCTGATACCTAACTGT 
CTTCCCAGGTGTTCGAGGGAGCAAACCACTGATCTAAACTCTAAACGCTGAAGTACGCAGGTTTTCTAAAAATGACAAGCCCTTGAAACCTTTC 
CCAGTAGGCAGCCTCGAGCTGGACTTGTGTCTTTGGAATGCTGATGAATTCTATAGATCAGCATTGCAAATACACTTCAAATACGTCTGAGTTC 
AAGTGCAGGGACTGAGTTCACCAAGGTGTGAACTGTGCTCAAAAAGTTCAAAAGTGTGTGTTTCTTTGTTTCTAAAACATTGTGGCATCTTTTT 

AAATTTTAGGAACTATAGCTGTGAAAAGATTTTGTTCAAAAGGCAGGCTAGCCTTACCCAAATTCATATATGGCAGGTGTCAACCTCCCAAGCT 
TACAGTTAGCAGGCAGCTTTTGCTCACTCATCCTTAGCCATGAGAGCCATTAAGTGTGGTGCAAGAAAGATGGCTCCAAACCCTACCCCCGACC 
CACCAGTGGTATTCAGAGATTAAAGCAGAATTGTAAATAGTGGCTTCAGGAGCTCTTTTTTAGAATGCTTTGCCCCTTCCTGTCACTGCCTTTT 
TTAGCCAATATAAATGTCAATTTGCACACCTTTTGTTGTGGTTTTATATTGTAACAGCATTTTTTTGAAACTATTGTATTTAAGATAAGGTTTC 
ATATTATGTCCACAAGTAATTAAATTATGTTTGAAGGTGGGTATATGCTGTATCAGAAGTTGATGATGTTTTTCTTTAGCCGGTAAAGGAGGGT 

GCCCTCAAGTTGTGTTTTAAGTAGCTATCAGAGGCAAGAGGGTTCCTAAGAGCAGGTTGACCTGTTGGCGACAGATGGCAATCACCATTTCTCA 
TTCCTTCTTCTCCCTGTTACCCCAGCTTCCTGTCCCAGGTCCCTTCTGTGATTCTTACCTTAGTGTGCATGTGTGTCTGTCCTGGTGAGAGTCA 
GGAGCATCGATATGTTATCATTGCATTATCACCAAGGGCACGCACAGCCTAGCACCTGTTGCTTCAGATACCGTCACACTCTGTTTCCAATTTA 



TCTTTTCTTCTTTTGTTTGGTTTTAACTTAATTGTGACCCTTGTAACATCATCTTGCCAAAAAAAAAAAAAAAAGTTGAACTGGATTTATGTAG 
ACATGTCAAGACGTACTATCTATTTCTTTGTCAGTTATAGCAATAAGAGTGGATAAACTCTAAAATCCAGATCTCCCACAATGAACATCCGTGT 
TCTTTCTATGATTTTTCTTTCTTTATGGTGAGCCAGAATTAAACTTGAGATGTACAGCCACCCAAACCCAGGAAGCTCATGTGCATCTGGTGCT 
ATGGCACTCACTGTGAATAAGTGTGACCAGATATTAATATGCAATATTGTTTCCAATCCTTTCTAATACATTTTTTCATGATGTTGTGTGTGGT 
TAAATCTTCCTGTATCACTACCACTTCAGATCTTCACCTCCTTGCTGACAGGTAAATGGAAGTGTGAGTAAGAAAATGAAGCCATCTCTGCAGC 
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CCTGACTCTAGCATGATATTAACTCATTTCTGTTTAGCTGGGAACAAGAGGTTTCCACTGGGAGCATAGAGGAGCTATCCTTTTGTACACATTT 
TGCCTTAGATCACTACAGACGATCIATTACAGAGCAAATAAATTCTACAAATATTCTGTCTGCCCCATCC^ 

ACAAGCCCCAGTCATTGTGGGAGTCTGCTGTAGCCTCTCTGAAACCAGGAGGTGAGGGAGGAGCCCAGGCCTTGACACAAGAAGTGTGAGCAGA 
TACACAGAAAGAGGCACAGCCAGTTAGCTCAGCTGGCCAGCTAGGGAGTCACTGCTAAGCCTCTGGAGCTCAGCCACGTGGTGAAGTGGTGGCA 
GAAGAGGAGAGCATTCAAGACAGAATGACAAACAGAATGACAGCTTTCGTGTCCTGCCTTTTATTCCTTTCCATTTTAAATAAGCACAAGATCT 
CAGGATGATTTTCTGACAGCGTGGAGCAAGGCTTTCTCATTCATTTATCTGCTTCACTCTGGAAGAGATTGCCAGAGAAAATGATGCTAACTTG 
ACTTCTAAGGAGTATGTCGATGTAAACACTGGGCTCTGTTTTCCATGTGAGCCTGGAATGGGCACTGAGGGATAGGAGGGAGGCCCAAGGTCCC 
TGACCCCATTTCCAGTGTTTCTCAGTCATATTTTGATCAGCAGAATTCAGATTTCTACAAGCAGAAAATGATGTGGAAGTTCTGTGACTCCTTA 
GTTAAACTTCCTTGCCTTCCTTCTTTGAACCCATTCCAATTCTCAAGAAACAAAGCTTTGGGCACTAGGGATATGGCTCAGCCGGTAGAGTGCT 
CATCAATGCCCAGTGCCCTGGGGTTAGATCCCCACACACTGGGTGTGGTGGCAGTACTTGTAATCCCCGTATTCTGAGGAAGAGGCGGGAGTTG 
AAGGTCTTTAGCTCCACAGGGAGCTCAAGGGAAGCCTTGGATTGCTGACACCCTGTTTCATAAAAAGAAAGAAACAAAACGTTGGCTGTTTCTG 
AAAGTTGCCTTTTGTCATGGGTTCAACTAAGACACAGAGCTAGGAGCAAAAGAGATAGAAAATTGAGCAATTAGTGAAAGGCTCAGAGGAAGTT 
CTCAGATGACCAAAGTGGGAACTCCGTGTTCCTCCATCATTCTGGAAACTTCTGGCTCTTTCTCTGCACCAGTACGCAAAGCAGCAACCAACTG 
GCACAGCCCCCATATGTAGAGGTGAGGTCAAATGTTGCTATTGCCACACAGCATGCACCTCTTGTGTCTTTTCCCAGGCTACTCTCTCCACCCG 
TCACATATACAACCTCTTGGGAAACCCAAAGGGATTCCCATGGCCCCTAGAATTACACTGCTTTTAGCAGCCCCAAACCCTTTGGCTTTTCTAT 
TCCACTATTAACCTCCACCCTGAGCAAACGCACTCTAGGATTAGCACACAAGAAGCCCAGCCTCGAGTTCATCAACTACAACCCTGCTGGGTAT 
CAGTTGCTCTAGAACTGGTATCTTAGAAGCCTCTCAAACTCTACCCTATCTTACCCCTATTGTTCAGTTGCAGCTTCCAGAGGTCACTTACTGA 
ATATTCTGGAGTGGAAAGTATTCATGGGACAACCCGCGGCCCCAGCCCTGAGGTGTGTGCGTGGCCAGCCCTCCAGTACCTGAAGCAAATCATC 
AGTCAGTTCACTGAGGACCAGTTAGATCCGGGACTCTCCTGAGCCTGGGCTCACAGTTGTCTGCATAGAGGAACAGTGTCTTGCCACAAATGGT 
CTGAAACAGCTTAGATGTAGACAAAGGAATCAGGTGAGAAGCTGAGATGTTCATTTTGCTACTCTCAAAAGGCCAGCTTCCACGTGTAACCACC 
CAGCAAAAAGCAACCACATTGAAAGATGCACATAGTCTAACCCTCAGTACCTCAGCATTTCCCCCAGTGGGCAGCTTTGACATCCAACCTGGCT 
TGTGTACACTACAAAGACAGAAGGCCACATGCCAACCATCGTGGGTTTCCGTAGCTACTCCATCATAGATGATGTGATTTTCTGTGACTGTCCT 
TGCAGGCCTCCTGCCTCCTGAGTGCCGCTACTGTGGTCCAACCATTCTGGGCTTTCAAAAGTGATTTGTGGAAATGGGGACCTGATCCCACATT 
ACTGTCCCTACGCACAGGTCATCAGTGGTTGCACTGAAGTTTCAGAGCAGAGCAGAGTTTCCTCAGCTGGGAACATGGACGTTGAGGTTGCATT 
GCCTTAAGCAGGTGTCGCCCTGGGTGTGGTCCCAAAAGTATGGTCTGGTGCTTAAGAACAGAATTCTGGAGACCACCAAGTCTGTGTTTGAATG 
TCTGCATTGCAGACTAAAGGAATGGAATGGTGGGCAGGTGACCTACGGTTTCCAAGACCTCTTTCCTCATCATTGACAGCTGGAGAGCTGGAGG 
CTAAAGCTAGTAACATCTGGCAAAACGTGAGCACTGGGCCTGGGTCATTCAAATATTCTGTTCTTTCTGACTTTTTTATATACTATCCTCTGCC 
TCCTATCTTATCTCTGTGACAACCGGACAAGCCAGCAGTTCATTCGTATTCCAACCTTGGAGACCAGGTAGCTGTAGTGGGGAAGCAGCAAGCC 
TCTCCTCCCTTGTAGCACCAGCCACACTGAAAAGTCCCCAGCCTTTGCAATTTCCCTGGGAGTTGCAGGGTCATGCCCCATTGGACACATGAAA 
GACAGCACCTGGGAGGCCAAGCGTCACAAAAAAGATGGTGCTGTGGAGAGGTAGCTATAGCTGCAGGCCCTGGCCCAGGCCCCTTCTCCACTTG 
GCTCCCGCTCCATTCTGGAATGTTCCTTGCAAAGAAAAGTGAATATAATATGATCCTCTTGAGATACAGTGTCTCTCTCAGAAAGGGAGGAAAA 
TACCTACACCTATAAACTTGCCTTCAAAGCAGCCCTCAGCTGATCATCACCATACTGGTCCACAGGTTGCATGTCATATCAGTTTCTCACAAAG 
AGTCACTATCCCCAAGACTTGCCCCAGAGCAACAAGGCAAGTGGCACAGGGCCAGAATCCAGAGCCAAATAGGAAAAAATAGTGACATGGGTAG 
AGCCAGGCACAGGGAGCCAGATCTTGTTTAAATATGACAACTGTGGACATCTCTAGAGCCCAGTGCATGGTAGTTGGACGTGGGCAGCATTGTC 
CACCCAAGATGTAATGGAAGCTGTGAGCTGTACTGCAGCTGCTCTGGAGGGTAGAAAACACTGCTCTGGGAGAGGGGAGAGGAACAGGAAGAGC 
TGGC AAAGG AAATG AAAATGTTTGTAC ATG AAGGAAGGAAAGCCAGTTG AGCAGG CAT C CCC AATTTTC AT CTT CAAAATAAG AG ACCAATT AC 
AAATC C AAAAAAAAAG AAAGGC CAAATGAGGACAG CC ACTG AGGTGGC CTCTG AG CCCAATATATAGTTTG CTC CAAATGACC CTGAAGGTC AA 
TC ATGAGTAGGAAG AGGTC ATACAGCAG AGGTAGG CTCTGACCCCAGGCCTAG CT AAC AAG AG AAG ACTTC AAAAAC AC AGTG CCAAAGTTC AG 
CTGCTCTCAGTTTCTTGGCCAGATTTTACAAAACAAGGAAGAAGACCCTCACTGGTATGTCTCTTGGCTCTTTCCACGTTTTGACAAGGCTAAG 
AGCAGGAGCAAAGTGGACATCCTTTGACCTCTGACTCCTCCGATGACTACAGACGCAGCATGTCTAGGGAGAGGGCTACTTATTGCAGGATGCC 
CTAAGCTCCAGCCCAAAGAACAGTCTGGTGGCTCCTTGTACAGCAATGAGCCCCTGACCCGTACTCCATTTACAGTAAGCACTTGACCTGCGGC 
AGAGC AGCTG AG CCCTGGAGACTCAGTGAATCGGC AC CAAGGGAAG CAGATGTG CTCGCC ATGGTCCT CAGGCAC AACC AGGAACCAGCCACT A 
GGGG AGGAAATTTGCATAATAGGGATAATTTGGTACC AAAACTGT CC C CTGAAGTGAACTAC ATGGATCTCGGTATAGTT CAACAAATTTCACT 

TCTCCCTTCATAAGTCAGTCCCATGCCTTTTCTCTCTTCAACCCACCACTCCCTTGTGCCCAAAGTGAGTTTCTGAGCTCCCTCAGAGACCTCT 
CCCAAGCACATGCAATGTGGGGGACACGCAAATGCTCTTACCCTGCAACACAAGCAGATTCACAAACAGCAGTGGTGGTCATCTGCCTCTCTAC 
TGATATACTTGACCAATGCTGCCTCACTCTGCCGCTTCCTAGAGCCTGCATGAGCTTCCTCATTGACATTATCCCTGTGGCTTTCTGTGGGCAG 
AGGGTGGACCAGTCCCAGGGTACAAAGGGTGTGTGGTTTCAGGGCTCCCCAGTTTCATTCCCCTTTCAGGCCTCCTCCTTTCGTGGTACCACCC 
TGATTCCCACCCACAGAGGCACAGCCCTTCTCTAACCCTTCGAGGGACTCCCTATTGCCCCCATAAATTCCCACTTCTGCAAGCATCAGGAGCT 
ATTTTTACCATTAGTTTTATAACACCTCACAGGAAGGCTGTTGTGCATTTATATCTACTGATACTGTTACCAAATTTTAGGTGACAAATACTCT 
AAAATAAACCAAAGGAAAGAATAGCCTGAGAAAAAATCCCTAAGACACCAGCAAGATGGCCAGATTGCTGTTAAAACACACACACACACACACA 
CACACACACACACACACACACACACACACACACACACACACACCCTAAGTAGCCAGTGTGTTTTATATCAAAATTTGGGAGAAAAGAATTATAA 
ACCTACACTCTCTACAGATAACAGGGACAGAACAATGTGAGGTAGGCATAGCCTGCGACAGGAGGTTAGGCCTAGGGCAGGCTTCCTCTTCTTC 
CTGGTTGGCTGGTCCCACACGCAGAGTATGAAATGGCGTTGATGGCTGATCAGCACACACAGATGCTTAGATTCTAAACTGAAGCCTTTCGTTT 
GTTGCAGCTGCTGACTTGAGTTGTGGATTCAAATGAGTTAAAATAGGCTTCTTGTCTTTCCTCACTCCATTTTTTAAACATTTAATTTAATTCA 
GTATATCTCAAAATACAAAAGTAAAGAGGAGACTTTCTTATGAGTTCAACCTCACGGCCTCGGGGACCATAAAGTGCAGGAATCTATGGGTAAA 
AAGCATTCTCCCCATCGTGACAGCCCTGTTCCCAACCCATCTGTTCAGACATCTTCCAAATCACATCTAATTCCCACACCATCCTACTCCAAGA 
ACCCTGCTTACCCTCAAAGTCTTCCCACACTGCACTGGCTGCTAAAACAGAATTCTCGGCACTCGGTGTTTGGTGCTTCTTCGAGACCAGATCT 
GTTCCTAGAGTAACTTTGCACTTGATCATTCCTGGTCCTGGGTGTTAAGTGGTAGTCTGTCCACATCAGACTAAAAGCTTAGAGGGTTCCAGGC 
TCCCCAGAGCCCCCCATAATAATGGTATCCTGTGAGATCAGTCCTCCCTGTATCCTGGGCTCCCTGGCTCTCAGACGGGTCCTGTCCAAGGTGA 
TGATCTGGACCCTAGCCCTTCTTTGAGGAGCTCCTTCCCATCTTTGCACTGCTTCAGCTTTCCCCTTGGGAGTGGAAAATGCAGCAGCTCTCAC 
CTTGGAATCTCCAGGAGGGGCCACTCCTTGCCCCAGTATTCAGGACAAAGTATCCTGGCACAGGCAGTGGCCTTGGTGTGAAAAAAGCAAAGAG 
AGGGGT C ATG AGG CAGAG AAGGTGAGTGC AG C C CCTTGAAAACAGGG AAACTAG C C ATTTTAGCCGCAAGTACAGGGCAGAGGGTGT CATTCAC 
AGATTGGGACTTTTCTAACTTAAGTAATTGTTATTTCTATCAGAATATACTGGTATAAGCCAGTCCTATAAGCATGGTCAAGTTCCATCCCACT 
G ACTCTAATCAGG C CAGAAGTTGACCTGT C AGGTCC CAAGG CCAGTAATTGAAATATG ACAGGACAACAGTTCACTGTTAAGGGGAC ACC AAAG 
TTTTGCCAATAACTACAAGGTTGTTAGATGTTCAGAGTCAAGCACTGAACAGACAGGACCTAGAAACCAGTCAGGATCCACAGACCAGGGGCAT 
CTC AAC C AACT CTTGAAAAAC AGAC AGC AGAAAG AATGAATAGTGG AGACATGGAAG AG AATT AAAAC CAGAGATGCC AAGTAGAGG AGGAAAC 
AAAAAGAAACAAAGAAGCAGGGCGATAAATTTATTTAAAAACAGTGACATACGTAGTAGGTGCTAATCAATCTTTATCAGCAATCATGCTAAGT 
GCCAGTGAACAACACACACCAATTAAAAGGCAGACACTGGCAGAATGGACCCCAGCTAAGACTTGTCTACAGGCTGTAGGCTGCTAGGTGAGAA 
AGGTTACTTATG ATCTTACCC AG CTGTGGG CCCTGTGTAGTACAAAAC C AAC C TACCGGGCAAG ATGTGCC CGCTAT CATAACATAATAGTTAT 
GATAATAACCAACCACTTTCTGATTGGATTTTAAGCCTGCTACACTAGAGGGAAATCATACGTAGTCAAAAGCCCATGATGAGGGCCTTCACAG 
GCCCTGGTGAGAGCAAGGGAAGAACTTAGCTTTTACTTAAGGATGTGTTTATATCCACAGACTAGGTTTATAGCTATAAAGCAACAC 
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MOUSE SEQUENCE - mRNA 

CCTTGGGGAGGCACAAGTCTGTTGATAACCTGAAGACAATGGATGTCGATGAGGGTCAAGACATGTCCCAAGTTTCAGGAAAGGAGAGCCCCCC 
AGTCAGTGACACTCCAGATGAAGGGGATGAGCCCATGCCTGTCCCTGAGGACCTGTCCACTACCTCTGGAGCACAGCAGAACTCCAAGAGTGAT 
CGAGGCATGGGTGAACGGCCTTTCCAGTGCAACCAGTGTGGGGCCTCCTTTACCCAGAAAGGCAACCTCCTGCGGCACATCAAGCTGCACTCGG 
GTGAGAAGCCCTTCAAATGCCATCTTTGCAACTATGCCTGCCGCCGGAGGGACGCCCTCACCGGCCACCTGAGGACGCACTCCGTTGGTAAGCC 
TCACAAATGTGGATATTGTGGCCGGAGCTATAAACAGCGAAGCTCTTTAGAGGAGCATAAAGAGCGATGCCACAACTACTTGGAAAGCATGGGC 
CTTCCGGGCGTGTGCCCAGTCATTAAGGAAGAAACTAACCACAACGAGATGGCAGAAGACCTGTGCAAGATAGGAGCAGAGAGGTCCCTTGTCC 
TGGACAGGCTGGCAAGCAATGTCGCCAAACGTAAGAGCTCTATGCCTCAGAAATTTCTTGGAGACAAGTGCCTGTCAGACATGCCCTATGACAG 
TGCCAACTATGAGAAGGAGGATATGATGACATCCCACGTGATGGACCAGGCCATCAACAATGCCATCAACTACCTGGGGGCTGAGTCCCTGCGC 
CCATTGGTGCAGACACCCCCCGGTAGCTCCGAGGTGGTGCCAGTCATCAGCTCCATGTACCAGCTGCACAAGCCCCCCTCAGATGGCCCCCCAC 
GGTCCAACCATTCAGCACAGGACGCCGTGGATAACTTGCTGCTGCTGTCCAAGGCCAAGTCTGTGTCATCGGAGCGAGAGGCCTCCCCGAGCAA 
■-> CAGCTGCCAAGACTCCACAGATACAGAGAGCAACGCGGAGGAACAGCGCAGCGGCCTTATCTACCTAACCAACCACATCAACCCGCATGCACGC 
AATGGGCTGGCTCTCAAGGAGGAGCAGCGCGCCTACGAGGTGCTGAGGGCGGCCTCAGAGAACTCGCAGGATGCCTTCCGTGTGGTCAGCACGA 
GTGGCGAGCAGCTGAAGGTGTACAAGTGCGAACACTGCCGCGTGCTCTTCCTGGATCACGTCATGTATACCATTCACATGGGCTGCCATGGCTG 
CCATGGCTTTCGGGATCCCTTTGAGTGTAACATGTGTGGTTATCACAGCCAGGACAGGTACGAGTTCTCATCCCATATCACGCGGGGGGAGCAT 
CGTTACCACCTGAGCTAAACCCAGCCAGGCCCCACTGAAGCACAAAGATAGCTGGTTATGCCTCCTTCCCGGCAGCTGGACCCACAGCGGACAA 

GGATTGCATTGCATCAGGAACATTCACAACATCCATCCTTCTAGCC 

MOUSE SEQUENCE - CODING 

ATGGATGTCGATGAGGGTCAAGACATGTCCCAAGTTTCAGGAAAGGAGAGCCCCCCAGTCAGTGACACTCCAGATGAAGGGGATGAGCCCATGC 
CTGTCCCTGAGGACCTGTCGACTACCTCTGGAGCACAGCAGAACTCCAAGAGTGATCGAGGCATGGGTGAACGGCCTTTCCAGTGCAACCAGTG 
TGGGGCCTCCTTTACCCAGAAAGGCAACCTCCTGCGGCACATCAAGCTGCACTCGGGTGAGAAGCCCTTCAAATGCCATCTTTGCAACTATGCC 
TGCCGCCGGAGGGACGCCCTCACCGGCCACCTGAGGACGCACTCCGTTGGTAAGCCTCACAAATGTGGATATTGTGGCCGGAGCTATAAACAGC 
GAAGCTCTTTAGAGGAGCATAAAGAGCGATGCCACAACTACTTGGAAAGCATGGGCCTTCCGGGCGTGTGCCCAGTCATTAAGGAAGAAACTAA 
CCACAACGAGATGGCAGAAGACCTGTGCAAGATAGGAGCAGAGAGGTCCCTTGTCCTGGACAGGCTGGCAAGCAATGTCGCCAAACGTAAGAGC 
TCTATGCCTCAGAAATTTCTTGGAGACAAGTGCCTGTCAGACATGCCCTATGACAGTGCCAACTATGAGAAGGAGGATATGATGACATCCCACG 
TGATGGACCAGGCCATCAACAATGCCATCAACTACCTGGGGGCTGAGTCCCTGCGCCCATTGGTGCAGACACCCCCCGGTAGCTCCGAGGTGGT 
GCCAGTCATCAGCTCCATGTACCAGCTGCACAAGCCCCCCTCAGATGGCCCCCCACGGTCCAACCATTCAGCACAGGACGCCGTGGATAACTTG 
CTGCTGCTGTCCAAGGCCAAGTCTGTGTCATCGGAGCGAGAGGCCTCCCCGAGCAACAGCTGCCAAGACTCCACAGATACAGAGAGCAACGCGG 
AGGAACAGCGCAGCGGCCTTATCTACCTAACCAACCACATCAACCCGCATGCACGCAATGGGCTGGCTCTCAAGGAGGAGCAGCGCGCCTACGA 
GGTGCTGAGGGCGGCCTCAGAGAACTCGCAGGATGCCTTCCGTGTGGTCAGCACGAGTGGCGAGCAGCTGAAGGTGTACAAGTGCGAACACTGC 
CGCGTGCTCTTCCTGGATCACGTCATGTATACCATTCACATGGGCTGCCATGGCTGCCATGGCTTTCGGGATCCCTTTGAGTGTAACATGTGTG 
GTTATCACAGCCAGGACAGGTACGAGTTCTCATCCCATATCACGCGGGGGGAGCATCGTTACCACCTGAGCTAA 

HUMAN SEQUENCE - GENOMIC 

AAAGTAGCATACAGGTTCTGACCTTCAAAGGATCAATAAACAAATGCATCTCCTGCTCTACACTTTAGCCATTGGAGCCAAATCCCATGGTTCT 
ACCCTCAGTTTAGTCCCTCGGCTTAATCATCTTTTGATTGGCCATGGAATGTGTACCTAACTATAGTCAACAGTCTTACAAACATATATACATC 
CTGTATATCTATTTGTACAAAGAATTGGATCTTCATCCTGCATATTCTCTTTTCAAAATTAGCCTTTGTTTACCATCTATAAATCAAGACAACA 
TTATTCCTTCTCCCAAAATGCAGGGTTATTCAATACAACTTGTTGGAAACAAACCGGCTTGGCTGAAAATGTTTATGAGCTATAATCATAGAAA 
ATAAAGGGATATTATAATGAGAAGTCAATCTTTCAGTTTAATTGCAGAACACTTTTTAAGCTACAGAAAATTGTGAATTTGAGCTCTGAAGTGG 
AAATAAAGTTGC CAGTTT C AGACTG CAT ATC ACAG AAAATG AATTCTTTTTCTTC ATTAGAAAAAC ATATCTG CAAGT AATAAGATATT ATGAG 
TAAATATTACAAGAATACATTGTACTGGGCTGTGTGTAGCTACAGAATGCATTATATCTTTAAATTATTTCTAAATCACAAATTTAGAGAAAGT 
CCTGCTCCTGGCATTACTAAATTATAATCTGTCTTCTTATCCTACAGAAATAAAGAGGTATCAACTCACTTAGGATAATTGCCTGATACAACCA 
GAACAGGATTAGGGAAAATTCATTATGGTATTGCAGTGTTGTATTTTAAAAGTATTCTCTGCTTCCTTTTTGAAAAATGGCTTAAAAATGAGCA 
GAATAATGCACATACAAGGAAAGTGTGAAATAAATTGTCAACTTTTAGTTGAAGGAAGGAAATTTGGAATATTCTGTGTTGAAGCCTTTACTGC 
TAAGACAGCATTAAATAGGTGAAGAAGCAACACTTCTAGTGCATGATCGCAGAGCCCCAGACAGGACAGAAGCATAGGGAGGGATGGGGGTCTT 
TCAGCTGTCAGGAGAGGAAAACACAGTCCCTCTGCATATTGGAAAACAAATGTGCCAACTCCTTGACATGTTACTTAAACAAAAATATTTTTCC 
TGTAAGTAAGATAAACCCTTCAAAAGTAGCACCATGAAATGGAACTATCTGCTGAATATCTGCTCACTGTTCTAGGAACTGTGAGGAAACAAAA 
T AGAAAAAAAACCAAAT CTCTCCTTTC AATGAGAGC AAAC AACAAATGTTACC AATGAAAAC CAGAG AGAAGGC AGG AG AAAAG CTAACGCTCG 
GGTGGGTCAAGGTCGTTCCCTTTCATGGAGAACAGACAATGACAACTCAACCACAATGATAATGGACCAAACACCTGAAGCCAGTAAGGGGGGT 
GGGCAGGCAGAAATCCAGGGGAGAACCTTCTAGGAGACAGCAGTAAGTGAAAGGCAGTGAGCTGGTCTGGAGCACTTGAGGACTATAAGGTAGG 
GCCAAGTGGCCAGAGACAGGCAAGTAAGTGGGAGAGTGGAGTCTGGCCTGCATTCAACACAGAAGCACCCCGATCTGACTCTGCTCTTCATCAA 
GCTCTCTCTGGCTTCTGTGAGGGGCAGGGGTGGAAGTAGAGAGACCCCTGAGGAGGACACTGCTATTTGCAGATGAGAGGTGACCAGCCTGTCT 
GCAATGGAGGGAGAGGAGGTCCGACCATGGACACCTGATACCTGCAGAGCTAGTGGGATTCCCCAATGGACTGGATGGTAAGTGAGAGAGAGAG 
GCATCAAGAATGACTCCAAGGTTTTGGCCTCAGCAATTGCCAGCTGGTATTCAATGAGATGAAGGGGTCTCAGTGAAGCAAGTAAGAGAGGAAG 
ATCAGGGATTCAGCTGGGAGACAGTAAATATAAGTTGCCTATTAAGCCTCCAAGTAAAGGTGTTAAGGAGGTGGGAGAGTTCAAAAGGAGGTCT 
GAAGAGCAGATATTAATTTTTGGAGTAAGGGTACAGAGATGACATTGCAAACTGCTTCTGGAGAGGCCTTCAAGGAACTGACTGCGGAGGGAGA 
CATGTCTGGAGAGCTGCAGCATTTTAGGAAAGAGGGGAGAAAACAGCCAATGAATAGCACAAGAGAAAAGCATGGCGAGTGGGGTGTCCTGAAG 
ATCTAGCTCACTGATATCGGGGTTCAATAAAATGTTCGTGCATTTTTTGGTAAATTTTAAAGTGCTAGATAAATGCTGACTTACTACCTTTGGG 
ACCAGATGGACTTTGCT CCATC C ATTG AG ATCATTCTTTCC AG CTC TTCTT AG ATTAAAAAAAAAATC CACTTTTAACTTAGT C AAGGTTAGTC 
CCAACTGAGAATCTGGAGACACATTCCTGGGAATCAGAAGCTCTGCCTACTTTTGACTTGTTAGATAGCACTTTCTGAGAAATCTTACAGCCAC 
CCATAAACAGGGGAAAGGGAGAAGGGCTAACTCACATTGATTACTAGGTATTACAATTGAAGACTTATGTTCATGCTTTTGTTTAATCCAAACC 
ACAACTCCATGAAGCAGGATTCATTTTCCCTGTTGCAGAAATGACAGTGTGATCCTGAGAGAGGTGACGTAACTCAGCTGAGTTCACGCAGTGC 
CCTCGCCATGCACCTGTGGTCCCAGTTACTTGGGAAGCTAAGGTGGAAGGATCCCTTGAGCCCAGGAGGTGGAGGCTGCAATGAGCCAAGATCG 
TGCCACTGCACTCCAGCCTGAGTGACGGAGTGAGACCCTGTCTCAAAAAAATAAATAAATAAAAATAAAGAAAAGAAAAGAGAGTTGCTATCAT 
AATTCAAAAATAACTAGACTAAATTTCAGTCCTACTTGATAGGCTGGAAAGGCTGTTCACATATCTTACTCTTTCCTGGACAGGTCCATTCCAT 
CTGACCTCTCTACCAAGACTGTTGCTTCTAAGACTGACAATTCGGCCTTAGGGGAAATAAAAAATTTAAAGAGAAGTGAAGGAAAACGCTTCCC 
ACAAATTGGAGAAAGGTGTCTTAAAACAGCAGTCCCCAACCTTTTTAGTGCCAGGAACTGGTTTCATTGAAGATAATTTTTCCACAGAGGTCAG 
GAGGGGATGGTTTGGGGATGAGTCAAGAGCATTACATTTATTGTGCACTTGAGCTCTATTATTACTATTACATTGTAACATATAATGAAATAAC 
AACTCACCATAATGTAGAATCAGTGGGAGCCCTGAGCTTGTTTTCCTGTAACTAGATGGTCCCATCTGGGGGTGATGGGAGACAGTGACAGATC 
ATCAGCCATTAGATTCTCATAAGGATCATGCAACCTAGATCCCTCACATGTACAGTTCACAGCAGGATTTGCAATCCTAAGAGAATCTAATGCC 
ACCATTGATCTGATGGGAGGTGGGGCTCAGGAGGTAATGTGAGTGATGGGGAGTGGCTATAAATACAGATGACACTTTGCTTGCTCACCCTCCC 
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TATACTGGTCAGTGGCCCTGAGGTTGGGAATTCCCGTCTTACAGAAATCAGTTCTTGGAGAGATCTCATTTCTGTGTTGGGAAATGTGGCATAA 
GCAGGAAGAAAGAGGATACGTGTGGAGCCAGAGGAGGAGCCAGCATGATTCGCAAGGTAATTTGAAAAGAGAGGGCAGACGCATGGCTGAAATA 
TTATAACTGG C CAAGATTTGTATCC CAGC CTGGTC AC ATAAAAACTG AATGCTTC AAAGTGCCGAACACTT AC CC AGTGCTTGATATCTGCC AA 
GGAGCCATCAAAATGTCCTTAATGTGCACTAACTCATTGAGACCTCAAACATTTCCGAGGATGTTTGTGCTATGGCAATGTTCCCATTTTACAG 
AAGAGGAAACTGAGGC ATGG AGAAGTCTAGTAACTTGC AG AACTAACT CC AATAGTTTGG C C CCAG AGT CTGT C ATTTCAC AGC CAGGTTCTGG 
GCTTTCCATCAACCCCCAGCGAGTCCCCTTCCCTGAGCTTCAGTGTACTCATGTGAAATGGGGACCACAGTGCTAGCTTTGCTGCATCGTTAGA 
TGGGAGATAATGCCTGCATGCCTGTCACAGAGCTGGGCTCAGGGTGGGGTGATAATTACAATATTACTATTAATCTTGAGTTAATTCTCTCTTT 
TGAGACGGATGTTTCTAAGCTCCCCTGCCAGCCAAGTGTGGAGCAGAAAAGCATTTGCTCAGACCTCCTGTGTGATCTCTCCTCACCACCTCCC 
TCCTTTTGTCCATGAAGCCTCCCCCAGTTCTGGCAACTCTTTAGTGCTATCCTTTGTGTTCCATAAGGCTCATGTCAGAATTTATTATGACACA 
TTTTGCATCAGAATGAAACTATTAATTGTCCACCGACTTTACTAGATTGTGAGCTCCTTAAGGGACAGATCTTCCTTTCTGCTTTCTTGTGACT 
ACCTGCATCT C AAGAGC C AC CTGC^AATGGTAC ACTCT CAATAAATACAGGCTTTCTG AATAAATAAATGAATACATGCC ACCAGAGTGTTT ATG 
CTTCCGGAAATCCTGCTCCAATCCTGTTCCTATTCAAAGAATCAACTGGAGTGACACACAGCTCTGTTCTTCTTTGTTCTGATCTGTTCAGGTC 
AGATTAATATATTATTTTTTATTACTCATCAAAAACATCTTCAGAAACTTTTCATCAGAAAGATTTTTTGTGTAAACCTATCTATCTCCTCCAA 
ATCACTATATCTGACTCAGTGTGATTTTTAGTCTCTTATAACCAAATGATATTGATAGAAATTTGTTGCTTTTGAGAACCTAAGTGTATTTCTC 
TTACAAATTTCAAAGGGAATAAAGTGAAAGTATTATCAGGAAGTGGGAAN^^ 

AGCCCATCCCTGATTCGAAACCTACAGGCAGAGATGTGAATGGTCAGTAGTGCTAAAGGATTTCTGTGGTTCCTGCAGAACCAGGAGACACTGA 
GGTGCCAAGACAGGGCCTTACAGATGTTTCAGGAAACCAAGCACCCAGAGGAGTATCTTGCCAGGTTCACCAGGTGCTTCCTACCCAGGCACTG 
CCAGCAGGACAGTCCTAGCTCTGCACCAGCCCCCTGCCTCTCCTCTGCATCCTGCTCCTTCACCCCCAGCAGCAGGCGGGAGCTAGTGGACTAT 
GCTTAGAAATAGCCAAACCAACGAGGGAGCCCAAGAAAAAGGATCGAGGACCTCTCACCAGGCCAGTGATCATTACTTTTCAAAAACAGCAGAG 

AAATAAAATTTTATTTTTTAGCAAAAAAAACCTTC^ 

CATTGCTGTTAACAGATCTTTTTTTATTGAAGAAAAATACAATTATGATAACTTCCATAGATTATTTCATTGAATTTCACGTAATTCTATCAAG 
ACCATTGTGAAGTAGATGTGCTCTGCGGATGAGAAACTGAAGCTCAGGCTTTAAACAACTTGCCAAAGACAGTTACTAAGAAACAAAACTATTA 
ACCATATCGTATCACCTCAATCATCCTTTTACTTTCCTTTGAAAGTAAAAAACTCACTCTCTTTTGAAAATCCCATCCAGGCTCTACCTGGACA 
AAAGTGC CTAGCTGCCTCT CTTT C CAT AGTGAGCTCTGAAT AAGTAGC CTTTGATTAAT C CTAT AGGTGGTCTCTATT CTTTCG ATAATACAGC 
CTCATAAGAAGAAAAATTGGTGATTTAGCAATTATTGCCTGAATAAAT^ 

TGAATTAATATGTAAATAAAATAAAATGACTTTAGACATAATATGAAAAAAAACAGTTTTACATGTTCCAATTTCTCCCTATATGTTTTCCCAT 

CCATTGTGCATTTTACTGTTGTCCCTAAGGGTTTGAACATTTGATTTATATCACCTCTCTGGTCCCTCTGAGTCTATCCACAGACCCCAGGTTA 

TAATAATATAAGCTTGACTTCCTTCAACTCCACCCGGTTGGGGGCAAGGGTAAGGCATGGTACCTGCAGCCTGACTGCTGTTTTGTTTTGTTTT 

GTGACAGGGTCTTGCTGTGTCGCCCAAGCTGGAGTGCAGTGGTGTCAATCATGGCTCACTGCAGCCTCAAACTTCTGGGCTCAAGGGATCCTCC 

TGCCTCAGCCTCCTAAGTAGGTTGTTGGGACTGCAGGTGCATACCATAACACCTAATTTTTAAATTTTTAATACAAATGGGGTTTGATTTTTAA 

AGTTTAAAATTTTTTTGTACAAACAGGGTCTTGCTTTGTTGCCCAGGCTGGTCTGGAACTCTTGGCTTGAAGTGATCTTCCCACCTTGGGCTCC 

AAACTCAGGTGTGAGTCACTGCACCCAGCCAAGGAGCCTGACTCTTCACAGTGCACTCCTCATCTCATTGGGACATTGGTTGGGCTAGCAGGGA 

ATAACTGTTCTTACTTGGAAAGTACTCCTCTCTGTCAGGCATGTGGCAAGGTCTTCCATATGTGATCTCCTTAACCCACAAACAACCCCACCAG 

GAGGGTTATATTATCACCACCAATTTACAGATGGGGAAATTCAGGCTTTGAGAGATTAAGGACCTCAGTCAGATTCATAAGCCCAAACTATCTG 

GGCTCTTAGCCCCACATGCTCCTGCCTCAGTGGGCTACACCTTGGTGAGATGCCTATGTTTCGGTCCACTGGTCCACTCCTGAAGACCAAGGCA 

CAGGTTTAGAGAGACGTACCAGCGGCTAAAGGTACTTCTGCATCCAAGAACTAGAGGTGTCCCGTGTCCCCTTTACAACATTGTTGGCCTCCCT 

CTGGGCCTTGTACCTTATGTTTATTGCCTCATTTAATCCAGGTAAGGAGTCTTTAGGATTGGTGGCATGTATTCTTTTTATAGACAAGGAAGAT 

GATGCTCAGGAGTTTGGATAACCTGCCCAAGGTCACGCAGTGGAGGAGAGGACTAGAAGGTAAATCAATGGACCTTTCACTACCTTCCCCTTCT 

CTGGGCTGTAGCAGTGAGTTAACTGGCTCAGACTTGCCCAGCGGAATGCCCTTCAGGACACACTGAGTACTGTAGTAAGAGCTGCATATGCGCT 

CAGGGAGAATGTGGATAGACGCTGTTTGTGATTCACGGGTAAAGGGCCTTCTCCCAGAGGCAGCAGAGGCAGATCCTGTCTCTGGTGTGCCCTG 

GCCCCCGACTTGGAGGCCTCCTGGGCCAGGCCAAGACCTTCCCCGGCAGCGATGGTCTCCAGCCACACTCAACTGCCCTGAAGGGACATTTCCT 

GCTTATTCCCTTGCCCGGCTGTGTCCTCCACCCGGAAGGCCTGTGCCTTCTTCGCCTGCATGTCCTACCCTGAGGAGGCTCCCTTGGTCTTTCA 

TCGCTCTCCCTATGGGTCTTCACGCCTTCCCGAACCACCGCGCCCAAGCAGGAGCACGTTCTCGGCCCTCTTCACAGGGCGCTCCTCCTCACAG 

GGGTGCCCGGGATTTTTATTCTGTGCCTTCCTGGTGGCTCCTACAAGTCTGGAAGGGCAGGAGGCGCATCTCACTCCTCTGGGTCCCCTCCCCT 

AGCGCCTGGCGGGAGCCCAGGCTGCATTTGTGGAATTCATGACTTTTTCTCTCCTGCTCAAGCTGAACACATTGCTGGCTCCTGCTCGGGTGGA 

GCCCGGCTAATTAGAGTGAGGGGCTCCCCGTAGGGCGAAGGGGTGCGCTGTCAGATGTGGCATTCCCGTTTTACGGAGACACACGGTGTCTTAC 

ACGCCAGGGAGAGGTCTGAGACGCAAAGAGCCGTCGAGCGGGCTGCGGGATTGCTTCGCTGTCACCTCCGCCTGCAGCCACCCTTCCGCACGCA 

CTTGTGTGTGCACCCAGGCCAACATGGAAGGCGCCATCCTAACTTCTGCCGTGAGCAGGTGGGAGGGAAGAGAGACGAGAGGTATTCCATTGGT 

TGTCTGGGAAAATGAATTGCACCTTCCCCTCCCTTGCGGAGGATCAACTTTTCCCACCCCCTCGGGTGGGCACTCGCATCCTGGGGCCGGAGAC 

TGAACCCGGGAGCCAAGGGGCCCCAGTTCCAGGGANNNNNNNft^^ 

NNNNNNNNNNNNNNNNNN^ 

NNNNNNNMJNN^ 

NNNNNNNNNNNN^ 

NNNNNNNNNNN^ 

NNNNNNNNNNNNNNNl^ 

NNNNNNNNNNNNNNNNM 

NNNNNNNNNNNNNNNNN^ 

NNNlSTNNNNNISnSnmNN^ 
NlSntfNNNNNNNN^ 

NNNNNNNNNNNN^^ 

NNNNNNNNCGGCTGCGGGGCAGGTCGAGCAGGGACCGCCAGCGTGCGTCACCCCAAAGTTTGCGGGGTGGCAGGGCGCGCGCTCTGGCCACCCG 
CCGCTCTGGGCGGCAGCTGGTGGCAACGCAAGGGCGCGGCGGGGGCGGCCGGCGCGGAGGGGGCCAGGTACGGGGCCCGCGGGCGGCGCTGTGC 
GCGCGGGGCAGCCGGTCGGCCGGGAGCGCGAAAGCCTGGTCTGAGCCGGCTGGGGGCGGGGAGTGTGGCGGAGAAATGGGGAACAATGCGAGTG 
AGCAACTTCAGGAAGTCATTGTGAAAGAAAGCTGGGAAGAGCTCCGCGGCCAAGTTAGCAGGACACTCTAACAAGTGACTGCGCGGCCCGCGCC 
CGGGGCGGTGACTGCGGCAAGCCCCCTGGGTCCCCGCGCGGCGCATCCCAGCCTGGGCGGGACGCTCGGCCGCGGCGAGGCGGGCAAGCCTGGC 
AGGGCAGAGGGAGCCCCGGCTCCGAGGTTGCTCTTCGCACCCGAGGATCAGTCTTGGCCCCAAAGCGCGACGCACAAATCCACGTGAGTGTTTT 
CAAATTGAATTTCAATAGGAAAACTTGGGGTAACTGGTGAATTTAAAAAAAAAAAAAACACAGTAAAGAAAAGCGGTAAGGTTGGTAGACCCTG 
GTGTCGCTCAGGTCCGCCTCTCTTTTCTGAGGACAGTGAGAGAGTTCACTTCTGTCAAGCGTCTGTTGCTCTGCACTGTGCCAGCAGGTGCAGG 
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ACCAGGCCGAGATGGGACACTTCTGAGCAGCCCCGCTGTCACCAGGAGAGGAGTTCTAGCTCCCAACCATATTTAAATTTATGTAGACCTACAT 

ATACCCACGGAAGTCAGCCTTTATAAAGTCGTGTGTAAAGAGTTTTCCTTATATTTGAGCCGGGAGCTTTCTTTTTATACTATAAATATGATGA 

GATCGAGTCTGAACTTAATTTCTGCAAGAGAGGAATTATCCCGGCTTTGAAAAGTTAGTCCTTTTGCTGACCGCAGGTTTGACGCTCAAGTCAC 

CAAACCTTCTCAGGAAAACCCTTAGTAATATTAAGGCATCAGGTTACTTGCGGTTATATTTGAAATGTATTTTAAATATTTGTCAAGCATCGCT 

GCTGATGCCTAAGGAACCTCGTGAGGGCTTGTTTTTCCTTCTAATTTGGAGGCATCTAATGACCGAAAAGCGTAGCGATTCCATAGGGTCTGAC 

CAGGCACAGCTTTCAAATGCAGCTTCCCTCTCTCTAGGGACTGCAGCCCACCCAGACTGAATTTCAATGCGGTGCGCTTTGCTTAGGTTACCCA 

CTCACAATTTCCCACTGCGCCGCAGGCAGTATATTTCAGCTTTGAGATACCTTGTTTTAAAATTCCAGACAAAATGGTGTTGAGGAAATGTCTC 

CTTACTAGTCCCATCAACTTCTGTTAAAAGAGGAAAATTTATGGAATTTGAAAATACTGCGTATGATATTTAAACTTTCATAGACATTCAAATG 

CTTTTAAGGCCAGGTTCAATTTGGTTATGAGTCGAGGGGTGGGGGGGACCCACATAGAAATGTCCTGGGTCCTCTTGAGTTTATTTCTTTGTTT 

GAAGATGTTTGTTCAATGAGTTTTATTGTACTCATCTTTTATATGGAATTTTAAAAAGTAACAATTTCAGTATTATTTATATTAGAATGTGTCA 

GAATTATTTCCGTGACAAATCAGATCATTTGGGCTATGGCTTAAAATGTACACGAGGCAAATATTCATGACAAGAAGATTCACCTTCTTACGCT 

GGCATCTTGTAAAATGCAGAACAAGTTAAAGAAATAATGTGTACACATACAAATAATGATGTCACATTAAAAATACTACACTATTCTTGCTTGA 

TGGAATGTATCTGATTTCCAATTTCACCATGAACATATTTCATACATTTTTTACATGAAAAAAAACGTGACTCTTAAGTCTCACAGTCAATCAG 

AGCTGGTGACCAGAACATTTTATTGAACTAAATGGTCATGTTTTCTTCCCCTTTTGTTTGACGGTGAGAGTTGAAGGAAGGAGTTTAGAAACTC 

TCCAGTAGTTGTTTAATTCATCAGTGTTCTAATTAGAGTGGTACCTGTTGGAAAACTACACACCCCCCTAATGCAGAAACATCATAGCAATAAT 

CACCCACCCTCAGGGTCTCCAGGAGACCACAAGGGCTGCAGATAAAAGTCTGGATGTGTTAGGTTTGACCCTTTCGAAGAGTTTTACACAGGCT 

CCTAAAGAGAAGATCAGCTGTGGCCGTTTGTAGCCATTTCCTTTGTCGAAAAACTAAGATCGCAGTGAATGTATTAGCCAAGAGGTCTAAAGCC 

CTGTTGTACTGCAGGCCACTGTCTTCCTTGTTTGACTAGAGACTTGGAGTTTGAGAACAGTGGTTCTTTGGTTTGGATACATTTTTTGTTCTTG 

ATTTGGATGTGTGTGTTTCATGCGTGGTTAATATAGCATATTTTCAATATAAATGTCAAAAATTTTGAAATAGGAAAGAACTCTCTATATATTA 

ATGTACTTATACACACACTTCAAGATTATGCATTTATTAACAGATACATGAAATAAATTCCATGTGCATATGCACATATGCACACAGAGGGTGC 

ACACACACAGCATGCACACAGCGTGGAGTGAGAGGCATGGGGCAGTGTGGAAGAGTTTTAACATCAAACAGACGTGAAATGAGTATTAAAGGCC 

CCCTTTATTTTTAAACTTTTACTAAAACAAGATGGATTTCCCTATGTTATATAATGGTGAATTTTAGGCATAAATAACGTTTTTTGAGTGTTGC 

ATAATTGTACGTATTAATGTAATGTAACTGTGGTTAACGAAGAATTGATCAAGGATATCAGTGTTTTGTGGCATTTTTTTTTTCCTCGTCTAAT 

CTTTGGACTTGTGAAATAATTTCACTATGAAATAAATGTTGGTTCTTGTCATATTCTAAGGGAGATTGATGTAAGTGGCTCCACTCCAGCTTAC 

AGAAGGTAAACCACGACCTTTTTGCGTTCTCTGAAAACGCTTGTCTTCCGATGGCTCTGTTTCTAAGACTGACAAGCACTCTGGGGGCACTGTG 

ACGCCTGCTTCTAGCGGCAGAGTTGCTGCAGCTCCTGTCCTGGCTGTGAACATTGTTCTCTGTCTGGTGTCTCTATGTTCATAACTACAGAGAC 

TTCAGGTCTATTCCATTTCATATTTGTGCTGAATAATCATTCCATTTTATGGGAGAAAACACAAGATGTAAAAGCAACAAGTGACCCATCCTTT 

G AAGCTT ACAAGAAG AGAAACATTAATCT ATTTC ACGT CTTGAAAACAG AT C AGTTTT ATTTTGCT CAAAAAGGGC AC ATGT ACATTTTTGAT C 

TAGGTCTTAGAAACGTAGAGTTTCAGAGGATCAGCATTATACACACTGTCACACACACACACACTTAAAATTCAGATGAGGAACAAGATAGGAA 

TGAGGTTTTGTTAGGGACGCAGAGCACCTAAAACCAAAGGATATCGACAGTAACAAAGCTGTTTTTACTGTAGTGCTGACTGAACACTCATGCT 

GGTGTCTTCATGTGGACCATGGCTTTCTTGTATTTCTTTGCAGTTTAATAAATGACTTCATATCTCAGGTTACCTTTCCACATCTCCTGGAATA 

TATGTTTATGTCCTTAAAGTTTCAGTGTCGTCACTTTAGTAGCTTTAGTTTGAGTTTTTAAATGTTTGGTAATATTCCAACAAATATTTTTTAA 

GACATTATGAAACCTTATGAAGTGCCATATATTACAAGTGAGATAAAACAGCAAGCAAAAGAAGGTTTGCAGAAGGTTTTTAAGTGGCGAAGTG 

CGGGCCTGCCCATTTTGGTGTCTCCTTGGTGGTTACTCCTGAGAAGGGCCTGGAGGAAGAGCAACTGAGGCCTAATCTACAGGCAACTGCCAAA 

TTGTTTCAGTTGACGTTTTTCCCTCTCATGTTTGACTATAATAAATAGGTAGTTGCCAGTGGAGCCTTCAGCCAACCACCTGGTAATAAACTGT 

TAAAAATGGTGCAAACCCTAGGTCACAGGTGTGGGGGCCATTTGTCTTGCCTGTTAACAGGCCTGGCCTTAATTCTTTTCTCCCATGGCCATTT 

CTGCCTTTGGGGAACTCACAATTCCTGTTGACTAAAAGAGCACCCTTTTCCACCACAAGCCTGACAAATCAGACGTCCACATAATTTCTGAACT 

CGTTTTGGTTAGGACAGGAAGCACAGGCTCCCTTCCTGTCTGTGTTTTCCTAAGAGAAAACGGTCTTCCCTCCTTTTTTGCATATTTGGCAAGT 

GGTTCCACCTTTCTCTGCACCCTGGTGGAGTGTGAAGGCAGCAGAGGAACCTTTTGGAGGAGGAAGAGGACACAGAGGCCCTGTAGCCAGGCAC 

CAAGATCCCTCCCAGGTGGCTGGGTCTGAGGGGAACTCCGAGCAGCCCTAGGTCCTCAAAGTCTGGATTTGTGTGGAAAAGGCAGCTCTCACTT 

GGCCTTGGCGAGGCCTCGGTTGGTTGGTGAGTGCCACACGGTTTCTTTGTGTGCTTGCATGGATTGGAATAGCCATTGTGTTCTTCCGTCTTCC 

CTGCTGGTGTTTCCACAGTGGGTGGCCTGAGCCCAGAGCAGCTCCCCATATCCCTGTGCAGGCCACCTGTCTCGGGTGATGGAGAGCATCATTA 

TGCTCCGTCTGAACGCTCTGCTTTCGGATGGCCCCATGCTCCACCTCCTGATAGCTCGTGGCGCGGGGCCACGGCTTAACGAATGGCTGAAAAT 

GGGTCCTAATTAGTGGAAAAGTGCTTTGTTCATATTTTCTCACTCGAGTGTGCAGTGATTCATTTTTCTTCTGCAATCAGCTCACTGCTAAAGT 

AAATCTGACTCTCTTCCCGCCATTGCACACCAAAAGTTAACTCTAATGGGTAGGAGGTTAGGTTTGTTGAGAGAGCAATGCAGTAAAAAGAGGG 

GATCCAATGTGGTCTTGTCTGTCTGGTCTTCCTTTCTTCGTTTTTTCCTCCCTTGTCTTCTCTGTCATTCCCTTCCCTCCATTTGCCTTGCCTT 

TCCTGTCCTTCCCTTCCCTTCCTTCCCCTCTTTCTTTCTATAATTGGTGGGGGGTTTGCACAGACTGCCAAAACACTAAGAACTGTGTAAAGTG 

TTTTTGAATGGGCTTACACATATTGAAGTAGATTTTTATGCTCCATTTTTGAGATCACACACTAAAATCTATACCTTTAAAGCATTTTCTGTTA 

GTTTGAAACTATTTGAAAATGAACAATGTGGTTTAGATTAGAGTCCTGTTCTGAAGCTAGGAGTTCCACTATGAATATTGATTTATCAGTTTTT 

GACAAATTTTTGTTGTTATACCAGATTTTC^CTGGCAAACCTAGAGCAAATAAAATTCCACATAAGATACTTCCCTAGACCTAATGGGAAAAAT 

GTTTAATTTAGAGTCTTTAGGAGAAATGAGAATGAGGAATTGACCTTTTGTAAGCTTACTTCTGAGGCACTCTGAAGTGTGTTCCAGTGCTTTT 

AATGGAAACTAGAGAGAGCCAGCAACCCCCTAGTGTGAGCCCCACTTTTAACCGGAAAAAGTGACCTTTTCCTCCTCCTTTGTGCTGAGTTTTG 

CGTAGGGCAGAAAATTAAGCTGATATTCAAAGAGATTCACTGCAAAAACATATTGATAAATCGTATATTCTATTTCATTAAATTAAAACCATAC 

TGCTAATTATCTCAGGTTGTTAAACATAAGGCAATTAATTATCATTTTAAAAGTTGGTAGGAAGTTGTGAGTACTTTTGCAGTATGAGTGTTTT 

CCCGCTTTAGTATGAGGTTGTGTATGTTTGCTTGAATTTACAGAATTTTCACTTTAAGAGCAGACAATGTTTTGTTAAAGAAATGAAATTTGCT 

AAAAAGGAGCATGTAAAGTGAAACATTAAAAATAAATAATTTCAACTTACTTAAGAGCTGCAGAAAAATCTGATTGCTGTGTTTAAAATGAATT 

TTCCCACATTTCGCTCTCTTATGGACAGGAGCATTTTCTGTCAGGTTATAAATAAAGACATGCCCATTTTTTGTACCCCCACAAATGAGGAAGT 

TGTAAGCTCTCTGAGGTTTTACTGATGAGCCCCCTCCCCCTGGGTTTGCATGAAGAGATCATAGGCCACAAATAAAGGACTACAAAATGGGGTC 

TAAACTATCCTGGTGGGGCCTGATACCCACGTTTCGCATGGACCTTACGATGTGATGAATGGTTTTGGCATGAGTGTCTTAAGAATGCTTCCAG 

ATTCGGGTTAGAGGACAGCCAGCGCTGAGCTCCCTATTGCAGAACAAAGTAGGAATCTAGAACTTTCTTGCTAACAGGATCCAGCTAAAACACC 

AAGTTAGATTCTTAAATGATGTTCTTTTCTGTCATTATTTGATTGTTGTCAGTAGCAGTAATTGTTACCAAGCCATTGATGCTTCTATTCTTCC 

CTTTGCCCTTCTGAGACACAGCTCATTTTGACTTCAGTGGAACCCCTCGAAGGTGGGGTGATGAGCAAGGTGAATTTTCAAAGTAAAGCTACTA 

AGAGACCAAACTACAATTTAAGGAACCTGATTTTTGAATCAAATTCCATATACTGTGGGTATAGTTCAACATAGATTAATTTCTTATAGTTATT 

ATGAAAAAAATCTCATCTTGATGATAGCTGATAATTTTGTGGGTGTCGTAAACAAAACAGAGGTCAGAATTCAGTCCCTTGGGGAAAATTTCCA 

ATTAGTAGG AAAC C AAGTGG C CTACCTTAGTTTG AAG AC AC CC AT CAGGATGTCTG CAC CTTTT C ATC CT CTCTGGAGG AAAGACTAAATAC CC 

ATTATTGTATATAGGTCAGGCCAAAGCAGCCTTTTATATTGCAAGGAATAAGAGGTAAATAGATATATGTGCAACAATGAATCCCCTAATGTGT 

TTACTCTAGAACACATGTTCTTTCTGTATTTATATGTAGATTTTGTAGATCTTGTCTTACCACCTGCTAATGGTAGATACTGTATCTAAATAAG 

TTGAGGAAAATTTATAGTACCTAGGAATGTGTCCTCAGTGGGCCAATCAATCAATCATGACTTCAGGTTATTTTTAATAAATATACACGTATGG 

GTTCATAAACAATGGGATGTTCTTGTGAAGATCTAAATAATTTTACTTCTTTGGGACTAAATAAAATATAGCTTTTGCCAAATAAACTCACACA 

AGCACTTATTTTAATAGAAGTCAAATGGCTTTGCAGAAACTTCAGTTTTACAGGTGCATTGTTTGAAATGTTACGGGTATACAAGTGGATTTCT 

CTATTATGTACAGTGTTAAGTTTGAGTTTCAAAATGTCCACCTGAAATGATTTACTTGTACGTTAAGATAATTTAACTGCTAAGAAGGCAAGAT 

AAAGCATTCTTTGTGACACCATATGGCCTTGCTGAGGGAAAAACTTACTGTTATAAGTTTGTGTTTATCTCTCTTTTTAAAAAAAAATGAAGAA 

AAAAACGTTTAAAATAATGGGAACACAGCAGTTCCTGGGGTCCTCTGTCTCTTTATCTTATTATAGTAAATTACCAAAAAAATAATGACCTGGG 
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GCATGTCTGTGTGGACCCTTCTTTTGGAGGCAGTTTCTGTGTTTTGTAAAGCTGTAGGTTCTATTTTCATTGCACTTCATATTGCTGCACAGCT 
CCTGACCATGCATGAAGGTCCTCTGAAATCGGTAAGAGGGCAGAAGAAAATGATTCTAAACTTAGATTTTTTTAACTTAAGTGATGAAGTGTGA 
AACGCCATTTATATTTGAGGAAGCTACCTAGGAAGTGGCTCATGTCGATGGCCCAAATCAGAAGAGGGCCTGTAAAAGCTTCTATCAATTTTGA 
CTGTGTATGCTTCTACCATGGCGGCTCAATAAACAGCAGTATTAGTTTAAGAGTGGATGGTACAGTAGTATAGACGGGAAGCCTCTCGTCTCCG 
TGTGAACCGTGCACCCCTATGAGAGGGTAGAGACAATACAATATGCCTGTAACGTCAGGACAGACAGTCATGGCCAGCTTGAACTCCAGCCCTG 
GGCTTCTTGCAGCAACAAACGTGAACACAGAGGACTGTCTCCAACTCCACTTTCTCTATTTTTAAAACAACTTTTTGAATACAGTATCTGCCAT 
CTTTTCTTATACCTCACTTTGAAACAGGTGGCTCCACTGTGGCATTTAAAATGTTCTGTTTCTTTTCCCTCTGTATCAAATACCTCTTTACCAA 
GAAAACATTCAAACAGCATAGTTTTTAACTGTATTTTGAAAGGTTTCCTTAGTTCCCTTTGACCCTTCGTGTTTTGCATATCAGTTCCTGGCCA 
TAAAAATAAAAAATGCTAGGACAGAATTGCACATCTGAGCTGATTTGCCCTCAAAAAGTTTCACAGTGGAACAAACCGCAGGAGGAGTTTTCTG 
TGGCTCAGTTAAATGTCGGGGGAGGGTGGTGTGAAAGCCAAATTGGATTCCTGCTTTCCTGTTTAAATCTTGTTTTTCATTGTTATTTGCACCA 
GCAATACTCTGTGGAATAATCATGAAAATGTGTAGATTGGCAGCTAATTTTTGAAAAATGAAAAGAATCAGAAATGAAATAAGAGTGGTCGGAA 
GTTTTTATGTTCTCTCAACCTGTTTTGTGAAATTGTTACGAAAACCTATAAGGTCTCTTTGACTAGATACAAAGACTTTGCACATTGCCTTAGG 
TTT CTCTTG AAGCATTT CCTTTTTTAAAAT AC AGTGTAATTC AC AGTG ATATG ATAGATTTG C AAAAGTAAAAT CT AG CAGTCTGAAGATG AAA 
GGACTTGTCTCTTAGCAGGAATAATGGGTTTTATTAAAGAGGTCTGTGACCTAAGGCATTTTAAATAAATTACAGGCTTGGTCCCTGTCTCCCC 
CATGTATCTACTCCCTTCAATATAAGCATCATTGAGTATTTAAGGAAATAACCCCAAATGTAACTCTAGTGTAGCTTCACTTGTCAGGGAGGAA 
AAAGTAAATAGCATAC ATTTGGC CAAATAAC C AGAACTTTACTGTAG AAGTTTTATG ATGAAATTTGC CTTTAGTGCAG AGT ATTAC AAAGATC 
ATGTTTAGTTTCTAGCAGTATATAAGTAGCATCCATCCTTATCTGTCATGCATTTGGAGTGTGCGACCCCTGCACTGGGCTGCAACATTCTGAT 
GGGCAAGAGTGCTAGGGAGAAAGAGGCATCACCATCAGACTGCACGGGTTCAAGTGTCAGCTCTGTGGTTGATTAGCTGTGTGACCTGGGGAAA 
GCTATTTCTCTTAGCCTTGGTTCTCTCATCTATAAAATGGAGATAATGATGCAGATGCCTTGGGTTTAATTGGGAGAGTTAAAGACACATTTAC 
ATATTT AGCAAGT AGGTGTTG AATTCTAGCT CTACATTGGAC ACTATGC C AGGTGCT CAAATAAAC AAGTGGACAAG AC AG AC AACACC C ATGG 
TCTTATGAGGCTTAACCATTTGCCTCTTCAATGCCAGAAACTTAGTAGGTTGATTAGATAAAGCCAGTGAGTACCAGTATCCTTTTCTTTGCAG 
CCTTTTCCTGGCACACTAAAAATACTCAGTACATATGAAATATCACTGGACAAAGAATCCCCCTTGGAGTACCAGTGGAGAAGGAAGGCATTTG 
CTTAAAAGCAAACC!AACAGAAAGACATTGTAAGG<^GT^ 

CTGTCGCCCAGGCTGGAGTGCAGTGGCACAATCTCAGCTCIACTGCAAGCTCCACCTTCCGGGTTCATGCCATTCTTCTGCCTCAGCCTCCCAAG 
TAGCAGAGACTACAGGCGCCCGCCACCACACCTGGCTAATTTTTTGTATTTTTAGTGGAGACGGGGTTTCGCCGTGTTAGCCAGGATGGTCTTG 
ATCTCCTGACCTCATGATCCGCCTGCCTCGGCCTCCCAAAGTGCTGGGATTACTGGCATGAGCCACCACGCCCGGCAACTACAATTGTTCTTAA 
AGCTTGTAGAATTACTGTGTGCTACCAACAGACAGGCTAATTTTGAGTGACCCTCAGTACTTTGTACAGTTAATTTGGCACGCTGTGTACTTAG 
TGGCTTTTTAACAGCTATAAATTTGGGCTGCTAGAAAAGTAGTAAAGTTGTGATTCTTGACAGGCATCTATCTGCATTTTCATTTTTACTTCAT 
TTGTCTAGACTCAGCTTGTCAGAATTATGGAAGAGACTCCTTGTGTCAGGGCAAGCACTGTGAAGAGAGGTATTCACTGTCAGAAAAGAGAGGG 
GAGCTGGAGGCAGCTCAGAGGCCTGAGACCCGCCTCCACAGGAGCCCCAGCAGGTTCGGTGGAGCTCTGGCCACACTCTCCTTTGGGATGCTGA 
AGTCAGAATGAGTTCACTTCCCAGCCAGTCTTGCCAAGGCTCCTCACCTGGAAGCAGCAACTGCCCAGGGCTGTTGGATGTTTCTCCCCAGGGG 
ACAGCCAGGTCCCAGTCCCGCCTCGGTGTGGAAGGAGGAAAGGCAGGGTCCAGGAAGCTGTTTCAGGACAGGCCCAAGGTCCCCCAGGGATGCC 
TTTCAGGGTCAGCGGAGGCTGTAAATCAGCAGGGCCCACACGGCCTGGAAGAGGCCCCTGTGCTGTCGGCTTGCCCGGCTTGCCCGGCTCCTAG 
TCCGGCTTCTGCTCCTCCTTTGTAAAGTTATGGATATGCTAATAGTTTCCAACTGAGACTAGGAAAGTAAGTCCTACTTGACAGTGTTTGGTCA 
GAAAGAGGGAGAGAAAGGAGAAGGACAGAGAGAGACTGAGAGAGAGACAGTCTCAGACAAAGGGAGACGGAGGGAGGGAGGGAGAGACAGAGAA 
AG AGATGGGAGGTAGGTGTG GGAGG AGGG AG AG ATG CAGAAGGCAG AGGAAAG ACAGACAGAG ATTTAGACCT CCCAAGT CAGTG AGC AGTCC A 
GAGTTGGAGTGGAGGGTGCCTGGTGGCTTGTGACTGCAGACTCCACTCCCCGCTCCTAGAGGCACAGCCATGGACAGCTTCTGTCACGTTGGCC 
CTGCACTTATCTCTGCATCTATTTCCCCTTGTGCAAGATTCAGAACTGCATGCTCCAAAAAAACAATAAAAGCATTCATGTTCATAAGAATTGC 
ACAGGTAAAAGGTAGTTTGCTGATATTGTTGTATTTTTTACTATCGCTTCTTTTAGCTCTTGCCTGAAATTGTTTGGGTTTCCCAGGCAAAGTA 
GAAAACTGCGGTACGTTTCTGTGAAATAATTATTCCTTCTGGCATCTCCCTTTACAGACCTACTGATCTTGATTTTTCATTTAGGTGAAAGTTT 
GTGAAAACATGCCATTAGCTTGCTTTGTGATTAACTCCTTTTACTGAATGTGAGCTCCTTTTAAATTGAGGCCATATCAAGCTTAAATTCCATA 
TTTTACCCGGCACTCTGCATTTCTTCCATGTGGGAGAGGAGGGGCTCAGTAAGTGCTTTGTAAAATACACAGCCGAAGTGATGCACGTGCTAAC 
AAAGGAGTGTGACAGGACTTAAGTGCCCTTCTAGACACTTCAGGCTCCCCTTTGTAAGCTGTCTTGGAAGAGGCCACATTTCCTTTCCCTCAAA 
CAGTTTCTC^TTGTTTGATTATTCTTTTAGCCTTTCTCTGGAAGCAAAGCCACTTTTACGAGAAAGTCACTGCTTTTTCATCTCAAGAGATGCA 
AGTTTGGAGTTTGGGGAAGTTTTCAGGTGCCCGTCAAGTCATCCTTTATGATGTCAGACGAGTCAGGCCACAGAATTCACAGGGCTCAGTGCAG 
ACCGAAAACTTGAGGCCTCTTGTTCAGAAATTATTAAAAATTTTGGTGAACATCACCCCAAGCAAAGAGATCCCCTAAGCACCAGCCCCCAAGC 
AACTGC ACTC ATAAGCC C ATGAAGCCCC CTG CTGTC AG AAACAATGTGGTTG AAATTGTGTATGC ACTTGG AAGTGAGATGG ATTGCAAAAC AC 
AGGTCTCCATGCTGGGGCAGGAGTGGTGATAGGGCATGGAGTGGAAATGTCCAGCAGGCCCACGTGCGAAAATGCAGAGCTCTCTGGCTCTTGC 
AGACTTGGCTGCTGACAATAGACGCGCTCCAGGAAGGTGCTCGCTGTGGTGTGATCTGCTGCCCACCCCTAGCTCCCTCCAGGAGACTGGTGCG 
GGGACTGTTTGCAAATGACTGCAAAAGTAAGAAGGTTCCCACAGAGCAGAGCTTGATTTGGGGACCAGCCGAGGGCAGTTTGTCAGGATTCCGG 
CTTGAAACTGTTCTCACATCTCACCGCCTGAAAGGACGAGTGTGTCCAGAGGACTTAGCATTGATCACCTCTGTCTCCATGCAGCAAACTCAGA 

GAAAATAACTTGAGTATGCAACAGTAGGGCATTTGTTATATAAATTAGTTGACTAGTGTGTAGCCAGTAAAATGATGATGGTGGTGTGTATTTG 
TTAAATAAAAAGATATGTGTGGTATTAAATTAAAAAATATTTTAAAACAACATATTTGTAATCTGTTTAGTGTCCTCTTTTTGTAAAAAGTACA 
GAAATAAATATACAGAAAAAATAGTAGTCCTAAGTGGTAGAAATTATGAGCATTTTCTTGCCTTTAAAAAAAGTTGTAAAAGATTGTATCATTT 
ATGTAGGAAAAAGTTTTAAGTCAGCATTCTAAAAATTTCGTGTTGTTATAGTTGCTGTGACAAGATTTAACTTCTGTATGCTTCACCAATCAAT 
ACAGAGGTATTTAAGACCCGGTGTGTGATAGGCCGCGCTAAAATACTATACACATCTTCAGAAAACTAGAGAACTAACTTCTAACTTCCTATAT 
TAGTGTGGCACGGCTGTTACAAAGATTTTTCTCATTTGAGTCTATCTTGCTTCTTTATCATTGTTTTGACAGTTTCAGAAGAATCGTGGCTTTT 
CCCCTTTTTTACAGTAAAGGTACCTGAGACTCTTGACGTATTGCTTTTTGGAAATGCTTGTGCTGGTCACATGCTTGCATCTGGGCTAGTGTGT 
CTGGCTTCCGTGTGCTGGTGGATGCTTACTCTGTTTTCTGAAATACTTTTTCTGTACAGTGGCCACTAGCTGTACTCCTAAGCCACACACCTAC 
CTTGAAAATTCATGTCACTTTTAGAAATAGATAAAAGCCCCTCCCATCCAGAAAAAGTGACTATCATGTATATCCTCATCATGACTAATACTGA 
TATT CCTGAAATTG AAAATACATATT C CATATGT ACC ATAAAAGGTATTAAAG AT AT ATGGAGTGATAGATATATTAT ATATAAC ACTTCTAC C 
CTCACAGTTTTCAGCCTAATTGAGAGGGTAAGATCCCTGAATCATCCATCAGTTTTTCAGGTCTCTGCTGAAAGCAGGCCACAGCTCAGATCCA 
CACATCTGAACCAGAGACAGAGGTGGCCAAAAATAAAAAGGGGGACAGGGGGACAACCTGGTTTAGAGTCAACAAATAGACTGCATTTTCTGGT 

tagtgaaggagctctcctgaaagtcatataccagagcataaatgagcagatttccttgaggtcaccttctgctggccatagctttcttatctgt 
ggagctgccagctgtcatccactttggggcacctgagactgccgagcggcaggccaggaccgaagtgcgaAacacagaacacctttttgtttct 

ACTCCACTGATGCTGGGGTTCTCTCCCTGGTGTTTGTGGCTCGTAGTACACTCTGTGGAACATTCACTATGGTCATCGAAGGGCAGCATCTTCC 

tgggctcgttttgctgccgtagtgagcgtcacttctccccgtgtaagagtgctggtgaaggctgaggcaagggcccagaaagattgagggacaa 
agacaggagcgcccgcattgcccatctgccaggctggaggtgtattcattattgatggaggtagtgcagttgctgctcagatatgcagccctgc 
ctgggtaaatgagacattcttcagcaaattgcttcgttttttgattgctgattgtacgcgtgtcaccaagctgactcaaggttcatcgatgcat 

GCTCAGTAAATTAGAAAGAACATAACTATGGATCAGCCAAGAGAATGAATTCTGTGCCTACAATGACCCAGGGCCATTTAATTTTCTGCTTAAT 
TTTGTTG C AGTCAGTTTG CATTTTGGGTTATTATGC agtagg aaattaacaataaataac aaatttggt c CT cctgtg CTTGTAATGAT ATTTT 



480 



WO 03/039484 



PCT/US02/36071 



SAGRES DISCOVERY 02-25 



TATAAATCTTTGTAATGCTGTTTTTAAAA^ 

CTAGATAACCTTGTTGTTAAATAGCATAGGGGTTCTTTATCTCTCTCTCTTTCTCATATCTTATTAGTATTTTTGCTTTAAACTAAAATCCCTT 
CCTCTCTTTCTCAGATAACCTGAGGACCATGGATGCTGATGAGGGTCAAGACATGTCCCAAGTTTCAGGTGAGACCTTATGAGATAGCTGTGTG 
GGAAGTTCATGAGAAAAGCTTCCCTGGGGCCGGAAGTCACAGTGCTTGGTATGCTCATGGGGGAGGAATAGGGGCTATTCTGCAAAAGAAAAGA 
CCATGATGGAATTTGCCTGAGTGTTTCCTTCACCTGTTACAAATTATCTCACTTTGAGCTGAACAGAAAGCCTGCAAGATGAAATTAGTTTTAC 
TGTTAAACTTCAGGAAAAAAAAACGGGAAGAGTTAAATACATTTTTGTACTGTTGGAAGGAAAAATGGCTGATTGGTTTAAAAGCCAAACACAT 
GCCAATGATGGTACTTAAAGAGAGAGAGAGAGAGAAGCTTGAAAAACATAATTGTTGGGCACAGTCATGACTGTTTGTTCATTAAGCATGGACA 
CAACATTGCTCCCCTTTGCCATATATCTTTTCAAGCCGTATTGGATATAGCTCTTCTCATCCAGGAGACCCAGGAAGTGGAGAAGTCTGTAGTA 
GGAAAAGCCTAAGGGTAGGTCACAGACTGTGACCATTTGGCAGCACTGAGGGTGGACGGCGAGCCAGTCCAACAAAACCGCACAGTTCCCCAGT 
GCATGGACATAGGAAGACAGCTTTCTATCTGGCCCTGTATCCAGAGGCGTCAGCCCCAGTAGCAGCTTTCATGGACTTTGGGGTTTTCGGTATT 
TCATATTTTTGAGCCTCACAGACTCACAGCCAGCCCCAGAGGCTGACTTATATTTGAGAAAGTTCTCAGTGGCACCTTGCCTTGGCTGAGCGCC 
CTCGTGTTTTGAAGTTTCTATGGGATTCTACAAGTTGGTGCTCCTGATGAAGACCAGGACCTATGTGTGGCTGCTCCCCTGCTTGGTGGTTTCC 

. CTGGGGAAGGTGCAGGAGAGGATCTTCTGAGTTCGATGGAACTGGAGATAGATCTGCCAATCACAGGCTTCCTTCTCCACCACTCGTCAGCCGC 
TCTATTCATGTTTCAGATTTTGGACTTAAACTCTCCCAGGTGCAAAGAACAAACAAAAGGCTAGCTTATTTTTCTTTTAGAGTGAGGCTTCGTA 
TTTATTACAATATAATTGCCAC ATTCTTTGTGTAATTCTCACATTTATATCTTAAAT ATAATT CTG ATG AATGAG AATTATATAATT CT CTTTT 
TGTATATCATTGAATATTTTCACTTAATTTTTAATTTTTTTAATCGTCACAAAATAATTGTGTACATAGACACAAAATAATTGGGTACATAGTG 
ATGTTGTGATATATACAATGTATAGTAATCGGATCAGGTAAATCAGCATATTCATCATCTCAAACATTTATCGTTTCTTTGTATTAGGAACATT 
CGACAT CTT CCTTCTAG CTATTTG AAACTATATATT ATTGTTGACTAC AGT C ATC CTG CAATGGTGTAGAACACT AG AACTTATT GTTC CTACC 
TAGCTGTAATTTTGTCTCCTTTAACAAATGTCTCCCTATCTTCCACTCCCCCGACCTTTCCAGCCTCTATTAGCCTCTGTCCTACTTTCTACTT 
ATAATGATGACAGCAGCATTTGTTAGTTTCCACATGTGAGTGAGAACATGTGGCTTTTTAACTTTTAGAATGTGGTATTCAGGCACTTCATGGT 
ACAGTTGGTAAAAGTGAAAATGTGTCCAAAAGTTTGTGATTATCTATATAAACAAAAATGGTATAAATACAAATATCAATTTTGCATTGAAGAA 
CTTACCTTAG AGGT ATATTCT CAC AAGTG C AGAG AGC ATTTAAG CATTTGTT C ACTGC AGCATTGTT ATC AGTATTTTAAAACTATGGTACATC 
CATGTACTTCCACATACAGCTCTTAAAAATAAGGAGGATATGAATGAACTAGTATGAAAAGAAGTCCAAATACATGTGAAAGTGAGAATAGCAT 
GGTTCTGGATGGTATGCAAAGTATGATCTCGTTCTTTTAAAAGAAAATAAATTACATACACATACATATTTTCTATATGCTTGCCCATAACGTT 
TAGGAAAATT CTTGGGTG ATATTTATT AAC CTGG ACTT C CTCTTGG AAG ACTG ATGGTAGAAGG AAGGGGACG AGTT AGGGAAGAGGAGGAG AA 
GGAAAACTTTGCTTTTCATCTTCTACCTTTTAGCATTATTTGAATTTATTTTCCTTAAGCGTTTACTTTGTTTCGTAAACAAAAAAGCACAAAA 
ACAAAAAACGAGTTAAATGGGAAAAAAAGCAGTTTAGCTCTTTATAGCCTCTCATTTGGCTTCGCCAGCCTCTCACTGCAGCCTCAGAGAGCTG 
GTCTGGGAAACACTGGTAGATGAGGACTGTAATCCTCACTCATGGAAGAGGATCTCATTCACTGGGTTTGCTGACTGTGACTAGAAGTGATTAG 
GGTGTCAAAAAACCCAAGCATGTTAAAAATTTCCAGAGGCCAAAAAGATGCTTTCATTGTTCTGCTCTTCTTTTCCTTGTCGCTTTCACTTTGG 
GTAGCTTCTAAATTGGTATTTTGCATGGTGCATTTAAAGAAAATGAGACCCCTTTGGCCAATGCAGGAGTCTACACTCTGATATTCTAGAGTCA 
AAGCTGAATGCTGACACCTAGGAATTCATCTCTAGAATGTTTATATAAGGAATAGCCCCTCAGTATTCCGATCTCGTATCTTAGTAACGAAACT 
AACAAAAGCCTGATTCTCCTCTGGTAGTTTTCTTGTCTTTACCATAATACAAAATAAGTAATTTGTTCTGCACCCTGACTGTTCAAAGGATAGG 
GTAGCTGGGGGCGGGGACAAGAATGGAGACCTTATTACATAAGACTTCCTGAAAAAGGAAACTCTGTTTTTGTTTGAAATGATTTGGTCTGAAA 
TTTAGTTTGTGTACACTTACCAAAGGGATTCCTATTTCTAAAACACTCATACTGCTTTTGATTCCTGTTAACCTTTGAGCACTCTACGTAATGA 
TGAGAGCACTTAAAGAGTCATGTCACTTTTAGTAAAGAATCAAAGGATACTTTTTCTACTTCTTCGAGTTTGATCTCTGCTTCTCCAGTTAAAA 
CCAGTATTTGTTTTTTTCATTTCTAAAGTTGGAAGAAATGACAGTTAGTTATGGCATAAGGATGTACATTTAACCAAATAGGAGTTGACATTCT 
TGGT AAG AAATCTTACCAAG ATTATGTT ATAGATTAT AAGAAATCTTAACAAG AATATGTT CCTAAAT C AT CCT CTTTTC C CATAAAATATTAA 
AGTATCAG C AATTT C ATAGG ATTC AACCTAATGTATGCG AAATGCTAGATAAAC AGAT AAATACTTAATAT CTGGCTTTTTTTCAAAGC ACTGG 
GTTATTTGTT CCTTGAGATTTATC CTAAATGTGGGCTATACCCTGGTTTAC AGTGTCTCACAG ATGTGTAGTAGTAGACACTC CATAAGTGTTT 
ACTGACTTGAATCCACAGGGTACTGAGAAAATGCTACTGATAGACTTGGAGGAGAGCATATCTAAAGCAAGCTACCCTTTCCTTTAGGGCACGT 
CTCACTAATTCTTTGGGTAAAGCGTATTTTTCTTCCTTTTGTGTTTTTGGCAGTCTTTCCAAAAATACGTGTTATACCTATGCATTATTTTTTG 
GTTTGGTTTCTAAAGAAAGAGTCAGCCGGTGGGAAAGTGAAGGATGTGGGAACTGAGAGATCTGCATCAGCATCCCACCTCTACCTCCCACGAT 
GGGACCTGAGACAGTTATTTTTGCCTCCTGGACCACTATAGTATCATCTGTAACAGGAGGGACTTGAGCCAGTTGATCTCTAAGGTTCCTCTGG 
CACCTGTGACCCTAAATAGATATTGGATATTGGTTTAATGCTATTTGTAGTGTGTTTTTTTGGGGATATGGAAACCAGAAGTTTGTTTCCATAA 
ACATAAACATAAACTGTATATATCTAAAGGATATGGAAACCTTTAGATATATATAATCTGCTTACGTAAAGAAGGTTTGTATATATTGCAGTGT 
CAATGGGAATATTTTATCAAGTTAAGCATAGTAAATCACATTGATTAAATGCTTTGTATTTACCAAACATTACCCAAAGTGTTTTCTCCTTTCA 
ACCTCACAAGGACCCACAGAAGAAAATACAGTTATCATTTCCAACCTGCAGGGAGCTGAGACACAGAGAATTTAAGCAACTGACCGGAAGTCCA 
ACAGGGAGTCAGAGATTGCTCTGGGGTGTGATCCCCACTTGGACCCTAGAGTGGAAGCTTCTCCACTACTTTATAGAGTTGAGATTCTATATTT 
TG AGCTTGTATTTAC C C AGAGAATTAT ATC CTCTTGGGC AATTGTAT ATAATAAAACCTC ATG CATTT AGGAGAGGCGGGATGAC AGAACTTTG 
TTGAGTGAATTATAATCTACTTGAGAAATTATTTGCTTACATTTTATAAGCTAATTATACCATATCTCATCCAGTTTTCCCAGAACACTTCTCA 
TAGGTAATGCTTTATTTGAAACATAGGCCATAGGTAAGTTAAGTGTAAATGTGTATTTTTATAATTTAACCAGAAGTTTATTTCATTTTTCTAA 
ATAAGTGAAATTGTATTGCATCTTCTAAATTATTCTATTTAAACACTTGATGTCTTGCTGTCTCCGTCTCTGTGTGTTTGCATGTCATTGTACA 
TGTTCTT AGGAAAAGTGTGGG AGCTTGACG C AAT AT AT ACCTTATGTTT CTATGTG CATATAGTTTAC C AAATAATAC C ATAAGTTTACTTAGC 
ATATTAGAATCCATGCACATTATTTTTATTTTATCTTCACCGCAACCCTGTGGGATAGACCAAAATCATGCTTTTCAGCCTCCTTTTTCCACTT 
GAGGAAAGGAGTCTTAAAAAAGGGACCAGTCTCATGTTCCCATTCGTCTTACAACTAATTGGTCAAGCCAGAAAGCCAGAACTATGTCCTGGGT 
CACTAACTCCTAGTCACTGTGTGTTAGTATTTGAGATGCCTGTTGGCTTGATTTAGTCATTTATTTTTTAGTGTTTTATAATCCTTGCATACTT 
TTACATTTTAAATGGTTAACCAGGCAAATTGGTTTAAAATCAGTGCATAAAAATACTGTGCCTATCATGATGGGTTTCATGAAGTGATAACTTT 
TCATCATGGAGATCCTCAGCTGTCACAGAAGATGAGGGGCCCTGGGTACAGAGGCTGACGTGAGGGATGAAAGTCTCAGCAGCGCGGACTTACA 
CTTTGGGGCTTTTAGGCAAATCAGACAACCTCTTAAGAACTATCACTGAGTTCAGGCAAGGCGAGCTTGAATTAACACAGGGCGCTTGGTGGGC 
ATGTGAATATATCTCACTTCACTACCATCCAGTTCTGACTCTTTACTAGATGCCCCTGTACATACCAAGACTGATTTTTTATTCTCCCTTCTCC 
GCATGTGGTTTCTTCTGCATAGAGAGTTCCTATTGATCAGTCTGACCCATGGTATTTTAGAATTGCGATCCCTACTGTTTCATTATTCCTTTTT 
CTCCCCCATGTTGAAAAAAATAAATGTCCCTGAGATGCAAGATCAGGGACACTGGAGCACTGACATTTAGTTCAGTGCAGGAACTGAAGGCAGA 

" TGTAATTCTTAAGAAGNNNttNNNN^^ 
AAGAGTTATTTGGATGTATTTTAGC ATG CACTGAGCGGAAAGTACGACATTTCTT CATTGGGTAAGT C CTGATTCTTTATG ATCCTCACTTGGT 
TCCAGGGCCCCATGCATCTAAGGGTGTGTCAGAGCATCCTGCAGTGCTCCAGCATGATCGCAGGGAAAAGCTATAGGAGGAAAAGAGTCAATAA 
AGTTTAGTTTCTCAACCTCCCACCTCCACCCCATAATAATGACAGCTGGTTAATCATGAGACGCGTGCACACCCCACACGCCCTGTACATGTTT 
ACTCATTGGGATAGCATGTCAGGCCAGAAGGCTCCATGGTCATTTCTATGAAGGTACTTTAGCAGGTCTTCAAGAAGGCAAGTGGCCTGGGTCC 
CTGCCTCCCCCAAATTGCAAGCTCCCTGCTTTATGTAGGAGACCTATGTGTATATTACAGTTCTGTGTAAGATTATTTTGTTATTCTTACCCCC 
ACACCCACCCCCCAACCCCCCGCTGCCACCAAAAAAAAAAAAAAAAAATTCCTCTGACAACCTTCATAAAGTACCTGGGAGTTTGAACACCATT 
GCTCTAGGAAGTCATCTTATACAAAAATAAGAGTTGTGAGGTGGTTCATATACCTTCCTGCGTTCTCCTATTTGGAGTTTTTCCCCATTTATGA 
AAGAGGTGAAAACGCTAAGATATTTAGCAATTATTACTTTAAACATTTTCTATTTATAGGCCGGGCGCAGTGGCTCATGCCTGTAATCCCAGCG 
GTTGGGAGGCCAAGGCAGGCAGATCACGAGGTCAGGAGATCGAGACCATCTTGGCTAACACGGTGAAACCCTGTCTCTACTAAAAAAATACAAA 
AATTTAGTTGGGCATGGTGGGGGATACCTGTGGTGCCAGCTACTCGGGAGGCTGAGACAGGAGAATGGCTTGAACCTGGGAGGCCGAGCTTGCA 
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GTGAGCCAAGATCGCGCCACTGCACTCCAGCCTGGGTGACAGAGCAAGACTCTGTCTCGAAAAAAAAAAAAAAT 

TAGTAGTGACTTAATGCACATTGCCAAGGCTTTAGCATAACATGAACACTTTCACTCAATGTCTCTGTGGCCTTTTGTTTTTCCTTGGGAAATT 
CTTATAATCCTGCTCCGTCTTTAACTATTCATTTTGTATTGGCTATCCAAATATACCCAATAATGCTCTTTCTGAAAATATGCCAATTGTGGTA 
ATTACAGGTAAGCTGGAATATTAAATTGTGATGTCTGTTTTCCAGAGAATGAAGTAGTATTCCCCAGAGCATAGGCTTGGTGCCTGTGCAGGTT 
CTATTTTAAATATTCCAGGAAGGGTTGTTTTATATACTGAGGATGATTTTACTGGTCTTGCCAGTCGTCTGAAATGCTGGTATTACTCTTGTGG 
AAGGTTTATTCAAACAAACAAGGACATTTCACACAATACCTAGTCATGTTTTTCAGACATTTTAATGTTTGGTTCATCATTTGCACACACTCTC 
AAAAATCTAGGTTTGTCTATGTGTTCATATCATTTTGCCTGTTGCCAGCTCAGTCAGCAGGCACACTCTCCCAGGCTGTTGCTGTTTTGTTAGA 
CTTCTTCAGGACCTTCATCTAAAATGGTCTTCCACACGTAGCTATACTGCATAAGTTCACATCATCTGTTTCTTGCATGTGGGTTGTGTCTCAA 
CTC AAGTTTAAGTTAG ATTTGG AAGGGCGGAAACTATAGGAGTTGCAGCTTCAGTGGAGAAAAGAGC ATTT CCTACTAGTTATGG CTTC CC AAG 
GAAGGTTAGATTCCTCAGAGTAGGAGTGATTCCCCAATGCTAGAACCTTTGGTCAAATATAATTCTAATCCAGTCAAAATAAATACAGGTATTC 
TGTAAAACCCGATTTCATTTTGTAAATCGTACTTTGTATAGTATAAGCAATTTTTGTATTTGTGTGGATTATATTTTATTTTCCTATTTCAAAG 
AGAAGAATTTGTATTAGCAGACTCCCTTTGCATGCGGAGAGGGGATCATTTTCCCAGTAGGCATGGGGTTCCCTTCCATTCCTTGTCCAGTCTT 
CTTTTCCCCACTAAGTTAAGTCAAACTAAGCAGCTGGTAAGATATTCCGTGGTTCTTGCAAAGAAAGTGAGCAGATGGCAGAATGTATAGCTCT 
AAGCAGAATACCTGGTGTGGTATCCTCAAACACAAATTGACAGGAGGGTGTGGTGTGGCAAGCTCATTGTGGGGGTAAATTGGAATAAGCTTAC 
AGGGGGAAGAGTTGACAAAAGATAGGAAGAACCTTAAAAATATAGATGCCTTTTATGCAGTGATAAAATGTCTAGATATTTATACTGTGGTGAT 
TATTAGGAATATGTGCAAAGATTGGCTATTAGGATGTTCATTACAGTGTTGTTTAATAATTATAAAAGGACAGAAAGCAATGTGGACTCAAAAA 
TAGGAAAAGAATTTAAATAAATCCTAGTGTACCCGTTATACATGAAATTATGGAAATATGACCCTGAGCATGGAAATATGTACATGAGAATGTC 
TAAAAGCTAGTTCATTTTGAAAAACAAAATAATGTCACCTCATATTATTTATAGTATATAAAGATGATTTTAAGAGTGGCAGTGTCTGGGATTA 
TAGGTGATTGTATTTCTTCCCTTTTGCACATCTATGTTCTCTCATTTGTATTGTGTGGGGAGAAGTGACTTTTTTTATAAAAAGAAAAAGGTAT 
ATGCATCCCAGCAGAGAAGCACTGGCTCCACCCAGTACCTGCCTGCTCATGCCACCGTGTCAAGCCAAAAGCCGGGGGAAGCCCAGGCACCTTG 
ACCATGACCGCCCGAGACTCACACTTCTTCTTTCTCATCAGGGAAGGAAAGCCCCCCTGTAAGCGATACTCCAGATGAGGGCGATGAGCCCATG 
CCGATCCCCGAGGACCTCTCCACCACCTCGGGAGGACAGCAAAGCTCCAAGAGTGACAGAGTCGTGGGTAAGTGGGTCACCAGCGGCCTGTGTG 
CCTGTGAAACCTTTATCTCTTTGTATTTTTCCAAGACAGTGATGAAGGGATGCAAGTCATTTTATCCATTGTGTTCCCTCAACTGGCATATTAA 
AGAAATATGGCACAAAGATCAGCAGGATGGGGGTCCTCTGGTGTGTGGGAGGATGGACACTCACAGGCCAGCATGGGCGTGAGAGCCACACACC 
CCGCAAAATGTCCAAGTTGAGGAGCAATCCTGCCGAGGGACGCGTCTCTGTCACTGTCCTCTGTCCTCACTGCACTTGCAGGAATATCAAATGT 
TATGGATTGTAGATCGTGAAAATTACACACTTACGTGTTTTGGCAACAGTGCTTTTCAGTGTTTGGGGTTAGAACAAGCCACATCTGGCCATTT 
TATGTTATCCCTCTAATGTCTAGTTCTTAAATTTCAGATTTAAGTGAAAATAGAAAGTTTCATAAATGGTAATTTTTAAATGTTAGAAAAAAAT 
CAAAGCACACATTTACATACCTTTTCCATAAAAAAGTGTGTGTGAAACCATCTGCAACTCCACTGGTTAACTTACACATGCGACAGTTTGTGTT 
TGGAAAACTTCACCCACCCTCTTTATTTCAAGAAACCAAAGACGGAGAGAAGTTCAGTGAATTAAGCAAGGTGAAATGACAGAGTCAGAATTGA 
ACTGAATTTCTGACTGAAAAACTAGTTCTCGCTCCATTATACCATGTTCTAATGAGCTAATGAGTGAACAGTTCCCTGGAATACCTGTTTTCTT 
CTTTAAAAAGAGAAAGAGCTGTGATACTGAGAGCTACCTATTGGCATAAAAGAATATGAAGGACATACAGGTAAAATGAGGTAGAGTGGATCAA 
TGTGGGTCAGCTACATAAGCCCCCATAGCCAAGGAGGGAACATGTATGTAAAATTGTCAGGCTTATGAGAATCACAACTGTATGTCTATAGGAC 
ATCCTAATGCAATAATGGGAAAATGTGATAACTGAATTTTATCTACATGTATAGAAAACATATTTTGGGCGGGGCATGGTGGCTCAAGCTTGTA. 
ATCCCAGCACTTTGGGAGGCCGAGGCTGGCGGATCACAAGGTCAGGAAATCGAGACCATCCTGGCTAACACGGTGAAACCCTGTCTCTACTAAA 
AATACAAAAAATTAGCCGGGCGTAGTGGTGGGCGCCTGTAGTCCCAGCTACTCGGGAGGCTGAGGCAGGAGAATGGCGTGAACCCGGCAGGGGG 
AGCTTGCAGTGAGCCGAGATTGCGCCACTGCACTCCAGCCTGGATGACAGAGCCAGACTCCATCTCAAAAAAAAAAAAAAAAAGAAAAAGTAAA 

GGGAGAAACAGATAAAGATGGTGGCTAAAGCCATTTGGTGTAGATGAATCCAGAAAACAAGTACATTTATGAATTATTTTACCCTATTGGAAAA 
TGGCTACTATATGTGGAAAGTAGAGGGGAAGAGAAATGAACTTGTGAATTATCTACTCTATTCTACCAAAGAAAGATACATATATCATTTCAGG 
GTTTTGCAAAGTTGGGATGGAAAGGATCATGTTTCATTTTAATTTATGTATTTATTTTTGAGATTGTCTTCTATGTATTGCAAGTGATAGTGGT 
TTTACCATGCACTGTACCACTACGAGGGTTCCTTTCAAAACACATTNN^ 

CTGCTTAACACAGGAGCAAACAGATGCTCACAGCCTGCCCAAGAACACAGAGGCTCAGGGACTGAACCAGAAGAAATGATCCATTAACCATGTA 
AATGAACAGAGAGCCTGGATGTCAGAGTGAGGAGGCCAGCTCGGGTCGCTGTGGAGAAAGAGATGGGCTCTCCCTGGAATCCCTGCAGCTGCCC 
TTAGAGGCTGTGAGCCATCGTGGCTAGGGCATCTTTAGAGAACTGAAAGTCAGGCCGATTCCTGGAGAGTGAAGAATAGCACACGTGCCTTCAA 
AACAGTGTCAGTATCCTGTCCCTTACGGACGTCATATTGTTGGTGGGTTTTCCTGGGTGGGAGATCACCCAGTATCTGGTTGGCATTACTGATG 
GGTTCCCAGAGCTGTCTTTTGGTTCAAAGTCCTGCCCTCGGTCCCAGCTGCCCCCAGCACAGGTGTCACCTTGGAGTCAGGGGCGGGTTTGTCA 
TAGCCCATGGGTCCTGGCCCTGCCCTTTATCATGTTTGACATGATTTTCAGTCTACTTTTCCTTCAGGATGTAATTTAGAAAATATGATTTCAG 
AATTGTGAAATTTAAAAACCCTAGAAAACCTCTTTGCTTTGCTTGTAAATAGCAGTTGATGCAGCCCTGTGGACAGGCGGGAACAGCCATGTGA 
CGTGGGCACTGAGATGATTTGGGAGATTGAATGCTCCTCAGTGGGGCTAGAGGCCACAGGAGTGATAGGTTACTGTAAAGAAAGCAAAAAAGAT 
GCAAAAGCCTAGATGACAAACCAGGCACGACACAAAGGAGAGGCTTGAGAAGAGGAAGTGAAGGAGGGAGAGGATTCCACAAGACCGAAGTGCC 
CAAGGAGACATGGAGGGAAGAGAGGGCTCTTCACAGAGCTGAGTTTAGAGACCACCCTGCATGGTTCTGGAAGGAAACCAGCCAGCTTTCATAT 
GTGGTGACAGGCTGTTCATTAATTTGTAGTGTACAGCATTAAATAAATGAAGTATGTAGAGAACATTAGGAAACAATATAAAAAGGTAGGGGAA 
TTCGTGGATAAAGGGAATAACCTGGGTACCATATTTCATCACATTATTCCATGGGAATAAGTCATCAGTGCAAAGGACTGTAAGGAGTGCACAG 
CAGGAAATGAAAAGACAGAAGCAGTGGGGCCGAGAGGAGGAAATGGAGTTGCTGAAATGCAGGGTGAGCAGCAGGGGCGGAGAGTGCCCTGTGG 
GTAAGGCACACCTCAGAAGGGACAGGTCCAGGCCCTCTCCTCCCTGGCCTGGAGCTTGTGGCAAGGCTTTTCTTCTCTGAGCCTCACTTTCCTC 
TTTTGAAGGTGGCAATAGTAACTGAACCTGCATCACAGAATGGCCTTGAGGGTTAGATGGAACATATATAGACATAATTTGTTGAAGACAGAGT 
AGCAAAGACACAAAGTAAAAAGGACAGAAAAAAGAAATGCAACTTGTGCAAAATAGAACTTTCAAAGATTTACAAGAAGGGTAAATGAAGCTAT 
CGTAGCTTCACTTGGGAAAAGGGAGAGAACAGATGACCAGCACCAAGGATAGAAGAGGGATTTCTTACTTiTAAAAAAAATGGTCCCAAAGAATA 
AACAAACTGAAAACAGCCAAAAGAGAAAGGAAGAATTTGTTAGAATAGGGCAAGACTAAAGGACAGAGTAAGGGTGCTGGCCGCCACCTGACTC 
AAGTTCAAGTCGAGCTGCCACTGTTGAAATTTCAAGGAGAAATGGTGAGAAGCTAAAAGATGCAAAAAAAAAAAAAAAGTGGGAAATTATTTGC 
TAATAATAGATTGCAAGAGTGTCTGCTTTAGAAAGTGACAAGGAACACTTTTGGAAAGGTGTGAGCTGTTATGACCACTGGCATCCTTCAGTTT 
TAGACAAATCTAATCTCAACAAGGATAACAGACCATATTAATAAACAAATTGATGGGAATGGTGGAAATCAGTTCCCTATGAGGAGGGTGCAAA 
GTTATACTGATTGGTGAGTCAGTCCGAGAATAAAGAAATAATGGTTTCACACCTCATTGCTTCATTCAGTGTGGAAGGAACATTCTAGGTTTGT 
GTGTAAGTTTGGGGAGAAGGAGACAGAGCCAGAGGGCAGAGCAGCCCTGCAGCCCTCAGTTGGCCTCCATTTTCTTGCCGGTCTGAAGAAAATG 
AAACAAAGGATTTAAAGTGTTGCTTGAAGAATTTAAGTTAGACTTAAAGGAGAGATGTGGTCTTTACTCTCCTTTTGGCAAGGAGAGTTTAGTC 
ATCAGAATGGTCTATTTAGTGAGACTGTAGCTTGTTCTTCTGAAGTGGTCTTTTTAAAAACTAGAGAACTCTCACCTCTCTGAAGTGGTTGTGT 
ATGAAACTGTTTAAAGCCGAGGATGCACTCAGTGACCTCTTCAGGCAACCCCAGATTTACTCAGTCAGCCATGGCACACATGCTAGAGAAGTAA 
AAAAATGAATTGAGACTTGTTCTGAAAACTCTTGAGCAGGGGCTCTTAAAAGTTTTTTGTTTAGGAATTATGTCAGGGTTGGGGTCTGGAGAGC 
AGATAAGTGTTTTGTGTGAGAAAAGTAAAAACTTAGTTATTTTCTTCCCGTATTCAGTAATCCTTGCATTTTTTTCCTCCTCCTTTATACATAC 
ATTTTTGCCAGTTACTGACTTCTCTCTTGTACACATTTCCGTGTCCTAAATTAACCAAGAGTCCTCAGCCACTAGGATTCTATTGACAAGCCCA 
CAGGTCTGGAGGTGTGAGTAAGGGCATTCCTCCCCCATGAAATCAGGCAGCAGGGGAGGCGTTTGGGTGGGTGGAACAGAGGAGCAAAAGACCA 
GAGGACAGAGAAGAAAGATTGCAGGCTAGAAAACGGGATGGCCACCCCTGAGAAAGAGGACAAGCAAATTTAGGGCTTAGAGTAGAATTGAAGA 
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AAAAACCCAGGGCAGAGGCACAGGAATGCTGTAGGACTGAACTGGGACCATGATTGATGTAAGTGGAGATGGGTTGGTTGAATCCGTGGAAGGC 
CAAAGGATTGAGGCCCATATGGGCCTGGGACAGGGCTTACTAAATGACTTGCTACCTGGCTTGATAATCGGGACAACCTCAGGCAGTAGTTATT 
CAGGCGGGAGGACACATGAGTTTGAATATAGGGAGATAAGGTATATTTCTATATGGCCTGGTACATTCCAGAATGTGCTTCTCTGGCTCTGTGC 
ACTGGAGCAGCGAACTCCTGAAGTTGGGAGGGGATCGCCATGGTTTCATGAGTGGTTTATTTCAGCTTGCATCTCACAGTGTGGTGTTCAGAGG 
CATAGGCTCTAGGCTCCCCTGGCAGCAGTGAGAGATAGAAACTGAATCAGCACAACTTAGGTCCTTCATGTTGAATAGTTTGAACAGAATTTGA 
TTTACC CTAG CCTAATTG AAAAAAAAAAAAGT AGAAAAGAAATC CTAGGTATTTTC GCTCTGG ACT C C AGAAC AAATGATTGAGTGTGTAAAAG 
CATAAATTCTTTTTATTCATTCAATTGAAGTAAAAATTTCTTTACTCAGCCATGAGTTCTAAGACTGCAGTGGGAATTGTAAGAGGATTACCAT 
ATTTTAAATTGGCTATTCTGGTGCCAAATCTCCCCTTCATTTTACAGTTTCAGGCAGAAGACCAGCACGGTAGTCGGGGGAGGGGGGTGGGTAG 
ACAAATGGTGGTAACAGTCCTCTACACTCTGGGAGGGAAGGAGCGGTGCTGGGGACAGCTTTCACCATGGAAAGAAAGCAGCCGCTCTGGAGAT 
TGGGCAGCAGGCTTTTGAGCACGGATGCGGAGCCTGCTTATCTAATCAGCAGCTAGAGGAAGTTGTTTTTATCTGCGAAATGCATCTCTTCTGA 
AC CG ATAAAC C CCATTTTAGCTGGGGAGAAATATTATCTAGCAGCATCTGAGCATTAGCTGC AGCTGAACTC AAGCATGTTC AAATGTG AGAG A 
AGTCTCAAGCCGAGAACTGTTTGCCGAACTTCAAGTGGCTGGAGTACTGGTTTTCAAGTTTTCTTTTCTTTCTTCTTTGAGGAATAACTGAAAG 
CATATTATTTGGATTCTTGTTCACCTTGCTT^ 

NNNNNNNNNNl^^ 

NNNNNNNNNNNNNNNNNI^ 

NNNNNNNNNNNNNNNNNNN^ 

NNNNNNNNNNNNNNN^^ 

NNNNNNNNNNNNNNNNNNN^ 

NNNNNNNNl^ 

NNNNNNNNNNNNNNN^ 

NNNl^nSTNNNNNNNNN^ 

NNNNNNNNNNNNNNI^^ 

NNNNNNNNNNNNNNl^^ 

TTTTCTGTTGCCGGGTTTTTGGTCCCAGTTTTATTTTCTGCCTTGTTCCATCTGTGTTGAAAGAATAGTTAGCTCTGTGTATAAAACAACCAAC 
TGACATTTCGTTAACTTTCCTTCTACATGGGGTTTCAGAAAGAAATGGGGAAAAAAAGGCTGGGGGGTTGAGCTGTGGTTGCCAGTTGCCACCT 
GTCCCCCTATCTGGTTAGGGCATTTTCTGATTTGGGAAGTGTAAATATAACCCAGAAAAAACAGCTTCCCCTCCTTTTATGCAAAAGTAGAAAG 
GCTTAAACAGAGTACAGCCTTAACATTGCCCCGGAAAGTTTCCACAGAACCCGTTAGACTAAATGAAAGCTCTTGCTCTGGGGGAGTGGGCCAT 
GCCAGGAAGCTGCCCTACCAAGCCCTCTCTTGCTGGCAAGGCAGGGCTGGGCCTGGGCTACTGTCTCCCACCAGATAAGCCCAGCTTTCTTCAA 
GGCCCTAACAGGAACCTACATTTCACAAATTACCGCAGACATGCTCACAATTTTAAACTCTTTGCCTGTTAGGATCAGTGAGATAACAGAAACT 
TATAGGGAACTCAGAAAGCATGCTCCGGTGAGCAGTGAGCCACCTAGAATCAGCCAACTGGTAATATGCGGAAAATCTGCCAGGTTGTTGGTAA 
ACTTTTGGTAGCTTGAAGTCTACCGTGGTTGGGAGTATTTACACCACAGAAATCGGTGAACGCTGCAAATCAAGGCTTTTTCTTTTTGAGAGCT 
GGTTTATCTGTGCACCACTAGCTTAAATACACTTTTAATGTCCTGACAGCTGAAATTTGACAGTGAAATTTGAAAGGAGGAATTCTTTTGGGTA 
GGGTTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTTGTGGAGGAGGAGCTGGGAAAGGGTGAATCTATTGGGGAGGAC 
TGTGGGGTACATATAATTTGTCCAACAGAAGAGTTGGTTCCAAATGACTCTTTGCTGTTG7\AGTCAC!AAACTGGAAATGTTGGAGCAACTAGAC 
T CTCCAT ATTCTAAAC AAAACAG ATCTTTAGCATTTAGTTTGGTTG CTGGGGG AGTATG ATTAGAAAAGGATTTGGCCAGG CATGGTGGCTTAC 
G C CGTAATCCC AGCACTTTGGGAGGCCG AGGCAGGCAG ATCATGAGGTCAGGAGTTTGAGACCAGCCTGGCCAATATGGTGAAAC CCCATCTCT 
ACT AAAATATG AAAAAAAAAATTAGCTGGGTGTGGTGGCGTGTG CCTGTAGTC CC AGCT ACTGGG AAGGCTGAGGCAGAAGAATCG CTTGAATT 
CGGGAGGCGGGGGTTGCAGTGAGCCAAGATTGTGGCACTGTACTCCAGCCTGGGTGATAACTCCTTCTCAAAAAAAAAAAAAGAAAGAAAGAAA 
GAAAAGGATTCTGTGTCTTATTTATGAGCTATTATGCTATTGCTGTTATTTGGGGCTGAATGATTTTTATTTGGGGCTGAATTATTTTTAAATG 
TAAAGCAAGATGTCTAAATTACATTAATATGTTACTAAATTACTATGATTTTTCCAGAAAAATATTAGCCCATGCAATATTCTTTAATTCCTGT 

CAGTTCTCCCTGTGCCTGCAGGGGTGGCTTCTTGAGGATACTTTCGCAGTAAGGGCTTAGCAATATGCGCATGTCTAAGGAGTCTATCAGAAAA 
CTACCTCCACTGTGGAAGGGCTGGGGATTGTATTTTTGTGCTTTGAAGCACCTGACACTTGCTGTAACTCCATTAACTGAAGAGCCGTTTGGTG 
CCCTAATTTCAGGAGTGAGTTCAGCTGCAGGGATCTCAGAGAGACAGGTCTAGGGTGTGTCTCCGCAAGGCCTGCTGCCAGGAGAGTACTTCCC 
CCACAGGGGATGTGGCTGCAGGCTGTCGATTTCCACTGAAATCACCAGGAGATGATTCTGGTGAAGCCCTGAACATCCGGTGTCACTCCTCACC 
AGGCTGGGTGTGATCGATGGAAGGCCTTCAGCATGGCCCCCTGCTGCATGGCAGAGCCCAGTGGCAGATGTGGCTGTTCTCTTTTTCAGAGTGA 
AGGACTGTTACCCTAGAAGTGAAATCCTGCTGAAATGAGAAAAGTGCTGTTATTATATTTCTACAGGCAGCTATATGATCATTTTTATTATGAT 
TCTTGGAACCTGGCAGAATTTTGACTGCTTTTGCAATATCTCTGTGCTCTCCAGTTGAACTTGGTGGCAATAAAATTAAGAATCTGCCAGTGCC 
CCC C AAG CATTTCTACTCTGTCCATAATGTTTAGTGACAATTAACTATTACCAGGTGTAGC C ACCCTTACTTAATCTTAGTGTTATGGTGC AAG 
TAATCCTTAGTGAAATTATTGTTCTGTAGAGAATGCTGTGATCTAAGTGAAGTGACTTTCATCCTGAGATGACAATGGAGTTGTTTTTGTCACT 
GTAAAGGCTG CATTTACT CG CAGTTTTAAAGCATTATTGCTACTTATATATGGTCT CAAC ACTG ATTTTTATATTTGACTTTGTAGCTTTAAGT 
GTAAAAATTTCTGTTAAGGTTTTATATGTGTTAGTTAATTTTTCCCATTTCAATAACCATGTTTTATTATTGATGGAGTCTCCTAAAAATATAC 
CCTTAAAATCTGCTTGCCCTGTGCCTGCACACATATTTTAAATGTTGGGTATGGAGTCTTTTTTTTTTTTTTTTTTAGACAGAGTTTCACTCTG 
CAGCCCAGGCTGGAGTGCAGTGGTGTGATCTTGGCTCACTGCAGCCTCCACCTCTTGGGTTCAAGTGATTCTCCTGTCCCAGCCTCCCAAGCAG 
CTGGGATTACACGCCCGCCACCATGCCCAGCTGATTTTTTGCATTTTTAATAGAGATGGGGTTTCACCACGTTGACCAGGCTGGTCTCGAACTC 
CTGACTTCAGGTAATCCACCTGCCTCAGCCTCCCAAAGTGCTGGGATTACAGATGTGAGGCACCGTATCCAGGCTGTATGGAGTCTTTCTAATC 
AGG AC ATAGGCAGACAGT CCTAGC CC AG CTTTATG C CTTATG AG ACG C AAC AACGTTG AAC AGTCATTGTTTG AGGG AC AG AGGTTTTAC AG AT 
GGATGATAACTAGCATCTGTGGAACATTATTTGTGAAATATAGAAATCAGAAATTCCAGCGTAGCACTGTCCAAGGGGAACATAATTTGACCTG 
CATATTTGCTGGTCCATTTTTAGTAGTCACATTAAAAAAGAAAAATGACACAGGTGAAATTAATTTGAATATATTTTCTTAATTCAGTATGCTT 
AAATATTATTTAAGTATGTACTCAATATAAGCAATTGTTAATGAAATATTTTACTCTTTTTGAACTATGTGTTTGAAACCCCGGATGTATTTTT 
TTTTTATCTTCACCACACATTTCAATTTGGGTTGGTCACATTTCAAGTGCTCAGGAGTCACATGCAGCTAGGGGTTACCTATTGGACAGGCAGG 
CAGATCTTGAGAGCTCCAAAGAACTGTGTGTCATTATATTGTGGAAAAAAAAAAAACTTTTTAGATTAACCCTTGTTGAATGTTAGCCAAAGAC 
TAGTCATTTATCAACTCTCTAAAAGTAGTTTTTAAATCAATTTGCTTTTCAAAACATTTTCTCAGTGTTGTCACAAATGTATGTGAACATCTGC 
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TTTTTAAGTCTTTCATTTTTTGCCCACATTTGATGTAAAGAAAATCTAGGTCCAGTCO^ATTTTAACATCAATTGGGTTTATTTTATGTAGCTG 
TGTTTTAAGTACAGGTCTTGTACTTGTAGGCATTTTGGTTAAGTACAAAGTAACGAGAATACAACAACATGTGAACATGTCAAACAAATCAGTT 
TTTCAAAGCTAAGTAGCTGAATTAAATGTAGAAAAACATGACATTTAATTTTTGTCTTCATCCCTTCATTGTATTCCCATGTACTCTATGGTAA 
CTTTTTTAAGTTGGGAAGTCCTCTTTAAATTTTTGAAATG AGGTAGCTG CTTTATAGACATGAGGCAGGTT C CC AG AGAGCG CC CTTG AGGACA 
GGCTGTAAGTAAACTAAGCTGCAAAGACAGACACCATCACAACTATGGAATTGTTTTGCAAAAATTGTGGAGAGTGATGCCCCTTGATACTTCC 
TAAAAGATGCTTTTGCAACCTGATAAAGCAACCGAGGAGAGGTGGTGAAGGAAAGGCTTTTTTTTTTTTTTTTCAAAGAGAGAAAGAGAAGCAG 
CAAGCTGCCTGCCTGCAGCCTGAGAAAGCAGTTCCACCTTGGCACCCATGTCCTCATAGCCCAAGCGGGGGCACCCTGGCATGTGAATCTGCTC 
CGCAGTGTGCAGCCCAAACCCCAGCCTTCCTGTGAAAGGGACACCTCCTGCTGCTAACCGCTGCTCTTCCTGCAGTTCAGGAGACAGCGTGTGC 
TCCTGTGGCGGCTGCATTTCCTGAGTACACCATGATCCAAAAAGGCACAGATTCGTCATGGAAGCTTTGATTGGGCCGTTACTGTCTTTTGACC 
TTTCTTGTTTGCTTGCCCTTTTGTTTCTTTCCTCCTTTTTCCTTCCTTCCTGTCTTTCTTCTTCCTTCCTTCCTTTCTTCCTTTTTCTTTTTAA 
TTTTCCTCCTTTCTCTTTCTCCTTTCTTTCCTTCCTTCTTTCCTCTTTTT^ 

NNNNNNWNNNNNNNN^ 

NNNNNNlsTCTNNNNNN^ 

NNNNNNNNNNNNNN^ 
NNNNNNNNNNNNN^^ 

NNNNNNNNNl^JNNNNNN^ 
NNNNNNNNNNN^ 
NNNNNNNNNNNNNNNNNNN^^ 
NNNNNNNNNNNNl^ 

MNNNNNNNNNNNNNNNNNNl^ 

ATTGAGCCGTCTTTGGAGAATCAGCTAATGAGACAGATGCATGTTAAATGTCTGTTGTGGCCCAGGCACTCTGCTAGGCAGAGGGGTGAACCAG 
AAG AATGAGATT C ATGGGGC C AAAG AATTTGCCTTCTGGTGTAAG AAAAGATGGAGGC AG CTTGGCAGAAAGAAAAAAAAGGTAAAAGATAGAA 
ATGAAATACAGAATAATCTATCTCCTCATCCCACAAGCAATTCTGCCTGGTTTGTGGCTCACGCCTGTAATCCCAGCACTTTGGGAGGCCGAGG 
CAGGAGGATCACTTGAGGTCAGGAGTTCGAGACTAGCCTGGACCACAAGGTGAAACCTCATCTCTACTAAAAATGCAAAAAAATTTAGGGCCGG 
GTGCAGTGGCAGTTCTGCCTGGTTTGAACATCTGGTTCAGTTAAAATACTTCATGAAAATATTTAGCTTGATGCACTGAAATCCATCACTGCTT 
TTGTGGGATGCACTGACTGCAGTCTGACTGTTCTCCTAGTGGAAAGGGGAGCAATAGCTTCTGTCTGCATGTGCATGAAACAGATGGAAATTTA 
GAAGAGATTCTAGTGCAGACAACTTCATCCCACCCCCGCTGCCCACAGAGCTAGCCATGTGCACGGTGTGTTTGAACAATGTTATGTTGCTGCT 
GTGC AC AGAGAT CC CCAGT CTC ATAAAAC ATACTGGATGGAAGGCTGTCG AGAGATC AT CAGGC C CCAGTGC ATAAGTT CTTCCTAAGC ATCCT 
TAACAGGTGATCACCTCGCCTATTGAGAACCCTCAGGAGGCAGCCCACTTACGGAAGCACTGATTGTTACAAAAGCCCTGAACTAAATCTGCTT 
GTCTCTAAAGCCAGCCCTGCAGATGTCTGCAGTGTAACTACTTTCTCTTCTCTCAAGCAGTTCAGCCCTTCAAATCATTGACAACAGCTCTACA 

CTTGCTGGTCTCACTCTTCCCTGGCATTCTTCAATGTGCCCAAGTCCTTCCTAGAACATTGCACCCAAAGGGCCTTCCTGGTCTTTCCAGGGAA 
TGCAGAATGAAAAAGAAATCCCATCCCCTGCCTCGAAAGGAGCTCTTCTGTGTGTAAGTGTACCTTCCCCCTCAGGGCATAATGGGAAACAGTT 
TGCCAAAGCTAACTGTGTAATTTCACATGACTCACTGCCGTTAGTCTGAGAAAGCATGGCATATTAAACTCATTTTCCATGCTTCCCAACTTTA 
TTTACTATTCCATTTCTGAGGGGCAGAGAGCTGAGCAGGAATAACACCTTCCTTGCTCCTCCTAATGGGGCACATGTGCACATATAAAATTGTG 
TTCGATCTTTGCAGCCACGACCCATGTTAACTGTCAACTGAGAACTC^TGAGTCAGTTTCTCAGGAACAGCCCTGAAGACATTATCTCCTGCAT 
CTTGTATTTGTGCCTTTGATATTTGGAGGGAAGGGTAGGATCTGGCAATTATCGTTATCTCATTTGGTTCAGTGTATTTCATTTCAGCCTGTTA 
AGATCTTTTGGAAATACTGTATGTGCTAGTTACAGGGACAGTGATAAATAAGACAGCATTCCTGTCCTTGAGATGCTATTTCCACAGCTCCATG 
AGATGCCTAGTTAAAAACAGAGCCTTTTTTGGAAACAGCCTACTAATCTGTTAAAATAATAATGGAAAAAGATAAAGTTAGCATACCTGAGCTG 
CAAGGGCTGCCTCCTGGTCTGATCTCTGATAAGGATCAGATCCTAGAGCCTCTGAGATCCCTGTCCTCCCTGTCTGCACAAGCACTCGCAGAAG 
GAGAAACAGTTTACGGTGGTTCATCATGACTTTGAACC^GCTTAAAGTCAAAGTCATACTCTTTAAACCATTGGAAACCAAGTTTTTGCGAGT 
TGCCTAAAGTGGGCAAAAATCCCACAATGCACCTGAGCACAAGCAGGAAAACATGCCATTGTCTCCCCAGGAGCCCTCCTTGACTTCTACTTTA 
CTTTATCCATTGACACTAGTCTTATAAGTAGCTTTGTCTGTCCAATTTTTAATTGAATTTCGTTTTTATTTTCGTGAGTGGAAATATCACTTTG 
AAAGAAATCAGTCCTCTCCTGAAATCCAGAATTCCTGGAGCTCAGTTTACATGTTTGACGCGTGTCACATGATTCCACAAGTCACTCAAGGGCA 
GGAGGATTACCATCGATACGGAAAGATTTCTTAGAAAGCTTAAGTGAAAGGGAAACCAGGGAGAAAGTGTGCTTCGTGAGAATAGGTATGCGGA 
CGGCTCTTTGTGACGCTCTGTGCAACCCTCGTGTTTGCATTGAACCAAGCTGTGCTGCAGATGGACACCCATCCCATTTCCCCGACTCATACCA 
GGGAGGCCCACTTTGCAAGGTACACAGAGGGGACCACAGAGCAGGGGGCCATGCAGGGGACCAAGGGACATTTTAGTGTAACCAAAGTGTGAAG 
TATG C CCTTTATTT CAAAAG AATAAAG AAAAT C ACAGGTTTTCCCGCTGATATG CC AGGG ACATTTC C AAGAGAATT CCTTTTTTGAG AG AAAT 
CT C CTTTGATATCC C ATCAGTC AG CC ATACTGC ATAATTGTTAG ATAGTG AAAG AAATTC ATTTTTTAAGTTTGTCAG AAAAATAAATTCTTTG 
AAGTCTTAAATTGTTG CCT C CGGACATG ACAT ATCTGGCT CTT CC AGAAT CC ATGTTAGT C CT AGCTGAGG AAG AAGGAGAAGG AGAGGGGCGT 
TTGTTGATTATTGATTTTGTAAGATGCCCCACACGTTGGCTATTAGCAGAATTCTCACTTCTAAAAGGAAAATGAGTGTGAGCTATGTTCAATG 
AGAAACAGTTATTTTTGGG ACATTCTTTG AGGTAAAACAC CT C CTTAAG ATGCTG CTTCCTTATTGCT ATGGG ACCAAGATTAG AGCAAGAAC A 
TAGTGGTTTTCAGACCCTGGACATCATCCACAGCCGCAGCAGAGGCCCTGCCCACTTGAACAATGAGACAGGCCACCATTTTGTTTCGAGAATG 
AG CAAAGTG AACCACCATG C CAGATATTGTTAAGTCAGCAACT CTTCTGAAGATGG AC AT AGT AAAAAATAAACAAAC AAGGC AGC ACTTGAGA 
TGGTC ATGG C AG AGCAATCT CAACAAG CG ATTTGTT ATTTTGC ACAGTGATGTACCC ACT CATTG AATAAAATGCACC AGAAC CATG C ACTACA 
GATGCTAAGGAGAGTTGTCCTTCAACAAAGGAGATAGGCCCCACTGGCCGTGGGGCAGTTTATGTTATTTGGTCCTTGTCATGGGCAGGCATGG 
CCCTTTCTATGCTTCACAGATGAGGAAGGTCCCTGGCACAGGTCCAGTCTCCAGCATGGCCTAGAGGTGGCAGGTGCTACTTAGCATCGCCAGC 
CTCCTGGTTGGTCATGGGGTCAGCCAGTTTATAACACGAACGGAGGTTAATGAACTGATCTTCCCATCGCACAACTGGTATGAACCCACATCTT 
CTGATTATAAATCTTTTGCTCTTTAACTCTTAGTCATTACCACTGTCTAGTGTAGGCCTGTGTGTTCATGGCCTTTGTTGCCACCAAAAGATCA 
ACTATTAGCTGAATAACATACTGAGACATGTTGGTGTTGTGTTCTAAATAGCACTAGTAAACTGTTAGGGAAATCTGACTATATAGCTACTATC 
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CAGTCTAGTTTTTCTTGCGAAGTGTTTGTTGAGTGTGTAATGAGGAGTAAGGAAGGTGAATAAGAAATGGCCTGAGTCTTTATAAAATAAGCAA 
GGAGAGAAAACAGTTTTGATGAGAAGCGCATGGAATTTTTAGAAGATAGGACGTGTATTATGTACCTATAAGAATGGGTAGGATTTTAGAAGAG 
ATGGATGGGGAAAAGGAACAGGGAGTGGGAACAAAACGTGGACCAAGGAAGAGCAGGTTTAGCCATGGAAGCCTCACCGCCGGCTTTGGTTTAT 
CGTGGGCCAAGGGGACAGACCCTGTGGGGAGGGCTGGCAGCAGGGAGGTCTTCCAGAAGTCTATCCTGCAGGCAGTAACAGCCACCCAGTCTAT 
AAGCTG AGTGGG CATGGGGGTGATGGGGAATGGGTGGGGAGTTATTGGGGTAACTTACCC CAAAATGATAG CTAG CTGGAAC CATTTATTCTAT 
TGCATTTTATCAATAAATCTTATAGGAAGTACCATCCTAGTGAAAACCGTGTCACATTGAGGGCATTCGTGCTTATGTTTTAAAACATGTTATT 
GGGTCTATGAAAAATAAGGCTGAAAGCTATGAGCACCCTCCATGCAAAGTTTCAGTCAAGACTTTGGAAACAAGACAGTGTGTTACTCACTTTA 
TAAATTCATTCAGAAAGCCGTAGGTTTGAAAATTCCAAACTTAGATGTAAGAAGCTCTGAGAAACACATGAAATCACCCCCACATCAGTAGAGA 
TGTCTCAGCAGACATGGGAAGAGGGGCAGCAGGGTGTAGGGAGGTGGGGCAGCCCCGGGGTGGGCCTTGCAGGCTGGGCTTGAATCCCATGGCC 
ACCACCGTCCGCTGGGAGGCCTGGAGCCGGCTGCCCACTCTCTGACCAGCACATGTTGATGCTGTATCCTTGAAGGGACCGTGGTCTGACATCC 
TGTGATGCAGACCTGAATCCAGCACCCACAGGGTCTGCACATTCCCTCTTTGAGGTGGAGCCCAGCTCCAGAGGCTGGTCCCTGACTCTGTTTC 
TCAAGAAGCCTGTACAGATGTTCCCCTCACCACTGTTTCCAGTCACCTTTGGCTTTCACGGTGCAGATGCTAAGTTTGATTTTCAGAGCCCATC 
TGGGAATTTAGTGAACTGAACAGGTAGCATTTCTGAACCCACCCATAACCCATGCCCTCCCCACTGATTTTGAAAGAGAGTTTGCTGCAGGTGA 
CTTTGCAGCTGGGTAGAGAATCTTGGGGCAGGATTCCGAGGCAGGCAGATGAGTGAGGATAAATTGGGTTCTGACGGCACGTTACACCAGTGGA 
CTCTAACGACGACCTCACCTCGTGCACAGATAATTCTGCCTTGTGCTTAACCGTTAGAAATGTGTCACTGAAGTGTGAAGATATTATGCTGTTA 
GATTTCCCATCATTTCTGTTCTTTCATTCCCTCTCATTTGCATTGGTTACTCATAAATGTAGATCTTTGGTATGATTTGTACAACTGCCGGGTG 
TCAATCTGTGAAAGAAATCGCAGAGCAAGCTGGGCTCTGGTAGCGCTTTATCCCTGCGTGCTGGCTTGCCCGGGTTGACTCAGAGGCAGTCTCA 
GATTCAGCTGCGCTGGGGCCAAGGACCCAGGGAGCCAAGTGTGCTTCTGTTTTCTGTATTTAGCAATTTAAGACCTGCGTTTAAATACTAGCTA 
TGCATTCTAGCAAAAGAGGTTTATATTTTAACACAGTAACTCTTAATTGTTTAATTCAGTTCGTGTGTTACCTCTCGGAATAAAATAGTGGAAG 
CCAATTAACTATAGACTTCATTAGTTTGGATTTAAGATCACCAAAACATTTACCACATGTCAATTGTTCATTACATGCTCTCTCTTTTTTAATG 
CAGTTTTTATAATATGGGGAGTGGGGGTGTGGATTTAACCATTATATTTTTATGATATTGGGAGTAGATTTAACCATTATGTAAACTGGATTTT 
TTAATTTTAAAAAGTCACTTATCTTGATGTAAAATCATGTGTTAGTAACCTTGATAAACTAAGTTTTGCATGATTACACCTTAAGGTTAAAACA 
TATTTCATTTCATCATTTCCCAGAAGGGGCACTGAATTCACCCATTTCCTGTTTTTCATGTCAGAATGTTCTGTGTTTCCTCCATATCTACTTT 
CCCGGCAGCAGG ACCGTGG AAGC AGT C AC AC CAAC CTCATTT ACC C CACCTG AG ATTTGTGTGCTTTGAAC ATAGTTGC AATC AAATC AAC AAT 
ATCTTTGCTCAGAAATGGATATGTGAAGTAAAATGTGCTGCCCTGTTCATGTATGAAATCATTCAGCTAGCTGGCCAGTGAGCCCTTCATTGCA 
ACAAAGATTTTTCTAGAGCCCCTGCACTATCTGGGGGTATGTCAGGCCTCACACTCCTGGTCACACGTTTGGAGGCTACCTTGGCCAGTATTAC 
CTTAATCCAGCATTTAGGGGAAGGAGCATTTCAAGACTAAATTTTCTAAACTGCTCAAGCCTACCTCATTTTATTTCTTGTGTATTTTAACACT 
TTTGGATGAGGAGTCTTCCTAGAACCTACTAACAATTCCCCCCCGCCCCCATGCCAAGATTCTTTAAAGACTTTCTTGAAAACGCTTCAGTCTT 
TTCTTCTTAGCTCAAAAGTACfATCCTAAATACTAGCTCTGGCATTACAGGGAGTTAATTTGTGGGCACACACAGTAAATTATAAAGCCCTTAA 
GC AG AG AAG ATTGTATTATC AGTTT ATTAGTTTTCTTATTC ATT CCTTC AGCACACATTT CTGTTGCCTC C AATG C AGCAG AGAAATTG ACTTC 
TACAGTTTCCACAACAGTCCAGATTTCAACTGTGTAGTGCTCTTTCAGCCAGAAAGTACACTTGTGTTTCCCTGGCCATAGGTCCTGAACCTCA 
CTTCTGAAAAGTCATTGTGCATAGAGAGCTAATAGCTGTACCCTAAATGATCCTGGCTTTGAATTCTCTTATCTGCTTGGATAGTATTATCTGT 
CTCTTCCTCTGCATTCTAATTTGCTACTTGTAATCTGCTGGGAATTACAATAAGAAAGAACCATTTAATCATTTTTACAACTGTGCCTAAAGAG 
AGTGTGTGTAAGTGCCGAGAGAGTGTATGAGGGAGTTGCCCATGAGTAAATGCATGAATTTTAGGTCAAGGGTTTTTTGCTTGTCTTTTGGTTG 
ATTACCTCAGAGATCAGTTTTACTTTCTTTCTCATTCTTGACCTATCATCACTAGCTGATATGGATGATGTGTACAACTCTGAGTAAGAATAAT 



CTATCACTTAAAGGAAGCGTCCAAGTTGAAATCAAATACTAATGACATTTTTATCTAATGTATAAATGTGTTTTTATTATTTATTAGGAAATTT 
ATTTTACTTGGCCCTCAGCCATGACATATCATGGCATAATCACTATGCTAAATTTGTATATCTTATCCTTGCATAAGGTAAGACTTTCTATGAA 
TTACACATATTTGTATTTTCCTCTCTTACATATTTTAAGAATTTTTTTATACTTTGTTTTCTGCAAATGAAATATTGCTCATAAGCCAGGTGAT 
GGCTGTCC ACG C CT CTTTT CC C CTGCTTAC C CTTGCTTAGATCTT ATGGT AG AATCTTTT C ATAGAAG ACACAGAAAGAC ATG AAAGAAAG AG C 
TGGAGAAGCCTGAGGGGCTGGCCAGTGGTCTGCTAGGATGCTGTGCCACAGCCCAGGCACAGGAGGCAGGGAGAGCAATGGGGCCCTTCCCTTC 
CACCAACATTCAGCAGAATTTGCAGCTGCATGTTTCCAAAGCTTGCAGGGCACTTGCATTTAGAGAGAGAGAGCAAGCAAGCTGCCTTTCCTCT 
TCCTCAGTTCTGCCAGCCACACTCTTGCCATGATGAGCAGTTTCAGCCAAAAGCTCCTTCCCCTGCCCTAACACCTCCTGCAAGGCCTGAGGTC 
TGGAAGCCACCTGCGCCTGCTGGCCCCTCCTTTCTTGTTTCTGCAATGGATGTTGTGGCCCTGTGAGGGAGAAGAGAAAAAGAAGTTGCCCTCC 
TCC CTCTATCCT CACCT C CTGC CATG CTGTC AC CCTTAT AAGAGAGAAGGGCTAACC ATCC AGGCTAAT C CT CC AGTGATGCAGGAGAGGACAT 
CCTGGCCGGAAGAGTCAGAGCTTCCAGGTGAGCTCAGGTGGGTCAGCCCCCGAGGCTGTGAAGAGCCCAGGGGCCAGTAGATGCCACTTTTGCT 
CCAGGAAGAATCTTCAACTGTGTCCTTTTTATTCAAGGGGCTCTCTTTTCAGCGAATCTCTAGATGTACTAGTCACAAACACTCGCATTTATTA 
AAATGTATCCATGATCCCACAATCCTTTTACATATTTCTCTCCAGGAGTATCACATTTCTGAGGGCCCTGTGCCTGTTTTCTGCAGGAAGTTGC 
TGTTGTCCCGGGTCCCCCTGCCCCCAGCACCTCTGTTACAAGAAGCAGACCCTTCATGCCACACTGGGACCCAGGCAGGCCCCAAGCCAGGATG 
CTGGGATCTTAGTAAAGGTTGGAATGATGTCAGAACATAGAGGAGGCAGAATTCCCCCCATAGCATCATCCTGGAGGGCGCTGATTTGTGTGCT 
CTGCCAGGTTCATCTGTGACTCAGGATTTAAAAGCCCCAGGTGTGGTGTCCCTTCTGTGCCTGCAAGGTGCGTCTTTAGCAGTTCTCCCTGGTG 
TGGAAGGATCAGTGGTTCTTGCAGCCTAGGCACCCTCCACAGCAAGCCCAACACAGGTGCTGTGAGCAGCTGGTTCATGAACGGTGATCCTGGG 
GAGAAGAGGAGGATGAAAATGGAAAACCAGTGCAAAGGTGTGTCATCCAGTTGGTTACTGCTGTGGGTGCCCGGGCTTCCATCCCACCAGAGCC 
CCCACTAGCCAGGGCAGCCTGGCGGAGGTGAGCATCATTCTGCTTTCTGGCTGCACCTGTGTGGACAGAGCCCGTTCCAAAGCCTCCCAGGCAC 



TGAGAAATACTCTTGCCAAAAAGAGAACACCAAAATCCTGGAGTCACGGGTCTTCCATTACCCTCTCTAGCATTTCTGCTTGTCTTTTCCCTAG 
TATTGGTGAAGAATTTTTAAAGTAACCAACCCATACCGTTGGTTACAGGCCCTGTGGTCACCAGGCTGTCTCCCCATGATGGGGATGGAGAGTG 
GTTAGTGCAGAAACTTAGACCTCCCCTCCAGCTTGTTGAATGCCCTGAAGTTTATCTAGAAGGGAAGATACTCAAGCGTAGGATTTCAGTGATG 
CATTTGGACAGCATCAGTACTATGCTTCAGCGTCAAAAACGTCACTTTGGGTAGGAACAATACATAATGCGTGGCAATGCCTTTTGTGACACCT 
GTTCAGGAGATTCCCATAGGAAGCTTCTGAGGCAGAGTCCTCAGGTGAGGAGGGGGACAGGCCTGGGTCTTGGGGGAAGGTGGAGATGACCAGC 
CTCATGCCTCTCTCCCCAGTGGCCTCAGTCTCCATCAGGCAAATCTTGAGAAGCCTCCTCCATTCTGCAGGCAAATGACTGAGATGTGTGAGCT 
CTGCTTCCC AAC AGGCGGAAATTCACATGGGGAAGGGCACCTGTGAATGGCCTT CTAG AACTATCAGGAAGTTCTGGATTTAGTACCCTGTGAG 
AGCAGATGGTCCTGGGTGCACTCGGATGATCCTGCCTAGCCAGCTGGATTGCAGAGTGGTCATCATTATCAGTGAGCTATTGAGGGGTTGAGAG 
CAGTCAGTGTCATGTATAAGGATGGGTTGGGGTACCGGCCAACGCCCGCCTTGAGGCCTGGCCGCCGGATGGGAGGCGAGAGCACAAGAGAGTC 
CTGGCTAGGTGTGCCCCGCTCTGCAGGGCCACACCATCCACTGGAAACCCTGTGCCCACTGGGCTGCGTGCTAAGAGGCTGTGGCCAATGCTCT 
TGTCCAAATTTTACTGAATCTGCAGTCTCTCTTAATTCACTCCAAAGTTTAATGTGTTAGCTTGCGAATAAATAAATAAATAAATAAATAAATA 
AATAAATAAATAAATGGAAAG AAAC AGT C CTC AG AAAGTCCCAGTC AAATTTTAATT C CAAC AG ATATTCAGC AGTTTCCT CTAAGAACAATG A 
GAGTTCTGGGGCTAGCCAGTGTTTCTCTTGGAAAATAAGGAAGAGGGAAAGCGGTGCATTCATTTAAAAACCTGCCCTAGGGAGGCAGCGTTCG 
CTGTGAACTCCGAGGCCACAGTGAGCAGAGCAGGCTGGAGGCCTCCCGGCTGTCCTGCCCCTCCTGCCACATGCCTGTGAAAATGCTAGATAAG 
GACTTTTTCTCAGCAACTTCCACGCTCCTTCAGTGGGGATGTCTTTGACTCAGAGCTCTGCCACTGGTTATCTCCACGAACAGAAAATGCCACA 
GATGGGTTAATTCACTGTGTTGTTCTCATTTTCCCTCAGTTTCAGGCTTTTCTCTCCTTGCCTGTTTTCCTCGCTTAAAAAATGATGTGGGGGT 




kTTTTAAGTTTTTGTTGTGCTT 
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CCCTAAACGCATCTACCCCGATAGATTTATGTTTTCTTTTGCATTAGTCCACTTTGCGTCTCAGCCCTAAAATTAAGTTTTTGATTATAATGTA 
AGGAAGTTTTACCATATTTTAACTCTGGCTTTTTAAATACAAAAGAAAAATAACAGAATGGGCTTCTAGAACTATCAGGAACTTCTGGATCTAG 
TACCCTGTGGGGACAGATGGTGTGGAGCCAGCGCACTTGGATGATCTCTCTCAGCCATCTGGACCGTAGAGTGAACTTGTTACTGTGCCTCCAA 
GGCTGACAACTATGAGCTCATACTGTTCTAGCAGTTTAATTTAGACCCAAGAAAGGCTGTGTGTGTGTGAATTTGTGAGAGTGTGTGAGTGTGT 
CTTTGTGCCTGTGTTTCTGTGTGTGTCTGTGTGTACATGTGTGTCTGTGGGGTGTGTCTGTGTGTGCACGGCTGTGTGTCTGCGCGTGTGCATG 
GCTTTGTCTGTGTGTGTGCGCACGCACTCTGCTAAGCTACTCAATGCAATTCCTTACTCTTACTTCCCTTTCTGTCACTTCTCCATAATTCTTT 
GTATTTCGGTTGGGCTGGTATCTCGCGGCGGCTTCCTGTTTTCCTGCATTCCTATATTTCATTATTTGCTCTTGTTCCTCTTCTAGGGCTTTTA 
CAATATAGCCAGGAGGATGTGGAAACCCAGTTACAAGATGACACACAAGCACAGTGTCACAATCGCTGTGCTTGGGCCCTAGCTCCTGGAGACC 
AGGGTGGGACGGTGTCTCTGGATATGGAGGGAAGGGCGGAAGATCACGGGGTGGCAGAAGGCCCGACTGTCCGGTCTTCTGGAAGCTGGGGTCT 
CGTGGTCGCTGGGCTGGTGGTGCTCTAAAACCTAGAGTAACCGAGAGCAGGATGACTGCACCCCTGACTGCCGACTCACCGGGCTTCGGAGGGC 
CATGGGTGTGTGATTCCACTTGTGATCCTCCTACTTCCCCAGCCCACCCTGGTGGTCTCCCACTTCTCTCTCTCTGCCTGTGGAGTGTTATAAC 
CGACTCCTTCTTCTAGGCATCTCCATCCCAACCCCAGACCAGTTCCCTTAAACCACCTCCCACCACAGGACCCCCACAAGCAGGGACCTCTCAC 
AGTTCCTGTTGCCTGGGGACTTCATCTCAGCTTCCAAGGCCTCTGAAACCAGGCCCTGCATCCTGGGCATGACTGTCCCCATGATTCTCTGAGC 
CAGCCANNNblNNNNNN^^ 

TCCACTTGTTGAGATTCCCTCTTCCTGCTTCTCATTTTGAATGTCACCCTTCTGTGACTTCTCACAACCCCCCTGCCACCCCTCCCTCCAGTTG 
GCATGGCTTAGTCTTCCTAAGAACATGTGCTGCTTCCCAGTAGCCAGGGCTGCTGTGCACCGTGGCACGTGAGTTTCGGTGCATCTTCCTCCTG 
CTGTTTATAGATTGCAACATCCCTGGACAGATCTTGGATTTTCCCTCTATAATTTCTGTGGAGACTCCCTCGGGGTTTGCACACACATCTGTGG 
AATGCCCAAGTTGGAGATGGTCCTCCCTGATGTGTAGTGTGGGCTATTCAGAGGGCCTCATTTCATAAACTCATTAACAGCTAGGACGCGAAGA 
CTTGGAGAAGTTAGCTCAGGACACACGGAGTGGGAGGGAGGCAACGAGTTAAGAAATGGGCTTTGGAGTGCCTCGAATTTGGCCTCCACTTTTC 
TTTTCTACfGTCTTACCTGGTCTTAGGCAGGTCGGGTGACCATCTGGAGTCGGAGTTTCTCTCATTTGTAAAGCGGGGGTGATATTTTTCTCAC 
AGGGCTGCTTCAAGGGTTAAGAAAGTTAATGTCTAGGAAGGACATAGCATAGCACCTTCACCTGGTTGCAAGCCCCTGGAGTCACATGGCAACA 
GCTGTGGAACCAGGTAAATGACTTGACTTACATGTTACACGCTCTTAGTTGTTCGATTTGTAAATGGGAAGAGTGTGTGACCCAAATTAGTCGT 
TTCCAGATATTTCCTGGTAAATGGTTGTTGAATCATAAAACTAGAAAGATGGGAAAGAAAGGGAGGAACCCCCCTTACTTCGAAGAAGTGTTGT 
TGATGTGAAGGACAGGACTTTTTGAGACACTCTCATCGTAAGAAACAGCTGATATCTACTAGGAAAAAACATGACATTTGAAGTTTCTTCCTAA 
GAGATGTGAGGTTTTGACAGAAGTGCCAGGAAGCCAGAGGTGTGTGAGTAGTGGGCCAATCTCACGTGAAGGCTGTGGGACGGGGCAGGAGAGG 
GGCAGCCAGCATTTCCTGAGGGCCAGCTAATGGCGGGGACCTGGCACCTTTGCTCTGTGACTCTCCAGCTGTATGGTGACATGAGGCTGGCGTT 
TTCTTTGGTTTCATACGTGAGGAAGCTGAGGCTTGGTGATGTCCTGTGCATGGCTCGGACTCCAGAGCTACTCAGAGGCAGAGGCCGTCTGTAA 
ACACCTTCAGGTGGTTGGAGGCAGGGTGCTGCAGCCAATGGTGATCACTCACAAGGCAAGGCTTTATTGTAAGGGCTAAATAAAATAACATATG 
GCTAGCATTTATACAGCAGGGGGCTTTTTAGGAAATAGTGAGACGACCATGGAGAGGTGGAGGAAGAGAGAAGGGAAAGAAGAAAAAGAAAAAA 
AAAGC CTTAAAGAGTTTCTTAAGAGAACTATATATTACAAAGT CCTTGGAGTTTTTTTTTCC CTGGTT AG ACATAAGTTTAC ATGAAACGTTAA 
ACGGCTTAAAGTAGCCAGATCTCCTTCCTTATGTCTTCTCACAGCCACTTGTGAGTTTCTTATCAAGATACAGAATTATGGCCAAGTGCGGTAG 
CTCAC ACGTGTAATCCC AGCACTTTG AGAG ACTG AGGTGGAAGGATCATGTGTG CT CAGGAGTTTCAG AC C AACCTAGGCAATATGGTAAAACC 
CTGTCTCT AC AAAAAAATACAAAAATTAGCTGGGC ATGGTGGC ATATTCC AATAGTT CC AGGCACT CGGG AGGCTG AGACAGGAGG ATTG CTTG 
AGCCCAAGAGGTCAAGACTGCAGTGAGCTGTGATCGAGCCACTGCACTACAGCCTGGGCCACAGAGCAAGATCCTGTCTCAAAAAATAAAATAA 
AATAAAATAAATTCTGCAACAAGTCACAATTCCTTGCTCAGAAATCTCTACAGGTGTGCTTCTTTGTTAAGAAATGGAGGAAACATGAATTTCA 
TCCTGACTTCTGAGTCTTGTAGAGACCAGATCTGACTCCTGCAGCCTTCTGCCCACAGAGCTGGCAGGCGGGGGAATGTGCGCAGAGTGAGGAG 
GAGCTGATCTGACATTCCGAACAGTGGAGACTGCTGCCTATTTGGCCGCACCACTGTCCTTCTGCATGGAAAAGTCACAGTAAATAATGGACTC 
TCTACCTGTGAGTCGATTTTACTGAGCTGCCTTTTTAAATATATGTGTAGAAAGGGCGATCTCTGTGTGTCATTTGCACATGTACATACACATG 
TACACACGTGCACACGTGGTCACTCATGTACACATGTGTGTGCACCAGTGCACCAGACCAGATGCACCCACCCAATTCCACGCTCCTCAGCCCC 
TTGCTTTCCTCTGCAGACAGCCAGTTCAGCTACAGTTATGCCAGATTGCCTGCACTCTGATCTTTACCATCACCAGACTCTCAGCTTGAGCTCA 
TGCCTGAGAAATCCACTTTCTGGGAGGAAGGCAGAAGAAACTGCCAAGGCAGGACTGAAGACTTGACCTCCACCTGTAGTGGGGTCAGGTCACC 
AGAGGCTGGCTGACTCCCCAGGATTTCTCAGCAGAGTATTACACAAATACCCCTTCCTTAAAGATTAGCAACCACTTAAAGACACAAAGTGTGC 
AGGACTGTACCCATGGCCGAGAGCGGCGGGATTAAGAGGGCAACTGAGTTGTTCTTCCCATCCCTCCTCCTCTGTGCTGAGTCACCTTCTGCTT 
GGAATTCTGACAGGGACCCGTTGGGCTTCTGGAAGGGAGGGACAGCAGAGGATCCACCCTCTGTGTGTCCTGGGGGAGATTACTTATCTCTGGC 
CTCCCTGAAGCAGGGCCTGGGCTTCTGGAATCTTTGAGGCTGACACCCTGCCAGCCCTGGGGATGAGAGAGAATGGCCGTGTCTGTCTGCAGAG 
CCTGAGGAGGAG CTGAGCAC AG C CTCCGGAGTTCT CTTCAGTTG AT CGCTTAGGTGGACAAAGG C CACAG AAATGG ATTTAAACT CCT C AGCC C 

AAGCCAAGTCCAGCTTAACAGTCAAAACATTTCCTTCAGTCTTTAGTCCTTCACTTTGCCGAACTCCCTTTTACACCGGCAGCAACAGTTTAAC 
CTGTTGCTTCTGTAAGAGTGTGCTACTGGGAAAACCACATCTAAAACACGTGTGCAGTTACATCAGCTAGAGCACATGCTAAACAGTTGATCAA 
AGGCTCTTGCCTTGTGGCCCACGCTGCAGACACTCTGACGACTGCAGAGCTCCGCAGCCCCACGTCGTCCCTTCCGCACTGCCTGCTGTGCCTC 
TCCTCTCCATGTGGCAGGGAACACAGCCAGTCATCACCATGTGGCTCTGCCCGGCGCTGCCCCAGCATGTCCTGACAGGGCCTAGATATGGAAA 
GGTGGCTCTCCATGCACACACCCCAAGCCCCTCCTGCCCGCCGTGTGACCCACACTCTTATGGGCAGCCCAGTTATTTTGTAGCATTTCCCTTC 
CTTATCATTTTGGCCCAGTGATCCAGCACAAATCTCCCTTATTAGAATAAAATTTGGAATGACAAAATTAAATTTCATTTTTCACTTATATTGA 
GGACCTCACACTCTTCACCCCTGCCACGATCCCTGACAAGAGCCTTCCTATCTAATCATTGTTCCTCCAGCCCTCTTAGTTTTGTTCAGCCTTT 
CTTGATTGCCTGAATGTCCCTTTGCCTTCTCCTTTTAAAGCATGAACCAAGCTTTCTTACCCCGTTCTCATTATCATTTTTGCATTTTCTTCTT 

AATATCATTTTTACAAAAAAGTAGTATTTCTTCCAAAAAAGAGTAAGCAAGAAGGTTACAACACTGGGAAAATATCCCTAAGCCTGTTCTT(^AA 
CCTGTTGAATGTTTTCCCCTAAATTGTTATATGGAGATCCTGGACCCGGAAGTTGGCTGACATGAAACAGGCCTAGCAGGGCAGCTGAGGAAAT 
GCTCCAACCTCAGGATCCAGGAAGATTGCACATGGCACCAAAACAATCATTTAAAAGCTAATCCTGGCCAGGCACAGTGGCTCACGCCTGTAAT 
CCCAGCACTTTGGGAGGCCGAGGTGGGCTGATCACAAGGTCAAGAGATCGAGACCATCCTGACCAACATGGTGAAACCCCATCTCTACCAAAAG 
TACAAATATTAGCTGGGCATGGTGGCGCGCGCCTGTAGTCCCAGCTACCCGGGAGGCTGAGGCAGGAGAATCACTTGAACCCGGGAGGAGGAGG 
TTGC AGTG AGCCAAG ATC ATG CCACTGCACT CCAGCCTGGTGACAG AGC AAGACTCCAT CT CAAAAAAG AAAAAAAAAGCTAAT C CC ATAAAAG 
AACCATCATTTTGAACCTGCTGTTTCCTTTCTTGTACTCTTTAGAAGTACCCATTTCTCCCTTTCTAAGCCATAGGTGTATTAATTGGAGCTTT 
TTCTATCTTAATTAGTTCACTGTGAACAATTAAAATTGTGTTAATAAAACAAAAACAAAAATAGGACTGGTGCCTAGTTGTACTACATGAAGAG 
AGAAAGGGCCAGACATTGGTTTTTCCTAATCTTCTGTCAAGTTCTCCAAATCATCTGCTCTGGAAGGTAGCTCCMCAGCTGGGATTTGAAGTA 
AAGCATAGTGACTTTGGCCATCACTGACATGTCCCATTTGAAGCAACCAAAACTGTCCCTCGACCTGACACTCATCCCTGAAACACCATGAGGG 
TAAGTGAGGCGCTTCGGAAGGTCCAGTCAACCCCATTGCCAGATAGAGTAAGTGTCTGCCAGGGGCATTTGGAGCTGAAGGGAAGACTGTACAG 
ACTCACGGTTTGCAGGCACTGAAGGCGTTTTCCTGCCTTCTTTTTCACCTTCAGTGGACTTGCAAAGCACTAGCCCTATTGTTTTTCCCATCTG 
GGAAACATGGTGAATGTTGGTTGGTTGTAGCTAATCCTATGGGTCTTGAGGTCTTTGTTGACAAGAAGGTAGATGTTATCTTTATCTGCGTGTG 
GCTTTCTACTAAAACATGAGCTACAGGGCTCTCTTTTTTGTTTTAAAGCATTTTTCCATAAGGTTCACCCTTACTATTGCTTATCTGAATAATA 
TTACCTGCTGAGAAGTTTATTCATTGCTCACCAGTTGTAGGGAGATTTTGACACAGGACTGGAGGATTTTTTTCTCATCGTAACAGTGCAGACC 
C ATGG AAAG CTTGG AAGCAGTTGTGAC CGG ATAAGAGC AGGTTG AGGATGATAATCTTAGGGCAATGAG C AGGTTG ATTGAG AGGGGTGC CTG A 
AAGCAAGGTCCCCATGATGCAAGCAAACAAACTCACATGCCAGACGGTGGACAGGAAACACAGGCAGGATGTGGTGCAGGCTGGGCTGCCTTGG 
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CTGGGCAAAGGCAGGGGCTTCATGGCCATGCTQGGATGTGACGTGGTTGGAAAACAATAAGAATGGAGACCTCTCCAAAGACCTCAGACATAAT 

TTGGCCATGAGAGGCAAGGGTAGAGGCGAGCCCCCTGTGGGTTGGAATGTATGGAATCCAGATGAAGCACCATCAACATGCATGGGCTACATAG 

GAGAGCTGGGTCTGGGGGAAAAGATGGGATTTGGGTTTGGGTGTACATGTTCCAGGCATGGAGGGAAGAATGGGCAGAATGACGAGGATCAAGC 

CCTGGTGGAGCCCCCAGACCAGGGCCCTGGGGATATTTCCACTTGCCTTCTTCTGCAAACTTTTGTGTGCCTGTTGGGTGGAAGGTACTATGCT 

GGGGCCATCCAGGATCCGGAGCAGTGTAAGACATCATGGCCTGCATGGTGTGACCCTTGACATCTGAAAAGAACGAGGTGGTGGAGTGGGAAGG 

AGACAAGTGGCAGCAGAGTTGACATCATCAGGACTGAGTGCAGGACAGGCGGTGAAACGAGCCACTGAGGAGTTACCCAGTGCCCTGGGGAGCT 

TAGATGTGAGACTTACACCACCCAGCACTCCCCAGCTCTGTGTCCCTGGGTCCCACTGAACTTGATTGTATTTTAGTTGCCTCTTTTCTAAGAC 

CGGAGCAACAATACCTTCCTTGAGTGTGCATGTGCAGTCCATAGATGGCAGCCAGTGTTCTCTTCCCATGAGAAGACTCTGAGCCTCCTCACTA 

GAGGGTGGTCTAAAAACAAATGGATCCATCCACAGAAGGTCTGAAAGGTTTTCATAGAATCTTGACTTGGTAGCACTTCAGGATCTAACTCGTG 

CTTTCCAGAAGTGTGGCCTGTGGTGTTCTGTCTGGAGTATTTGGTCCTCCCATCCACCTCCACCTTGCTGTCCTGTCCTGTGACTCTCACTAGC 

TCAGTCACCGGGTCAGGAAGCCCTGCCATGAAATGCTAGATTTGGAGGCATTGCCAAGGTACCACAAACCATACTCAAACAAGGTCATAATAGA 

CTAGTG ATCT CACTGTGGCTAACAGGTT CATGTGATTTAAAG AATGACAG C ATTTTTTCTAAATTTTATAAATTTTATAAATTT CTCCTAAATA 

CAAATCTGAATGTGTTTACCTTTAGACAGATTTTCCCAGAAAATTGTCAGTGTTCTCGAATTTGAAAGTAGATCAGATCTCCTCCCTCTAGTTT 

TGAAAATCTCAAGTAGGTTTAGCCTCTGCCCAGAGTGACAACGGCACAAGAAGTTTATAATTTTATGCACAGCTAAATGCAAACTGAAAAGTGT 

GGTTTGTGGGTATTTCATTTTTCGCATAATGTTCATCAATTTGGCAATTCAAATAGGATTCAGAATCCAAGGTGTTCGCAGGATTTTATATGAA 

AATGTGCCTGAGAGTTTGGGGAATAGAAATTCTTACCAAATAAGTTAAATTTGCTCTTGATAAGAATATATTTTGTAAAATGTAGAAAACTGAG 

AAAAAAAGTTTGACACCTGTTTTATCTGCATCCTTTTATTAAACAGTGGCCTGAATTTACTAAAGGACAGAGAACAGGGTTGAGAGGTAATCAC 

TGAATAATAGCTTCGCTAATCCCACAGTGACTGCTTCTTATGACAAGCAAGAGGGTCAACTTAGAGGCAGGACTGTCTTCAGGGGCAAAAGCAA 

GTCAGCACCTACAAACCTCTCCAAGAGAGTGAGAAAAAGCAGGTTGTATGGCTCATTTTGCAGCTTGCCAGAAGCAATGTGGGAATATTGTCAG 

AGTGCACAGACCTGGGGCCAGCTGGCTCCTAGAGTGCGAGGAGCTCTCAGTGACTGCTGTGCATACTCACCTGCTCTGTGACTTTGTTCAGTCC 

CTACCCTGGATGTGTGGTGAAGGGTGCCAGGCTTAGCTGCTGGACCAGTGAGGTCCCTGAGGGGGCAGGGCTAAGAGGTGTAGCAGTCGCACTT 

GACCAGTCATTGATTCACTGGTTGGGAATTTGTTCATTGAGGGGACACCATTACTCCCCATGCCTCACGTGCAGGTGAGTGTGTGTATATTTGC 

ATTAACACACAAACACACTTATGTGTGTCCCTGTATGTGCAGCTGCAGTACGTTACACATCTTCCAGTGCCTCTCAAGCATCATAAAAACAGCT 

TCCACAAAACCTGTACTACCCACGTGGCATCCACAGAGCTCCCAGTGATTGGCTCCCAAAAGATACTGAACTTTGGCATGGAACAGAGTGAGTT 

TCCACATTTGCTGTTGTACATAATTACCTGTCCAGCTAGAATAGTACACACTTCTTTTACTGAGCCCAGAAGTTTATGTGCCTGAACACGGATG 

GTACAGGAACAAGGGTGAGCGCTTATCAATTCAGCATTACTCTGGAGACATGAAACAAACTAATAGGTACAGGTATATTTTGTTTTTTAAACAA 

TTTTGTGAACCACATATTTGGGACIA&AAATCAACAAGTAAATT^ 

NNNNNNNNNNN^^ 

TATGAAATAAAGTTCATGATCATTGATCATTAGAGAAATGCAAATCAAAACCACAATGAGATACCATCTCACACCAGTCAGAATGGTTATTAAT 
AAAAAGTCAAAGAATGACAGTTGCTGGTGAGGTTGTAGAGAAAAAGGAACGCTTATACACTGTTGAGGGGATTGTAAATTAGTTCAACCATGTG 
GAAGACAGTGTGGCAATTCCTCAAAGACCTATATACCATTTGACCCAGCAATCCCATTACTGCATATATACCCAAAGGAATATGAGTCATTCTA 
CCGTAAGACACATGCACGCATTTGTTTGTTGCAGCACTATTCACGATAGCAAAAACATGGAATCAACCTACATGCCCATCAATGATAGACTGGA 
TAAAGAAAATGTGGTACATATACCCCATGGAATACTATGCAGCCATAAGAAAAAGAATGAGATCATGCCCTTTGCAGGAACATGGATGGAGCTG 
GAGGCCATTATCCTTAGCAAACTAACCCAGGAACAGAAAACCAAGTGCAGATGTTCTCACTTTTAAGTGTGAGCTGAATGAGGAGAATACATGG 
GCACATAGAGGGGCCTATCAGAGGGTGGAGGGTGGGAGAAGGAAGAGTATCAGAAAAAATAACAGGTAGTAGATTTAATACCGGATGACAAAAC 
AATCTGTATAACAAACCCCGATGACATGAGTTTACCTATATAAGAAACCCGCACATGTACTCCTGAACTTAAAAGTTAAATTAAAAAAAAATTA 
ATGTCTAATAATATATTACAGTATTCTTCATATTCAATGGCAATGTGTGAAGTGGGAAGTGTCTTGACAGAATTCGGTGTTTCAAGGCTTACAC 
TTTGATGGCCAAGACTGCACAAGGCTACATTTTCTACTGGTGAGACAAATTCCAGACGCATTGCATTCAGATCTAATCTCTTAGCTCCTTAATC 
TTCAGGGTACTGGTAAACATGAAGACCTCCCCAGTGCTGTAGTCATCATGATATGTACAGCAGGTGGCTGAGCTCTGGATGTAGACTGCAGGGA 
TATATTAGGAAGTTAATTCTCAAGGCAAGTCATCTTCAAGCACCATATCAGCATGATCAGCAATATAAGTAGTATCTCAGTGCTTTGTTGTTTA 
GTCAGAGTTTTGTACTCTATCACCCATTGTAATGTTCCTATTTGCAAAAGGTAATACATACCCTTTAAAACATCTTTGCTTTTTCTCCCATTAT 
CGAGATGCTAGCAGCTTCATAAAGCAGAATAACTAAGGGCAAACAGATTATATAAAGGGTTGGAGCTCAATGAAGACAACAAGAACAGCAAAGG 
TTATTGTAAAACTGGCTGCTTGCAGGCCAACAAGCACATCCATATGGAGGCAATCAGTTTATGCTACCTCTGTCTGTTTGATGGGATTCATAAT 
ATTGACTTTATCCATTAGATTTGGACTACCAGGGGAATAAAATAAGCAGATGGAGAGTAAGGATTTGCTAGGAAATAATTCAGCCAGTCACTTT 
GAAAGCTGTTCAAGAAACAGCTTTCAAAGTGTCTCTCAAACTATGTTTGCCCATTATCCCAATAATTTATTTCCCAATAATTTCATGGGAAAAG 
AAGGAAGTTGTGTGGTCAGATAAATCTGGAAAACACTGGTTTAAGCAAAGTTCAGTAGGTGTGCTTCCCTGCAGGTCACCTCAGAGTCTTTACT 
CTGCTAACCTAGGAACTCATCCAACAAGTTTAATTTAACAGCTACAGTGTGTACGTCACTTTAACAGTCACTGAGCTGTGACTCTTGGGGGAAA 
GATTGTGCGTGTGTGTGTGTGTGTGTACACATGTGTGCACATGTGCAGAATCTACCAAATCTTAAGAGAAAGGAACATGCTGGGAAACTGTCCT 
GTGAAAGAGAATAGAAACGTGAAGATTTGAGGGAGTGATAGCATTTATGAAAGCAGCAGATAAGGACTAATCAGCAAAAGGGGTAGCTCTTTTG 
TTGGTTGGGGAAAACAGGAATTTTTCGCCCACCCAATGTGCTGCATTTTCTAATTTTCTATGAACACTTCCTAAGAAAAAGCTGAATGAAGAAC 
ATTTGCGATGCAATCAGCTCATTAAGAAACACGCACTTTTGTGGAGATACGTGCTGTCCCAGGAGATGCTCTGCGAGGAGCCGAGTGTTTGGAC 
TGGAGCTGCTGAATGGTTTCTCACAGTTCTAGAATGTTTGGGGCTGGACCCTCTAAGATGTTGAACCCATCAGTAATTGCTCCAAACCACTTTA 
TGGGATATAATGCTGTGAGTTGACACCTGAGGGGATTGTGGTCCTGTTCATGAGTAATTACTTTTCTGTTGCCTATAGAAGGGCCAGCAATAGC 
AGATGAGTAGCTGAACAGTGGTTTTGAGTAATAAAACGTTCTTTTTTAAAAAAAAGTAATGCTTTCTGTTAAACTCTGACTATACTCTGTCCTG 
GTATCACAACCCAGCTTTCTTTTTGCCTTCTTTATTGCAGTTACATATGGGGCTGATGACTTTAGGGATTTCCATGCAATAATTCCCAAATCTT 
TCTCTCGTAAGTATATGCCGTGGTTGTGGAAAACAAAAGCATGCCTTCATGTCCTATCATGTAAATATCGTACGTGCATGTTCCTTCATCAACC 
CCCGAGATACATTAAATATTCACTGTTGTATTCGTTAGACACCTACCATATCATTTTTGGGTATTTATACCATAAAGTGCAAAACGAAGGTCTA 
GGCAGTTGTGCGGTGTCCTGGGAGCATGGCAGTGGAGTAACAGTAAGGGTTGGAGTCACAGTAGCACTGATGGGATTGTTACTTCGCGGATGCT 
GCTGGACAGCTTTGAGATTACTCCTGTAATCGTTTTTATTGAGTGTGAGGATAAAATGGCCATATTTTCTGTCACCAACAAAGAACTGAACATG 
GTTTCAAGATAATTTTTACAATTTTGTGGGACAGGAGAAGGAGATATGCTCTTCATCTGTGGTTCTGGAGTATTAATTTCAGAACTGAGAAGAG 
AAAATTGCAGGCCTCCAGGCCGTTATTCTGTGGTGCATCGCTGCTGGAGCCAACGTACTGTTCCTGCTTGGTGCCCGCAGGACCTTCTCTGATC 
TGAGCTGTTAAACCAAAAACAGATGTGAATTTCATTTTTCTTTTTTAGATATTGAGCTGATAAATGATAAATATATTTGGGTAACATCCTCAAA 
TG AGT ACTTTAAAG AAC AG AG AGTGCTTTTG AAAATGTATAG AGAGCTGAATATTTAAAGC C ATAC AAGTTG AT AATC C CCTTAGG AC CTGTAT 
TAGTAAATCCTCTAATACTATAAAGCAACATCAGAAAACAGGTCGCATTTGTTAACACTGTGACAATTATAATTATAGGCTCTAATTTGAACAG 
TGCCAGTAACAGTTAAAGACAGGTGTCTGACATCCTGGTTATCAAAAACTATCTGGTGTCTAAGGAATTTAACAGTATCAAAGTACATCTTTTT 
GCTCACAAACTAGATTGGCTACTTTTCCAGCCTATAGAAGTTACAGAAATCTTTCTTTTACTGATATTCCTTTGATTCCACTTTAAAGCAATAG 
CTTGATACCTACTTTTTGAGATGTATATGTATGTACATGTAAATGCTTATATATGTGTATTTGTTTACACGTGAGCTTATATGAACATATAAAA 
CATTATGGTATTGGACAGAGAAATGATATTGATTTGAAGAATCATATTGTTGAAGTATTTTGGGAAGTCAAATGCACTTGAGAGTAAGCTAATG 
CATCCTAAAACATGTTTCTGTGAAGTCTGAGGAAGGTGTCAGCCAGAGCATATGTTGAAGCAGACCCTTCAGTGAAGCCTTCAGTCTGTAAGAA 
TCGCTGCATGTGAAGATGTGTTAATGTTATGATAGTTACAGTTTTTATAAAAGAGATGATATACACTTGGATATGCTTTCTGTCTATATTTATG 
CAAATGTGTCCATAAGGTATTGGTGTCTCTCTTTCTCTCCCACTCTCCCCAGTGTTGGAATTGTGACXATCTTCTCACACAAGCGGCTACTTGG 
TCTTGATGCCTTCCCCCGCAAAACAGCAACCAAACTGTTCTGGGCCAATATCACCACCTTGTGGTCATGATGAAGAATTGCCCCCTTTGCCCTC 
AACACCTCTTTTCTTCTTGAAAATTAAAAACAACCCCTTTCACCCCCTCTACTGTCCTTATTCCAGTTTGTGTCCGTAGTTGCTGGAGGAAAGA 
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AAATGCCTATTGCTCTTTTTTTTATTCTCTTTATCTGTTTACTCTTGTGCCTTTCTTTTCTCTCCCTGACTTCATTCCATTTAAAGGCCTTAAA 
TTGCAAATAACGAAAAAAGTATTTTCTAATAATATACCCTAGTGGGAGGAAAACAACCTTCTACATTTTAAATGATATTAAGTTATAATAAATG 

TTTC ATTTAATTACCGTGATTCAAG ATATATCTT AAATATTTC CATTT CATTTGATTTTTACTTGCTAGTCAC CAGTGTTG CAAG AATATTTCT 

GTACC ATTTTT CAAGTAAAATATTG AGCATTT CAAGCTTACATGGCCTAAACT C ACACTAG AGTG ACTACTTCGGACTATCTTTT CAATGG AAA 

AATGCGTTCTGAGTACCAAACATTTACTTTTTCAGTAAATATGAAGACACATTCTAAAAAGGAAAGGGAAATGAAGAGGAAGCTTAATTCATTG 

GTC AGGTGGGG ACTAACAGTGTACATTATAC CTATGCATTAAAAAATGTTTAATTATC CATG AG C ACATACAGTGCCTGG CACAGATTC AGGC C 

TCTTGGCTCCTCTTGGCATCTGAGTTCCTTGGATTCTCCAGATTCTTCAATCCAAACTTGTCTATCTACCAAAGTCCACCTTCCATACAGGGGT 

GTGGGGTCTCTCTTAGTACTGTTGGGTGCCAATAACATAGAAGCCCTCCAAGATAGGTCAATGAGATTTTAATTTTTCCCAACTTTAAATAGCA 

TCTGGGAAGGAAAGCAGCTTTTGACTAGGAGTTTGAAAACATCCACTCTTCATATTTATTGTCACATTTATTGAGTAATAAAATTGGGCTGTTG 

TCCATTATCTCTCAGTCAATGAAAGAGCCCACGGTGGGCATGAGCCAAAGTGTTCCGGAGAAAGAGAGGACCAGTCTCCATTTCATGTTCTATA 

TTTAATCAGTTCAATTCAGCACCTTACTGAGTTTGACATTTTTCTAAGTAATGGGGTGGGGGGTTACAAAATATTTATAACTATCTTTCCTATC 

TTCAGGGAGATGTAGCATTTGACTGAAGCAATACCACAGCTAAGCAGTTCCAGCTCCGAGTAACAGAGGAAGGAGTGAGCGATTTAGGAACTCA 

CAGAAGGGCACGGGCAGGCAACTCGGGGCCTGGCAAATGTTCCATAGAGACAGCATCCATGGGGTTGAACCAAGCACAATGCCTGCAAATCGGG 

CAGGCGGGTTCATGGAATTGATTCTAGGGCAGGTATGATCAGCACCATTTAAGGAGTGGCAGTTGTTAAGAAACTGAAGGGATTTCTCATATGG 

CATTTTCAACAGAATTCAGCAGGAGCCTTGCATATCCCTTGGGATGGGTTCCGGGGTATTATGGAGCTGCCAGGAGGTGCTCAGCTTCAGTAAG 

TGCCAGTCATTCCTTCCCAACCTCGTCCTTCATTAGTGGAAGTATCAGCTGGTGTCATTGCCTTCTTCAGGAGGATGGATTTCAAAATGAAGGG 

CCAACAAAAGTCACATTCTCGCAGAGCCTCCGTCAGAACTGCATGTGTTCACTGCCATCAACAGGCCAACACCCACTTGTTCTTTTCTTCTAGG 

TAAAGGAAAAGGTGTGTGGGACAAAGGGCCTGAACTCCTCACTCCTTGAATGGGAGGCATATTGGTGGAGGCTGTCACACAACTACAGGTGGCA 

GGAACCTGCCATCAGGGTTCCCATCAGCGTCCAGGGCTTGCTTCTCTGCCCTGTGTGTGGACAGCTTCCATCACTGGAAACCCCTCTCTCAGAA 

GAACCACTTCTTGCCCTCATCTCCCACTTGCCTCTCCTCGGCAGCTTGTCGACCCTCAGGGGCCAAGCTGAGGAAGTGTGCATCCTGTGCCACC 

AACCTTGCTCGCAGGAATTAGTTTCAGTCCCCAGTGACTGACTCTTCCAAACCTGCACCAGCCTATGCTGCCCTTTTGAAAGGAGGCGTGCGTA 

CAGCCTGGCTGGTACAGAAGATTGCAGATTTCAGTGACTACAGGACGCTGTCACCCCTTCTGTTTTTCTTTTTTCTGTCCACATCTCTGATTGA 

GCATACCTTCAGGGAAAACCCCAGAAACCTTTTTCACACTTACATGGGAAGCCAAGACACTCTCATCCTGGGCTTGTGTTTTTAAAATCTATAT 

TTTAATTTCACAGGTCCTTACATTTATGACTAATAGATTTCAGATTTTGAGATACAATCTGTAGTTGCAACTTATGAAGATAGTTTCAAGGCCT 

GATTTCTGTCATCTATGAAAACAGTAAGCAAGTTGGTTGTATTCTCCTCCTAGCTGGATAAGAGACCCCCGTTTTCATGGACAGCGTCCTTGGG 

TGGACAGAAGTCTCCTGATCTTGTCTATGTAACCAGCAGCCACTTTGCATTTTTCCGCAAAGAAAAGAGGAGCTTAACCCCATTTACGGGAAAT 

CCACGCACTGCTTGAATCTTACGCGCCCCGTGGTGACGGTGTTGCCCACTCTGTTCCCTTCGCACCAAATCCTGCCAGCACCTGGCAGTCATCC 

AGTCCTTGTCTTAGACTTCACCAACCTTTCCCGTCATAACATGGCTTAGAAGTTGTCCGAATAGTGCTAGAAGCTTTCAGCCCTGGAATGCTCA 

GCATCTGCCATCTAACTTCCATTTAAAACGTTTTGAGCATTTGCTGATACAGGTTCCTCTGTCCTTTCCCCATTATTTTGAGTTCCTTGGCCTT 

GCGCATAGTGATCTGTGGATATTGTCTGCATACTCTTTTTTAGAAACCTAGAGCATCGCAGTGTCCTTAATTTTCCTCTTCAAACTCTATATAT 

TCCTGAGCTGATCATCCCTACTGCTGTTCCTACAGAACTGTGTGACTAATCTTCTATATATGTCCCTACATCTAGCCATCTAGGTGGAGATCTA 

GGTACCTATCTCCCTAAAATTGTACTTGGTATCCACATTGACCTCAGGACAGTATGTGATAGGCTCTTGTGCCTTTTCGACTAGGAGTTTGAAA 

ACATCCAGTGTTCATATTTATTGTCACATTTGTTGAATAATAAAATTGGGGTCTTGTCCATTATGTCTCAGTCAGTGAAAGAGCCCAGGGTGGG 

CCTGAGCCAGAGTGTTTGTGTCCCTAGTTCTCTTTTGGTTCTGTTACAGCTGTCAGTGACAGTGTCATTGAGGCTAACAAGGACAGAGTAGTGC 

TTTCAGCCACCATTTGTCCAATGAGTGGCTGATCTCCAGGCCTCTGGCTTTGAGAACATCTGTGATATCTAAGGCAGCATCCATTGTGGGCTTT 

CCCCCATGCTTCTGTTTCCTTCCTGTCACATAGCTTTGCCTCCTCCTGCAAGCAGCCTGCTGTAGCAGAACCGGTGTTCCTGAAGCCAGAAACC 

CAAAGGTCGTGTCCAATGCTTCCCTGCTGTTCTGCTCCCCACCTGCAAGCGCCCACACACTGATCAACAGCACACGCCATAGAGGATGCCAAAG 

AATCCCAGAAATACTCATTCTTAATGATCCAGAAGAACAAGTGATAGCTTCTGGCAAGTTCTAATAGGCCATGTGTGGCCATGGGAAAGCAAGA 

GTCAATTCTCTCTAGCTGGTTGCGTCTGAATTTATGAAGTCAAGCCGCGTAGGGGAACATGCCAAGAGGATTATCCGAATGGCTGTTCTGCGTG 

GTGTCCTTTTTCTAGCCTCGGAAGCACTAGGCCTACACCTTCGCTATAGCCCTCGTCTTAGCGCCTGTATTTGAAAAACTTGCCACACCAATGT 

TAATTTGCTCCATTGTGTTCTAATCTCATTTTAAAAACCACAAGGTAAATGATTAAAAATAATCTTAGATTAAGGAGTACACAGATCTTTGCAG 

GCTCATTGTGTTTCCAGAGCGGGCTAGTGTAGACACTGGTGAACAAGGAGGGCCTAGAGAATTAGCTTTCTCCCAGAAAGATGCACAGCCTCTA 

CCTGAGAGTACCAATTCCAGAGAACTCAATGGTCATTAAGCACCATTGGCTCGACAGCCAGCCAGGCTCAGTTGCGTGGCTATCTCCTTTATTT 

TGCAAGTATCTTGTCCCTGGCAGTGGGGAGAGGTTAGCAGGAGGCTGCTCAGATGCTGTCGGTCTCTGATCTTCAGGATCTGAAGGGGAGAGCA 

TTTGAAGAATCCCCATTGCTGGATTTCTCAGGACAATCCTGCATAATGCCAGGATCTGATGGAGGAGACAGGCAGCTCTGTTAATCCTCTGGTG 

CATCCTCACTTCTGTGGTCTCGAAGTCCACCATGTCCCAGTTAATTCATTTCATTATTCATCTGTAAGTCATTTCCCTAAAGAGCTAATAAGAA 

AACACTGGCAGTACAATCAGCCCTCCATATCCATGGGTTCAGCCTCTGGAAATTCAACCCACTGTGGCTTGAAAATApAGTATTCAAGAGACAT 

GGAACCTGTGGATATAGAAGGCAGATTTTTCGTATCCATAGGTTCTATAGGGCCATTTTAGGGACTTGCACATCTACAGACCTTCAGGAGTCTC 

AGAACTGATGCACTGCAGATACCAAGAGATGACTGTAAGTGGTTAGGAATTTGGATGCTGGGGCCAGGGTGCCTGCAGTTACCTTCCAGCTCTG 

CCACTTGCCAGCTATGTGACCTTAGCAAGTTGTTCAACCTCTCTGTGCCTTGGCTTCTTCAACTGTAAAATAGGATAATGATAGCACTTCCCTT 

ATGGAGTCCTTGTGAAGGTTAAATGGCAGAGTACAATTAATGTGCTGTGTGCCCAGCGTGTGGTATTGGGGTTAGGTGAAAGACTGTAGTGGGA 

TCACTGGGGGTGAGCCTCCATGTGCCATGCCCCAACCACTATCCTCAGCTAACTTGTTGTCTGTCAGTGTTAGGCTGGTGCTATAATAATTTCC 

ATTTTCATGGATGAGGAAATCAAGGCACAGAGAAGTTACATGACTTGCCTAAGATCTCAGTGCTTTTAAATAGTGCAGCTAAGATTCCAGACCA 

GGTATTTTTATTTCAGTGTCTGGACTGTAGATCTCTAAATCGAGAGGAACTCCCTGAATAAAATAAGCTTGGAGTGCTGTTAACTAAGTTGGTT 

ATTTAAGACAGTTGTTCTCAGTCCTCAGTGTACATTAGAATCTTCTGGAGGGTATGTTAAAACAGACTGCTGGGCCCACCGAGAGTTCCTGAGC 

CTGCAACTCTGGGTTGAGCCTGAGAGTCTGTGCTTCTAGTAAGTTCTCAGGTGATGCTTATGGTGCTTCTCCCAAATTTTGAGAACCATTGATT 

GAAAATGTTGATCAAAAATTATGTGGTCTAGGCTGAGCACAGTGGCTCACAACTGTAATCTCAACACTTTGGGAGGCCAAGTCAGGTGGATCAC 

TGAGCTCAGGAGTTCGAGAGCAGGCTGGTCAACATGACAAGACCCATCTCTACAAAAAACACCAAAAAAAAATGGCTGGATGTGGTGGTGCACA 

CCTGTAGTCACAACTAGTGGGGAGGCTGAGGTGGGAGGATCACTTGAGCCCGGGAGACAGAGCAAGACCCTGTCTCAAAAAAGAAACATTTAGT 

CTTGATTGTCATCTATCTCATTGATCATTTTACTTGGCAAAATTTACCTACTTACTCTTATTAGTCTGTAAAAATGGTTATTAAAATGGTGGCT 

TTCAGTGTAACTACAAATTCTCTTAGTCATTATAGTGTTGGATTCACCAATGTA^ 

NNTflNNNNNNNNN^^ 

ACATTCATAAACTATCCCAATTAACCCTTCAGCAAGTGGAAGAAGTGTAAGAAAGGATACCTCTTGTTTAGAACACAGGGTTTGTTTTTATGTT 
ATTTAAGATAAACAGGAATTCAAATGGTCATGTACCAAAGCAACACAAAGAACTTGCGGAAATCTGAAAGGGAACTGTGGTCAGAACTCTGAGC 
ATTTTTATGTTTACTGAGTTTTGTCGCAAAGTTTATTAATGTTTAGATGCCACAAGGAAAGGTAGCATCACAATAAGAGACGTTTTTCAGGCTT 
GATAAGCACTTATTAGGTATTTTGCCAAACAAGTTGACACATCCTAGAGAGCTGGATTGTGTGACCCAGAACCCACCCTCTAGGGCAAGGTGCC 
CATCTGATGGGTAGGGTGTAGGAGTAGGCCTCAGACCACTCGTGACGTGAACCTGCTTAAAGTGAGGGCCCAATTCTAAAGTGGGAACTATGTA 
AATACCTTTCTAGTGCATTTTCAGATAATCGCCACTGGGCCTATGGATGGAGAGGGCTGGCAGATCTCCCTGTAACCCCAGGTGCATCCCGAGG 
CCTGCCACCGAAGCCCACTCAAGGCTGAATGCACGGCGAGGTGAGGCTGCTCTCCCCTTGGTATTTGCTAAGAACTTCTGTTTAGTAGCTCTCC 

CAGTAATGTTAAAGTAGAGACTCAGAGTGATGAAGAGAATGGGCGTGCCTGTGAAATGAATGGGGAAGAATGTGCGGAGGATTTACGAATGCTT 
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GATGCCTCGGGAGAGAAAATGAATGGCTCCCACAGGGACCAAGGCAGCTCGGCTTTGTCGGGAGTTGGAGGCATTCGACTTCCTAACGGAAAAC 
TAAAGTGTGATATCTGTGGGATCATTTGCATCGGGCCCAATGTGCTCATGGTTCACAAAAGAAGCCACACTGGTAAGGCCTGGCTCAGTTTTTC 
CTTTAGTGGCCTGGAGAAGGTGCATGGGGTTTGAAGGAGGAAAGCATCCTGTCTTCCTTGTGTTCTGAGCATGTTTCTAATTGACTGGTAGCTC 
AGTTGTTGCAAGCGATTGGTTCCAAGTGGTACCGAGTCATAGAGTCCTTGTTCTGGTACAGCCTTGTAAAGGACTTCTCAACACGTACCAATTC 
C AGC CTATAAATAAAAC AAGGGAAAAGTG AAC AG CAT C AC ATGAG AGGCTTGG CGAGGGCTGCTATTATAGTAACACATACTAAGT AGTCTCAG 
CTGAGCCCTCAGGGTACGTGTGCTGAGTGGTCACCCTCCACAAAACAAAAAATCCTGATACACCAAAACTTACTCCTCAAAGTTTCCACTGAGA 
AACCATGAGTAAAATGTGTGTTTAAATTGTATCCAAACTAACAGGGTTTGATGTTTAGAAACAATAATCAATGATGGAATAGCAGCAAAATCGA 
GTTTTCAGAAAGACCTCAGATGAGCTTTCAAATGGCTTGCCCTCTAACAGGAAAGACTTTGAATCAGATGCTTCTATTGCCACTGGTTATCAGC 
TCAAATT C CT AAAGAACTTC AT CC CAAA.TACC CTGT CTTGCTG AAAGGTTTACTGG AAGTATAAG AGAATGT C ATGTT CTGTGTC CAGAAAGGA 
AGGAACACGGGCACCCTAGTGTCAGCGAGTTGTGCTCAGGCTCACAGGATGCCCCCTCACCAGAGGCGTGGGAACACGGCGAGCCCCAGCTGGC 
CGCGCTCTGCCACTGTTTCTAATAGCCGGTCACGTTGATGGAAGTGTCACAGAGTTGTCCAACAGAACTGTCCAGTCAGAAAACCACCACTCAT 
GGTGCTGGAGTGTGTTAGAAGTAAAATATGAATAACACACACTTATTTAACTGTAGGCAGGAGGTTTCTTATGAATTGAAGAGAAACTTTTCTT 
TGCGTGGGAAGCTGTTCTAAAGTTGGGTAAAACACAATAGATCCACCACCTCTAGCAGCCACTGATAGGTGAAACGTGAAACATAGAGACCCTA 
AGCTATCACTGCCTGTGAGCTGGCATTGTTAGGTCATCATAAAGCTAGCGTCTCCCACTGCAAAACCCAAGAGGAAAAAAATAGTTGAAAR.TCC 
TATTTTAAAGGCCTAGCAGATTCTATAAGATACCTTGGGAAAATGATGACGATGACTTGAAATCAGACCCTCGTATGCTGCTTCCGTGGGGGCG 
AACAAAAATATGTTCATCAAAAATTAAGCAGAAATGCAGAAAATTTTGTGAGCCAAAAAAGCTGTGTTATCAGGAAATGCAGATATTTGTGGGG 
TTGTAATTTTTTATATTTG AAT CGGGCGGTTTTCAAAATGATCT ATTCCATTTGTAGTGTAT CTGAAAAC CTATAAAAATAAGTTGATAT CAAT 
AGATATCCATCTTCCATAAAAATTCAACTTCTAAAATTAAGCAAACTTTGCTTTTTCTAATGGCCCCTTTATCCTCAAATTACCCACTGAAATA 
GACGGATCACACTCAGCCCTAAGTGAAGCAAGCGTGCATGAGAGTAGTCCCAGCCTCGCCTTTGTAATGAGGTGGAAATTAACATGAAGGTAGG 
CTACC CTGTGATAG AC ACTTAACAGG AT ACTCGGGGAC CC ATGGTAAT AC ATC CCTGATAAGGAATAGACCTC AC AAATG AACTACTTGC CTGT 
TAATTCATTTAAAGCCTGACTGTACIAGTGAAAATTCTCTTAAATAAATATTTGATAAGTGAATCAAATTCTGGCTTACTAAATTGCCAAAATAT 
AATGACTGCCTGCCTTG ATAAAAAGAATAATTACATTTAATGAATAAACCTGCCAAGTAC AGATATGC CAGGTGG CAC CTGCTGTTTGCTG CT C 
ACTTCTCCCAACAAATAGCAGCTAGGTGCCACCTGCACACCAATAAGCTGAGTTTTTCACTTACGGAACAAATAACTTTCAGAAGTCAATTTTA 
TAGTTTCTGCCTTGCCCTTTGTTAAAAAAATACACACACTTGAAGCAATGAACTCATGAATTGTTTTCATCATGCATTTCCACTTGCCTAAATA 
TAAAGGGTCCCAGGTAGATACAGAAATACCTGGTTTGGCCAAACTTGGTTTGAATAACTAGACATGCTAGAAAAGGTTTTCATTTTCCTGGGAT 
CTGAGTGGAATATGTTAGAAAAGGCATGCTTTCTGAATTCTCTATGCTTAAAACATTTCTAGAGCAGTGCTTCTCAAACTTGAAAGAGCATGTA 
AATCACCTGAGATCTCGTGAACATACAACTCTGCTTCAGACCTGGGGGGAGGCAGGAGAGCAAGCATTCCTAACAAGCTCCCAGCTTGTGGAGC 
ACAGAGCCGCCTCAGGCAGCAGGGCAGTGCAGCTGAGCAGTGACAGTGAACAGGGCCATTCAGAGGGGTCTCCACCTGGGGCTTAGGTACGACG 
GGAATCCCCACTGGACAGGCTAGGACTTGCACTGTGGCCATTGTTCCTCCTCCTGCCCATGGCTGAGTCAGCTTCTCAGTCCCTTCCAGGATAC 
ACTGAGAGGATTCAGGGGCGGTCTCGCCTCTGCCCATATCCCCACGTTGGTGAAGTACCACTGGCGCCATTTTCTAATCAGCTCATCGGCACCA 
GCACGTCACTTCCCCTGTTGTGCAGCTCAGTTTTATATTTCTGACTCGGGTGTAATAGTAACATCTTCCCCACCAATGTCTCAGGGTTATTGTG 
AGAACCAGAGAGGAGAGAGGTAGGAAGGAAGCAGGAAATGCAGGGTGCAAATACACCACATTATTATTCTAAATAATGGGATTTTTAATAACAA 
AGACCAAGAAGATTGTCTGTGCCTATCTAGTTCCCATCTGTAAGATAAAAAGGTGCAGTCCCTGAGCCTCCTAAAAACAGCACCCTAATGGCAC 
TGCTCCTCCCAGGTATGATTGCAGTAGACCTACGTCAGTTCTTGCAGTTCAAACACATTTTTTCACTTTCTTCTGAAATGCCCTCAAATTCTAT 
GACATAGTATCCATGAAGACTTCCCTTTTTACCCAGTGAAGTTACTAGAGGGGGTTCAAACCTTCTTACAGAGGGTTCCTAAAATGGGAGATCT 
GTGGAGTCATTGGGATTAAAAATTAAATTTCAAATTCATGACATCAATGTCCTCATCCCAGTTAAATAAAAGTAAATACAACCTTGAAGAAATT 
TGACCTACTCAGCTGCAATAGCTGTTGACCTGCAGAAGGCAAATGATGGACCCCGGCCACGCAAGAACACACATGGCGTGGGCTGCGTTCTTGT 
GCCCCAGCTCCATGGACGTGTCTTCTTAGCTGTGGACCCCTCCAAAGGAAACTGCTTGAGTGGAGTGCTCTGTATTGTCACTCCTGGGAATGCT 
CTCTTAACACCCCCATGCCTTGTGCTATGTGTTCATACCAGCATAGGCACTCAGAAGCAAAAAAGGTTTCCAGTGAAATTTGTTTGCAGGCAGG 
TATTAAGACATCAGACACTGCAGGATCCAAGTGAACCCCTGCCCGCCTGCCTGCCTGCCCTGCTCTGCTCTGCAGAAGGGCATGTGTCTGTAGC 
AATCTGCCCTTTCTGTCTGCGATGGGCAGAGACCCTGGCTCTGCCTCCTGTTTTCCCTGTAGCCCTCCAGACCTGGGGAGAGACATGGGACTCC 
AGCACCTGCCCAGCACGGAAGGGGGTCTTTCCCAGGTGTAAGTGTAGGGCTGCATTCACTAATTTAGGGTCATACCACAAACACTGTTGTGTCA 
CCAGGATGTTGT CAC ATGCTTATTGTG AGC ATTTTTGTGACATGAGCTTTCTCCTGAGAGGC CAC CCTGTCC AAATG AGAGCTGTAGTTGGAGG 
CACATCCGTCTCATGCTGCCTGGGTCTCCCTGCACCAGCTCACTCTACTTTTCCTTTTTATCCACTTGGAGTTAAATGCACACATTTATGCACA 
AGTGCACAGAAGGCCCAGAACTGTTCCTAATAGATAATTAAATGATCTCTCTCCAGTGGAAACTCTCCTGGGCTACCTGGCTGCTAGCTGTTTT 

ACGTTTAAACTCCTTCTCTCTGCTTAGCTAATACAGATTTCTGTAAGGATTTGGAGAAATACCAGATACCTCCTGGTTAGTATCAGGACCTCTC 
CATTGGCCTATAATTGAACATCACTGTAAATTAGTTTCAGCTTTTATAGTAATGCATCTAACCCGCCAGCTTAAAAAAAAAGTGATGATAATCA 
TGAAATTCAAGTGTCAATATAGACTTTTAAATCTGGTGTGGATGTTAATAGTGCCAGATATGCTTCTGTGTAATCATTTTTGAGAAGTGCTGTC 
TTCTTTACCATAATCACATTAATCAATCGGGAAATGGTTAAATAGACATTTTAATACATTGTTTTTTCCTGAGAAAAAAAGTGACTCC^GGAAA 
TATGTTGTTACAATATCTCAACACCAGGAATTGTGGTCACATAGCATTCTTCTTCTAAATAAAGCATTTGTTTTACAAAAGAGTTTCATGTTTA 
CTTAAACGTGACAAATGTATCACTCTTCGAAGTGAGAGTTAAATGAAATGTTCCCTGATTTAGATTCCAAGACCTGTGACTACTCAGTAGGACA 
ATAGCATATTTCTTTTACTCAGATACCTGTTTATCCCTTTGTCAGCTCCAGAATGGAGACACAGGTGCTGCCACACAGAGGAGAGGGTCAGGTG 
TTTTCTTAGTCACAAATGCAGCAGTCTCACCCCTGAAAGAATTCCTTCATAACAACTAAATTGCACCTCTTAGAATACCTGTACTTAAAATATA 
ATTTGTCTTCTATGGATATAGACAAATAATAGCTTAAATGTTTTAGGATTTGTAAAGAAAGAAAAAGCTAGAAATCTCAATGCAACTCTGACTT 

CCATCTCTCTCTCTCTTTCTCTCATCCTCACGCTCTCTGTCTGTCTCTCTCCTGATTTGTCTGCTTAGGGACAGACAGGTAATGGAGAAGAAAT 
TGAAAGGGAAAATACAGGGAAAATGTAAATGAAAAGAAGTTATTATAACTGTTATAATGAAGTGCCTTTCATTTAAATATAAGAATGTAACGCT 
GAAATGAACTTGTGATCCTGAAATGCATTTTTAATGAGTTTCCTTTTTATTTTGCTGCTTCAGTGGCATATTTTAAAGACCCTTTGAAAAAAGC 
CACATTAAAAAACCCCACCAAATGCCACAACACGCAAAATTGGATATTGGTTTATTCCAAAACTGCTGATCAGGAAGAGTGGCTCTTCATCACA 
AAATGTTGCAGTCACTTTATTTAAATGAGTTTGAATTTGCATTGTGATGTGCCATTCTGATTTAGGGAAAAAAAATTAGATTTTCAGATCAAAT 
TGACCCAGCCAGTGAAGCGTTAAGGAGCTGGCAGGTTTAGTCTGAAAGCCTCATGTTCTATCAAACCTGCAGCCGGTGGAAGTCACCAGGCCCC 
CGTGGGAAACAACTTTCTCGTAGCATCGTCCTCATGTCCCCACGCTGAGTTTAGTTCTCACCAGCTCTCCTCTCTCCGTCCCAGGAGAACGGCC 
CTTCCAGTGCAATCAGTGCGGGGCCTCATTCACCCAGAAGGGCAACCTGCTCCGGCACATCAAGCTGCATTCCGGGGAGAAGCCCTTCAAATGC 
CACCTCTGCAACTACGCCTGCCGCCGGAGGGACGCCCTCACTGGCCACCTGAGGACGCACTCCGGTAGGTCCCCTGGATGCAGTCCGGGGCTGT 
GTGGGTGTCCCGGGATTCCTCCACTCTGCCCGCCTGGGTCCCGGATTGTGTCCTTGCTGGCTAACCCTGAGTCCCTCCCAGCTCGCAGTCCTGC 
ATCGGGTGTGAGCTGTTGCTTCTTTGACATTGCCCCATCCCCCCTCCCCATATTCTCCTTTTCCCACTGCACCAGGGAGATTGGGCGCAGGACC 
CCCATGCACATACACACACAGAAGTCTCACCTTAGGTAGCATGTTTCAGAACAGGCCTCCTCATCCCGTTTGTCAGGCTGGTATGGTTTCCCTA 
AAGGATTTTGCGGGAAATGTTTTCACCAAGTGTACTGCTAAGACCCAAAACGTTTTCAAGTACAATTCTTTCTGTTGTTAAGTCCCGCTTTGGA 
GTGTTTTACACAGGTGTAATGGATAGCTTTTTTGCAGAGCTGGTAGAGAAGGGTGATTTAGGGCGCACCCACCCAGACTGAGCCCCGTGTGGCT 
CTCACACCAAAAACCAGCCAAGGCCACAGTTACAGAGGCCAGTCTGGGGCTGTTACCAGATTTTAGACAGCAGCCTTTCTCTTTGAATTAGACA 
GTTAAAGTACAACCCACATAATCTGGAGTCTTGACAAGATCATCATAGGCATAAACGCTCTATCATTCTCAAAACAGTCTCAGCCTGCAAAGTT 
CAAATCCACTAAAGTTTGGTTAGATCCTCTGCCTCCTGAGAAATGGTCCTGGGTGTTTCATTATCCAGCAGTCCCATAATTCTACAGGGCAGAG 
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GAAGAGAGGGCTCTTGGCCGGCCTGTCATGGATCATGTTTGCCTACAGTGTGGTCTATACAACATGACATGGCACAGGTCTCCTTCATACCGTC 
CAGTTGGGGATATTTGCTGTAGCATACTGCATGAGACTTCGGAGGCGAAAGGTTGATGGCTTTTGTCCTTCCCCTCAAGGAGCTTCCTGCCCCA 
GCCAGCCACCAGCCAGGGCCCTTCTCCAAGCAGCAGCCTCTCTAAGCCGGTGCCCTGGGGGATGGCAATGCCTCAGACCAGCTACTCCTCACCC 
ACCCTGGGTAGCAGGATAAGGAGGAGCCTCCCTCAGGGAGGCAGACGTGTGTTCTTTGTGAAATATCTGCAGCGGCCCAGGCCATCTCTTCCCA 
AATGTGATGCGTGTATTTGATGGTTGAGGGTTTTAGAGGCTGCTCATTGTGTCCATCTCTTTATCACACATTTACTGAGCACCCCTGGGTGCCC 
ATTCTGCACAGAAGAC CTC AGGTGCAC ACAAGG AAAGC AC C AATGTGTTAC AGG AGG C ATGAC AGAGTGTCTGAGGGGAC AGTGGGAGC ATAAG 
GAAGGGGACAGTGGGTCCTGGGGTGGAAAGTCAGGAGAGACTTCCCATAGAAGGGAGGGGCTTCTGAAGTACATGCTGGAAGGCGAGTGTCTGA 
GGTTTGCTTTAGAGACATTCTAAACTAGTGTGTGAGTCGGCAGTAATCCCAGAGAGGGGTGCGGCAGCCATGTTGGCAAGAACTCGGTCTCACT 
CCTGGCAGGTGGTCCGTGCAGTAGTTCACCCAGTTGGCTGGAGACAAAAAGGAGAGGAGTCACAGGGGCTGGTGCATCAGCTGCTCTCCATCCT 
GACCTCCTTCCTGGCGGTGCACATGGAGAAGGATGCCCACATGCTCGCCATCAGAAAATTGTCATGATTTGGGTGATTTGACTTCCTAAAAACT 
TCCAAGAAAGGAGCTATACCAAGCTGAGGAGTTGCTTGCCCGAGAGGGCGGGCAGATCAGCAGGGGGGCCATGGAGTGGGACACTTGCCTTGTT 
AC AG AGGGACAGGG AGAAC AGGTGGTT C CC CTGAG ATAGGAAG ACAGTAG CATGACGGTGAG CAT CTTTAAATGTTC AC ATGGGTG ATGAG CAT 

CCATGCTAACCAGTGGTCTAGGAAGAAGCTTCACATCTGTTGTTTCTAAGGAGCCATGTAGACATAGACACAGTTGGCAGCAATATTGCCTTGG 
GTTAGTGGG AAG C ACCACTT C CCATGTCAGTGGAAAACAC AGAC ACTCATTCTTAGGTTGAC AC C AACCATAGGT CAT CAT C ACTC CTAGATTA 
CTCTGATTGCAATGGAATCTCTCATGCCCATCAGTCCTTAAAAGCAGAGCTGCTCTCTTTCCTTTCTTGTTGTGGAGTTAGGAACATGTAGTGG 
AGTATTTTATGTTATTCTGGCTCCAGGCCTATGTATTTCATTTGAGGCATGATGGTTTCCTATTCTAAGTACCACTAAGTATTGAGTAGTTATA 
AAATGGTGGTAGACTTTGGACTGTGTATTTCTATTCTGGATCCACGGATGAGCAAGTGGAGAAAACCCATCATGGATGCAGGGCTGCTGGGGAT 
CTGTCTGTCCGAAAATGCTATAGAGACACACACTGCTCTTGGGGAAAAAAACAGTGATGATTTCTTCAAAATGATTTCACTGAAGTGAAATAAG 
GACTTTGGCCTTGCTCTGGCAAATTCAAATGTGGCCACACTCTACTCCATTGTGGAATGGTGACTCCCCTGTCCCATGAAAAACCAGGATCAAC 
ATCACAGCTTTCTCTAGCAACTGGTGGTGGCCTGAGGTCTTATGAACTAGCATGTTAGCAGGGATAGAGTTAGGGAATTTGTCCGATGCTGACA 
GCAAGAGGGTGCTGGGGGAGCTGGAGGGGTGGAGAAGTGATCTCCCTTCCTGCCTCATGGCTTCCTTTGGAAGTTGCAAGCTTAGAATTTCTTT 
CCCAAAGAATATTGGACTATGCTTCAAGAGACACTTGAGTTCAGTTGCTTACAGTGAACATACTTCTTATGTTCCAGAGTTAAACTCAATCATA 
TTTTCAGAAAAATAGATATTCAGACATCATGTCATATTTACAGGAAGCTATTTGATCATGGAATTTACTGAAGTGACAGCTTTTTCAGGAAAGG 
GTATCG AGTGGTTATCTATATCCTATTAATTTCTAAAAG CAATG CT CAATAAAATGTGCAATTTTAGGC AATATT CTGTGTTT C AAC ATTATTT 
CCTTATGTTGGGGGTACATCACTTTATATAGATAAAGAAAGATCCTTTTCATTCTCTATTAAATGGTCGAGAAGTCAAATTTTGGCTTTCATGT 
TGGTCTTCTTACTGTAGCTTCTGTTCACCTAAGAAAGAGATTTAACCAACATAAGCTTTGGCTAAACCATTGTACCAAACATTTCTATTTGGAT 
GCTCTTAACTTTTATACAATACTTTGAAATGTGTTCAATAAAACAACATGAGAAAGAAGTAGAAGATTCTGCTATTAGGTTGGAAATTGATATT 
CCTTACATAAGTGATTAAAGATACTTTATTCAGTTTATCCCTTAAAATGGTATCTACTGAAGTCCTTAAACTTAGGCATGATATTAATTCCTGG 
CTAGTCTTTCTTTTTCCTAAAATATCACTCAATAAAATCCAAGAAGGACTAAAACTCATTATATAGAACTGCACTGCCCAATACAGCAGCCACT 
AGCCACATG CAGTATTTTTAATTATAATAAGTTAAAATTAAACAAAATTAAAACTTCAGC CCT CAGTGGCACTAG CC AC ACTTTTTGTGTCCAA 
C AGCTACATATGG CTGGTGGCTG CCATATTGG AC AG CACTAATAGAG AG CATTTCT ATC AT CATAGGAAGTTCTGTTGAACAAGGCTG ATCTGG 
AAGCTACACCATCCTAAAGCTCTTTGGCAAGAAAGCAGAGCTTTTCCATAAGCTCGGTTTATGAACAATATATTTTGTATTTTCTATGTATATG 
TATATGAGAATACGTATACATAGAAATATATGAAAATACATATACATATAAATATACATATACATAAAATAGAAATACATATACATAGAAAATA 
CAAAATATTTTGTATTACIATATACATATGCATGGAAATACAAAATATTTTGTATTATATAATGCAAATATAAGATATATTTATATTATGTAAGA 
AAATACATTTGTGCAATAAAACGCTTATTTCATTCAAGCATATTTGTCCAGCATGGTTTCTTAGAGACTGAAGTTACCCAGTTTAGCACCTGGA 
ACTGAATTCACTCTGGCTGTGTTAGATGTAGCACCAGCGTCATGACAGATCCAGCCCACAGCATAGACTGAGGCCTACTCTGGAGGCAAATCTG 
CAGACAATGTGGCCAACACATGGGCCTTCCTCACATCTCTGTCCAGTCGCTGGCATCCACGTTATAACACAGCAGTGGCTCGTTTTCTCCAGTT 
AAAGG CTAGGCTT CCGTGATTGAAG CAGG AG AG AATTTGGTAGTCAGTAAAGTAGAC AAACT AAGACAAAAC AAGAGTCG CATG AGTTCTTGGT 
ACAATTAAAGAAACCCTTGGCCACCAACGTTTTTAAATTCAGGAATTTCACCAAGTCCGTAACAGTTTTAGCTCTCAAGGGTAGAATTTTTTTT 
TTAACTTTTTTGGTAATAATTGTATTGCATGCATTCCCCTTACACAGAAGGCTGGCATTTAATTGGGGTCTTGAACTCAATTGTGTTTTCTGCA 
GTTGGTAAACCTCACAAATGTGGATATTGTGGCCGAAGCTATAAACAGCGAAGCTCTTTAGAGGAACATAAAGAGCGCTGCCACAACTACTTGG 
AAAGCATGGGCCTTCCGGGCACACTGTACCCAGGTAAGCGCTGCTGCTCGGAGGCCAGCCTGGTGGGCTCTCCCCCCAGCACGGTGGGGAAGGA 
GGGCGCTCTGCATGCAGCCTTAGGAGCAGAGCCTTGGGCCTGCTTCCTGCCGGGGCTAGGAGGGAGGGAAGTTTTTGGCCAATAGCATCAGTTT 
CACCAGAAGCACGTTGTGCTTCCCAGCTTTCTAGGTCCTCATCTGACCAGAGAGAGCTTGATTTTAAAACCCTTCCCACTTCCAATCGGGAGAA 
ACTCCTAGGATAGCAGTGACCTTGAAAGTTTTGGGGTTGTTTTTTGGATGTTGGTGATTTTAAAACAACAACAAAAAAAACACCTCAAGTAGTG 
ATATTTCTTTGTAAACAAAATAAAATGTAAAATATTGTTTTGAAACAATTTTTTAACAAAGTTGATCAAATAAGAACTTTCAGGCTGTGATTTT 
AAGCATCAGTTCAGACTGAGGGCAGGGTATCCACTCCTGCATGGAGTGTGAGGTTGAAGTTTGTTGGAAGCCCCTGGTAGTTGATAATATTGAG 
GTTGTTGAAGGATGAGAGGAAAGGTCGCTTCTTTCTTAGGAGCTGTGATGCTCCACTGTATTGCATAACGAGATAGCACTTGATTCAGACCCCA 
GAGCCTGTAGAATAAATGATGTGGAGAGAGTATTGAAAAAGGCTGGATTTATCTGGGGGAATGGCAATGTTATAAAAGGTTCTTCCCTAATTTT 
TTAAGAGATAAGCAATTTATAAAGAGATCAAATAAAACTAATCTCTTTCAAAACAGTATTCATTTAGCACTACCCCTGGAAAAATCATCACTAG 
ACTGTGAGTCGAAATTTAACGAATGGAGGAAAATTTATTAAGCCTCATTCACCTTTCGGACTTTAACAAATGGTTCAAAAGGGAAAATTCACCA 
GAGTACCCTCAGATTATTAATGGCAGATGAGAGCAGGAAAAAAGAATGTTGAGAATGGCTAAAAATTGATTCCAATTAGTCTTGGCATGGAGAG 
GCAACATCTCACCTGGCCAGAGCCCTGCAGCCAGAGTGCTGTCTCCTCTGCCAGTCAGCCAGGGATCTGGGGCTTACAGGCGATTCCTCCAGGC 
CTCAATCTTCTCACCTGTGAAATGGGAAGATACCATTAAATTGTCATTTGGCTTCTTTCAAAATCTCAGGTCTAGAATGGAAAGGCATTGAAGG 
TGAGTGGAAGAGAAGAAACTGGATGTTAAAATAATAATAATGTAACAGTTATTAATTCACATGGCCAGACCCCAGGGCAGAAGACTAATGGACG 

TCCTAATGATGTAGTTTACATATTAATGCTTAATAAACCATTTTATTTACTCAACAAATATTCACTGAGGACTTATAATCAATAATACCAAGCC 
CTATTGAATACAGTAATCTAATATACACATAGAATTGAAAAGACAAAATGAACAAAAGAAACAGACAGTATATCATTTCTGTTTCCTCCACTGT 
TTTCATTACTAAAG AAAC AAGCTG CAGTAC AC AGC CGG CTGAGAGCTG CTTCCGGGGG AGCAGGAGAAG C AGC ACTCATTTCACTGAGACCTGG 
GTTTGAGTTCTCTGTTTTTGAATGTGACCCAGAGCTCATCGCTTAAATGCGACTGATAATTCGTGCCTGGCCACCCTCATAGCAGCGCTCTGAA 
AGAAACATAAAGGAGTGGATACACGTGTGAGCAGGAGCCTAGACATGTGTCAGGTACTTACCTAAACATGGATGTTTAGGTCACTGACATACTG 
ACACCATCAAGCTAATTCTTCTCTATTGGTCTCTATGTCAGTAAGGCTACGTGCCAGTAATGTGTATTAAATATTACCCTGTGGTGAGTATCAA 
TTTCACCCTAAAATGTTCATTTATTCCCTTTGGTGGTTAAGTTACTTGGACTACCACAGTGATGCCTCTATGTCCCCACACTCAGGAGGTATGA 
AAGCGTCTCTAGGAAGGAGCAGTGGTCTGGTCTCAGTGTGGCAGCAGACAAAGCCAGGCTCGCACTTAATTACATTGAATTATTTCTGTCTGGT 
ATGGCCTCAAAAGGTGCAAAATGATCATAAATATCTTTCGACAGTCACCTTTGGTTTTTGCCCTTGCCAGCACCTGGCCCTTGTAGGTGCTGCT 
GGTTTAAGGAACTTGGAGTATTAAGGGGATCCATAAAAGGACTTTGACAGAAGTCTTCCTGAACTGTGCTTAGGGCCAGGAAGGCAGGCAGGGG 
CTTGGTCATTTCAGCTGTGCTGTACCCGGATGAGTGGAAACTGTGCCTTCTGATGCATCTCTCCTCCTCTGTTCCCCTCTAAGAACCCCTTGTC 
TGTGCTCAGATGGATGAGCAAGTAGTCTCTTCTCCCACCCCAAAAACCTCCTTAGATTGGGTGGATTCAGTAAAATCAAAGCCTCAGTTAGGCA 
ATATAGGAAAAGATGAATTTTTGTGAATATAATTTTCTTTAGTAAAAGGCTTTTGGTCACCTCTTATAATTTCTCAATGTCTTTATGGAAAAAA 
TAAGTTTCTCTTGAGCCTTTGGTGCACAAACAGAGTCACCAGCCCTTGGAGGTGCATGCATCTAATGACAGAGCAGCCTGTGACTCGCGAGCAT 
CAGGCTCACTTGTTCCTTGCTGTGATTGTCTCTGGGGGGTGGAGGCTTTTGGGAGGCCCTGCGCCATGGTGCAGAGGAAGACCCCTGACCTCTG 
GGAGCCCTGGGCAGGCTGTGGGTGTGGCTTGGCAGAGAAGGATGGACATGTCAGGAAGCATATTAGCTTAATAGATGAAGTGTGTGACCAGTGT 
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AATTGGGTTTTATGGATTTATATTTATCTTGCATATAAATCAGGGTGTGGCCTATATATGTTTGCCCATTTAATAAAAAACACATATTCCAAAT 

GTTAAAACATAAAATATACCAGCAACAATAGCCAATTTGAAATATATGTTTTCAAAGTAACATTCATAATAGCAATGAAGACATA 

AAATGAAGAAAACCAGCAAGCCATAGTGAGGCAAGAAAGAAAACATGGGAGATTGGAGAGGTAGAGAGGTGTGGATGCCGTCCATGGGCCTCTG 

CCCAAATTAGTGTATCATTTCAACATAAAACTGGCTTGTAAATTTTACTGGAATGTGGTAACCATGTATCATAAAGTATCTGGATATATACATG 

AGATAATTGGCAACTTTTTAAAAGAAGAATAATGTCAAGTGATGTATGAAAATGTAGCTGAAATGGATGGAACTCTTTGAAGAATAGACAAACA 

AATCAATAATAGAGATGGATACCCTACTGAAGACCCCATGATAAATCAGCATGAAATATCCGAGGCAGGAGGAAGCATAAGGCAGGAACGGTAT 

TGGAAGAATTGATCAGGCATTTAAGATAATCAGTTTACATTATCATCTCCTTATACACTAGGATAAATTGCCGGGAAATGAAAGAGTTATATTT 

TTATAACTCCAAGCACAATAACTGATGTAAATATAGATCCAGCTATGCAGGATACAAAGTTGTATCTTCAATTATGGAAAGAGATGACATAGAA 

CAATTGAGAATGACTAGAAATGGCCCACACATCAGCATTTACCTCCATAATTTCTAAATTTTCTACAGCAGTCAGGGGTGCTTTGATTTTCAGG 

AGTTTGTTGTATGCTCAGGGATAAGGGGCTCTGGGTTTTTCCTCCACATTGCCCAGATCTGCTGTAGGCTCTTGGGGGCCACATTTTTGTATCT 

CCGTTCACTGTGCTGGTCCATGAAGTCAGATGTTAGATCACACAGTTCTTTGCGTCTCAGAGGGCTGCTGTTAGGGACTGACTGAGGTAGCAGA 

TTTGGGAGTATTATGAAAAGTTAAAAGGACTTGTCAAAGGGACATCAATACTTAATCCCAGTCCAGCCTCTGGTGATGGTGGTGGTGCCTGTGC 

ATTTGGACTTAAAGAGGATGATGTGTGGTGAGCAGCTGTTGGAGGAAGAAGCATTTGCAGGTGGCTGGTCATTGGCATTGCTCCGGCTGCCTCT 

GCCTGTCTGGAAGTGTTGCTGGGAAGATTAGAATTAATCTCTAGGAAGGGCCTGGCTCTTGTAGGCACTTAACAAATGTCAGATTTAACATTGG 

ACGCGACTGAACCCTTTAAACATAAGCCTTTCTAAACTGGCCTCTCTGTCTTTGACTTTAGTCATTAAAGAAGAAACTAATCACAGTGAAATGG 

CAGAAGACCTGTGCAAGATAGGATCAGAGAGATCTCTCGTGCTGGAGAGACTAGCAAGTAACGTCGCCAAACGTAAGAGCTCTATGCCTCAGAA 

ATTTCTTGGTAAGAGTTAAATGTTTGCTGTCTCTTAAAAAAAAACTATGTGGGTGTTTTAGATGCAAGTAGAAATGAGTTGAGGGTGGAAGAAA 

GGGAAAAAAATCTTATTTTTTCAAAAGGAAAAATTGGTAAGCTTAACATTCCTTAAATATCTTAGAATTTTTTCCAATAAGTATCTTAAAAATA 

ACAAACCTCCCATCAGTTTTTCCTAGATTTGATTTTGCAGCATCTGGGGCCTGCCCTGTGATCTGCCTGTGGACATCGCTCTTAGGGGCGGCTG 

CACCAGCGTGCACAGGGTGGAGAGTTTGGGCCTGGCTCGTCCGGGGGACACCACACTGCAGGACACTCCAGGCCTGGCCGGCTTCTCAGAGCTT 

CAGATCCTCATTTTTCATATGAAGCTCCTAATGCTCCCCTTATGGGGGACTCTGAAGGGTTAATGGGAGGAATCATACAGTGACTGACCCCTGA 

GAAGTGTCCAGTGAAGACAGGGCTTAGCTAGGATTGCTGTTTTGCCTAATGCTCTGCGGGATTAAAAAAAAAAAAGAAGAAGAACAAGACCATT 

CGTGTCTCTAGGAGCATTGCCCAGAGTAGGTATTAGACACACCAACACCACCATCCAGCCAGACGCTGCAGGGACAGTGAGCCAGGGTCCGAGT 

GGAAAGGCGCTAGGCTTGGGAAGCAGCTCAGAGTCAATACAGAGCCACCGCCACTCAGCAACTCTGTCAGCTTAGTAAAATGGCTCTGGCCCTA 

GAGCCCTGGTTCCATCCTTTAGTATCTCACAGGGTGATTGTGAATATCCCATGACTCCAAGATTGAGAAAACGTTTAGAATCCCTCGGTGTGAA 

GGTTAACTCTGTCCGGAAAGAGGACCAGTAAAAGCTTCATGAGGCTGAGATGCAGTTTGGAAGAGGAATAGAGTTTCAGCACATTCTAGGTGTT 

GGAGGAATGGGGGAATGTAGGCAGATGTTTAAAATCAATGAGAAACCAGAATGCTGACCATGAGGGTTGGAGTGGGGGCCTAAGGACATGACGG 

AGGAGCAGGGTGTGTTCCCAGGTTAACTCAGGTACCCATGGGGAAGCAGGAAAAGTGAAGGTGTCCTAGGCAGCTCTGCCACAGGATGAATGGC 

TTCAGATGCCAGGTGAGCGAGGGACCCTTGATTCAGTCAGCAGGAAAGAAGCACTGGCATATTTTTTATGAGAACAAAGGCTAGGATAGTAAAG 

ACAGCAAGTACCAAAAAATGACTGGAAAAGGGAGACTGTGGAGGCAGTGGCAGCAGGCATGGAAAGAAGGGCTTGTGAAGGGGAAGGGGTGGTG 

TCAGAGGAACATAGGGCTGGGGGCAGGGATTAGGTGAGGGAAACCATGAGTCACACTGATTCTAGAGTAGTGTGCCCTTGATGAAAAGGATAAC 

ACCAGGTTCTAGGAAAAGATGGGGTTCTGTTTTTGACGTGTTGATTTTCAAGGACTTCTGGTGTTTGTGACACATGGGGAAATTGTGGTGGGAG 

AGAGGTGGGGCCAGAACAGGGGCTGGTGAGGCCAAGGGTCCCAGAGGGCACCTGTTGACCTGCAGGATGACATGAAGGGGGAAGGACAGAGGCA 

AGGCCAAGTCCTGGGCACCAGCCTCCCTCTTGCAGCTTCAAATAGGGCTCCATTTTGACCTTTTGATTAATTAGAGGTTTGTCATAGGTTGGGG 

GTTGAGAGGAGCAAGGGAGAGAAGGATTCAGTGTACAAAAAGAATGAAAGCCACTGGCTGAGCCAGTGGGGAGTTGTCCACACACACATGAGCC 

TTTGGAC CATGAGAACGAGGG AGG CCTTGCCTTC CTGAACGG AGTAGGAGTGAGGT CCTGTGCTG AGCGTAAGC AGTGGG ATT CC C ACAGCACT 

GGGCACAGAGCCCACGGGCTGCCTCCTGAGCAGCCAGCATCTGCCTGGGGTGGACAGAGTGACAGAGAGATGGGTGGTGACTGGGGTATGGGCA 

GAGATAAGGCAGGAAGTGTGTGCAAGGGGAGTGAAGGGTTACTGACCTTAAGAAGCAGGGATGGCGTCGTCTGTCAGGTGAGGAGCGTGGAGAA 

TGCTTTGGTGAATGAACGTTTGCAGCCCCTTTTAGCTTTTGGAGACTTGAAACCAAAGGAGAAATTCATCTGTGAAACTCTAGTGGAGCCACTC 

CCCAACCCCCACCCTTGTGAGACCACAATGTGGGCGTTGGCTTGAGATGCTTCTGTGTTAGTAGAAGAAATAAACAACACAGTGCTCTGATGAG 

GCAAAGCGAAGATGAAAAAGGAGTTCCCAGGGGACATAGTAGGAACAGTGGACGAGGGTAGCAGAAGAGGAGTTTGGAGCAAAAGACTCACAAG 

CAGCTGCATAATCTGTTGGTGCTTGGCAGTTCATTTGTAAAAATGATGCCTCTTGC 

HUMAN SEQUENCE - mRNA 

GAATTCCGGCGTCGCGGACGCATCCCAGTCTGGGCGGGACGCTCGGCCGCGGCGAGGCGGGCAAGCCTGGCAGGGCAGAGGGAGCCCCGGCTCC 
GAGGTTGCTCTTCGCCCCCGAGGATCAGTCTTGGCCCCAAAGCGCGACGCACAAATCCACATAAGCTGAGGACCATGGATGCTGATGAGGGTCA 
AGACATGTCCCAAGTTTCAGGGAAGGAAAGCCCCCCTGTAAGCGATACTCCAGATGAGGGCGATGAGCCCATGCCGATCCCCGAGGACCTCTCC 
ACCACCTCGGGAGGACAGCAAAGCTCCAAGAGTGACAGAGTCGTGGCCAGTAATGTTAAAGTAGAGACTCAGAGTGATGAAGAGAATGGGCGTG 
CCTGTGAAATGAATGGGGAAGAATGTGCGGAGGATTTACGAATGCTTGATGCCTCGGGAGAGAAAATGAATGGCTCCCACAGGGACCAAGGCAG 
CTCGGCTTTGTCGGGAGTTGGAGGCATTCGACT.TCCTAACGGAAAAGTAAAGTGTGATATGTGTGGGATCATTTGCATCGGGCCCAATGTGCTC 
ATGGTTCACAAAAGAAGCCACACTGGAGAACGGCCCTTCCAGTGCAATCAGTGCGGGGCCTCATTCACCCAGAAGGGCAACCTGCTCCGGCACA 
TCAAGCTGCATTCCGGGGAGAAGCCCTTCAAATGCCACCTCTGCAACTACGCCTGCCGCCGGAGGGACGCCCTCACTGGCCACCTGAGGACGCA 
CTCCGTTGGTAAACCTCACAAATGTGGATATTGTGGCCGAAGCTATAAACAGCGAAGCTCTTTAGAGGAACATAAAGAGCGCTGCCACAACTAC 
TTGGAAAGCATGGGCCTTCCGGGCACACTGTACCCAGTCATTAAAGAAGAAACTAATCACAGTGAAATGGCAGAAGACCTGTGCAAGATAGGAT 
CAGAGAGATCTCTCGTGCTGGACAGACTAGCAAGTAACGTCGCCAAACGTAAGAGGTCTATGCGTCAGAAATTTCTTGGGGACAAGGGCCTGTC 
CGAC ACGCCCTACGACAG C AGCGCCAG CTACGAGAAGG AGAACG AAATG ATG AAGTCCCACGTGATGGAC C AAGC C ATC AACAACG C CAT CAAC 
TACCTGGGGGCCGAGTCCCTGGGCCCGCTGGTGCAGACGCCCCCGGGCGGTTCCGAGGTGGTCCCGGTCATCAGGGCGATGTACCAGCTGCACA 
AGCCGCTCGCGGAGGGCACCCCGCGCTCCAACCACTCGGCCCAGGACAGCGCCGTGGAGAACCTGCTGGTGCTCTCCAAGGCCAAGTTGGTGCC 
CTCGGAGCGCGAGGCGTCCCCGAGCAACAGCTGTCAAGACTCCACGGACACCGAGAGCAACAACGAGGAGCAGCGCAGCGGTCTCATCTACCTG 
ACCAACCACATCGCCCCGCACGCGCGCAACGGCTTGTCGCTCAAGGAGGAGCACCGCGCCTACGACCTGCTGCGCGCCGCCTCCGAGAACTCGC 
AGGACGCGCTCCGCGTGGTCAGCACCAGCGGGGAGCAGATGAAGGTGTACAAGTGCGAACACTGCCGGGTGCTCTTCCTGGATCACGTCATGTA 
CACCATCCACATGGGCTGCCACGGCTTCCGTGATCCTTTTGAGTGCAACATGTGCGGCTACCACAGCCAGGACCGGTACGAGTTCTCGTCGCAC 
ATAACGCGAGGGGAGCACCGCTTCCACATGAGGTAAAGCCCTCGCGCGCCCCCACCCCAGAGCCCGAGCCACCCCAGGAAAAGCACAAGGACTG 
CCGCCTTCTCGCTCCCGCCAGCAGCATAGACTGGACTGGACCAGACAATGTTGTGTTTGGATTTGTAACTGTTTTTTGTTTTTTGTTTGAGTTG 
GTTGATTGGGGTTTGATTTGCTTTTGAAAAGATTTTTATTTTTAGAGGCAGGGCTGCATTGGGAGCATCCAGAACTGCTACCTTCCTAGATGTT 
TCCCC AGACGCTGGCTGAGATTC CGTCACCTGTCG CTTCGTAGAAT CG C CTTCTCC AAACGATTAGT GTAAATTTTG AG AGAG AAATAGATAAA 
ACACGGCACAGCCTGGGAAGGAGCGTGCTCTACCCTGTGCTAAGCACGGGGTTCGCGCACCAGGTGTCTTTTTCGAGTCCCCAGAAGCAGAGAG 
CACAGCCCCTGCTGTGTGGGTCTGCAGGTGAGCAGACAGGACAGGTGTGCCGCCACCCAAGTGCCAAGACACAGCAGGGCCAACAACCTGTGCC 
GAGGCCAGCTTCGAGCTACATGCATCTAGGGCGGAGAGGCTGCACTTGTGAGAGAAAATACTTATTTCAAGTCATATTCTGCGGTAGGAAAATG 
ATTGGGTTGGGGAAAGTCGGTGTGTGTCAGACTGCCCTGGGTGGAGGGAGACGCCGGGTTAGAGCCTTTGGGATCGTGCTGGATTCACTGGCTT 
GGGGGAGGCTGTTCAGATGGCCTGAGCCTCCCGAGGCTTGCTGCCCCGTAGGAGGAGACTGTCTTCCCGTGGGCATATCTGGGGAGCCCTGTTC 
CCCGCTTTTTCACTCCCATACCTTTAATGGCCCCCAAAATCTGTCACTACAATTTAAACACCAGTCCCGAAATTTGGATCTTCTTTCTTTTTGA 
ATCTCTCAAACGGCAACATTCCTCAGAAACCAAAGCTTTATTTCAAATCTCTTCCTTCCCTGGCTGGTTCCATCTAGTACCAGAGGCCTCTTTT 
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C CTGAAGAAATCCAATCCTAG CC CTCATTTTAATTATGT AC ATCTGTTTGTAGGCACAAG CGTGAATTTCTC AGTGTTGGTAAGTTTCTTTAC C 
TAC CCTCACTATAT ATTATTCTCGTTTTAAAAC C C ATAAAGGAGTG ATTTAGAACATCATTAATTTTC C AACTC AATG AAAATATGTGAAGCCC 
AGCATCTCTGTTGCTAACACACAGAGCTCACCTGTTGAAACCCAAGCTTTCAAACATGTTGAAGCTCTTTACTGTAAAGGCAAGCCAGCATGTG 
TGTCCACACATACATAGGATGGCTGGCTCTGCACCTGTAGGATATTGGAATGCACAGGGCAATTGAGGGMCTGAGCCAGACCTTCGGAGAGTAA 
TGCCACCAGATCCCCTAGGAAAGAGGAGGCAAATGGCACTGCAGGTGAGAACCCCGCCCATCCGTGCTATGACATGGAGGCACTGAAGCCCGAG 
GAAGGTGTGTGGAGATTCTAATCCCAACAAGCAAGGGTCTCCTTCAAGATTAATGCTATCAATCATTAAGGTCATTACTCTCAACCACCTAGGC 
AATG AAG AATATAC C ATTTCAAATATTTACAGTACTTGTCTTC AC C AAC ACTGTC CCAAGGTG AAATG AAGCAAC AG AG AGGAAATTGTACATA 
AGTACCTCAGCATTTAATCCAAACAGGGGTTCTTAGTCTCAGCACTATGACATTTTGGGCTGACTACTTATTTGTTAGGCGGGAGCTCTCCTGT 
G C ATTGTAGG ATAATTAG CAGTAT CCCTGGTGGCTAC CC AATAGACGC C AGTAG CACCCCG AATTG ACAACCCAAACTCTC CAGAC AT CACCAA 
CTGTCCCCTGCGAGGAGAAATCACTCCTGGGGGAGAACCACTGACCCAAATGAATTC 

HUMAN SEQUENCE - CODING 

ATGGATGCTGATGAGGGTCAAGACATGTCCCAAGTTTCAGGGAAGGAAAGCCCCCCTGTAAGCGATACTCCAGATGAGGGCGATGAGCCCATGC 
CGATCCCCGAGGACCTCTCCACCACCTCGGGAGGACAGCAAAGCTCCAAGAGTGACAGAGTCGTGGCCAGTAATGTTAAAGTAGAGACTCAGAG 
TGATGAAGAGAATGGGCGTGCCTGTGAAATGAATGGGGAAGAATGTGCGGAGGATTTACGAATGCTTGATGCCTCGGGAGAGAAAATGAATGGC 
TCCCACAGGGACCAAGGCAGCTCGGCTTTGTCGGGAGTTGGAGGCATTCGACTTCCTAACGGAAAACTAAAGTGTGATATCTGTGGGATCATTT 
GCATCGGGCCCAATGTGCTCATGGTTCACAAAAGAAGCCACACTGGAGAACGGCCCTTCCAGTGCAATCAGTGCGGGGCCTCATTCACCCAGAA 
GGGCAACCTGCTCCGGCACATCAAGCTGCATTCCGGGGAGAAGCCCTTCAAATGCCACCTCTGCAACTACGCCTGCCGCCGGAGGGACGCCCTC 
ACTGGCCACCTGAGGACGCACTCCGTTGGTAAACCTCACAAATGTGGATATTGTGGCCGAAGCTATAAACAGCGAAGCTCTTTAGAGGAACATA 
AAGAGCGCTGCCACAACTACTTGGAAAGCATGGGCCTTCCGGGCACACTGTACCCAGTCATTAAAGAAGAAACTAATCACAGTGAAATGGCAGA 
AGACCTGTGCAAGATAGGATCAGAGAGATCTCTCGTGCTGGACAGACTAGCAAGTAACGTCGCCAAACGTAAGAGCTCTATGCCTCAGAAATTT 
CTTGGGGACAAGGGCCTGTCCGACACGCCCTACGACAGCAGCGCCAGCTACGAGAAGGAGAACGAAATGATGAAGTCCCACGTGATGGACCAAG 
CCATCAACAACGCCATCAACTACCTGGGGGCCGAGTCCCTGCGCCCGCTGGTGCAGACGCCCCCGGGCGGTTCCGAGGTGGTCCCGGTCATCAG 
CCCGATGTACCAGCTGCACAAGCCGCTCGCGGAGGGCACCCCGCGCTCCAACCACTCGGCCCAGGACAGCGCCGTGGAGAACCTGCTGCTGCTC 
TCCAAGGCCAAGTTGGTGCCCTCGGAGCGCGAGGCGTCCCCGAGCAACAGCTGTCAAGACTCCACGGACACCGAGAGCAACAACGAGGAGCAGC 
GCAGCGGTCTCATCTACCTGACCAACCACATCGCCCCGCACGCGCGCAACGGCTTGTCGCTCAAGGAGGAGCACCGCGCCTACGACCTGCTGCG 
CGCCGCCTCCGAGAACTCGCAGGACGCGCTCCGCGTGGTCAGCACCAGCGGGGAGCAGATGAAGGTGTACAAGTGCGAACACTGCCGGGTGCTC 
TTCCTGGATCACGTCATGTACACCATCCACATGGGCTGCCACGGCTTCCGTGATCCTTTTGAGTGCAACATGTGCGGCTACCACAGCCAGGACC 
GGTACGAGTTCTCGTCGCACATAACGCGAGGGGAGCACCGCTTCCACATGAGCTAA 
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TABLE 2 6 



MOUSE NOMENCLATURE 
ICSGNM Tbx21 
Celera mCG13 239 

HUMAN NOMENCLATURE 
HGNC TBX21 " 

Celera hCG27200 

MOUSE SEQUENCE - GENOMIC 

TTGG CAG C AGGGAC AAG C AG AAAAACTGGGGTTTTGTCTCC AAAATCACTGAG AAAGGGATT AG AG AAAG C AG AAGC C AAATGGGGTG ATATGT 
CTAGGGTAGCAGGTGTTCCGAGAGGCCCCAGAGCCCAGGCCAGTGCACACAGGCACAGATATTTCCCCCTGCAGGGCAAGGAAATGGACTGGTA 
TTTCAACTTCCAGCTATTGCTTCAGATGCTAAGAACTTGCCTGACCCTGATGCTAACCTCCCCTCCCTGACCCACAGTGTCAGAATCTGGTGCT 
GGTGACAGGAAAAAAACAGGCGGGTATTAGGGGAGGGAGGGAGGGAGGTGTGTGTGTGGGAACTAATAGGCTACCTCACCAGCCACCCCACCCC 
CAGCCATTTCTAGGTCCTGCACAGAATGCCAGCTGCCCATGGCCCTGGTGGGAGGAGGTTTCCACGGTGCCTTGTGATACACACTGGGTCGCTG 
AGAGGGGTGAACTATAGACATCAGGCCTCAGGGAGATCACAGACTTGTGTGTCAGAGTGAATCTGCATCTGGGGTGATAAGTGGGGTTAATCTC 
AAGGTCAGATCTAGCCAATCCATTTTCATGCCAACTTGGCCCTGGGTGCCCTGCATGGTGGCAGCTGAGACTCGGATGTCCCCTTTACTAGAGA 
TGGTGCCTTGCCTGGCTTGTCTCCCCACTATGGTTATCGGTTTCCAATCATTACCTTTATTTCTATTCCATTACCTAGAGATCTAAGGACCCTG 
AACGGTCCTTACTGTTCGCTGTTTTAGGAGACTCAGAAAAGAAATGGGATTGAGAGTGAAGGCTCATGGGAAAGGATGTCCAGCCTGAGGGAGG 
GGCGGAGCCCTAACCCATCAGGCATCTCAGATAGATACACAAACCAGACTCTCAGCCTCTTTGCTCTGCTCCCTGGGGTTCATCGCACTGCCCT 
ATGCTCTCGGGACTCACCTCAGGCTCTGCCTTTTACAGGCTGTGACTGTCACCATGTTCATAGGAAGAGGGGGGACTAGGAAAGCTCTAAGAAT 
AAGCTGGAGGGCCAAAGTAGACTCCAGCAGGACTCAGAGTTGCTAAGGTGATAGAGAGGAGGCAGTTTGGAGAGGCAAGAAACTGGGTGAGTTG 
GCTAGCTGTCTTTGCAGCAGTTAACCAGAGACTAGAGAGTGAGAAGGACTTCCATACAGGGTCTCTGGTGTTGGAGTGCAGGGAGTGCAATGTG 
GCTAGGGTGGGGTGGGTGAAGGAAGATCTATGCTGTCCTTCCTTTAAGGAGGAATGTGTCCAGAGGGGACTAAAAAACAGAATTCCAAACAACT 
CATGAACAGGGCCAGGCCAGCATCTTCTTGTCCCCAGTCCAGCCCCCGCCTCTGAAGCCCCCCCCCCCCCGCACACCTCTGGAAGCCCTCCTCA 
GCACCCCCACCCCACCAAAGCCCACAGCCCTGGGGAAGCTGTGTGGCCTTGTCACCACGGACCCAGTGTCGTGCCGGCTGTGGCTTCTTCCTTC 
TGACCTATTTTTTAATCATTTGATAAGATCCCCCCTCCCAAACCAAACCCCGGCCCCCGGGCCCGTCAGCTCCACCGCGTGTCAAAACCACCCT 
TGTCAGTTTGCGTTGGTTTCTTAGTCCAGTAGCCCCTCCCCTCAGGGCCTGAGAGCGAAGGCTAATTACCCAGCTGCTGAGTGCATTCCCCCCA 
CCCCACCCCCTGCTACTCCACCCCCAGCCCCAACAGAGGGGGCCCTGGAGGCCTGCTGCTAGAAGAAGCTGGGGCCTCCTTTCCCTCCTATTGC 
AGGGCAGGAAGTCCTTCCTGCTGTCTAACCTCCATTGTTTTCTCTGTCCTGCCCCTAGTGGTGCTGAATGGCAGATGCAAGGACTGATATTCTA 
GACTGGAAGGGACTTTGAGGCATCATCTCCTTTAAGGAAAGTAAAAGTCGCAGCCTCCTGACCTGGATTTAGAGATGTCCTCCTGGGTCTCACA 
GAATTGTAGGGGATGGTCTCTGCCAAGGGTCTCAATTACAGGACAGAAAACTGAGATGCAGCGAGAGAAAAGGACAGGCCCAAGGTCATGTTCG 
GCTGGTGGGGTAGCTAGGATCAGAACCCAGACCTTTCTGTCTTTCTGTCTGTTGCTGGGTCTCCCTCACTCCATTCTGTTTCAGTTTCTCCCTA 
CCCGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTTGATACACACTCTATGGGAGCTTGTGGAGGCCACAGG 
TCAGTGTTAGGCATCTTCTTCAACTTGGTCTTCAAATACATTTATTTAAACATTTTTTTTCTAATGCGTGCAAGTGTTAGCATACATGTATATA 
TGTCATCATATGGATGTGTGGTGCCCTTGGCCGCCAAAAGGGGAGTTACTGATGTTTGTGAACCACCATGTGGATGCTGGGACTGGACCTGGGT 
CCTTTGCAAGAGTAGTCAGTGCTCTTAACCATTGAGCCATGTCTCCAACCCTCCCCGCCCACACACACTTTTATTTTTGGAGATGGGGTCTCTC 
ACTGAATCTGGAGCTTGCCAGTGTGACTGGTCTGGCTGGCTGGTCACTGGGTCCCAGGAATCCTGCAGCCTCTTTCTTCCCAGAGCTGGGATAA 
TAAGTGGATATGTTGTGCTTAACACAGAGGTGTGGGAGAGTTAACTCTGGTCCTCATTTCTTGAAACGAGCCCTTTATTGACTGAGCCCATTTT 
TCATTCTGTCTTTGTTTTTGAGACAGAGTCTTACCATGTAGCCCAGGCTGGCCTGGAACTCAGCATCTTCCTACCTTAAACCCCCCCCCCCCAG 
AGTGCTGACATTCTAGGCATGTGACACTACACCCACCTTATTTTCTCAGTGACTCAGTCCTTATTCCCTGAGCAAGGACATCACTTCGTGCCCC 
TTGCGAGCCTCATCCTCAGGTCTGGGGTTGTCCAGCTTGCTCCATACACCATTAGAGATTGATCACTCCTCCAGCGTGTAGCTGCTGTCCCCTC 
TTCCCTCAGACTATCAGCTGCTCCATATCAACTTACCCTGTCACATTATCGAGAAGGGCAAAGCCAAGGGTCTGTGTGTGAGAGAGGCCTCAAA 
AAGGAGGCCCTGCACCAGGTATACAGGCATACAATAGAGTGCAGTTGGACTGGCCTTGAGGCTCTGACAGACTTGGAGATGCAGAGACAGACAG 
ACAGACAGACAGACAGACAGACAGACAGATACAAATCCATGATAGAGATCACAGTAAGTTCTTGGAGCCAGGGATAACAGGAATACTCGAAAAG 
GCAGGG AC AGAG AG AG AC CCTATTATTCGACAT C AGC AGG CATATTTGTT ATGAAATATAATG CGGCAAGGGGGT AC CTGGC AC AACC ATGCC A 
AGGTGTGTCCATGAGTAACTACACCACACAACAGAGTTGGTATAAAGAAAGTTTACTGGGAGAAGGGAGAAGAGCAAGGACTTGGAGCAGGGGT 
AGAGGCAGGAGAGTGGACATGTAGACAGACGGACAGATGGGAGCAGACTCATGGGGGCAGAGAAGTGGCCAGGAGAGGGAGCAGAGAAGGACAG 
GAAGAGGGAAGAAAGAATGCTGGGAACACGTGGGAACACAGAGAGAACTGGGNNNNNNNNNNNNNNNN^ 

TGGGAGGAGCCTAGTGGAACTGCTGTAAGCTAACAGTATTTATTGTTGTTTTAGTTTTAATTAATTTTCAGATAGAGTATACTGTAGTCCAGGC 
TGGTCTTCAACTTGATAGGTAGGCCAGGCTAGCCTTTAACTTGATCAGGAGTTTGAGATGACCTTGACTTCCTGGTCATCCTGTCTCTACCTCT 
CAAGCGCTGGC ATT ATAG ACAAGT CCCACCAAGGCTGAC AAG AC AGG AG CGGTT C C ACAG ATC C AGAC AG AGGCAG ATG CGGC CAAG AC CCACG 
AAGCTGCAGACAGGACACAAGGCTCTAGAGACATGTGCAGGCCACCACCACCAAGGCCAAGAAACACCAACGGAAAAAGCTGTAGTCCTGGTGC 
TTAATCCCAGCACTCGATAAGCAGAAGCCGGCAGATCTCCGTGAGTTCGAAGCCAGTCTGGCCTACATAGTTGTAAGCCAGCCAGTGCTACAGT 
CTCAGAAAAT AAAGG AAGGAAGAAG AC AGAG AG AGCTAC AG ACAG AC AG AC AGGCTC AAG AG C CTGGG AG AAAG C AGGGCTC ATGCAGATGGTG 
AGGTTAGCTTGCCCGGCCTGGCACTGCTGGACTGTTCAGGAAGCTAGATAGCTTCCCGAGGAGACAGGGACAGAGGAGTCCAGCTACACAGGAG 
TTAAGGTTGGCTCTCCAGCCTTGCCCTGGCTTCTCTCTCCCTTCCCTCCTCCCAGGCTCCCTTTACCCAAGGCCCTGGCATTCCCCCACCCCCA 
CCCTTGGTAACCAGACCCTGCTTCCTGCTGAGATTAAGGCCTGCCTGCCAGATTCTGGGGTGGGGGGGGCAACACCTCCCCTAGGGCCTTCCTA 
AAGCTTGTGCTCACCCTCAGTACCCTGGCAGCCTCTGTGATTACAGGGTTGCTCCAGTGATAGCATTAAGGGAACCCTCATCCCTAGACATGGG 
GTGCCTGTGGAAAAGTTAGGGGGGAAAGGACCGTAGTTTGGGACTGAGTTGTTGTTCAGGACCAGAGGGTAAACGGTACCCATCTTAAGAGGTA 
TTCAGAGTGGCAAAGGGTGACCCTCAACCCGGACATGAGATCCTGAAGCCCTTGACCTTGGAGTAAACCCCGGGTGCTGGCTACTGGGGATTCC 
GACCTCTTGCAGCTGTCGCGGTTGGGGGTGGGGTGTGCTGTCCAGGTGCTGGCCACTGCCCTGCCCTCTCCCTGCTAAGCCGTCGGTTCCGGCC 
ATGGGCATAGCCATGCTCTCTGAGGACTGGCTGGTCTGGGCCCTGAGCTGGGAGGGCTCCAGGGTGGGTGGATAACAGTGGGATGTGAGCAGAC 
CTGAAGGCAGGATTGAGGGGTTATCTTGAGGAGGACTCTGTGTTTGGCATGTTTATGTACA^GGGAGGAACCGGTGTGTGCAGGAACCTATCTG 
GGTTGCCAGTCTGCCTCTGGGCATAAGTGGCCTGACGTACAGGCGAGATCTGAAGTGCATGGTCACTCACCTAGCTGGGAGCTCTTGGGGGAGA 
AGGCTAATTCTAAGTTTTCAGAGTCCCCAGGCCTAGTTGATTACAACCGGCAGGAAATGGTGTACGGGGTCAGGAGGGAAGCAGGCTTGCCCCT 
ACTCACTGAGAGGAGTCTCCTGAACAGGTTCGCTTCTGGCCCCAGGTCCTAGTGGAGGAGGGGGTGAGCATGAGGGGTCTTTTGTGGAGGACCC 
ACAAAGCTAGATGGAAGACAGGGAAGATGTGGGTGGCTGGAAGCAAGAGACAGGCAGACAAGGCAGCACAGCCTGGGCCTCCATTCCCTTCCTT 
CCTCAGGGCAAGGCTCTCGGCCTTTAGAGTCCAAATGAATCTTTTTCACTGACAAGGAAAGCAGAGCTGTCAGGATGCAGGGCAAAGGTCAGCC 
AGAGAGTGAGGCTTGGACTTGGGGGGTTCCCACCAAGCCACCTGTGGAAGATATTGTTTCCCTTTGTCAGGCTTTTGATACCCCAAAGCCTTTT 
AGCTTCTGAGGTCTTTGCTTTCAAGGGCATCCCCCTTCCTTGTTCTCTCCCCCCCCCCAGGGGCCTGAGACTTTCTCACTGAGTCACAGCTAAG 
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GCTCTGACTTCATGGTTTCTTGACTCTGAATCTCTCCTGAGCATATCCTGAGCCAGGGACTCCTTCCTCTGAGCGCCTCGTTCAATCACTGTTC 
TGGCCTCTGTGGTTCCAAGGCAGAGACTTGGCTCCTGGTGCCCTGGGCTCTGGGCCACCAGCCCTACCCACCCCCCACTCCGTTTCTATCCTTC 
ACTGCAACCCTGGGATGGAGGACTTGGTCCTGCACACATGTTCAGGAGAGGATCAGGGCCACTGATGCACCTGAGAAGGGAGAATCTGGCCGTA 
GAGTGTCCACCAGGGCACTGGAACGCCTGCGATGTGGCTTCCCTTGCCTTTCATCCACCTATTCCCTGTCCCTGGAAGTTTCTGACTTGGAGAT 
AGCAGAGAGGAAGAGGGAGGATCCTGGACGTGGGATGTGAGGCATCCTCAAAGGCTATTGTCACCTTAAGTTCTTAACTCAAGACACTGTCGGG 
CCCCAGCATCAACATTGTCTAAGGAGCAAGTCCCAGAAACCCACATGACAGCTTGCTGGGACAGGTGGTGGCTTAGAGGAATGACCAGGGCTGT 
GTGGCCTTGGGAGAGAATCCCTGGTACTCTGTGTCTTAGACTTGAAAGAAGTCTTGCGCACTTGTAGAACAGCACATGGTGAGGAGAACCAGTG 
CCAAGTTGGAGGGCTTAGGCTCAGCCCTAAGCCTGGGGTGGGAGGTGGCAGTCTCTCCCCGCTGCTCCCTGTTTCCCTAATCTTTTGTAAGAGA 
CTATCAGACCTTTTCTTTTGTGTGGTGCTGGGGATGGAGCTACAGTCTCCTACATGCCAAGTGTGTGACATATGTGCGTGCATATATACCTGCT 
ATACCACCATGCCCTCATCCCTTGGCTAGTTTTCATTTACTTGAGTTCTGGAAAGAACGGTGGGGTGGTCATCTACCTCAGACCCTCCGCCCTA 
GCTCTGTGGCTAACAGGGTGTGTGACTTCTGAAGTGTTCTGTCTCCCACGTTGGCCAGGGCCAGGCTATGGGTAGCACGTACTGGCAGGATGAG 
AGAGGGGCTGGGAGCAGCAGCCACAGGGCAGAGAGGGGATCCCAAGGGGGCCTCCTTTCGTCAATCCTGGCTTCCCACCTCTCTAGCCCTGGAG 
ACTGGGAAGGGGGGTTGAGGTGGCAGCAGGAGGTGTCACTGTCGGGGTTCTTCTTCTCACCCAAGCTGGCAGAGGGGCGGGACTGGCAGTGGTG 
ACACCAGGGCCAGTCAGCCCCCGCTTTTCAGAAGCACTTTCTTTTTTGGGTGAAAGAAATTAGAGGGAGTGGGGGGGTGAGAGTGGTGAGAATC 
TGAGGTTAATAAGGCAGGCTGTATCGACCCATCAGGTTATGGGGAAACCATTGTCGGGCCCCCCTCACTCCAAAGATGCACTTCCAGGACCACC 
CAGCTGTGATAGTCATTCCCTTCTGCTCTGAAGAGCTTGTTGGGAGCATAGAACATTTTGTTCCGAAGCAGGGGGATGGGTCACTTGACCTGAG 
GATCAGCGTGGAAGATCAGGGATGGAAAGGCTGAGGAACAAGACTCCATTTGGCCTTTCACAATGGGACACTCAGCAAAAATGCTCCCCCAAAG 
AGTTGTCGGTGTTCAAAAATTTTACCTCCTGGGGAAATCAGTCATTTGAATGAATCCCAGAAATCTATTTTCCACAATAGGGAGCCAAGGGTGC 
AAAGGTCACCTTCTTTCAAGTCCTGGTGTCTCATTTTGACCAACAACACACAGAAGCCTTTATGGGCGAGTAGGGGGTGAGGGAGTGAGGAGGA 
GGCCAGACCTCGATATCTGCTGCTGTCATGGATCCAGGCCTCATTCTCAAGAGCTGTGCTGATTGTCTGCCCCCACCTTTCCCTGGGTCATGTC 
TGCCTCCTGGGGTCCCTAACTTCACCTTCCCCTGGCAGCCTGTGTCTTGGTTCAGCTCTAGTTGGAAGGAGAGTGTCCCCCTGGGTCCCTACGG 
GTGAAGTCCTATTGGGCTGGGACAGAGATGTAGAGATGAAGTCACACCCCAGGGGAGAAGTGGGGTGGGGCAGAGATGAGGGAAAGAAATCTCT 
TTTTAACGAAATAAAACTGCATGGAAGTATTTTTTGAAGCATTCTTTAAGATGTAAATCTTTATATATTTGACATGCAAAAAAAAAATCCATTA 
CACCGTGCTGAGTGAAGAAAAAAACCAAGAACCCACGTGGTAAAGCGGACTGCGAAGXTGATGTAAAATTAGACATCTGTGTGTGTGTAGAAAA 
GACAGAGACACAGGAGGGTCTATACAAGGGAGGTATCCAGAAGGGTTTTCTTAAAATGTTAATACGGGAGGTAGTATGGGAGGGTGGTGGTTTG 
TCTGACTTCTGTTTTTGTTCACTGCCTAGATTTTCTGTACAGAGGATGATTTTAGTCCTGAGGCCAGCAAGATGGCTCAGCAGTTAAAGGCACT 
TGTTGTCCAAGCCTGATGACCTGAGTTCCAGACTCAGAAGCCACATAAGGATGGAAAGAAAGGACTGACCCCACACAGCTGGACTCTGAACTCT 
AAACATGCACCATGGCACAGATGTCCACACACAATAACAAGTAACTTGCTTCCTGGCGGTGACGCCCTCCCTCTGAGATTATGCCTCACrCGCA 
AGGGTCTCCTTCATCACTCTCCAGAAGAGGAGAAGAGGAAACACAAGAAAAAGCGCCTGGTGCAGAGCCCCAATTCCTACTTTATGGATGTGAT 
ATGCCCAGGATGATATAAAATCACCAGTCTTTTTTTAAAATTAATTTATTTATTATATGTAAGTACACTGTAGCTGTCTTCAGACACTCCAGAA 
GAGGGTGCCAGATCTCATTACCGATGGTTGTGAGCTACCATGTGGTTGCTGGGATTTGAACTCAGGACCTTCGGAAGAGCAGTCAATGCTCTTA 
ACCGCTGAGCCATGTGTCCAGCCCAAGTAACTCTTAAACGATACTTTACTTCTTATTTACTTAGTTTTGAGATAAGATCCCCTGTAACCCAGGC 
TGGCCCAAATTGTAGCTGAAGATGACCTTAAACTTCTGATCCTCTACCAACCCTCTCAAGTGCTGGGATGACAGGCATGTGCCACCATGCCCCA 
TCTATACAAAGCTGGGGGTGGAACC AGAAG CGTGGGTGTATGCTAAG CAGGCACTCCATCAGTTGAACTATAT CCCAGAC CC CGGGG ATGCTTT 
TTATTTCAAAAGAAAAGTCCCAATGGATTCATTTTCAGTTAGGAGGTGAGATTCTTCTCAAAATGCAGGACTTACCGTAGTTATTGGAATAGAA 

AATGGAAACAGAGGCACACAGACACCGGTTGGTATAAGGTACACAGCCCCTACCGCCAATACGAATATTTATTTCCCCAGCCTACCGCATCAGG 
CCTGAGGGACTTTCAGGCAAAGGAAGTGACTTACCGAGGTCCTACACACCCGAGTCACAGTCAGAGTCAGGCCTGGGACTGTGAACACTGACAG 
CCAAGCGCTACTTCCCGTGTCTTTCGCTAGCTGTTAGGCTGCCACGTGAACGAGGTTTTGTGGGAGCATTTCAGCCAGCCGAGCCCACCGTGGG 
CTGCTTTGGGTGCAATCTTCTTGGGAGACAGCTTCCAAGTTTCCTCCTGGGCTAGAGGGACAAGCATCATCGTCGGGCCTGGGGGGTGGGGTGG 

gaggctagcgatggggggtgggggcggcggacaagagacagcgagcaaacactttgtgtaaagtcacaaagcctgggcatacaggaggcagcaa 
caaatatctgttgactatggatagtctaagtagctctgagcctgccagaggcgtgagaatgctcagatggtcccatctggggaaagggcctttg 
ctgtgccttccaggactggcggaagttcctgggggagagaaaccgtttctctcctcgaagtttcagagtttcaggtggcaggttgactctttcc 
cagattggggcgacaagagacttacacttaggagtgggggtcggggcttcagtcctcaccaaaagcgaattcgcgctgtattagccacgagggg 
gcggggcggggcggggccaaggtggcggggtgaggggacccaaggagcttcataaagccacagcaaaggccgccgcgccggtagtgacagcgcg 
ggctgcagagaaagcgcaggagcagctgcgcgcctatccaacgcgcgctcaggagccaagcgtcccagctcccgctccagtgaagtttcattgg 
tcttcggacgccgcccgcgtcgccccagccctaaggaccctcgggtctcttcgacggctgctggaaggcgcccagcccgcctcggatgggcatc 
gtggagccgggctgcggagacatgctgaccggcaccgagccgatgccgagtgacgaggggcgggggcccggagcggaccaacagcatcgtttct 
tctatcccgagccgggcgcacaggacccgaccgatcgccgcgcaggtagcagcctggggacgccctactctgggggcgccctggtgcctgccgc 
gccgggtcgcttccttggatccttcgcctacccgccccgggctcaggtggctggctttgccgggcctggcgagttcttcccgccggccgcgggt 
gcggagggctacccgccc'gtggatggctaccctgcccctgacccgcgcgcggggctctacccagggccgcgcgaggactacgcattgcccgcgg 

GGTTGGAGGTGTCTGGGAAGCTGAGAGTCGCGCTCAGCAACCACCTGTTGTGGTCCAAGTTCAACCAGCACCAGACAGAGATGATCATCAGTAA 
GCAAGGACGGTGAGTGAGGTGCGCGCCGAGCGCAGCGAGCTCGCAGGGCGGAGGCGGCGGGAGTCTGGCCTGGGTGGCCCGCCGGAACAACGAC 
TTTGCTCTTTTTTTTTTTTTTTTTTTTTGAAATCAAAATTTGAAGCTGCAGGTTGCTGAGTCTTTGTGTTCGTAGACTGAGCTTCAGTTTTAGG 
AGACGGGGGAGCAGGGTTGCGGGGAGGGCACCGCAAGCTCCGGAGAGCCGCGGGTGCTGAGGGTATCAGAGGGCTCAAAAAGGATGATGCTGTG 
GGCGCAATTAGAAGTTACTTTGGTGCAGAGGAAAGGATGACTCTCGCTTCACCGAGAGTTGGCCGGTGGGGGGTGGGGGGTGGGGGACTGGAGG 
GGGTTAATTTGCTCCTTGCCTCAGTCTGGGATCTCAGTGGGCAGCGAGGAGTGTGTGTTATAGACCTGACTGAGCGCCTTTCGGTCCTTAGGTA 
TTCGGGAAATTGAAGTGTTGGGGGCAGAATATTTTTTGAGATCTCAGTGTGCCTGTTCCTTTGCTACTGCTGTGCTTAGGGTAGCTTTGGTGTA 
TGGGGGAGGGGGGGAGCAGACTGGGATTTGGTGACATGGAGAAGCGGTCGCCAAGTTTCTTTTCCGGTCTTACTTTGAGATCATATGTCTAGAG 
AGGGAGAGAGAGAGAGAGAGAGAGAGAGGAGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTTGTGTAGAGAGGTGGGAAGCAGCA 
AAACTTATAAAGGCACAAATAAATGCCGAGGGCCTGAACGTGCCAAGTTCAAGAGCAGTTGCAGCTGGTGTCCAGTCTTGCACTGTGCTCTTTG 
AGGCTAGTCCCTAAAAATATGTCCACTTTCTCACCCAGCTATTCATCAGTCCAGCCTGGGGGAAGATGGAGGGGGTCCCCTAAGCCTGTTGCAT 
TAGTGGTATGGTTTGTGGCTCAGCCTGCTGCTTCCGGATCGAGTCTCTTTGCTGAAGAAAGAGAAACTTGCAGTTTCTGAGGGGTCATTTATAG 
TATGCAACAGCTCGAGTGGACGCTCTTGTGTCTTATGGGAAGAGGCAGCTACGTTTCCCAGTGAGGACCAGCCAGAACTTTGCCATTAGTGAGT 
TAGGATGTGCGGTATTAGGATGGAGACTCAAAATGTAATTGAGAGATTGCAAGGGTGGGGTTTGTGGGAGGGGGACAGAAACCCTTGCCGGATC 
CCAGGAGGCACTGCTAGAGTATATTCCCTTCGGATGATGTGGGGAGAGGGCAGATAGCTGCTAAGTACAGCTGGTTTCAGGCTGCTGAGTTCTT 
CCTCGCGGGGATGAACTGAGAATAAAACATTTGATTGGTTTTTGGCTCATGCTTCATCCGCAAAGACTTGTGAGGAGTTTCCTCTGCTCCCCCA 
ATCCTTCTCTGAGTGTCTCTGGCAGTGGCCAGGTTGCTGGTCCTAGAGAATGTCTGAACTGGAAGGATCCAGAAGTGCCTGTCTCTCACTGCAT 
AGAGAAACAGAGCTAGAGACAGCAGGGGACTCTTCGGAGGTTCCCCAGCTGGGACCAGGCCTCAGATGGCACCTGTCTGCTCCTTTTTTCTCCA 
TTCTCCACAGCCACCTACACTGTCTGAAAGCCCTGCGTGGTACACCCAAGTGCTTTCGCTTCCATTATTTCTAGGGGAGCCAGGCAGGGCTGGC 
CCGTTTCATACCCACGAATTCTGAGTTGCTGGGATAACCAGTGGCTTACGCTAGTCCCGCAGTAGACTAGGTGGGGCCTCTAACCATGGGACTT 
TCTAGTATGTCAGCAACAGGAGGCCCTCTCATCCCGGGGCCTGGCCAGTCCTCTCAATGCCTTGTCAGGCCTCAGCTCCTCCAGTCAGAGAGAG 
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ATATCACTGGGGCCTGTCTGTCTGTGGGCTGGGTTGCTAGGGGAGGCATTTGGAGGGACACACTCTATATCAGTGGGGCCTGTCTGTCTGTGGG 
CTGGGTTGCTAGGGGAGGTATTTGGAGGGACACACTGTTTATCATTGGCCTGGCTCTATGGACTCCTCTCCTGTGTGCGCCTATAGGATTTTTT 
TCCCATGACCACTTTTGCTCTCTCCCGTTTGGATCGGTGCTCTTATTATTTTAAGTGCTGTAATTGGAACCTGGGGCCTAGTGTATACTAGTCA 
TGTTTTTTTGTTTGTTTGTTTGTTTTAAAGCCAGCTGTGGTAGTGCACCCCTTAAGTAATGCACACGCATAATTGGAAACTAGCCTGTGCTACA 
TAGTAACTTTCCCCTCCCTCTTTGTTTCTCTTTGCTATGTAGCAAAGGCCTCCTTTGAACTTCAGCTCTTCCTACCTCTGCCTCCCCAGTGCTG 
GGATTACAAGGATGTGCCACCACGCATGTTTGACACTCTGTeTCAAGGAATCAAAACTAGTTTACTTTTCAATGCTAAGAATTGAACCCAGGGC 

AAGTACACTGTAGCTGTCTTCAGACACTCCAGAAGAGGGTGTCAGATCTTGTTATAGATGGTTGTGAGCCACCATGTGGTTGATGGGATTTGAA 
CTCCGGACGTTCGGAAGAGCAGTCGGGTGCTCTTACCCAGTGAGCCGTCTCACCAGCCCAATTTCTTATTATGACAAATCACACTGTATAAAAA 
TAAAAGGCCAGGCGTGGTGGCACATTCAATCCCAGCACTCAAGAGGTAGAGGCAGGCAGAACTCTGTGAGTTCGAGGCCAGCTTAGTCTACAAA 
GTGAGTTCGAGGACAGCCAGGGCTACACAGAGAAACCCTGTCTTGAAAACATCAAACAAACACACAAGACCAAAAACCCAAAAAACAAAAATAA 
ACATAAAAGTAGAAAATATATCATCAGGCTTGGCTTTAAAACTATTCAGTATTGGTGTGGTCTTTTTTGTTGTGAGTTATTTTGCTTGTTTGGT 
TTTTGTTTTCTTTTTGACTCGGGGTCTCACTCTACAGGCTCAGCGGGCCTGGAACTCACTATAGAGATGGGGCTAACCTTGAACTTATAGAGAT 
TCCTCTGTTCTTGCCTCCTGAGTGGTGCCATTAAAGGCATTTGCCACCTTGTGGGTATTTTGAGATAGGATCTTGCCTTGCAATCAAGATTGGT 
CAGCAATTGTTGATCTTTCTGCTTTGAATCTTTATGTTTCTCTGAAAATGAATTTCGGTTGAGACAAGATCTTAATTCATGTATTCCAGATTAG 
CCTGGAATTCTCAACCCACCTGCTTCACCCTCGGGAATGCTGGGATCACAAGTGTGCACTGTAACCATGCTTGACTTAAAAGTGGAATTAAAAA 
AAAGGGGGGGCTGGCAAAACGGCTCATTGGGTAAAGGCACTTGCTGCCACACCTGACAACCTGGGTTTGATTGCCCTGTGGGTTTGATTGCCAG 
GGCCCAAATGGTTGAAGGAGAGAATTGACTCCCATAGATTGTTCTCTGAACTCCAAACATACACTATGACATGTGGGTATTGTCCACCACTTGC 
AC CATCC AAGAAAAGAAAAGTAAAAATAAGAAAAACAAC AAC AAAAC AAAACAAATAAAAAACAAAACAAAACAAAAAAAT CAACC AGGGTTG A 

AGGTCTACAGAGTGAATTCCAGGACAGGCAGAGCTATAAAGAGAAACTCCATCTCAAAAAACAAACAAACAAACAAAACAAAAACAAAAAATAA 
AAAAATAGCCAATTACCTAGGTATGGTGGTGTTCGTAATACCTGGCCAGCCAGCCTAGAGTAATCAGAGACCTTTAGGCCAATGAAAGACCCTT 
GTGTTTAGATAGATAGATAGATAGATAGATAGATAGATAGATAGATAGATAGATAGAGTAGACAGACAGACAGACAGTGCCTGAGAAATTATAT 
CTGAGTTGTCTTCTGGGTTCTACATTGACATGGGCACACATACATACGTGCAAGTGCACACACACACACACATGAATAAATAATTTAAAAAATC 
C AATTAG C AC ACCTAAAAAAGAAATTG CTAAATGCCTTCTG AGTGTTTC ATAAGAGTGTGCTAG CATCATGTGTGTGTGTGTGGGGGGGGCAAT 
CCTCATATTTTGGATCCTAAGGCCACACTGCATGACATGGGGTCCCTGTTGGATGGGGCAGTGACTCCCCATCATTTCCTTTGATGCCTCTCTT 
CAGATCAGATCCCAGGGGTCCCATCCTGGAAAGCAGACAGGGAATACCAGATCAGTTCAGCCTTACCAAGCCCTGTGGCCTCTGTATCTTCCAA 
GTTTGAGGTCCAGCTATCTGGGAGGTCCTGGCTGTTTGCTTTTGCTGAGAGTTTTGGGCTCAGAGCAGAGTCCTTTCAGTGCTCCTGCTTTGGC 
AGGCTGGCCTGTCCCTCTGTAGGTTTCAGTGACCTGTAAGTCAGTACCACATCACCCACGGCTTTCTTTCTTTTTGAAAAATTCTTCCATCCCA 
GACCTAGCCACAGCCCCTCAGCCGTTGGTCCTGGGCTGACTCAGTCTGTCCCTGGTCCCTCCTCTCCCACCCACCCTGGGCTCACCCACTAGTA 
TGGATCTGTGGTAGCGATGCTTTTGGTTCTGAGTGAAGAACAGGGGGATGACGGCTGATGAGGGCGGTTCTAGTGGGGCTCAGAGAGGGAAATG 
GAGCACAAGAAG AGTTTGAGGTGAGCCAGAG AAATGGCTC AG AAGTG AGGGTGCTTC CTGT AATCCTG ACAAACTG AGTTCAGAT CCC CC C AC A 
TACTCGTGCGGAGTAGGTTACCCCAACACGCAGGCATACACCTCCCTACAGAATAAAAATAATAAAATGTAATACTTGTCTTTTTCTTTGGTTC 
CCCCTACCAGGGATTTTGAGACAGGCTGCCCTGGAACTCTCTCTGTAGACCAGGGTGGCCTTGAACTCAGACATCTGCCTGTCTCTGCCTCCCA 
AGTGATGGGATTAAAGG CATGTG C CAC CACCTTTCTATTAG AT ATAATAC CTT AAAAAC AAAC AAAC AAAC AAACAAACAAACAAAC AAACAGG 
AAGAAGAGTCTGGAGTCTCCTTGGTGCACTTTTGGAGCAACCCGGGAGCACTGCGTGCAGGCTGAGCCAGTCAGTGTGTAGTGAATGGTAAATA 
CAAATAATAGCCGTAGGACGAAAGGCTTTCTCAGTAGGCAAGAGAGGCCGGTCCCCGTGGGCGTGTGGGTGGGTACTAATTGCTGGTAATCCCC 
ACTTTTCTGGCTGTGATTGGTTGATTATTATAATTAAGATAACTTTGGGGAGAGCTGGTGTTAAGTAGCTCGGTTTGCAGATGCGCTTGGTTAT 
GTGACGTCCGGGTGGCGAAGGCGCTTCCTACTTCATGTGAGGTAGTGCCACAGCGCCTTAGTGTCTTTTCCCCATCGTCTCAACTCTCGAAATT 
TTTAATTACTTTTTTTTTTTTACTTATTATTTTACTTCTAAAATTACTTTTACTTTTTAAATATGTTTTTATGAGTATATGTGTGTGGGAGGGA 
TCATGTATATGCTATbAGTATGGAGGAGCCTATAGAGATTGGAGGTCAGAGCTCCTGGAACTGGAATTATATAGGTGGTATGGAGCCTATAGAG 
AAGTCTAGTACAGCAGGCGTGGTGGCGCACGCCTTTAATCCCCAGCACTCGGGAGGCAAAGGCAGGCAGATTTCTGAGTTTGAGGCCAGCCTGG 
TCTACAAAGTGAGTTCCAGGACAGCCAGGGCTATACAGAGAAATCCTGTCTCGAAAAACCAAAAAAAAAAAAAAAAAAAAAGATGTCAATTATG 
GGTCCTCTGTAAGGGCAGAATGTATTTTTAGCCACTGAGCCATCTCTCCAGTCTTTCATTTCTTTTTCTCTTTTGGTAAGACAGAGGCTCACTC 
CAGGCTAGCCTTGAGCTCCCTGTATCCAGGTTACCCTTGAATGTGCAGCACACCTTTTGCCTCAGGTTCCTAAGTGCTGAGATTTTAAGTGTAA 

TTAATAATTACTCATCTAATGAATGAATGCTTTGCTCATGTGTATGTATGTCTGTACACAACATGGATGTCTGGTGTGCTCAGAAGTCAGAAGA 
TGATGTTGAAGGCAGAGTTATAGGTAGTTGTGAGCCACCATGTGTGTGGGCTCTGGGTATTGAACCCAAATCCTCTGCAAGAACAAGTGCTTCT 
TTTTTTTTTTTTTGTTTTGTTATGAGACAGGGTTTCTCTATGTAGCCCTGGCTGTCCTGAAACTCACTCTGTAGACCAGGCTGGCCCCGAACTC 
AGAGATCCACCTGCCTCTGCCTCCTGAGTGCTGGGATTAAAGGCGTGCACCACCACACCCGGCTATAAGTGCTTCTTTAAAAACAAAAAAAAAT 
ATTTATTTTTATTTTATGTAC AT CGGTGTTTTGC CT ACATGTATGTCTGTGTTGAGTG CTGGAT C C CTTGAAAC AGG AGTTACAGACAGGGGTA 
AGCTGCCATGTGGGTGCTTGGAATTGAAACTAGGTCCTCTTAGAAGAGCAGCCAGTGCTCTTAAGTGGTACACCATCTCTCCAGCCCCCAAAAC 
AAGTGCATTTAATTGCTGAGCCACCTCTCCACCCATGGATTTTTTGTTGTTGGTGGTGCTATATTAAACCCAGGGTCTCATGGATGCTAGGCAA 
TCAATGGTTTTTTTTTTAATTTTTTTTTTTATTTTTTAAGTACTTTGATGTTTTGCCTGCATGTATCTCTGTATCAGGGTGTCAGATCCCCTGG 
AACGGGAG ATAC AGATACTTGTGAGC CGCCATGTGGGTGCTAGGAAT AG AACTTGG AT CTT CTGG AAGAGC AGC CAGTGCTCTTAACCCTGAGG 
TGCCTCGCCAAACCCTAAACATGCACTCCTATACTGAGTTGCGACCCCAATTTAACTTCTCACATCTTTACAAAACACTTGTTTCAAGAGTCCT 
CTTTCTCCTCCTCCAGAGTCTGGGCCCATGGACTAAGAATCTCAAAATCTCTTGGAAACGGCTACTCAGAAAAGCCTAGCTGTTCTTTACCTGC 
TCTGAGGAGGACTCAGCTGGTCAATCCCATGGAAAGTTGATTGATGTCTGAAACTAGTCATTGCTTTGTTGTTGGAGACAGTGTCTCACTGTGT 
AGCCTTGTCTGGCCTAGAACTCACTATGTTCCCTGCCATGTCCCACAGCCGTGTAAAAATCATCGCTAGGCGGGTTAGCCTTGGGGCAGCAGAG 
AGTCATGGGATCTTGACTCTGTAAGTAGTTTTAAGGAGGTCAACTTGGTAGCAGATTCATCTCCACTACTGGTTTCTTCTTAGTAAAGCAACAT 
GTAGATCAGGGAGCTATTTGGGGATTGTAGCTGCTGGTTATTTCAGTAGTGTGTGTGCATATGTGTGTGTGTGTGTGTGTGTGTGTATGTACAT 
GTACAAGTGTGAACATTTGTGTAAAGGCCATTAGTTAACCTTGAAAGTCATTCCTCTGGAATCGTCTCTGTCTGTCTGTCTGTCTGTCTGTCTG 
TCTGTCTGTCTCTCTGTGTCTCTCTTTCTCTGTCTCTCTCTCCAGAATCTCTATATGTAGGCTGGCTTCAAACTCACAGTGATCTGCCTCTGCC 
TCTCAAATTCTGGGATTAAAGGCATGCGCCAGCATGCTTGGTTCATTTATTAATTAATTTGTTTGTTTGTTTATTTTTGAGACAGGGTCTCATT 
AGCCTAGAGTCTACCAAGAAGGCTAGGCTGGTTGACAAGAATCTAAATGTCTCTGCTTCCCCAGTTTTGGAATTCTAAGTAGATGTCACCACAC 
CAGATGTCACCACACCAGGCTGCCTCTTCCTCTTCTCCTCCTCCTCCTCTTCAGTGTGGGCACTGGGTACTCATGTCTTCGTGATTGTGCAGCA 
TCTCGCCATCTTTTAAAGTGAAACTAAGACCCCCCCTCCTTTGCCTTTCACTTACAATCTTCCTGTATCTTTTGTCACCCACTATCGGGACAAC 
AGTAGGACAGATGGACAGAAACCGTAGTGTGGGGTATTCATCAATCTCTCTATAAGCTTCAGTGTCTTCAGGTGTAGAGTTTCAAGACGTTTTG 
TTTCTCCAAGGACTGTCTTGATGAGTTGGCTTGTGCGTAAGTGGAGGATGGATAAACATAGTATGAGGCTGGGTATGGGGCTTAGTGGCAGGGC 
CCTAGCCTAACATCCGCGAGGCCCTGGGTTCTATATTTGGCACCAAAAAGGTGTTTGCTATTCTGTTCCTTTAGAATAGAAAATATGAATGAGA 
CCTGGTCACTAGGTAAGAAAATATATATGTTTTATGTTTTTTTATGTGTATGAATGTTACGTCTTCATGCATGTGTTACAGGTAGTTGTGGCCC 
ATCATGTGGGTGTGGAGAATCAAGCCCAGGTCGTCTGGGAAAGCAGAGCCATCTCTCCAGCCACCTTACCCTCTTAAGACAGAGTCTCCCTGTC 
CCGTAGCTCTAGCTACCCTAGAACTGCATACGTAGACCAGGCTGGCCTCAGACTCATGGAGATCCATTTGCCTTTCCCTCCTGAGTGCTGGGAT 
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TAAAGAC AAGTGC CAAG CCAGG C ATGGTGGGTGG ACCTCTGTGGGTC AGAGGCCAGCCTGGCTCACATAG CAAATTCTAGGATAGC C AGAATTA 
CATATGAAACCCTGCTTCAAAATAATAAAATACGCTAGGCAGTGGTGGCGCACACTTTTAATCCCAGCACTTGGGAGGAGAGGCAAGCAGATTT 
CTGAGTTCGAGACCAGTCTGATCTACAGAGTGAGTTCCAGGACAGCCAGGGCTACTCAGAGAAACCCTGTCTCGAAAAACCAAATAAATAAATA 
AATAAATAAATAAATAAATAAATAAATAATAAATAAGCAAGC AAGCT AGGCAGTGGTG ACAC ACAC CTTTAAT C C CAGC ATTTGGGAGGTAGAC 
CCAGGTGGATCTCTAAGTTTGAGACCAGTCTGGTCTACATAACAAGTTCCAGGACAGCCAGGGTTACACAGAGAAACCTTGTCTTGAAAAAGAA 
ACAGGGCAGGAGAGGTGTCTAATGGCTAAGAGTACTGACTGGCTGCTTTGCCAGGGGTCCTCATTTCAACTCTCAGCAACCACATGGTGGTTCA 
TG AC C ATCTATAGAG AGATCTGATGC CCTTTT CTGG CCTG C AGGTG AAGATGCAGCAG AGCACTCATATATAAAATAAAAT AAAATAAAATAAA 
GT CTAAAATGTTTTTTAAAAG C AACAAATATTAATAAAGAC ATGC AC CAGC ATG CCCAACTCC CTATTTTTTAAACTTATTTTTAT CTACATGT 
ATGTGTGCTTTTGTGAGTTTATGTGCACCGTATGTGTGCAGGTTCTTGTGTAGGCCAGGGCCTGTTGAATCTCCTGTAGAGTTACAGACAACTT 
GTGAGCTGCCTGGTGTGGTTCTGGGAACCAAACCCTGATCTACAGAAGAGCATTAAGCGCTTCAATTTCAGAAACTACAATCTGAATGGCTTAA 
AGTGAATGGGTGAGGGAAATGGATTGAAAATATTCTCCCCACCTCGGGTTTTCCATACTTAGCTCTTGGTCTAGGGATGTAGCAAAGCTGGTAG 
GATTCTTGTCTAAAATTCACTATGTCTTAGGTGGATCCCTAACACTACACAAACTGGGTATAGTGGTGTGCACCCTAATCCTTGCACTTTGGAA 
GTTGAGGCAGGAAAATTCAGTCATCCTTAGCTACATTGTGAGTTTGAGGCTCCTCTAGTCTATAGGTTTCTTGATTAAGAGACAAAAGCTTTCC 
TATCCCATGTGGCTCCCTGAGAGGTGGGATGTGGGACCTAAAGGGATGTCCAGTGAGTGTTTGAATCTGTTGTTCTGACCACACCGCTCTCCCC 
GCCCCCTCCCCACTCCCAGCTGGGGCACAAAGGCAGAGCTCAGTCATTGGAACTGGTGATGCAGAGACTGGGCATGGTGGCTGTGGCAGTGAAG 
GCTGTGGCTAGAGTGGACAGAAGAGATGGTGATGGTAGCGCTTGGAGACAAGACGGCTGTGATGGTGATAATGAAAGTCAAGACTAGCGTAATG 
GCAACTGTGAGTCAGTGGCTGTAACTATGATGGAGATGGTGGGTGTGGTGACGGGAGTGACGATGGCCATGGTCATGGCGGAGGCGTAGCCAGA 
GTGAGGGTGGGAGTGGTGGCTTTGACGGAGGTGGTGGTTTGAGAGATAGAAGACATGGTGAAATCGATGGATATATTAATAAGATTGTAGAGAT 
GGTAGCTGCAGATGTGGTGGAGGTGGTGTCTGTAGAGATGGAGGTAGCGGTGTCTGTATTATGGTGGACATGGTGGCTGTATTGGTGGTGGTGG 
TGGGGTGGAGGTGGTACTGGAGACAACATAGCTGTAATCATGGTAATGGCAACGGCAATGATTGTGGAAGTGATAGTAACAACCCTGGAAGTTG 
TACTGGTGGAGACGGTGTGACCGTGATGGTGGAGATAGCGGT'GAGAATGATAGTGGTTGTGATATGGAGGTGGTGGTTGTCGTGATCGTGATAA 
TGGGGGGCAGCCATGGTGGCGGTGGTGGGGAGGCCTTTGCAGGAGAGCGCTCCCTTTTCTGATGCTTTCACTTTAGAACAAGGGAGGGTCACGC 
AGGGTCCCACCCACCCACCAACCTGGGACCCAAGACTAAGCATAAGAACGATTAGAGCCTTCAGGATGCCTAGGGTGTTTGATGAGTTTCTGAA 
GGCCAGACTTGGGGCAGGGCACACTATAGATGTGACTGGAGTGTGGGACAGGGAGGACCTGTCAGTGACTTCCATGGGGCAGGAGTGTGTTGCA 
GAGCGGGAGAGTCATGGTGGAGCTGTGGAACTCAGGCACACCCACCTTCTGGGACTATCTTTAAAGGGTTGCCTGGTGCCTTTGGCCCATGCAG 
GAAGCTCACTAATGTTAGAGACAGTGGTTTCCAGATAATTATCTAGTAACTGATCTTTTGAGAGGAAAGCGTTATCAAAAGTCTGCAGGCTGGG 
ATGTGGCTCAGTGGTAGAGTGCTTGCCCATCATGCATTAAGCCTTGGGTTTAATCAGCAGCAGTACAGAGGGGTAGGCACTGATTTACTGTGTC 
TGCTGGTGCCCTGCAGCTGACTCTAAGCTACCAACATGACAGGGTTGAACACAGAATTGGGGGCAATGCACAGTAGCCATTGTCTCTGTTCTTC 
AGCTGCCTCAGACAAAGACACAAGTAAGCTCAAGCCGGGGCCACAGTACAACACGTCAGAGCACTGAGAAGAGACTCTTGGGTTGTGTGTACCT 
TGGCTTTTGGTAGAACGTGATTATTGTTAAGTGTGAACAATTTAATTTTGTTTTTGTTTTTGTTTTGTTTTTCAGGACAGGGTATCTCTGTGTA 
GTCCTGGCTATCCTGAGACTTGGTTTTATAGACCAGGCTGGCCTCAAACTTCAGCGATCCTCCTGCCTACTGCTCTTAGGTGCTAAGATTAAAG 
ATGTGTTCTACCACACTGGCTAGTGCAATTTAACTTTAAAAAAAAGATGTATTGCTGGGCGTGGTGGCGCACGCCTTTGATCCCAGCATTTGGG 
AGGCAGAGGCAGGTGGATTTCTGAGTTCGAGGCCAGCCTGGTGTACAAAGTGAGCTCCAGGACAGCCAGGGCTACACAGAGAAACTCTGTCTCA 

TTGGATCACCTTGGAGCTGGAGTTAAAGACTGTTGTAAGCTGACGTGGGTGCTGAGAACTGAACTCAGTCCCCCTGGAAGAACACTATATGCTC 

TTAACCATTGAGCCATTTCTTCAGTCCTATGAATTAATTTTCTGTTACACACACACAGACACACACACGTATATTTAAATTTATTTATTTATTT 

ATTTC ATAT ATGATTAC ACTGC AG CTGTCTTC AGACACACC AT AAGAGG ACTA CAGATC C CATTACAG ATGGTTGTGAG CCACCATGTGGTTGC 

TGGGAATTGAACTCATGCTCTCCGGAAGAGCAGTCAGTGCTCTTAACCGCTGAGCCATCTCTCCAGCCTACATCTATATTTAATAACTAACAAG 

CTAG CTACCTTCTG ACAC ACTTGTCAGTTGGCT CTTGAGGACAAGTGAAGGCCGGCTAC AG CTTG ACACATGCACACAGGTG ACTG CCACTG AG 

CCCTGGCTGATGGTCCCTGGAACTTCTCTGTTCCCCACAGGCGAATGTTCCCATTCCTGTCCTTCACCGTGGCCGGGCTGGAGCCCACAAGCCA 

TTACAGGATGTTTGTGGATGTGGTCTTGGTGGACCAGCACCACTGGCGGTACCAGAGCGGCAAGTGGGTGCAGTGTGGAAAGGCAGAAGGCAGC 

ATGCCAGGTACAAGCTTCGGGAGTGGTGGGCATGCGTTTCCTCCTAGACAGGGCGCCCCCTGGTGGATTACTCAAGCCCTTACCCCGATGTGAA 

GGATTGAACCCTACAGCCTATCCACCCACCTCACCCTTCCTTTGGCTTCTTACCTCTTCTCTAATTTGATTTAACTGAGGTGGGGAGTGGGGGA 

GGGAGAAAGAGACTCACTCTGCTCAGTCCTCTGCCCTTATCTGCCCCTGCTCAGCCTGTCTGTCCTCTCCCTTGCATCTTTCTCACGGTCCACT 

CAGAAGAGGCAAAATCGCACATCTCCAGTGTCTGGTCGATACTTGACAATAAGGTTAACTGTCCACAGGGAACCGCTTATATGTCCACCCAGAC 

TCCCCCAACACCGGAGCCCACTGGATGCGCCAGGAAGTTTCATTTGGGAAGCTAAAGCTCACCAACAACAAGGGGGCTTCCAACAATGTGACCC 

AGGTAGGATTGTCAGACCCACCTGCCTATATGTCTGAGATCTACCCCCTGACATTTGCTAAGACCCACTTTGTACTGTTGGAGTCTCGTCTGCT 

CTCCTCTGCTCTTCTCCTCTCTTCCCTACATAGCCAAGGATAACCATGAACTTCTGTTCCATCTGCTCCTGAGGGTGAGATCACAGGCATGCAC 

CACCAGGCCTGATTGATGTGGTTCAATCAGATATTGCACCAGACTAGACAAAGGTGCTAGCAATTGAGCTGCTCTATGCCCCGGCTCCTTTTCT 

TCCTCTCTATGAGTCTTTCCTACCCATCTTTGGGAGACAATGAGATGGGTGGACACTGGATCTCTGGCAGTGGTTGCTCGTGGGTCAACACAAG "* 

TCAGAACAACATGAGGGCTTCTTCACTAGATCATGATCTGTCACCGAGATGGTCCTAGAGCTTCAGGGAATGGATGTTCAGTGTGAAAGTGACT 

C CATTC ATCCATCTATCC ATCCATCCATCTATC C ATCCATCC AT CCATCCATCTAT CTAT CTATCTATCT ATCTATCTATCTATCTATCTATCT 
ATCTATCTATCTATCATCTATCTACTTATGTAGTTATTTACTTAGTAAGTTACTCAGTTAGTTAGTTGTGGGGGAGTAAGTTGCTATGATGTGT 
TTGTGGAGGTCAGAGGACAACTTGCTGAAGTTGATTCCCTTTTTCTACCACGTGGATCCCAGGGATCAAACTCAGGTCGCCAGGCTTGGCAGCA 
AATGCCTTTATCTGATGAGCCATCTCCACAGACCCAGTCCTGTTTTGTTTTTTTGTTTTTTGTTTTTTTAAATTAAACAACAAAACAAAACCTG 
GAGCTGGAG AG AAG ATTC AGTTGGTAAAGTGTTT C CCTTG AAAG ACAAAGAC CTG AGTTT C ATCCCTAGAAC CTAGGTTAAAAGAG AAAAGAAA 
AGCCAGTTGTAATGGCATGAACCAGTTATTTAAACACTGGGAGCGGGTGGCGGGGACACAGGTGGATCCCTAGGGCTCACTGGCCAGCCAGCCT 
ACTTGGTGAGTTCCAGTAGGGATGCTTAGGGGAAGTTGCATGGTGGTAAGGTGGTCGAAGCCACAAGATGAACTCAGGCATCCTTTCTAGTCTG 
TCTCACTGTGGGGCTAGTAGTTACGTAGGAGAGTGCATCTAGAGATGAGGCCAGCTTGAGGTCAGGAGGACCTTCCTTCCAGCTCGTTCCGTGA 
CCCTGTCACCCCCTGGCCCCTCTCCAGATGATCGTCCTGCAGTCTCTCCACAAGTACCAGCCCCGGCTGCACATCGTGGAGGTGAATGATGGAG 
AGCCAGAGGCTGCCTGCAGTGCTTCTAACACACACGTCTTTACTTTCCAAGAGACCCAGTTCATTGCAGTGACTGCCTACCAGAACGCAGAGGT 
GAGCCCGGGGACGGGCATCTGCCAGAGGGAGGGTGGGACAGACTTCTTGAGGAGGAAGAGGGGACTCAGAGAACTCTATTTGCCCGTCTCTAGA 
TCACTCAGCTGAAAATCGACAACAACCCCTTTGCCAAAGGATTCCGGGAGAACTTTGAGTCGTAAGTGTTCTGAGTTCAAATCCCCTTTGGTCT 
TTCTGAGATGGGACTGTGGTTCAGTGCTCAACATGCCCTGTCTCTGCTTCAGGGGTCTGGGGACCATCATATTAGAAGCCTAATATAGCCTTGA 
TCTCTCTTTCTCTCTCTCTGTCTCTCTCTGTCTCTCTCTGTCTCTGTCTCTCTGTATTTATTTTATTTATACGAGTACACAGTAG CTGTCTTC A 
GACACACCAGAAGAGGGCATTGGATCTCATTACAGACGGCTGTGAGCCACCATGTGGTTGTTGGGAATTGAACTCAGGACCTCTGGAAGAGCAA 
GCAGCCAGTGCTCTTAACTGCTGAGCCATCTCTCTAGCCCCCTCATTCATTGTTTTTATTTTTATTTATTTTTTAGCATGTACGCATCTGTTGA 
TACGAGTGTCCCCTCGCCACCTGGACCCAACTGTCAACTGCTTGGGGGAGACCCCTTCTCACCTCTTCTATCCAACCAGTATCCTGTTCCCAGC 
CGTTTCTACCCCGACCTTCCAGGCCAGCCCAAGGATATGATCTCACAGCCTTACTGGCTGGGGACACCTCGGGAAGACAGTTATGAAGCGGAGT 
TCCGAGCTGTGAGCATGAAGCCCACACTCCTACCCTCTGCCCCGGGGCCCACTGTGCCCTACTACCGGGGCCAAGACGTCCTGGCGCCTGGAGC 
TGGTTGGCCCGTGGCCCCTCAATACCCGCCCAAGATGAGCCCAGCTGGCTGGTTCCGGCCCATGCGAACTCTGCCCATGGACCCGGGCCTGGGA 
TCCTCAGAGGAACAGGGCTCCTCCCCCTCGCTGTGGCCTGAGGTCACCTCCCTCCAGCCGGAGCCCAGCGACTCAGGACTAGGGGAAGGAGACA ■ 
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CTAAGAGGAGGAGGATATCCCCCTATCCTTCCAGTGGCGACAGCTGCTCTCCCGCTGGGGCCCCTTCTCCTTTTGATAAGGAAACCGAAGGCCA 
GTTTTATAATTATTTTCCC AACTGAGAAAATGC CGCTG AATTGGAAGGTG CCCACTAACTTAGAAAACAG ACG CGGGG CTG AGAGC CCCG AGCT 
CTTCCCCATCCCTTCCCTGTATAGTGATTGGTTGGAGAGGAAGCGGGGCAAGAAGGATTCTGGGGTTTACTTCTTGTTTCCTGGCCCACAAGGA 
AATACGACAGGAGTGTCCCCTGCCCCTTTCTCTGCCCGAACTACAGTCACGAAGCTGGTGCTGCTTCTGACCCCATGGTTCCATGGAGAACGGA 
GAATGGACTCCAGAGAGTTTTGGACCCAGAGGGACTTCATGGCTTTCTGCGAGGTGGAGGGGTCGGGGTGGGGAGTCCAGGAGAGCTGCTCTCT 
TCCCCTGTCCAGTCAGTAACTTTCAACTGTTGGTCTGACACCTGTGTTAATCTCTGACCTGAAAGTGAAGATACACGCATTTTTACAACAGCCA 
GCCAAACAGAGAAGACTCAGGTGACTGCGGGCGGACTGGGCCACCTGCGAGGAGACAAGAGAGGGTGGGTGCAGAGGAAGGGTTTGAAGGGTGC 
ACATTTCACCAGGCGAGGTCACTTTGAACCGGTGTGTACACACACGGGTGTCTCTTTTTTATTTCTTCGGGAGGGGGGAGGCTATTTATTGTAG 
AGAGTGGTGTCTGGATGTATTTGTTCTGTTTTGCATCACTTTCTGGAAATAAACATGGACCTGGTAAACACGCCCTCCTTCTGTGGCTGGTCGG 
TAGGAGGTGTGTGTGTGTGGATCAAAGTTTGCTGATCTAGCAAAGTTGTCCTGTGGGCTCTTGATTTTGGGGGGTAACTGCCAGGAACGTAAAG 
TGACCCCACTTAGGGATAAACTCAGAGTATGTCTTGTCCTCAGCACI'CCAGCTGATGGTTCATGCCACCACATGTGAGCAAAGGACCAGCCCCT 
CAGCCTATGTTGCCTGCTCAGAACCCTGGAGGGAGGCAGTGTGGGAGCAAGGTTAGGACCAGGCTGGGTCGGGTGGAGTTTAGGAAAGCCAGGA 
CTCTTGATTTATCTTTGCATCAGTCTCCATTTTTTAGGAGTTTGTTCAAGTGTTAAAGGCATAAGTAGAAATTATACCATGTGATGTTGCCACT 
CTTTTGTAGGTCACGATCAGGCATACACTAGCAATTCCACATGAGTCAGCTTAGTACACACTCGGGCAGGATTAGCGCTTGATGAAGTCCTCAG 
TGTGGGAGCTGTCATTGTGAACTGGTGTGCACTCTCCTCTCTCTTTTCCCCCCACCCGTCTTATTTAGTTTTCATTCATAACCATAAACTTAAC 
TCTGAAATCCAGCTAGACTTGGAGGGGAAGAAGGGAAATATGGGACCCCAGGCACTTCAGTGAGAGCAGAGATTACAGGGTGTTGCGAGCAGAT 
GACGTGGGGGTGCTTTC CTG AGCT ACAGAAGAAATGGTCTGGTGGGTAAGATGCTCGAAAGTCAAAAGAATTAGAGTTGTCCATGGTTGGAAGT 
GGGGATCTTATTTTCCTCCTGGTTTTGCCATTCCTGGACCCCCAAACATTCCATGGCTTCCACGATGTTCATGCCTTCTCTCCCCTTCCCCTCA 
GTCTTGGCAATGCAGGTAAAAAACCAGTGGGAAGGATTAATGTTTGGTCCAGCATTTGCATGGACAAGATGCCAATGACCGGGGTGCTTCAGGA 
TGAAGTTCTCATGCTCAAACTTCTCCCTGTAGATGGACCTGCCGCCAGTGCCACGGTGGTGTGTGACATCACCACCTTGGCACATGAATCCTAG 
AATTACTCTGTGAGAGTAGGAACCCTTACACCCAAATCCTATCTCTCCAGACAGAGCTCAGAGCACGGAAGTTCTCTGCTGCCTTTGGAACTGT 
GTCTACAAACAGCTTCAAGATTATGTTGTAACCCAGGCTGGCTTCCAATTCACGGTGATCCTCCCATCTCATCCTCCCAAGAGCTAGGATTACA 
GACACAAACCACCATGCCCAGCTTTCTAGCTCTCTGTTTCTGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAATTTGAGTCAG 
GGGTAAATGGCTAGTTGCACAGACTGACCAGCCAAGCTTGATGCCTTGAATTCATGCAACAGCTGAATCTGGTAGCACACATCTGCCATCCCAG 
AGCTCCTAAGAG ATGGGAGG C AGAG ACAGG AGGGTGTGCTTGG CAG CTTACCAGATGACTGG C AC AGTAGG AC AGT AGG AAAAC AGTGGGGAAG 
AGAACAGTTTTAACTTGGCAAGAAGAGAACCAACCTCAAAAGATTGCTCTGATTTCCAGGTTGGCCTTACAACATAGACCAGGCTGGCCTCAAA 
CTTACAGAGATCCACCTGCCTCTGCTTCCTGAGAGCTGGGATCAAAGATGTGCCCCACCACAGCCAGCTGTGTATGTGTATATTTGTGTGGGTG 
CCATGGAAACCAGAAGTGGGTATCAGATTGCCTGAAGGTGGAGTCAGATGTGGTTTTGAGCCTCCAGATCAGTGATAGTTTGGTGGGAACCAAA 
CTCAGGCCCTCTGTGACATCATCAGATGCTCTCAACTGATGAGCCACTGCTCCACACCCTAAAATTAAAAAAACAAAACAATTCAAGCCAGTTG 
AGGTGGCAAGTGCCTGCAAACTCAGCACTCGGGTGACTGAGACAGGAAGGCAGACAGTTGGAGACCAACCCAGGCTGCACAGTGAGACCCTATA 
GTGAGGAAAAGAATAAGGACAACTGCAAATGATATCAAATTTTGGTACACTTGAATAACTGACATTACCATTCAACGGGTTAGACAAACAGAAA 
TGGTTTATAAAATTGTGACCCTACAGAAATCACGTTTTTGTCTTAATGAAAATGATTNNN^ 

AAAGGAACGCTGTAAGGTTAAGAAAGGTTTTTTGAGCTAGAGTTATAGATAGTTGTGAGCCACTATGTGGATGCTGGGAATTGAACGTGGGCCC 
TCTGCAGGAGCAACCAGTGCTCTTAACCACTAAGCCATCTTTCCAGTGCATTAAATTCTTTTGTATTCATTTACTTGCTCATTTTTATACGGAT 
TAGTGTTTTGGCTGCATCTATGGCTGTACACTTGGGTAGAGTGCCTGATGCCCACAGAGGTCAGAAGAGGGTGTCAGATGCCCTGAGACTGGAA 
TTTCAGAGGGTTGTGAGCCACCATGTGGGTGTTGGGAATTGAACCTAGGACTCTCCAGAAGAGCAACCAGTGCTTTACCCACTGACCTATCTAG 
CTCCACAGCACAAACTCGTAAGGCATTTCTGCACTATGTTTTAGTCGATACCATCTCTCTTAGGAATTATGATGCTATTTTGATTCATGATCAT 
CCACTTTAAATGTAGGTGTTTCTTTCATCTTCTGTGTTCTGAATATTGAATGGCACATGTTGGTTTGAAGTCTTGTGGCAGGCTGGGAGTGGGT 
ATGTGCATGTGGGTGGATGTTACTGAGGCTCAAACCCAGGGCCTCGGGTGTGCTAGGCAGGCACCCCACCAGAGAGCTACATTTCCAGTCTCAT 
CGATGTTAAACCAGGGGTTCTCAACCTGTGGGTCTCGACCCCCCCCTTCCAAAGCAGTGATGATTACGTTGCGATTCAAAGTTATAGTCATGAA 
GCAACAAGATGATTTTGTGTGTGTGTGAGGGCAGTTCTCACCACAGCATGAGGAATTCTACTAAAGAGTTGCAGCATTAGGAAGGTGGAGAATC 
AGGGCTCTGGATTCTCTTTCACATTGAAGTCTTAAATACTGGGTGATCCTTATCAACTCACATTTAGTAGCAAGGCTCTGGTAGTCCCTTTAAG 
AGCACTTGGGTGTATAGGAGAAGTGGCTATCTCTCACGGGCTTCCCATAGGGTGATCCGGGAGGGTGACCCTGCAGAGAAGCTGGCAGTGGGGT 
GCTGGATCTGACCTCGATTAGCTTATGAAGCCTGAATGTATTGAATGCGGTGGCACCTTTAATCCCAGAGGCAGTTGGCTCTCTGTGAGTTCAA 
GACCAGCCTGGTCTACATAAGTGAGTTTCAGGACAGCTAGGGCTATATATTAGAGAAACCCTGTCTTAAAGAACAACAACAACAAAAGACCCTG 
AGGCCACACTCGCATGCAATCTGTTCCTTAAGACAAAGAACTAACAGGTGCCAGCCATACCTGTTAAGAGTCGTTAACTCTGAGGGAAAAGCCA 
GCCCAGCTTCACCCTCCCTGCCTTTCTCTCTTTGTCTCTCTCTCTCTCTCTTTCTCTCTCTCTCTCCTCTCTCTCTCTCTCTGTCTCTTTCTCT 
CTCTCTCTCCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTGGGACAGAGTTGATGAGAAATACTGGACTGTGGTCTTAC 
AGTTCCACCTTATAGTCGTGTCTAGTGCCTTTTCTGTGCCCCTTGACAGGTAGGCAAGGTTAGACCATGTAATATGAAGCTTGCCCACTGAAAA 
CCTGTAAGTGTCAGAAACTGCTCTCTTCATCTGCATTTGAAGGAATACCTCTCCTCTTTCCACCTTTAAGGATCCATTATGGCTGTGATAGTGT 
AACTGATAGTCTGTGAGCTCAAGGGTCTGAGTGAGCCTTCATGTCCCTTCATGCCCCATCATACTAGACATGGTGAGTATCTCTCCTAATGAGG 
CCACTGTCACTTCTCAGGGCCCCATGTCATGAAGCTGTTGTGAAGGGTGACCTCATCTCGGCTCCTTTCTATGAATCTGTCCATTCTCTCTTAA 
GTTGAAACAGAACAAGTATAGCTTTCCCTCACGGCATCCGGTGGCATCAGGTTGGTAGCTTGACATCGCCCATAGTGGGAATATTTACACTATG 
GGAATAGATCCGTGCTGCAGTAAGGCACAGCCCCTCGCAAAGAGCTTGTTTCGTAACGCAAACTTGAGAGTTGGCATCCCCTGCAATATGAGTG 
CACGGAGAGACCCCTCGTGAGAGGATCCATTCTCCACAGGAAAGCCCCCAGCAGCTGACAGCGCCCTGTGAGTGGGGCAGGAGAATGGAAAAAA 

GTGCTATGGCATGTGCACTGAGGTCAGGGGACATCCTTGGGTATCAGCCCTCCCCTCCCACCTTGTTTGAGACTCTATTATTTTTCTACCGTGT 

GTATAAATTGCTGGCTTGTGAGCTTTTAGGGATTCTCCTGTGTTCATCTATCATCTCCTGGGAGCACAGGGATTACAGGTGTGTGAACTGCGTG 

CCAAGCTTCTCCATGAGTGCCGGGGACATAAACAAAGGTGTATCACCTTGTATGACAAGGGCTCTTACTCACTGAGCCATCTCTCTTGAGCCTC 

TGTGACAAGTGTGACTTTGATTTTCTTTTTTCCATTTTGCCAAACCGCTCTTACTACCTTTAGGCTCCCAAGTGCTGCCTTTCTCCTCCTCTCC 

AGAGAAGGACTCTGTGCTTCTAGGTGGGGATGCTGGTGAGACGGCTCTGGGCGCTCAGCGTGAGAAGCAGACATGAGCATCTTGTCATGTCTGA 

ATTCAGACTTCTGATCATCTACTAGTTCTCTGCAAGGGGCTCAACCCCCTCCTTCCACCGCAGCTGACTGCCCCTTGGGGGATGAATCAGCTCC 

CTCGTTGCTAGGCCTTTTAGAAGACATGCTAATTCTCTGCTCCATTTTGTGCAATGGTGTTATTCCCAAGTCATTCTCAGCCACATAGAAAGCT 

AGAGGGCAGCACAGGCTCCATAAGACCATGTCTCAAAATAATCTGTGAGATCATAGTCCTTATTTTTAAAAATTCTGTCCCCAACCTCTCCCTC 

AGTAGGTCAGGTTTATATGATGGGAAGGGGTCTCCTCTTGTGCCTCACCTTATACCTTATCAGAGCTTGGTGAAAGGGGCTTGTTACATGGAGG 

AGATGGGATTGAGAGTAGCTAGCAGATTCGGGTGGCCTTCAAATGGAGGCTGCGTGAACTGTGTTGTAATGGAGCTGTCAGGGAGATGGGCATG 

TGGGAGGGGTGGGGTCCTTAGTGCTGTGTTGCTATGAGGATACAAGCCATGACCAAAAGCACGTGGGGTGGGGGGAGAAGTTTTTATATTTAGT 

TTACACATTCTGATCTTGGTCTATTATTGAGGAAATATAAGGCAGGAGCTGAAGCGGGGACCATGGAACAATGCTGCTN^ 

NNNNNNNNNN!^^ 

NNNNNmNNNNNNNNNNNN^ 
NNNNNNNNNNNNI^^ 
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AC^GAATTGTCTTCCCAGAAGTGGCACCACTCAGAGTGGACTATGCTCTCTCACAACAATCAGAGTTGCGTACAGGTCAATCAAGTGGAGGCAG 
TCCCTCAGTTGAGATGCCGACTTCCCAAATGACTGGAGTTTATGTCAAGTAGACAAAAATAAAATAAAATTAAATTAAATTAAAGCAAATTAAA 
TTAAAGTAAAATAAAAATAAAATAAAATATAAACACTCTACTAGGCATCTATACTCTCATTTCTCTGGAATCTGAGGCAAGAGAGTAGCCATGA 
ACTCAAAGCAAGCCCAAGGTATTGAGATGAGCGTGAACCTATCTCAGTGCACAGACACAGGAACACAGTGTTAGTGTTGGTGGCCGGAGCAAGA 
GCACAGGAAGAAATTCCCTGGTCCCAGCTGCTCTGAGGTCGTCCTGATGCTCCCTGCGTCCTGCAGCCACTGCAGGTGCTGGCGGCAGCGTCCC 
TTTGGTTTGGAGTGGGCGTCTGAAAGTCTTCAGCACATGTCACTGAGGATATCCTCGCCCAGTCATGGTAAGCAGTCTCTGTGAGCAAGAGGGC 
AAAGACGCGATGTACGCACTTCCTTTTATGGGAAGATGCTACCCAGCTCTTCCCACAGCAATATCGGCTACCCAGGCTGGGGGTGGGATGGAGT 
CAGAGACCACATCTCACCCCTGTGGACATCATTTTCAGATCAAGAAGGTGGTGTTGTCGTTCCTAGATCTTGCTGAAGTTTTTGTTCTCCTTTT 
CCTTTTGAGACAGGCTTTCCTGCAGAGTTAAGGAGACAGTTCTCTGAGACAGGGTTTCTCTATGTAGTCTTGGCTGTCCTGAAACTCACTGTGT 
AGACCAGGCTGGCCTCGATCTGTGTGAAAGCAAAGCTTGTGGAGTTTGCTACTGTATACTCCTAACCATGGAGTTAAAGTCAGAAAGATGGCTA 
GTGATTTTTTTAAAAATATTTATTTGTTTATTTCATGTATGTGAATACACTGTTGCTGTCCXCAGACACACTAGAAGAGGGCATCTAATCCCAT 
TACAGATGGTTCTGAGCCACCATGTGGTTGCTGGGAATTGAACTCAGGACCTCTGGAAGAGCAGTCAGTGCTCTTAACCGCTGAGCCATGTCTC 
CAGCCCCCGTGATGTTGTTCTTCTTGAGGATGCAGGTGCTATTCCCATCACCTATCTAGCATCTCATAATCAACTGTAACTCCAGTCCCCGGGT 
ATTCGATGCCCTCTTGTGGTCTCTGTATGCACAGATATACATGCAGACAAAACACCCATACACATAAAAATAATATAATTTAATTTCTTATTAT 
AAAAACTTTGGGAGCTGCTATGAGTTCAAGTGTGACCTGCTCTTCACATGGAATTCTGGGCAGGCCAGGGCTATGTAGTGAAAACCTGTCTCAA 
GAAACAAACATTACAGAGTAGGTCCATATCTTATGGTGCTCAGAAAATGACTTGTGGTTCATTCTGATTGATCTGCCAGACATGGGCAGTCAAT 
TTGGCTGTGGAGTTGGAAGCTGACTGATGGGCACAATCTGGGAGCAAAAATGAACCCAGATTAGTTTAATTATCCTGGGTGATGATAAAATGAG 
GGAGATAGTTCTTTAAAGGAAATTCATATGAGAGTTCTTTGTCTATCTGTCCATCTGTCTGTCTGTCTCTCTATCTCTCTCTGGGTCTCTCTGT 
GTGTGTNNNNNNNNNNNNNNN^^ 

NNNNNNNNNNNNNNNNNNN^^ 
NNNNNNNNNNNNN^^ 

C AT AT ATG AGTAC AT AC AAATATAGGT ATGTGTGTGTG C ATATACAT ATTGG AGCTGCCAAAATGG CT C AGC ATTTG C AACC AAAT CTG ATACT 
GTAAGAGTAAAACGTAAAAACAAAATTCTAGGCCTTTAGGCCCAGGCTTGGGAATAAGGCCTTTGTCCTTTGTGACTCAATGTTCCAAGGTATG 
CTAATCCTAAAACAGATAGCGACATCCCTCCACCCACCCACTTCCTGGGTTCAAGGAGTATTCATTCAAAGAAAGTCACCCTGACCTACCCTGA 
CCATTGCTGGAACCGGGTATGCAAAGGTGCTATTGTTAGGGGCTCTTAGAAACTGTCTTGAGAAATAACCCTCACAATTACCAGGTATTCCTCG 

TTTCTTCCTTTAAATACCCCCTTATCCAGCTACTCGGGGCGTCAAGGTCCTCTACCCCTGCGTGGTGTATGACCGTGGGCCTGAGAGCGCTCTT 
GAATAAAAATCCTCTTGCAGTTTGCAGCAAGACCGTTTCTTGTGGGTGATTTTGGGGTGTCGCCTCTCCTGAGTCAGAACGTGGGGGAGTCCTC 
ACGTTGTGGGTCTTTCAATACNNI^NNNNNNNN^ 

NNNNNNNNNNNNNNNNNNN^ 
NNNNNNNNNNNNNNNNNN^ 
NNNNNNNNNNNNNNNt^^ 
NNNNNNNNNNNNN^^ 

CTGGGGGAGTGAGGACAGGCTGGTTCCAGAGGATGGCCCACCAGGCAACTTAACTTAATCAGGCGGAGTCTCCCTCCCTCCCCCAGGCAAGTGG 
GCTGCATCTGGGGATCACAGACACGCACATACACCACACATCTGTTCATAAACCCACATGCACATGAGAACACACACACGGTATGTTTGCATGC 
ATTGGCTGCCTTTGAAGACGGTCGTGTTGAAATAGGAGCATCAATGCAGTGTTGGTGGAAGACGGAGCCTTTGAGCAGTGACCAAGAGGGATGA 
AAGTCCTCTCACGGGAAGAGCGGGTCCTTGGGGAATGCGCCCAGTCCTCCTTGTTCTGTTTTATATTTACTCTCACCATCCCACTTTCTGTCAT 
GTGACAGTGCCCTAGCCAGATGGTGCTGTTATGTCCGTGGACACCCAGCTTCCAGAACCGTAATTTAGACCAAGTTCTCTCTGTAAATTACCCA 
GTTGTG AATATTGGC ATAAC AACAGAAAACGGACTGAAAGCTAAATAT CCATTTAC ATGAAACCAAAT C AC AG AAGGG AAT AAAATC CTTCTTG 
TTCGG 

MOUSE SEQUENCE - mRNA 

GCGGCGGCGTCGACCGCGCGCTCAGGAGCCAAGCGTCCCAGCTCCCGCTCCAGTGAAGTTTCATTGGTCTTCGGACGCCGCCCCCGTCGCCCCA 
GCCCTAAGGACCCTCGGGTCTCTTCGACGGCTGCTGGAAGGCGCCCAGCCCGCCTCGGATGGGCATCGTGGAGCCGGGCTGCGGAGACATGCTG 
ACCGGCACCGAGCCGATGCCGAGTGACGAGGGCCGGGGGCCCGGAGCGGACCAACAGCATCGTTTCTTCTATCCCGAGCCGGGCGCACAGGACC 
GGACCGATCGCCGCGCAGGTAGCAGCCTGGGGACGCCCTACTCTGGGGGCGCCCTGGTGCCTGCCGCGCCGGGTCGCTTCCTTGGATCCTTCGC 
CTACCCGCCCCGGGCTCAGGTGGCTGGCTTTCCCGGGCCTGGCGAGTTCTTCCCGCCGCCCGCGGGTGCGGAGGGCTACCCGCCCGTGGATGGC 
TACCCTGCCCCTGACCCGCGCGCGGGGCTCTACCCAGGGCCGCGCGAGGACTACGCATTGCCCGCGGGGTTGGAGGTGTCTGGGAAGCTGAGAG 
TCGCGCTCAGCAAGCACCTGTTGTGGTCCAAGTTCAACCAGCACCAGACAGAGATGATCATCACTAAGCAAGGACGGCGAATGTTCCCATTCCT 
GTCCTTCACCGTGGCTGGGCTGGAGCCCACAAGGCATTACAGGATGTTTGTGGATGTGGTCTTGGTGGACCAGCACCACTGGCGGTACCAGAGC 
GGCAAGTGGGTGCAGTGTGGAAAGGCAGAAGGCAGCATGCCAGGGAACCGCTTATATGTCCACCCAGACTCCCGCAACACCGGAGCGCACTGGA 
TGCGCCAGGAAGTTTCATTTGGGAAGCTAAAGCTCACCAACAACAAGGGGGCTTCCAACAATGTGACCCAGATGATCGTCCTGCAGTCTCTCCA 
CAAGTACCAGCCCCGGCTGCACATCGTGGAGGTGAATGATGGAGAGCCAGAGGCTGCCTGCAGTGCTTCTAACACACACGTCTTTACTTTCCAA 
GAGACCCAGTTCATTGCAGTGACTGCCTACCAGAACGCAGAGATCACTCAGCTGAAAATCGACAACAACCCCTTTGCCAAAGGATTCCGGGAGA 
ACTTTGAGTCCATGTACGCATCTGTTGATACGAGTGTCCCCTCGCCACCTGGACCCAACTGTCAAGTGCTTGGGGGAGACCCCTTCTCACCTCT 
TCTATCCAACCAGTATCCTGTTCCCAGCCGTTTCTACCCCGAGCTTCCAGGCCAGCCCAAGGATATGATCTCACAGCCTTACTGGCTGGGGACA 
CGTCGGGAACACAGTTATGAAGCGGAGTTCCGAGCTGTGAGCATGAAGCCCACAGTCCTACCCTCTGCCCCGGGGCCCACTGTGCCCTACTACC 
GGGGCCAAGACGTCCTGGCGCCTGGAGCTGGTTGGCCCGTGGCCCCTCAATACCCGCCCAAGATGAGCCCAGCTGGCTGGTTCCGGCCCATGCG 
AACTGTGCCCATGGACCCGGGCCTGGGATCCTCAGAGGAACAGGGCTCCTCCCCCTCGCTGTGGCCTGAGGTCACCTCCCTCCAGCCGGAGTCC 
AGCGACTCAGGACTAGGCGAAGGAGACACTAAGAGGAGGAGGATATCCCCCTATCCTTCCAGTGGCGACAGCTCCTCTCCCGCTGGGGCCCCTT 
CTCCTTTTGATAAGGAAACCGAAGGCCAGTTTTATAATTATTTTCCCAACTGAGAAAATGCCGCTGAATTGGAAGGTGCCCACTAACTTAGAAA 
ACAGACGCGGGGCTGAGAGCCCCGAGCTCTTCCCCATCCCTTCCCTGTATAGTGATTGGTTGGAGAGGAAGCGGGGCAAGAAGGATTCTGGGGT 
TTACTTCTTGTTTCCTGGCCCACAAGGAAATACGACAGGAGTGTCCCCTGCCCCTTTCTCTGCCCGAACTACAGTCACGAACCTGGTGCTGCTT 
CTGACCCCATGGTTCCATGGAGAACGGAGAATGGACTCCAGAGAGTTTTGGACCCAGAGGGACTTCATGGCTTTCTGCGAGGTGGAGGGGTCGG 
GGTGGGGAGTGCAGGAGAGCTGCTCTCTTCCCCTGTCCAGTCAGTAACTTTCAACTGTTGGTCTGACACCTGTGTTAATCTCTGACCTGAAAGT 
GAAGATACACGCATTTTTACAACAGCCAGCCAAACAGAGAAGACTCAGGTGACTGCGGGGGGACTGGGCCACCTGCGAGGAGACAAGAGAGGGT 
GGGTGCAGAGGAAGGGTTTGAAGGGTGCACATTTCACCAGGCGAGGTCACTTTGAACCGGTGTGTACACACACGGGTGTCTCTTTTTTATTTCT 
TCGGGAGGGGGGAGGCTATTTATTGTAGAGAGTGGTGTCTGGATGTATTTCTTCTGTTTTGCATCACTTTCTGGAAATAAACATGGACCTGGTA 
AAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA 
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MOUSE SEQUENCE - CODING 

ATGGGCATCGTGGAGCCGGGCTGCGGAGACATGCTGACCGGCACCGAGCCGATGCCGAGTGACGAGGGCCGGGGGCCCGGAGCGGACCAACAGC 
ATCGTTTCTTCTATCCCGAGCCGGGCGCACAGGACCCGACCGATCGCCGCGCAGGTAGCAGCCTGGGGACGCCCTACTCTGGGGGCGCCCTGGT 
GCCTGCCGCGCCGGGTCGCTTCCTTGGATCCTTCGCCTACCCGCCCCGGGCTCAGGTGGCTGGCTTTCCCGGGCCTGGCGAGTTCTTCCCGCCG 
CCCGCGGGTGCGGAGGGCTACCCGCCCGTGGATGGCTACCCTGCCCCTGACCCGCGCGCGGGGCTCTACCCAGGGCCGCGCGAGGACTACGCAT 
TGCCCGCGGGGTTGGAGGTGTCTGGGAAGCTGAGAGTCGCGCTCAGCAACCACCTGTTGTGGTCCAAGTTCAACCAGCACCAGACAGAGATGAT 
CATCACTAAGCAAGGACGGCGAATGTTCCCATTCCTGTCCTTCACCGTGGCTGGGCTGGAGCCCACAAGCCATTACAGGATGTTTGTGGATGTG 
GTCTTGGTGGACCAGCACCACTGGCGGTACCAGAGCGGCAAGTGGGTGCAGTGTGGAAAGGCAGAAGGCAGCATGCCAGGGAACCGCTTATATG 
TCCACCCAGACTCCCCCAACACCGGAGCCCACTGGATGCGCCAGGAAGTTTCATTTGGGAAGCTAAAGCTCACCAACAACAAGGGGGCTTCCAA 
CAATGTGACCCAGATGATCGTCCTGCAGTCTCTCCACAAGTACCAGCCCCGGCTGCACATCGTGGAGGTGAATGATGGAGAGCCAGAGGCTGCC 
TGCAGTGCTTCTAACACACACGTCTTTACTTTCCAAGAGACCCAGTTCATTGCAGTGACTGCCTACCAGAACGCAGAGATCACTCAGCTGAAAA 
TCGACAACAACCCCTTTGCCAAAGGATTCCGGGAGAACTTTGAGTCCATGTACGCATCTGTTGATACGAGTGTCCCCTCGCCACCTGGACCCAA 
CTGTCAACTGCTTGGGGGAGACCCCTTCTCACCTCTTCTATCCAACCAGTATCCTGTTCCCAGCCGTTTCTACCCCGACCTTCCAGGCCAGCCC 
AAGGATATGATCTCACAGCCTTACTGGCTGGGGACACCTCGGGAACACAGTTATGAAGCGGAGTTCCGAGCTGTGAGCATGAAGCCCACACTCC 
TACCCTCTGCCCCGGGGCCCACTGTGCCCTACTACCGGGGCCAAGAGGTCCTGGCGCCTGGAGCTGGTTGGCCCGTGGCCCCTCAATACCCGCC 
CAAGATGAGCCCAGCTGGCTGGTTCCGGCCCATGCGAACTCTGCCCATGGACGCGGGCCTGGGATCCTCAGAGGAACAGGGCTCCTCCCCCTCG 
CTGTGGCCTGAGGTCACCTCCCTCCAGCCGGAGTCCAGCGACTCAGGACTAGGCGAAGGAGACACTAAGAGGAGGAGGATATCCCCCTATCCTT 
CCAGTGGCGACAGCTCCTCTCCCGCTGGGGCCCCTTCTCCTTTTGATAAGGAAACCGAAGGCCAGTTTTATAATTATTTTCCCAACTGA 

HUMAN SEQUENCE - GENOMIC 

ACCATGTTGGCCAGGATGGTCTCAATCTCCTGACCCTGTGATCCTCCCGCCTCGGCCTCCCAAAGTGCTGGGATTACAGACATGAGCCACTGTG 
CCTGGCTGATACTTAACTTTTTTATATGTCAGTTTCCTTGTCTGTAAAATGGGAACAATGGTTCCCACCCAGTTGCCTTCACACCATTGTGAAG 
TCTAATGAAATCAAAGGTATATTGACTAGTCTTAACCAAAAAAAAAAAAAAAAAAA 

CTGC^CCTCCGCCTCCCGGGTCCAAGCAATTCTCCTGCCTCAGCCTCCCTAGTAGGTGGGATTACAGGCACCTACCACCACGACCAGATAGGT 
TTTTTTGTATTTTTAGTAGAGATGGGGTTTCACCATGTTGGTCAGGCTGGTTTCGAACTCCTGATCTCAAGTGATCTGCCCACTTCGGCCTCCC 
AAAGTGCTAGGATTACAGGCATGAGCCACTATGCCTGGCCGGGATATTCTCTTATCTCATCCTTTACCCCTCAACCCAGAGTGGTGATAGGAGG 
AGGGGGTTAATTAGGAAGAACTGGGGTTTTTACAGTTTCCAAACTCACTGGGAGTCAAGGATTGAGACAAAGTACAAGCTAGATTTGGCAACAT 
CCAGGGTCATGCATGGGAACCTGGGAGCCCCATGCCCCACTGCCTATTTGCAGGGCCCTGGGTCTTGGGTGGCCCTAGTTCAGTGTGTGCATGT 
GTGTGAAATGCAAGGTGATGAGGTCAGTATCTCAACTCCCAGTTACTGGTCCAGTTGCTAAGAACTTGCCTGACCATAACCATCCTTTCCCAAC 
T CACAG AATGTC AGGTTCTG ATGCC AGTGATTGG AAAG AAATGGCGGTG AGCAAGGAGAGGGGG CAATGCTGGGC AG CCATG CC AC CTTTATGT 
CCCCTGTGGCCAGAGACGTGGGTCCAGGGCCCTTCTCAGTGCCCAGCTCGGTCCAGCCAGCTGCCCATGGCCCTGGTGGGAGGAGGTAGGCTGG 
ACGCCTTCTGACACTTCCTGGGTAACTGAGCGGGGCAAGCAGCAAACAGCAGGCTCCTGGGGAAATCTCAGACTTGTGTGTCAGAGGGGATCTG 
TGTCTGGGGTGGTAAGTGGGGTTAAACTCAAGGTCAGACCTAGCCAATCCATT'rTCGCGCCAACATGGCCTTGGGTGTCCTCCATTCCAGTGGC 

TTCTGCCTGTGCCTAGGATTTATAAGGAAGGGAGTTGTGGCATGTGGATCCCAGGCCTCCGTTCTACTCCCAAATTTCAGGTGCTAATCTGTGC 
ATGAGTTTCAGTGACCTCAGAAAAGGAAATGGGATTAAGCTGCAATTTAAGGGGTTGTGGGAAGACAGCTGAAAGAATGTCCCAGTGTTCAGTA 
GAGGAGGTGGGAGGTGGCTGTAAACTGCCTAAATCGGGGGAACACTACCAGGAATCTCAAATTGCTGTACAATGCAGACACAGTCAATCAGCCT 
CCACCTACTTAGATCTCTAAGTGCTTAGAGATCACCAACCTGTCCCAGGCTCCTGAGTCTATTACCTCACTCCTCCTTGTTCTCTGCCTTTCCC 
AGGCTACTGTGGTTATGATTTGTGGCAGAAGTTGGGAAGGCAGAAAAGGAGAGAAGGAGGGAAAAGGACAATCTGAGAACAAGCTGGAGGGCCA 
AAGTGGACCCCTTGCAGAGTTGGCAAGATGGCAAAGGGGATGCAGTGGCAGGTGAATTAGTTCAGATGGGCAAGAAATGTAGGATAAGTCAGCA 
AGCTGCCTTTGCGCAGGAGATCCCTAGGTGAGAAGGTAAGAAGGGCTTCCACATGCGGCAGTAGCCTCAGTGTTTCTGGAATGGAGTTTGTATA 
TATGTTGTGGGTGGGGTAGGGGGAACAGAAGAAGAGCTGCAGCATCCTGCCTTTGAGGAGGAAGATGGTACAACAGGAAGGCCAGGAGGTGGGC 
TGCAGGTAAAATGTCGCCGTGAGACAGGGTTGAGGGAAGCAGAGGGCCAGCTGCTGGGCCTGCAGCCTTCTTGCCCCCACTCCCAGCTCACCCG 
CCCACTGCGAACACTCCTCAGCTCCCCCACCCCATTGTGGCCCACAGCCCTGGGGAAGCGACATGGCGTTCTCACCACGGACCCAGTGCCGGCT 
GTGGCTTCTTCCCTCTGACCTATTTTTTAATCATTTGATGGGATTTTTCCCCCCCAAACCAAACCCCCAGCCCCCTGGGCCCGTCAGCTCCACC 
GCGTGTCAAAACCACCCCTGTCACTTTGCGTTGGTTTCTCAGTCCAGCCAGCCCCTCCCCGCAGGGCCTGAGAGCGATGGCTAATTACCCAGCT 
GCTGAACGCCCCCCACTCCTGCCCCTCCACCCCTAGCCCTGACAGAGGGGCCCTGGAGGACTGCTGGGAGAAGCTGGGGCCTCCTCACCCTCGC 
ACTGCTTGGCAGGAAGTCCTTCCTGCTGTCTAACCTCCATTCTTCCCTCTGTGCTGCCCCTAGTGGTGCTGAATCGCAGACACAGAGGCTGTTG 
GTACTATAAGGGTCTTTGGGATACCTCCTTAAGGGACAGAAAGGGGCAACTAGTCTTCTGTCCTGGGTTTAGGGATGTCTTCTGTCACTCTGGC 
TGTCTAACAGAATTGTAGGGGATGGTCCTTGCTGTCTCATTTTACAGAGCAGAAAACTGGGACACACAGAGGGAAAGGGCCTAGCCCAAGGTGA 

ACCCCCACATACCAAGTAGGTCTGTTTCTGTTTCTGTGCAACTCCGCTGCCAGCCCTGAGCAGGTGTGTTCCCTGCCATGCGCTCTCTCCCTTG 
CCCCCTGGCCACACAGAGCTTCACCCTGGCATTTCAGGGCTGGGCAGCTTGCTTCAGGCACTATTTAGGAATGGGACTCTTTCCCCCAATACCA 
CCCATGCCCTTTTCCCTCTTCCTCTCTCATTCATCCCTAACCAAGTCCGTAAGTCTGCTCTGTGTCACCCGCACCCTGAGACATTAACCAGGTG 
GACAAGGCAAAAAGCTCTAGGCCAGACACAGGAAGGCCAGAGCCAACTCACAGATGAGGCCTAGTCCCAGATGGACAGATAGACATGGAGGAGA 
TACATGGAGCGCTGGATAGCCCTGGAGACACGGACAGTGACATGAAGATGCAGAGACAGACACAAACACGCTACAGAGACAAGGCAAGTTCCGA 
GGCCCACAGGTAACAGACAGACACAGAGACGCAGACAGAGGCACAGAACCTACACTCAGGACCAGCGTGCAGACCTCTCACAGGTCCCAGGGAT 
AGGAGTGGACGTAAAGAGGATACACAAGACGCAGGCAAAAACACAGGGACCCAGAGAGGGGCCGAATCAGACCAGAGGAACCCAGACACTCAGG 
AGCCCTGAGAGACATGGGCACACAGGGCTGCCCACAGATCCCAGGAAGCCAGAGAGAACCTTGGGGAGAGAGGAGGCCCCAGGGGGTGGGTGGC 
CCTCTGAAGGACAGCGAGGCCTGGCCTGGCAGAGCCTGACTGTGCCAGGAAGTCATGCCAAGATGGCAAGATGGGAAGCAGAGAGGAGCTTGGC 
AGCGTGGGGGTTAACCCCTCAGCCTGTGCCCTCCCTCCAAGTCCCTTTTCCTTGGCTCTTCTTTTTCTTCCGTCCTCTCCCAGCTCCTTTTACC 
CAAAGCCCTGGATATTTCCCGCCTCCCCAGGCCAACTCCTGGTAACCAGACCCTGCTTCCTGCCTGAGATTAAGGGCCTGTCTGCTGAGAGGCA 
GGAAGGGTGGGGGCACAGCCTCTCCCCAGTGCCTCCTGAAGCTTGGGCTTGCCCATCCATACTGTGGCATGGCCTCCTGATAACAGAGTTACCC 
AAGTACCTGATGTCTGAATATCCGTTCAGGAGGGCGCAGGAGCCCTAGCCTGGGAGTGCAGCGGGGGCGGCCTACTGCATGCGTGGGTGTGCAT 
GGAGGGTGTGGGTCTTATGTGAAATGCTGGCAGGGGTGAGAGCAGCTAGAGATAGAGAGAGGATAGATGATTCAAAATAAGATGCCACGGAGAA 
GGAGGACTGAAAGGCACCCAGGCCTGGCCTGGAGCCCAGGGGTAAGGGCCGCTCAGGCTTGGTGGGGGGTGTGTGGGGAAGGGTGACCCAGCCT 
GCAGATGAGAGCCTGGAGCCCTTGACCTTGGGAGGAGCCCTCTGTTGTGTGTTCACACTGACCACCTGGTGCTGGGTGCTGGGGACTCGGAACT 
CCTGCAGCTGTCACGGGGCGGGGGGGTTCTACAGGTGCTTGTCCCTCCCCTTCCCCCCTCTCTGGCTGTTAATCTGATGGTTCCGGCCATGCCC 
TCTGAAGGACTGGCAGTCTGGGCCCAGAGGGGGAGGGGATTCAGGGCACGCGGGGTGGGCAGAGTCAGATGCTGAAGGAGCTCTGGGATGCTGG 
ATGTGGGGCAAGAGCAGGCGGTGGGGCTGCAGGGACTGGATCGCAGAGATTTCCCTAGCATAGCTCTGCATGGGGTGTGTGTGCACATGCGTGG 
ATGATGGCGTGTGTGCACGTGGTGTGTTGTGAGTCTACACCCCAGGAGCAAGAGGGCTGAGGGGGTCACTTTGCTAGGAGCTCTTTGGGGGCAG 
GGACTGACCCTAATTTATCTTTGTGATCCCAGATCTCCAAGGGCCTGGCTTATCCCAGCGCTCAGGTACCCAGGGAATGGTATATGGGTATCAG 
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GAGGGGAAGCCTGTCCCTTTCTAATATGTGAGTCTTATGAACAGAGGGGCTCTCTTTTGGCCCCAGGCCCTGAGTGGAGGCTGAGGATGGACCT 
GAAGGACACTTTGTGGATGAGCCACTAAGCCAGAGGGAGGAAAGGGCAGGTGTAAGTGGCTGGGAGTAGAGGAAAGAGGGCTTAGCACAGTTTA 

TGACAAAAAAAAGCCAGAGAGGTTAAGATAGTTTAATAGGTAGCACAGCCAGTAAGGGTTGGGATTGAGGTTCCAACCCAGCCACCCAACTAAG 
TCTCCCCACCCCATTTCTCTCTGCCCCAGCTCCAGCACCCCCAGGCCTCTCTGCCTCTGCAGACTTTCCTGCCATTGGCCCATCTCTGTCTGTC 
TCCTTTCTTTCATGCCCCTCTCGCAGGCCCAGCCTGAGACTTTCCCACTGAGTCACGATCTGGGTCCCTGACTTTGTGGTCCCTGTCCCTCTCT 
GGGTCTAAATCTTTCTTTCAGAAATGCACCCTAAGCCTCTCACTTTGCTCTCTCTTTCTTTTCACGCCTTCTCCCCAACTCGCTGCCCCCTCTC 
TTTTACTATCTACCCTCTCACAGCCTCTAAGGCTCTGCCCAGCAGGGTGGAGGGTGGAAATCCTGGGTCCTGGTGCCATGCCATGGTCCACTAA 
CAGTTTCCAGTAGGCTGGGCGTGGTGGCTGATGCCTGTAATCCCAACACTTTGGGAGGCTGAGGCGGGCAGATCACGAGGTCAGGAGATCGAGA 
CCAGCCTGGCCAACATGGTGAAACCCCATCTCTACTAAAAATACAAAAAATTAGCCGGTCGTGGTGGCATGTGCCTGTAGTCCCAGCCACCACG 
GGAGGCTGAGGCAGGAGAATTGCTTGAACCCGGGAGGTGGAGGTTGCAGTGAGCTGAGATCGCACCAGTGCACTCCAGCCTGGGTGACAGAGCA 
AGTGACTCTGTCTCAAAAAACAAAACAAAACAAAACAAAACAAAAAAACAGTTTCCAGTAATAGCCGCTCGTCCCCAGCTGGCCCACCAAACCC 
ATCCAAGAGCCTTCCAGGTGCCTAGGGAGCTCAGCACTCCATACGTTTTCAGGAGAGGACCCAGGTGGCTGGTAGACTCTGGGGTGAGGAATCA 
TCTGGTCCTAGAGCATCAATAAGGAAATCTCAATGCCTGCAGCCACCGTCGTCAGGCATGAAACGTCCTGGACCGCGCTCAGTGTGCATACCCA 
GCAAGCTCAAGGCACACTGACTCGCAGGATGGGACTTGGAGATGGGACAGCAAAATGGGAGGGAGCCTGAGAGTGGGGTGCATGGACTCCCTGA 
AGTCCAACGCATCACCTGGAGTCCTTAAACATACAGATTCTAGAGACCCGCGACAGGCGTGGGCCTCAGAATCTCTAGAAGCAAGTCCCAGAAA 
TCCACATCGTTGTGGCTTCCTGGCATAGTGTGCAGCCCACAGGTGAAGCAAGTGGTGTGTGACCTTCGGGGAGCCTCTCTCATTTTGAGTCTTC 
ATGGGAAACAGTTTGAAAGGAAGCCCTGAACGTTTGCAGAGGACAACAGCGTGGAGAGAAGCAGTGTCTAGGCTGTGGGATTAGGCATGATTTT 
CTTTTCTGTTTTCTAAACCTTTTCTTTTGTTTTTCTTTTTGTTTCTTTGAGACCGAGTCTCCCTCTGTCACTCAGGCTGGAGTGCAGTGGCACA 
GTCTCAGCTCACTGCAACCTCCTCCTCCTGGGGTCAAGTGATTCTCTTGCCTCAGCCTCCTGAGTAGCTGGGATTACAGGGGCCAGCCACCACA 
t CCTGCTAATTTTTATTTTTGTTTTTGTTTTTGTTTTGAGATGGAGTCTTGCTCTGTCTCCCGGGCTGGAGTGCAGCGGCACGATCTCGGCTCAC 
TGCAACCTCTGCCTCCTGGGTTCAAGTGATTCTCCTGCCTCAGCCTCCTGAGTAGCTGGGATTACAGGCGCCCATCATGCCCAGCTAATTTTTG 
TGTTTTTAGTAGAGATGGGGTTTTGTCATGTTGGCCAGGGTAGTCTAGAACTTCTGGCCTCAAGTGATTTGCTGGCCTTGGCATCCCAAAGTGT 
TGGGATTACAGGCATGAGCCACCACGGCCGGCCTGTTTTCTAAACCTTTTCCAGTGTTAGTATGATTCTTCCTCATTCTTGTGGGAAGAGCACT 
GGCCTGGGAGTCAAGAGACCTGGGTTCTAGCTTCAGCTCTGGCACAAATGCACTGTGTGAGTTTGGTGTCTTATTCCATTTTGCATAGTTACCA 
TCCACCGTGTCTCATAAAATGTGATGCTGGTTGGAGGCCATGTCTCTCTCATTCCTGGACAGTTATCTTGTGTTTCTTCACTCCGGTCTCACCA 
GGACCAGCCTCATAATGCTCCCTGTATTGATGGGATAGAGAGGGCTGGGAGGAGCAGCCATGGGGAAGTGAGGGGATCCCAGGGGGCCTCATCT 
CCTCACTCCTCTTCTCCCACCTTTCCAGCCCCAGGGCCCGGGAGGAGGGTGAGGTGGCAGCTGGAGGAGAAGGTGTCACTGCCAGGGCCCTTAT 

AGAAATTGGAGAGAGGGGGTG AGAAAT CGGGG ATTGAGG AAC CAGGCTGTAAGACC CTATAAC AGCCTGTC AGGTTCT AGAGAGACCACCCCC A 
GCCTTCCTCTTCCTCCAGAGGCATGGCCCCAGGGCCACGTGATTCTGAGATTCATAATTCCACCTGCCCCAGAAAGCTGGGTGGGAGCTCATGT 
CATCCTGTTCAGAGGCAAGGGGATGAATCACTTGACCTGAGGATTAATGTGGAAAAGAGGAGGGGGAGAGAGAGGGAGGAGCAAGACTCCATTT 
GATCTTCAACAGCCAAGCACTGAGCAAAAATGTCCCCCAAAGGGGTGTCAGCATTCAACAGTCTCACATCTCCTAGGGAATCAGTCATTCAGGA 
GGGTCTTACTGAAAGCTCTCATGTTTCCCCAAAAGTAGTGAAGGATCCCAAGGTCAGCCTCTCTTGCAAGCAATGCTGCCCCACTTTGAACATC 
AGGCAGAAACTTCCCTGTTCCTTAAGGTACGGAGAAATGGTGGGTAAGGTGTTGGGGAGGAGGCCAGTCCTGTGTTTCTGGTACTGTCATGTAT 
CCGGTCTCCAACCTCAAAAGATGTGGTGATTCTCTCTCCCGCAAGCCTCCCTGGGTCATGCCCACCTCCTGGAGTCCCCAGCTTTGCCTTTGCC 
TGCCAACTTGCCTCTTGGTTCAGCTCTATTTGGGAGCAGAGAGTCCCCATAGGCCCCTAAGGGTGAAGCCCTGTCAGGCTGGGACAGAAATGTA 
GAGCTGGGGCCAGTTCCCAGGGGAGAACTGGGGAGGACTGGGGTGAAGGTAGAGAGAGGAGAAGTTAAACTTTAACATGACAAAAATATTAAAG 
TATTTTTCAAAGTACTCTTAAAAATGTAAATCTTTATCTATATACTGATATGCAAAATATTCCATGACACCTTGTGGAGTGAAAAAAAAGTACA 
CATTATAAAGCAGCATGTGTAGTGTTTATATAAATTATATATTTGTGCATGTGTGCAAAAGACAGAGACAGAGAGTATATAAGGAGTGAGGTCT 
CAGAGGGTGTTCACTGAAATGTTAATCCTGTTTGGCTTTAGGGGGTGGAATTTGGGGTGATTTATACAGTCTCGTTTTTACTTTTCTGTGCTGC 
TTAAATTTCCTATATAAGTATGTTTCATCTTTATACACAGGAAAACTCCCAATGATGCTATTTTCAATTGGGGGGGGGGAAACGGATAGTTTTC 
ATCATAAAAGGAGTCTAATACATTAGTTAACATAAAAGGAAAATGGAGAAAGAAAAGCCTCCATCGTCCTATCTCCGAGGCAGCCCTTCAGAGC 
ATGTGGTGGGTTTCCTTCCTGTCAGCCGGCTCTGAATCTGTTCAAAGCAGCTTTTCCATCCAGGTATAATAATAGATTGGAAAGTGCTGCACAC 
GTACACCCTCTCATGTAAGGCTTGCAGCGCCCCTGAAAAGTAGATCTGTTTATTTCGCCCAGTCTATGGATGAGGCACGTGAGGTTGACTTTCA 
GGCAAGGAAAATGACTTGGCTGGGTCACATATACCTGGCAGGCAGAGCCAGACCTGGGACTGTCAGCACTGGCAGCCCAATGCTACTTCCAGTG 
CCCATGACTGCCATGCAGGGTAGGGGAGCTTTTGTGGGCCCTGCCAGGCCCAGCTCAGGGCCCTGCAAACCCCTGGCTGCTGCTGATGCAGTGC 
GCTTTAAGGAAGATTTCCTGTTGTCCATCAGGTTCCAGGTCTGCCCCCAGGGCTAGAGCTACAAGATGCAGCCAACTCAGCACATGTGGACCTC 
TGGTGGGGAGAAAGAGGGCAACCGGAAAGGTCACTTAGCACAGAGTCTGGGCACACAGTAGGTATCAATAAAGATCGATTGAATGTTCATGGTC 
AAAGTTGCTTCTAGTGTGCCCGTGCTCCGAGCCTCTGAGTGCCAGGAGAATGCCCAGCGAGTCCCACTTGGGCCATCTCGGAAGGCTTCCTGTA 
GGAGAGGGCCTTTGAGCTGAGACTTCAAAGCTGGGCTGAATTTCCCCGAGGGTCCAGAAGAGAGCCACGGGCTGGTGTGTCAGGCAGCGGAGCT 
GACACTCCCAGAAAGCAAGATCTTCGAACTACAGGGTGCGCGCAGGCTCTCGCTTCTCTCCACCATGGGGGGCCCTGCAGTACTCGCCAAGAGC 
GTAGAATTTGCCTAGTATTAGCCACGAGAGGGCGGGGTGGGGCGAGGCGGAGCAGGGCCGAGGTGGCGGAGTGGGGGGGAGCCGGAGAGCTTCA 
TAAAGCCACAGCAAAGCGCTGCGAGTCTAGTGACAGCGGCCCGCTGGAGAGGAAGCCCGAGAGCTGCCGCGCGCCTGCCGGACGAGGGCGTAGA 
AGCGAGGCGTCAGAGCCCGGGGTCCGGTGGGGTCCCCCACCCGGCCCTCGGGTCCCCCGCCCCCTGCTCCCTGCCCATCCCAGCCCACGCGACC 
CTCTCGCGCGCGGAGGGGCGGGTCCTCGACGGCTACGGGAAGGTGCCAGCCCGCCCCGGATGGGCATCGTGGAGCCGGGTTGCGGAGACATGGT 
GACGGGCACCGAGCCGATGCCGGGGAGCGACGAGGGCCGGGCGCCTGGCGCCGACCCGCAGCACCGCTACTTCTAGCCGGAGCCGGGCGCGCAG 
GACGCGGACGAGCGTCGCGGGGGGGGCAGCCTGGGGTCTCCCTACCCGGGGGGCGCCTTGGTGCCCGCCCCGCCGAGGCGCTTCCTTGGAGCCT 
ACGCCTACCCGCCGCGACGCCAGGCGGCCGGCTTCCCCGGCGCGGGCGAGTCCTTCCCGCGGCCCGCGGACGGCGAGGGCTACCAGCCGGGCGA 
GGGCTACGGCGCCCCGGACCCGCGCGCCGGGCTCTACCCGGGGCCGCGTGAGGACTAGGCGCTACCCGCGGGACTGGAGGTGTCGGGGAAACTG 
AGGGTCGCGCTCAACAACCAGCTGTTGTGGTCCAAGTTTAATCAGCAGCAGACAGAGATGATCATCACCAAGCAGGGACGGTGAGTGCGGCGCG 
CCGGCCCTTGGGGCCTCTGTGCCCGCGCCGGAACAAGAACGTCTCGTCTGTTTTTCTGGCTCGACAATGCTTCTGACTCCGTGTCCCTCACTGC 
TTTGGCTTCAGCGTAGGGAGACAGGGGAATGGGGTTGTTAGGAGGACAGGGAAAGCTCCGGAGGGGCGTCTGTGGCCAGGCTGTTGCACCAACA 
GCCAGAGGACTCACAAGGGAGACGGGTGAGTGCGGGACAGTGAGAAGTCACCTTGATTTAGGGGAAGGGTGACTGTGGCTTCACCTAGAATTGG 
TGTGCGCCCCTGCCCCACTCTCTACTGTAGAGGAGTCGCAGCGGGCAGTGAAAGCCTGTGCTCTGGGCGGACAGGAGGCCTGGGCCTCCTGTGT 
GGGAAACTGGAGGGGAAGGGAGCCCCTTATCTCCGGGCCCCCTGCGCCCACCTCCCCCGGCTCCTTTGCTGGTGGTGTGCTCAGGTCAGCTTTA 
GTGGTGGTAGTGGTGGTGGTAGCGGTGGTGGTGGTGTGTGTGTACGGGGGGAGATTGGGATTTGGTGACATGGAGAAGCAGTCGGCAAGTTTCC 

TGTGTGTGTATGGGGGCTAGTGCAGTAAAGCTTGTAGGGGGCACAGATCGCTTCCAGGCACAAATGCCGACGGGCTGGGCAGATGAAGCTCACC 
CAGGGGTCCAGCCTGGTAGCCAGCCCCACACTGCACCCTTTGAGGCTGGTCCAGTGAAAACCTTGCCCACACTCCTGTCCAGAAATTCACCGGT 
TCAGCCTGGAGAAGTGGGGAAGGGGTGTCCCATGGCTTCATGGCTCAGGGTTCCTGAGCCCCGTGCGTGATGGGGAGAGTTTGGGGCTGAGGGT 
GCTGCTTCCGGATAGAGCCTCCTGCGCAAGGAAAGAAACAGAAACCTGTGACTTGTGTGGTATTTGTTTAGTAAGCAACCCCCGGAGTGGACTG 
TGTCTGATGTGGGCTGTGCGCACCCACCCTTCCCAGTGCGGCCCATGTGAGCAGGGGACCAGCGAGGACCAGTGTGGAAGGGCTGTTGTCATTG 
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GTGGACCTGGGATGCTGGGTCCt^GGTCCGAGAGGTGTGGATACCAAACGTGGGGCTTGGGGTGGAGGGGAGAGGGAGAAGGCCATGTTGGACC 
CCAGAGGTTGGTATTCGATCTGGGCATTGCTGGAACATTCTTCCCTCCAGATGATTTTTGTGGGGTAGCCTGGGACTGGGGAACCTGTTGCCAG 

TAAGCCTTCTGATAATTTCTCTCTGCTCCCGCCAACCCTAGTCACCCTTTGGGTGTACCCAGACACAGCCCAAGCTTCTGGTCCCAATGTGTCT 
GAATTGGAAGGGACCCAGAAGATCGTGTCCGTCTCACTGCACAGACAGGGAAACAGGCCCAGAGATAGCAAGAGACTCTTCCAAGGTCACACAA 
CACACTCATTGCAGGCAGAGCTGGCACTACAGCCCAGATAGTATTTGCTTGGGTTTCTTTCTCTGGCCCCCTACGGCCACCAGTAAAAACAGCC 
ACCCACGCTCTCTGAAGGCCCTGATGCATTCAGAGTGCTTTCACTTCCATTATTTCACTGTGCGTTAGGTAGGCCAAGCAGTCTCCCCATTTTA 
CAGTTGAGGTCACTGAGTTGCAGGGTCAGCTAGGGGCTTGCACTCCATCACACAGCAGACCAGAAGTGGGGCCTCTTAACCTTCCACTCTGTTG 
TGTGGTCAGGAGGACTTCCCACCCTGGGCCCTTGCTGGGGTCTCCCCACAGCCTCTGCCAGGCCTCTGCCTCCTCCTGCCAGTCTTGAGGGATG 
GGGTGGATGGAGCATCAGCCAGCACTCTAGGGAGTTGGCCAGTGCTAGGGGGCTGCCTCTCTGCCTGTAGAGCCAGCTTCAGGGAGGCTGTAGA 
GCAGTTCAGGGAGGCACTTGAGGGGATGATTCTCGAAGTGTGTATCACCATCTCTACTCCCATGGCCTGCTTTCCTTGGTGTTGCTGCTGAGTA 
ATTCTCACTTGACAAGTTTTTTTGTCCCCCTTTTAGATACATACACTTACATTTTTTTATTATGAAAAATTCCACTACATACAAACATGGACAG 
AAGAATGTAACAGACTTCCATCCCCAGCTTCCACAGTTGTCAATATGGGTCCAATCTTGTTTCTGCATCCTCACTTCGCTTCTTCTGTCTGCAA 
CTATATTAGTAATATAGTAATTACTAAGTACATTCTAGATATTATTTTATCTCTGCACCTCTAAAAATGACTTTTTAAAATGAATGCATTACGA 
TTAGCAAACCTGAAAAGAATTTCCTAAATATCACCAAGCTTCTCTGATTGCTTCATAAATGTGTGTGTGTGTGTGTTTTCCAATCCTCACACTT 
TTTGCTCCATTCTGAGGGGCTCCATACGCGGGGTCCCTGTTGAAGGAGGCAGTGGCTCTTCACTGTTTCTTTTGGTGCTTTTTCTTGGATCAGG 
CTTCATAGACCCCACGCTGCCATGGAGGGGACAGAGGACACACAACCCCAATTCAGTCCCACTAGCCCCAGGTTACCTCCATACCTTCTCAGCT 
TGGGCTCCTGAGATCTGGGAAATCAGTGGCCATTTCCTCTCAAAACAGGCTTTTGGGCTTATAGCACAGCTTCCTTTCCGTCTTCCTGCTTTTG 
TGGGCTGGCCTATCCCTCCGTGGGTTCCAGTGACCCACCAGTCACACCACATCACCCATGACCTTCTTCCTTTTTGAAAGGTTCTCCCACCTCA 
GGCGCACCTACAGCCTACAGCCCCACGGCTTTTTGCCTTGAGCTGACTCACGCCGTCCCGGATTCTTCCTCTCCCACCCACCCTGGATCTATCC 
CTCGGTATTGACCAGCGCCAGTGGCATGCTCTTCCCAACGGGCAGAAATGGGGCAGGGCACAGGGGGTGATTCCTGGGTCTGGAGATTGATCAA 
GGCAGCTCAGATGGGGCTGAGAGAGGGGAACTGAGAACAAAACGGTGGATTATCCCAGTAGGAGACTTTGGTGTCTACGTTTGTGTCTGGAGAT 
TTGGGGCAGCCTGATAATGCCCCACACAGGCTTGTGCGAGGGTTTCTGTGTGGCAGTGTGTGTGTGTTGCGAATGTGTTGGCGAGTATATAATA 
GTTGATGGTAGACATTCTCAGTAGAGGAAGAGAGAGGCCTGTGTCTCTGTGGGTGTGTGGGTGTGTATTAATTGCTGGCAATCCCCACTTTCTG 
GGTGTGATTGGTTGATTATTATAATTAAGATAACTTTGGGTAGCTGTGTTGTGTTAAGCTCAATCTGCATTTGGATTTGTGCATGTGAAGACAG 

ACTTTAATTTTTTTATTTGTAATATTTTTCATGGGCCAGGAAGTGGACTTGAACCTCCCACATAGATAACTTTAGTCGATAACTTTCTACATCT 

AGTGATTCTCCTGCCTCAGCCTCCCAAGTAGCTGGGATTACAGGCAGAAGCCACCAAGCCCAGCTAATTTATGTATTTTTAGTAGAGACGGGGT 
TTCGCCATGTTGGCCAGGCTGGTCCCAAACACCTGACTTCAAGTGATCCCCCGCCTCGGCCTCTCAAAGTGCTGGGATTACAGGTGTGAGCCAC 
CGCACCTGGCCCAACTTTTCAGATCTTAAAAAATTTTTTTTAATTTATTTTTTATGGAGACAGAATATTACTGTGTTGCCCAGGCGGTGTCAAA 
TCCCTGATCTCAAGCAATCTCCCGCCTCAGCCTCCCAAAGTGGTGGGATTACAGGCATGAGCCATTGTGCCCAGCTAAAAACATTTTTTTTAGG 
CTTAAGCATGCTTAACTGGTTTCATTTGTCTTGGGGCAAGTGAAAACAACTTTAATTAAAAATTTTTTTTAAATGAGACATGGTCTTGCTCTGT 
CACGCACGCTGGAGTGCAGTGGTGCGATTATGGCTCACTGCAGCCTCAACCTGCTGGGCTCAAGCAATCCTCCCATCCCAGCCTCCTGAGAAAC 
TGGGACTATAGGCGCACATCACCATGTCCGGCTAATTGTTTCTATTTTTTGTAGAGATGGGGTCTCACTATGTTGCCCAGGCTGCAGCTTTGCT 
TTTTGTCTGGCTGTTTGCCAGTGGCTGTCTGAGTCTATTAAGTGGATCTGAGGTTGGTAAGACGAGGAGTTCCCTTGATGCCCAAGCACATTTT 
GTACTTTGGTAGGTACGACACATTGCCAGAATACGGTCCCAAAAGGTGCTACCAATTTACGCCCACACCAATAGTCTATGAGAGGACCCATTTT 

TCTCTGCTCACCGCAACCTCCGCCTCCCAGGTTCAAGCGATTCTCCCACCTCAGCCTCCCAAGTAGCTGGGATTACCGGCATGCACCACCACGC 
CTGGCTAATTTTTGTATTTTTAATAGAGATGGGGTTTCACCATGTTACCCAGGCTGGTCTCAAACTCCTGACCTCAGGTGATGCACCTGCCTCG 
GCCTCC CAAAGTG CTGGGATTAC AGGCGTGAG CCACCACGC CGGGCC AATATTATCAATTTTTAAACATTGACCAATATG ACTG AGAAGAACTA 
TCTATCTCCTTGCTATTTTAATTTGCACTTAATTACAGTGAAG C AG AGC CTGTGCCAGGAG CTCCG AATCTGGG AG AGGTATGACGAC CCTGTG 
AACCATCCCAAGGCTACTTAGTTCTTAGGGCCAGCAGAGGAATTTGGGGTCTTGGACCCTGTCTTATGAGGGTGGGATGGTAAGTGGCCTTTAG 
GGACGCTCAATTTGACACCAGACCCATCACCACTCTCGGTTCCTTCCCAGCAAAGTGTCATGTAAATCAGGGGCTATTTTGGGATTCCAGCTGG 
TGGTGATTCTAGACTTTTAGGGAGAAACCGAGATCTCCTTTCTCTTCTCCCTTTTCCCCAGCCTCTTCCTGTGTCTCCATTTCCCTCTACTAGT 
GATAAAAACAGGATGAGCTGGGCATGGTGGTGAGCACCTATAACCCCGCTCGGGTGACTCGGGAGGCCAAGGCAGGAGGATTGGGTGTGCCCAG 
GCATTTGAGCAGAGCCTGTGCAGCATAGCAGACTCCATCTCTTAAAAAAAAATCAGTATGGCCTGGGGGCGGTGGCTCAGCCCTGTAATCGCAG 
CACTTTGGGAGGTCGAGGCCAGTGGATCACCTGAGGTCAGGAGTTGGAGACCAGCTTGATTAACATGGTGAAACCCCGTCTCTACTAAAAGTAG 
AAAAATTAGCGAGGTGTGGTGGCGGGCGCCTGTAGTCCCAGCTACTCGGGAGGCTGAGGCAGGAGAATAATGGCGTGAACCTTGGAGGCGGAGC 
TTGCAGTGAGCCAAGATCACACCACTGCACTACAGCCTGGGCAACAGAGCGAGAGTGCGTGTCAAAAAAAAAAAAAAAATTAGCCAGGCGCAGT 
GTTGGGTGCCTGTAGTCAAGGAGAATCTCTTGAACCTGGGAGGCAGAGGTTGCAGTGAGCCGAGATCACACCACTGCACTCCAGCCTGGGGGAC 
AGAGCGAGACTCTGTCTAAAAAAAAAGAAAGAAAAAAATGAATATGAAGAAATGGGGACCACAGAGCACAGCATGCACTCTGCAGTCAGAAGAC 
CTCACCTGTGCTCTCCCACCGAGGACCGTCACCAAACCTCTCGGAGCGTCAGTTTCTTCAAATATAAAATTGGAAATAACATTTTATTTTTTAT 
TTTTTCTTTGAGATGGAGTCTCACACTGTTGCCCAGGCTGGAGTGCAGTGGCGCCATCTCGGGTCACCGCAACCTTCGCCTCCCAGGTTCAAGC 
GATTCTCCTTGCCTCAGCCTCCAAAGTAGCTGGGACTACAGGTGCATGCCACCACACCAGGCTAATTTTGTGTATTTTTAGTAGATATGGGGTT 
TCACTATGTTGGCCAGGCTGGTCTCGAACTCCTGAGCTCAGGAAATCCACCCTCCTCGGCCTCACAAAGTGCTGGGATTACGAGTGTGAGCCAC 
TGTG CTGGGC CAT CTTT CGAACTTTTTAAC AG CTTTC AGAGGAAAGATGGAC AGGAGTTAGACT CT C C ATTTAC ATGTGAAG AAACTG AGATTT 
GGGCTGGGTGCAGTGGCCCATGTCTATAATCCCAGCACTTTGGAAACCTGAGGCGGGTAGACCACTTGAGGTCAGGAGTTCGAGACCAGCTTGG 
CCAACGTGAAACTCCATCTCTACTAAAAATACAAAAATTAGCCGGGTATGGTGGCACATGCCTGTAGTCCCAGCTCTTGGGAGGCTGAGGCAGG 
AGAATCACTTGAACCTGGAAGGTGGAGGTTAGAGTGAGCTGAGATCACGCCACTGCACTCCAGGCTGCATGACAGAGCGAAAGTCCATTTCAAA 
AAGAAACTGAGATTTGGCTTGAGAATTAACTTATCCAGGGTCATAGGGTAGTAATCTATTTTTCTCAACTCAGGAAAGTCAGGGGAAGACAGGC 
GTGTGACAGCACCCTTCTAGGACACCTTCCCAAGGTTGTTAGGTAAGTTGTGCTGGGGACCTCTGGGGATTAGAAGTCCCTCAAAAACAGTTCG 
TAGGCCCCTGGAACCCTCCCTCCTCCAGGTTTCCTGACTCAGATAGGTCCCTTTTTCCTGATCCTTCAGGGCTTCTCATGAGAGGAGGGGGAAG 
TGTGTGGAAATGAAAAATAATTCTGATGAGGATTAGCTTCTGCCATTCTGAAAACTCTGCTCTTCCTGCTTGTGTTAGAAGAGAAAGGCTAAGC 
CATTGGAGCTGGTGATGGAATTGGTGCTGGTGGAGGTGGTGGTTGTAGTGACGGTACTACTGGTGGTGGTTGTGACGGTGAAGGTGGTGGCTGT 
AGATGGTGGTGCCCGTGCTGGTGCTGGTGGAGATCGTGGTTATCGTGATGGTGGAGGGGGCAGTTGTAGTGACGGTGGTTGTGATGGTGGTGAT 
GGGTGGTTACAGTGCTACTGGTGGTGATGGTGCTGGTTGTAGTGGTGGTGGTGACGGGGCTAGTGAAGGTGTTAGTGGTGGAGATGGTGATGGT 
AGAAGAGTGCTTCTTTTCTGAATCTGTTACTCTGGCACAACAGCGGAATCATACAGCATCCCACCCCCTAACTTCCTCTACTTTTCCTGGAAAC 
AAGGACTTTGAACATGAGCCCCGTGTTCAAT AG AGCCTT CTTTC AGGTGGATGGGAAGCTCCCTGTTCAACTAGGATGTGTGCAACTTCTCTAA 
AGGCTGAGGGCAGACTATACCGCAGGTGGCAGACCCAGGAGCATGGGAGAGGGAGGGCCTGTGAGTGGGTGTCATGGGTCTGGGAGTGTGTTAG 
CACTGTGAGAGCCACGGCAGAGAGGGTGGCTGAGGAACTGAGGCGTGAGGACCTTCCAGGAACTGCCTGTGGAGAGCTGGTGGTGCCCCCTCCT 
AGGAAGCAGCTAAGGTTAGAGACAGGGGTGTGCAGGTAGATGTCGAGCAACTGACCCTCTGAAAGAACATTTTAAAAAACTCTGATTTGTAGTG 
TTTGCTGATCCCTGTGGTGTAAATACTCCTGCTATGGATGATTTCAAGCGACTCATGTGAGTCATTGAACACAGAGCCGGGAAGAGACTCACAG 
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TGCAGTGTGATTTAGTACCTCCTCCATGCAGCTGCGATAGACGGAAGTAACCTCGACAGTGCAGACAATAGTAAAACGTAAAATAACTGGGCAG 
TGATGATTTTTTAGTTTTTACTCCTTTTTTTTTTTTTTGAGATGGAGACTTGCTCTTGTCATCCAGGCTGGAGGGCAGTGGCGCGATCTCAGCT 
CACTGTAACCTCTGCCTCCTGGGTTCAAGCCATTCTCCTGCCTCAGCCTCCTGAGTAGCTAGGATTACAGGCGCCCACGACCACACCCAGCTAT 
TTTTGTTGTTGTTGTTGTACTTTTTAGTAGAGACGGGGTTTCGCCATGTTGGCCAGGCTGGTCTCGAACTCCTGACCTCAGGTGATCCGCCCGC 
CTTGGCCTCTCAAAGTGCTGGGATTACAGGCATGAGCCACTGTGCCGGGCCTACTTTGACTGTTAATATGTCTTGAATTGCAAGTTTATATAAT 
TTAATTTTTAATTATGGCTGTGTTTAACCACTGGCTGGCAAACTCCCTAAACACCTTCCAGCTGGTTCTTGTGAGTGGGAGGAAGCCGGCTACA 
GCACACCACTGATGCCTGGGCACTGTTGCAGGGGGGACTGGCTGTCAAGCTGGAGCTGATGGGTGCTGGGGGCTTTCTCTCTTCTCTCCAGGCG 
GATGTTCCCATTCCTGTCATTTACTGTGGCCGGGCTGGAGCCCACCAGCCACTACAGGATGTTTGTGGACGTGGTCTTGGTGGACCAGCACCAC 
TGGCGGTACCAGAGCGGCAAGTGGGTGCAGTGTGGAAAGGCCGAGGGGAGCATGCCAGGTGCGCGCGCCCCTGGGAGCGGTGGGCTCTGTTTCG 
CTGGGACTGGGCGCCCCCTGGTGGGCCCACCAAGCCGGTACCCCTAATTCCTAGACCTTTAACCCCCTCCCACTCCATCCCACGCCATTGCATC 
CCTCCTGTTTCTGGGTTCCTGCTTTGCTCTAGCCTGTCCTCTGCTGAGTCCTCTGCCGTTCCCTGCCTGGTCCTCCCCCTGTGTCCTTGCTTAC 
GTCCCTCTCGGGACAGGCAAAGCCCTACATCACCAGGGTTCTGTCCCGGGGGCTGCATGTCAAAGAGGTGAACTGTCCACAGGAAACCGCCTGT 
ACGTCCAGCCGGACTCCCCCAACACAGGAGCGCACTGGATGCGCCAGGAAGTTTCATTTGGGAAACTAAAGCTCACAAACAACAAGGGGGCGTC 
CAACAATGTGAGCCAGGTAGGACCTGCTCTTCAAAAGGTAGCCTCGCCCTGCTCCCCACCCTGGGTCTGAGACCTCCAAGGCCACAAGGGTCCT 
GCGGGGCCAGTTTGGTTCATTTTTTCTTCCTTCCTACAGGAAGGAAGGTTCGTTTTTCTTCTGTCCTAAACGAAGGGTCATTTTTGCTCCTTCC 
TAAACTCTGGCTGTTTCTCACCCACCTTGGGAGGAAGATGAGATGGGATGAAGCTGAATCTTGGACGGGGGTCATATTCAGGCCACACAGGCCA 
ACCCAGCCTCAGGGTTTCTTCACCAAATCATGGGTTGCCATTGCTCCGGCACCATGAAAGGCACAGAGTTGGCCCTGTGGTCCCAGGGAATAGA 
TGCCGAGTTTCTCTAGGTTGAACAATCCTGTTAAAAGTGCCCTTGCTGGCTGGGTGTGGTGGCTCACACCCATAATCCCAGCACTTTGGGAGGC 
CAAGGCGGGTGGATCACAAGGTCAGGAGTTCAAGACCAGCCTGGCCAAGATGATGAAACCCCGTCTCTACTAAAAATACAAAAATTAGCCAAGC 
ATGGTGGCGGGTGCCTGTAATCCCAGCTACTCAAGAGGCGGAGGCAGGAGAATCGCTTGAACCCGGGAGGCAGAGGTTACAGTGAGCTGAGATC 
ATGCCATTGCACTCCAGCCTGGGTGACAGAGTGAGACTCCGTCTCAAAAAAAAAAAAAAAAGAAAAAAGAAAAAAGAAAAAAAAGTGCCCTTGC 

GGACACTGGAGTTGGAAAGCTTGGGGGAAGTTACATGGTGGCAGAGCAGGGGAATGGACAGGATGACCTCAAGGTGCTTGCTAGCCTCAGGTGG 
GGCGAGCTGTTGGTGGGGGTGATGGGATCCTGGAAATGCTTCCTCCCCACCCCTACAACCGTCTTGCTCTGTCTACAGATGATTGTGCTGCAGT 
CCCTCCATAAGTACCAGCCCCGGCTGCATATCGTTGAGGTGAACGACGGAGAGCCAGAGGCAGCCTGCAACGCTTCCAACACGCATATCTTTAC 
TTTCCAAGAAACCCAGTTCATTGCCGTGACTGCCTACCAGAATGCCGAGGTGAGGGCTGCCTGAGCCCCGGTGGGGAGGAGGGCAGAGTGGGGC 
CCACTGTCTTCCTTGGGAGGGATTTGGAAAGTTCCCGAGCCCCAGACTCAGGACTCAGGTGACTCTATTTCGCTTCTCTCTAGATTACTCAGCT 
GAAAATTGATAATAACCCCTTTGCCAAAGGATTCCGGGAGAACTTTGAGTCGTAAGTGCCACTGGGTTCAACTCAGCTTTGGTCCCTCCTGAGA 
CACATCCTCTCCCTGCCCCTGAAAACAGGAGGGTGGGGGACAGATGCTACAGGTGGGCAGGCCAGGGAAGGAGGGTCGGAGAAGGAATGTGTGA 
AACAGGTAGGCTCACAGGTGACTGGTTCTGCTTGTGACCCGTTTTCTTGCCTTCTATTTTTTTCTAGCATGTACACATCTGTTGACACCAGCAT 
CCCCTCCCCGCCTGGACCCAACTGTCAATTCCTTGGGGGAGATCACTACTCTCCTCTCCTACCCAACCAGTATCCTGTTCCCAGCCGCTTCTAC 
CCCGACCTTCCTGGCCAGGCGAAGGATGTGGTTCCCCAGGGTTACTGGCTGGGGGCCCCCCGGGACCACAGCTATGAGGCTGAGTTTCGAGCAG 
TCAGCATGAAGCCTGCATTCTTGCCCTCTGCCCCTGGGCCCACCATGTCCTACTACCGAGGCCAGGAGGTCCTGGCACCTGGAGCTGGCTGGCC 
TGTGGCACCCCAGTACCCTCCCAAGATGGGGCCGGCCAGCTGGTTCCGCCCTATGCGGACTCTGCCCATGGAACCCGGCCCTGGAGGCTCAGAG 
GGACGGGGACCAGAGGACCAGGGTCCCCCGTTGGTGTGGACTGAGATTGCCCCCATCCGGCCGGAATCCAGTGATTCAGGACTGGGCGAAGGAG 
ACTCTAAGAGGAGGCGCGTGTCCCCCTATCCTTCCAGTGGTGACAGCTCCTCCCCTGCTGGGGCCCCTTCTCCTTTTGATAAGGAAGCTGAAGG 
ACAGTTTTATAACTATTTTCCCAACTGAGCAGATGACATGATGAAAGGAACAGAAACAGTGTTATTAGGTTGGAGGACACCGACTAATTTGGGA 
AACGGATGAAGGACTGAGAAGGGCCCCGCTCCCTCTGGGCCTTCTGTGTTTAGTAGTTGGTTGGGGAAGTGGGGCTCAAGAAGGATTTTGGGGT 
TCACCAGATGCTTGCTGGCCCACGATGAAACCTGAGAGGGGTGTCCCCTTGCCCCATCCTCTGCCCTAACTACAGTCGTTTACCTGGTGCTGCG 
TCTTGCTTTTGGTTTCCAGCTGGAGAAAAGAAGACAAGAAAGTCTTGGGCATGAAGGAGCTTTTTGCATCTAGTGGGTGGGAGGGGTCAGGTGT 
GGGACATGGGAGCAGGAGACTCCACTTTCTTCCTTTGTACAGTAACTTTCAACCTTTTCGTTGGCATGTGTGTTAATCCCTGATCCAAAAAGAA 
CAAATACACGTATGTTATAACCATCAGCCCGCCAGGGTCAGGGAAAGGACTCACCTGACTTTGGACAGCTGGCGTGGGCTCCCCGTGCTCAAAC 
ACAGTGGGGATCAGAGAAAAGGGGCTGGAAAGGGGGGAATGGCCCACATCTCAAGAAGCAAGATATTGTTTGTGGTGGTTGTGTGTGGGTGTGT 
GTTTTTTCTTTTTCTTTCTTTTTATTTTTTTTGAATGGGGGAGGCTATTTATTGTACTGAGAGTGGTGTCTGGATATATTCCTTTTGTCTTCAT 
CACTTTCTGAAAATAAACATAAAACTGTTGAATGTGCCTGCCTCAGTGCCAGCATGGGGGGACATGGATGGGGACTCAGTTGGGGTTGTACCCA 
AGCTGGTGTACCCAAGGTGTTCTGTCAGCTTTCATTTATGGGGAACCTGCTAAGACCCTGAAATGACTCCAGCTGAGTTACAGGAAGGCCACAT 
GTCCTACCTTCAGCACTCAGGGGGTTGGTTGATGCTACCTCTTAAGGCATCTTGGGACGGACAGAGAAGAATCCCTTGCCGTGTGTGCACCCTG 
ACATTGAAAGGAGGGGTGTGAGGGCAAGGCCAAGGGCTGGACTGGGAGCGGGGGTGCAGGGCGCTGTGAGGCGGTGGCAGTTGATTTTTCTTTG 
CATTTCTAGCAGCCCTGCACCTTTATCTGTAGGGTTATTCAAGGATTAAAGAAATAAATATAAAATGAGCGATGTGAAATTACCATTTTTGTAG 
GTCGAAAAGCCAAATATTAGCAATTTTATGTGACTCAAGCTAATACATGTAAAGGGTTTAAGAACATTGCCTGACAAACAGTAAGCACTCACTG 

TTTTTTTGAGACAGAGTTTTGCTCTTGTTGCCCAGGCTGGAATGCAATGGTGCGATCTCAGCTCACTGAAACCTTCGCCTCCCAGGTTCAAGTG 
ATTCTCCTGCCTCACCCTCCTGAGTAGCTGGGATTACAGATGTGCACCACCATGCCTGGCTAATTTTTGTATTTTTAGTAGAGACGGTGTTTCG 
CCATATTGGCCAGGCTGGTCTCGAACTCCTGACGTCAGGTGATCTACCCACCTTGGCTTCCCAAAGTGCTGGGATTACAGGCGTGCGTCACCAC 
ACTCAGCCTATACATGGTTCTTTTAAATAATTCAAGCAAGGAAGAAAAGTATAAAGACAACAATAAATTATCTCAAATCTTACCCATCAAGAAT 
TATCATTAACATTAGGTGGGTTAGACAGAAATAGTTTTATAAATTGGAACCATACTGAAAAGGCTTTTTCTTAATGAAAATGGTTAAATTTTAG 
CTTATAGAATTTAGTC ACACACACACAC ACACACACAC ACACACACATCAAGAC AAG CAAAACCTCT CAAACTCT CAAGTG AAATGAAGGG AGT 

GAGTGCAGTGGCACGATCTCAGCTCACTGCAACCTCCACCTCCTGGGTTCAAGCAGTTCTCCTGCCTCAGCCTCCCGAGTAGCTGAGACTACAG 
GCGTGTGCCACCACGCCCGGCTTTTTTTGTGTTTTTGGTAGAGACGGGGTTTTCACCATATTAGCCAGGATGGTCTCGATCTCTTGACCTCGTG 
ATCTGTCTGCCTCGGCCTCCCAAAGTGCTAGGATTATAGGCGTGAGCCACCGTGCCCAGGCAAGAAATAGTTTCTAAAAGAACACTCTCAGGCT. 
AAGACAGGTGCTTATAGGAAACATTAAGAAGTTAGAGTTACTATGTTGCCCCACCACAGTCCAGGGTGCACCCCATTCTAATGGGGAAACATCA 



CTTTTTTGCTGTCTACTCAGAGGCACCTTCTAGTTAGAAGGAAAAAATACGGTGGCATACTTGGCTCCCTTTCCTTTGAATTTGGAATCTCATA 
ATTTTGTAAATGACAGGAGATCTGCCACATTGTGCTCTGTGAGTTCAGATTATTTGTGCCCCTACTCCTACCCCGTGGCTGTCACTTTCTAAAG 
TTAATGGGTTGGGTCTATTTCCTTTCTTGGAGGAACTGTGGTTGATAATTATAATACTCTTTTCGCTCACCATTTAAAAATGATTTTTGCTCCC 
TTCATTAGATATGAAGTTAAGTGACTTGTGATCAAGCCATACTTTAGCATCTTTTGTAGAAGTGTGACTGCATGTTTTGATGTGGTGTTATTTG 
ACTCATAAAGGTTCATTACTATTATTTCTTCACTATTAGATGTACCTTTTACTGTATATACTGTGTATATATACACATACCACATATATCTATA 
ATATATATAAC CT AAATAC C ACAC AACT C AAG ATATTTCTTCAAGATTTAAAC AC CAATAATAT C AC AACT ATATTTCC TC C ATC TAAT CTCCT 
GCCTTTCCCTCATAGATAACCAGTATCTTTAATTTTGTGTTTTGCTTTTCTTGCCTTTTATTTGTTATATTTTTTATTTTTATTTTTGTAGAGA 
TAGGGTCTTGCTATGTTGCCCAGGCTGGTCTTGAACTCTTGGGCTCAAGAGATCCTCCCACCTTGGCCTTCCAAAGTGCTGAGATTACAGTCAT 
GAGCCATTGCATCCAGCCCCTTTCTTGCTTCTTAAAATTAAGTGTTAACACTTTATGTAAGTCTAACTACTATGCTATGTAGTTTTACTTGTTT 
TTAACTTTATAAAATAATATATATGTGTGTGTGTGTATGTATACATACACACATATATGTTTTGATTTTTGACTCAACACTGTTTTTAAGATTC 




'TTTTTTGGTCACAGTTCACATCCCATC 
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AT C CATTTGTGG CAGGTAGCT ATGTATTTC ATT CATTTTTCACTATTTTATGATATTCCACTATGTGTATGTTTGCTATAATTT ACTTATCTAT 
TTTCCTGTTGACAATTTACACATTTTTGTTATTATGAACAGTTTTTAAAATATTTTTAATGTGTCTTCAGGCACACAAGTGCTAAAATTTCTCA 
AGTCAAGTCTGTATCTAGAAATGGGTAGGGTATGTGAATGTACAATTTAACAAGAGAATGCCAAATTACTTTACCAATTTACACTCTCACCAGT 

CCTTT CTTC ATATGTTTT CTAAT CATAGGTTTGTAAA 



ACCATTATTTGGTTATTTATATTGCAATTATCTTCCTCTAGATTATTGTTCCTCTTTTCATTTTCTTTAAAGTGGTTTTCTGATGAACAAAAAT 
TTGTAGTTTTAATGTAGCTAAATTTAACAATTTTACTTTTTTTTTTTTTTTTTAAGAGACAGGGTCTTGTTCTGTCAGCCAGGCTAGAATGCAG 
TGGTGTCATTATAGCTCACTGCAGCTGCAAACTGCTGGCCTCAAGTGATCCTTCCACTCAGCCTCCCCAGTAGTTAGGACTACAGGCATATGCC 
ACCATGCATGGCTAATTTAAATTTTTTCTGTAGCGATGAGGTGTCGCTATGTCACCCAAGGTCATCTTGAACTCCTGACCTCAAGTGACCCTCT 
CGCCTTGACCTCCCAAAGTGTTGGGGTGGCATGAGCCACCACACCTGGCCAACATTTTATAGTTAGTACTTTTCCTTGTCTCATTTAAGAAAAC 



TGGTGTGAAGGATTCATTTTTGTTTTCGTTTTCCAATTTTTCCTGTTTGTTTTTGTTGAATAGTCTTTCTTTTGCCCATGGTAGTAGTCTCACA 
TACTACTTCTGGTAGAGCAACGTCCTCTTTTTAAAGTTTCTTCTTCTGAAGTGCTTTGACTATGCCTAGCTCTTTGCCCTTCTATATGATATAT 
ATAATAACTTGGAAATTTTCATAACAACCAGACTGAGATTTTTATTGAGGTTGGACTAAATCTATTGTTCGATTTGAGAGAAGAGATAACTTTG 
TGATATTGTCTTTCTATGCATGAACATGGGATATTTCTTCATTTATTTAGGTCATCTTTAAGGTTCTTTAGCAAAGTTTTCCAATTTGTAGGTG 
TAGGACTTTTATATCTTTTGTTAAATTTATTCTTGGGTATTTCTTTTTTTCTCTGTAAAAGGCATATTTTAAAATATATGTTTCCTAGCTGTTT 
GTTACTAGTTTGCAGAATTACAATTGATTTTTGTATATTGATCATGAGATCCAGCCATGTTGCTAAAGTCTTTTATTATTTTGGGGGAATTTCC 
T AT AACTT CTTTAGAGGTATCTCTGTGGC CAATCAT ATTATTTGAAAAAATG AGAGTTTTAGCCGGGCATGACGGCGGG CG CCTGTAGTC CC AG 
CTAGTCAGGAGGCTGAGGCAGGAGAATGGCATGAAGCCGGGAGGCGGAGCTTGCAGTGAGCCAAGATGGCAGCGCTGCAGTACAGCCTGGGTGA 
CAGAGCGAGACTCTGTCTCAAAAAAAAAAAAAAAGAGAGTAAAAAAAATGAGAGTTTTATTTCCTTGTTTCTAATCATTATGCTTCTAATTTAT 
TTTCCTTATCTTATTCGACTGGTCATAACCTCAAGTGCTGGTTTTTTGTCTTTTGGGGGATGGTTTCTTTCACTATTTTTTGACCCCACCTCTG 
ATGGGGTCTCACTCCGTCACTCAGGTTGGAGTACAATGGTGTGATCATAGCTCACTGCAGCATTGAACTTCTGGGTTCAAGTGATGCTTCTGGC 
TCAGCCTCCCAAATAGCTAGGACTACAGATGTGCACATTATGAAGCCTAGCTAATTAAAATTTTTTTTTTTTTTTTTTTTTTTGTAGAAACAGG 
GCCTAGTTATATTGTCCAGGCTGCTCTTGAACTCTTGGCTTCAAGTGATCCTCCTGCATTGGCCTCCCAAAGCACTGGGATTAGAAGAGTGAGC 
TGCCATGCTCAGCTCAGTTTTCCCCTATTTATTACACTTTTTTTTCCTTTTACTTGTTTGCATTTCTATAATTTATTTATTTTAGTGGCTTATC 
TATACATTTTAATAAGTATATTTAATAATGAATGATGTTTTATCCTCCCTTCTCGTCAGTAAGATAATTTTAGATCACTTTAATTCTGATCTTC 
CTCCTTCTGACTTACTGTTCCTCCTTCTGACTTACTAATAAAAACTTACTTCCTTCTTCTGACTTATTGATAACTCTTATATTATCATTTTAGT 

TTTATTATTTTATTGAGACTATGCTTTGTCTGGACTTACCTTTATGTTACCATTCTTTTTGTTCATTTTCCCTTTTTTGCATTTCTCTTTTTTG 
GGGGATCATTTACCTATATCTTTAAATCCTTTATAAGTTCTTTTAGAGAAGTTCTCTTTGTAAACTTCCCCTGGGCTTGTTTCTTATAAATGTT 
ATCATTTTCCCTATTGGTATTGAGTGATTGTTTTGCTGAATACACAATTTTGGGTGAATAGTATTTTATTTATTTATTTTTTTTTTTTTTTGAG 
GTGAAGTCGTAGTCATTGTGTCACCCAGGTTGAAGTGCAGTGGCACGATCTCGGCTCACTGCAACCTCTGCCTCCCAGGTTCAAGTGATTCTCC 



GTTTCACCATGTTGGCCAGGCTGGTCTTGAACTCCCGACCTCAAGTGATCTGCTCGCCTTGGCCTCCTGAAGTGCTGGGATTACAGGCATGAGC 
CACTGCACCCAGCCTTTTCTTATCATTTTATATGAGTAATTCCACTGTCTTCTGGCTTCATTGTTGTGAGATCTGCTGCTATTCTAATTATCAT 
TCTTTGTTAGGTCTTCTGTGTTTTTTGTCTGCTTTGCAGATCTTCTATTTATATTCATGCGCTAAAGATTCACTACGATGTGAGAAGGCATGAT 
TTTATTTTTCCTTATCCTATTTGGGATACATTGTGTTTCATGGATCTTTGCATTCATCATTTTCATGAGCTCTGAAAATTCTCAGTCATCATCT 

GGCTCTGTTGCCCAGGCTGGAGTGCGGTGGCAGTTTCTTGGCTCACTGCAACCTCCACCTCCTGGGCTTAAGCCATCCTCCCACCTCAACCTCC 
TGAGTAGCTGGGACTACAGGCATGCACGACCATACCTAGCTAATTAAAAGAAATTTTTTGTGTGTGTGTGGAGACAGGGTCTCGCTATGTTGCC 
TAGGTTGGTCTTAAACTCTGGGCTCAAGCGATCTTCCCACTTTGGTTTCCCAAAGTGCTGGGATTACAGGTGTGAACCATGTTTATGGTTATAA 
TTGCATTATTTGTTTTTGTAAACATTCTATAGCTAGGTATTCTGTATTTTCAACATCTGCTGTCCTTGTAGGGGGTGATGATAGGGTTGTTGTC 
TAAATCTGTTGTTTCTTCTGATTCTCAATGATAGTGGGTTTGCCTTCTTCGTTGCTTGGTGGTCTTCTTTCTTTGTTTATTAAATTTTGCTAAA 
GAAAATCTTCAAGGAGTCTTTAGGCAATAACACTTCTGAGTATTTAACATGTCTTTATTTTACTTACACATGTGAGTGATAGCTTGACGCAGTA 
TAAAAGTCTAGGTTGAAATCACTTTCTCTCAGAATTTTTTTTCTTAAAGACCAGTATGATAGTACTCTCAGATTTTTTTTTTTCCTGAGATGGA 
GTCTCAGTCGCTCTGTTGCCCAGGCAAGAGTGCAATGGTGCCGTCTCGGCTCACTGCAACCACTGCCTCCTGGGTTCAAGTGATTCTCCTGCCT 
CAGCCACTGGAGTAGCTGGGATTAGAGGTGTACGCCACCACGCCTGGCTAATTTTTATATTTTTAGTAGAGATGCGGTTTCACCATGCTGGCCA 
GGCTGGTCTCGAACTCCTGGCTTGAAGTGAGCCACCTGGCTTGGGCTCCCAGAGTGCTGGGATTACAGGCATGAACCATCGCACGTGCCCTACT 
TACAGAATTTTTAAAGCATTTTTTTCATTGTCACTTAGTTTTTAGTATTGCTCTTAAGAAGTCTGATGCCATTTTGATTCATGATCCTTTTTGG 
TAGGTTTTTAGATGCTCTCTTGGTTCCCAGTGTTTTAAACATTCTGTATTATATACCTTGGTCTGAAGCCCTTTTTCATTTGCTATTCTGGCAC 
ACCCAATGAGAACTATCAACCCAGAAACGCTGTTCTTCATTCTTAGAAAGTGTCTCTTCCTTGCTGGTTCAGTGGCTCATGCCTGTAATCCCAG 
• CACTTTGGGAGGCTGAGGCGAGCAGATCACTTGAGGTCAGGAGTTCAAGACCAGCCTGGCCAACGTGGCAAAACTCTGTCTCTACAAAAGTACA 
AAAATTAGCCGGGCGTGGTGATGCATGCCTGTAATCCCAGTCACTCAGGAGGCTGAGGCAGGAGAATCGCTTGAACCCAGGAGGCGGAAGTTCC 
AGTGAGCCAAGATTGGACCATTGCACTCCAGCCTGGGCGAATGAGTGAGACACTGTCTCAAAAAGAAAGAAAGTTTCTCTTCCTTTTTAAAAAA 

AAAAATTCTTCAAGCAAGAGCATACTTCCTCCCAGAGAGCTGGTTTACTACCACACCACTGGGAGCTGATTTATTAGGCTGGGGGCCCCACAAT 
GTTAGTGTGTAGAGATATGAGTTCTCCTAAAGAGACTTTTCCAAATTTCTTACCAGCTGACTGGAGAATATTGTAGGAGTGAAATATGAGAAGA 

TCCCCAAGTCCCATGTCTTTTTCTTTCATTTTCTTTAGAATGACACTCTATACTTCTAGGTGGTAGTGGTAGTGAAATAGTTATTTTGTTGCTC 
AGGGCGGGAAGCAGTCATGGGCATCTTGATACATCTGATTTCAGACTTTTAGCCAATCCACCAATTGTCAGTACCATGCCTCAATCCCAGCTTC 
CACTGTGCCAAGTTCTGAGCCTCTTAAGCATTCTTTCGGGCTAAATCAGTTCACTCATTGTTAATCCTGTTTGTAGACACTGTGGGCTATAGCT 
CCATGTTGCTTAATCATGCAGTACTCCTGGGTCTGCTTTGTAGTTTCCAAAAACTTGTTGAAATGTATTGTCTGGTTCCTTTTCCTCTGCTGTT 
CTCTTTGTTCCTGTGGTTTCATACATTTGAAAAATTGCTATATTATCATTTTAGTAACCAATATACAATTTTTTTTTTTTGAGACAGAGTCTCG 
CTCTGTCGCCCAGACTAGAGTGCAGTGGTGCAATGTCGGCTCACTGCAGGCTCTGCCTCCTGAATTCAAGCGATTCTCCTGCCTCAGCCTCCTG 
AGTAGTTGGGATTACAGGTGCGCACCACCATGCCCGGCTAATTTTTGTAGTTTTAGCTGAGACGGGGTTTCACCATGTTGGTCAGGCTGGTCTC 
GAACTCCTGACCTTGTCATCTGCCCGCCTCGGCCTCCCAAAGTGCTGGGATTACAGGCATGAGCCACCGCGCCCGGCCCAAATATACAAATTTT 
AACCTAAACACTCTTCATCAATTTTGAATGGAACTTGGTACATTTTTTCAGCCTTGATGGATTGGCCTTCTTCTTTCTCTACCCCACACCCCCA 
AATTTCAGACAAGTTTTCTTCTATTTTGTCTCCGATTACCTCCTATCCAGCTAGTATTTATTTTTCAGAGACATTCATTACTCTTCGACTAGAT 

CAGTGGAGTGCCGCGATCTCGGCTCACTGCAAGCTCTGCCTCCAGGGTTCACACCATTCTCCTGCCTCAGCCTCCCAAGTAGCTGGAATCACAG 
GCTCCCGCCACGCCAGCACACCTGGCTAATTTTTTGTATTTTTAGTAGAGATGGGGTTTCACCATGTTAGCCAGGATGGTCTCCATCTGCTGAG 

GGATCTCACTCCTGTTGCCCAGGCTGGGGTGCAGTGGCGCTATCACAGCTCACTGCCACCTCGACTTCCCAGGCTCAGGTGATTCTCCCACCTG 
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AG CCTC CTAAGTAG CTGGGATTACAGGCAC ATG CC AC C ATGCCCAGCTAAATTTTTGTGTTTTTAGTAGGGACAAAATTTCATCATTTTACCTA 
GGCTGGTCTCAAATTCCTGGGCTCAAGCAATCTGCCCGCCTTGGCCTCTCTAAATGTTGAGATTACAGGCGTGTGCCACTGCACCCGGCCTTTG 
TTTCTCTTCCTATTACTTAGTTTTCATTTTTTGACTTTATATTCTGTCCTCTGGGAGAGATTTCCAAAGTTATCTTAGTAGTGGCATATTAACT 
TGGGGATGGCTGAAGATTAATTTCTAAGGAGAGAGTGATCCAGAAGGATAAATATCTGTACTTATGATTTACATGAATGCCTTTCTGAGTGTCT 
GTGGTTACAGCTATCTCTTAATATGCCATATTTTGTAAGAGTTTATATGGCAAGAGTTATAAACAGCT 

HUMAN SEQUENCE - mRNA 

CGGCCCGCTGGAGAGGAAGCCCGAGAGCTGCCGCGCGCCTGCCGGACGAGGGCGTAGAAGCCAGGCGTCAGAGCCCGGGCTCCGGTGGGGTCCC 
CCACCCGGCCCTCGGGTCCCCCGCCCCCTGCTCCCTGCCCATCCCAGCCCACGCGACCCTCTCGCGCGCGGAGGGGCGGGTCCTCGACGGCTAC 
GGGAAGGTGCCAGCCCGCCCCGGATGGGCATCGTGGAGCCGGGTTGCGGAGACATGCTGACGGGCACCGAGCCGATGCCGGGGAGCGACGAGGG 
CCGGGCGCCTGGCGCCGACCCGCAGCACCGCTACTTCTACCCGGAGCCGGGCGCGCAGGACGCGGACGAGCGTCGCGGGGGCGGCAGCCTGGGG 
TCTCCCTACCCGGGGGGCGCCTTGGTGCCCGCCCCGCCGAGCCGCTTCCTTGGAGCCTACGCCTACCCGCCGCGACCCCAGGCGGCCGGCTTCC 
CCGGCGCGGGCGAGTCCTTCCCGCCGCCCGCGGACGCCGAGGGCTACCAGCCGGGCGAGGGCTACGCCGCCCCGGACCCGCGCGCCGGGCTCTA 
CCCGGGGCCGCGTGAGGACTACGCGCTACCCGCGGGACTGGAGGTGTCGGGGAAACTGAGGGTCGCGCTCAACAACCACCTGTTGTGGTCCAAG 
TTTAATCAGCACCAGACAGAGATGATCATCACCAAGCAGGGACGGCGGATGTTCCCATTCCTGTCATTTACTGTGGCCGGGCTGGAGCCCACCA 
GCCACTACAGGATGTTTGTGGACGTGGTCTTGGTGGACCAGCACCACTGGCGGTACCAGAGCGGCAAGTGGGTGCAGTGTGGAAAGGCCGAGGG 
CAGCATGCCAGGAAACCGCCTGTACGTCCACCCGGACTCCCCCAACACAGGAGCGCACTGGATGCGCCAGGAAGTTTCATTTGGGAAACTAAAG 
CTCACAAACAACAAGGGGGCGTCCAACAATGTGACCCAGATGATTGTGCTCCAGTCCCTCCATAAGTACCAGCCCCGGCTGCATATCGTTGAGG 
TGAACGACGGAGAGCCAGAGGCAGCCTGCAACGCTTCCAACACGCATATCTTTACTTTCCAAGAAACCCAGTTCATTGCCGTGACTGCCTACCA 
GAATGCCGAGATTACTCAGCTGAAAATTGATAATAACCCCTTTGCCAAAGGATTCCGGGAGAACTTTGAGTCCATGTACACATCTGTTGACACC 
AGCATCCCCTCCCCGCCTGGACCCAACTGTCAATTCCTTGGGGGAGATCACTACTCTCCTCTCCTACCCAACCAGTATCCTGTTCCCAGCCGCT 
TCTACCCCGACCTTCCTGGCCAGGCGAAGGATGTGGTTCCCCAGGCTTACTGGCTGGGGGCCCCCCGGGACCACAGCTATGAGGCTGAGTTTCG 
AGCAGTCAGCATGAAGCCTGCATTCTTGCCCTCTGCCCCTGGGCCCACCATGTCCTACTACCGAGGCCAGGAGGTCCTGGCACCTGGAGCTGGC 
TGGCCTGTGGCACCCCAGTAC CCTC CCAAGATGGGCCCGGCCAGCTGGTTCCGCCCTATGCGG ACT CTGCCCATGGAACCCGGCCCTGGAGGCT 
CAGAGGGACGGGGACCAGAGGACCAGGGT CCC C C CTTGGTGTGG ACTG AGATTGCC C C CATCCGG C CGG AAT C C AGTG ATTCAGG ACTGGGCG A 
AGGAGACTCTAAGAGGAGGCGCGTGTCCCCCTATCCTTCCAGTGGTGACAGCTCCTCCCCTGCTGGGGCCCCTTCTCCTTTTGATAAGGAAGCT 
GAAGGACAGTTTTATAACTATTTTCCCAACTGAGCAGATGACATGATGAAAGGAACAGAAACAGTGTTATTAGGTTGGAGGACACCGACTAATT 
TGGGAAACGGATGAAGGACTGAGAAGGCCCCCGCTCCCTCTGGCCCTTCTCTGTTTAGTAGTTGGTTGGGGAAGTGGGGCTCAAGAAGGATTTT 
GGGGTTCACCAGATGCTTCCTGGCCCACGATGAAACCTGAGAGGGGTGTCCCCTTGCCCCATCCTCTGCCCTAACTACAGTCGTTTACCTGGTG 
CTGCGTCTTGCTTTTGGTTTCCAGCTGGAGAAAAGAAGACAAGAAAGTCTTGGGCATGAAGGAGCTTTTTGCATCTAGTGGGTGGGAGGGGTCA 
GGTGTGGGACATGGGAGCAGGAGACTCCACTTTCTTCCTTTGTACAGTAACTTTCAACCTTTTCGTTGGCATGTGTGTTAATCCCTGATCCAAA 
AAGAACAAATACACGTATGTTATAACCATCAGCCCGCCAGGGTCAGGGAAAGGACTCACCTGACTTTGGACAGCTGGCCTGGGCTCCCCCTGCT 
CAAACACAGTGGGGATCAGAGAAAAGGGGCTGGAAAGGGGGGAATGGCCCACATCTCAAGAAGCAAGATATTGTTTGTGGTGGTTGTGTGTGGG 

TTCATCACTTTCTGAAAATAAACATAAAACTGTTAAAAAAAAAAAAAAAAA 

HUMAN SEQUENCE - CODING 

ATGGGCATCGTGGAGCCGGGTTGCGGAGACATGCTGACGGGCACCGAGCCGATGCCGGGGAGCGACGAGGGCCGGGCGCCTGGCGCCGACCCGC 
AGCACCGCTACTTCTACCCGGAGCCGGGCGCGCAGGACGCGGACGAGCGTCGCGGGGGCGGCAGCCTGGGGTCTCCCTACCCGGGGGGCGCCTT 

CCGCCCGCGGACGCCGAGGGCTACCAGCCGGGCGAGGGCTACGCCGCCCCGGACCCGCGCGCCGGGCTCTACCCGGGGCCGCGTGAGGACTACG 
CGCTACCCGCGGGACTGGAGGTGTCGGGGAAACTGAGGGTCGCGCTCAACAACCACCTGTTGTGGTCCAAGTTTAATCAGCACCAGACAGAGAT 
GATCATCACCAAGCAGGGACGGCGGATGTTCCCATTCCTGTCATTTACTGTGGCCGGGCTGGAGCCCACCAGCCACTACAGGATGTTTGTGGAC 
GTGGTCTTGGTGGACCAGCACCACTGGCGGTACCAGAGCGGCAAGTGGGTGCAGTGTGGAAAGGCCGAGGGCAGCATGCCAGGAAACCGCCTGT 
ACGTCCACCCGGACTCCCCCAACACAGGAGCGCACTGGATGCGCCAGGAAGTTTCATTTGGGAAACTAAAGCTCACAAACAACAAGGGGGCGTC 
C AAC AATGTGACC CAGATGATTGTGCTCCAGT CCCTCC ATAAGT ACCAGC C C CGGCTG CATATCGTTG AGGTG AACGACGGAGAG C CAG AGG C A 
GCCTGCAACGCTTCCAACACGCATATCTTTACTTTCCAAGAAACCCAGTTCATTGCCGTGACTGCCTACCAGAATGCCGAGATTACTCAGCTGA 
AAATTGATAATAACCCCTTTGCCAAAGGATTCCGGGAGAACTTTGAGTCCATGTACACATCTGTTGACACCAGCATCCCCTCCCCGCCTGGACC 
CAACTGTCAATTCCTTGGGGGAGATCACTACTCTCCTCTCCTACCCAACCAGTATCCTGTTCCCAGCCGCTTCTACCCCGACCTTCCTGGCCAG 
GCGAAGGATGTGGTTCCCCAGGCTTACTGGCTGGGGGCCCCCCGGGACCACAGCTATGAGGCTGAGTTTCGAGCAGTCAGCATGAAGCCTGCAT 
TCTTGCCCTCTGCCCCTGGGCCCACCATGTCCTACTACCGAGGCCAGGAGGTCCTGGCACCTGGAGCTGGCTGGCCTGTGGCACCCCAGTACCC 
TCCCAAGATGGGCCCGGCCAGCTGGTTCCGCCCTATGCGGACTCTGCCCATGGAACCCGGCCCTGGAGGCTCAGAGGGACGGGGACCAGAGGAC 
CAGGGTCCCCC CTTGGTGTGG ACTG AGATTG CCC CCATCCGGCCGGAATCC AGTG ATTCAGG ACTGGGCG AAGG AG ACTCTAAGAGGAGGCGCG 
TGTCCCCCTATCCTTCCAGTGGTGACAGCTCCTCCCCTGCTGGGGCCCCTTCTCCTTTTGATAAGGAAGCTGAAGGACAGTTTTATAACTATTT 
T CCC AACTG A 
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TABLE 27 



MOUSE NOMENCLATURE 
ICSGNM Stat5b 
Celera mCG2 0224 

HUMAN NOMENCLATURE 
HGNC STAT5B 
Celera hCG16577 

MOUSE SEQUENCE - GENOMIC ( 

CAGGGGCGGGCACTGCTGCTTGTCTCGTCACGATTCCTCGTGATTCATCTTAGCATGTCAAGTCTGAAAATGTAGAGTGCCACTCTGCCCGCCC 
TATGGGTGGGGTTGCCCAGCCCCTCCGTTAGAGTGTTGTCCACCCGATTCACCTACTGATGTGCCTTTTCCTTTCTTTTTTTTGTTTTTGAGGT 
CCAGGGAACTGATAGCAGGGCCTTGTGCCTTCTAGGCCAGAGCTCTACCAGTGGGCCGTGTCTCCAACTCCTTCTCATTCTGTGACTAGTAAGA 
AGCGTGCAAAGGCAAGAACATCCTGTGCCCAGAGATGGATGTTATCTATGGCTTCTGCAGCTTTGATGCTCCTTGTCTGAGTCTACTGTGTGTG 
TGTATGTGTCTGTGTGTGTCTCTGTGTGTGTGTCTGTGTGTATCTCTGTGTGTATCTCTGTGTGTGTCTCTGTGTGTGTCTGTGTGTGTGGGTA 

TCTCTGTGTGTGTGTCTGTGTCTCTGTGTGTATATCTGTGTGTGTGTCTCCGTGTGTGTGTCTGTATCTCTGTGTATGTATCTCTGTGTGTGTC 
TGTGTGTATGTGTATCTCTGTGTGTGTCTCTGTGTGTGTGTCTCTGTGTATCTCTGTGTGTGTCCAAGTGCACGCATGTATGTGCACAAGTCTA 
TAGAGGCCAGAGATCAATGTTGGGTGCCTTCCTCAATTGCTTTACAGCAGCAGTTCTCAACCTCTCTGGGGGTTGAACGACCCTTTCACCAAAG 
CCCATGAGAAAACACCGATATTTATATTACAACGCGTAACAGTATCAAAACTACAGTTATGGAATAGCACAAAAATAGTTTTATGGTTGGGGGC 
TCACCACAACATGAGGAACCATATTAAGGGTCGCAGCGTTAGGGAAGTTGAGACTGGGTATCTCAGTGAGCCTGGAGCTTGCCCACTGAGCTGT 
GGGGGCCAGCAAGCTCCAAGGATCCTTCTGAATGCCTTCCCAGAACTGGGAGCACAAGTGCCTGCTGTTCTTTAACATGGGTCCTGGGAATTGA 
ACTCAGATCCTAAAGACAGCACAGTGAGTGCTTTGCCAACCAGGAGCCGTCTCCCCAGCCCAGCCTGCTTTCTTTTTGAGGGAGCACGTGTTTT 
AAT ATAAACATGGTTGTATTTAGGTGAG AAGTTTAAAT ATGCG AGAAT CC ACTG ATGTGTG CTTACTGT CTGCACGC AG C AAATAGCC ACC C AA 
CCCCCGCGCCCCCCTTTTACCTTCTGTCCTGTCCTTCTGTTCATTACCTCTCTTCTTCCCAAAGCGACACACGGTGGGTGAAGATTTATGACTG 
TCTTCCCAGAATTTTATTATCTGTGTTGCCCGGGCAAATTTTTTCCTTTTTTGTTTCTTTGTGGGCCACTTTCACTCCTGTTCCCTTCTCATGG 

TAAAGGGC AGATGGTGCTAGTATTGAC CT ACTTTTAG ATGTGGT C ATTTACCCT AAC CTTGCTCGGTCAGG C C AGTATG AAC AC AGTCTTAATC 
TTCTAACACTGTGTTTCATATTTTCTGTCTCTCAAAGTCCTTGTATTCGGTGACCACTCAACACAGTAATGATGTTGACATTGACAGTGAGAGC 
ATCCACATGACCAGAGACCTGGTCCCTTATCCCCCTCCCAGGATCCCTCAGTTCTCAGCGGGTGCTGGGAGGTTTAACCATTTGCAATGCTGGC 
ACCTTGCCTGGAACTTTTCAGATCAGAACCAATGTTTATCCATTGAGTCCATCTGCCAACTGTCCCTAGCCTTTGCTAAAACCAGAGTCTCCCA 
ACACTGGGTTTCTCCTCTCTCTTTAAATTATTAAGTGTGACAACGTGTGCACAAGCACAGAGGGTGACATGACAACTCACCACAAGTTCTCAGG 
ACACAGGCGGTGCTGGGCAGTGGCAACAGGGCACTGCACAGTCAGGGCCTCTTGGCACTGAGAGATGGGGTCATCTTGGTAATGGCATTAAGGG 
CATGTGCCACCAGGCCTAGCTTTTTTCTCTTTTTCAGTTACAGCTTTATTGAGATAGAATCACGTGTTATAAAATTCACCTTTTTATTTAGTTT 
GGGGTGTGTGTGTCTGTCTGTCTGTACCATGGCATGCTTGTGGAGGTCAGATGACAGCTAATGGATGTTTGCTCTTCACTCCACTATGGGTTTC 
AGGGGTCAAACTCAGGTCATCAGACTTGAATGACCAATGCTTTTACCTGAGAGCCATTTCCCTGGCCCCATCAACATTCTAAAATGTCCAGAAT 
TCAGTCTCCCGGGCGTTGTAGTCCATTACCACTGTCCAGCCCAGCCTTAATGTGTTTTCCTCACTTCCTCGCTTCCCCAAAAGTTCAACCTCAC 
TCTTTTCTGTGGCTCTGAATTTGCCTATTGTAGAATCACAGTGTAGTTCAGGAAGTTTGTCCTCCACAGTTTTCAGTGTTCTCCTTCTGAGTTG 
GGGG AACAGG ACTC ACAGTGC C C CTGC CC C ACCCTTCC ATAGGTTCTTGTCTGTAAAGC C CTTGTGT CAGCGGGACTG ATTAAGAAATCAG AGT 
ATCTGGGACTGGAGAGATGACTTAGCAATTAAGAGCACTGGCTGCTCCTCCACAGATCCTGAGTTCAAGTCCCAGCCACCACAGGGAGGTTCAT 
AGCCATCTATAATGTGATCTATACATAAAAAGGGAAGGAAGGAATGAAAGAAGGGAGGAAGGGAGGGAGGAAGGAAGGAAGAAGAGTATTAGGG 
CCAGCAAAATGACTCAGTGGATAATGATGATTGCCACCAAGCCTGACATCCTGAGTTTGATCCCCAGCACAACACACAGTAGGAGAACAAACCC 
CCTACAAGTTATTCTCTAACTGCCAAAGGCGTGCTATGGTGTGTGCGCACACACGTGCATACGCGTGCGCACACAAATGCAATAAAAATAAGAA 
AAAGAATACCTTATT CTTAAAGG AAGGTAACTTTTGTCCTGTGGAG CATTAGGAAG C AGG AGG ATAGCAGGAGCTGCTC ATC AAT CAGATGAAG 
TTTGGAAAAGCTTGTTGGTGGGGTGAAGATGGAGGTGGGGAGAAGGAAGTGCTAAGTGTAAGTGTGAAAGAATCATTGGCTCTCCTCAGGGGCT 
GACCACACTCAGGCTCTGTGTTACATACTTACACACACACACACACACAACTCAGAAGTTATAGAAACTCCGAATAGTAAAAACTAACCTGGCA 
AACCATATCTCTCTGTGAGTGTTTTAAACCCTCATCTCTCCTCAAGCCAGAATTTGTTCAGTCCATTGGCAGAGTTTCGCTGGAAGCTTCCAGC 
AAGAGAGCCTGCTTTCCGCCAGGGAAGTTACAGCAAAACAGTCTCTGGTGTTCTGAAAACCTTCAGAGTAATGGCTTTGTTTGCAAACGCTTCT 
GCTTGGGGCTGGGAGTGTGCCTCAGTTGGTAGAGCTCTCGACTAACAGGCACAAATTGACCCCCAGAACTAGAGTAACAGAACACACCTATAAT 
CTC AGTACAC AGGAGGTGG AG CAGG AGG AG CAGGTATTG AACTACATAATG AGT CC AGTGCCAGAGGC AAG CCTGGG CT ACCCAGAGCTG ACCT 
AAATAT ATTTGTTAAAG AAAAAGTTT CTG ATAGAATGTT AGCT ATTGAT AC AACATAAC ACTG ATCACCAGC ATAGTAGATAT C C CTT CCTTTG 
GTTTCCAATAAGCGTGTGAAGTTGAGGTTTTTATAAACAGGTACTTCTGGCCCCTTATTTAACCTTCTCCACCCTTGGTCTAGGTGTTCTGGGT 
CAACATAGGTGCTGGGTGTGTTTAGCCGGTATAGCACTCTGTGTCCAGGCCCTGGCCAAGCTGTGAACTCCACAAGTGTGACTGCACAGAGCTC 
GGCTGACTGTCAACACTGTCCTAAAAATATGATGGTGAATCCAGTTCCCAGGGTTTAGAGCGGCCCCTGTGATGATTTACCAGCGATACAAACC 
ACTTCCCTTGTCAGAATGTCACGAACTGAAAACTGAGCTGCCGGGTCAATAAGCAGAGAAGAGCATGCGCATGCGCGGGGTAGGCTGTCTCCAT 
GCGGGTGGAGGAGCCGCCCGGTGGCTGGATTGACCATGGGTACAGGGCCGGTGGGGGCCCCCCCACTTACACCTGTGTGCACAATGTTTCCTGG 
TGAGTGTGGAGAGTTCTGACAGGCATGGGAGAAAAGCACTAACCAGACCACAGGTCTTGAGCATTTAAACTGGTAAGGAGTGGGAAGAGTTTTT 
TGTCTGG AGTGAGTTACTTAG CATTTAGG AAGTGG AGGCAAGG AGCTATAATGGGTACAACAGTAAC CTTCATAAATCTATGTGGAT AAAACC C 
ACAGTTTAAAAGTAAAACGGACATGACTGTACTATTTAGTGTGGATATATATATACATTTTTTTTATTTTAACTGACACAACTGGGAAAGGGCA 
TGCTCCCTCATACAGTGTGCGATGATCAGATCAGCTTAATTGTCAGATCTGTCACTCAACATTGATGATGTGTTTGTGCTGGGAGCGTTCAGAT 
TCCTTCTCCTCGTGACGGATAGTGAGCAAAATCCACACCGGAGCTCTATTTTCTATCCCTATTAAAGTACTTTTATGTCGTGAAACTATGCTGT 
ATTTTTCAAGATAAGGCAATTACCACTTTGTATTTACCAGCTATTATCCTTCAAATACTGTACTATTAAAAAAAAATACCATGACACGCTCAGA 
ATTGGAAACATAAAAATATTCTGACCAAAAAATTAATATATATATTTTTTTTCTGACAAATTCTCAGAGCTCAGCATTCTACTCTTTAATAAAA 
ACTAAGAACAAATATAAAACCTGAAACACAAATTGCCTTTATACCATGCAGCTCCCTAGAGTTCTTCTTCTGTTTCTGCAATATTGTTTTTACA 
TCTTTTGAAGCTGGACACACCTTTACTACCCACATGAGTGTAAGTGTGAGGTAAAGATAGGTGGATTTCTGTGAGTTCAAGGTTAGCTGGTCTA 
CATGTTAAGTTGCAGACCAGCCAGGTCTACTGAGTGAGACTCAGTCTCAAAAAATAAACAAAGGCGTTTGGGTTTTTTTTAGGTTTGGTTTGGT 
TTGGTTTTTGTTTGTTTGTTTGTTTGTTTGTTTGAGATAAAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAACGTATCATCTTGTAAA 
CCCAGGCTGGCCTTAAACCTTGACCTGTTTACCAAGTGCTGGGATTGCAGGTGTATACCACCCCATTAAGCTGTTTCTCTCTTAAAACAACAAT 
AAACTCCGGAAATATGCTCAGCCAACAGGACAGGTAATAGATTTGTGTATTTGTTCATTTAGCCTATCGGTTCCCTACCAGTGTAGGTCACAAC 
C CTTTTGGGG ATTGAATG ACTTTCTCACAGGGT CAT CTAAG ACCAT CGGAAAAC ACAG ATATTTAC ATTACAATTCATAACAG C AAAATTACAG 
TTATGAAGGAGCAATGAAATAATTTTAGAGTTGGCATGAGGAACTGTATTAAAGGGTTGTAGCATTAGGAAGAGTGAGAACCACAGATTTAGCA 
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AATACTTGTTTACTGCTCTCTGTGCTGGGCTGGTACACATGCATTTTGGGGACAGGGCAGTTAAGACATGTCCTCTTCTATTGCGGTTCAGTGG 
AAGGAGACAAATTAAAACAAAAGAAAACTAGACAGAAAAATGACAGGCGTGTGTGATGAAAGAGAGATCACCCACATAGAGTCACCCGAGTTAT 
ACAGTTATAGCTGAGGAGCTCATTAAAGATGTTTCATTCTACACTGTAGAATTTCTTCTTCTTTTAAAAAAAATTTGTTTGTTTGTTTGTTTAT 
TATATGAGTACACTGTAGCTGTACAGATGGGTTGTGAGCCACCATGTGGTCACTGGGAATTGAACTCAGGACGTTTGGAAGAGCAGTCAGTGCT 
CTTAACTGCTGAGCCATCTCTCCGGCCCTACACCGTAGAATTTCATACTCATGTTATGTTCTGTAATAACTTTGAAAAGAGCTGATCTGAAGCT 
GGAGAGACGACTCAGTCGTTAAGAGGCTGCCCTTCCAGAGGACCTGGGTTGTATTCCCAGCAACCACATGGCAACTCACAACCATCTGTAACTC 
CAGTTCTAGGAGATCTGACCCCCTCTTCTGGTCTCCACAGGTACTACACACATGTGGTCCACAGACGAACATGCAGGCAAACACCCACACATTA 
AGTAGAT CGG AAAAATATATAT CTTAAAAAAGGAAAAAGCAG ACATGT CCAATTGTGTTTGCT C ATATTTGTTTATTAAAGC AACAACAAC AG A 
ATAGTACTGCTTATCTGCCAAGCACCTATGTACATAAAGTTATCGTGTGTTTAGTAAAGATGATGCATGCCAGAC^ 

NNNTTGGTGTCTGTTGGAATCACTCAAATTTTCATTAAGGGAGCTACTGTGAGGCCCCAGTTCCATCTTGTCCTAGGGCTGAGTGTGTGGGCGT 



AGGCTTGAGCTATTCACCTCTTAATTTTATTTTTGAAACAGGGTCTCACTCTGTTGCCCTGGCTGGCCTGAAACTTTCTATATAGACCAGGCTG 
ACCCTCAAACTCATGAACAGCCACCTACCTCTGCCTTGTGACTATGACACCATACGCAGCCCCTTCCCTCGATGTCTTTTGAGAGAGTTTCTAA 
TCTCCTGGAGTTCCTGTCTCCATCTCCCAGCTCTGAGATTACAAGTGTCCACCAGGCTTTTTACTTGGATTCTAGGATTTGAACTTGGGTCCTC 



GTTCTGCACAGATGTATATTTGTGTACTATGTGCATGCAGTACCCTGGAAGGCCAGAGGAGGGCATCAGATACTCTGGGTCTGGAGTTACAGAT 
GGTTGTGAGCCATCAGGTGGGTGCTGGGAAACAAGCCCAGGTTCTCCTCAAGAGCAACAGTGCTCTTCACCACTGAGCCATCTCTCCAGCACCC 
CCCTCCTTGTTCTTAACTAAGAAAGAGTGCTACCCGAGCCCCACTCTTCGTCTGTCAGGCCTCTGCATGCTTAAATCTCCAGTCTCCTCCACTC 
CCAATCTCTTTACTCTTCGTCCAAAATCATGAGCTGCTCCTGGTCTGATTTGGAGACTTCACTAAAACATTGTACAGTTGTCTTCCAGATGTTT 
GACTGGGATGCAGAATTGCTGTCCTGTTGCAGTTTTCCTGTGATGAACTCACACCCACTGAACTTTGCAGTATTGGAAAATCTCACTGTTATCT 
CAGCCCTGGAGCCTGAAAGCTCCGAGTTAAACCATCCAAGTATCCTATAGCCGCACACACATCTAAAATAGGTAACCAACCGGCACCCACCCTA 
CACCTCACTGCTAGCTAACTGACCTGCCCCATAAATAGCTCAGTGTTACTCGATCCGACAGCCACTGCTCACAGAGAGATCTTTGTTTCCTGGC 
ACACATGTGCGTGCAGTCTCTGGGAGTCAACAAAACCCAGGTCCAGTGCACTGGACCATGGCTGTAACACAATCCTTAGGCGAACTGTGAAAAT 
CAGTAGCTAAGT C ATTTTG AGATTGGATTC AAGACGCC C AG ATCCGT ATTAC CAAAAG C AGTGTTAC AGCAAGT CTGGTTTT AATGTGTGAAGT 
TCCTATTAACATAGCTTCTCCAGTCTGGGGAATGCCAGGTCTCTGCCAAATGCACTTAATTCTCAGGTCTGTCTGAAAGGGCTCCTAGTAGTTT 
CAGAAAGCATCTATTTGTTTGTTTGTTTGTTTGCTTGCTTGCTTGGTTGCTTGTTTGTTTGCATACACTGTAGCTGTCTTCAGACACACTAGAT 
GCCATGACAGACGGTTGTGAGCTATCATGAACTTAGGACCTCTGGAAGTATAGTCAGTGCTGTTAACTGCTGAGCCATCTCTCCAGCCCCCAGA 
AAGCCATTTTCTAAAGCGTGTTTTTGTTGGTGCAGCTTGTTTTGGTTTTGATGTTGTTTCTTTAAGAAAGAGTCACAGGAAGCCCACGCTGGCC 
TTGAATTCTTGATCCTCCTGCCTTCACATTCTGAGTTCTGGGATTAAAGGTTCTACCACAAGATCCTGTTAAAAAGAAAAAAAAAAAAACAGAT 
AATCTCACTATTGCTGGGACTAGTGGCGCCAAGCCTGTAGTGTTAGGTTAAATTAGAAGACAGCAAGTTTAGTGGGCCATGGTGGAACAGGCCT 
TTAATCGC AGC ACTCGGAAGGC AGAGG CAGGCAGATCT CTG AGTTTGAGG C C AACCTGGTGTACAAAGTGAGTTC CAGG AC AAC CAAG AG AAAT 
CCTGTCTCAAAAAATAAAACAACAACAAAAAAGAAATAATATAAAATGAATAAATAAATGAAATAAAATAAAATGATGATAAGTTGGGCTGGAG 
AGATGGCTCAGCAGTTAAGAGCACTGACTGCTCTTCCAAAGGTCCTGAGTTCAAATCCCAGCAACCACATGGTGGCTCACAACCATCTGTAATG 
AGATCTGATGCCCTCTTCTGGCATGTCTGAAGACAGCTACAGTGTCCTTACATATAACAATAAATAAATCTTTAAAAAAAAGATGAAAAGTTTA 
AGGTCAGCCTGGGCTACAGAGCGAGTGCATAGTCAGCCTACACAACTTAGTGAGACACTGTCTCCAAATAGAAAGTCCAAAAGGGGCCTGGAAT 
ACAGGT C AGC CATGGAGCTCTTGC CC AG CATGGCCCAGGTCATAGGTTCAATCTCCATTACAAAAGGAAACAACAAACCCTACAGAAAACCAGG 
CGTGCCGCTCACCATTGTCACACAGCAATCCATTCTTCTGCTAGTCCACACATACTATTTCTGTGTTGAACTGTATGTATGTGCAAATTCCATA 
GCAGTAACTCCAGAGGTGAAAGAACATTGGGGAGCTTGGCCTGATAAGCCTCTGCTCTGGGTAAGAGAATGGCCACTAAGCCACTAAGATAACA 
CACAGGCCTCAGTCTGTCCCGAGATTCTCCGGTCTTTCAGATCCTGTTCAAATCTTCCTGTTCATCTTCCATTTCACAAAACCCAAATACCAAA 
CCTAGAGTTAGTTTTCAGTTCACTCCGCCGATCATTCACGATGACTGTTGGAAAGGATGCTTATAACCCACGGCGGTTTCAAGCAAACGCCAAG 
ACCAGGTCTAGGATATTAAAGCTGTTGGCGACGCCTTCCTGAATGCCGCTGGTTTTGATGGTTCTGCTGCAATAGTCTATGCTTCATAGGTCCA 
TTTGGGGCCCTTCCCACGGCCATGCTGAGTGTCTGCATTTTGAAAACCTGACAAAGCTGGAAGTCAGTTCGAGAATATTGATCCTGGGTAGCTG 
AGATGGTTCAGTGGGTAAAGGCGGTTACCGAGCAACCTGGCAACCTGCGTTTGATCGCTCGAACCCACATAAAGATGCAAGGAAAGAAACAGCT 
CC AT AAAGTCAT CCT CTG ACCT CTAC ACATTCACCGCGG CACGTGTG CGCCTGCACACACATCACATACG ATAATAAAG AAAAAAATTTTTAAA 
GATTTGACGTTTAGTGTACCAAAAGGAGAGAAAGCATTCATTCACTTTTAAACCCCGTGCATATTTACTCCAGTGGCTTTGAAGGGAATGGGGA 
CAAACAAACAAACAAATAAATCAAGGTCTTTGTTTAACAGGTTGTGAACCATGGCTATGTGGATACAGGCTCAGCAGCTCCAGGGCGATGCCGT 
TCACCAGATGCAGGCCTTGTACGGCCAGCATTTCCCCATCGAGGTGCGACATTATTTATCACAGTGGATCGAAAGCCAAGCCTGGTAGGTGAAC 
AGCTTCTAGATCATGTTTTGGGAAGTACGAGGATATTGAACTTTGATGAGAAAAATGTTCTAACTGAGACTTTAAAAGTTGTGAGTAACCTAGG 
CTTAGTGGTCCCCACCTGTAAGCGTCATGATCCTAGCTGAGGGAGAAGGGTTGCAAGTTTGAGGCCAGCCTGAATTGCAGAGTGAGGCCCTGTC 
CCTATCTTGGAAGAAGAAGAAGAGGAGGAGGAGGAGGAGGAAGAGGAGGAGGAGGAGCTCTGTGTGTCGGGCTGGGTGTGTAGCTCAGTGGTAA 
AGTACAGGCATGAGGCTCTAGACTCAGCCCTCAGGACCTGTCTCCAAGAAAAGCTGTTTGAAAATCTTCATGTAATTCATAAAAAGGTATTCAG 



TGCGTACACATGAGGGCACCTATCTGCAGAGGCCAGAAAACAGCTGGAGCTGGCGTTTCAAGTGGTTGCGAACCACCTGGTGTGGCCGCTGGGA 
TCTGAACTCAGGTCCTCGGGAAGAGCAGGAAGCTCTCTTAACCACACAGGCCTCTCTCCAGCCTCTGAGCTTGCCTTGTTTTGGTTTGTTTGTT 

ACCATGCCTGGCTTTTTTTTTTCCCCCCAAGGTAAAGTTTCACCGTGTAGTTATGAGTGGCCTGCATTCACTATATAGACCAGACTAGTCTTGG 
ACTCAAGATCAGCCTTTGTCTCCCATGTGCTGAAATTTATATCTTATAAATCAGATATTTAACATATTGATTTAATAATCAAAACATTCATAGC 
TCTCTGGTTTTTTGTTTTTCTGAGATAGGGTCTCATACTATATAGCTCTGGCTGTCCCGGAACTCACTAAATGGTTTTTTTTTTTTTTCTTTTT 
AAAAACTAATAATGGTTACATTTCAGTGTTGACTTAGCCAACATTTTTATCTCTATTATGAATTATATACTTGAGCTTTAAAATTGTTAGATCG 
GTATAACACAGTTCAGTAGCAATGCATCTTACCGTGCAGTGCTAGGACAAAGCTTACAACACACGAGACAGCTGTACCACTGAGCGGCTGCCTC 
CTCAGCCCTGCCGCATCCTCACCAGCCATCAGCGGTGCCCAGCAGCGTGCAGGGCAGGGAGCTTGCCCGTCGTTGGCCTCAGTCTGTCCGTGAG 
TGTCCAAGTTCATCACAAGTTCATCAGACTAGCCAGGCTTTGACCAGGGTGGTGAGCTCCTCTTTGGAGAGCCAGCCTTGTTGCTGCTGGGAGA 
AGGCTGTCCCTACCCACTGGAGATGTTGCCTTACAGTAATTGCTACAGCTTGTTAGCAAGGCTCCGTTCAGAAACAAGCCTGCCGAAGGAAGGC 
AATTAAAAAAAATCCCAGCTTC1ATATAATTAAGAGGGGGAAAAACTGACTAAATATGAGAACATCAAACACACCTCAATTAGTCCAGTCCTTTT 
CCTTTTCTTTCTGTTTTAATGATTTGGGAGATTTCGGAAAACATTAATAGGAAGTTTCTGCTGATTAAAAATCTCACTTAGAGGCTAGATCAGC 
GGTAGAGCATTCGTCCAGCTAAGCAGACTGGCTCCATACCACAAAAGAGAGAACAAAAGCCAACTTTCGTTTATTCGAGTACAACAGCGCATTC 
CTGTAATTCCAGCTACTCAGGAAGCTGAGGCAGGGGAATTACTTAAGCCTAGGAACTCGAGACAGTCCTAGGCAAATGGGCTTTCAGCCAGCAG 



CATAGAGAAATAGAGATATCACCGAAGAGTTTCCAGCTCTCCGTATTGAAGCTGTCATGAAGTCTCTGATTGTAGGCTATGGTTGAGTCCAAAT 
TGAGAACCAGACTCCTGTGTTCTGTTCAAAGACTGGATCCTCTCAGCCGGGCAGTGGTGGCGCACGCCTTTAATCCCAGCACTTGGGAGGCAGA 
GGCAGGTGGATTTCTGAGTTCAAGGCCAGCCTGGTCTACAAAGTGAGTTCCAGGACAGCCAGGGTTATACAGAGAAACCCTGTCTTGAAAAAAC 
AAACAAACAAAAAAAGACTAGATCCTTTCAACAGTGGGCTCCCAGTCAGAACAGAGGAGCAAGGCTGTGCCTGCAGCCCGTCTAGCCTTCCACT 
TCATACATATTTTCTTCAACCCATAGAGAATACACTTCTAAAAATTGGCTTTGTCCCTACCCTTTCCAGACACAGGTTGGGTGGTCTCTGGTAA 



506 



WO 03/039484 



PCT/US02/36071 



SAGRES DISCOVERY 02-27 



GGTCGTCTCAGGGCTTTGGTGCGCGTCTGCCTAGCTGTTTGCCACCAGCCACTTGCTAACTTCAGGGATTTGTGGGTGGCTGTCTTTTAGCTGC 
CGCTGGCTCTCTTCCCTGGCTGTGGACCTGGTCAGCAGTAATTAGATATTATTTCAGCCTGACAGCTGTTTGGTTTGTCAGCGTGCTAAGTCAC 
TTAAGTATTACCGAGCAGCAATTGTTGCCTAACTTAGTAGACAAAAATCTTTTAAGGACAAAAAGAAAGAAGATAAGGAGGAAGTGGACCCAAC 
CCCTGTCACCAGCTGAACAGCTCAGGATGACACGAGGTCTGGGGACTGGCTTCTCGCCTTCACTGGAGGAGTCAGTGTTATTTCCAGGTCCCAT 
ATCTGCAGTGATGACAGACTATTCTCCTGGGTGTGAATACTTGTAGGCATCTTCTGTCCTGATGCCTCCCTTCCAGGGTCGCTTAGGAAGGGCA 
GTGACTGGGGGCCTGGAGCCAGTCAAGGTTGGAAAGAACATGCAGAACTATATACCCTGTCCCACATACCCTGGAGATACGAGTATAAAGTGGA 
AGTTAGAAGACCCCTTATTCCCTTTATTCCTAGGAGGGGGTGGGTTAATATCAGAGTGAGTCAGTAAAGGGAAGGGAGGAAGGAGTATTTAGAG 
AAAGAAGTGTAAAGCTCAGCTAAAAGAATTGTAGAGTCAGGCATTGTAGACATTTAGCCAACTTATGTCGGGGTGTTTCTTAACCCGTGAATTA 
TAG AAG AAAT CACGTTC C AGACTCCCATG ATGGCTCACACCTATAATCCC AG CAC C CAC AAAACAAATGTAGTATGTAAAGG CTG C ATGTGTAC 
AGGCTCCTATGCATGTATGTATACAGATTGTGTAATTTTTTTCCCCTAGGGACTCAATAGATCTTGATAATCCACAGGAGAACATTAAGGCCAC 
CCAGCTCCTGGAGGGCCTGGTGCAGGAGCTGCAGAAGAAGGCGGAGCACCAGGTGGGGGAAGATGGGTTTTTGCTGAAGATCAAGCTGGGGCAC 
TATGCCACACAGCTCCAGGTGGGTACAAACACTGGCCACACTTAGGCCCTGCCCTCTTGAGGACTTCTTCATTTAATTTTCTGTAGACACGTGT 
TCTGATCTTTAACGCGGGATCGTAGAAATGTGTGTTTCACGCACATGGTTTTGATTGGCTTTGTGGTTGCGGCTGTTACCTTCTTTGAGACAAG 
AGTCTCACCGTGGGGCTGGAGAGTTGGTTCTGTGGTTAAGAGCGCTTCCTGCTTGTCTTAGGGTTATTATTGGTGTGATGAAACACTATGACCA 
AAAGTGAATTGAGGAGAACACCGTTTATCTGGCTTACACTTCCACATCACAGTTCGTCATTGGTGGAAGTCGGGACAGGAACCCAAACAAAGCA 
GGAAGTTGGTGGCAGAAGCTGATACAGAGGCCATAGAGGAATGCTGCTTACTGGCTTGCTCCCCATTGCTTGCTCAGCCTGCTTTCTCATAGCT 
CCCAGAACCACCAGCCCAGGGGCGGCCCCACACACAATGGGCTGGGCCCTCCCACATCAATCACTAATTAACAAAATGCCCTATAGGCTTTCCT 
ACAACCCAAACCTATCATAAGAAGGCATTTTTCTCCACTGAGGCGCCCTCTTCTGATGACTCTAATTTGTGTCAGGTTGATAGAAAACCAGCCA 
GCGTGCTGCTATTGTAGAGGACCTGGGTTCAGCTCTCAGCACCCACATCAGGAAACTCACAGTAACCTGGGGCTTGGAGCCCTGTTCTGACCTC 
AACAGGCATCCACCCACAAGTGACATACAGACACAGAAATAAAAATAGAAACTAATCTTTATTTAAAAAGAAATGAAAAGTTTCACTATTTAGG 
TCAGATTGGCCTCAAACTGGGGATCCTGCTGCATCAATTCCACTCCACCCCCAGTATGGGCTGTAGGTAAGCACCACTCCCAGCCATGACTTTT 
ACTCTCTTTTAACTTCTTATTTCAAAATAATTTTGAATTTGCAGAAAGTTGCAGCAGAGGTACAACAAGGCCCCCTTCATATGGTCAGGTTCAT 
TTACATCATCATCTCTCTCACGCTCCTCTCTCCCTTTCCCGCCGCCACACCTTCATGTACACATGTACACATACACACATACACACTCTCACAC 
ATAGAGACATACTCATACAACACACACACATAGTTACACAATACACAGACATACAAACATACACATACAGATGCAGACACATACACACACATAC 
CTT C ACGTACAC ATGCACAC ACACAC ACACAC AC ACACATAC AC AC ACAC AC AC ATTTCTAGTTG CGAGTAAGTTAC AT AC ATCT C TCCCCTG A 
GTATCTCAGCATGTATGTTCTAAGAACATGAACTTCCCTTACAGGGTCACAATACAGTTATTCAATTTAGTGTGTTTAACATTCACACAAACTT 
TTACTTACTATTCTGTCTCTATTATCCATTTGTCAACTGACTCACAAGTGTCCCTCCAGTCCAGGGTCCAGTCCAAAGCCTCATATGATATCTA 
GTTGACATATCTCTTTAATGTTTTATCTGGTTTGGTTTCAACTTTGTGACGTGTCTGTTTTGGAGATAGGGCCTCCATAGTGTTGTAGCCTATG 
CTAGTCTTGAACGTTAAGCATTGAACATTAAGCAGTCATCTTGTCCCAGCAGTCCTGTCCACCTTTCCCTTTTCTTTAACCTGAAAACATTCAT 
TTTTCGACCTTATTTTGGCTTTGATATTAACATTTTAAAATAATCACTTATTCCCTTAGTTTTAATATTTTTACATTTTATTTTTAAATTTGTG 
TGTGGGTATGTATGTGCACATGAGTGTAGTGCCCTGAGGGGTCAGAAGAGGGCATCACAGCCCCTGGAGTTGGAGTTAGAAATGGTTGTGAGCT 
GCCTGAGGTCGGTGCTGGGAATTGAACTCGGGTCTTCTGTGAGAGCATTATGAGGTAGGGCCTCACCATGTTGTCTAAGCTGATCTCAAATTCT 
AAATAACGGATGCATTGTCCTTCTGCAATGCCCCATCCAGAGAAAGAAGATGCCGGTCTTCCCTACTGTGACAGTAATTCTGATTGTAACTGAC 

TCAGAAAGTAAAGCAGCCTTACCTTCTTAGTGCAACTGCATTTTCATAATGTCTTTCTCTCCATCCCGCCCACACCGGGGAACAGCACTGCCCA 
TGACTCCATGGTTACCGCATCTCTACCATGAGTGCTCGCTGCCCTGGGTCCGGTTAACCCACAACAGAGTGGAGCAAAGTGATGTCTGCTGTTG 
TCCTCTTTCAGAGCACGTACGACCGCTGCCCCATGGAGCTGGTTCGCTGTATCCGGCACATTCTGTACAACGAACAGAGGCTGGTTCGCGAAGC 
CAACAACGTGAGTGTGCCGATGGTTGTGGGAGAGGAGTTGGGGTGCCCTTCTTGAGCCGTTTCCCCCTGGATCCCACTTTGTTGAGGTGACCCA 
ATATGCACTAGTGTCTCTTTAGGGAGCTGACCTTAGCTTTATAACTTAAGTGAGGCTACAACCACAAAGCAAGGTGAACATGTGCAAACTAACT 
TAACCAAAGCAAATCAGTTTTGTGTTGAAGCATGCTCACAATCAGGGAAATTACTTAGTAGAAATTTCTTCACACTCTCTGGGCCAGCTGCTGA 
AGGAGTGGATCATACCTAGTCACTTAAACAGCCAGATCCACAGGGACCTTGTGCATGCCTCCCCCATCACTTCCTCTGAGGGGCTACAGACACC 
TAGGAGGCTTCGGGTGTGGCTTCATCCACGGTAGAAGCAAATGGGTAGAAGCAAATGATTTCAGCACCAGTCTGCCTTGAGATAGATACAGACC 
ATGTTTTATTCCCAATGTGTCCCCAGCGAAATCACAGTCATGGTATTGGATCAATGAGTGAATGTGGAATCAGGGTTATCATCATCAGGAGGAA 
GACCCAAGTGACCTCTGGGGCATGTGGAGTTCTAGTTTCTCAAAAGAATTGGGCACACACATCCTCTGTGGGACACTGATGTGGAGGCCAGAGC 
TGAAACAGAAGTAGGTTTTTACCGTGAAGAAAGCCTGTCGAGTGAACCGCCTCCACTCGCTTTCCATTCTACCCCGATTCTCACATGTGGCATT 
TGTGATGTCTTCTGACCTCAAATTTAACCTTGGGGGTCTTAGCTTCACCTAGGGATTAAGACCGAAGGCTTCTTCCCACCCTCCCACACTGGAT 
CTCCCCACCTGTCCCCAGGGCAGCTCTCCAGCTGGAAGTCTTGCTGACGCCATGTCCCAGAAGCACCTTCAGATCAACCAAACGTTTGAGGAGC 
TGCGCCTGATCACACAGGACACGGAGAACGAGCTGAAGAAGCTGCAGCAGACCCAAGAGTACTTCATCATCCAGTACCAGGAGAGCCTGCGGAT 
CCAAGGTGAGGCTGGCAGTGGAATCCTGGAAGCTCCGGGGGTGGGAGTAAGGTCTAGGAGCAAGCTCTGAGGAAGCAGAAGAGATCCTGGTTCC 
ATTCTGAGCTGTGCCTTTGTGTGAGCAGAGTGGAACCATTCAGGCTGAAGAAGGAGCTGGGTAGCTTAGGGAGAGAACATGGCACCTGATGGGG 
AGAGTGCAGGGTCTCACTCAGGCCTTCCTGTTCTCATGAAGTTTGGGGTCGCTGTAGAAGATGTTTCCTTTTTGAGATTTAAGGTGTTCATGGG 
CTGGAGAGATGGCTCAGTAGTGGAAAGCACTGGCTGCTCCTCCAGAAGGCCTGAGTTCAATTCCCAGCAACCACATAGCAGCTCACAACCATCT 
GTAACTGTAGTC CCATAG CGGC CAATG CCCT CTTACGGTGTGCATATATG C AG AC AAAATATGCAT ATATATAAGTAAAT AAATCTTTGCCAGG 
CATGGTGGGTCACATCTTTAATCCTAGCATTTGGAATACAGAGGAAGGTGACTCTATGAGTTTGAGAACAGCCTGGACTACAAAGAGAGTTCCA 
GG AC AG C CAGGG CT ATTACTCAGGAACTCTATCTCAAAAACAAGCAAAAAG C ATTC ATAG CTT AATAAATAGCTTAC AG AGGACATATTATAAT 
TGTATATAGTAAACATTTTCTTTTTTTAAAGATTTATTTATTTATTATATGTAAGTACACTGTAGCTGTCTTCAGACACTCCAGAAGAGGGCAT 
CAGATTTTGTTACGGATGGTTGTGAGCCACCATGTGGTTGCTGGGATTTGAACTCAGGACCTTCAGAAGAGCAGTCAGTGCTCTTGACCATGTT 

AGACCAGGCTGGCCTCGAACTCAGAAATCCGCCTGCCTCTGCCTCCTGAGTGCTGGTATCAGAGGCGTGCGCAACCACTGCCGGGCCTAGTGTA 
GGCATTTTATGAATGCAGCCTTGCTGGGATGGGAAGTAGGAAGTACATCACATCTAGGAGTGTGGGTGTAGCTCAGAGGTAGAATGCTTTCCTA 
ATGTGTGAGAGCCTGGCCTCCATCCCCAGCACTGGAGGATCTCTATTTGTGGTGCCTGCCATTGAGTTGTATGCAGTTATTCAAGACTTTCCTG 
TGACCCTGTATGCCTTCTGGACAGTGTTCCCTAGCCTTTGTTCTAAGGCACACAGAATTTGAGAATTCTTCCAGGAGTTGTGGAGCCTCCGCAG 
CGCTCCCTCTTAACCCTACGCTTTCTTCTCTATGCGGGCGTGCCTGCCTCAGACAGACAGAGGGGGCTGGGGCCATGGCACTAGTGATTAAGAG 
CACTGGCCTCTTTTGCATAGGAGTTGGATTTGGTTCCCAGAATCCACTTGGTGGCTCAAAACTGTCTGTAACTCCACTTCCGAGTAATCCAGGA 
CCCTCTTCTAACCTCTGTGGGCACCAAGCATGCACGTAGTACACAGACATACACGTATGCAAAACACTCATACGCGTGCAATAAATCTAACACC 
AATTTTAAAAATAAGACTCTCAGAAGAAACCTGTCCCCACACCCGCCTAAGGTCTCCTAAGGTCATGTGTGTAAAGCATAGCGCATTGCTATGT 
TG AC ATTATTTACTGC CTC CCAGGCTTCCC AGATG ATAAATC ATTGAGAAGGAACTCTGTCTATTAG CTCTGTG C CCTG AGG CC AG C ATAAATT 
ACAGTTGCGGGCTTATCCTGGCTGTCTTAGTGTTGCTTTTGTCCATCCCAGCTTGTGTGTCCCTGGGGCAAGGACAAGGTCATTGTGACATGGT 
TTTCAGAGG CC AGCC ATG AG CTT C AATG AG AC ATG CCCGTATG C AC AAATTCTTGGC AAG AC CAG AAT AAGG ATG CTGGG CTACTC AAGGGCC A 
CCGGAGGAAACAATAATGCCAGGAGTCCGGTCTTTTTCTGGGCATGGAGCAAGGAACAAGAAGGTTTGCAGGCAGTGATAGTGGACAGGTAGTT 

AAGGTACCAAAAG AAAACCGACGATGTAG CT C AGTTGGGGG AGTGCTTG C CT AG AATGC AAAAAAAAAAAAC AAAAC AAAAAAAAAAAAAAAAA 
ACCTGGTTTTATCCCCAGAGCAGCCTCCTGAGCCGCTGTCAAGAGTCTCCCTTCACAGATGGAAGACTGAAGCGGGAAATACAGGGATTTACCC 
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AAGTTCGACCAGCTGATAAACCACAGGGCCACTTGCACACATAGGCTAACTTCAAACCTGTGGGGAGGGCAGGATGCCCTCTGTGTGGGGAGTG . 

TGGAGGCACACACTACTAAGCAGTTGCTTCCCCAACAAACACCTGCTCCCGGCCTAGGAGAGGCCAGGTCAGGAGAACCTTGATCCGCCTTCTG 

AGAGAGCCCCTTCATCATGGGACACCCATTGCGAGCTGGAACTCTGACTTACTGTTGATGGGGTGTCTAGATGACCCTGAGAGTGGGTGATCCT 

TCAGACTTCTTACTGGACACAAGAATTGATGGTGGTGGGTGTCCTGTCCCCTCCTCCAGCTCAGTTTGCCCAGCTGGGACAGCTGAACCCCCAG 

GAGCGCATGAGCAGGGAGACGGCCCTCCAGCAGAAGCAAGTGTCCCTGGAGACCTGGCTGCAGCGAGAGGCACAGACACTGCAGCAGTACCGAG 

TGGTTAGTGCGTGCCCTGCGACCGTCTGCCCCAGAGGGAGCTCTGTCACCTGAGATTCAGGGCACCAGGTGGGGGACAGAGCCTGGATGGGAGC 

AGGGCCCCTCTCTCCTGGGGTGGAGCGGGTGTGAGGGGGCCAGGCCCTGGGTTCTAGGGCAGGCACTGAGGGATGCTCGCCGGGAGCCAGAGAG 

CCGCTGTTCCGTCGCACAGGAGCTGGCTGAGAAGCACCAGAAGACCCTGCAGCTGCTGCGGAAGCAGCAGACCATCATCCTGGACGACGAGCTG 

ATCCAGTGGAAGCGGAGACAGCAGCTGGCCGGGAACGGGGGTCCCCCCGAGGGCAGCCTGGACGTGCTGCAGTCCTGGTGAGGGTGAGAGGTGG 

GCGGGGTGGGCAGCTTGGGCAAGGATGCCAGCTGCCTCTTCTGTCCCTGCCGTGGCGTGAGCAGCAGATGCCCACTGTCTGTGACAGCTCTCAC 

TTTAGCAGTATCTTGGCTCTTGATGGGACTCGGCTCTTCAGACCTGTGCCACCTCCCACAAGGGACAGTGGTGCCTTGGGATGGGCAGGGCTAC 

CCTTGAGCTGGTTGGTTCCAAGTTGGGGCCACCCTGACTGTCTTCTGCTTTTGAAAAGTGGGACTCTGCTCAGTGTGCCTGTGCAGGAGAGCGG 

TGGCCAAGGCCAGCACCTTTCTGGGGCGGGGGGTGCTTTGGTGGGAAGGAGGAAGAGTAGCATGCATCTTCCTCCCCTGGCGTGGGGTGGAAGA 

GCAGCCGCCATCCCCCTGAAGGCCCCGGGCTCCTTGCAGGTGTGAGAAGCTGGCCGAGATCATCTGGCAGAACCGGCAGCAAATCCGCAGGGCT 

GAGCACCTGTGCCAGCAGCTGCCCATCCCATGCCCCGTGGAGGAGATGCTGGCTGAGGTCAACGCCACCATCAl^^ 

NNNNNNNWNNNNNNNNNNNlSn^ 

NNNNNNNNNlSnsTNNN^ 

NNNNNNNNNNNNNNNNN^ 

^INNNNNNNNNNNNNNl^^ 

NNNNNNNNNNNNNN^^ 

NiJNNNNNNNNNNNNNNNN^^ 

NNNNNNNNNNNN^^ 

NNNNNNNNNNWNNNN^ 

NNNNNNNNNNNNNI^^ 
NNNNNN^ 

NNNNNNNNNNNNNNNNNl^^ 
NNNNNNNNNNI^ 

NWNNNNNNNNNNNNNNNNNNlsnSII^^ 
NNNNNNNNNNNNNNNN^ 

NNNNNNNNNNNNNNN^^ 

NNNNNNNNNNNNNN^^ 
NNNNNNNNNNNNNN*^^ 

NNNNNNNNNNNNNN^ 

NNNNNNNNNNNNNNNNNNNNNNN^ 
NNNiSINNNNNNNNIS™ 
NNNNNNNWNNNNNNN^ 
NNNNNNNNNNNNISTNNT^^ 

j^INNNNNNNNNNNNNNN^^ 
NNNNNNNNNNNNNNN^ 

NNNNNNNNIWNNN^ 
NNNNNNNNNNim^ 

TGCATGCTGGGCAAGCATTCTACCAGCTGAACTATAACTATCCCCAGCCCATGATGAACATTTTCAGAATGTCTCCATGAGGAGGGGTCCTTAT 
TGCATGCTGTTAGAAGAACTTAACTCTCAGAAGCGTGATAAAAGTGTCCTCGTTATTCGACACATCCAAGTCTGTCTTTCTCTAGTGTGAGACT 
CTTGGCTCTTCAACTGTCATCTTTAGAGAACCGGGCTTTATTGCAAAGGCAGGGTTTTTATGAGATCTTCCCTGTGTGTGCTGCAAAAGCAGAG 
TTTAGACTCCTAAAAAATAAAAAAAAAAATTAAAAAAAAAAAGGCCACAGTACACTGCTTTCAAAGTTTCAAAGCCTTATGGATTAGATTGCTT 
CACCTCCATCCCTGTTGTCCACGAAGCTTTCTGTAACCTTGACGTGCCCTGCAATGTGTAACCAGTAGGGTATGTTGTCCAAATAATATGAAAT 
TTTTTACATTCT C AGTGATGCTGATGACTAAGTTAT CTTGAATGCTATTTAAAAAT AAATAC AGAAAGTTTGATAGAGT CG AC CAT CTC AGT AC 
TTGGGCAGCCAGGACTACATAGAGAAACCCTGTCTCAGGAAGGAGGGGGGGCGAGGGAGAGAGAGAGAGAGGGAGAGAAAGAGAAAGGGAGAGA 
GAGGTGTTATGCATGTTGGAATCCAGCTGTGATTCTGGGTCCTCCATTTCCTCCCTCTCGGAGTATCCAGACACCACTGTATGCTGGGATTTAT 
TCAGGATAGGCTTGTATGCATTGTATGCATACACACTTTATTCGGGGTGAACCAGGGCTGTGTATATGAACCTAGGAGAGTGGAAAGGGGTTCT 
TCTTAAAGTGAAATTACATTGGCTGAGGCTTGGGGGTACCTCATTTGCATGGAGAGGCATTCCTTGAATTTCACCATGGATTATGTGACCTCCC 



TGGCCTCGAACTCAGAAATCCGCCTGCCTCTGCCTCCCGAGTGCTGGGATTAAAGGCGAGAGCCACCACGCCCGACTGGTTGTTCTTCATTTTA 
C AC C AAG CTC AGGGAAG CTGT C CGG AC ATGGT AGACTATAT AACCTTAGTAGTG AGGTACAACAG AC AG AC AG AC AGATGATAGGTAGTC CCCT 
GAACAGTCATGGTAATGCACTCCTGTAATCTTAGCCCTTGGGAGGTAGAGTCAGAAGGATCAGAAGTTCATGTTTATCCTGGCTATATATTAAT 
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TTCAAGTTCAAGGCCAGATTGGCCTGCATGAGACCTATCCCAAACTAAGAAAGGGGCTTGGGGGATGGCTTAGTAAAGTGCTTGCCATGCaAAT 

ATGGAG AC ATG AGTTTTTATATTTTATTTTATAC ATGTG AGAGTTTTG C CT AC ATGTATATGTGTGTAGCATGTTGTGC CTGTGG C CC ATGAGG 

CCAGAAGAGAGCATCAGATCCCCTGGAACTGGGGTTACAGATGATTGTGAGCTGCCATGTGGGTGCTGCAAAAACAGCCAGTGCTCTTCATCAC 

TTGAGCTATCTCTCCAGCCCCAATAATAAATTTTAAGAAGTGGAGAACTCATGAAAAAAGACACCTGAGGTTGACCTCTGACCTCCACCTATGT 

GCACATATGTGCTTCACCCTCACACACCCCCACAGGGAGGGGAGGAGGAAGGAAGCAGGAAGGTGAAGAGAGAGGAAGTCCCCTCTCCTGGCCA 

TCTTGGTCACTGCCCTGTGTGGTGCGAGCACCAGACCACATCCCTCTGGCCCTAACTACCCTCGTACCTACTGACCAGCCAGCTGAATAGAATG 

AGAGGCAGTGTATTACAAGTTCATATTCTAACTGTTTCTCAATCAAGTTGCCAACTAGAAACTTTCCACTCCTCCATGCCAAGTTGCTTCACTG 

TGAGCTAGAGTTCTTGGCAGGTGTCAAGGACAAGCAAGTATTATACTTGGGGCTGCACATGTGTGCCCTCCCTCTGCTCACTTAGAAAGCCAGG 

CTTGTCTGTCTGACTGCTCTCTCTCTCTCTCTCTCTCTCTCTCACTCCCTTCTTCCCTCl^^ 

NNNNNNNNNNNNNNN^^ 

nnnnnnnnnnnnni^^ 
nnnnnnnnnn^^ 

NNNNNNNNNNNNNN^ 

NNNNWNNNNNNimNN^ 

NNNNNNNNNNNNNNNNN^^ 

NNNNNNNNNNNNNNNNNl^^ 

NNNNNNNNNNNNNN^TN^ 

NNNNNNNNNNNN^ 

NNNNNNNNNNNl^JNN^ 

NNNI^NNNNNNNNNNNl^ 

GAGGGGGGGTGGCGGGGCGGGGTGGGGGGAGTCCTGTTTACTTAGCAGTGGATTCCCTGAAGAGCAGTAAAGTAGAAGTGAAGGGGGGAGGCAT 
GGCAGGGAGGGGGGATCCATCTCTCCTGAGGGGTCAGAGGAGGTTTCTGAGGAAGTGACACGTGAATAGACTTGAACAAAGTAAGGAAACTGGC 
TTTGCAGAGACCCAGAGGACAAGCATCCTAGGCTGAGAGAGAAAGCCCAGCTGGGGTGGCTGAAAAGCTCCCCAGAGCCCCTAGGCTGCCTCCA 
GCCAAGCAGGAAGTTGGTGATGGGAACTGAGGCCAGGGCACCTCAGTAATGGAGGTCGGGGTGAAAGGTCAAAGCGTGCATAATCCTAAGTGCC 
CTGATTTCACACACACACACACACACACACACACACACACACACACACACACACAGAGTTGCAGGTCAGTAATGCATTCATGTAGCACTGTCTT 
CAGGATTGCACAGGATTCCATTACCTAGTGACTTTCGAAGATCACGGTTAGGCAATTGAGATTCTTAGTATTTAATTTACTTCATTTTCACTAA 
TG ACTG ATATTG AG AT AAC CTAGTAC AAGTAC CTTGTTCAACTATTCCTTCAG ATAAATTCCTAAGC AGAATTAGGTC AAAGGG C AT AAG CTTT 
ATAAGCTTTTTTTTTTTTGACGCATCCAAAACTGCATTCAAAAACCCAAATTCACATTTCCCACAGCTCTCTGTTGGACATCTGCTTCTCTGTC 
TTTTTGCCAACCACAGAATAGCCTCCATTCATGTCTGCCAGTCTGGTTGGCATGAAAATGGTACATTATAAGTCCTGTGTGTATTTATCTGATT 
CTAGGCAACCTTTGCATATGATGATTAATAATTCCAGATTAATTAGCATGGTAGCAGAAGCTAGCATTTGCTGGATGGCTCTGAGTTTCCTAGA 
GTATCCGTCTTAGTCACTGTTCTACCACTGTGGAGAGACACCGTGACCAAGACAGCTCTTACAAAGGAAAACATTTCATTGAGAGCTGGCTTAT 
AGTGTGACTGGAACTCCTCTTTTACAGGAAACTGAGGCATAGGGAAATCAAATAATTTGCCAAAGATCCCAGGACTGGGAAGGGGCCAAGCCAG 
GGTTTCAGCTTGGCTTAGCTCCTGAACCTAGATTCTTCATCCACCAATGGCCAGCTCTGGCCATTGATAATTTTTTTCTGTGAAAAACATGTTT 
GTATTTCTTCCTTGGTTTTTTGAAGTTATATTTTTATATAGAAAATATACTCATCTGAGGGTGAGATGCTCAGTCTACAGAGTACTTGCTGCGA 
GTTTAATCCCTAGAGCCCATACTTTTTAAAAAGCCAGGTGATGTGGCACTTGTAATACTAGTGTATGTGTTCCTCCACATGCCTGGGCACACAC 
ATGCATGTACACACATGCACATAAATATGCCGCACAGAAACATGTGTGTATATACACACACACAAGAAAAATAGTTAATCCCCTATTGATTTAT 
CTATACAGAAAATCTTTTCTCTGTATTAAGTTTTATTTTCTCAAGAACAAAGACTTGTGATTTCCATAGAAACCCAATCTGTCTGTTTTTAGTG 
TGTGTGTGTGTGTGTGTGTGTGTTACACACATATACCATGGTGTGCATGTGGGGAGTAGGAAGACAGTCACTGGGAGTCGGCAGTCTTCTTCCA 
CTGTGTGAGTCCCAGGGGTGGGACTTGTGTGATCAAGCTTTGTGACAAGGACCTTTACCCACTGAGCTGTCTTGCCAGCTCCAACTGTGAAGTT 
TTCAAAGCXTTTATTTTTCAATTATGCCTGCAAGCACAGTCATAGTCTCAGTTTGGGAGGCTGAGGCAGCAAGATCCAAAATGCAACACCTGCC 
TGGGGTAGAGAGTGAGTTCAAAGCCAGCATGTGCAACTTAGCAAGACACTGTCTGAAAAGAGGTGGGGGGATCTTAGGGGTAGAGCTTTTGCCT 
AGTATATACGATGCCCTAGTATATACGATGCCCTAGGTTCTTCAGTCCCCAATACCAGACAAAAAGTCAGACATAGTCATAAATTCATAAGGTA 
GAGACAGGCAGATCTCTGTGAACATGAAGGCAGCCTATCCTACATAGTGAGATCCTGCTTCAAAAGAAAAAATTTTTTTTCACAAATATGCACC 
ACTAGAAGTTAACTACACGCGCATGGAAGTGTCTGCCTTCTCTGTGGGGACTTTCTAAACCGTGCCAGCTGACCTGGAAGGTGGCCCAATTTGT 
ACTTTCAGTGCCTCACATCGGCAGCAAGCCTCCCAGAAGACAGAAATGTTACCTGCTGTGTCGGTCATGTTCTGAGTTGAGATTAAGAGGCTGT 
GTCCTAACCCTAGAAAAGATAAGTTCTTGAGGGAGGTGTCTCTGAGGTCCCTGGTTTTCACTGTTCTTCTCCCCGGCAGCGAAAGCAGCTGACG 
GATACGTG AAG C C AC A 

MOUSE SEQUENCE - mRNA 

AAGGTCCTGCAACGGGGAGGGAGCGAGCGGGCGTGCGAGAGAGCGTGCGGGACCGGAGAGACCCTGGCTCTGGTGGGGCAGAACGAGGTTGTGA 
ACCATGGCTATGTGGATACAGGCTCAGCAGCTCCAGGGCGATGCCCTTCACCAGATGCAGGCCTTGTACGGCCAGCATTTCCCCATCGAGGTGC 
GACATTATTTATCACAGTGGATCGAAAGCCAAGCCTGGGACTCAATAGATCTTGATAATCCACAGGAGAACATTAAGGCCACCCAGCTCCTGGA 
GGGCCTGGTG CAGG AG CT G C AG AAG AAGG CGG AG C AC CAG GT G GGG G AAG ATGG GT TT T TG CTG AAG AT C AAG C TGG GG C AC T ATG C C AC AC AG 
CTCCAGAGCACGTACGACCGCTGCCCCATGGAGCTGGTTCGCTGTATCCGGCACATTCTGTACAACGAACAGAGGCTGGTTCGCGAAGCCAACA 
ACGGCAGCTCTCCAGCTGGAAGTCTTGCTGACGCCATGTCCCAGAAGCACCTTCAGATCAACCAAACGTTTGAGGAGCTGCGCCTGATCACACA 
GGACACGGAGAACGAGCTGAAGAAGCTGCAGCAGACCCAAGAGTACTTCATCATCCAGTACCAGGAGAGCCTGCGGATCCAAGCTCAGTTTGCC 
CAGCTGGGACAGCTGAACCCCCAGGAGCGCATGAGCAGGGAGACGGCCCTCCAGCAGAAGCAAGTGTCCCTGGAGACCTGGCTGCAGCGAGAGG 
CACAGACACTGCAGCAGTACCGAGTGGAGCTGGCTGAGAAGCACCAGAAGACCCTGCAGCTGCTGCGGAAGCAGCAGACCATCATCCTGGACGA 
CGAGCTGATCCAGTGGAAGCGGAGACAGCAGCTGGCCGGGAACGGGGGTCCCCCCGAGGGCAGCCTGGACGTGCTGCAGTCCTGGTGTGAGAAG 
CTGGCCGAGATCATCTGGCAGAATCGGCAGCAGATCCGCAGGGCTGAGCACCTGTGCCAGCAGCTGCCCATCCCAGGCCCCGTGGAGGAGATGC 
TGGCTGAGGTCAACGCCACCATCACGGACATCATCTCAGCCCTGGTCACCAGCACGTTCATCATCGAGAAGCAGCCTCCTCAGGTCCTGAAGAC 
CCAGACCAAGTTTGCGGCCACTGTGCGCCTGCTGGTGGGGGGGAAGCTGAATGTGCACATGAACCCCCCGCAGGTGAAGGCGACCATCATCAGC 
GAGCAGCAGGCCAAGTCCCTGCTCAAGAATGAGAACACCCGCAATGATTACAGCGGCGAGATCCTGAACAACTGTTGCGTCATGGAGTACCACC 
AGGCCACTGGCACGCTCAGCGCCCACTTCAGAAACATGTCCCTGAAACGAATCAAGAGATCTGACCGCCGTGGTGCAGAGTCAGTAACGGAAGA 
GAAGTTCACGATCCTGTTTGACTCACAGTTCAGCGTCGGTGGAAACGAGCTGGTCTTTCAAGTCAAGACCTTGTCGCTCCCGGTGGTGGTGATT 
GTTCACGGCAGCCAGGACAACAATGCCACAGCCACTGTCCTCTGGGACAACGCCTTTGCAGAGCCTGGCAGGGTGCCATTTGCCGTGCCTGACA 
AGGTGCTGTGGCCGCAGCTGTGTGAAGCGCTCAACATGAAATTCAAGGCTGAAGTACAGAGCAACCGGGGCTTGACCAAGGAGAACCTCGTGTT 
CCTGGCACAGAAACTGTTCAACATCAGCAGCAACCACCTCGAGGACTACAACAGCATGTCCGTGTCCTGGTCCCAGTTCAACCGGGAGAATTTG 
CCAGGACGGAATTACACTTTCTGGCAGTGGTTTGATGGCGTGATGGAAGTATTGAAAAAACATCTCAAGCCTCACTGGAATGATGGGGCTATCC 
TGGGTTTCGTGAACAAGCAACAGGCCCACGACCTGCTCATCAACAAGCCGGACGGGACCTTCCTGCTGCGCTTCAGCGACTCGGAAATCGGGGG 
CATCACCATTGCTTGGAAGTTTGACTCTCAGGAGAGAATGTTTTGGAATCTGATGCCTTTTACCACTAGAGACTTCTCTATCCGGTCCCTCGCT 
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GACCGCCTGGGGGACCTGAATTACCTCATATATGTGTTTCCTGATCGGCCAAAGGATGAAGTATATTCTAAGTACTACACACCGGTCCCCTGTG 
AGG CCGCAACTG CG AAAGC AG CTGACGGATACGTG AAGCC ACAGATCAAGCAGGTGGTCCCCGAGTTTGC AAATGCATCCACAGATGCTGGGAG 
TGGCGCCACCTACATGGATCAGGCTCCTTCCCCAGTCGTGTGCCCTCAGGCTCAGTACAACATGT AC CC AC GC AACCCGGACTCCGTCCTTGAT 
ACCGATGGGGACTTCGATCTGGAAGACACGATGGACGTGGCGCGGCGCGTGGAAGAGCTCTTAGGCCGGCCCATGGACAGTCAGTGGATCCCTC 
ACGCACAGTCATGACCAGACCTCACCACCTGCAGCTTCATCGCCCTCGTGGAGGAACTTCCTGTGGATGTTTTAATTCCATGAATCGCTTCTCT 
TTGGAAACAATACTCGTAATGTGAAGTGTTAATACT 

MOUSE SEQUENCE - CODING 

ATGGCTATGTGGATACAGGCTCAGCAGCTCCAGGGCGATGCCCTTCACCAGATGCAGGCCTTGTACGGCCAGCATTTCCCCATCGAGGTGCGAC 
ATTATTTATCACAGTGGAT CGAAAGC C AAGC CTGGGACTCAATAGATCTTGATAATCC ACAGGAGAACATTAAGG C C ACC CAGCTC CTGGAGGG 
CCTGGTGCAGGAGCTGCAGAAGAAGGCGGAGCACCAGGTGGGGGAAGATGGGTTTTTGCTGAAGATCAAGCTGGGGCACTATGCCACACAGCTC 
CAGAGCACGTACGACCGCTGCCCCATGGAGCTGGTTCGCTGTATCCGGCACATTCTGTACAACGAACAGAGGCTGGTTCGCGAAGCCAACAAGG 
GCAGCTCTCCAGCTGGAAGTCTTGCTGACGCCATGTCCCAGAAGCACCTTCAGATCAACCAAACGTTTGAGGAGCTGCGCCTGATCACACAGGA 
CACGGAGAACGAGCTGAAGAAGCTGCAGCAGACCCAAGAGTACTTCATCATCCAGTACCAGGAGAGCCTGCGGATCCAAGCTCAGTTTGCCCAG 
CTGGGACAGCTGAACCCCCAGGAGCGCATGAGCAGGGAGACGGCCCTCCAGCAGAAGCAAGTGTCCCTGGAGACCTGGCTGCAGCGAGAGGCAC 
AGACACTGCAGCAGTACCGAGTGGAGCTGGCTGAGAAGCACCAGAAGACCCTGCAGCTGCTGCGGAAGCAGCAGACCATCATCCTGGACGACGA 
GCTGATCCAGTGGAAGCGGAGACAGCAGCTGGCCGGGAACGGGGGTCCCCCCGAGGGCAGCCTGGACGTGCTGCAGTCCTGGTGTGAGAAGCTG 
GCCGAGATCATCTGGCAGAATCGGCAGCAGATCCGCAGGGCTGAGCACCTGTGCCAGCAGCTGCCCATCCCAGGCCCCGTGGAGGAGATGCTGG 
CTGAGGTCAACGCCACCATCACGGACATCATCTCAGCCCTGGTCACCAGCACGTTCATCATCGAGAAGCAGCCTCCTCAGGTCCTGAAGACCCA 
GACCAAGTTTGCGGCCACTGTGCGCCTGCTGGTGGGGGGGAAGCTGAATGTGCACATGAACCCCCCGCAGGTGAAGGCGACCATCATCAGCGAG 
C AG CAGGC C AAGT CC CTGCT CAAGAATG AGAACAC C CGCAATG ATT ACAGCGG CG AG ATCCTGAAC AACTGTTGCGTC ATGGAGTACCACCAGG 
CCACTGGCACGCTCAGCGCCCACTTCAGAAACATGTCCCTGAAACGAATCAAGAGATCTGACCGCCGTGGTGCAGAGTCAGTAACGGAAGAGAA 
GTTCACGATCCTGTTTGACTCACAGTTCAGCGTCGGTGGAAACGAGCTGGTCTTTCAAGTCAAGACCTTGTCGCTCCCGGTGGTGGTGATTGTT 
CACGGCAGCCAGGACAACAATGCCACAGCCACTGTCCTCTGGGACAACGCCTTTGCAGAGCCTGGCAGGGTGCCATTTGCCGTGCCTGACAAGG 
TGCTGTGGCCGCAGCTGTGTGAAGCGCTCAACATGAAATTCAAGGCTGAAGTACAGAGCAACCGGGGCTTGACCAAGGAGAACCTCGTGTTCCT 
GGCACAGAAACTGTTCAACATCAGCAGCAACCACCTCGAGGACTACAACAGCATGTCCGTGTCCTGGTCCCAGTTCAACCGGGAGAATTTGCCA 
GGACGGAATTACACTTTCTGGCAGTGGTTTGATGGCGTGATGGAAGTATTGAAAAAACATCTCAAGCCTCACTGGAATGATGGGGCTATCCTGG 
GTTTCGTGAACAAGCAACAGGCCCACGACCTGCTCATCAACAAGCCGGACGGGACCTTCCTGCTGCGCTTCAGCGACTCGGAAATCGGGGGCAT 
CACCATTGCTTGGAAGTTTGACTCTCAGGAGAGAATGTTTTGGAATCTGATGCCTTTTACCACTAGAGACTTCTCTATCCGGTCCCTCGCTGAC 
CGCCTGGGGGACCTGAATTACCTCATATATGTGTTTCCTGATCGGCCAAAGGATGAAGTATATTCTAAGTACTACACACCGGTCCCCTGTGAGC 
CCGCAACTGCGAAAGCAGCTGACGGATACGTGAAGCCACAGATCAAGCAGGTGGTCCCCGAGTTTGCAAATGCATCCACAGATGCTGGGAGTGG 
CGCCACCTACATGGATCAGGCTCCTTCCCCAGTCGTGTGCCCTCAGGCTCACTACAACATGTACCCACCCAACCCGGACTCCGTCCTTGATACC 
GATGGGGACTTCGATCTGGAAGACACGATGGACGTGGCGCGGCGCGTGGAAGAGCTCTTAGGCCGGCCCATGGACAGTCAGTGGATCCCTCACG , 
CACAGTCATGA 

HUMAN SEQUENCE - GENOMIC 

AGCCCTCCCGTGCCTCCCACCCTGACCCTGTGCCCAGTGGCTGTGCCCTTGGTTGACCATCCCTCATTTGGTCTCTGACTGTAAGGCCCCGAAT 

CAATGGCGCGATCTTGGCTCACAGCAACCTCCACCTCCAAGGTTCAAGCGATTCTCCTACCTCAGCCTCCCGAGTAGCTGGGATTACAGGCATG 
TGCCACCACTCCTGGCTAATTTTGTATTTCTAATTTTGTATTTTTAGTAGAGGCGGTGTTTCTCCATGTTGGTCAGGCTGGTCTCGAACTCCCG 
ACCTCAGGTGATCCACCCGCCTCGGCCTCCCAAAGTGCTGGAATTACAGGCATCAGCTACCATGCCCGGCCCCCACTCTGGCTTTTATTCTCTC 
TGTGTCTCTCCCTTGTCTCCTTAGGTCTCCATCTGGTTCTCTGATTCTGTCTGGGTTTCTCTCCATTTCTTCAGGCCTGTTCTCCCTTTGAGAT 
GCAGTGGGGAGGAGGAGGAGCTATGGAACTTTCCCAGGATGGGCAAAGGGCACCCAAGGGAGTAGAGGGAAGGGTGTCAGAGTTGGGTTGGGAA 
GAGGTGACTGTAGTCGTGGCTCCAGATAACACAACTACCCAGAAATGTCAAATTTGGGGTTTCTTTTTGCTTTCAGTCCCCTTGTTTGTCCCCT 
TGTGTGGGTGATTTCCCACCACAAAGTGCCCTGGTGATTTTGGGGAACCAGGCTGTGGAGGAGAAAACTGAGGCCACGGGATGGGGGTTCAGGA 
AGATCAGAAACTGTCAAGGGTCTGACTGAGCTGCGGTCCGAGGCTGGCCTCCTTGCCCCTAACTGCTCTTCACCCCCAAATCCAAGTCACAGTA 
TTAGATGGGGAGTGAGGAAGGATTTTAGAAATCTTACAGAAATATATTCCCCAGGCTAGGTGCAGTGGCTCACGCCTGTAATCCCAGCACTCTG 
GGAGGCTGAGGTGGGAGGATCACTTGAGGCCAGGAGTTTGAGACCAGTCTGACCAACATGGTGAAACCTCGTGTCTACTAAAAATACAAAACAA 
TTAGCTGGGCGTGGTGTCACGCACCTGTAATCCCAGCTACTCGGGAGGCTGAGGCACAAGAATCTCTTGAACACAGGAGGCGGAGGTTGCAGTG 
AGC CG AG AT CATACC ACTG CACTCC AGC CTGGGCAAC AG AGTCAGACTCTGTCTC AAAAAAAAAGAAAAGAAAAAAAAAAAAG C AATATATTCT 
CCAAAAGAAGACCTCCTATATTTTATTAGGAATAATAATAGTCTGCAGCCTAGGCTTCAGTTGGCACACTATATTCGTATCCTGAACTACATCA 
AGGCACATTTGTGTACAGACATGGTTGTGCTCTTCAACTCAACGGATCCTTTCAATAACCTTGAAGGCAGTCAGGGCCAGAATCACACCCTTTG 
ATTAGTCCATGAAAGAAACCTGCCOVAAGCTGTCTGGCCAGTAAGTGCACAGATGGCACCAGGATCCAAGTTGCCGGGCCTTGTGGGCAGGGTC 
TCAGTATAACCTTTCTAAGCTTCCCCAAGCCCAGCACACACCGGCGGAGTGAAGAGGCCTCCCTGGGCTGGGCTAGCCCACCATTTTTCTGCGG 
TGCGGAGCATGGCATCTCCATTCTCGCCCAGCCTACACCCCTGCTCTATTGAATGGGACAGTGTGCTCTGTGCACACTTACATGAAGGTGGGTT 
TGAGTTTATGGATTAAGAGAATTATCCCAAAGGGCCGGGCATGGTGGCTCACGCCTGTAGTCCCAGCACTTTGGGAGGCTGAGGCGGGTGCATC 
ACCTGAGGTCAGGAGTTCGAGATCAGCCTGGCCAATATGGTGAAACCCCGTCTCTACTAAAAATCCAAAAATTAGCTGGGCGTGGTGGTGCACA 
CCTGTAGTCCCAGCTACTCAGTACGCTGAGGCAGGATAATCACTTGAACCAGGGAGGTGGAGGTTGCAGTTAGCTGAGATCACGCCGTTGCACT 
CCAGCCTGGGCAACAAAAGCGAAACTCCGTCACAAAAAGAAAAAAAAAAAAAGAGGGAGAGAGAAAGAATTATCCCAGGTCCCCTTTCTGCCTT 
GCCCTTGACGATCAGGTCTGCCCATGCCCCTACCCTGGGGAGAACAGATTGAGGTCACCTTGACTTGACCTTCCTTGGGGGGTGGAGGGAGGTG 
GTACAGAGATGCCTTTGTTTCCTGTGCTCCAAGTCCCTTCTTCAAGGAGAGTTCCTGTTACATGGGAGCCAGAGGGGAGGTGGGGTAGGGGTGA 
AGGGCCTTCCCAAGAAAGCTGGAGGCTTTCTAGGAAGTATCTTTTCACCCTGCGGCAAAGGGGAGAAGCCCTGGAGCACTTAAACATCCTGTTT 
CACCCCCACCTTGCCTCTGCTTGGACAGCCTACCTGCACTCCAGCCCCCACCGGAGAAGGCTTCTAGAAGTGGGGCCATGGGCCCATGCTCAGA 
GTATACCCCACCTCTGAGGCCAGGCCCTGGTACCTCCCTATAGAAATGCCACCCCCATTCTTGTCCAAGAAGACAGATCAGGACCTAGGGAGGG 
TGTGTGTTTATATGCACAGGGTGAGGACTTCTGTGCAAATCTGGGGGAAGGGAAGGAGCTGCCGGAGCTTGGGTGAAGCCCGTTCCTGCCGCTG 
TCCCCTATCCACCACTCTTCAGGGAAGTCACTTTACAGTGAAGTCACCAAGAGAACACAAGGCCATGCTGCCTGAGGCATAGTGACTGTCCTCT 
GTTTCTGGGAATAGCATGAGGGGAAGGGTGTGGGGCTGGACAGGGTGGGTAGGAGAGGAGTCCTGCTTCCTCTGCCCAGCTGCCCAGCCTGCCT 
GCCCTGGGGGAGAGGCTTGTAGGCCGGTTTCTTTCTGGACGAAGAGAAGAGGATGCAGAGTCTGTGCCAGGTTCACATTTCCCAGCCAGTCAGG 
TGGGCAGGAGGAGCCCACCCTTTGCAGCCCCCTCATTGCAGGGCCAGGCCCAGGAGCCTGGAGAGAGGAGAGAGGGCACACAGAGCCAGGCAGC 
TGAGTGGAATTGGCACTGTCCTGGGCAGCCCTGGGTCAAGCCTGGCTTCTCATCCTCATCCATGATGACTATCAGGCCGCTCTTCCCGCTGAGC 
TAGTTTCTCCTCCTTCCAGCCCAACAAGAAATCTTTTGTGCCTTGGCCAGCCCAGTACCCAACGTCAAGCCCTCTGGGGGTTGTGTGCGAGGGG 

TTCTTCGTTTCTTAAGTCTCAGATCTACCCACATCTTCCTTGCTCCAAGCCTCAAAAAAGTGCTTGGGCCAGGCTTTTCCCCTTACGCTGGCCT 
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GTCAACTCCAAGCACTAGCCCGTTTCATTCCATCTACCTGGAATGTCATTCCTCCCTTGGCCACCTGGTGAAATTGGCCTCATCTTTCCTAGGG 
TTAGTGTGGCCTAGAGGAAAACACAAAGGCTTTGGAGTCATAAGGTCCTGGTGCAGACCCTGGCTCTGCTGTAGGATCTTGAGTGAGTGAGTCT 
GCCTCTTGGATCTAAGCATCCTCACTTGTAAAGAAATAGCAAGACCCACTGCTGGGATTTCTGTTAAGACCCAGTCACAGGCCCGGTGCGGTGG 
GTCAAGCCTGTAATCCTAGCACTTTGGGAGGCTGAGGCAGGTGGATCACCTGAGGTCAGGAGTTTGAGGCCAGCCTGACCAAGCCAGCACAGAC 
TCAGCATGGTGAAACCTTGTCTCTATTAAAAATAAAAAAATTAGCCAGGTGTGGTGGCAGATGCCTGTAATCCCAGCTATTTGGGAGGCTGAGG 
CAGGAGAATCACTTGAACCTGGGAGGCAGAGGTGGCAGTGAGATGAGATCACACCACTGCACTCCAGCCTGGGTGACAGAGCGAGACTCTGTCT 
AAAAAAAAAAGACTCAGTCACAGTGGCTGGTGCATTGTAGGTGCTCAGAGGCCTTGGCCAGTAGAGCTGGGTGTTTTTTCCTCTGCCCTTCAAT 
CCCATCTGTATTACAGGCCCCTTCTTATGGCCCTAACACATTGCCTAAAGGGCTATGTCCCAGTGGTTGTCCACAATAGAGTCTTCATAAATAT 
CTGTTGGATTAATGAAGGCCCCTAAACCAGCACAGAACTTCCGGAGCTTTGACGGTTCAGGGCAGCCCCCTGTTCACTGACCACCCCCACCATG 
GTTCCCAGAAGACTCTCCCCCTGCTGCCCTGGCCTCTGCCTGCTCTGGTCCCACTGAGCTGCTTTTCTACACACAGTGGCAGCAGCAGCCTCAT 
CTTTGCCTGGTGCTGGGCTGAATTTTGAGTTCTTAACCTGCCTGGCAAGCCAGCAAGATACTGGCTGCAGTGGCACTCTGCTCCCTCCTCTGCG 
TCCGCCCCACCCTCCCTGGATAATGCTGCATCCCCCAGGACTCTGGGTGGAGAGAGCCCAGTGACCCTGTCCCAAGAGGCGGGGTCGGGGGATC 
CTTGGCCTTTCCAGAGAGCCCACCCTTTAGCCTTTAGCTCTGGCTGGAAGGGAGCCCAGATTGGTGAGGCACACAGGAGCAAGACTGAGAGCAG 
GTGTGTGAGACTCTCCAGGTGGCGAGTCCTCCATGCACCTGCACATCCATCGCTCCCGTCCTCTCCCCTCCCCTCCATGTGACAAAGCACCAGC 
TGTGTCCTGGCCAGCACACTGGCTGGGATTAGGCTGAGGGAAAGAAAGAGAGAAAATGCTTTTTTATCAAGTGCCAGGCACAGTGCTTAGTTGC 
CTTCACAAATGCTCTGCTTTTTCCTTTAAAAAAACTGTCTATTTTACTAATGTTTTAATAGGGAGCATCTGCACATGATATATGTATTTTGTAA 
CAAAAGATTCAAAAGGGTATGTGGTGAAAAGTTAGTCTCTGCCCTTTCCTGTCCCCCAGGGCCCTTCTGGAGGGGCAACAACAGTTGCTGGGGT 
CTTTTGTGCATTTAAATGCACGGAAGGATTGTGTGGATTTGAAACATATATTACACTCTACCCCCTAACTATGATTTACACGTGATGGGAAACT 
GAGATCCTCAGAGACATTAAGTACCTAGACCAAAGTCACACAGCTAGTTTTTTTTTGTTTTTGTTTTTGTTTTTTTTTTTTGAGACGGAATCTC 
GCTCTGTCGCCCAGGCTGGAGTGCAGTGGCGCGATCTCTGCTCACTGCAACCTCAGCCTCCCGGGTTCACGCCATTCTCCTGGCTCAGCCTCCG 
GAGTAGCTGGGACTACAGGCGCCCGCCACCACGCCCGGCTAATTTTTGGTATTTTTAGTAGAGTCAGGGTTTCACGGTGTTAGCCAGGATGGTG 
TCGATCGCCTGACCTCCTGACCCACCCGCCTCGGCCTCCCAAAGTGCTGGGATTACAGGTGTGAGCCACCGCGCCCGGCCAACAGCTAGTAAGT 
TAGCAGAGCTGGGATTTAGAACCATATCTAACTTTTCACCACCAATGCTCTGGCAGAAGTAAGCAGGGGCACTGACAGAGCCCTCCGAAACTGC 

CATGGCTCGAGGGTCCTGTACTGACCTATCCCCCTATGGAAGGATTCATCCCCACAGGGAAAAAGGGACATTCCCACAGTGCCCTTTCTTAGCA 
AATGTGTGGCCGGTGGTTGCCCAGGGTCAGCCTGACTCCTGGGATGCAGGAGGGAAGCCATAATAACGAAGGCCTGTGGTTTCTGGCCAGAGGG 
GATCATGGTTGTGGCTTCAGTGACGTTCCCAGAAAATGGCGTCATGATCTCTGGGGCAGGAGTGAGGGAGGATGTGAAGCAGGGAAGGTGCCCC 
CTCTGAAAGCCATGTGTTCATCTATGAGAGAGAGAGGGGAGGAGGCTGTAGGATGGGAGCAGGGGCATGCATGGACAAGGGGTGTGGACTAGAC 
CCCCAGGCTCTTCCCCCAAGCCTCTCTCCTGGGTCAGGCTGGTGCACTAAGGGATGAGACCCTCCAGTGGACATTGCTGCATCTCCAGGTACCT 
TCTTGGGTCATTCCTGATGGGTTGGACTGTGGGGTCTTTCAGGATCCTAGCTTCCTGTTCAGTTTCTTTCTTTCTGTCATGTCTTAAGTCTGGT 
GTCCCCTCAATTTAAGGGAATATGTCCCGGAGGCCTAGAAGAAGAGGGTCCCACCCCATCAGAACTGTCAAGCAGAGAAGCAGGTGTCAGGCCT 
TCCCATCCCAGGATGACAACATTCTGTTTTGCTGAGGTAGTGACCCAGAACATTCTGTCCTCAGCATCTGTGCACACACCCAGCCAGGTCTAGC 

TCTGAGATGGAGTTTTGCTCTTGCTGCCCAGGCTGGAGTGCAATGGTGTGATTTTGGCTCACCGCAACCTGCGCCTCCCAGTTTCAAGTGATTC 
TCCTGCCTCAGCCTCCCAAGTAGCTGGGATTACAGGCATGTAATCCTGTAATGGCACCACCATGCCCAGCTAATTTTGTATTTTTAGTAAAGAC 
GAGGTTTCTCCACGTTGGTTAGGCTGGTCTCGAACTCCCGATCTCGGGTGATCCACCCGCCTCGGCCTCCTAAAGTGCTGGGATTACAGGCGTG 
AGCCACTGCGCCCGGCCCCCTTCAGGACATTTAAACTAGCGCCCTGTGGCTGCCACAAACCAGCTGGCTTGAGTCCTAGACCGCCGGTCTTGGG 
AAGAGGAGTATTCATCTTAGCTGCTACTAAACACCACAGTAGTAGTTAACCGCTATACAGTGCTTTACAGTGAAGCACTTTACATGTAGTAAAC 
ACTTATTTCCCGCAACCCGATGAGGTAGGTACTGTCTCTATCACCACATTACAAACGAGAAGATAGAGGAAAACACAGTCAAGATTACCCAGCT 

AGTGGCACAATCATGGCTCACTACAGCTTCAGGCTGGGCACAGTGGCTCACAAATGTAATTCCAGCACTTTGGGAGGCTGAGGAGGGAGGGTTG 
CTTGAGCCATAAGTTCTTGAACAGCCCAGGCAATATAATGAGAGCCTGTCTTTACAAATATTTTTTTTTTTTTGAGATGGAGTCTCACTCTGTC 
GCCCCAGGCTGGAGTGCAGTTTCGTGATCTCGGCTCACTGGAACGTGTGCCTCTCGGGTTCAAGCAATTCTCCTGCCTCAGCCTCCCCAGTAGC 
TGGGACTAGAGGCGCGCACCACCACGTCCAGCTAATTTTTGTATTTTTAGTAGAGACAGGGTTTCAACATATTGGCCAGGCTGGTCTGGAACAC 
CTGACCTCGTGATCCAGCGACCTTGGCTTCCCAAAGTGCTGGGACTACAGGCGTGAGCCACCGTGCCCGGCCTACAAATAATTTTAAAAAATTA 
ATCTGGGAGTAGTGGTGCACGTCTGTGGTCCCAGTTACTCATAAGGCTGAGGCAGGAGGATTGGTTGAGCCCAGGAGGTTGCCTTGAGCTGTGA 

AGTGATCCTCCCACCTTAGCCTCCTCAGTAGCTGGGACCACAGGTGTGTGTCGCCACACCGGGCTAGACCCTGTCCTCTTAATGACTGCATAGT 
CCTTGTAACCTCCATTTGCATTCCTAGAGCATAGCATTTGTTCCAAAAATATTTATTGAGTGTCTGTTCTGGGCTTGAACACGAGTAGGAGGAT 
TTAAAAGTGAATAGCATATTGCGTCTGCCCTTGGGGACAGAGACAGAAACATGAAAACATGAAATTGTCCTTCAACACAAGAAGTGCTGTAATA 
GAGGCATGAATAACGCGGTGGGAAACAAGGAGGGAGGTCATGCTGCCTGAAGCAAATGTCACCGAAGGGCAGACATCAAGAAGGCAGGACATTC 
CAGGCAGAGGGAATAGCATGTGTGCAGGGATGAAAGCTCACAAGAAAGAGAAACATGAGTCAGGTGCGGTGGCTGATGCCTGTAATCCCAGCAC 
TTTGGGAGGCTGAGGCGGGCAGATTACGAGGTCAGGAGTTCGAGACCAGCCTGGCCAACATGGTGAAACCCCGTCTCTACTACAAAAATACAAA 
AATTAGCCGGATGTGGTGGTGTGCGCCTGTAATCCCAGCTACTCAGGAGGCTGAGGAAGGAGAATCACTTGAACCCAGGAGGTGGAGGTTGCCG 
TGAGCTGAGACCGCACCATTTCACTCCAGCCTGGGCAACAGAGAGAGACTCCGTCTCAAAAAAAAAAAAAAAGAAAAGAAAAAGAAAAGATAAA 
AGAGAAATATGGAGAACATGGAGCACCTGAGTGTCAAAACATCATGGGCAGTAACTGTCAGGGAGATTGCCAGAGAGCTCGGGGTTGGTTGGCG 

-CATCCATCCTGCTTCCTGCTTCCTTCTCTGGCCTCCAAGCTCCCTGAACCTACTCTGTGCAAAGCACTGTGCCAGGTGTTGGCCCAGAGTATGG 
GACTGCAGCAGTGGCCTGGGTAGCGGAGAAGGGTTTTTTGACCAGCTGGAGACCTTTGTGGCTGGTGTCATTCTGGAGGTGAAGAGAAGGCCGC. 
TGGAAAGAGCTGCCCAGGGAGGACTATGGGAGAACTTGCAGCTCTGGGCCATCTCTGGACATGAACGTTTTGCATACACACAGGGGAGCTCTGT 
GTGTCTGAGTGGGGGCGGGAGGGGTCCTTGTCTCTCTTTTGGCCCCTGCAGCTTGGCTTCTGGAGCTTTCCTATGTCTTGCTTTAGTGCTAGCC 
CTTGGAGGGTTGCCAGGGAAACCGCTGGCCAGCTCCGGGAGATAGACGTAGCAGAGGAAAGGAGAGTGGGTGACTCAGCCTGGCTTCCCACAAC 
CGCAAGCCCCTCCTCAGCACGTGGAAAGGATCTGGGGGACCCCCTTCGCCTGGATCCTACAGATGACCCTGTTTATTCTTTGTTCTCTAGAGAG 
AGCAGTCCCTCCCGCAGCTCTGACTGGTGGGAGCCAGCCAGATTTTCCCAGGAAGGGAACCGGCCCCAGGCGCCCCGTCCCCCGTAGGTTCACC 
CTGGAACTCGGACAGGTGAATTCGGCCTGGGCGAATGTGAATTCCTGCCGTGCCCATGCAGGCGGCAGGAGCCCTGGCTGAGACGCCCTCCCGG 
GGGCAAACCCAGGATAATTATTGATCGGGGCCCCTGTGGACTTCTGACCTCGGCCTCGGCGGGAGAGGACCCGGAACGCGGGCCTGGGCTCCCA 
GGGAGAGAGGTGGGCGGGCCGCGGAGGGGGCCAACCAAAACGACCACGACAGTGCGCCCTAGCCCTGCTAGTGGTGGTCGACCCAACCCAAACA 
AAGCAGCATGTGGTTGCGGTGCGGCGTCGGGTAGGGAGCCGAGCGGGGAAGACACCCCACGGCCGCAGAAAGGGGGTGCGGGCGGCGCCGGCAC 
CGGCACCGCCGAGCGCGCCGCCACCTCGGGTGTGCCGAGGGGGTCCGGGTCCTTCAAGGGCGGTCGCGGAGGGGGCGCGAGGGACAGCGGGCTA 
GCGAGCGCGCGCCGGGCGGAAGCAGGAAGCGGGGCGCGCTCCGGGTTGCCAGCGGCGCGCGTCCCTGGGGCTCCGCGCGTGAGCGGCGCGCGCG 
CCCCCGCGGGCCCCGGCGGGAGGAGAGTCGGCGGCCGGAGCCGTCACCCCGGGCGGGGACCCAGCGCAGGCAACTCCGCGCGGGGGCCCGGCCG 
AGGGAGGGAGCGAGCGGGCGGGCGGGCAAGCCAGACAGCTGGGCCGGAGCAGCCGCGGGCGCCCGAGGGGCCGAGCGAGGTAGGAGCTGCGGGG 

■ CGAGCCCTGGGCCCGGGGCCGGGGGAGCCAGGCCGGGGAGGCAGCCCGGGCGGGGCCCGCGCTCCAGCCGCTCAGCCGCCCGTCAGGGCCGCGC 
CGCCGCCATCACTCCCGGGCCGCGGTGGTTGCGCGCTGGGCGAGGGGCGCGCGCGGGGAGAGGGGGTCCGGGTTGGCTGCCGGGGAGGCTGAGG 
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GCAATGCGGGGTGCGCGAGGGGGACTTGCGAACGCCGCGGCGCCGCGGGGGGGGTGCGCTTTAAAGGCTGCGTGCGCGTGTGCTGAGTGGGTGT 
GTGGGGACCCCGCGCCGACCCCATAGGAGCTCAGGGGGCTGCTGTCAGCCGCCTCACACCTTCACGTTGCAATTGCGAATATCCCCAGCCGTCT 
TCCTTGCTTTAACTTCTTTCTTTCAAAAGAGGTTCCCGGGACTCCGGGGATGGGATGAGCCTGCGGGGGTGCCTGGTGCGGTGGGGGGTATTAG 
CAAAGCTTCAAGAAACAGGGCCTTATAAGGAATCAAGACAACAAATACGAACGTTTCGATAAGACTCTGGGGGGCGGGATCCCACATCAGGACC 
CGCCAGGCCTGGGCTCGTGCGTGTGGCCGTGGGATGCAGTGTGCTTTTTCTTTCTAGTCAGGGATAAAGGGTTAAAAGTGCTCCTGGTGTCGGG 
GGGTAGATATGGAGAGTCGGAAGGGGAGTTGTATCACAAAAGCTGGTCTGAGGCTAAAGGAATCTGGCAAGATGGTCGGGGTGAACAAAGAGGA 
AAGAACTCACACGGAGCAAGAGGCGGTTGCAAACAGTTGTAGCCAGCAGTGATGGAAAAGCCAAAGAAGAAAACCAAGTGTCAGCTTTTAGAAA 
GACGGGATTAATGAAAAGCACAAGAATTTTAAAGACTAAAAGAGATACCGATTCTCTCTTTGCCAAAGAGCCAGAGTCAGTTCTTTTCTTCTTG 
GTCCCTGTGATCCCGCCATACCTCGTATCAAATAAATAGTGCCAAAAGTGGGTCAAAGAATGTTAGAGCTGGAAAGGAACCCAGCGATGATGCC 
ATTCTTTTATTGTACAAATGAGGAAACTGAGGCCCAGATAGGTGGAGTAAGTGGCCTGCTCAGGTGACACGGCTGTTTGTTGAGTATCCAGGGA 
TTGAAACTTCAAGGACTCTGAGATTCGTGCTCTTCCCAAAGCATCGTGCAGTATACAGATCTTTGCCTAGATACAATTCCATACATTTTCTCTG 
CAGTGTCCTCAGGGAATGCCCTTTGAAAGGGCCAGCGTGACACTGAATATCATACTTGGGCTTATGTCATTTTTTTCAGTCTTCAAGTGGTGTT 
TATGGTCTGCTTGGATCTTAGGTTTCCAAAGCTGTTGGATAGCCGCCTGGGCCATAATAAGCTTTCAGCTGTTGGGTCTACATTATTTCAAATA 
ATTTTGTTATCTTTCAATTAAGGTAATAGAACTGTGCCTCTCTCCCCAACATTCTATTGTTGTCCATTTGCTTATGTTATATTGCGTTATGTTC 
ATTGCCTGTGAGTTCCTAGGTGAGGATGTATTTTATTGAGTGTGCCTTTCATGTTTTAAAATTTCATTTTGTAACACTGTAAATATTGGAGTGG 
TTGTGATCACTTCAAATGGGGAGAATCTTATTGATTGATTTTATTTTAAGGCTTTGGGTTGTTTTGTTTATTCATTTGGGTACCAGTTTCCATC 
TCATGGAAGATCACAGTTGTTAGAATGGACATGGCTAAATAAGAGAAGGGGCTGCTGATTTTAAGAAAAACTTCCTATGTGACAATTTGTGGTA 
TCTGTTACGTTTAATTCAAACAAGTCCACACCTTGGGTCAGGTAAGCGCGTTATGTAGGAGATGACTTGTTTGCTACTGTAGCCTCTGGAAGAT 

AAAGTTGATTTCTATCACCAGTAGTTTGGTTATTGCATAACTTGAAGGTAAACTCTGCACAAAATAATCTTTGCTATATACCCAACTAGGTAAA 

CTATCCCACCTTCTCATCAGTTCTCACCTTTTCGGTGCTTGTATTTTTTGCCCACGGGATATTAATATGGATTGTGTTCAGAAATTTAAGGTGT 

GTACTTCATAGTATGTATGATTGTAGGAGAAAAATGTGCT AT C ATCGTTTGGAGTGTTACAACAT AAATATTTTGGTCAACACTT CCTATC CTG 

CTCTGACTTTTCATCTCATCTCCATTTTCTTCCTCTCTTGATTGTTTTTATGTCATTTACATATGTAAAAGCCACATCAAGACTAAAGTTGCCA 

TTTATTACTTTTTGATACTTAAGTCGAGTTTTTTCAAATCATAGTATTGTTAGTATTCAAATTGTCTGTAATTTTTGTTAGGCTTATATATTAT 

GAATCCATTTGTTGTGGTTTATTTGGGTTGTTGTTATGTAGGTAGGTGACACAGGTAGTCTTATTGTAAAAGGAAGACGTTATAGATAGGTAAA 

TAACATGCTCAAGATTAGATGCAGGTTACAGGTGGAATCGAAGGAAGCCTAACTATTTTCGTGCCCTACAAAAATGTCTGTATCTCATAAAGTT 

ATTCACAGATTTCTGGACATTCTATCTGTGACACATTTTTTCCCTTTCTGTTAAGAGTGCAGATTACTGCATTATTCCTACAAAAGGAAGCAAA 

ATAACCCTAGTTTGTATGATTTTTCTGATAATTTGAAACTTATTCGTTTAAAAAGCTATGTGGCAATTCCAGGTTAGTGGACTCTTGAGAAGAA 

TATCCTTTTATTTTGATACTATAAAATATCAAAGTATCAAAATACTTTAAGTGTGCAACTTAATAAAAATAATGCTTCAAAGTTAGCTCTGCAC 

TATCGCTGTCCTCAAATGTGTGGTATTTAAAGGAAGAAAATGTTTTTAATTCTGAGCTTTGTGAATAGAACTCTTCTAAAATCAGAAGTTTTTT 

TTTTTCTCCTGCAGTGTTGGAAACACAACAGTTTTATGCTTATTTCTGGGAATAAGAAAGTCAAACTTAACAATCTAGTTTCCATTGATCAGAC 

AGTTTTTGTACTTAAATTTAAGTTCTAAGCATCAGAGTGATAAATACTTTTTAAAATTGTATTCACTGTTAATTATAGTGGCCTTATTTGAAGT 

AAAATCTTGACATTGGGTGTTTTATTAATGATGATCCTCTGCTACTGAAAAGCCTATGTCAGTTTGGAGAAGATTTTGCACATCTAAATCTATG 

CTGTTTTTACTAATCAAAAGAGAAGAGCAATTTACAGGTGTTAGATTTTTAGTTGGTTGAATGAGACCCTCACTTTTGATGGTTTCAGAGTTGA 

AGTGACGTTTTATTACTTTTGTTAGTTTGGGTCACACCCATCACTTCCTTGGAAGGTATCTTTGAGGTTTGGTTTCCTTTTTTTTTAAATGGTA 

ATATTGGGGTGGGGGTGCTTCCTGTTTGTATTTTCAAAATTAGGTCCACATGTTAACCTTCTTGTAGTGTCACATTTTTATTTTAAACTTATAC 

AG AC AAACATC AGATGCCATGTGGTTTGTCTCTG ACC CTTTGCGCTACTT C ATG AC AGCTTTACTG AGTGAAGC CTG AATAC C CAATCGGG AAG 

GC AAG ATGTTCTTGTCTTTTCC C AACTCTCTT C AAAGTTTAACAG CCTTGG AAGG AGT CTTAGAAC AG CAACAAAAGCACAATTT AC AGAAAAA 

TGGAGGTGCTGCTATCTGTTTCCTCGCAGGTACTTGGAAAATGTATAGCACTAAGATAGAGTTGAAACATGTTATGTAGAGCCTTGAATGTCGG 

TGCTTCAAAGAGGAGTTGCTCTGGGTTTACATGATACAGAACCCCATGGTTTATATTAAGTAGTAATGATAGCCGTTTTTCTGGACTCGCTTAA 

AAGCCATACACAGTGTCATGGAAAAGAGTTAAGAACAAGGTGAAATTCAGGGTATGGTATTAGAGCTCAGGAGGAATCACCTTCAGCCTTAAAA 

CTCTTCCTTTACTCTCCTGGATCACTTAAGTGATAGGTCACTTTTAATATAAATGTTGCAGGATGAGTTAAGTGGAGCCTTGAGAAATATGTGT 

AGATTGTTTCAGTGATTAAAGCAAGTGTTCTTTTCCTGGCCTTTAACTCGCTTTATGCTAAGAAGTGTAATAACTAAATAGACTCCTAATTGAA 

TTGACATTCAGATGTGTTTGCAGTTTAGGGGGAGTTTACCTCTTCTAAATTTTCATTTGGATCCCATTACTAAAAGCAGTATTGCATTAGCATG 

GTG C AC AAT TAT GT AC AATT C AATTT G C AAAT G AAG T T AAT A C TT G G AGT AT CTTGACTTC CT AT TCCCCTGCTGCCG CAAT AT T C AAG AAAGG 

AGAAGTTATAATTTGTCACATACAAGATGGTTTCTTCTTTAGGTTTATTCTTAATAACTATGTCCATTTTCACATGGATGACACCACTGAGATG 

ATGAATACCTGTATTGATTGATTGATGAAGAACATTTATCTTTTTCTACCTACTTTTGGAAGCTAGCTTGCAAAATCTACTGCAACATTCACTC 

TTCATGTATCCTTCTATTACCTTTGGTACCCTGAATAACCTTTTAAAAATTTTTGTACTTTTCTAATATGAAGAGAAGTAGCTTCATATTCTAT 

GCTAGTTTTCTGAGGTGCTTGTGCTGACTCATTTTTTAAATTATACTAAGATATAGAGCATGGTTTGAGAGCAGTAATGAGATTCTCAGAAAAT 

ATGAAAACTTTCCTTTCTGACTAGTTAGAGAAAGGTTGGGGAAGACAAGGGGAAATACATCAATGAGCCAATCAATTATTGTTATTTGTTGGGA 

TTAATTTGGTGACTAATATTTTTAATGCCCATCAGGCTACTAAATGTGAATTTGGCTTTACCCTGTAATGATAACAGGACAAACCCAACGGGTT 

TCTAACATTGCTTGTTTTCCCCTGGTAGGGGATTTCTTTGCATATGGGAAATCAGGCCGAAGTTGCCAGTAACAGCCACATCCATGATTTGTAT 

TAAAAATAACTATTC AT CATTCTGGG CTAGAGCT CTGCTTACC ATGG CT C AC CTGGG AAGATATTCTGATT ATGTAT CTAATCATTATG ATGC C 

ACCTTTCGAGAGGTGAGCAGACAATTAACAAGTCCTTCAAATTATGTTCAAAACCCAGAGTTTGAGAAAATGTTCCAACGCCTTCAAGTGTGAA 

GATAATAAAAACATTACCTAATGCTTACCGTTCACTGACAGTGTGCTGGGCAGACATTGTTTTCAGCTCTGGCCTTGTGTTAACTCGTGATTCT 

CAGAGGAGTGGGTATTATTCCCAGATGGAAGATGAAGAAATGGCCACAGAGAAGTTAAGTAATTTGTCCAAGGTCACATTACTGTTCTTGGCGG 

GGCTGATTCCAGAGACTGCATCCCTAACTAGTGTACAGCAAAAGCGAGCTGGCCACTGCCACTTTGTTATAAGACATTTTGTTTCTTTGAGGCT 

TGTATTTCTTTGTGTTCCCAAATGGAGTCTCGTTGGTTTTTGAATAGAAAATATTTTTATATGTTTAGGATTTTTTTAAATGTTGATGAAGATG 

GTGATAAATATTTTTCCAATTAAAGTATATACTTCTGGTGGAAATTATATTAAAGAAGAGAAAGTCTTAATTTTTATTATAAGTTGTCTTTCAT 

TCTTCTTCCCCTAGCATTACCGTGTACATCATAGAAGAAGAGCTATAAGCTGTCTCCTTGGCCTCTGTTTACAAACAAAGGGATCATTTGTGCC 

AATGTAGTGGGTTTGTGTTGACATGCACGTCTGTACTGAGAACTCAACAATCCCACTCATTTTATTTACAACTTTATTTTGCGGGGATTTCTGT 

CCTATTCTTGTTGCATTAAAGCTTTTTAGAGCATTAGTCATGATTTCTGAGACAGATTTAAGAATTTTACTTATTTGGGCTAATTTATTATTAT 

TATTTCTTGAGACAGAGCCTCGCTCTGTCACCCAGGCTGGAATGCAGTGGCGCGATCTTGGCTCACTGCAACCTCCGTCTCCTGGGTTCAAGAG 

ATTCTCCTGCCCAGCCTCCGGAGTAGCTAGGACTACAGGCATGTGCCACCATGCCCAGCTAATTTTTGTATTTTTAGTAGAGACGGGGTTTTGA 

CATGTTGGCCAGGCTGGTCTCGAACTCCTGACCTCAGGTGATCCTCCTGCCTTGGCCTTCCGAAGTGCTGGGATTACAGGCATAAGCCACCATG 

CCCAGCCTATTTGGGCGAATTTTTAAGGCAACTGAACTATTGTATGTCTAGAGCTCTGCAAAGGCCATTAGAAAATAGTCTCAGATTTTTTTTT 

TTTTTTCATTTATGATGCTTACTTTCTCTCAGCACTTTTCCTTGGGAGTGGATTGTGAAGTTAAGTCTTGGAAACAGAATTCACAACCCTAAAG 

CGTAGTGCTTTAACTTTGGGAGATCAAGTCACAGACAAGAAGAACTTCAATTCCCTGTGCAGAGTATAAACTTGTTCAAATAAACAGAGGATGT 

TAGCTTCCAGGATTGTCAACTGTCACCTTTGACCAGGGTTGAATTTTCTTTGAATGTTGACAGAAGTTACAATGTCAGTGGAAAAAGCTTAATG 

TGAGGTATCTATAACTCAGAATTTCCTTATGTTTGTGTCAGTGAGATCCTACAATTAAAGCTGCTTCTTTTTTTCTATGTCTGATGAGTTTTAA 

AAGCCTTCACTGGGGTTTTCCAGCCTTTAGGTGAGAGTAAGTTAAAAAGTTTGTGAGAAACTATTTTTTGTTGTCTAAAATTCAGAGCCTAGGT 

CGGGCCCAGTGGCTCACGCCTGTAATCCTAACAATTTGGGAGGCCGAGGCAAGCGGATCACGTGAGGTCAGGAGTTGGAGACCAGCCTGGCCAA ~ 

CATGGTGAAACCCTGTCTCTACTAAAAATACAAAAATTAGCCAGGTGTGGTGGTGCACGCCTGTAATCCCAGCTACTCAGGAGGCTGAGGCAGA 
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AG AATCACTTGAACCC AGG AGGC AGAGGTTACAGTG AG C CGAG AT CGCACTACTGTGCTC C AGC CTGGGAG ACGGAGCG AGACTCCATCTC AAA 
AAAATAAATAAATTAAATAAATTCAGAGCCTATAGCTGGTGGCAAGTCACTGTTTTTGAAGGAGTGGGATTTTAAAAAATCTAACCTGGGCTAA 
ATGTTAAGTTACATTCATACATGTCATTGTAGCCTATATAAAAAGAAACTTGAACACTTGATCTCTTAAAGTACTAAAAATTGGAATTCATCAG 
CTTTGTAATATAGCATTCATTCTACAGTATATTTAAATAGGTAAAATGTT.CTGTTAGAAATAATGCTAATTCTGTTTTTTTGTTTAATGTTTCT 
AAAAATCTTTTGGTCATCTTTTAGGTTTAGGAAAAGTAGCAAATTAGAGATCTACAGAAATCTACAGCTCTTTAAAAATGAAACAGTTCACCCT 
GTGAATTTGTTTGCAGGATTGGTGATCTGTTTCTGATGCCAGGAAGGTGGGACTCCTATCTCATTTCTGATAGAAAGTGAGGGAAAGCTATGTA 
TAGTGAGAACTGGATACTAGATTCTTATTCCGAAGGCATGGAAGGTTTAATATGTAAGGATACAATGTAAATAGTCCCTGTTTTTGTATTTTTC 
TTTGGTTATTGTTACGTAACTATAGTCGTTTGTCACTTAATGATACATGGTGACAAAGTTCTAAGAAATGCATTAGGCGATTTTGTCATTGTGG 
T ACCATC ATAG AGGGTACTTAC AC AAACGTAG ATGGTG AG CC CTACTG CACACCTAGGCTGT ATG ATAAAG C CTATTG CTCCTAGACTACAAAC 
CTGTGGAACATGTATACTGTATTGAGTACTGTAGACAATTGTAACACAAGGGTAAGTATTTGTGTATCTAAACATATCTAAATATAGAAAAGTT 
ACAGTAAAAACATGGCATAAAGGATAAAAAATGGTACATCTATATAGGGTACTTAACAGGAATGGAGCTTGCAGGACTGGAAGTTGCTCTGGGC 
AACTCAGTGGGTGAATGGTGAGTGAATGTGAAGGCCTAGGACATTACTGTACATTACTGTAGATTTTAAAAATACTGTCTGGTTAGGCTACATT 
AAATGTATTTTGAAAATTGTTTCTTTCTTCAATAATAACCTTAGCCTAGTGTAATACTTTTACTTTGTAAACTTTTTACTTTTTTTTTTTTTTT 
TTGAGATGGAGTCTTGCTCTTGTGGCCCAGGCTGGAGTGCAGTGGCGTGATGTCGGATCACTGCAACCTCTACCTCCCGGTTCAAGCAATTCTC 
CTTCCTCAGCCTCCCGAATAGCTGGGATTACAGGCGTGTGCCACCACGCCTGGCTAATTTTTGTATTTTTAGTAGAGACGGGGTTTCACCATGT 
TGGGCAGGCTGGTCTCAAACTTCTGACCTCAGGTGATCCACGCACTTTGACCTCCCAAAGTGCTCGGATTATAGGTGTGAGCCGCCGTGCCCGG 
CCAACTGTTTACTTTTTTACACTTTTAAACTCTTTTGTAGTAACAGTTAGCTTAACACATAAACATGTACAGCTGTGCAACAATATTTTCTTTA 
TGTTTTTATTCTTTTACTTTTTCTCTTTTTAAATAATTTTTAATTTTTCAAAACTTTAAAAACTTTTTAATTTTTCAAAACTTTAAAAACTTTT 
TCTT AAAAGTG AAGG CAT AAACACACACATTAGTCT AGG CCTAC ACAGGGTC AGGGT CAT C AGTATCACTGT CTTGC AC CTC C AC ATCTTGTTC 
CACTGAAAGGTCTTCAGGGGCAGTAACACATATGGAGCTGTCATCTCTTGTGATAACAATGCCTCCTGAAGGACCTGCCTGAGGCTGTTTTACA 

ATTATCAAGTATGTACTGCACGCAATTGTATGTGCTAGACTTTCACATGACTGGCAGTGCAGTGGGTTTGTTTACACCAGCATTGCCACAAACA 
TGTG AGTG ATG CATTG C ATTAC AACATT ATGATGGCTAC AGCGT C ACTAGAGG ATAGG AATTTTTCAGCTACGTTTTATTAT CTTATG GGACCA 
CAGTGATATATGTGGTCTGTCATTGACTGAAACGTCATTATGTGGTGCGTGACTACATATATGGAAACTCTGAGTGTAGTCATGTTTTACAAAT 
GAGTTTATCTTGCAGTGAGTTTAAATATCAAGTAAAAATACTAATTTCATTGTAATGTATGAAGAGATTGGCCTTTCTCCTCATGTTGAAGGTA 
TCAAAACAAAATAGAAAATATTTGGCTTCGTGAGTGGCATGGCTACAATTCACATGGTGAGTTGGTGATGAGGCAAGATCCCTTGACTTTGCAA 
TAGCAGAAAAATGCACATAGTTAAAAAAAAATAGAGACAGGGGTCTTGCTATGTCTCCAGGTGATCCCTCCCACCTCCACCTCCACACCTCCCA 
CCTCAAGCTTCCACAGTATTGGGATTACAGGAATGAGTCACTGCACCGGGCCAAAAAGGATATAATTTTAAGGGAATGATTTTTTTTTTTTTTT 
TTTTATTTTTTGAGACAGTGTCTTGCTCTGTTGCGCAGGATGAGTGAAGTGTGGCAGGAGTGGGTCCTTAAGTAAGAAAACGTATTACTTTAGA 
CACACATTTAAAATTTTGTCCAAAAATGTGATATTCTCAAAATTTATGGTTTTGAATTTTATTTATTATTTTAATTTATTATTATTATTTTTTA 
AAGAGTGGGGTCTCACTATGTTGCCCGGGCTGGTCTCAAAGTCCTGAGCTCAAGTGATCCTCCCACCTCAGCGTCCAGAGTAGATGGGACTGCA 
GGT G TG AG C C C C T GAG C C TG G C TAG T T T T G AAT T T TT ATT AC C C AAAT GTG AAG AG GT G TAG TT T G C AC AG AACTT AACATT AC ATT C C AG T TT 



TAAATATTTAAAACTTCTTTATGCCAAAAAATGCCAGAAACCAAAGCTAAGTGACAAAATAAGAAAAATATTTCTAATATATATGACAAAGCAT 
TATGGGTAAATATTCGTAATATATAAGTAATCTATATAAGTAGTAAGAAAAAGATGATTCCCATAATAGAAAATGAACAAAAGAAGAACTACAA 
ATAGCCGATAATCATATGAAACAGTGTTCACCCATACTGGAAATCAAGAAATGCAAATAAAAATGACAAGTTTTTTCAGTTAACAGATTTATGA 
AGACTAAAAATATTGAAAAATAAGAGCAGTGTTGCTTGGGAATGTGGGAAACTGGCACTTTCATACTCATTGGTTGAAATGTAAATGGGTGCTT 
TTTTTGGATGGCAGTTTGATACATGTATTGAGAGCTTAAAAGAGTGCATACTCAAGCTGGGCATGGGAGCTCAGGCCTGTAATCCCAGCACTTT 
GGGAAGCTAAGGCAGTCGGATCACGAGGTCAGGAGTTCAAGACCATCCCGGCCAACATGGTGAAACCCCGTCTCTACTAAAAATACAAAAATTA 
GCTGGGCATGGTGGCACGTGCCTGTAATCCCAGCTACTCGGGAGGCTGAGGCAGGGAGTCAGAGGTTGCTGTGAGCCGAGATCACACTACTGCA 
CTCCAGCCTGGTGACAGAGCGAGACTTCGTCTCAAAAAAAAAAAAGAAGAGTACATACCCTTTGACTTAGCAGTTTCATTTAGATGAATTTCAT 
TCTAGGACATCTGAAATATGTTTAAAGATTTGTACAAATAGGCATGGGCAAGGACTTCATGTCTAAAACACCAAAAGCGATGGCAACAAAAGAC 
AAAATTGACAAATGGGATCTAATTAGACTAAAGAGCTTCTGCACAGCAAAAGAAACTACCATCAGAGTGAACAGGCAACCTACAAAATGGGAGA 
AAATTTT CGCAAC CT ACTCAT CTGACAAAGGGCTAATATCCAG AAT CTACAATGAACT CAAACAAATTTACAAGAAAAAAAC AAAC AACCCC AT 
CAAAAAGTGGGCG AAGGAC ATG AACAG AC ACTTCT C AAAAG AAGAC ATTTATGCAGCC AAAAAACACATGAAAAAATGCT CAC CAT C ACTGGCC 
ATCAG AGAAATG CAAATCAAAACCACAATGAGATACCATCTC AC AC CAGTTAG AATGGCAAT CATTAAAAAGTCAGGAAACAAC AGGTGCTGG A 
GAGGATGTGGAGAAATAGGAACACTTTTACACTGTTGATGGGACTGTAAACTAGTTCAACCATTGTGGAAGTCAGTGTGGCGATTCCTCAGGGA 
TCTAGAACTAGAAAT ACCATTTGAC CCAG CCATCC C ATTACTGGGTATATACCCAAAGGACTATAAATCATGCTGCTATAAAGACAC ATG CAC A 
CGT ATGTTTATTGCGGC AGTATT CACAATAGCAAAG ACTTGGAACC AACCC AGATGTC CAAC AACG ATAGACTGG ATTAAGAAAATGTGG CACA 
TACACACCATGGAATACTATGCAGCCATAAAAAATGATGAGTTCATGTCCTTTGTAGGGACATGGATGAAATTGGAAATCATCATTGTCAGTAA 
ACTATCGCAAGAACAAAAAACCAAACACCACATATTCTCACTCATAGGTGGGAATTGAATAATGGGAACACATGGACACAGGAAGGGGAACATC 
ACACTCTGGGGACTGTTGTGGGGTGGGGGGAGGGGGGAGGGATAGCATTGGGAGATATACCTAATGCCAGATGACGAGTTAGTGGGTGCAGCAC 
ACCAGCATGGCACATGTATACGTATGTAACTAACCTGCACAATGTGCACATGTACCCTAAAACTTAAAGTATAATAATAAATAAATTAAAAAAA 
AAAGATTTGTACAAAAGGAGTGTTACTTAAAATAGCAATAAATTGGAAAAATCTTGGTATTTCCATTAGAGGTTTAATAAACTAAATCATTTAT 
TACACCTGTGTATAGCTGTCCAATAGAATACTGTCCAGCTATTTAAATTATGTTATAAAACAATATTTAATGACCTACACAAAATTCACTATAT 
ATTACTAAATGAAAAATGAAATTACAAACAATCATATACAATTGTGCCGGAAAAAAGAACAGGCGCTGAAAAAAGATTTCTTCTGGGTCGTGGA 
GTTCCCTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGCGCGCTTTCTAGTATCTTTCCATTTTTCTATAATAAACAGATTATGGC 
-TGGGCACAGTGACTCATGGCTATATTTCCAGCACTTTGGGAGGCTGAGGTGGGAGGATCACTTGAGTCCAGGAGTTCAAGATCAGCCTGGGCAA 
CATAGCAAGACCCTATCTCTACAAAAAATTAAAAAATTAGCTGGGCCTGGTGGCACATGCCTGTGGTCTCAACTACTTGGGAAGATGAAGTAGG 
AGGATCACTTGAGCCTGGGAGTTCGAGGCTGCAATGAGCTGTGATTGAGCCACTGCATTCGTCCTGGGTGACAGAGTGAGACCTTGTCTCAAAA 
ACAACAAATAAAAACAAACAAAAAAACAGATGATAATACAGGGAATCGTTTTGTAATCAGGAAAAAAAAGTTATCTTTAAAATGGCTGTGTGTA 

TGGTATAGTATCCTGTTTTTTGACATCTTTTGTTGAACTATGTTAAAATCATCATAATTTCATTTAACATTTTTAGAGTTTAAATAATTTGAAC 
TTCAGGACTGTGTTATTTCCTGTGCTTCGTGGTAGCCTGTATATTTTTACACAGAAGCTTATGGAGAATTATATTGTTATATAATATAATAAAT 
TGTTAGGGAGACAGAGGTGAAAGGATTGCTTGAACCTGGGAAGTGGAGGCTGCAGTGAGCTATAATGGTGCCATTGCACTCCCCAAGCCCGGGC 
AATGGACAGAGACNNNNNlSnsfNN^ 

NNNNWNNNNNNNlsnSFN^ 
NNNNNNNNNNNN^ 

NNNNNNNTTNNNNNN1M 
NNNNIWNNNNNNN^ 



513 



WO 03/039484 



PCT/US02/36071 



SAGRES DISCOVERY 02-27 



I^rNNNNNNNNNNNNN^ 
NNNNNNNKTNNNNNNNN^ 

TAGCTAGACGTGGTGGTGTGTGCCTGTAGTCCCAGCTACTTGGGAGCCTGAGGTGGGAGGATGGCTTGAGCCCAGGAGGCAGAGGTTACAGTGA 
GCTGAGATTGCACCACTGCACTCCAGCCTGGGTGACAGAGTGAGACCCTGTCTCAAAAATAAATAAATAAAAATAAAAAATAAAAAATCTATCT 
" TAACTTGGATTGTGCATTGTAATTTATTATAGTGAAATTGCTATAACAGAATTTTATTTTAAGCCAGTTTGGGGAATACCAAAACATTTTTAAA 
AATCACGTAGTACTTTTTAGTGCTTTTAAAACCTAAATCCATAAAGTAGTTAATTAAAATGCATGAAGTAAATAAGTGTTTTTCTGTATTAAAG 
ATAAAACTATAAACATATATTGTTCAATATGCCTACATAAATAAATCATTCTCTTCTTTTTGGTTATTTTTTGCTTATCACCTCTTACCTCCTC 
TACTTCGTAAAAACATGATAATCTCGTTTAATTCAAAATTATGTTTTGTGGCCATACATGGTGGATTATGCCTGTAATCCTAACACTTTGGGAG 
GCTGAGGTGGGCGGACCACTTGAGTCAGGAGGTCGAGACCAGCCTGGCCCGCTTGGTGAGACCCTGTCTCTACTAAAAATACAAAAATTAGCCG 
GGCGTGGTGGCACATGTCTGTAGTCTCAGGAGGCTGAGGCAGGAGAATCATTTGAACACAGGTGGCAGATGTTGCAGTGAGCTGAGATTGCACC 
ACTGCACTTCAGCCTCGGCGACAAAATGAGACTCTGTCTCAAGAAAAAAAAAAAAAAGGTAAGACATATAAACTAGGAAACTAAGCAATAATTG 
TGTACAGTATGTGGAATATTTATGTT CTAGAC C AG CACTGTTCAAT AC AAAT ATAATGTGAGCT CCAATTGTAATTTTCTT AGTCTGTATCAC A 
ATAAAAAGTAAAAATAAAATTAATTTTAACAATATACTTTAATATATAAAAATTATCATTTCAACATTTGATCAATATAAAAATTATTGATTAA 
TGAGGTATTTTGGGCCAGTTTGGGGAGCCAAAGCAGGAGGATCACTTGAGTCCAGGAGTTCGAGACCAGCCTGGGCAACATAGTGAGACCCAGT 
CTCTAACAACAACAACAACAAAATTAGCTAGGCATGGTGATGTGCACCTATAGTCCCAGCTACTTGGGAGGCCAAGGTGGGAGGATCACTTGAG 
CCGAGGAGGTTAAGGCTGCAGTGAGTCGTGTTCGTGCTACTGCATTCCAGCCTGGGCAACAGAGTGAGACCCTGTCTCAAAAAAAAACAAACGA 
ACCCAAAAGCCCACAAAAACACTGAGATATTTTACATTCCTTTTTTTGTACGAATGCTTCAAAATCTGGTGTGTATCTTACAGTTATAAAATCT 
CTCAATTTAGCCACCAAATTTTCACCAGAAATGCATGAACTGTGTTCAGATTTCATAAAACTTTCAGTTGATAAAGTAGATTCACATACTGAAG 
GTGTT GCAAACGTACTG AAAGGTTTT C CAAGT ATTAAATTG AACAC CAGTTT CC AGGTTTAC ATTTAAGTT AATTC AAATG AGATAAAATTTGC 
AATTCAGTTCCCCAGTCGCACTAGCTACATTTCAAGTGCTTAGGTAGCACATGCTGCTAGAGGCTACCATAATAAACAGTGTGGCTATAGGCCT 
TCTAACGAAGGGAAATGAAATATAGGGCTGTCTCCTGCTTTATAACATCTGGCTTACAATCAACAAATACAAATAGGGTCGCTTGGTGCAGCAA 
ACCACCATGGCACATGTTTACCTGTGTAACAAATCTGCACATCCTGCACATGTATCCTGGAACTTAAAATAAAACAAAACAAATAGGGTCTCTT 
GCCCTGTGGGAACTGAAGCCACTGCTCTGTAGGAAATAAAAGTGTCTTTCTTTTTTGTTTTTTTTTTGAGACAGAATCTCGCTATTTTGCCGAG 
TGAAGTGGCATGATCTTGGCTCACTGAAGCCTCCCCCCGACAGGTTCAAGCAATTCTCCTGCCTCAGCCTCCCAAGTAGCTGGGATTACAGGCA 
CCTGCCACCACGCCCGGCTAATTTTTGTATTTTTAGTAGATACGGGGTTTCGCTGTGTTGGCCAGGCTGGTCTCAAACTCCTGACCTCAGGTGA 
TCCACCCACCTTGGCCTTCCAAACTGTTAGGATTACAGGCGTGAGCCACCGCGCCCAGCACAAAAGTGTCTCTTACCTAAAGAAAGTGATGCCC 
TTAAAGCTTCCTACCATTCCCTCACCCCCAAGACACACCCAGACACCCACAGATGCACCCTCTTGTTTGAAAACTGCTGCATCCTTGCATGGCT 
GAAGCATTACCCATGTCCTTGAAGCTCCTGCTTTCAGAGGACCTCTCATTTCTTGGGAGTAGAAAAGCCCTCTCTGGCCAGGTGCAGTGGCTCA 
CGCCTGTAATCCCAACACTTTGGGAGGCCAAGGTGGGAGGATCGCTTGAGCCCAAGAGTTTCAAGTCAGCCTGGGCAACATAGTGAGATCCCAT 
CTCTGAAAACAAAATTCTGAATAAAAATAAACAGCCCACCCTGTTTCAGGTATACCTCAACTGTCAAATCACTTTTAGGCAGGGTGTTTTGTTA 
TTTTTGTTTTGTTTCAGAGTGTTGTTTAACTTTATTTTTGAAACTGAATTTGTCTAGAAAAGAATCATATTCACCTTTTGGTCTTAGCTACTCT 
TC ATTTTTATAAAATACATCAAGTTGATGCTTAAAATTGGGG ATCTAGTTACAGATGAAATTTTTC CTTT C AAAAG AGAGTTCCC C CC AGTTTT 
GCTGTAGT CTT AGG AGATACTT AAGGG AGGGG AATCATTTTTAGTT CC CCCTAGGTGAGGTGGTAG C CTC C CTAAACTGCCAAGTT CACACCAT 
GACTGGTAACACCACTGTGTGAGGAATACTGAACAAACGGAGCTTCAGAAGGGAGACTTGCAGAGATTCTGGAATCTAGGTAATGCCACTTCCT 
ACTTAGTTTATCTTAATGGTTTTGTTTGTTTGTTTGTTTTGAGACGGAGTCTCGCTCTGTTTCCCAGGCTGGAGTGCAATGGCGTGATCTCAGA 
TCACTGCAACCTCCGTCTCCCAGGTTCAAGTGATTCTCGTGCCTCAGCCTCCCAGATAGCTGGGATTACAGGCAAGTTCCACCATGCCCAGCTA 
ATTTTTGTATTTTTAGTAGAGACAGGGTTTCACCATGTTCGTCAGGCTGGTCTCAAACTCCTGACCTCAGGTGATCCTTCCGCTTCAGCCTCCC 
AAAGTGCTGGGATTACAGGCATAAGCTACCGTGCCCAGCCTTAATGGTCTTTTTAAAGGATACCTGATTTCAGAAGGAACCTTTGAAGAAATGG 
CTAGAACTTCTGTGTTTCTTTGGATATTGCCTGACATCTAAGCCAAATTAGTTGACCTTTTAATGTTAAATAAAATATTCAATAACTTTTACTA 
ATGGGTGGGCTTTAGGAACCCCTTTATTTTACTATGTTGCCAAAAGTAGGTTCATTATAACATTGGAAACATCCTGATGTAATTTATTGAATGT 
AAAATTATTCCTCAATACATTTGAGGATGATTTCCATAAAGGGAAACAAATTCCTTTCTTCCAAATATACTGTGACAGCCTATTTTGAAATATT 
TAAAATATGTCCCTAAAGATGAAAATTAAAGAGCGGACACAAAGTTGTTATGCTCTAAGGAGTCATTCTTTTGATTTAAAATTCATTATAATTC 
CCTGGTTGTCTAGTGGTTAGGATTCAGCACTCTCATAAAATTCATTATATTGATTCTATAAAAGTATATTGTGTTGGATTAAGAAACACATGGA 
CATTTTTAAGTGTTTCAAAATATTTTTGTTATACCTAGGTTTTCACTGTGGTGGTATTTGTTGTTTTAGTAGAATTTGACCTATATTTTATTCT 
ATGGGAAAAAGAAGAAAGTAAACATTGGCTAGCTATCTACCACCCTGTACTGCTATTTGTGTGTGGTCCCATTGTGAATTTTTAACTCCATGCT 
CTATATTTTTAGTGCTTTGTGAAGATTGAATCTGCAAATCACCTTTGAAAGACAAAGGATTTGATTTGATTGTGGCAATCATGAAAGTTATCCT 
GTAAATAAAACTGTATGTCCTGGACCAAAGCTGGAATAATGCCACACTGAAATGATCTTAACTGTGGAATCCTTGATTGGACCCGATTTGTTTT 
G CACATAC AATAGCT CCATAAAG ATG ATAGG CTTT C AG CAGGGATG AAC AG ATGTT CTGGTTTT ATCAGAAATTGCTTTTG C ATCACC AAGACT 
TCACAAAAGCCAGTAATCCCCCTGTTTGATGTTGTGGAGGTGCTTTTAAAACTTCTTCCCAGATACTGGTTTGAACACACAGACTTTGTCATTG 
ACCTGTAAGATTCAATTGTCAGGTGGTATCTGTTTTCTCCCAACAGAAATAAAGAGAAGAAGAATAAAAACAAAAACTAGAAAGTGTAGCAGGG 
GCACAATTATTTATTTAAACTTTAAAGTATTTAATATTACATACCAGAATCTAAGTTACATAAAGCATGTCTGTTTTGTTCACTGCCACATTCT 
TAGTAC CTAG AACAG AGCCCAACATGTAATAGTTACTCAATAAGTATC TGTTAAATAAGTATAGTAGTC CTG C CTTATC C C AAGGGATGCCTG A 
- AACCTCAGGTAATACTGAACCCTACATATATATATTGTTTTTTCCTATGCATATATAATTATGATAAAGTTCAATTTATAAATTAGGCACAGTA 

CCAGGCTGGAGTGCAGTGGCGCAATCTCCGTTCACTGCACGCTCTGCTTCCTGGGTTCATGCCATTCTCCTGCCTCAGCCTCCCCAGTAGCTGG 
GACTACAGGCATCTGCCACCACACCCGGCTAATTTTTTGTATTTTGTTTAGTAGAGACGGGGTTTCACCATGTTAGCCAGGATGGTCTCGATCT 
CCTAACCTCGTGACCTGCTCGCCTCAGCCTCCCAAAATGCTGGGATTACAGGCGTGAGCCACTGTGCCTGGCCGAATGTAGTCTATCTTAAAAT 
ACTGTATCTTACTATGCTGTACTGTGGGTAACAGAAACCATAGAAAACAAAATCTCAGATAAGGAAAGACTATTGTATTCCCCTTTAATCTCAA 
TACAGCAGGTGTATCCAGAGAACTTCAACCCTCAGAAGGACTGAAAGTGTGCCTTTTACTGTGGAAGAAAGAAAAGAGAGGGGGCTGGGTGCAG 
TGGCTCATGCCTATAATCCCAGTACTATGGGAGGCTGAGCCAGGAGGGTCACTTGAGCCCATGAGTTAGAGACCAGCCTGGGCCACAGAGTGAG 
ACGCTGTCTCAAAAAAAGTTGGGGGGATGGGGGAGAAGAGAGAGGAGACAGCAAATATCTCTTTGTTTCCTTTGGATTTCAGCATTAAAGATAG 
AAAAAATGTGAGTTTATTAGGCAAAAACTGGTTTTTTAACCCCATTTTAAAGATTGTGGAGTTACGTATATATATCATAAAATTTACCATTTTT 
AACCTTTTATTTTGAGATGGAGTTTCTCTGTGTCACCCAGGCTGGAGGTTAGCTCATTGCAACCTTCACCTCCTGGATTCAAGCAATTCTCCTG 
CCTCAGCCTCCTGAGTAGCTGGGATTACAGGTGCACGCCACCATGCCTGGCTAATTTTGGTATTTTTAGTAGAGGTGGGGTTTCACCATGTTAA 
CCAGGGTGGTCTGGAACTCCTGACCTTAGGTGAACCGCCCTCGGCCTCCCAAAGTGCTGGGATTACAGGCGCGAGCCGCTGTGCCCGGCCATTT 
TCACTGTTTTAAAGTACAGTTCCGTGGCATTAAGCACATTCACATTGTTGTGTGACCGTCAGCACCTGGTCCATCTCCAGAATTTTTTCATCCT 

GTCTCTATGAGTTTGACTACTCCAGGCATCTTATATCAGTGGAATCATACACTATCTGCCCCTTTGTGTTTATTCCTTTTTTTGCAACATAATT 
CTTTTGGTTGGAGACTTCACAGTTTTTCTTTCCTTTGATTGTTTAGTTTTTGCTTTGTAC CTAGAC CTGGCCAGTGATGCATGTGCAATGAGT A 
TGCAAAGACAAGTTAATTCAGCAGCTTGTTGCATACCACTAGGGAGTTATTAAAGCTTTCAAAATGTGATTCCTCATCTGTATGCCTGTGGCTT 
ATCTACTCCAAGTCTTGCTGATAAACCTGCACTGAGAGTAATAGCAAAGATTAGTCTTTCTCCATGTTTCATAAAACAAATTGTTCTCATTCTT 
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ACAGCCTGATTATGAACTGGAAAATTACAGGTACATTGTTGTAATTGTTTATACAGACAATGAGACATACTCTCCACAGGGGACCTCAGCTGCA 
GGGGAGGTTCTGATTGCGTGTCATTAAGAAACGACAGTTAAGAAACTTTTTTTTTTTTAGACGGAGTCTCGCTCCATTGCCAGGCTGGAGTGCA 
GTGGCACGATCTCGGCTCCCTGCAACCTCTGCCTCCTGGGTTCAAGTGGTTCTCCTGCCTCAGCCTCCCAAGTAGCTGGGACTACAGGCGCATG 




CATCTTCCTTTCTCCGTACTTTTCCTTCCCTTCCCTTCCAGTTTGTCCTTCCCTCTCTCTCTTTCTTCCTTTTTTCTTTGTTTTTCATTCTCAT 
TTTTCTGAGTAGTTGCTGAAGACAGAGCCTGACCCTAGGGGTCCAAATATAGATGAAACAATCATAGCTCTCTAGCAGTTCACCTGGAGGGAGA 



AATATACTGGGAGTTCTGACTGATAGGAACAAAGAGAGGACAGCTTCGAAGGATGATTTGAAAAGTAATCTATGGAATTTAGCTTTAAAGCAGG 
ATCTTGGGCTGTAGACTACTTTATTATTATTATTTTTTAAGAGACAGAGTGCAGTGGTGCAGTCATGGCTCACTGTAGCCTCAAACTCCTGGGC 
TCAAGCCATCCTCCCACCTCAGCCTTCTGAGTAGCTAGGATTACAGGTACATACCAGCACGCCTGGCTAATTTTTTAATTTTTATTTTGTAGAG 
ATGAGGTCTTGCTGTGTTGCCCAGGCTGGTCTTGAACTCCTGGCCTCAAGTGATCCTCCTGCCTCAGCATCCCAAAGTGCTGGGATGTTGTGGA 
CTCCTTTAGAGCCTCTTGAAATAGGGCTAGTAAAGTGATTTTCTACCAGTGTATCTGTGCTCATTTACATTGGGCAGATCACTTCTGCTTGACT 
TCATAGTTTCAACCTATAACATGAGGGGTCAACAGGTAGATTCGGAACCATCAGAGTTTAGGCCGAAGCCGATAGAATATGAAAGTTATTTTTA 
AAATTTATTTTT ACAATGTCTAC AAATGCAGTTGTT AAAGTGC CAG AGACAGAAGTATTGAC AATG AGAAATTATCCAAAAC CAGG C C AGG CG C 
GGTGACTCACGCCTGTAATCCCAGCACTTTGGGAGGCAAAGGTGGCAAGATGACTTGAGGCCAGGAGTCACAGGCTGCAATGAGTTGTGTTCAT 
GCC ACTGCTCTCCAGTCTGGGCC AC AG AACAAGAC CCTGT CTCTAAAAATAAT CATCATC ATCC AAAAC C AAG ACTGGCTCCTATTGG AAAGGT 
GGAAATGGTTGTGATGGAATTCAGCAACACCAATACCTTGGTATTTCTGACTTTCAGGATGTTAGGAGACTCTTTCAGTCCTTCCTGTTTAAAT 
ATGAATGG ATATGTATTGCC ATTATTGCC CTG CCCCTAC ATCTCCC AAATTTAGATTG CTAGTATTTATGTAAGTTTACTAGT C AC AAAT AG AT 

AATTAGTGACAGCTTTTGAGCAAGCAGCTTGTCATTTTTGGCAGAGATAGGGGACATCCATAGCAAGTCAAGACTATATTTTCATTTGCTAAAT 
TTACTTTGCTACATGGAAATACATCTTGGATAAAAAATAGTCTGTAGTCAAAGGTGGCTGTGTTTACTGAATTATCTTCCTGAGTTGGCATTCT 
GTCCTGTAGTTGAAGAACTCACAGAGATGAAAAAAAGAAAGAAAGAAAGAAAGAAAGAAAGAAAGGTTCAACGTCTATCAGACTGATGCCATAA 
GTCCTGAGTCATCCTTCTAACATTAATCTACATTCTGGGTATAGAACCTCATCATCTTGTTTTGGCACAATCATAAATCTTTCTGGATTGTAGT 
TAGTGGCATACATGGTAACTGAATGAGTGAATTGTTGACAAATGTGCTTTTCGTTTATACTCAGCTTCTTTCTTGAGATATAATTAAAAGAAAG 
GTTAGTTTGCTTAGAGAAGATCCTTTCTTTGGAATTTTAGCTCATCTTAGCATCATGATATTTCATGTAATTCTTCTCTTTGAAATTGGTGCAA 
TAAAGTGTT AGCTCTATTTTACAAACTTGT C ACGATGTTTATGAGGGTGGCACAACTTG CTATTATGTTTAC CTTG ATT AGC ACCAATG ATGAG 
TCAAAACCTCCGTCATGGTTTCTATAAAGTGTGATTGACTCCCATTATTCCTGTAATAAGGATTCAGATTAATGACCTCCACAGTGTTAAAAAT 
ATCCTGAAGGAAATAACTGACCTACCATCCATTTCCCCCAATTTAGGTCCTTTTTGTAACATGGAGGTCTATAAAAATTGTATTCAATACACAA 
TTACTAAATACCAACCATGTATATCAAGTAGTATATTGGGGAAATCAAAATGAATCAGAGAGACATGGTCCTTGCTCCAGGATGGCTTACAGTC 
TATTAGTTGGCCAGCAG AT AACTTAGTTG CGTTGGTTCTTATGT C CAGAGTGTAGGGTAAATT CTAATTCTAGAGG AGGAAAAC ATCCCATCTT 
TTAAAAATAAGATTATCAAAATGATCAAAGACATTGGATACAAATATTGTACTGATTCTATTTCTACCTAAAGGTGTTAAAGATTGTTTGAGGC 
ACTTTTCCTAGGCTTGTGGAACTGCCAGGCATCCTTGTCCCAAATTTCCGCTTGATATATCGCACAGCACTGTTAAATTCAGAAGTTGCCTTCT 
GTATCAGAGTGTCTATTTCTTGATGGCATAGCTTGGAGAACCCAGATGATCTTCTAGCATTCAACTCATACTTAATGTACATCAACAGTAACAT 
AGTTATTTGTATATTTTCTTTTCTTTTTTTCTTTTTTTTTTTTTTTGAGACGGAGCCTTGCTCTGTCACCCAGGCTGGAATGCAGTGGCACGAT 
CTCGGCTCACTGCAACCTGCACCTCCTGGGTTCGAGCCATTCTCCTGCCTCAGCCTCCCCAGTAGCTGGGATTACAGGCACGCATCACCACGCC 
CAGCTAATTTTTTGTATTTTTAGTAGAGACGGGGTTTCACCATGCTGGCCAGTCTGGTCTTGAGCTCCTGACCTTGTGATTCGCCTACCTTGGC 
CTC CCAAAGTGCTGAGATT ACAGGTGTGAG C CACCGCACCC AAT CTATTTGTATATTTTCATTTGAACATTTATT AATTATAGTAGGAATTTAT 
CATGTATACCTTGTCTCCAACCCAATGCACAGTAGCATCAGGTAAGTTGCTGTTTAGTTATAGGTATCATGTGAACAGGTATCCAGATGGCAGC 
TAACTTCAGTATCCTTTGTTATCCTGTCTTACACACTGGGGTGTTTTACAAGTTGCTTTCTCATTTCTATTAATGACATTTCCCCCTGTATGTA 
AAATGTTTTCTGCCATTAGAAAGCCTAAGTTTCAGATGTTCTGTGATAAATATTGGTGATGGATAATAATGTAACTAATGGAAGCCCCTTAAGG 
AATTTGCGAACAAGTTTAACAAAGTTAACAACTCAGCTTCTTATAGGAAATGTTGCATTGCTAATTCTGACCACAAGTGGTCAGGATCTAGGTT 
TTGGCCTTATGGGAAAGTTACCCAAGCCCAGGACAGTTCTCGTTATTCTCCTCCCACTCACTTTTACAATCTAAAGCTTTTGGCTAATTTCTGA 
TTGATTTAAAAGAATGAAGGTGAACCCCCACCCCCCAAATATGGCATCCTTTGGTTGTGCTTGAAGGTTTGTCTTCTTAGTGCTAACCCTCAGG 




AGTTTCCCTCTATCACCCAGGCTGGAGTGCAGTGGCATGATCTCCACTCACTGCATCCTCCGCCTCCTAGGTTCAAGTGATTCTCCTGCCTCAG 
GCTCCCGAGTAGCTGGGACTACAGGTGCCTGCCAGCACGCCTGGCTAATTTTTTGTATTTTTAGTAGAGATGGGGTTTCACCATGCTAGCCAGG 
ATGGTCTCGATCTCCTGACCTCATGATCCGCCCGCCTTGGCCTCCTAAAGTGCTGGGATTACAGGCATGAGCCAGCGCGCCCGGGCTCGTGATG 
ATTTTCAATAAGTAAACCACTGTGGTTCACAGCCTGAGCTCCGAAGGTGGACAAAACTCCTTGAATATTTATTACTACTAGTGTTATTATAATT 
CTATTACTACTGCTGCTAGTACTTTATTTTTCTCATTTCCCATGCTTATTCCTTTGCTATTATTTAAGGTTTGGTGATGAAGTATAGGAAGGGC 
TTGGAAATGAAGTCATTTATTTTGTTTCCAACACAAAACAGTTTCTAGTGTGGGTGTGTGGGTGGCTTAATTTAACATAACAAACTAATACGTT 
TTTCCTTGAACTCCATACTATCTTCATTTCAAACTAGGTATTCTCAGAGTGGGGTTAAAATACTCTCCATCATCAAAGCCCAGACATTTTAGAA 
CAAGAG CTTGT CT CACAAAAAGCCTGGTGTCTCTGTTG C CACC ACAACCTG AAACTAACGAGTTAGAAACC ACATAG AGCCAACGAC ATGGGGT 
AGGAGCTCGTAACATTTTCTCGCAAGTTTTGTGTAGATAGTTAAGCCGGGAACCGATCTGGTTGAGAAAAATGTTTAAAATCATCATTTTCCCT 
TCCTTCTCCTTCACTTTTATACTCAAAAGGGTCTAATTTTGCTCGTCTGGGAAGATTGAATGCGTAGGCTTTCATGTAGTTTAACACTCTCTTA 
ATTTAAAGAAGTCTGGGTTTGGTGCAGTGGCTCACGCCTGTCATCCCAGCACTTTGGAGGGCCGAGGTGGGTGGAGCGCTTGAGTTCAAGAGTT 
CGAGACCAGCCTGGGCAACATAATGAAGCCCCGTTTCTACTAAAAATACAAAAAATGAGCCAGGCATAGTGGCACACACCTGTGGTCCCAGCTA 
CTCAGGAGACTGAGACAAGAGGATTGCTAGAGCCTGGGAGGCAGAGGTTGCAGGGAGCTGAGATCACGCCACTGCACTCCAGCATGGGTGACAG 
GGTGAGACCCTGTCTGAAAAAAAAAAATTATATTTTCTATCCTGTTCGCCTTTTTGTTATGTGTTTTACAGTCTTTTCTCCATGTCTAATCTAA 
GAAACTTATATATTCATTGTATATATATCTAGTGGTTGTCAGCATTGAACCTTGCCTGTGCCCTAGCATGTTGCAGAATGACTGACTTGAGTTT 

TTTTTCTTTTTATTTTTTTTGAGATAGAGTCTCACTCTGTTGCCCAGGCTGGAGTGCAGTGGTGCAATCTTGGCTCTCTGCTACCTCCACCTCC 
CAGGTTCAAGCAATTCTCCTGCCTCAGCCTCCCGAGTAGCTGGGATTACAGTCACGCGCCACCACACCCAGCTAATTTTGTATATTTTTGGTAG 
AGACGGGGTTTCACCATGCTAGCCAGACTGGTCTCAAACTCCTGACCTCAAGTGATCCACTGGCCTTGGCCTCCCAAAGTGCTGGGATTACAGG 
CCTGAGCCACCTCACCCAGCCTACCATCTTATTTTTAGATGGAGACTTCTGGACATTGGTATAAAATCTGGATGGTTCCAGTCCTGACCTTTTC 
TTCATGTTTAATCTCACCTTCCTAACAGTTCCACCACGTTGAAAAAGCGTAGCTCCATATGATCTTACTGCCCTTCGTTCAGTCAAGCGAGACA 
GTGACATTGTGTAGATTCTGGGTCTCACATTTGCTTTGTTTTTATCTGGAGCTTTAGTGGAAAGTAAATGCTATTGCGTAGTAGCTGCAGAAGC 
AGGAGGGGAAGTTGGCAAGAATTCGCTGCTTTCTGTTTGGTCTGTCTGAGGCAGCTGAGCTTTTGGAAGGAAATCGCTGCTCTTCGCTTCTTCC 
GGTAACAGTGCCGCCTGTGAAAGAACAGATACACAGAAGGGCTCTGCCGTTATCGTGGCTGATGCCTTGCAGCATAAGCTGTTAGTTAAGAGGT 
GGGAGCCTTTCAGTGCATCTGTTGTGTGCTGTAGGAGCATGCACTCAAGTTCCTACACCATGCTAAGTTGTGTGTAGATCTACTATTAGAGGTA 
T AGTG AG AG ACGGTCTGTTACC AG AAAAAGT AGGTTG CTTT AG C AAAAGT AATTGCATTTTATTTAGT C C CACTATGAGTG CTGTAGTAAATGT 
GGACAATTATTTTGTGCACAATTTTAGTTCATCTTAATGTTAAATGTCCTGGTAATTGCTTTTTATACCTGGATAACCGTTGTTGTTTTTTTTT 
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TTTCCCCAGCAGGACAAACATTTTGATTTGCTAAGACATGAGCTCTTATTAAATGTCATTTCTTCTCAGAATTAGAATAAGATTTTTTTTTTTT 
TTTTTTTTTTTGGACAAGATCTTACAATGTCACCCAGGCTGGAGTGCAGCGACACAATCAGGGCTCACAGCAGCCTCAAACTCCTGGGCTTAAG 
CAGTTCTTCTGCCTGTCTCCTGAGTAGCTAGAACTACAGGCATGCGCCACCACACTGGGCTAATTTGTAAATTTTTTGTAGAGATGGAGTCTCA 
CTATGTCGCCTAGGCTTGTTTCAAACTCCTGGCCTAATCAGTCTTCCCATCTCGGCCTCCCAGAGTGCTGGGTTTACAGGCATGAGCCACTGTG 

CAAT C ATAGTTCACTG C AGCT ACTAACTCCTAGG CTC AAGTGATTCTCC CAC CTCAT CCTC CC AAGTAACTAAGACTAC AGGTGTGCG CCAC CA 
CACGCTACTACTTTTTGTTTTGCTTTCTTTGTAAAGACAGAGCCTTGATATGTTGCCCAAGCTGGTCTTGAACTCCTGAGCTCAGGTGATCCTC 
CTGCCTCAGCCTCCCAAAGTGCTGAGATTACAGGTGTGAGCCACTACACCTGGCCAAGATTTAGCTTCTTAACAAACCTGCTACTCGTTGGATC 
CACTTTTTCTGCAGGACTTGTTTTACTTAAACACAGGTAGTAGGACACCCCACAACTTGGGATTATTTTTGGAAAGCTGTAGTTGGGTTTCATA 
TCACCCAGTAAGCAAACAAGGGAACTAACCAGCTGATGAAGCGTTTCTCTCTTAAAAGAGGAGATTTCAGTTTTGTATTGTTTTAACTAAAACA 
. TATTCAGTTCAGTTTTTATTTTGTTATTTGAAATGACATATTCAAGTTATGTCTAAGTAAAAATGAAACATTTTAATTCATGGCAAATTAAGAG 
AACACAGCTACCTGGAAAACGGGGCAAACTGCCATATCCTTCTGTATTTAGTTTTGGTTCGGTGGATAGGTGTGCTTTTCTAAGGTATTATTGG 
TCTCTTCCCTAGATTTGCTGTTGATGGCAGAGATGGTTGGGTGAAGGTTTGTGTTGATGTACATAAAAGACATAGAGATTAGTACAGAGAGAAA 
CATCTCAGGGCCCCCTTAGCAAGATTGGCCTGCAGTGCTTCTGTTGTTGGAAACTGGTCTGATCTGTTCCACTTTCCTGGGGTAATGAAGAATC 
CAGGGGGAATACAAACCCTGCGTTGGTTTTAGGTATAGGTTCTTGGCACAAAATAAATTGATATCAACAAAACAGGAAGATTTCTCCGCGGTTC 
TGTTGGCCTTTGAGTAGGAGCGAAGTTAGGAACCAACAGCTGAGGTTTCCTGTGATCTGGTCTTGTAATGATAGCTTTCTAGACACCTTGAATT 
GTTACTCTTGAACTGTCAACGGCCTTCACGTAAGCCAGTTGTGTTCAGGTATGTGATTAGAGGTAAGGGATGTGTTTGTTTGTGTTTAGAAATG 
GGGTCTCACTTTGTGGGTCAGGCTTGAGCATAGGGGCGTGATCATAGCTCACTGCAGCCTTGACCTCCTGGGAGCGCTCCTGTCTCAGCCTCCT 
GAGTAGGTTGGACTGCAGAAGTGAGTCACCATGCCCAGCTAGAAAGTTTTTTATTTTAAAGAAATTCTGGTACGGTTGTGAGTGACTTTCTGTG 
TATTTCGTTCTATTTACAGTTGGTACAAGTTTGCTTAGTCACATCAAAGATGAAAGAGGGCCACTAATATATATAAATATATGTCAGAATTACA 
AATTAATCTGCTATTAACAGTCTTAAATCAGTATTTGAAAACACATTTAAGGCACTATATATTTGAAAGTGAAAGAATTGCATTTTAAAAAAAA 
TTTTTTTATAATTCTGAATTTTTACTTTATAATTCTGAATGTTCTACTTAAAATTAAAATTTTTTTATAATTCTGAATTTTTACTTTATAATTC 
TGAATGTTCTACTTAAATCAAGGCTGCCCAGGTAAGACAGTGTCATAACCTGGATATTATCATGTTAGGAAATATTTCTTCCTGTGTTTTATGT 
CTCTTTAAACTTGGTTCCTGTGGGATAGTCAGTAGTACCAATTCCGCATTGATTATTAAATTTATATGTTAAGTTTTACATTTTAAACACAATT 
TAATCAAAAACTTT AGAAAAATTGTACCAAAAAGC CCCTT C ACCTAAATGTAACAACTGTTTAC ACTTCTCTTTGACCTTTCT CTATTTG CC CT 
CTTGCATACGTGTTG C ATAC ACTTTTC ATTTAAC ATTCTTTTATTTCTACTCTAAAAAAATGTGT CTACAGGCC AGGTGTGATGGCT CAC AT CT 
GTAATCCCAGCAGTTTGGGAGGCCGAGGTGGGAGGATCACAAGGCCAAGAGTTGGACACCAGGCTGGCCAACATGGTGAAACCCCATCTCTACT 
AAAAATACAAAAATTAGGGCTGGGCGGGGTGGCTCACGCCTGTAATTCCAGCACTTTGGGAGGCCGAGGTGGGCAGATCACCCGAGGTCAGGAG 
TTCGAAACCAGCCTGGCCAACATGGTGAAAACCCGTCTCTATTAAAAATACAAAAAATTAGCCGGGCATGGTGGTGGGCACCTGTAATCCCAGC 
TACTCGGGAGGCTGAGGCAGGAGAATTGCTTGAACCTGGGGGGCGGAGGTTGCAGTGAGCCAAGATCGCGCCATTACACTCCAGCCTGGGCAAT 
AAGAGCAAAACTCCGTGTCAAAAAAATAAAAATAAAAAATTAGCCAGGCATTGGTGGCAGATGCCTATGGTCCCAGCTGCTCAGGAGGCTGAGA 
CAAGAGAATTGCATGAACGGGAGAGGTGGGGGTTGCAGTGAGCCAAGATCATGCCACTGCACTTTAACCCTGTTGAAAGAGCAAGACTCAGCCA 
GGCGCGGTAGCTCACGCCTGTAATTCCAGCACTTTGGGAGGCCAAGGTGGGCGGATCACAAGGTCATGAGGTCGAGACCATCTTGGCCAACATG 
GTGAAACCCTGTCTCTACTAAAACTACAAAAATTAGCTGGGCATGGTGGCGCGTGCCTGTAGTCCCAGCTATTCGGGAGGCTGAGGCAGGAGAA 
TCGCTTGAACCTGGGAGGCAGAGGTTGCAGTGAGCCGAGATCGCGCCACTGCACTCCAACCTGGGTGACAGAGTGAGACTCCATCTCAAAAAAA 
AAAAAAAAAAAAAAATTAGCCAGGCATTGGTGGCAGATGCCTATCTATGGTCCCAGCTGCTCAGGAGGCTGAGACAAGAGAATTGGTTGAACAC 
GAGCGGTGGGGGTTGCAGTGAGCCAAGATTGTGCCACTGCACTTTAACCCGGTTGAAAGAGCAAGACTGTGTCTCAAAAAAATAAATAAATAAA 
ATAAAAATTTAAAAATGCGTCTACATGGTTTTTATATTTCAACATAGCTTTTATATTTCATTTAACTGGTTGCACCATATCCCATTAGATTAAT 
ACATTATAGTCTAATCATCCCCCTATTTTGGACATTTTGGTTATTTCTGTTTGTCCCGACGGTATATATCCCTGGGAATTGGCCTGAATCAAGG 
CACTTGTC AAAGAAAATTTTG CTAGGTAGAAACTAAACACTGTAATTCT CAATGGTAAG AGGGAGG CC ATGAACTTTAATAGGGAAAATATTGG 
TAACATGTGTGGATTTATTAATAAATTGCCTGTTTTGTTTGTTTTTAACTTTCAAACAAGAGGAAAGGGATTATATTTCATTTAAGCAGTATAG 
AAACAGGGTATTGTAGTAGCTGAGGAGTTTTTTTCCTGAACTAAAAGATTTGAATTGTCCAAGAGACAGATTCTAAGATGAGTTGATCTTGAAT 
TACAGTACAAATATAAACCTTCACTAGAAATTGTGAGGCTGGCTGGGTGTGGTGGCTCACACTTGTCATCCCAGCACTTTGGGAGGGCGAGGTA 
AGAGGATCACTTGAGCCCAGGAGTTCATGACCAGCCTGGGCAACATAGCIAAGACCCCATCTCTAAAAAAAAAAAAAAAAAAATTAGCCGGGCAT 
GGTGG C ACAC AC CTGTGGTCC CAGCT ACTCAGGGGGCTAAGGGAGGAGGATCAC CTG AACC CAGG AGGTTG AG ACTGCAGTGAGCAGTGATTAC 
GCCATAGCACTTCAGCCTGAGTGACAGAGTGAGACCCTGTCTCAAAAAAAAAAAAAGAAAAGAAAAGAAAGAAAAAAATTCTGAAGGTAAGATA 
GGACTACATGGCAGCTTCAAATCATTTCTTATTTTTCCGTAATGCAGATGGTCATTAATTTTGGGCTACAGCAAGTGGTTTTAGTCATCTGGAA 
AGTGATACAGATGTAGCTTCTTCCCAAAGGGATCGCAAATCCATTATCTCCATGGATTTGGACATGGAGATAATGATAACACATGTACACTGTG 
GGCCACCATGGCACAAGAGAGCCCAACTTGCATGCTGGTGGCCTGCAAGCTGCAGCACAACGCCTAAGAAGTCCAGATTTTTATTGACCACCAG 
GGACAGTTTCAAAGTGAGAGTCAAACCTCTGCTTTCATTGCTTTGTTTTTCTTTTTTGGAATGTTTGCCCTTCATTTTGATTTTGAAAAAAGTG 
TACATGACTTAAAAGTGGAAAGAATAGAACAATGAGTACTCGCATATACTTCACCTAGGTTGAGCCAGTGTTCACAGTTGTTAGATTTACTTTC 
CCACACTCCCCACCACTGTCACTCTTCCGTTTCTCCTGCCAAAGTAAGATGCAGACGACATGGCCATTTACCCTCAAATACTTGACAGTGTATC 
TACTCCCAGCAAGGGCATTCTTCTACGCAACCTGAATGCCATTGTCACTCTCAAGAAATTTAGCAGTGATAAAGTAATATCTAATATATAATGA 
TATAATGGCCTTTAGAGCTGTGGGTGTTTTTGTTTGTTTTGAGAGAGAGTCTCACTCAGTTGCCCAGCCTGGAGTGCAAGTGGCGCAATCTCAG 
CTCACCACAACCTCTGCGTCCCGGGTTCAAGAGATTCTTGTGCCTCAGCCTTCAGAGTAGCTGCAACTACAGGCGTGTGCCACCACGCCCAACT 

TTCTTGGGTGTTT CTCG C AGAGGGGG ATTTGGC AGGGTCACAGGACAATAGTGGAGGGAAGGT CAG CAG ATAAAC AAGTGAACAAAGGTCTCTG 
GTTTTCCTAGGCAGAGGGACCCTGTGGCCTTCCGCAGTGTTTGTGTCCCTGGGTACTTGAGATTAGGGAGTGGTGATGACTCTTAAGGAGCATG 
CTGCCTTCAAGCATCTGTTTAACAAAGCACATCTTGCACCGCCCTTAATCCATTCAACCCTGAGTGGATACAGCACATGTTTCAGAGAGCACAG 
GGTTGGGGGTACAATTTTTGTATTTTTAGTAGAGACAGGGTTTCACCATGTTGGCCAGGCTGGTCTCGAATGCTTGACCTTGAGTGATCCTCTG 
GGCTTGGCCTCCCAAAGTGCTGGGATTACAGGCATGAGCCACCACACCCAGTCGTGTTTTTGTTTTTGAATTACGCTCTTGGTTGTGTCTCTTC 
AGTCTCCTTTAACCTAGAACAGTTCCACCTGTTTTGGGTGGGGGGTGGGATCATTGATTAGAGTCTCACAATTTGGATTTGTCTGATTGTTTCT 
TCATGATTTAGTTTGTGTATTCTTTTCAGCAAATCATATCTGGAGGCACATAATGTCAGTTTATGCCATGATTGGGGATGTTTGATCACTCGGT 
TAAGGCATTGTCCGCCAGATTTATCCACAGAAATGCACCTTTTCCCCTTTGAATAATAAGTAATATGTGAGTAGTACTTTGAGACTAAATGCTG 
TTCCCCAACAACTGTCACCTAATGGTTTTAGTAGCTGTGATGATCCTTGTCTGAGTCTACTCTCTTTATTTTTGAGATTGTGCATCTTTGGCCA 
AGACTTTATATCGTATATTTAGATGAGAGTTTTAAATATATAGTAACCTGCTGATTGAAACCTGATTTTTATATTTAGTAAGTAGATCCTTTCT 
CTACCTTCTCCTTTATTCCCTCCCTTACCCTTTTCCCCTCCTCCATTCTCTGTTGTTCCTATTGTAATATGCAGTGATTTGGCTGTGACATAAA 
GATTAATGGCGGATTGTCTTCCCAGAATACTATCATCTCTATGTTGCCTGGGCACATTTTTCCTTGTTTGCTTCTTTGTGAGCCAAATGCTTTT 
ATTCTTTCTGTTCTCTTCCCATCTGTTTAATAATGTGATTTTTTAAAAAGAGAATTGGCTTCCTGATTGCATATAGGGTAGTATTTAGAAAAAA 
AAAATTAAAGAGCAGATGGCTCTGGTATTAACCTGCTTCTAGATGTGATAGCCTTCTTACTTGATATTAGTCCAATTTTAATATGAATGAAGTC 
TTAATCCTTTATTGCTGCTATTGAATATTTTTCCGTCCCTCAAAATCGGTATACTAGGCTAGGCATGGTGGCTCAGGCCTGTAATCCCAACACT 
TTGGGAGGCCGAGGTGGGTGGATCACTTGAGGTCAGGAGTTCAAGACCAGCCTGGCCAACATGGTAAAACGCTGCCTGTACTAAAAATCCAAAA 
ATTAGCCAGACACAGTGGCACATGCCTGTAATTCCAGCTACTCAGGAGGCTAAGGCAGGAGAATCTCTTGAACCCGGGAGGCAGAGGTTGCAGT 
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GAGCCAAGATCATGCCACTGCACTCCAGC^ 

CATTTAATATATTTAATAATGTTGGTATCAACAGAAAGCAGTAAACATAATTAGGGAATTTGCTCTTTTTTTTTTTTTTTTGAGATGGAGTTAC 
ACTGTTGTTGATCCATCAGCACAACTGGAGTGCAATGGTGCGATCTCAGCTCACCGCAACTTCTACGTCCCAGGTTCAAGCGAI'TCTCCTGCCT 
CAGCATCCCAAGTAGCTGGGATTACAGGCATGCACCACCACGCCTGGGTAATTTTTTGTATTTTTAGTAGAGACAGGGTTTCTGCATGTTGGTC 
AGGCTGGTCTTGAAGTCCCAACCTCAGGTGATCTGCCCGCCTCTGCCTCACAAAGTATGGGATTACAAGCATGAGCCACCACGCCTGGCTGGAA 
CTTGCTCTTTATATTCTGTACAGAATCCTTAGTCATTCACTGGAGCTGATAGGTTTAACAGTTTTGAACCCTGGCTCCTTGCCTTGTACTTTTC 
AGATGAGAAGCAATGTTTAAACGTCATGTCTTTGATCTGTCACCCAGCCCTAGCCTTTGCCAAAATCAGAGCCCCTCAGTATTAGGTTTCTTAC 
TTTAATTTTTC ATTCTTTG CT CTCTTTAAATTATG AAATATAACAAACAGG C AGAAAAGTAC AT AG AAAATGGC AAAC C ACCTTAAGT C CT CAA 
CATGC ATGCAGCCTGGTG CAGTGGTGCAAGTAAGTGG AGGTTCTCAGGTAGGTC CAGCCC AG ATAGTACC C CTTAGTAGTATGGAC CG ACCCTG 
G AGCAAGTGTTTC ACCT CTTT CTCTTTTTAAAAATAGCTTTACTGAGATATAATCACGCACTATAAAATTCACCCTTTGAAGTATATT CTCAGA 
GTTATACAATTATCAGCACTATCTAATTCCGGAACATTTTCATCATCCCCTCAAAAAGCCCTTACCTTTTAGCAATCATTCCCCATTTCTCCCT 
CCCCTCAGCCCTTGGCAACCAACAATCTATTTTCCGTCTCTATGGATTTGCCTATTCCGGATATTTCATAAAAATGGAATTTACAGTATGTTCC 
CTTGCATGCCTTTCACTTTACATAATGATTTCAAGGTCATCCACACTGTAGCATGCGTCAGTACTTCATTCCTTTTTAACATCTGCATAATATT 
CCATTTTATTCATTGTATTTATCCATTCCTATCCATATTTATCTGTTTATCCTTTGGTGGACATTTGAGTTGTTTCCACTTTGGGGCGATTATG 

ATCCAGGCTGGAGTGCAGTGGCACAGATCTCGGCTCACTGCAACCTCCACCTCCCAGATTCAAGCAATTCCCCTGCCTCAGTCTCCCAAATAGC 

TCGAGCTCCTGACCTCAGGTGATCCACCCGCCTCAGCGTCCCAAAGTGCTGGGATTACAGGCGTGAGCCACTGCACCTGGCCTGTGTACCCACT 
TTCTGGGGACACATGTTTTCACTTCTCTTAGGCATATACCCAGGAGTGGAAGTACTGGATAATGTAGTAACTCTATGTTTACCCTTTTGTAGAA 
TTGGCAGATAGTTTTCCAAAACTGTTTCACCATGTTACAATTCTAGTTAATCTTGATGACCCTCAATTTCCTCATCCATAACGGGGATAATAAT 
AGTGCCTACGTCTGAGGGATTTAGGATAAAGAGTAGATTCATAAAAGCACTTGTTATAAGTAATATACTAAGTGCTTAGCTAGCTCTTAAATCT 
GGATGGGGGATAATAATAACACTGATAAATGTTATTTATTTCTTATCCTATTTCTGAAGTTTATTTTTATTTATTAGATGAATTGAAATATTTG 
TTGCTAATAATTCATAAAGCAGTATAATAAATGAAAACTTCAAATTTCATTAGTTGTTTTTTGTACTTTAATTATTAAAAGTCAGATATGTCCT 
TGGAAGGAATAGGTAAAGGCATGGCTCCCTGCTGGCTTAGTCCTGTCTGTTCAACAACATATTAGAAGGAATGGAATAGGTAGTTTTCTTCTCC 
TTTTTTTTTTTTTTTTTTTTTGAGACAGAGTCTTGCTCTGTCGCCAGCTTGGAGTGCAGTGGCATGATCTTGGCTCACTGCAACCTCTGCCTGC 
TGGGTTCAAGCGATTCTTCTGCCTCAGCCTCGTGAGTAGCTGGGACTACAGGAGCATGGCACCACGCCCAGCTAATTTTTGTATTTTTAGTAGA 
GATGGGTTTTCACCATTTTGGCCAGGATGGTCTTGATCTCTTGACCTCATGATCCACCCACCTCGGCCTCCCAGAGTGCTGGGATTACAGGCAT 

TCACCCTTCACAATTCTCCATTCTTTCATTCAAAGATGAGAGAACAGACTTCATGGTGCCTTTCCACCACCACCTCCCAAGAGTTCCTGTCTGC 
AGAAGTCCTTGTGCCAGTGAAATTGATTAAGAAATAGGAATGCCATCTTTTAAAAGGGCCCAGCACAGCCTGTAATCCCAGCACTTTGGGAGGC 
CGAGGTGGGTGGATCACAAGGTCAGAAGTTCAAGACCAGCCTGGCCAAGATGGTAAAACTCCATCTCTACTAAAAATACAAAATTAGCCAGGCG 
TGGTGGCGGGCAGCTGTAATCCCAGCTGCTTAGGAGGCTGAGGCAGATAATTGCTTAAACCCGGGAGGCGGAGGTTGCAGTGAGCCCAGGTCAC 
GCCACTGCACTCGAGCCTGGGTGACAGAACGAGACTCTGCCTTAAAAAAAAAAAAAAAAAAAAAGGCCAGGCACAATGGCTTGTGCGTCTAATC 
CCAGCACTCTGGGGGAGGCTGACTTGGGAGGATCACTTGAGGTGAGGAGTTTGAGACCAGCCTGGGCAACATAGTAAGAGCTTGTCTCTACAAA 
AAAAAAAAAAAAAGTTTTTTTCTTTAATTAGCCAGGTGTGATGGCATGTGCCCACAGTCCTAGCTACTTGGGTGGCTGAGGTAGGAGTATCCCT 
CAAGCCCAGGAGTTTGAGGCTGCAGTGAACCATGATCACACCACTGCACTCCAGCCTGAGTGATGGAGTAAGACCCTGTCTCGGATGGATGGAT 
GGATGGATGGATGGATGGATGGATGGATGGATGGATGGATAGAAAAGTTTATACTGGAGGATATTGGTTAAGGAGAAGGATAGCAAGAGCTATT 
TGTGGAGGATTGATTTTTGGAAAGTTTATTAAATTGAGTTAAAATTAGAGATGGGAGAAAGAAGCCGGTTTTGTAAGTTTAAGGTAACAGTAAG 
AACAGTAGTGAGTACTTACAGAGCACCTGCTCTTAGCTAGATAGTGTTTTAGGTATGTACATAAAACTAATTCATTCTTACAGCAGCCCCCTAA 
GGGGCATAAGTATTATTATTCCCATTGTACAAATAAGAAAACTGAGGCACAGAGAGGCTTAACAGGCTGTCTTTGGCAGAACCGTATTTAGGTG 
AGTTCAGCATCATCTCTAAAAGTTTAACGCCAGTTTAGAGACTTTGGCCCTGGGATGGGGGGTAGGATGGAGAATCGGAATTACAAAATGCTTT 
AAATTATACATATGAATCCAGCAGACCAAATCTGCTGGATTCATATTATTCATATTATGCATAATATTATTCATATTAACCCCCTACTCCCACC 
CCACACTAGAATTCATTCACTGAGTTGGCAGATACACAGTGGGCCTTCTAATGTCAGACACTACTCTCCACTGCAGTTTAGCTAGGGCAAGACC 
TTGGTCACAGTGTTCTACAAGTCTTCAGAGAGAGAGTAATGTTTTTCTTTGTTATAGTTTATATTTTACTTTTAGAAAGGAAAAGCATCTGAGA 
AAAGATATTTATGACTGAGACAAAATTATTCCAAATGCCACTCACTTATATCATTTATTTATGTGGTGGACATTCATTTTTATGGTTTTCAGTA 
AGCCTGTAACATTATGAGCTATTAGACTTTGAAACTTTTATTAACAAGTGCCTGAGGGCCCGACTGATTTATTTGGCTCTCCAAGCCCATGGGT 
ATATCCAGATATATAAGGTTGAGGTAGGTGCTTTATGCCTTCAGAAAGTACAGGGTTCTGCATCCAGGGCTGTCTTAGGTTGTTCTGAAATGTC 
TGTGAACACAGAGTGCAACTCAGCCGAGCTCAAATAGTTCTCATCTTTGGCCTAAAAATAAGATTGTGAATCCATTTCCCAGTCTTTAGAGAAT 
CCCCTGTGATGATTTACCAAAGAACAAACTACTTCCCTTGTCTGAGGATCACGCACTGAAATTGGAGGTGCCCGTAAATAAGCAGAAGATGGCG 
GGTACTGGGGAC AG AGGTACAGT CTTTGTAGATGC AGAGTAGCGTT CGATGGCTAGATGAATGC C AGTTAG AAGGATGAATGC CGGTTAG ATG A 
ATGCTACTCATATCAGGCATGTGGACATAGCCTGATAATGGGGTGAAGAGTTGTGACATGTATGAAGAAAAATACTACTTAACTGCCAGGCACG 
CTGGCTCACGCCTGTAATCCCAGCACTTTGGGAGGCCGAGGCGGGCAGGTCACCTGAGGTCAGTAGTTCAAGACCAACCTGGCCAACATGGTGA 
AACCCCATCTCTACTAAAAAAAATTAGCCAGGCGTGGTGGTGAGTGCCTGTAGTCCCAGGTACTCAGGAGGCTGAGGCAGGAGAATCGCTTGAA 
CTCGGGAGGCAGAGGCTGCAGTGAGCCGAGATCATGCCACTGCACTCCAGCGTAGGCGACAGAGTGAGACTCCGTCTCAAAAAACAAACAAACA 
AAAAACCACTACATAGCTTCTAGGTGTTATTCACGTAACTGGGAGAACAGTTGGTTTTTTCCTAAAGTGGGTGTTTAGAATTTATAATGATAAT 
CTCAGTAAGTCATCTCATATTTCACATATAGATAATTTTCAGTTTAACAGTAAAATAAAAATGACTCTGTACTAGTTAGTGTACTTTTATTTTA 
C ACTTTTGAAT AG C AGTGAGCAGAAT CTACT CTC C AGCTCTATCAAAGC ACTTATGTGTAGTGAAACTAT ATTGTATTT ATCAAAATAAGGTG A 
TTGCCACTTGGTATTTACCAGCTATTATCCTTCAAATGGGATGCTATTTTAGAAAATAATTATTATGGCATGTTCATAACTAGAATCATAAAAA 
TATTCTACAAATTGTAAGAGCTCAGCATTCTACTCTTTGATGAAAACTAAGAAATAATCTAAAATTTAAGGCAAAATAGAGTGACATTTTTTAA 
TACCCCTACATGCATAGTATATCACCACAGTATTTCTTTGCTAAAACAGTAATAGGCTCCTAAATATGCTTGACCAGCAGGGAATGTTAAATAT 
TTGTTTGTGT ATTTATTCG CTCCG C AAGTATTTTTTG AG C ACTTTC CAT AGGC AAGCCACCGTACTAGAC ACTGGGGACACAGT CGTGAATAAG 
ATGTGCTCCTGGCCGAGCGTGGTGGCTCACGCCTGTAATCCCAGCACTTTGGGAGGCCGAGGAGGGCAGATCACGAGGTCAGGAGACCAAGACC 
ATCCTGGCCAACATGGTGAAACCCCATCTCTACTAAAAATACAAAACTTAGCTGGGCGTGGCGGTGTGTGCCTGTAGTCCCAGCTACTCGGGAG 
GCTGAGGCAGGAGAATTGCTTGAACCCGGGAGGCAAAGCCTGCAGCGAGCTGAGATATCTGCACTCCAGTCTGGGCGACAGAGCAAGACTCCGT 
CTCAAAAAAAAAAAAAATTGTAATTGATTATTTAAATGGAAATCTGTTCCATTTTCATGCCTTGGTGTTTCATACTGATATATTGTTCAATTAT 
AACTTTGAAAAGAGCCAATAGAATCGGTCAAATTGTGTGTATACATTTATTTATGCAACAAAAAAATTATGATGCTTATGTGCCAGGTACCGTT 
CTAGACCCAGGAGAAAGCACGGTGAACAAAACAAAGTCATTGTGTTCATGGTGATTTCAGCCTGGTGGGAAGTCAGTAAGCAAATATATGATCA 
ATATCAGGAATTGATAAATGATAAGAAAAATAAAGCAGATTAAGAGGATAGAGAGTGACCAGAATGCCGTTTTATTTGAGTGGGCTGGGAAGGA 
GTCTCTGGGGAGATAAAAGTTTTCATAGCTTTCCTTCTTTTGTCTCTGAAGTCAATTCACCTAATGAATGCAGATGCAAGAGAATTTTTGTATC 
TGTTGGTATCACTCACATATTCATTGAGAGCTATGGTGAGGGCCTACTTCTTACTCTTTACTACTTAGGAATACTAACACCTAGATTGTTCTCT 
TCATTCTTTTATCAGTCTTCCATATACTTAAGTGCCTAAGCACCTTCATTCATCCATCCCTTATATAATTTTTTTTCTTGAGACAAAATCTGGC 
TCTCTTGCCAGGCTGGAGTGCAGTGATGTAATCTCGGCTCACTGCCACCTCTGCCACCCAGATTCAAGCGATTCTCCTGCCTCAGCCTCCCAAG 
TAGCTGGAATTATAGACGCATGGCACCACACCTGGCTAATTGTTTTGTAATTTTAGTAGAGAGGGGGTTTCGCCATGTTGGCCAGGCTTGTCCC 



517 



WO 03/039484 



PCT/US02/36071 



SAGRES DISCOVERY 02-27 



GAACTCCTGACCTCAGGTGATCCACCGACCT^ 

CTTCATCCAAAAATCATGATTTGGTATCTGTTCTGGTTTTCCAAAATCTTGCGATATGATTTATTTGATTAAAAAATACATTGTGCAGTTAAGT 

GACTTCCAGTGTTTGATTATAAAGTGGAATTGCTTCTGGAGAGAGCTCTTTTATCTAAGTGTTTTGGTGAACTCACAACCACTGAAATTTGATG 

TCTTGGGTCAAATTGGGTCTACAGTGATCCCAGCCTTAATGCCTAAAAGCCCTAAATAATACACTTCTCAAGTGTTCTATAGCATTGCACTAGT 

CTAAAATAGAT AACTGGC ACTC C CCT AC ACCT CATTGTTGGCT AACTGACTTGT CCC ATAAATAGCCCAGTGTTACGTGAT C AG ACAACTAC AA 

CTAACAGAAGAGATTTTTATTTCCTGACACACTTGTAC!AGTCTCTGGTAGTAAAC^AAATCCAAGTCCAAGTCACCGGCCCCTAACTGTAACCT 

AGTTCTTAGAAGAATTGTGC^AATCAGTAGCCAAATCATGTGGGATGGAATTCAAGATAACCCTGCCTTATACCAAACTCTACATTATGG 

TAGTGTTAGAGCAAGATT CATTTTC AGT C CTTAGAGTT ACCTG AAGTC G CTTC C CAGT CTAC C CAAATGTTT CTGCCCTAATCTGGTTAAACTC 

AAAGAGC^TCTGCCAGATGAGTTAAAAATTGTCAGGTGAGTCTGAGGGGGGCATCATGGTAGTTTTATAAAGCCTTTCTTTAAAAAATCAAGAG 

CATGTTAAAAAAAGAAACTACCGGCTGGGTGCAGTGGCTCACACCTGTAATTCCAGCACTTTGGGAGGCTGAGGTGGGCGGATCACAAGGTCAG 

GATATCGAGACCATCCTGGCTAACACGGTGAAACCCCATCTCTGCTAAAAGTACAAAAAATTATCCGGGCGTGGTGGCGGGCGCCTGTAGTCCC 

AGCCACTCGGGAGGCTGAGGCAGGAGAATGGCGTGAACCCGGGAGGCGGGGCTAGCAGTGAGCTGAGATCGCGTCACGGCACTCCAGCCTGGGC 

AACAG AGC AAGACTCCGT CTCAAATTAAAAAAAAAAAAAAAGAAACTACCTG CT ATTGG AGTATAATGGTT C AT ATTTC C AACTCTT AGGTGGA 

ATGTATTGTTTTTGTGTCTGAAAGATTTGTAAATGCTATAATTTAACAACATTGCTTCATAAATTCCTTAGCAGTAACTCAGGAGGTGAACCTT 

CGGG(2ATTTTTCC^GATAAATCTGTGCTCTTTGTGTGCAAAGCATTGCTGCTTAGGTAACTAGTGATAATGC^TAGGGTTC^ATCAACACTTCA 

TTTAAAAAAAATCTCTCAGCTGGGCGCAGTGGCTCACACCTATAACCCCAGCCCTTTGGGAGCTGAGATGGATCACTTGAGGTCAGGAGTTTGA 

G AC CAT CCTGGC C AACATGGTGAAACCCCATCTCTACTGAAAATACAAAAATTAG CTGGGTGCGGTGG CGGG CACCTGT AATCTC AG CTACTTG 

GGAGGCTGAGGCAGTAGAATTGCTTGAACCCGGGAGGCAGAGGTTGCAGTGAGCCGAGATCTTGCCACTGCCCTCCAGTCTGGGCAACAGAGCA 

AGACTCTGTCTCAAAAAAAAAAAAAAAAAAACTCTCTGCTAATTATTTATTACTGTTGAAATGCTGCTTACCATGGCTGACAATTTTGAACAAA 

AGTAAAGAATATGTCTACGATGTCAAAGTTAGCAATTCTTTCCCTAATTCTCCTTTTGTACTTTTGCTTATAAGACCTTAGTACATTTCATAGT 

CAGAGCTTCATAGACCCAGCTGTGTATCTTTCCATGGCCAGGCTGAGTGTCTACATTTTGAAAACATTTTAAAGTTAAAATTCAGTTCAAGAAT 

ATTGTCTTTAGTCTACCAAAAGGGCTAAAAACATTTACTTTGGCCAAACGTGGTGGCTCACGCCTGTAATCCCAGCACTTTAGGAGGCTGAGGT 

GGGAGGATCACTTAAGGTCAGGAGTTCGAGACCAGCCTGGCCAACACGGTGAAACCCCATCTCTACTAAAAATACAAAAATTAACCAAGCATGG 

TAGTGTGCCCCTGTAATCCCAGCTACTCAGGAGGCTGAGACAGGAGAATCATTTGAACCGGGGAGGCGGAGGTTGTAGTGAGCCAAGATTGTGC 

CACTGCACTCCAGCTTGGGTGGCAGAGCGAGACTGTCTCAAAAAAATAAAAATAAAAATAAATAATAAAATAAAAACATTTACCTTGGTAACTA 

AGTGAATATTTACTCTGGTGGATGTAAGGGGAAAATAAAGAAAAAACGCCCAAAGCACTGATTGTTTGTTCAACAGATTGTAAACCATGGCTGT 

GTGGATACAAGCTCAGCAGCTCCAAGGAGAAGCCCTTCATCAGATGCAAGCGTTATATGGCCAGCATTTTCCCATTGAGGTGCGGCATTATTTA 

TCC C AGTGG ATTG AAAGC C AAG CATGGTAGGTGAACAAGGATGTTTGCATCATATTTTGTGAAACACAAGAAT ATTGG AGTTTGTTTAGAAAGA 

TGTCATGATGGCAACTTTCAAAGTTGTATTTTTAAACATTTTTAAATGTGATCCATAAAAAGGTATTTAAAATTTTTTTTCTTTTTATAGGTGA 

AAGGTATTTAAGCCCATCTTAGATTGAGGGGATGGAATAACTCTTGGGATTTTTAAAACAGGATTTGTTCCCCTTTAATAGTAAATACTGTCTA 

AAAGCATTAGAATATTACTGCTAAGAAAGAGCAGCCAACAAATATGTTTCGAGTGCCCATGGGATGCCTAGCAGTGTCCTAAGTAGTAGAATTT 

ATATGAAAAAAATTAAAGCCCAACATTGTGTTGTAATCCCAACACTTTGGGAGGCCAAGGCAGGTGTACTGCTTGAGCCCAGGAGTTCAAGGAA 

GG CCTGAGCAAC ATAGC AAAAC CCTGTCT CTGTACAAAATACAAAAATTAGCCAGGTGTGGTGGTGTG C AC CTGTAGTACCAGCTACTTGGG AG 

GCTGAGGTGGGAGGATCACTTGAGCCTGGGAGGCAAAGGTTGCTGTAACCCATGATCACACCACTACACTCCAGCCTAAGCAACAGAGTGAGAC 

CCTGTCTCAAAACAAACAAACAAACAAAATTAAAGCCCTCATCTCCAGATAATTCAGTGTTTCACTGGACATGGTGGTGCACACCTATAATCCC 

AGCTACCCAGGATGCTGAGGTGGGAGGATTGCTTGACCCCAGCAGTTTGAGGCCAGCCTAGGCAACATAGCAAGATCCTATGTCAAAAAATAAT 

AATAATAATTTAGTGTTTAATGGGGCAGATAGGTGTGAATATGCATATAATTTAATTATAATTTATTTCTTATAGTTTATTAAATATAAATTAT 

TTTACATTTCTTAATAAGTTTACATCTAACAAAAAACTAAAAATTAATAATTTAACAGTGGAGACATTGGTGTTTTTAATTTATATGTATTTTA 

TATATACACATAAAGACTAAAAGAAAATTGAGTGGGTGTTGTGGCTCATGCCTGTAATCCCAGCACTTTGGGAGGCCAAGGCAGGCAGATCACT 

GGAGGCCAGGAGTTCTGAGACAAGCCTGGCCAACATGGCAAAATCCCATCTCTACTGAAAATACAAAAAATTAGTTGGGCGTGGTGACGGGCGC 

CTGTAATCCCAGCTACTCTGGAGGCTAAAGCATGAGAATCGCTTGAAGTCGGGAGGCAGAGGTTGCAGTGAGCCGAGATCGCACTACTGCACTC 

CAGCCTGGGCAACAGAGTGAGACTGCCTTTAAAAAAAAAAAACAAAACTAAACGAAAATATACCCAAATGTTAACACTAAT 

TAGATTTGATAAGCATTTTAATTTTTCTTTATTTTCCAGATTACTGATTACATACTTGGGGGAGGGGAGAGTTGTTTTAAATTTCTTTTAGAAT 

TAGTACAGTGCAGTCGACTAACAGCACAGGTTTTTAATTGGTATCATTATTACACACCAGGCAGCAGGATGTACACTGCTCTGCTCAAGGTCTG 

GGAGGTTGCTGGTTGGTTACAGTCTGTCAGTCGATCTGACATATTCATTTGATACTTCAAGCCTCACCGTCTTAGCCATGGGTCCTCTTTGACA 

GTCCCTGAGAGAACCAGCTTTGATGCTGCTATTTGCAAAGGGCCATATACCTGTCTGTAATGTTGCCTTAGAATAATCGCAATGCGTGTTAGTA 

GCAAATTTCTGTTCAGAAACTAAAGATCACCAAAGAAAGGCAATTTTCTAGGCAATTAAAAAAAAACTCAACTTCATGTAATTAAGTGAGGGAA 

AAAAATTAGCTAAATATGAGAATGTCAGCTGTACCTCGTTTAGTGCTTTCCACTCCCTTTTCATTTTCTCTCCTGTTTTCTGATGTGGAGGATT 

TAGAAAAACATGAGTAGGAAGTTGCTGTTAATTTCAGATTTCACTTAGCAGAGTTCTCATTTGGTGTTCTCACTGAATGAATTAAAAGACTTGT 

GTTGATATTAAGGAAAACTTGAAATTTTTTAGCTTTGGTTTTCTTCAGAATATAAAGATTTTAATGAAGAATTTTCAATTCTTTTTTTTTTTTG 

AGATGGAGTCTCGCTCTGTCACCAGGCTGCAGTGGCGTGATCTCGGCTCACTGCAATCTCCGCCTCCCGGGTTCAAGCAATTCTCGTGCCTCAG 

CTTCCCGAGTAGCTGGGACTGCAGGTGCCCGCCACCACACCGAGCTAATTTTTGTATTTTTAATAGAGACCGGGGTTCATCATGTTGGCCAGGC 

TGGTCTCTAACTCCTGACCTTGTGATCTGCCCATTTCGGCCTCCCAAAGTGCTGGGATTAAAAGCTTGAGCCACCGGGCCCAGCCAAATCTTTA 

TTTGCTCAGAGACTGGATCCTTTTAAGAGTGGGCTCCTGGCCGGGCACGGTGGCTCACGCCTGTAATCCCAGCACTTTGGGAGGCTGAGGTGGG 
TGGATCACTTGAGATCAGGAGTTTGAGACCAGCCTGGCCAACATGGTAAAACCCCGTCTCTATTAAAAATACAAAAATTAGCCAGGCGTGGTGG 
TGCACGCCTGTAATTCCAGCTACTTGGGAGGCTGAGGCAGGAGAATCACTTGAACCCGGGAGGCAGAGGTTGCAGTGAGCTAAGATCGTGCTAC 
TGCATCCCAGCCTGGGTGACAGAGTGAGACTTCGTCTCAAAGAAAAAGAGTGGGTTTCCAGACCAAGGGCATTGTTGCCAGTTGAAACAGAGGT 
GCAGGGCTGCCCTCATTCCTTCCAGCCTTTCATTTAATACGTATTCTATTTAATACATAGGGCACACATATTTAGAATCTGACTTGCCTTAACT 
GCCTTCTCAAGGCGCAGATTGGGGTGTACTATTTGATGGACTATGGTATCACTGCTTTTTTTGTTTTGTTTTGTTATGTTTTCGTAGAGAGAAT 
CTTGCTTTGTCACCCAGGCTGGAGTGCAGTGGCGCAATCTTGGCTCACTGCAACCTCCACCTCCTGGGTTCAAGCAGTTCTCCTGCCTCAGCCT 
CCCAAGTAGCTGGGACTACAGGCACATGCCGCCACGCCCGGATAATTTCTTTTGTGTTTTAGTAGAGATGGGGTTTCACCGTGTTGCCCAGGCT 
GATCTCCAACTCCTGAGCTCAGGTAATCCGCCTGCCTCGGCCTCCCAAAATGCTAGGATCACAGGCGTGAGCCACCACGCCCGGCCGGTCTCAC 
TGTTTTGATACACTTGTTGGTGCCTCTTTTTTGAAATTAGTTGCTATCTTCAGGGATTTAGGGATGGCAGAGCCTTTTAGCTACCACTATCTTG 
TTTGGCTCCAGACCCAGTCAGCAGTTATTGAATGTTATTTCAGTCCGACAGCTGTTTGGTTTCTTCAGTGAGTAAGTAATTTGGTACTTCCCAG 
TGTCAATTGTTGCCTAAGTAGTAGAAAGGAAGGAAGGAACGGAAGGAAAGAAGGAAAGAAGGAAAGAAAGGAGGGAGGGAGACCATCCAACCCC 
CGTCACCAGTTCAGTAGCTTGAAATCAATGCAAAGTCTGTAGCGTGGTTTTCCTTGTTTACTGGAAAAGTTGGCATTGCCTTCAGGTCCTGGGT 
CTGC AACTAGTGACATG AATGTCTGACTCGTATAAATT CTTGTAGG C ACC CT CTG C CTG AATGTCTCATTTCCAGGGCTTCTTAGAAATAGCAA 
TAACTTGTTTCACCTGTCTCTACCTAAGAAACCCACAGATACCAAACTCCTTGAGGCTGGAAAGGACATGTAGAAGAGTCTTGGCCTTGTGCCT 
CCTTTACACCCATGAGGGGTAACTATAAATAGGAAATTATCCAAGTCCTTATTTCCTTCAGAGTACACAGAACCCTTTCCTTTTCCTTGCATTT 
CTCGGAGCAAATAGCATAAGCACCAAGCACATCATTGAGAGAAAGGAAGAAGGGCAGCACATTGTTAAAAATTTTTTTTTTTAAAAGAAGGAAA 
TCTACTGTATAATCCAACTATTTAGTAAATTACAAATAGATTAACATAGGCATTGAGTCCATTTCTGTTGGGCTGTTTCTTAAAATTTGCAGTG 
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AGGATTAAAAACATCA.CTTTAGTTGAAGAAAAAGTAGGATGTGTTGAGGCTGTATTTATACAGGCTCACGTGCATGTATGTATACAGATTATGT 
AATTTTTTTCCCCTAGGGACTCAGTAGATCTTGATAATCCACAGGAGAACATTAAGGCCACCCAGCTCCTGGAGGGCCTGGTGCAGGAGCTGCA 
GAAGAAGGCAGAGCACCAGGTGGGGGAAGATGGGTTTTTACTGAAGATCAAGCTGGGGCACTATGCCACACAGCTCCAGGTGGGTGTGGGGTCT 
GGGGTCACACTTAATTACCTTCCCTTGGGGGTCTTCTTCCTGTAGAGACTTTGTTTGTCTCCTTCAGTCCAGCATTGTTGAGTTACACGTGCAT 
AAGGTTCTTGTTGTGTGGTTTTGGTCTTTTTTTTTTTTTTTACTTTTTATTTGAGAATAATTTCATACTTCCAGAAAGTTACAAGAATCATACA 
AAGATTCCCCACATATGCGCATATTCACCTGTTGTTGACTTTTATGTTGTCATATACTCCTCGCTGTCTCTGGACACACACGTTTTTCAGTCAC 
TGGAGAGTAAGTTGCATACCTTGTGTCCCTGCACCAGTAAGTACCTCTGTGCATTTTCTATTTATTTATTTATTTATTTATTTATTTATTTATT 
TATTTATTTATTTATTTTTGAGACGGAGTCTTGCTCTGTCGCCCAGGGTGGAGTGCAGTGGAGCAATCTCAGCTCACTGCAACCTCTGCCTCCC 

TTTAGTGGAGACGGGGTTTTGCCATGTTGGCCACAGTGGTCTTGAACTCCTGACCTCAGGTGATCCGCCCACCTCAGCCTCCCAAAGTGTTGAA 
ATTATAGGCATGAGCCACTATGCCCGGTCCCTCTGTGCATTGTCTTTTTTTTTTTTTTTTTTTGAGATGGAGTTTCACTCTTGTTGCCCAGGCT 
GGAGTGCAGTGGCGCGGTCTCGGCTCACCGCAACCTCCACCTCCCGGGTTCAAGTGATTCTCCTGCCTGAGCCTCCCAAGTAGCTGGGACTACA 
GGTGCATGCCACCACACCCGCCTAATTTTTGTATTTTTAGTAGAGATGGGGTTTCTCCATGTTGGTCAGGCTGGTTTCGAACTCCCGACCTCAG 
GTGATTCACCCTCCTCGGCCTCCCAAAGTGCTGGGATTACAGGCATGAGCCACCGCACCCAGCCCCTCTGTGCATTTTCTAAGAATGAACCTTG 
TCTTG CATGGTTATAATAC ACTG ATC AACTTC ACTAAATTTAG CATTG ATATAATACTTTTAGGTACTC AT CTGG ATTTCC ATTTTGT CAACTA 
ATTCAAACATGTGCTTTAGGGTATTTTTCCGCGCTGCAGTCCAGAATCCAGCCCAAGATCACATATTGCATCTAGTCATCATGTCTCTTTAATC 
TCCTTTAATCTGGAACCATTTTGCAACCTTAGTTTGTCTTTCATTACATTGGCATTTTAAAATAATTAATGTAGGCTGGGTGCAGTGGCTCACA 
CCAGTAATCCCAGCACTTTGGGAGGCTGAGGCGGGTGAATCATCTGAGGTCAGGAGTTCGAGACCAGCCTGGCCAACATGGTGAAACCCCATCT 
CTACTAAAAATACAGAAATTAACTGGGTGTGGCAGTGGACAACTGTAATCCCAGCTACTTGGGAGGCTGAGGGAGGAGAATCTCTTAAACCTGG 
GAGGCAGAGGTTGCAGTGAGCCGAGACCGTGCCATTGCACTCCAGCCTGGGTGACAAGAGTGAAATTCCATCTCAAAAAATAATAATAATAATT 
CATGTACCCCCTGCTTTTTAAAGATAAAATGTTCCTCATTTGGGGTTTGTCTGATGTTTCCTCATGATTACGTTAACATTGCACATCTCCGAGC 
AGACTTCTAAATATAGTTGGCTGTCCATGTCCATGGGTTCTGCATCGTGATTCCACCAACCGCAGGTCAGAAATATTCAGGAAAAGAAAAAAAG 
TAAAAACAAATAGAAATAAAGATATGACAGAACAGCTATTTACATAGCATTTCTTTTGTATTAGATAGTATAAGCAATCTATAGGTGGTTTAAA 
GTGTATGGG AGG ATTGTATG CATT CTATGCAAAACGATGCC ATTTTAT ATAAGGAACTTG AGC ATCTG CAG ATTTTGGTAT CCAAGTGGGT CCT 
GGAACCAGCCCCCACAGATGCCAAGGGACAATTGTAGGTGACTTGTCCTTCTCGGGTATCACATCCAGAGGGGGGCAGTGTCCCTCGTCCCCTC 
ATTGGTGGTAGTAGTTTTGATTGCCCATTTGAGAGTGGCATCCAGTTTCTCCTCTTGCGAGGCTTTTAAAACTTATTTATTCCGTTTTTAAGAA 
TGTTCCCCGGATACTTTAGGCAAATTAAGATGCAAAAAGTAAAACAGCACTTTGGGAGGCTAAGGCAGGTGGATCACCTGAGGTCAGGAGTTCG 
AGACCAGCCTGGCCAACATGGTGGAACCCCATCTCTACTAAAAAGACAAAAATTAGCCAGGCGTGGTGGCGGGCCCCTGTAATCCCAGCTACTC 
GGGGGGCTAAGGCAGGAGAATTACTTGAACCCAGGAGGCAGAGGTTGCAGTGGCCCGAGGTTGTGCCACTGCACTCCAGCCTGGGCAACAGAGT 
GAGACTCAGTCTCAAAAAAAGAAAAAAGAAGTAAAACAATCTTACCTTTTCACTGCAATTGGATTTCCATGATGTGCCTTCTTGTTCCTGTTGG 
TATTGGAGGAACAGTGCCTGCTGTGATTCAGGAGGTCCCTCAGGAGGCTCCCCATCCTGAGGCATGGTTAGGGCCCATAGTGTGGAGTGGCACA 
AAGTGATGTCTGCTGTTGGATTCTTTCAGAACACGTATGACCGCTGCCCCATGGAGCTGGTCCGCTGCATCCGCCATATATTGTACAATGAACA 

CTTTGTCAAGGTGACTCAGGGTGCACTATTGGTGTCTCTTTAAAGAGAGCTTCATGCTAAGGGGCACAAAAGAAATAGGAGACTTGACTGAGTG 
CAGCCCAGCAGTTTGGGAGGCTGAGGCAGGCAGATTGCCTGAGCCCAGGAGTTCGAGAGCACCCTGGGCAACATGATGAAAGCCCGTCTGTACC 
AAAAATACAAAAAAATTAGCTGGGCATGGTGGCATATGCCTGTAGTCGTGGCTGTTCGAAAACCTGAAGTGGGAAGATCCCTTGAGCCCAGGAG 
GTAGAGGCTGCAGTGAGCCATGATCGCACCCCTGCACTCATGGGTGATGGAGTGAGACCCTGTCTCAAAAAAAAAAAAATGAAATAGAAGATGT 
GGTCTCTGATCTTAACTGATTTATAACCTTGATGAGATTGCAACCACAAGACAATGTGAACAAGTGCAAAGTAATTCAACCTCAGCTGAATAAT 

GGTCACTTACAGGGCTGGGTCCACAGAGACCTTGTTTATGCCTCCCCCATCACTTCACCCTGGGGTCTCCAGGATGCCTGCAAGAGGTTTGGCC 
TCTTCCATGGTGGAAGCAAATGATTCCATCACGAGAATATCTTGAGTGAGGACACAGATGATGTGTGTTCACATGGCCCTGCTCCCCATGGCCT 
CCCTAATGCTT AATG C CGTCCTTGCATTGGGT C AGTGAGTGGAAG AGG AATCACTCC AC CTCCTCATTAGTAGGAAAACCCAGGTGACACTGG A 
CCAGGTTACGTTCTAGTTTCTCCAAAGGTAATTCAATGGACCTCGTTTGGAATACTCTGGTGGAGGTCAGATCTGAAATGGAAGCTTCTCCCAT 
GCTTTGTGATCTGAGCCATGATCTGTCCGCTCACCTGTTTCTCACTTTTCCCACTCCACCCTGTGTCTCATGATGACGTTTGCTTTTCCTCCCG 
ACTCAAAATTTACCTTTTGGGGTCTTACCGTGGTTGTAGGAGCTGGCTTTTCCTGGGGATTAAGGCCTCAGTCTTCCTCCCATTCGCACTGCCT 
TGCACTGCCCCCCATATGTTCCCAGGGTAGCTCTCCAGCTGGAAGCCTTGCTGATGCCATGTCCCAGAAACACCTCCAGATCAACCAGACGTTT 
GAGGAGCTGCGACTGGTCACGCAGGACACAGAGAATGAGTTAAAAAAGCTGCAGCAGACTCAGGAGTACTTCATCATGCAGTACCAGGAGAGCC 
TGAGGATCCAAGGTGAGGCGCGGTGGAGGCACATTGTGCAACTTGAGGATTGGGCCTGGGGAGTGGAAAGCAGCTCTGGTGGGGTTGGGAGAAA 
GCA CACTTTCCATTCGG AGG CAG CG ACCTTTCTCTGAG TAG CAGGGACTTATTTGCATTGAAGACAGTGCTGAGAGGATG AG ATTTAGGAAGGG 
GAGATGACAGGACCCCCCGCTTAAGTGCATATCTCACTCAGGTCCCCACATCCAGGGAGCTTCTGAGCTGCCAGGGAAGACATTTCTTCTTTTG 
AGAAGGAGCTCACAGTCTAAATAAATACTAGCAAACAATACTTTTGTATATAGTAGGCATATTATAAGTGGAGCTTTATTGAAATGATAAATAG 
GAAATTATATAATTACATGTTTAAAAATTTTTCTGGCTGGGCACGGTGGCTCACACCTGTAATCCCAGCACTTTGGGAGGCTGAGGCAGGCGGA 
TCACCTGAGGTCAGGAGTTCGAGACCAGCCTGGCCAACATGGTGAAACCCCGTCTCTACTAAAAATACAAAATTAGCTGGGCATCCCAGTGGCG 
CATGCATGTAATCCCAGCTACTTGGGAGGCTGAGGCAAGAGAATCTGTTGAACCCGGGAGGCGGAGGTTGCAGGGAGCCGAGATCTCACCATTG 
CACTCCAGCCTGGACAAAAAGAGC^AAATTCTGTCTCAAAAAAAAAAAAAAAAAATTCTAAGCTGGGAGTGGTTTTGCACACCTGTAATCCTGG 
TGCTTTGGGAGGCCAGGGCAGGAGGATCACTTGAGGCCAGTAGTTTCAGACTAGCTTAGGCAACATAGTAAGACCCTATCTCTAAGGGGGAAAA 
GAAACCTTTGTAAGCAGGTACGTGTAAGTACTAAGGACCTGTATATGATTTCTAATGTTGTATGCAGTTATTCACAGAGGTCTTCCTGAAACAG 
AGTACACTTAACGGCCCTTAGGTAGCGGTTATGGACAGAGGTTCCCTAGCCTGGTATAAATGGTGCTTAGTAGTTGGGGCAGAGAGAGCTTCAG 
TCTGTGGTGAGGCTGTGGAGCCCCACCAGCGCCCCCTTTTGAGGCTGTAGCAGTTTGGCAGTTTGAGCTTTAATAGTTTCCTCTCTGCTTGCAT 
GC CC AG CT C AGTCT CAG AG AAG CCTTGGCTC AACC ACC C AG CCC CTCCAAAC ACAG AC AG ACACAG CACACAC AG ACAAC AC AGCACACAC AC A 
C AC C AC ACAC ATC ACAC AC AC AGCACACACAC ACACAGCACAC ACACC CC C C ACAGCAC ACAG AG ACAC AC AGTG CAC AC AC ACAGCAC AC AC A 
CACCACACACAGCACACACACAGACACACAGCACACACACACCACACCACACACACCACACCACACACAGCACACACACACCACACCACACACA 
GCACACACACACCACACATAGCACACACACACACCACACATACACACCACACACACATAGACACACAGCACACACACACACACACAGCACATGC 
TCCTCTAATTCCATGTATGTAGGTTCCATTTTATGTCTATAGTGATACTACTTATTTACTCTTTATCTTCTCCACTGGAATATAAATCTTTGAG 
AAGGGACTATATCTTTTATCTCTGTAC C CTGAGGCCAGC ACAATGC CTG AAACATAACAGTTATTGAGTAAAGGTTGACAGGATGATTCTAGC C 
TGTCTTCCTTTTTTATCTGAATCCATCCTAGACTGGCCCTAGAAGAAGGGCAGCTCCTTCAGAGAATGGAAACGGAAGATTTTGGGTGGCTATT 
CCTACCCAAGTCCTTAGACTGTCAACAGTATTTCTGATCCCGTGCCTGGCTTTTCTGTTTCCTGTGCATGGTGGCGGATTAGGTTTGGATTCAG 
GTTGGGTTTGGATCTATCACGCAGTGTCTTCTCAGTCCCATTTGTCAAGTTCACTCAGCAGAAACACAGACTATTGATCTGCTTTTGCCAGGGA 
AGGCTCAGCTGCCTCCAGTGGAGTAGGGAAATTGCTTCCCGTCTCCCTGGCCTCCTTCCCAAAAGCTTCTGCAAATTTCCAGGAGAGCCCTAAG 
TGGGTCCCTTGCATAGGAAGGCTGGGCCCAGGTGTTGGGATCACCACCACCCTCCCTGTGGCTGGGCAGGATTCCTGAGGTAGCCGTGCAGATA 
CCTTGGATCTGTCCGTCCCTGGATGATCCTCTTCCTGCTCGATACCTGCAGTGAGATTGGAGCCATATTTCTGAGTTCTAGCTCTGGGCTGTTC 
CTGGCTACATAGAGTTGCTTTTGTCTGTCCCAGCTTGTGCATCCCATGGGTCAGGGCTGGGGTCAGAGTGACGTGGCCCTCAGGGGCCAGCCAG 
GAGCTCGACCAAGACATGCTGGTGCGCGCATCTTCTGACTCAGCTCAAGCAAGGACTCTGGGCTGTTGAGAAGGTGATGGGAAGGGATTAATAG 
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TCCCAGTGTGGTGGAGACGGGCTGTCGCTGGGAGGGTGGGGTGGGCCTGCGGTGGTGGTTGTAACTGTGGACATGTTTACTTTCTTAGCCTGGG 
TTATTGATACACAGGTGCTCCTGTGTTCCACGTTCCCTGTGTCTTACCTATTTCATAATAATTTTTAAAAGGTAATGAGGCCTAACTTACTCCC 
TGTCCCGCCATCAATGAGACTCCTCACAGATGGTGTGGAGGGAAGCCGCCTCCCTTCGGCCTCCCTTTCCTGAGAGAATCTTGGTGGCTCTGCA 
TCCCCAGTGGCCCTGGACATGCTCTCCGTCTGCGGTCTGTCTGTCTGTCCGTGTTCCCTGGTTGGTTGGCTGGGTTCACAGTGAGCTCACCTGG 
ACAAACATGCTGGGCCCCTTCCAGGGTCTCAAGAATCTCATCCTCCCCTGAGGAGGGATTGCTGTGCTCAGGGACTAGACAGAGCCGCCGGGGC 
TGGGTTTCCCTGAAGAGGCCTTGCTGCGGGAGGGATGGGGCCGAGCAGCTGCTTGTCTCTGTCACCTCTTCTCTCTGTCCTGTTCCCCGTTAAC 
CAAGAAGCACGAACCTC ACACAG AGGTCACCCATGT CAGG CAG CTTTCTGGCATCTTC CATGTCCT C ATGTATTTAATCTTAATG CAC CCCACT 
GAGGCAGGTGCCGAGAATACTCCCGTTTTACACGTGGGGAAGCCAAGGCACAGGAAAGGAAAGCGATTTGCCCAGGTTCACCTGCAGTCAAGGG 
CATGGGCACACTTACACCCCAGACAGCCTGGACCCATGCTGGGCCGCGAGAAGAGGGCTGGCAGCCCTGTGAGGCAGGCGGGCAGGAGGCAGGC 
AGGCCTCCTCCCCAGCTGCCCCAGCACCCGTGTGCCCCCAGAGGGGACGGCTCAGAGTCAGGAGGCTGGTGAGCAGGGCCCAGAGGCGCCTCCT 
GAGGCGGCATTCATCTTGGCCCCCCTGGCTGTCAGGAACCCCGACTTGCTCTTGATGCAGTGTCTGAGCCTGGGAGGGTCTCGCTCCAGAACAG 
GTGAGTGGGCTTCTCTAGGCCTCCTGTTGGACACTAGGAGGTGATGGTCATGGTTTCCTCTTCTCTCGTCTAGCTCAGTTTGCCCAGCTGGCCC 
AGCTGAGCCGCCAGGAGCGTCTGAGCCGGGAGACGGCCCTCCAGCAGAAGCAGGTGTCTCTGGAGGCCTGGTTGCAGCGTGAGGCACAGACACT 
GCAGCAGTACCGCGTGGTGAGTGGGGTCCTGGGCCTCTCCTGGGCGTGGGTGCCATGAAGTCAGTCTCTGGGGACCCGAGGGAGGGCTGGGACC 
AGCATGAGAGCAGAACCTGGGAGGGCAGGAGGCCTTTTTTCCTGGGGGCCTTGCGAGGCAGAGCAGCTTGGGGAGAGGGAACGGCCTGGGCCCT 
GCCCTGCCATTTCCCAGCGAGGCCCTGGGGTGTTCTCTGGGAGCCCAGAAGGGGCTGCTCTCCTCCCTTCCCTCAGGAGCTGGCCGAGAAGCAG 
CAGAAGACCCTGCAGCTGCTGCGGAAGCAGCAGACCATCATCCTGGATGACGAGCTGATCCAGTGGAAGCGGCGGCAGCAGCTGGCCGGGAACG 
GCGGGCCCCCCGAGGGCAGCCTGGACGTGCTACAGTCCTGGTAATGGTGTGGGGCGGCCAGCGGGCAGGGGAGGAGGGGCTGGTGGGGATCCCG 
GCTGCTTCTGCGTCCTGTGCTGGCTCGTGCAGCAGGCCCCCTCCATCCTGGGAGAGCTCTTGTTTCTCCAGGGAGCCTGGTTCCTCAATCAGAC 
TTTGGTCCCCATCCTGTGCACCTCCCCCAGGAAGGGGGGTGCTGTCCTGGGGGTGGGATGGGGCTCGGGTGTGTGGGGTGATGCTTGGGCTGTT 
TGGGCCTAGTCAGGGTCGCCCCTCCTGTGTACGTCTCTAATTCTGGGAGGCAGGGAGCTGTGCTCTTCCCATGGGTGGGAAGTGTGGCGAAAGC 
ACAGAGCCTTCCTGGGGGAACGGGAGCTGTGTCTTGGGGCCTGGCGTCTGTGCGGAGGAGCCATTGTCCTCCTGTTGGCCTTGGGGCTCTCGTG 
CAGGTGTGAGAAGTTGGCCGAGATCATCTGGCAGAACCGGCAGCAGATCCGCAGGGCTGAGCACCTCTGCCAGCAGCTGCCCATCCCCGGCCCA 
GTGGAGGAGATGCTGGCCGAGGTCAACGCCACCATCACGGACATTATCTCAGCCCTGGTGACCAGGTGACTGCTGCCTGTTTGCCATGCCCAGG 
AGCTTGGGGCAGCTCGTGCCTGCGTGGGGGGAGCCGCAGGTGCCTTCCAGACCAGCAGATCCACTTCCTGCCTCTCATCCCTCCCAACTCCATC 
TCCAGTTGCTGTGGCCCTTGCCCAGTTTCTCCTGTGGACACTGCAAGAGATGCCCTTGGGCTGCAGCCCATGCCAGCTTCTGTGTTATCTCACT 
CCCCTCTCCATCGTCTCGCTGGAGTCTCACGGCTTCCCCAGGAACAGAGGCTGTGCCCGAGCTCTTCACCTCCTGAGCCCCTCGGGAGGCAGGC 
CCACCCCCACCACAGAGGGACTGAGAGCCCTTTCCCCTGCACCAGCCCCTCATCATGCATCTGTCCCTGTGTCCCCTGCAGCACGTTCATCATT 
GAGAAGCAGCCTCCTCAGGTCCTGAAGACCCAGACCAAGTTTGCAGCCACTGTGCGCCTGCTGGTGGGCGGGAAGCTGAACGTGCACATGAACC 
CCCCCCAGGTGAAGGCCACCATCATCAGTGAGCAGCAGGCCAAGTCTCTGCTCAAGAACGAGAACACCCGCAAGTAATTGTGCAGCTTCCTCTC 
ATTCCCTGCTACTTGTGTCATGTCCTGGCAACAGGAAAAAAAGAATTCTGCCTCCTGTGTCAGATCCCTGTTTGCGCTTGTGGCCTCTTCTGGG 
CATCAGCAAAGGAATATAAGGAAGTTCTTGGGCCTGGTGTGGTGGCTCACACCTGTAATCCAAGCACTTTAAGAGGCCGAGGTGGGCAGATCAC 
CTGAGGTCAGGAGTTCAAGACCAGCCTGGCCAACATGGTGAAACCCTGTCTCTACTAAAAATACAAAAAATTAGCCGGGCGTGGTGGCAGGCAC 
CTGTAATCCC AGC CACTAG AGAGC CTG AGG C AGGAG AATCC CTTGAACCTGGG AGGCAGAGATTGCAGTGAGGTG AGATTGC AGTGAGCTGAG A 
TGACGCCACTGCACTCCAGCCTGGGCAACAAGAGCAAAACTCCGTCACAAAAAAAAAAAAAAAAGTTCTCTTAGGAACTGTTTTCTGTGAAGAT 
AGTTTGATCTTGTTTCATTTTGTAGAGATACGTCCGAGAAGATTACATGTATGTGTTATGTAGCTAACATTTCCTCTAAATGACGTACATTTTT 
AGCAAACTTCTCTATTTCCTGCTACCCCAAATTATATTATTTACTCCGCATGTCCTGAGACCCTGGCATGGGTTTGGAGCTGGTCTCTCTCTGA 
TTTGCAGTGATTACAGTGGCGAGATCTTGAACAACTGCTGCGTCATGGAGTACCACCAAGCCACAGGCACCCTTAGTGCCCACTTCAGGAATAT 

GTCCCTG AAACG AATT AAG AGGTC AGACCGTCGTGGGG CAGAGTCGGTG AC AG AAG AAAAATTTACAATC CTGTTTGAATCC CAGTT CAGTGTT 
GGTGGAAATGAGGTGGTTTTTCAAGTCAAGGTAAAGCCTTGCCTCAGCTCTGCGTGTGCGTGTGCGTGTGTGTGTGTGGTGTAGTTTATGTTAG 
AAAATATTTTTTTTTTATCACATAGCATCTTCTTCTTTTTGACTGTTGGTAAACTGAAAATGGACTGACCTCACCCTGAGAACTGTTTCACTTA 
GGTTCTCTTAAGACATGAACAGAGGCCAAGCACAGTGGCTCATGCTTGTAATCCCAGCACTTTGGTAGGTTGAGGCAGTCAGGTCACTTGAGGT 
CAAGAGTTCAAGACCAGCCTGGCTAACACAGTGAAACCCCATCTCTACTAAAAAGTACAAAAATTAGCCAGGCGTGGTGGCACGTGCCTATAAT 
CCCAGCTACTCAGGAGAATCACTTGAACCTGGGAGGCTGAGGTTGTAATGAACCGAGATTGTGGCACTGCACTCCAGCCTGGGTGAAAGAGTGA 
GACCCTGTCTCAAAAAAAAAAAAAAAAGACATGAACAAGCAAGGCCCAGTGCAGTGGCTCACATCTGTAATCCTAACACTTTGGGAGGCCAAGG 
CAGGAGGATTGCTTGAGTTCAGGAGTTCCAGACCAGCCTGGAGCTGGTTGTGAGACCCCGTCTCAACAACAACAACAAATTAAAAAATAAAAAA 
TAAAACATGAACAAACAATAATGAACTGAACTAGCTGGAGAGGTAGACTACAAAATGGATATGAGAAACATTACTTGGGATGAATTTGAGTAAA 
GGTTGTGGTAAGTTTTAAATTTGTTATTTGTATTTTCTTCCCAGAAATATCTCCAATAGTCTTTTCTCTCTCCTGTTCTCCATGTAACTTTGAG 
AAACTTTATCCTTCAGAAATATCTAAGCAACATTGCTTGTAAAATATTTAAAATTTCTAAGATTGTGCCAGTATGAAAAGTCATATTATTCCTG 
GGGCCATTTAGATTCTGTGTCTGAGAGGAACATTAACTGAAACTTGGAAAATAAAAGTGTTGTTATAATAAGAAAAAAAAAAAAGAGAGAAGGA 
GAAGAACTTGAGGCTCGTGGGCGCTCAGCCTTCTCTTGTGTCTTTTTAGACCCTGTCCCTGCCAGTGGTGGTGATCGTTCATGGCAGCCAGGAC 
AACAATGCGACGGCCAGTGTTCTGTGGGACAATGCTTTTGCAGAGCCTGTGAGTGTATTCCTCGGGCATGTGGGTCCCAAAATCAATGCCGGTG 
TCATGAATCTCATTTATGTATTATCGTTTTAAAAAGCATAGGAAAAGGCCGGGTGCAGTGACTCAGACTTGTAATCCCAGCACTTTGGGAGGCC 
G AGGCGGTTGG ATCACCTGAGGTC AGG AGTT CG AG AG CAGC CTGG CC AAG ATAGC AAAAT CCTGTTTCTATTAAAAAATACCGAAAAATTAGCT 
GGGTGTGGTGGCACATGCCTGTAGTGCCAGCTACTTGGGAGGCTGAGGCACGACAATCACTTGAACCCGAGCGGCAGAGGTTGCAGTGAGCCGA 
GATCGCACCACTGCACTCCAGCCTGGGTGACAGAGTGAGACTCCATCTCAATAATAAAAAAAAAGCATAGGAAAAAAGACGCTGTTTTCTTTAG 
TGGGAGGCAGAATAGAAAGAATGTGGAAAGTGGAAAGAACATGGGCTTGACATCGGGCCAGGGTTTGAACTGAGACTCCACCATTTCCTCAGTC 
CATGACCACATGGGCAGTTCACTTTACCTCTCTGAGCCTGAGTTTCCAGCAAGTGTGTGCAGCACAGGGATACTCTTGCTCTACAGCATTGTTA 
GGAAGATTAAATTAGATAACATAGAAAATGCTTGCCACACAGTCAGTACTCAGTAAATATTATTTTGAATCCTTGGGTGAAACTATGAATGGGA 
TTTGGGACTCCTAGGTTCACTCCAGAGGTTAGATCTCTCCAGAGGCTTACTTTAGCATAGAAGTTGCTTCATACCCTCTTCCTTTCAATAAATG 
AAGATGCTGTTAAATGTCTTTTCCAAATTTTAGTTTCTGTGATTCATTCTAGGTCTCATGAAGAATGAGATACTTtGCCTCAAGGAAGATATAA 
TTTGGTGGATTTATGCAC CC AAACG CTATCTGAATCCCACTAGCATGCTGCTCGATGAGCATTTTAAAGATGTCATAGGCTGGGTGCGGTGGCT 
CATGCCTATAATCCCAGCACTCCAGGAGGCCAAGGCAGGCAGATCCCTTGAGCTCCAGACTAGCCTAGGCAGCATAGCAAAATCCTGTCTCTAC 
AAAAAATACCAAAAAATTAGCCAGGCATGGTACACCAGCCTCTAGTCCCAGCTACTTGGGGGGGGCTGAGGCGGGAGGATCGCCTGAGCCCAGG 
AGGTCCAGGCTGCAGTGAGCCAAGATTGTGCCACTGTACTCCAGCCTGGGTGACAAAGCGACACCCTGTCTCAAAGAAAAAAATTTTTTTAGTA 
GGCAAAGGTCATTTGTTACATATTTCCAATAGAGATTAGTCCATAAAAGCATGATAAAAGGGTTATCATTTGGGACATAAGAGCATGTCCTTCT 
CTAAGTATATCCAACAAACCTTGATTATGTTTTGTTTTGTGGCTGTTAGAATATAGGATTTGACTGTTAGTTCAACAGCTCATTTACAAAACAG 
CATGGACAGCATGGGTTACCTTCCAGTTGTGTGTAAAGAAGGTGAAATGGAACCTTCTGGCTCACGTGGAGAGGCTTAACGTTTCCCAACACTC 
CTCTTTAGAGAAAAAGTATTTTACTGCAAAGGTGAGATTTTTAAGAGATTTACCATACTTCACTTACAAACTCTGAATCAGAAGCTCCTTTTTG 
AAACTGTCTGTCTGCCTCTTGTCCTGATAAGCCTCCTAGATAAGATTGCCACATCTCTTGTTTCCTTCCCTGCCTGTCCACAGATCTCACTCTC 
TGTGTACCTTTGGCATCTCCTGCACCATGTAATTACTCAAGTATCTTGTCTAAATAAATAAGCATTTTTAACATTCTCAGCTATGTTAATGACT 
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CACTGCAGCTTCTGCCTTCTGGATTC^GCGATTCTCCTGCCTCAGCCTCCCGAGAAGCTGGGATTACAGGTGC^TGCCACCAGGCCC^TTAA 
TTTTTTATATTTTTAGTAGAGACCAGGTGTCACCATGTTGGCCAGGCTGGTCTCGAATTCTTGACCTCAAGTGATCCACCCACCTCGGCCTCCC 
AAAGTGCTGGGATTATAGGCATGAGCCACTGCAGCCAGCCGACCTTATGCTATGTTAAAAAAAAGACTTTCAGCTGGGCACGGTGGCTCACACC 
TGTAATCCCAGCACTTTGGGAGGCCGAGGCGGGTGGATCATTTGAGGTCAGGAATTCGAGACCAGCTTGGCCAACATGGTGAGACTCTCATCTC 
TACTAAAAATACAAAAATTAGCTGGGCGTGGTGGTGCGTGCCTATGATCCCAGCTACTCGGGAGGCTGAGGCAGGAGAATTGCTTGAACCTGGG 
AGGCAGAGGTTGTAGTGACCTGAGATGGTGCCACTGCACTCCAGCCTGGGCAACACAGTGAGACTCTGTCTGAAAAAAATAAAAAATAAAAAAT 
AAATAATAAAGACTTGTGGCCAGGCACAGTGGTTTATGCCTGCAATCCCAGCACTTTGGGAGGCCAAGGCAAGCGGATCTCTTGAGCCCAGGAA 
TTTGAGGCCAGCCTTGTCAACATAGCAAAACCCTGTCTCTACAAAAAACACACAAATTAGCCAGGCATGGTGGTGCACGCCTGTAGTCCCAGCT 

gtttgggaggctgaggtaggataattacttgagctaaggaggcagaagttgcaatgagccaagattgggccactgtactccagcctggatgaca 
g agcg ag ac cttacgtaaaaaaaaaaataattgtgg aaatttattctccatatat atttgc ctatgtgt cctgtgggtcaaataacataagaac 
attgcagcattgttagtaatagctaaagatgaggctgtaacactgatgcccatctatgggggtctggtgaaatttctttatgtgctgatgggag 
gtct'gccagatagaggattaagtgaaaagaggaagatgcagaacatgtggattttgtgctgtcatttgtgaagaaaaggaaaaggtatatgtca 
ttgctggcatgcatagaatatctttggtgggatacacaagaaactgtgttaggtgcctttaaagaaaagaactgggttgctgggagacagggat 

AGGGAGTGACTTCACTGTGTAGCCGTCTGTGCTTTTTGAATTTTAAATCATGTGAAAATCACCTATTGAAAAAAGTGTTTGTAACAAAATAAAA 
TGGAGTACTATGGCTGAACGGGTTGAAAAGCAGTTTATTAAAAGTTAATCTTCTAACCTATTTCTCAATAAAGCCATCCAACTCAAAATTTCCA 
CTCTTCCATACCAAGTTGTTTTACTTTGAGCTAGAATTCTTGGCAGAAGGAGTCGAGGGCAATGATTGCACGTGTGTACACACATGCCGACACG 
TGTGCACACATACGCACACTCTCTCTGTTTGTACGTAGAGGACCAGTCTTTCAGATTTCTAAATTCCCAAGGTGTTTAGAATCTAAGAGCCAGA 
GCTTGGTTATGTTTTGGTTTGTGGCCGTTAGAACATAGGATTTGACTGTTAGTTCAGCAGCTCATTTACAAAACAGCATGGATAGCATGGGTTA 
CCTTCTAGTTGTGTGTAAAGAAGGTGAAACGGAAGCTTCTGAATTTGACAGAACCGTGTACCCCAGCAGAGTCTGAATTTATCCTCAGGCCCTG 
CAAGACAAATGTGTGTAACCACTCCCAGCGATCAGGGTTTTTCTTTTGTGGCTTGAGGGAATAAATCATGCAACTGTTTTCTCATCAGATTCTG 
GCCTCTCTCCCTCTCAGGGCAGGGTGCCATTTGCCGTGCCTGACAAAGTGCTGTGGCCAGAGCTGTGTGAGGCGCTCAACATGAAATTCAAGGC 
CGAAGTGCAGAGCAACCGGGGCCTGACCAAGGAGAACCTCGTGTTCCTGGCGCAGAAACTGTTCAACAACAGCAGCAGCCACCTGGAGGACTAC 
AGTGGCCTGTCTGTGTCCTGGTCCCAGTTCAACAGGGTGAGGAGCCCAGCTGCCAGCCGCTGTTAGATCAGTCCTTCCCAACCAGATGCTCTCA 
GGAGTCTCCCTGCCCTGGGCCCTTATTCTTCATGTCTCTAATAAAATGTACCGAAAGTAATAGAAGCTTCTGACTAGATGGACAACTTGAGAGT 
TACCCAGGTCACGTGTAGAAAATTACATCTTTGCATATTTTAAATAAGTTGACCTTTGTCTACAGTTAATGCATTTTCTTGCTTTGTAAAGGAA 
ATAGAGCAAAGCAGATGTTAACATAGCTCATGAGAAGCAAAGCTTTTGAGGGGATGCGAACTCTGGGCCTCTCTCCCCTTTACTCTCTTATGTT 
CCCCATGTGTAATGCCAGATCAGGCTCCTATGGGACCCTCAACCCACAAAGAGGGATGCTGATGAAAGAAACTCCTCCTCTAGCATCTGCTAAT 

TGGCTCACCGCAACGGCCGCCTCCTGGTTTCAAGCGATTCTCCTGCCTCAGCCTCCCGAGTAGCTGGGATTACAGGCATGCGGCACCACGCCCC 
GCAATTTTGTATTTTTAGTGGAGACGGGGTTTCTCCATGTTGGTCAGGCTGGTCTCGAAGTCCCGACCTCAGGTGATCTGCCCGCCTCGGCCTC 
CCAAAGTGCTGGGATTACAGGCGTGAGTCCACTGTGCCCACCCTATTTATTTTTGTTTATTTATTTATTTTTGAGATGGTGTCTCGCTCTGTCA 
'CAAGGAGTGCAGTGGTACATTCTGGGCTCACTGCAACCTCCGTCTCCCAGATTCAAGTGATTCTCCTGTCTCAGCCTCCTGAGTAGCCGGGATT 
ACAGGCACCCGCCACCATGTCCAGCCAATTTTTGTATTTTTAGTAGAGACGGGGTTTCACCATGTTGGCCAGGATGGTCTCAAACTCCTGACCT 
CAAGTGATCTGCCTACCTCAGCCTCCCAAAGTGCTGGGATTACAGACGTGAGCCACCATGCCGGGCTATCACCTTGATTTGAATTTAATTTTTG 
TTTCTTTTCCTACACCCCCCACCCCCAAGGTGTTTTAAATGTTTAATTTGGAGCCTAACAACGTGCATTTCTCAGAAGCTCCCAGGTGACACTG 
ATGCTTCTGGTCACAGACCACACATCGAAACTAGCAAGGGACGGGTCAGCCCAGTCCCAGGTGAAAGTGTCTGTAGCAGGAGCCCACTGGGTGC 
TGGTAACTGCAGTTTGGTATTTTGCCCTTCTTCCCTCTTTTCCTCTCCATGGGGCCATTAGGTAAAAGTCAGGTAGGCGGGGATATTTGTATGC 
CTCTGACAAGGGTAGATGTTTGTTTCCCATTTAATTTTTCCAATTAAATATGTGTATAATATTCCAAGTGTTACTCTGGTGTTCTTATGTTCAC 
TGTTGTATCTCCAACCAGGAGAATTTACCAGGACGGAATTACACTTTCTGGCAATGGTTTGACGGTGTGATGGAAGTGTTAAAAAAACATCTCA 

TCTGTCGTTTGTCCTTGGTGATCCAGGGCCATTTTGGGGTTTGTAAACAAGCAACAGGCCCATGACCTACTCATTAACAAGCCAGATGGGACCT 
TCCTCCTGAGATTCAGTGACTCAGAAATTGGCGGCATCACCATTGCTTGGAAGTTTGATTCTCGTGAGTGCCCCTCCCTTCTTATGTCCAAAGT 
TAGGTGCTTTCGTTACAAAATTATTTTAACAAATAATTTAGTGGGTACTTACTATTTGTTGAGGTCAGTACTAATTATGGGAAACATAAATGTA 
TAGCCATGACATACTGATAATAAGGCAGCCTATGAAAAATACTATTATGGGAAACACAATTGCTAATTTGGTTATACATGAAAGTATATGGCAG 
CATGGTTACACATGAACATTTAACCATGACATGGGTACCTATGATACAAGAGTCCGTGCAGAATCTCAGTTGCTTCCCTCTTAAAATGTTTGCC 
TTATTGTACTACTGTGGATAAAGCTTATTTCAGTGAAGAATTTGATGATTTGGAGTTCTTACAGTAGTAAAAATATTCCTTTATCCTAATTAAC 
ATATGGATATTGCCATCAACCATTTCTACCCAAGATGTTAGTTCTTTTCTTTTTTTGAAACAGGGTCTCACTCTTTTGCCCGGGCTGGAGTGCA 
GCGGCACAAACATGGCTCACTGCAGCCTTGACCTCCTGGCCTCAAGCAGTCCTCCTCCCTTAGCCTCCCGATTAGCTGGGACCACAGACGTGCA 
CCACCACAGCCATCTAATTTTTAAATTTTTTGTATGTTGCCCAGGCTGGTCTCGAACTCCTGGGGTCAAACAATCCCCCACTTTGGCTTCCCAA 
AGTATTGGGATTACGGGCTTGAGCCACTGCACCAGGGCATCAGGAAAGTTAGTTCTCTCCTCTGACCCTCACAATAAGGGTAGCTTGCTGGTTC 
ATTTTCTGTGAATTAAAGTTTTTAATAACTTTTGGCTGGGTGCGGTGGCTCATGCCTGTAATCCCAGCACTTTGGGAGCCTCAGGCAGGAGGAT 
CTCTTG AGG CC AGGAGTTCAAG CCCAGCTTGGG CAAC ATAGTAAGACCCTGTCTCTAAGTAAATAAATAAATAAATAAGTTAATTAGGTGGG C A 
TGGTGGTGCTCATGGTGTGCGCCTGTAGTCCCAGCTACTCTGGAGGGTGAGGTGGGATGATCACTTGACCCTGGGAGTTCAAGGTTACAGTGAG 
TCATGATCACATCACTGTACTCCAGCCTGGGCAACAGAGTAAGACCCTGTCTCTTAAAAGAAAAAAAAAAAAAGGCTGGGTGCGGTGGCTCACG 
GCTGTAATCCCAGCACTTTGGGAGGCCAAGGCAGGCGGATCATGAGGTCAGGAGATCGAGACCATGCTGGCCATCACAGTGAAACCCCCGTCTC 
TACTAAAAACACAAAAAAATTAGCCGGGTGTAGTTGTGGGCACCTGTAGTCCCAGCTACTTGGGAGGCTGAGGCAGGAGAATGGCGTGAACCCG 
GGAGGCGGAGCTTGCAGTGAGCCGAGATCGCGCCACTGCACTCCAGCCTGGGCAACAGAGCAAGACTCCATGTCGAAAAAAAAAAAATTCATCA 
GTTTTAATAGCTCTTATGGTTTGTCTGGTTGTGGGCATGCTTCCTAGCTTTTATATATCTTTGTATGGGAAATCAGGGATTGGGGGCCAGTAAA 
AACTGTTTCTTGTACTGAGGGGTAGAATACTGTTTGAACTTGAAACGTCTGAGATCATTGGATCTGTTGGGAAGTGATTTTTGTATTACCTGCT 
TATCTAGCCATGGCTTTTATTTTTATTTATTTATTTATTTATTTATTTTTGAGATGGGGTCTCTGTCACCCAGGCTGGAGTGCAGTGTCATGAT 
CTCAGCTCACTGCAACCTCCACCTCCCAGCTTCAAGCCATTCTCCTACCTCAGCATAGTACCTGGGACTACGGATGAGTGCCACCACACTTGGC 
TGATTTTTGTATTTTTAGTAGAGACAGGGTTCATCATGTTAGCCAGGCTGGTCTTGAACTCCTGAGCTCAGGTGATCCACCTGCCTAGGCCTCC 
AAAAGTGTGGGATTACAGGCATGAGCCAACATGCCTGGCCCCTACCCATGGCTTTTAAAACTATTTCAGGCCGGGCAGGGTGGCTCACGCCTGT 
AATGCCAG CACTTTGGGAGGCTGAGGTGGGTGG ATC ATG AGGTC AGG AGAT CAAGACC ATC CTGGCTGACATAGGGAAACTCCATCT CTACTAA 
AAATACAAAATTAGCCAGGTGTGGTGGCGCGTGCCTGTAATCCCAGCTACTTGGGAGGCTGAGGCAGGAGAATCGCTTGAACCAGGGAGTTGGA 
GGTTGCAGTG AG C CAAGAT CGC ACCACTGC ACTCC AAC CTGGTAAC AGAGTG AG ACTCCGTCTCAAAATAAGTAAGTAAGTAAGTAAATAAATA 
AAAGTAT.TTCAT CTATAAC C C ATGGTTATTTTTAAATGG AGATTTCTATTGG AGCC ATTATAATGGC AAG CTTGAATTTATAGTATGTTGGGGT 
TTTAAGATTTGCTAATTCAGAAATCATGTTTAGAATGTGATTGTTCTGTTTATTGATCTAGAGGAAAGAATGTTTTGGAATCTGATGCCTTTTA 
CCACCAGAGACTTCTCCATTCGGTCCCTAGCCGACCGCTTGGGAGACTTGAATTACCTTATCTACGTGTTTCCTGATCGGCCAAAAGATGAAGT 
ATACTCCAAATACTACACACGAGTTGCCTGCGAGTCTGCTACTGGTAACAATGTTCGCATTCTGATTTGATTTTGTTGTGTGTGTGTGTGTGTG 
TGTGTGTGTGTGTGTGTGTGCATACCTGCGTGTGTTATCTCTCTTGTGTGAAAACCCACACAATTAGCATTCAGTGAGAGCAGTTTGAGCATTT 
TC C AGGGC AG ATGT AAAC CTTGGGCTGG ATTCTT C AGT CATACAGAAAAC ACATCTACC AGTAAC C C CAAATATC AAATTGAAGAAAACAAATT 
CTTTTTAATACAAGCTTAGATCAAACAAAATTAGGTAAAATTTTGTTTTTGATGACAGAGATGGTTTTATTGCTTTCTGAGTTTAGAAGTATTA 
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CATATTTATTATAAAATTTTC AGAAGAC ACATAAAGG C ATAAAAAAGAAAACAGGCTGGGTACGGTGGGT CA.TG CCTGTAATCCCAGAACTTTG 
GGAGGCCAAGGCAGGCGGATCATTTGAGGTCAGGAGTTCCAGACCAGCCTGGCCAACATGGTGAAACCCTATCTGTACAAAAAATACAAAAATT 
AGGTGTGGTGGCAGGCAGTTGTAATCGCAGGTACTCGGGAGGCTGAGGCATGAGAATCAGTTGAAGCCAGGAGGTGGAGATTGCAGTGAGCTGA 
GACCACGCCACCACACTCCAGCCTGGGCAATAGGGTGAGACTCAGTCTCAAAAAAAAAAAAAAAAGGAAGGTCGGGCGTGGTGGCTCACACCTA 
TAATCCCAGCACTTTGGGAGGCTGAGGCAGGCAGATCAGCTGAGGTCGGGAGTTCAAGACCAGCCTGACCAACGTGGAGAAACCCCACCTCTAC 
TGAAAATACAAAATTAGCCTGGCATGGTGGCGCATGCCTGTAATCCCAGCTACTCGGGAAGGGTGAGGCAGGAGAATTGCTTGAACCCGAGAGG 
TGGAAGTTGTGGTGAGCTGAAATCGTGCCATTGCACTCCAGCCTGGGCAACAAGAGTGAAACTCTGTCTCAAAAACAAAAGAAAAGAAAACAAA 
AAAACAGATACCACACAACATCTCTCATCTAGAGATTAACCTCTATGGATGATTTAGTGACTATTCTTGCACTCTATATATAGATATGTATTAT 
ACATTGCATCACCCGTTGCTTGAACTTCCTGTGTGGAGGTTATCTAGCAGCAGAACGAAGACCATAAACAAGGAAACATATTCAGGCCGGGCGC 
GGTGGCTCATGCCTGTAATCCCAGACTTTTGGGAGGCCGAGGCAGGCATATCACCTGAGGTCAGGAGTTTGAAACCAGCCTGGCCAACATGGTG 
AAACCCCATCTCTACTAAAAATACAAAAAGTAGTCAGGTGTGGTGGTGGGCGCCTGTAATTCCAGCTACTTGGGAGACTGAGGCAGGAGAATCG 
CTTG AAC C AGGGAGGC AGG AGAATTGCTTGAACC AGGGAGGCAG AAGTTGC AGTGAGG CGAGACTATGCCACTGCATTC CAGT CTGGTGAC AG A 
GCGAGACTCCATCTCAAAAACAAACAAAACACAAATATATTAATTTAGTGATGGGCGCCCTGAAGACAAATAAAGCAAGGTAGAGGGATAGAGA 



CACCTCAGCCTCCCACATAGTTGGGACTACAGGCATGCACCACCAATCCTGGTTAATTATTTTATTTTTATAGATATGGGGTCTTGCTGTGTTT 
CCCAGACTGGTCTCAAATTCCTGGGCTCAAGCAATGTTCCTTCCTCAGTCCCCCAAGGTTCTGGGATTATAGGCATGAGCCACTCTACCTAGCC 
AGGATGTGATGTTTGAAAAGACCTGAATGAAGTGAGGAAGCTAGCCATACAAAGATGTAGAGAAAAACATTGTATGCCAAGAGAAGAAGTACAA 
AAATCCTGGGTTGAGAATGGCCATGTGTGGAAAGCCTCAGGAGGGCCAGGGAGGCTGGAGCCTCTTGAGCAGGGAAGATAAGTGGTAGGAACTG 
AGGTCAGGACACTCCAGCCTTGGAGTTCAGGGTGAAAGGTTGGAGTCTAGACCATATCATATGTAATTTTTTGTGACTTTTTTTTTTTACTTGG 
AAATATATCCTAGGTAGCTGGGCATGGTGGCTGATGCCTGTAATCCCAACACTTTGGGAGGCCAAGGCAGGTGGATCACTTGAGGTCAGGAGTT 
TGAGACCAGCCTGGCCAACATGGTGAAACCCCATCTCTACTAAAAAACATACAAAAATTAGCCGGGCATGGTGGCAGGTACCTGTAATCGCACC 
TACTCAGGAGGCTGAGGCAAGAGAATCACTTGAAGCCGGGAGGCGGAGGTTGCAGTGAGCCAAGATCACACCACTGCACTCCAGCCTGGGCAAC 
AGAGCGAGACTCTGCCTCAAAAAAAAGAAATATATCCTATGCAGAGTTACAGCTCAGTAAATGTAATCTTCCAACCTCATTTTGATGACTGCAT 
ACAATCCCACTGTATGGTGAGTTACATGTTGGTTATTTAAGATACTTATAATTTGGGCCTGGGCACAGTGGCTCATGCCTGTAATTCCAGCACA 
TTAGAAGGCGGAGGAGGAAGGATTGCTTGAGCCTAGGAGTTTGAGACCAGCCTGGGCAACATAGTGAGACTCCATCTCTACAAAAAAGAAAAAG 
TTAGCTGCGCTTGGTGGCGCATGCCTGTAGTCCCAGCTACTCAGAAGGCAGAGGCTGGAAGATTGGTTGAGCCCAGGAATTTGAGGCTGCAATG 
AGCTATGATTGTGCCATTGCACTGTAGCCTATGTGACAGAGTAAGACCCTGTCTCAGAAAAAAATAAAATCCTATTTCTGGCAGCATTTCTTTG 
TTTTTAACTTCTTAGCCAATCTATAAAATACTGTGTACACTGTAAAGCACAAAAAACATGTTATGAAAAGGTCGCTCCTGACACTTGAAGCCCT 
AGAAGAAGATTAGGGTAATAAGCAATTGGTGAACCCTGCAGCGTTTCACCCTCTTGGGCTACTTAAATGACAAGCTCGTTGTCGTATAATCATA 
GTGTGATCGTCCTTGCCTAGTATAATTAACTTTGTACTGATTCCCATATTCACGTACCCAGAAACAAGAGTTCATTCTCCCATGTCAGATAATC 
ACATTCTTACCACCTGGTTACCTGGATTTCCATAGTCAGCCTTCTGAAAAGGTAACTGTGGTTGACCAGATCACGTGCAGGTTTATCTGCTCAT 
CTGCCACATCCCAGTGGGGATTCTGTGGGAAGCAAAGGACACATCGCATTCTTGGGACCAACAGCACTCACTGGGACTAGTGACATCAAAGTAC 
CC CAAATG CAG AAAC ACC AGGCGTGAAGG AG CGTGCAGGTG CTGGGAAAAGTAG CCTTCCCTTTC CTG AAAGACTAGACACTC AGAGTTAGAGG 
AACCTCAGACATCATCAGATCAGATCAGCGGCTCTCCAGTGCCTAGGCCTTTCCATTAGATCCCTGACGTGTATGCACCTCCTGCTTGAAAACC 
TCCGGTGATGGCCAGGCACCGTGGGTCACACCTGTAATCTCAGCACTTTGGGAGGCCAAGGCGGGTGGATCACTTGAGGTCAGGGGTTCGAGAC 
C AGCCTG ACCAAC ATGG AG AAACG CCATCTCTACC AAAAATATAAAAAGTAG CTGGGCATGGTGGTGCG CACCTGTAAT G CC AG CTACTCGGGA 

ggctgaagcatgagaatcacttgaacccagaaggcagaggttgcagtgagctgagatcgcaccactgcactccagtgtgggcaacagagtaaga 
ctctgtcaaaaaagaaaaaaaagaaaacctccagtgacaaggaaatcagtccttcctaagataaatcatttcttttcctggcagttc'tacttag 
aacattcttccctgcatgactgaacatttgtcctcttatgacctgcccctcctggtcctgattttatcccctgggtcaggtagaacaaatcctg 



TACATAGTTTCCATGGTTTGAAGAATTTATTGAAACATCCAAGCCAATTTGGAAGATATCTTGAATTTCAGTTTTAGTGCTGACCTTCTCCTCT 
ACCAGGTCTTCCTAACAGATTGAAATATTAAATGGTTGGCCAAGTGCGGTGGCTTATGCCTGTAATCCCAGGACCTTGGGGGGCCAAGGTGGGC 
AGATAACTTGAGGTCAGGAGTTAGAAAACAGCCTGGGTGACATGGTGAAACCCCATCTCTACTAAAAATACAAAAATTAGCCAAAGTGTGGTGG 
TGTACCTGTAATCCAGCTACTCAGGAGGCTGAGGCATCGGAATCATTTGAACCTGGGAGGCGGAGGCTGCAGTGAGCCGAGATTGCACCACCGT 
ACTCCAGCCTGGATGAGAGAGTGAGACTGTTTCAAAAAACAAAACAAAAAAATATTAAGTGCTTGTGTCATATCCTTAGATAAGTTAGGTGGTT 
GTGTTCTGTCCTAAGAAAAGATGTGATTCATAAGGAAGATCACATTTTTGTTTCACTTGAGAACTTTGATTTACTACATTCTTCCCTTGGCAGC 
TAAAGCTGTTGATGGATACGTGAAGCCACAGATCAAGCAAGTGGTCCCTGAGTAAGTGTCCAGGTGGCTGTGGCTCTCCTTCTGCCTCTTTCCT 
CCTCCCCCAGACCCTGCCTCCCATCCTTATCCTGGCCCAGCTTTCCGCTCCCCCGGGGAAACTGTCTCAGCCCTGGGGAAGGACCTGGGCTTGG 
TGATGCTATGCCAGTACCTGAGGCCCCACTCCTGTAGCTGGAGCCCCAGGGCCGAGTGGGGCACTTTGTCCTTCTACACCCTGAGAAAGACAAA 
GATACCCCTTGGTCCCCTCCCCAAGTCAGCTGCCCTGGCCTCCCTGGCAGCTGAAGCTCTGTTCTCTTCCTTCTGCAGGTTTGTGAACGCATCT 
GCAGATGCCGGGGGCGGCAGCGCCACGTACATGGACCAGGCCCCCTCCCCAGCTGTGTGTCCCCAGGCTCACTATAACATGTACCCACAGAAGT 
AGGTGGCATTCTTGTGGGGGTCCACAGGGGAGGAACTGGGGGCTTGGCCCCAGGCTGGACCCCTGGAGGGCTGGGGTCAAAGGAATCCAGAGCT 
CCTCTAGGTCTGAGACCACACAGCCCTGGCCCGGGCTCTGGCCTTTGGGAGGGAGAGATTTGACCAGAAGTGATTGGTGGTTTAGAGTCGGGTT 
GGGCAAATGTCATCTGTTCCCCTCTCTCAATATGGAGATTTTTCTTGCTCTAAGGACTGAGTGGAGTTGTGATGTGTCTGGACAGCCGGTGTGA 
GAGGTAACAGGGGAGGGTATTTCAGTCTGAGTTGCTGTACAGCCAGCTGTTTGAATGGTTGTTCTTTTCCCATGAAGCCCCAGGCTGAGGGCAT 
AGGCTGGCTCAGACTGCTCCCCTGGTGGCCTGTGGGGCTTGGGGTGGTCTCTGGCAGGCTTTCCCCTTCCCTTCATCCCTCTTCTTTCCCTCCC 
AAGCCCTGACTCAGTCCTTGACACCGATGGGGACTTCGATCTGGAGGACACAATGGACGTAGCGCGGCGTGTGGAGGAGCTCCTGGGCCGGCCA 



ATGTTTTAATTCCATGAATCGCTTCTCTTTTGAAACAATACTCATAATGTGAAGTGTTAATACTAGTTGTGACCTTAGTGTTTGTGTGCATGGT 
GGCACCAGCGAAGGGAGTGCGAGTATGTGTTTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGCGTGTTTGCACGTTATGGTGTTTCTCCCTCTCA 
CTGTCTGAGAGTTTAGTTGTAGCAGAGGGGCCACAGACAGAAGCTGTGGTGGTTTTTACTTTGTGCAAAAAGGCAGTGAGTTTCGTGAAGCCTG 
GAAGTTGGCCATGTGTCTTAAGAGTGGCTGGACTTTGACATGTGGCTGTTTGAATAAGAGAAGGACAAAGGGAGGAGAAAGCACATGTGCTCCA 
GTGAGTCTTCGTCACTCTGTCTGCCAAGCAATTGATATATAACCGTGATTGTCTCTGCTTTTCTTCTGAAATGTAGATAACTGCTTTTTGACAA 
AGAGAGCCTTCCCTCTCCCCCACCCCTGTGTTCTTGGGTAGGAATGGGAAAAGGGGCAACCTACAAAGATTGTTGGGGCAAGGGAAGTCACAAG 
CTTTCGGATGGGCGGTGGCTTTTCACAAAACATTTAGCTCATCTTATTCTCTCTTTGTCCTCTCTCCCCTCCTGCCCGCCCGCACCCTGGAATT 
GCCACTCAGTTCCTCTGGGTGTGCACATATGTTTGGAGAAATAGAGGAGAGAAAAGAGGGCCACGTAACTGAGAGCTTACAGTGCCAATGCCGT 
TTGTGTTCTGGCCAGAGTGGAGTGCGCAGCCCTGACTCCCAGGCGCTGAGATTGTTGCCTGGTTACCCAGGAAGCTGCTGTTCCGGCTGCCCAG 
CCTTTCTCTGAGCCAGCGGATGCACAGTCCGTGGCCTTCTTCAGGCTTATTGATGATGCTTTTTGCAAATGTTGAATCATGGTTGTGTTTCTAA 

TCATTCCCCTTCTCTGTTCACACCTAATGTCTTGAAGAGTAGGTAGCAGCAGTGTGGGCTGAACCTAGGCCAGCTTGCTTAGCGGGTCACCCTG 
CTGTGAAGTCCTGGCAGGTGTTGGTAATGTGTGGAAATGCAGTCAGCAAGTTTGCTGGGGAGTTTGATAAAAGTATAAAACAAAACAAAAAAAG 
CCTCGGTATAATTTTGTTCCACGACTTCTTCTGTAGCTTTACACCAGAAGGAAGGAATGGGCTACAGCAGGTAGTGGAGGAAGAGGGGGGTGAG 
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CAGGTGTATTAAAATAGCTTACGGGTAAGGCCTAAAAGGTCACCCCTCGGCCCCCTCTCCAAAAGAAGGGCATGGGCACCCCCAGGAGAGGATG 
GCCCCAAAAACCTTATTTTTATACATGAGAGTAAATAAACATATTTTTTTTACAAAAATAACTTCTGAATTTATCAGTGTTTTGCCGTTAAAAA 
TATTCCTCTATAGTAAATTATTTATTGGAAGATGACTTTTTTAAAGCTGCCGTTTGCCTTGGCTTGGTTTCATACACTGATTTATTTTTCTATG 
CCAGGCAGTAGAGTCTCTCTGCCTCTGAGGAGCAGGCTACCCGCATCCCACTCAGCCCCTCCCTACCCCTCAAGATTTGATGAAAATTCCAACC 
ATGAGGATGGGTGCATCGGGGAAGGGTGAGAAGGAGAGCCTGCCTGCTCAGGGATCCAGGCTCGTAGAGTCACTCCCTGCCCGTCTCCCAGAGA 
TGCTTCACCAGCACCTGCCTCTGAGACCTCGCTCTCTGTTCCAGCAACCCTGGTTGGGGGGTCAGACTTGATACACTTTCAGGTTGGGAGTGGA 
CCCACCCCAGGGCCTGCTGAGGACAGAGCAGCCAGGCCGTCCTGGCTCACTTTGCAGTTGGCACTGGGTTGGGGAGGAAGAGAGCTGATGAGTG 
TGGCTTCCCTGAGCTGGGGTTTCCCTGGTTGTCCAGTTGTGAGCTGTCCTCGGTGTTACCGAGGCTGTGCCTAGAGAGTGGAGATTTTTGATGA 
AAGGTGTGCTCGCTCTCTGCGTTCTATGTTCTCTCTCCTCCTTGTTCCTGCAAACCACAAGATAAAGGTAGTGGTGTGTCTGGACCCCATCAGC 
CTCTCACCCACTCCCAGACACACACAAGTCCTCAAAAGTTTCAGCTCCGTGTGTGAGATGTGCAGGTTTTTTCTAGGGGGTAGGGGGAGACTAA 

CAGATTAGTTATTTAGCCACCAAAAAAAAGTATTGTGTACAATTTGGGGCCTCAAATTTGAGTCTGCCTCAAAAAAAAGAAATATATCCTATGC 
AGAGTTACAGTCACAAAGTTGTGTATTTTATGTTACAATAAAGCCTTCCTCTGAAGGGATGGTATTGAGTCCTGTTTTTACTTTTTTCTGTCAC 
ATGCCAAGGGAGGGCAGCTTGAACACGGAAAAGTTTCAAGTCATCAGCGTGACCCTGAAAAAGGGAACTGGTTGGGTGGTTGGGAGTTGGCTGC 
CTCAGAGGGCACGTCATTAGCTCTGATGGCAGATGGGGCCTTTCATACCTTCCTGCTGATATGATGTTTTGAAAATAAGAATGATGGTGTGCTA 
GCCTCCTGACTCCAGAAAGGTTGTTAGCCAGGATGGTCTCGATGTCCTGACCTCATGATCTGCCCACCTCAGCCTCCCAAAGTGCTGGGATTAC 
AGGCGTGAGCCACTACGCCCGGCTGAAAGCCTGTCCTTAAGATTCAGCACATTTAGAGTACCTGACCCTGAGTTCAGCGTTGTGTGTGGGATGA 
GAAATGGTGCCTTCCCTGCAGAGGCTCACAGTTGGAGAAAGGCAGCTACCACAACTGATTATGCTAGGATATCGCTTGCTGCTGCAATCAAGGC 
ATCCCAAAGTCATTATGCAAAAGAACATGCAGGAAGGCCACTGAGCAACTCAAGCTTTTTTTTTATTTTATTTTTTTATTTTAATTGAGTAGCT 
GGGATTACAGGCGCCACCACTCCCGGCTAATTTTTGCATTTTTAGTAGGGACGGGGTTTCACCATGTTGGCCAGGCTGGTCTGGACCTCCTGAC 
CTCAGGTGATCCACCTGCCTTGGCCTGCCAAAATGCTGGGATTACAGGCGTGAACCACCATGCCCAGCCTGGAGCTGGCTCTTAAGGAACAAAT 
CAGGGCCGGGCACGNNNNNNNNNNNNNNNT^^ 

TGGATCACCTGAGGTCGGGAGTTCGAGACCAGTCTGGGCAACATGATGAAACCCCGTGTCTACTAAAAATACACAAAAATTAGGTGGGCGTGGT 
GG CACGCGCCTGTAATCC CAG CTACTTGGG AGG GTGAGGC AGG AGAATGGCTTGAAC C CGGCAGGC AG AGATTG CAGTGAG GCGAGAT CATGCC 
ATTGCATTCCAGCCTGGACAACAGAGCAAGACTGTGTCTCAAATTAAAAAAAAACAAAAAACCCAGCCATTCCACTTGTAGGTATCTACATAAG 
AACCATGAGAACATATATGTAC AG AAACAGTTGTG AC AAATGTT CAT AAC AG C ATT ATGCATAATAGCC AAAGGG C AG AAACAAC CCAAATGTG 
CATCAACTGATGAATAAAGAAAATGTATTATGGTATATGTGTACAATGGAATATACGGCAATAAAAAGGAATGAAGTGCTGACACACAGGACAT 
GATGTTGTCACGGATGAACCTTGACAATATCATGCTAGATGAAAGAAGCC^SaGCCGGGCACGGTGGCTCATGACTGGGACTCCAGCACTTTGGG 
AGGCTGAGGGGAGGGATCACTTGAGTGCAGCAGTTCAAGACCAGCTTGGACAACACGGTGAAACCCCATCTCTACAAAAAAATACAAAAATTAG 
CTGGATGTGGTGGTGCACCCCTGTAGTCCCACCTACTCAGGGAGGCTGAGGTGGGAGGATCACTTGAGCTGTGATCATGCTACTGCACTCCAGC 
CTGGGTGACAGAGCGAGGAAAAAGAAAAGAAGCCAAGTACAAAAGACCGCATATTATATGATGCCATTTATAGGAAATGTCTAGGATAGGCAAA 

GTTTTGTTTTTTTTTTTGTTTGTTTTTCTTGAGACAGAGTCTCGCTCTGTCACCCAGACTGGAGTGCAGTGGCGCCATCTCGGCTCACTACAAC 
CACTGCCTCCCAGTTTCAAGCGATTCTCCCACCTCAGCCTCCCAAGTAGCTGGGATTATAGGCGCCGGCCACCAGACCCTGCTAATTTTTGTAT 

GATTATAGGTGTGAGCCACCACGCCCAGCCTGAGTTTGGGGTTTTTTATTTTATTTTATTTTATTTTATTTTATTTTATTTTATTTTATTTTAT 
TTTATTTAACGAATTGGGCAGTCTCCTGAGGCACAGTAGGCTCAGAGAGACTCTGCAGGGTTTGTTTTTGAGGTAAGGAAAATGTTATTATCTG 
TGGTGTTGGTTGCACATATCTCTGGATATACTAGATCTTGAATTGTACACTAAATGGGTGATTTGTATGGTGTGTGAATTATATCTAATAAAGC 
TGTTACTGGGCCAGGTCTAGTGGCTTACACCTGTAATTCCAGCACTTTGGAAGGCCAAGGTAGGAGGATCGCTGAGACCGGGAGTTCCAGACCA 
GTCTGGGCAACATAGTAAGACCCCCTGTCTCTA(^AAAAAAAAAAAAAAATGTTTTTAATTAGCTGGGTGTGGTGGCACATGCCTGTAGTCCTA 
GCCACTCAGAGGCTGGGGTAGGAGGATTGCTTGATCCCCGGAGTTCAAGGTTGCAATGAGCTGTGACCAGGCCACTGAACTCCAGCGTGGACAA 
CAGAGCAAGACCCTGTCTTTAAATAAATAATAAAAGCAAATGCAAGATCTCAGCGAGAAAAAACGTGAAAGTGAGGTGAGTTAGCCAGAGTGAG 
AACAGACGTGTTGAAAGAAGCTCAG CTGTGAAGGGAAGAG AGGTGCTCAG C AAGTAGTAGCT CTCTTCT CAAAGGTATCCAG AGGC AAGTAAGG 
GGAGAAAGGG AGTGGTTTTAGTGTTTTGAGAG C CTAGGTCAAG AAC ACACCAGCCTGGGC AACATAGGGAGCTGT CTCGTCTCTACAAAAAATA 
AAATTAGTTGAGCGTAGTGGTGCGTACCTGTAGTTCCAGTCCCTTGGGAGGCTGAGACAGGAGGATCTCTTGAGCCCAGGAGGTTGAGGTTGCA 
GTGAG CTATGAT CG CACCACTGC ACTCCAGC CTGGGCAATAG ATC AAGACC CTGTCT CAAAAACAAAAAACAAAAAAAG AGAAGTTTGTAATTT 
TCCTTGGGATAAAGGCAACAGGCTAACACAGATGGTCACCCAGTAACCAGGTAAAGTTAAGATAAACTATATGTGACTGGCTGGGTGCAGTGGC 
TCAGGCCTGTAATCCCAGCACTTTGGGAGGCCGAGGCAGGTGGATCACTTGAGGTCAGGAGTTTGAGACCAGCCTGGCCAACATGGTGACATGG 
TGAAACCCCGTCTCTACTAAAAATACAAAAAATTAGCTGGGTGTGGTGATGCGTGCCTGTAATCCCAGCTACTCGGGAGGCTGAGGCAGGAGAA 
TTGCTTGAATCTGGGAGGCGGAGGTTGCAGTGAGCTAAGATCGTGCCATTGCACTCCAGCCTGGGCAACAAGAATAGAACTCTGCCAAAAAAAC 
AAAAAAAAAGAAGTTTGTAATTTTCCTTGGGATAAAGCCAGCAAGCTAAC^CAGATGTTCACCTAATAACCATGTAAAGTTAAGATAAACTATG 
TGACTGGCTGGGTGTGGTGGCTCACACGTGTAATCCCAGCACTTTGGGAGGCCAAGGAGGGTAGATCACTTGAGGTCAAGAGTTTGAGACCAGC 
CTGGCCAACATGGTGAAACCCCATCTCTACTGAAAATACAAAAATTAGCTGGGCGTGGTGGCACACACCTGTAATCCCAGCTGCTTGGGAGGCT 
GGGGCAGCAGAATCGCTTGAACCTGGGAAGTGGAGGTTGCAGTGAGCTGAGATTGTGCCACTGCACTCCAGCCTGGGCAACAGAGCAAGACTGT 
GTCTCAAAAAAAAAAAAAAAAAAAAAAGATAAACTATATGTGACAAGTCCTCTTACTTGAGGACTCGTTATTGTTTATCTTGAAAACGTGTATG 
TAATGGGTTGTATGCGCTTGG CT ATA CAAAAAAGTAAGATTTCCTCCCTTCTTTGCAAGCTCTTAGCAGATCACCTGTCATGTA CATC ACATTG 



TGTTTTTGAGACGGAGTTTCGCTCATTGCCCAGGCTGGAGTACAATGGCGCAATCTCAGCTCACTGCAACCTCCGCCTCCCAAGTTCAAGTGAT 
TCTTCTGCCTCAGGCTCCCAAGTAGCTGGGATTACAGGCATGTGCCACCACATCTGGCTAATTTTGTATTTTTAGTAGAGATGGGGTTTCACCA 
TGTTGGTCAGGCTGGTGTCAAACTCCTGACCTCAGATGATCCACCCGCCTCAGCCTCCCAAAGTGTTGGGAATACAGGCGTGAGCCACCGCGCC 
CAGCTGAGTTGGGGTTTTAAGAGTTCTTAAGCTTGCCCCTCTCCCAGCTCAAGTGGCTTAATGGCGTTCTTTCCCACACACACCTTTCTGTTCC 
TTCACCTGCGCAAGTTTGAGGACCATGCTAGTGTGGTCCTAACTGCCCCAACTGCCAGCCTGGGCTAGCACCCGACATGAAGTCCTGTAGGCGA 
CCTGCCCCTTTAAGAGCACCCCCCTCCTTCAGCTCCTCCCTCAGGCCTGGTGGCCGGATTTCCCAGTTGGGGCCCAGCCTTTTAAAGCCATCGC 
TCCTTCTTTCTGGCCGGATGTGTGCTGAGACCCAGAGTCACCCAGGGGTCTCCGTCACGTGCCAGGAGTAGGCAGAAGTGGGCTGTGACAGGTG 
CATGTGGGCATGGACCCCACAGCCTGGGGCTCAGGAGGGACAAGGAGCTGGGACAGGGTGGATCCCGAGAGAAAGCAAAGCCACTCGGGAGTGG 
GCAAGAGATATCGTTACGCAGCTGCTGTGTGCCCGACCGACCGTGTCCGAAACCCTTCCTGTACCTTCCCTTCCTCTTCCTTCTTTTCTCCCTT 

CTGGGCTCAAGGGATCCTCCCATCTCAGCCTCCCAAGTAGCTGCGAGTATGGGTGTGACACCACGCTGGGCTAGTTTTTCAATTTTTTGTAGAG 
ATGGAGTCTCCCTATGTTGCTCAGGCCGGTTGCAAACTCCTGGGCTCAAGTGATTCTCCTGCCTCAGCCTCCCAAAGTGCTGGGATTACAGATG 
ATAGCCACCTCACCCGGCCCACCCCTACCTTCTGAAAGAGGCATTCTTATTCTTATTCCCATTTTGCAGATCAGGAAACAGAGCTCAGTGCAGC 
CCACTAAATTGCTCAGGGCCCTACAGCTAACAAGCGGCAGAGGCAGGATCTGCACTCAGGTCAGTGGGACTCCAAAGCTTTGATAGTCTCTCCT 
TTGCATCACCTGCCCCACAGGGTCCTGCCTTCTTCCCAATTTCATTTTTCCTCGGTTTTCCTGTATGCAGTAGAGCGTGGGAGGAGAAATGGAT 
AATTGCTGCATGCCCCCATATCTCGGTTCCTTCCTCTTCCCAGGAGCTGCTTGGAGATGCTGCTGTGGCCACTGCTGCTGCTGCTGCTGCTGCT 
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GCCAACATTGGCCCTGCTCAGGCAGCAGCGGTCCCAGGATGCCAGGCTGTCCTGGCTTGCTGGCCTCCAGCACCGAGTGGCATGGGGGGCCCTG 
GTCTGGGC AGCCACCTGGCAGCGGCGGAGGCTGGAG CAGAGCACGCTCCATGTG CAC CAGAGCCAG CAGCAGGC CCTGAGGTGGTGTCTACAGG 
GAGCCCAGCGCCC C C ACTGTT CCCT CAGAAGGAGCACAGGTGTGTTTCC C AGGGTCTGGGGAGGTGACC CAAAGAG AAAGAAACC CCACAGGAC 
CGTCAGATTCCAGAGCCTGATGGCGCCCTTACCTCCTCCACTGCCAACGGAGTGGCCTGACCCAGAGACCCAGGACTGGCTTTCTTGTCCAAGA 
TGAATTTCCCATGCTGGGTCCTTACATCCTCTCTACCCCAGGCCTATTCTCGGTTCCTCCCTCAAGGGTCTCACCAGTCTTGCCTGAAACTCTT 
GGGAAACTGGCTTCCTGAGGCGTTTCTGTTGTCATTGGGGCTATAGACATAAGCACCTTCCGGAATCATCTCCCTCTGACCAAGGCCAGCCAGA 
CCCAGCAGGAAGACAGTGGAGAGCAGCCACTGCCCCCGACCTCAAACCAGGACCTTGGGGAGGCCTCTCTGCAGGTAATCTAGGATGGCCAGAG 
CCCAGTGCTGGCCACAGCCCAGTCCCACCAGAGACCTCTGACTTGCAGCCAAACCCTCCAGTCATGGTGGGCAAAGAACCCCCAAATGGGGGCT 
CTGGGTCTGGCTCTGACACCAGACCAACATTCTCTCTTTCCTCCTCCAGGCCACCTTGCTGGGTCTGGCAGCCCTAAACAAGGCCTACCCAGAA 
GTGCTGGCTCAGGGACGCACTGCCCGTGTGACGGTTACATCCCCTTGGCCCCGACCCCTGCCTTGGCCTGGGAATACCCTGGGGCAGGTGGGCA 
CCCCTGGAACCAAGGACGCTAGGGCCCTGCTGCTGGACGCACTGAGGTCCCCAGGGCTGAGGGCACTGGAGGCTGGGACGGCTGTCGAACTTCT 
GGATGTTTTCTTGGGCCTGGAGACTGATGGTGAAGAGCTAGCTGGGGCGATAGCTGCCGGGAACCCTGGAGCGCCTGTCCGTGAACGGGCAGCT 
GAGCTCCGGGAGGCCCTAGAGCAGGGGCCACGGGGACTGGCCCTTCGGCTCTGGCCAAAGGTGCAGGTGGTGGTGACTCTGGATGCAGGAGGCC 
AGGCCGAGGCTGTGGCTGCCCTCGGGGCCTTGTGGTGCCAAGGACTAGCCTTCTTCTCTCCTGGTTATGCTGGCTCGGGAGGTCAGTGGGACTC 
AAGGGCAGTGAGGTGGGGGCAACGGTCAGTGGTCACATGACAAGCAGCCATGCATTGGGCCCTACATAATCATCTCATTTAATCCTCCCCAACA 
AGCTGCATGCTAGGGCCAGCAGCCTCCTTTTACAAGTGAAGAAATTCAGGCTCTCTAGGTTAAGAGTCTTGTAGCTGGGTGCAGTGGGTCACGC 
CTGTAATCCCAGCACTTTGGGAGGCCAAGGTGGATGGATCGTTGAGGTCAGGAGTTCCAGACCAGCCTGGCCAACATGGCGAAACCCCATGTCT 
AGTAAAAATACAAAAACTAGCGGAGTATGGTGGTGCACGCCTATAATCCCAGCTACCTGGGAGGCTGAGGGGGGAGGATTGCTTAAACCTTGGA 
GGCAG AAATTATAGTGAGCTGAGAT CG CG CC ATTG CACTCCAG C CTGGGTG ACAG AGC AAG ACC CTGT CTC AAAAAAAAAAAAAAAAAAAAAAG 
GCCGGGGCAGTGGCTCACGGGTGTAATCCCAGCACTTTGGGAGAGGCTGAGGTGGGTGGATCACCTGAAGTTAGGAGTTTAAGACCAGCCTGGC 
CAATGTGGTGAAACCCTGTCTCTACTAAAAATACAAAAATTAGCCAGGTGTGGTGGCAGGCGCCTGTAATCTCAGCTACTCAGGAGGCTCAGGC 
AGGAGAATCACTTGAACCCAGGAATCACTGAATCACTGAGCCGAGATCGCACCACTGCACTC 

HUMAN SEQUENCE - mRNA 

GGAGGCGTCACCCCGGGCGGGGACCCAGCGCAGGCAACTCCGCGCGGCGCCCGGCGGAGGGAGGGAGCGAGCGGGCGGGCGGGCAAGCCAGACA 
GCTGGGCCGGAGCAGCCGCCGGCGCCCGAGGGGCCGAGCGAGATTGTAAACCATGGGTGTGTGGATACAAGCTCAGCAGCTCCAAGGAGAAGCC 
CTTCATCAGATGCAAGCGTTATATGGCCAGCATTTTCCCATTGAGGTGCGGCATTATTTATCCCAGTGGATTGAAAGCCAAGCATGGGACTCAG 
TAGATCTTGATAATCCACAGGAGAACATTAAGGCCACCCAGCTCCTGGAGGGCCTGGTGCAGGAGCTGCAGAAGAAGGCAGAGCACCAGGTGGG 
GGAAGATGGGTTTTTACTGAAGATCAAGCTGGGGCACTATGCCACACAGCTCCAGAACACGTATGACCGCTGCCCCATGGAGCTGGTCCGCTGC 
ATC CGC CATATATTGTACAATG AAC AGAGGTTGGT CCGAG AAGCCAAC AATGGTAGCT CTCCAG CTGGAAGCCTTGCTGATGCC ATGTCCCAG A 
AACACCTCCAGATCAACCAGACGTTTGAGGAGCTGCGACTGGTCACGCAGGACACAGAGAATGAGTTAAAAAAGCTGCAGCAGACTCAGGAGTA 
CTTCATCATCCAGTACCAGGAGAGCCTGAGGATCCAAGCTCAGTTTGGCCCGCTGGCCCAGCTGAGCCCCCAGGAGCGTCTGAGCCGGGAGACG 
GCCCTCCAGCAGAAGCAGGTGTCTCTGGAGGCGTGGTTGCAGCGTGAGGCACAGACACTGCAGCAGTACCGCGTGGAGCTGCCCGAGAAGCACC 
AGAAGACC CTGC AGCTGCTGCGGAAGCAG C AGACCATCATCCTGGATGACGAGCTG ATCCAGTGG AAG CGG CGG C AGCAGCTGGC CGGGAACGG 
CGGGCCCCCCGAGGGCAGCCTGGACGTGCTACAGTCCTGGTGTGAGAAGTTGGCGGAGATCATCTGGCAGAACCGGCAGCAGATCCGCAGGGCT 
GAGCACCTCTGCCAGCAGCTGCCCATCCCCGGCCCAGTGGAGGAGATGCTGGCCGAGGTCAACGCCACCATCACGGACATTATCTCAGCCCTGG 
TGACCAGCACGTTCATCATTGAGAAGCAGCCTCCTCAGGTCCTGAAGACCCAGACCAAGTTTGCAGCCACTGTGCGCCTGCTGGTGGGCGGGAA 
GGTGAACGTGCACATGAACCCCCCCCAGGTGAAGGCCACCATCATCAGTGAGCAGCAGGCCAAGTCTCTGCTCAAGAACGAGAACACCCGCAAT 
GATTACAGTGGCGAGATCTTGAACAACTGCTGCGTCATGGAGTACCACCAAGCCACAGGCACCCTTAGTGCCCACTTCAGGAATATGTCCCTGA 
AACGAATTAAGAGGTCAGACGGTCGTGGGGCAGAGTCGGTGACAGAAGAAAAATTTACAATCCTGTTTGAATCCCAGTTCAGTGTTGGTGGAAA 
TGAGCTGGTTTTTCAAGTCAAGACCCTGTCCCTGCCAGTGGTGGTGATCGTTCATGGCAGCCAGGACAACAATGCGACGGCCACTGTTCTCTGG 
GACAATGCTTTTGCAGAGCCTGGCAGGGTGCCATTTGGCGTGCCTGACAAAGTGCTGTGGCC^CAGCTGTGTGAGGCGCTCAACATGAAATTCA 
AGGCCGAAGTGCAGAGCAACCGGGGCCTGACCAAGGAGAACCTCGTGTTCCTGGCGCAGAAACTGTTCAACAACAGCAGCAGCCACCTGGAGGA 
CTACAGTGGCCTGTCTGTGTCCTGGTCCCAGTTCAACAGGGAGAATTTACCAGGACGGAATTACACTTTCTGGCAATGGTTTGACGGTGTGATG 
GAAGTGTTAAAAAAACATCTCAAGCCTCATTGGAATGATGGGGCCATTTTGGGGTTTGTAAACAAGCAACAGGCCCATGACCTACTGATTAACA 
AGCCAGATGGGACCTTCCTCCTGAGATTCAGTGACTCAGAAATTGGCGGCATCACCATTGCTTGGAAGTTTGATTCTCAGGAAAGAATGTTTTG 
GAATCTGATGCCTTTTACCACCAGAGACTTCTCCATCAGGTCCCTAGCCGACCGCTTGGGAGAGTTGAATTACCTTATCTACGTGTTTCCTGAT 
CGGCCAAAAGATGAAGTATACTCCAAATACTACACACCAGTTCCCTGCGAGTCTGCTACTGCTAAAGCTGTTGATGGATACGTGAAGCCACAGA 
TCAAGCAAGTGGTCCCTGAGTTTGTGAACGCATCTGCAGATGCCGGGGGCGGCAGCGCCACGTACATGGACCAGGCCCCCTCCCCAGCTGTGTG 
TCCCCAGGCTCACTATAACATGTACCCACAGAACCCTGACTCAGTCCTTGACACCGATGGGGACTTCGATCTGGAGGACACAATGGACGTAGCG 
CGGCGTGTGGAGGAGGTCCTGGGCCGGCCAATGGACAGTCAGTGGATCCCGCACGCACAATCGTGACCCCGCGACCTCTCCATCTTCAGCTTCT 
TCATCTTCACCAGAGGAATCACTCTTGTGGATGTTTTAATTCCATGAATCGCTTCTCTTTTGAAACAATACTCATAATGTGAAGTGTTAATACT 

TGGTGCACGTTATGGTGTTTCTCCCTCTCACTGTCTGAGAGTTTAGTTGTAGCAGA 

HUMAN SEQUENCE - CODING 

ATGGCTGTGTGGATACAAGCTCAGCAGCTCCAAGGAGAAGCCCTTCATCAGATGCAAGGGTTATATGGCCAGCATTTTCCCATTGAGGTGCGGC 

ATTATTTATCCCAGTGGATTGAAAGCCAAGCATGGGACTCAGTAGATCTTGATAATCCACAGGAGAACATTAAGGCCACCCAGCTCCTGGAGGG 

CCTGGTGCAGGAGCTGCAGAAGAAGGCAGAGCACCAGGTGGGGGAAGATGGGTTTTTACTGAAGATCAAGCTGGGGCACTATGCCACACAGCTC 

CAGAACACGTATGACCGCTGCCCCATGGAGCTGGTCCGCTGCATCCGCCATATATTGTACAATGAACAGAGGTTGGTCCGAGAAGCCAACAATG 

GTAGCTCTCCAGCTGGAAGCCTTGCTGATGCCATGTCCCAGAAACACCTCCAGATCAACCAGACGTTTGAGGAGCTGCGACTGGTCACGCAGGA 

CACAGAGAATGAGTTAAAAAAGCTGCAGCAGACTCAGGAGTACTTCATCATCCAGTACCAGGAGAGCCTGAGGATCCAAGCTCAGTTTGGCCCG 

CTGGCCCAGCTGAGCCCCCAGGAGCGTCTGAGCCGGGAGACGGCCCTCCAGCAGAAGCAGGTGTCTCTGGAGGCCTGGTTGCAGCGTGAGGCAC 

AGACACTGCAGCAGTACCGCGTGGAGCTGCCCGAGAAGCACCAGAAGACCCTGCAGCTGCTGCGGAAGCAGCAGACCATCATCCTGGATGACGA. 

GCTGATCCAGTGGAAGCGGCGGCAGCAGCTGGCCGGGAACGGCGGGCCCCCCGAGGGCAGCCTGGACGTGCTACAGTCCTGGTGTGAGAAGTTG 

GCGGAGATCATCTGGCAGAACCGGCAGCAGATCCGCAGGGCTGAGCACCTCTGCCAGCAGCTGCCCATCCCCGGCCCAGTGGAGGAGATGCTGG 

CCGAGGTCAACGCCACCATCACGGACATTATCTCAGCCCTGGTGACCAGGACGTTCATCATTGAGAAGCAGCCTCCTCAGGTCCTGAAGACCCA 

GACCAAGTTTGCAGCCACTGTGCGCCTGCTGGTGGGCGGGAAGCTGAACGTGCACATGAACCCCCCCCAGGTGAAGGCCACCATCATCAGTGAG 

CAGCAGGC CAAGT CTCTGCT CAAGAACGAGAACAC CCG CAATGATTACAGTGG CGAGATCTTG AAC AACTGCTGCGTCATGGAGTACCACCAAG 

CCACAGGCACCCTTAGTGCCCACTTCAGGAATATGTCCCTGAAACGAATTAAGAGGTCAGACCGTCGTGGGGCAGAGTCGGTGACAGAAGAAAA 

ATTTACAATCCTGTTTGAATCCCAGTTCAGTGTTGGTGGAAATGAGCTGGTTTTTCAAGTCAAGACCCTGTCCCTGCCAGTGGTGGTGATCGTT 

CATGGCAGCCAGGACAACAATGCGACGGCCACTGTTCTCTGGGACAATGCTTTTGCAGAGCCTGGCAGGGTGCCATTTGCCGTGCCTGACAAAG 

TGCTGTGGCCACAGCTGTGTGAGGCGCTCAACATGAAATTCAAGGCCGAAGTGCAGAGCAACCGGGGCCTGACCAAGGAGAACCTCGTGTTCCT 



524 



WO 03/039484 



PCT/US02/36071 



SAGRES DISCOVERY 02-2 7 



GGCGCAGAAACTGTTCAACAACAGCAGCAGCCACCTGGAGGACTACAGTGGCCTGTCTGTGTCCTGGTCCCAGTTCAACAGGGAGAATTTACCA 
GGACGGAATTACACTTTCTGGCAATGGTTTGACGGTGTGATGGAAGTGTTAAAAAAACATCTCAAGCCTCATTGGAATGATGGGGCCATTTTGG 
GGTTTGTAAACAAGCAACAGGCCCATGACCTACTGATTAACAAGCC^GATGGGACCTTCCTCCTGAGATTCAGTGACTCAGAAATTGGCGGCAT 
CACCATTGCTTGGAAGTTTGATTCTCAGGAAAGAATGTTTTGGAATCTGATGCCTTTTACCACCAGAGACTTCTGCATCAGGTCCCTAGCCGAC 
CGCTTGGGAGACTTGAATTAC CTTATCTACGTGTTTCCTGATCGGCCAAAAGATGAAGTATACTCC AAATACTACACAC C AGTTC C CTGCG AGT 
CTGCTACTGCTAAAGCTGTTGATGGATACGTGAAGCCACAGATCAAGCAAGTGGTCCCTGAGTTTGTGAAGGCATCTGCAGATGCCGGGGGCGG 
CAGCGCCACGTACATGGACCAGGCCCCCTCCCCAGCTGTGTGTCCCCAGGCTCACTATAACATGTACCCACAGAACCCTGACTCAGTCCTTGAC 
ACCGATGGGGACTTCGATCTGGAGGACACAATGGACGTAGCGCGGCGTGTGGAGGAGCTCCTGGGCCGGCCAATGGACAGTCAGTGGATGCCGC 
ACGCACAATCGTGA 
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TABLE 28 



MOUSE NOMENCLATURE 
ICSGNM, Sema4d 
Celera mCG1273 

HUMAN NOMENCLATURE 
HGNC SEMA4D 
Celera hCG29917 

MOUSE SEQUENCE - GENOMIC 

CCCACCCACCTCCTTTCACCATCATTCCGGGGCTCAGGACTCCACACAGAAATTTAGAGTGTCCTAGTAGTTCTCACGGTAGCAGCTGAAGGTT 
TCTTACCCAGGGCCAGAGGGCTGCCATCTTATCCCTGGCCAGCCGCTCTCAGTACAGGTCTGCGCGGTCCGCGGGATCCAGGACTAATACCCAG 
GGTCCTGGAGGAGAGTAAGAACTAGTTGGGGGCCTGTGGGGCTGGAGGAGGAGAGAATGACTCACAGGTCGCCAACCTATACAAAGAAATGGTG 
TTGTCAGGATTTAAGCAGCATCATAACAATGACATGCCTTTGCCCAGGTCTCTGCAGCTGGCCGGCCACTGGTCCTCCACGGAACCCTGCTTCA 
TGTCTGGCTCTCCCTGCCTCCTTAGCGCACACCCTGTTTCCGTTACTGTTCCATTGGCACCATGGCGGTCACTCTCCGTACCTGGCCACCCAGC 
GTGACACCTACCCAATGCTCAGGTTTAGGGCATGAGCTGACTGAGCTAAGGCCATCTGAGGCTTGCGTGCCCCTATGAGGTAGCTTGAGATTGA 
ATGCTGACCTAGATGGAGATGTCCAGCTGCTCCTGCTAGCTAGCTGGGCTTTGCCAATGTAACTACAGTAGGGCACGTCCCTGCCAACTGGAAA 
TCTTGGCTCTGGGGATACTCTGAGGCCTGGGAACACCAGAGCTGGGACAACAGCTTTGTGTCAGGCAGCCACTCCGGAGCTCCTGGACCCCTCC 
TGGGACTCTCCAGGGACAGGTCCTCTGGAATTCAGCAGTCAGGCTGGTGACAGTATTACCTGGGCCAGCATCGTAGAGGTGGGATACCTGGCTA 
GTGGCTGGCAGGGTGAGGTTGGAAGGCCACACCCGGCTGGGAGGGAAGGTGTGGCTGCACTGTTTTCTGGAACCATAGCCACCAGAGTTTCACC 

ACCACAACCACTCAAGATCCCCAGGTTGTGTTTGCTGTGGTGCTCAGGAGGGTGCCTGAAAGTCTATCTTGTCCCCACAGGAGCACCTAATGGT 
ACCCTCTTTGTGATCTATTCCCGTTATTAGATCCCAGTGAGGAACCGTAAGTCTAAGACACAGTACGTGTATACACACACACACAGAGAGAGAG 
AGAGAGAGAGAGAGAGAGAGAGAGAGGTGCATACCTAAGTGCATATCTGCAGATGTACTCACAAACATGTAGTCATGCATGTTTACACACATCT 
GCAGATACATAGGTATGTGTGCACATGTGTATGCATGCACTTACATTGTTAGATGTCATGTTACATGTCATATGCATGTTATACACAGAGATAA 
CATTTAACTTGGCACTTGCATGTGTGCCCATGTACATATACATAACAGACATGGCATCTGTGCACACACATGGGCATGGGTATGAGCACAGGTA 
AACACATGTCAACCAGCAACACATGTCGCTGGTTGACATGCTGACACAGATGTACACAAGTTCATGTGCACAATGTGTGTGTGTCCACTCATAC 
ACACACACAGTACCCTCAAGGCCATTAGCATTCTCAGGCCAGAGCAAGGTGACCATGCCCTGGCTGGGGTCGGTCCTGTCTCCAGTTGCAGCCC 
CTGCTGAGATTTCCAGGGTTTGCTGGAGGCAGAGAGTTGCCCTCTGACAGCCCAGGCAGACTGCAGAGGGGGCTGCAGTTCTTTCTCCTGGGTT 
TAGAGTAGGTGATCAGCCCTCTTAGTGTAGTAATGGGGCCTTCATGACCCTGTCTGTAATGGGATGTCAGGCCTTCTTCTGGAGGGCCTCAGTT 
GTCGCAGGGGAGATCTCAGCTTTCCCTGGGGGAAGGGCGATGTATCTCTTTGTTTAAATTTAAACACCGAGAGCAAGGTCCTGAACTTGGCATT 
GGATGGAGCCGTTCCTGGAAGGCACTGTGGCAGCCTGTCTGTGTGGGTGTGGCAGGCACATTGTTTCAAGTGAGTTTTAAATTACACCAAACAG 
TGAGTAGTGTAGAGAAAAGAAGAAAAGTCAAGCCCAACGCCTTCCTCCCCTTCCTCTACTTCTCTGCTCCCCCCCTCCCCTCCTCCCCCTCCTC 
TACTTCTCTGCTCCCTCCCCTCCCCTCCTCCTGTTCCCAGGGGCTTCTTTTAAAGAGCACCAGGGTGTTGGCAAGGCTTTTGCCCTCTAGTGTC 
TGCCCATGGAATAACTGTGCTCTGCATTGTGGGGTTGGGTCTGCAGGGCAGGAGCCTGCAGCTGTAGTGAGCACAGCCTGGCTGAACTTGCTCT 
GTGCTTCTGTTAAGGCAGCCCAGGGCCCCAGTAAACCCCACAGTTCCTACTTTTGGTCAAGACTGGCAGAGGAGTTTGCTGGCTGCCACTGAAG 
GCCAGAAGGTGGCATTGGATTCCCCTGGAACTGAAGTCCCAGATGGTTGTGAGCTGCCGTGTGGGTGCTGTGAGTGGAAGCCAGGTTTTCTCAA 
TCTACAAGAGC^CAACTGCTCTTAACCTCTGAGCCATCTCCCCAGCCCCTACCAATGCGTTTTATACAGCTGACATCCAAGGGCAGCCCCAGC 
(2AGACCACCCTGGGCTGGTGAAGAGTTTTGGTTATTTCAGCCACTTAAAAAAAAATGTTTCTCTTAAAATTTGTTTTAGTCTTGTGTCCTGACT 
TTTTCACTCCAGGCACAAGCTGAGGCTCTTGCTCTCTGCCCCTTGTCATGCACCTCCACCCCTCCCCCACCCTCCTAATAAATGTATTCCCCAC 
CCCCCACCCCCTTTGGTGACTGAGGCTGCACTGTGGGCCCTGGTAGCACATTCTGATTATATTTCCACTAAGGACCATTCTCTCTTCCCCTGGG 
GTTCTAATTGCTCCATTTTGAGTGTTTGGTAATTCATTCTTAGCTGTTGGTGCAGCATCTTAGCCATGTTATCAGGCCCCAGCCTCTGAGACTT 
TCCTTTTTGCAGCTGATAGAATGAGAAAAAAAAAAAAAACCCTTATTATTCTATGTTCACAGAATGGCTGTTAGACCTCCAGACATCTAGTCTT 
GAGTTTCAGATAGCAGCATCAAGAGCGAGCTTAGGGGTCCAAATGCTGGTGGTTTTTTTTTTTTTTTTTTTTATTATTGTTGTTAGCCTATTTC 
ATGGAATTGTTTCTAGTGCTTTCCACTTAGATTTCTTTAACTAGAAGCAGGGTAAGTTACAAAGGTGTTGAACTGGGCGTTCTGCCCACCAGTG 
AG AGCT CAGG ATCTGTTAC CTAG AAGGAGG CAGG AAGT C ACAG AAG C AGG AGGAGGCC AGGCTGGGTGGCAGG AG ATTTGAGGGG AGGGGAGAG 
CTACTG AGCGTGGG G AGGGGC AGTTGG ATG AGG AAGG AGGTGC AT C C AAGACAAGTTTG CAGATTGGGTGTC CTTACTAG CCATGGACC C AGCC 
AGAGAGTGGGGCTGCAGGTAGGTGAGTGTGCTTTAGTGGCCAGTGCCTTCCTTGTCCTCCCGTCCACGTGGTTGACTAAGGAGCTGAGGGAGTA 
GTAGGGTTTCATCCTGGGTCTCGGGGATACATGTGTCTTGTGACACTCTCACAGCTCTGAGAAGGAAGACGTTAGGTTTCTAAAATCCTGTCCT 
GATGCTCGTGAACTTTAGGGGCAGCCCTTCTGCACCCTGCCCGGCATGTCCTTTCATGTTTCTCAGCCAGATGGGTCTCACTCCTTGTGGTGTC 
TATGAACCACCTCCTGTCCTTCCGTGCTGTGGTGGGGCATCCTAATTAGCGGCTTGCGTGTCCATCAGCTCACAGGTTCAGGGCACCATGTTGG 
GTCTGGTGTTGGGCAAAGCCCTTCTGGTCTGTTAGCCCCTGGTTCTGGACTCTCTTTCTTGGTATCTTGCTCGGCCCCACCCCACTTCTTTTCC 
AGGGCTTAATTAATTAGCTTGTTGTTAATCAATTTTTGTTAATTAACAAAATAATTAATTAAATCCTGAGCCAGGACCTCACTGTGGAACCACG 
GTAGGACTGGGACTCACTGTGTAGACTGGAGCTTGCCTCCCCCACCCCACCCCACCCCCCCCAGTGTTGCGATTATGGCCTGGGACTACATATA 
GACTAAACTAG C AATGAACTCACAG AGCTCC CTCTG ACCTATGGTTAAAGGCCTGTG CTAC C AC CTATTAATTTTGG AAT CTGTTTTGT ATCTT 
TAAATTTTATTTCAGTCAGGGTCTTCTGTAGCCCAGACTGACCTCAGACTACATAGCTAAGGCTAGCCCCGAACTCCTCTTTCTTCTGCCTTCA 
CCTGGTGGTGCATTGACATTCTAGGTTTATGAAGGGCTGGGGATAGAACTTTGGGGCTTTGCGCATGTGAAGCAAACATTCTACCAATAGAGAT 
AAGGAATGTTTTCTTTTCTTTTTTTTTTTTTTTAAATAATCTATTTATTTATTACATGTAAGTACTGTCTTCAGACACACCAGAGGAGGGCGCC 
AGATCTCATTAGGGATGGTTGTGAGCCACCATGTGGTTGCTGGGATTTGAACTCAGGACCTTCGGAAGAGCAGTCAGTGCTCTTAACCGCTGAG 
CCATCTCTCCAGCCCAGGAATGTTTTCTTATAAAAAATGTTCAAGCAGGAATGTGACCTGCATGACCTTGGCTGGCGACCCTGGCAGGCGTTCA 
GCCTTCTCTGTTCACACCAACATCTACTTCCATCAGGGGGATGTGAAGAGGAAAGAAATATCCATGTCCCATGCTACCTGACCCTCGCAGCTGG 
AACAAATCAGAGGGCCTCCTGCGTGTCACAGCTCCCTTGTTCTGCTCATCTCCAGTTTCTGCAACACCCAGGATCTTCTGGGCTTAGACCAGTG 
CCACCTGTGCCTCTGTACCTAGAGGGTGCTTGAGATCAGAGTGGTGTTGCTGTCCTGGCTTTCCTTAGCTGTGAATGCTCAGTGTTGGAGGGAG 
TTGGTCACCATGGCTTGGACCCTAGCAACCCACAGCCCCCTTCCTCACTGTGGCAGGAGAATGGGCTCTTACGCGACAGGACGCAGCACTGTGA 
ACTTGCTCAGCAAAACGCAGAGTTCATAATTGTCGGACTCACCACTGTCTGTTTCCCAGTCACTGCCTCAGTTCTTGGCTTCCTGCTTTCTGGT 
TGGATCAGGGTAGGAGTCACCCCTTGTGCTTGGCTGCTGTGAATTTCTAGGGTAGGACAGGGGTCCGTCTGGCTCCTATTCTGTAGAACCGCTG 
TCTATAATTGGAGTCACCTCTTTGCATGTCACCTGTATCTCCTTTTGAGCTATAGCGATAGTTAAGGAAAATGGTGAGCTGAACTGGCTTAGAA 
TATCCCACTCCTTGGAGGAAGGAGGGGTTCGGGCTATCTTTAGGAAGCTTCTAAATCCATTGGGATAGAAACCAGACAGTCGGGGCTGGTGAGA 
TGGCTCAGTGGGTAAGAGCACCCGACTGCTCTTCTGAAGGTCCAGAGTTCAAATCCCAGCAACCACATGGTGGCTCACAACCATCCGTAATGAG 
ATCTGATGCCCTCTTCTGGTGTCTGAAGACAGCTACAGTGTACTTACATATAATCAATAAATAAATTATAAAAAAAAAAAAAGAGAGAGGAAGA 
TAAAGAAGAGAGGGGGCACTTTCTATTTTAAAAAAAAAAAAAAAAGAAACCAGACAGTCTGTCCTTTAGTACCGGACAGACTAAGGGACTGAAT 
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AGAGATGCTGGAAGAGCCTGCCCTGCCCTCTGTGGGAGGAAGGGTGGGGCAGGGGAGGCCTGGCAAGTGGGTAGATGCCATGCCAGCATTGGGC 

TCACATCTGGAGACTGTTGTGCTCCCTTCAGCTTCTAGTAACCACACCCAAAGGTGAGGCGGATCTGTGTATCAGGGCAGCTGGTGAGTGACTC 

AGCGCTGAGCTCTGCATCCTGGGATCCTGGTGTGTGCTGGGCCTCAGGCTTGGCTAGGGCAGGTGAGGACAGGGACAGAGGCTCAAGGGACCTG 

GCCACAAGTCCATCAGACAGCAAAGCCTGGTCTTCTGTTTCTTGTTTGTGGACAAATCAGAGTTAATTGCTAGTGTTTCCATGGTAATTAACGG 

CTTCCTGGTGAGGCAGGAAGAGCTCGGGTTGCCTCOTGGGCTAGCTATGACTTTTGATGTGACCCACTAGTCCTGCAGAATGGGGCCCTGAGGC 

TATGTCTTCATGGGTACGGAGGTTAGTGTGTGCTTACATACTGTATGTATGTATGTGAGCACATGCGTGCATTTTCGTGCACATTTGTGTATGG 

CTATGTGCATTCTGTGTGTCTACCCATGCATGTGCACCCTTACATGTATTCCCAGGGGAGTGCCCTGTAACCGCAAACCTCTGATGTCTGGTAA 

TATTCCTGGGTTAGCATGTCAGAAGTTGGGAAGTGAGCCCTCCAGGGAAACTGAGACCCGTACTGTTCCTTTCAGTTGTGGCATGTCACCAAGC 

ACCTGGCTGTCCCTCTAGCTAGTTATTTCCACCTTGGTGGGTCCATCCATCTTGGTGTGTTTTAGCCTTGTTGTCTTCTCTCTGTGGGATCTGT 

CTGXCTGGCAGCCCCACAAATCCTGGATGCCTTCCATGTCCCTCAGCAGGCAGGTTCAGACAGGATAGACAGTAGAAAGGGATGGAGGGGACTG 

AGAACCATCTGGAGCCGCTGGGACCTATAGTCTCGTCCTTTCCTTCTTTTGCAGGTCAGACGGGAACACCGGCAGCCTTGGCATGACGTCGTGA 

AGGTGGCCATTGCTAACCTGACATGTGGGGACTCAGGAACCCCACCCCTTATGGGCTCCAGTCTGTGCTGCTGGCCCCAGCTCTGGGGCTCTAA 

GAGGTCCTTGCTGCTACCCCACAGCAGCCTGCTGCCATGCATGTGTGCCCGTTGCTGAAGGCCTCGGTGGCCCCTGCCCATGAGGATGTGTGCC 

CCCGTTAGGGGGCTGTTCTTGGCCCTGGTGGTAGTGTTGAGAACCGCGGGTGGCATTTGCACCTGTGCCTCGGCTCACCTGGGAACATGGAGGT 

AAGTGAGTGTGAGCCATGAGTGAGTGTGAGTGTGGGTGCAGCAGCTCTGGAGAGTGTGGGGTCCCTGCTTTGGATGCTCTGTGGGGTCTGTCAG 

GGCAGGCTTAAGCCGCTGGGATGTCAAAGGATGCTGTGTGACCAGGAGACCCCACAGCAAGCGCCAAGCTTAGGTTGGAGGGTGTATGTGACCT 

CAGTGGGTGACGGCTTACTTAATGCTGACGACATGCCAGGTACTTATGGTGCAGTGTTGAGATTAGCTCAGCCTCAGAGAGGTCTCCAGGCCCG 

ATTTCCAGGATGGGGACACACTGGCTGTCCCACATTCCAGGGAGGGAACTTTGTGAAGACAGAAGGCGGGAAGCAAAGTGCACTGAGAATGTCC 

AAGTCTGAAGGTACCTGGAGACTCCGGGTGCTGACTTGTAGGCAAGTTCAGATGAAGTTCATTGATGGGGGAGGGGGCAGAATGCTGAGCTCAG 

CATCACAGCAGGAACCTCCACACTCAGGAAGTTGATGCAGGAGGATCGTGAGTTCCAGGCCAGCCTGGGCCACGGAGAGAGACCCTGTCTAAGA 

AGACCAGTATTGTGTATGTCCTGCCTGTGTTAACATGTTCTTAAACTGGTGCAGGTACGAAAAAGCATCACTTGTCTCTGGAAATCATTGGTAA 

TGAGTGTAAATTTGTTTTGGAGAGAGATGTGTCCCCCCCACCCCCACCCCCATCATGACTTTTGTTTTTTTAAAGGGGGCACCGGGGAAAGAAC 

ATAAACCCTGCACACACTAGGCAGATGTTCTACCAATGAGCATCTCAGCCCCTCGTTCCAGAGTTTTCGGTGTTGAGGGTTTCAGAGTAAGGCA 

TTTACTTCACGAGTGAGAAAGTTCTCAGTGATTACGTATTTTGAGCCTACAGTGGGTGGTTAAAGACACATTAAAGAGGTAGAGTGTAAACCAA 

GTGTCTTCGTCAGGGTTTCCACTGCTGAGAACAGACACCATGGCCAAGGCAACTCTTATAAAGGACACTGTTTAATTGGGGCTGGCTTACAGGT 

TTAGAGATTCAGACCATTATCATCAAGGCAGGAAGCATGGCAGCATCCAGGCAGGCATGGTGCAGGAGGAGCTGAGAGTTCTACGTCTTCATCT 

GAGGGCAAACAAGAAAAGACTGATTTCCAGGGAGCTGGGAATGATTCTCAAAGCCCACCTCCACAGTGACATACTTCCTCCAACAAGGACACAT 

CTCCTAATAGTGCCACTCCCTGGGCCATGCATATTCAAACCACCACACCAAGTGTCTGTGATGTGCTAGAAGCCCCAGCATGAGAGGTTTGGAT 

CTGGGAGAC AGAAAAGGAG AT C AGGAGTATAG C CTGGGGATGCATGCCATCCTCAGGGATC CAGCCGTGGG CTAG CTCCTGTCTTGT ACTTGGT 

GGCTGCATTGAGGTTACCTGGGGTGGGGGGGGGGNNN*™ 

NNNNNNNNNNNNN2^^ 
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CAAGTTGTCCCCACACAGCCACTTACACACCATCACACATTCACATCTACACATAATAAAGACGTAATTGAGCACAAGGAGATGGCAGCAGCAT. 
CGTGGGGGTGGGGAGTAGGTAGGGGGAGGTGGTGAAGGGGAATTGAGGTAGCTTACAGTAATCACTGGAAACGTCAAAAAAATGTAATAGAAAG 
CTTTAAGGCTGATAAAAAAGAACAGATGGAAGCCCCCAGTTTTGGATAGAATTTAATTGACTATACTTTCATTATGTGGGGCTAGGGGGTCATA 
GGACGACAACCTTGGGTGTCTTTCCTTGGGTGCTGGCCACTTTTAAAATTTCATTTTTTTTGAGACGTGGTCTCTCAACCAGCCTGGAGCTTGT 
TAAGTAGACTGGCATGGCATCACTGCCTGCCCAGTGCACAGTGCCACACCTAGCCTTTTCACATGAATTCTGGGGATCGAATTCAGGTTTCTGT 
GCTTCCTGGCAAGCACCCACTGAGCCATTCGTTGGTCTCCCCAGCCCTCTGCTGCTTTGTCCGAAGTTCAGGGCTGTGTTATCCCTGCTAGACT 
GGGGATGATGGTCCCAGAACATGAGGAAGCCCTAAGGATGACTCTGGGGTCTCAGTCCCTGCCTGGTGCCTGAACCTCTTCCTAGTCTGACTTT 
ATTCTGGCTGCAAACCAGTGAGCTTTGAGCTGTGGTGTGCCTTCTGTTGCTGTCTGCTTTATCCAGCAGTTCCTTGGGGTGGGGGTGGGGGGAA 
CTGTGGTGAAGTGGCTCTGACACGTTCCTCCCTCACAGGTATATTGGAAGGTGTCTGAAGACAAAAAATCCAAGTGTGCAGAGAAGGGGAAATC 
AAAGCAGGTAATTGAGCGCACGTACAAAGAGCCCACGCACACAGTTCGCAGTTATTTGGATCTTTTCCAGTAGCAGTCTTCTGCATGCCTACCT 
GGTATCACGTGAGTCTGGTGGGCTCGGTCCTGGTGTCTCAACCCTACCAGCATCAGGATTGGTGCTCTCAGGCCAGTGCCCTGCATCCTCCGCA 
CTGGAGAAGCCTGTTCTCACGGCTTGGCATTATGACTACAGGATGTTGTTTCTGCTGCCCACTAGTACCTGGTGTAGAATTGGCCTCCCCTATA 
TGTTTCTGGCCTTCTTGAACCAGCTGAGGCCTAAGAGGTGTTGGGGATTTGATGGGATTTGTTATTGTTGGGTTTATTTTTTGTTGTTGTTGGG 
TTTTGTTTTTTTGTGGGTTGTTTTTTTTTTTTTTCCTGTATTTTGTTGTCAGATACCAGTATGCGCACTCAGGGAGACTGAGCCTTGTATCCTT 
TTTCTCAGGAGCTCTGAGTACCCTCTTGTGCCTGCCCACCTGGTGTCCCACCAGTGTCCCAGATGTTTTTAGATCACGAATGTTTTTAGATCAC 
AGGAGCCAGGTTGTCCCCAATATTGGTCATGGTGGCTCAGCAGTGGCAGAGTTTATCAGCTGTTAGCTGATTTCAGAAACAGGGATTAAAACAA 
CCACTAGGAGCCGGGCGTGGTGGTACACACCTTTAATCCCAGCACTCTGGAGGCAGAGGCAGGCGGATTTCTGATTTCGAGGCCAGCCTAGTCT 
AC AGAGTGAGTTCC AGG ACAGCCAGGG CTACAGAG AGAAAC C CTGTCTCGGAAAAC AAAAACAAAAAC CAAC CACTAGGTTAAAGTTTCTTGGC 
TAAATGGTAACTGAACACTTTCCCCGTCTTACTGGTCTCTAACTGTAGTGTTCACTCAGGACCCAAGGCAGGCAGGCATTACGATAGGCTCCCT 
GCTGCAGGAAATCTGTGTAGCGGAGTGAGCTGATGCCTTGCACCACTGGATGTGGGGACCCACAGTGACCTTGGCATGGAGCCCTCCTGTGATA 
CCCTGTCCATTTGAGGGTTGTTGGGGAAAAAAGCAACAACAACAACAACAACAACAAAAACCCCTTTCCCAACTTGAGATAATTTCAGGCCATA 
GCCCATAGACTCTAAGTGCTGTTCTCCTGAAATAGCACATGGGCTCCAAATTGCCGTCTTTGTTTTCCCACTGGGCCCTCAGGGATACACAGCT 
GGCTGTACTCTTGGGTCCAGCCTCTCTGTCAGTTCCTGCTAGTCGCTATTTCTAGTTCTGTGCTGGTGGCAAGAGTATAGGGTGGGGTCCCCAG 
GAAGGTAGAAGGAGCCTGTACAATGTCTGTTTTGGCAATATGGGCCCCCAAAATGAACGGTGTGTGTTCAGCAAGGGTAAATACATTGCCATCT 
GTAGTGGGCTCCCCAGTACAATTTGAGGTCAGCTCTGGTTTGGTCTTTGCTTTGCTTGGTCACCAGATACAGGCTGGCCATCTACTTAGGGATA 
GAGCTAAAGTCATGCCTGGCACCTGCACTGCATGTGGACCACAGAGATAAAGTTTGGGTTGCAGAGCCTGGCTCATGGTGCAGTGTGCCCCCTC 
TATGGGCATAGACAGACCAAACCTGAGCAGAGGAGAGAACAAGGCAGCAAATGACTGGCCTTTACCATGTGGATACAAGGGTTCTTTGATGGGT 
GCCTGTTAATGGGGTGTTTCCCTTGCAGACGGAATGCCTAAACTACATTCGAGTACTACAGCCACTAAGCAGCACTTCCCTCTATGTGTGTGGG 
ACCAATGCGTTCCAGCCCACCTGTGACCACCTGGTAAGACCACAACATATCCCTGTGTGAAGTGCTCACGTACCAGCCTGGCTAGCGACTAAAG 
CAGAGCCAGCCTGTCTCAGTCAGGCTTTCTATTCCTGCACAAAACATCATGCATGACTAAGAAGCAAGCTGGGGAGGAAAGGGTTTACTCAGCT 
TACACTTCCACATTGGTATTCATCACCAAGGGAAGTCAGGACTGGAACTTAAACAGGTCAGGAAGCAGGAGCTGATGTAGAGGCCATGAAGGAA 
TGCTGCTTACTGGCTTGCTTCCCCTGGCTTGCTCAGTTTGCTTTCTTATAGAACCAAGACTACCATCCCAGGGATGGCACCACCCACAATGGAC 
CCTCCCAGCCTTGATCACTAACTGAGAAAATGCCTTACAGCTGGATCTCATGGAGGCATTTCCTCAAGGGAGGCTCCTTTCTCTGTGATAACTC 
CAGCTTGTGTCAAGTTGACATGCAAAACCAGACAGTACACAGCCTCTCCTGTTCTTTCTGCAAACTGCAAGGAGTAAGAACTATACAGTCGGAT 
TTCTGACAGCAACAATTGCCCCGTTCCTCCTGATGAGGGTTCTGTGAGGTCCATGGGATGATCTATGGTAGCCATGAGGTAGCTGTACTTTCCA 
AAAAGAATAAATAG CGAGAG ATCGGTGTTAGATACTGAAAC ATC AAATTGGATGTG CAAAAC ATC C AGC AG AAATC AGGG CAAT CTGATTAAGG 
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AAGCTGGCTGGGGTTCCCAGCAGAGTTCTAGTCAGAGCAAGAATGTCCATTTGGGTGGGACTTTTAAATAAAAGAACAAACGGCAGCAGAGAGA 
TGGCGTTGCCTTGGGAGCATCAGGCATCCATCAAGAACTGACTGGGGAAGTTGAGGCAGTCAGCTGGAGCCATCTCTCTGTAGCTGAGATCCCA 
TGGGTGACGTCCCCCGCCATCCCCACCCTCACTCCCCAACCCCCCCACCCCGCCACTGTATTGTGAGATAAATAACAGTAAGCTCTTCTGCAGA 
TGGTTCACCCCCTAGATGGTCTCAAGGGCACAGTGTTTCTCAAGGGCACAGTGTTTCTCAAGGGCACAGTGTTTTTACTCTGGGGTTGCTTGCT 
CTTCTCTCTGTCACAGAGTCAGGGACCTTGGAAGACACTGGGAAAACATGCTTGGGTCTGAAATGGAGGAGGGGAAACCCTGCTGCCAGAAGCA 
TTTTCCCCCTTGAGCTCAGACAGCACAAGAAAGCTTACCAATACGATGTATATTACAGGTCACTTACTTACTTAGCCCTTGGTGTGACCAAATA 
CTTG ATAAAATAAGTAGCTTAAGGGGAAAAGATTATCGAAGGCACCTCAG C CAAAC AGAAGG CAT CTTGTGGAC AAGTAATG CTGG C CTGTAAA 
CACCCAGGCGCACCCCCAGAAACCCGCTTTCACGGTAGGTCTCACTTCTACATCCACCACCTGGAGAGACACCCATGAGCCCATGGGTGACATT 
TTACAAATAAAACGATAACAAATATGAAAACGTAATAGATGGGTTTCCTCTCTTCTCTGCTGGGCATAGATCCAAATTTTGCACCAAATGCCAA 
AACCTTGGCTCTTCCCAAGCCTTATATTGTATACCTGATGGCCACGAGGCTAGGTGTTCy^AGGAAAGGTAGCTAGCCTGTTCAAGGAAAGGTTG 
GTCTGCTGAGCACGGGGTGAGTGATGCGATGCAGGGCAGGGCAGGGCAGCTCAGGAGGCAGGAGAGTAGTTCATTGGTCTGCTGCAGCCGGCTG 
CAGATGACTGGAATCCCGGGTGGGGGAGGCTTCTGAAATGAAGAGCCTCATTCACCTAAACTCAGCCAGCTGAAGTTTAAAGCTTGTTCCCAGT 
AAGAGTTCAGTTAGAGTTGTCTTAGTTAGGGTTGTAGTGCTGTGAACAGACACCATGACCAATGCAAGGCTTACAAAGGACAACATTTAATCGG 
GGCTGGCTTATAGGTTCAGAGGTTCAGTCCATTATC ATTAAGGTAGGAAC ATGG CGGCAGCC AGGC AGTG C CTGGTGCAGG CAG AGCTGAGAGT 
TCTACATCTTCATCTGAAGGCTGCTAGCAGAATACTGGCTTCCAGGCAGCTAGGATGAGGGTCTTATAGCCCATACCCACAGTGACACACCTAC 
TCCAACAGGGCCACACCTTCTAATAGTGCTACTCCCTGGGCTGAGCATGTACAAACCATCACAAGAGGCTTACCTAGATTGCAAGAGATGTTTG 
GTTTTG ATC C C C AGG ACC ACAAT ACACTC ACCACATGC CTATAC AC CAT AC ATAC AT AC AC ACAC AT ACATGTAC C ATAC ATAC ACC AT ACGTA 
CATACACACACACAAACTCCCCTCAGTTGGGGATATAACTAGATAGAACAGACTCATTAGAAATTCTCTTAGGCAGCTAGGTATGGTGGGAAGG 
CTCCTGAGTATGAGGTCAGCCTAGCTTACAAGCTCAAAAGGAAAAAAAAAAGAGAGAGAATTAAGAAACTAAATATTTGTATAGATGTCTGAGG 
AGAGAGGCCACTGCACAGGTTTGACTGGCTAAACTAACTGTGTACTGGGATACAACCAAAATTCTAGTGTGTGTGTGTGTGTGTGTGTGTGTGT 
GTGTGTGTGTGTGTGTACACTTGATAAGTGCGGTCCGTGGATCCCATAGGCCTTTAGAAGCATTTCTCCTAAGAATGGGGACATTTTCCTGCCA 
ACTGGTTTCATCATTGCAGATAAGGAAGCACAGTGATTGCCAGTATTCCCTCCGCCCCTCCCACCTCCCCAGTATCCTCCGCCCCTCCCGCCTC 
CCCAGTATCCTCCGGCCCCTCCCACCTCCCCAGTATCCTCCGCCCCTCCCACCTCCCCAGTATCCTCCGCCCCTCCCGCCTCCCCAGTATCCTC 
TGCCCCTCCCACCTCCCCAGTATCCTCCGCCCCTCCCTCTTCCCCATAGCTTAGAGCAGGGCACAGCCCCAGTGGCCTCCGGGCATCCCTGGGA 
GGTGTGACGACAGATGGGTCTTATCAGGTGGGTCACACTGTCACCCCAGCTCACACTTCCTAACCTGACTGGTGGCCTTTATTGTTTTAACTGG 
CCCGTTGGTCACTGCAGACACTGTGAGGTCCTGTGTGCTTGCTGGCCTCTGGCTTCCAGCCAGCAGTCTCTGGCACAGCTAGGAGCTCCTGACT 
GTGGTGGGCAGCCTTGCTCCTGGCCTCTCCAGTAAGCAAAGTGTAAAGTGATGGCCTACTTGGATTGTCTCAGCAGTCCTGGAGTTCTGATAGG 
CAGTCCTGTGGGTGGCTCCTGTCCCTTTAACGGGTTGCATCTGCTGATTTCTTCTGTGTGTGTTTAAACGCCTCTTTTAAATCCAGAAGTGAAA 
ATTCTTCACCTTCGTTCTGTGGGCATTCCCCCCCCCCCCCACACACACACAGTTTGTCACTTGCCATTGAACTGTGTCTCATTTTTTCCCCCAC 

TTTTTGTCAGCTTGGCAGAAGCTGGACTTCTCTGAGAAGAGGGAACCACAGTTGAGAGAATAACACCTCATAAGATAAGATAGGTCTGTAGTCA 
AGTGTCTAGGGGCATTTCACATTAGTGGTTGATGTGGGAAGAGCCAGCCCACGGAGGGGTGTATAAGAAAGCAGGCTGAGCAAGCCACGATGAG 
CAAACCAGTGAGCAGCATTCCTCCATGGCCTCTGCCTCAGTTCCTGACTCTAGACTGCTGCTGCTTTGAGTTCCTGGCCTGCCTTCCCTCATTG 
GTGGACTGTAAACTGTGAGCTGAAGTAAAGGCGGCCATTTATCACAACAATAAGAGAGCTAAGACACGTGAAATAGGTTTCCTTGTCAGGTGGA 

GCCAGAATTTATTCAGCAACAATAAATTCCCAACGATTAGCAGTTTAGTAACATCAGGTTATCACTTAATCCTGCTTCCCTCAGTGATCAGGCC 
GAGCAAGGCAAATGCAGATTCTTTATTCCCGTCTTTTTGTTTGTTTGATAACCATATTTCTCTGTGTAGCCCTGGCTGTCCTGGAACTTACTTT 
GTAGACCAGACTGGCCTCAGACTCAGAGATCTGCCTCCCAAGTGCTGAGATTTAAAGCGTTCGACACCATGCCCTGCTCTTACCTGAATCTTAA 
TTAGTAACGTTAACTGTCCAACCACACAGCACAGAGAAAATATGTGTATATGGCATGTATATGGTTATAGAGGGAATACAGGTTAAAGTCGCTT 
GAGGTTTCAGACCTGGGCTCAGAGAATCTGCACTGATTTCAAACCAGACCAGTGCTGCGAGGGAGCCGCTGCAGTCAGGTGTTAGAGAGCTAGA 
CACCTCCGAGAAGCTGGAAGCTAGAGTCTCCCAAGGCAGAAGCATGTCTCTGCTGAACAAACCAGGTAGCAACTGATAGTTTCGTGTGGGGCTG 
TCCATCATAGTGTTGGGTGTCTATCACTTTAAGGAGACAAGGTGAGGATGTTACACCTAGGTCTATTAATTCGTAGGCCTGGCTTCCTAGGCCT 
TTTTCGTACAACTGTGTGCCCTGACACACTCAGCTTGTATGAATTCATCCAATGGTGGCTCCCCTTTCTGTTCCCAGGAGTAAACCGTTTATCC 
ATCTGTTTGGAGTGGATGGTGCATGGCAGACAGTGTAGCTTGCAGGTCCACCCAGGGCCTACTCATCCTTTTCCCCAAAGTGGAATCAAAAGCT 
GCTTGTAAAACAGACTCTCCTAAGGCAAGGCACAGCCTGGAGACCGTTTTATACAATATGGGGCAGCTTAGAGCCAGGCACAGCCTGATCCCGG 
CATGACCTGTGTTGTGGTGAGCTTGCTTTAGTAGAATGGCTTCTTCAGGAGCTGCTGGTGGTGGATGAGCGGGGGTGAGGGTTCTGTGGGTTGT 
TTTCATTGGGTTTGTGTCGCCTGTTTTGTGAGGACTGTAGTTGAGCAAGCAACAACTGACCCTGCATATCTCAGGCTGTCACACACATGAGATG 
TCCTTCAGCTGTCAACGGTCCCAGGGTGGGACCCACATGGATCAGGGCCCACTTACCCCACACTCTGGTCTTCTGAAGTGAAAGAATCTGTACC 
TTTAAGTGATACAGGGACAGGTCCTCAGCACCGAGAGGTCAGATGTTTTCTTTTTATTCCATTGTAGAACTTGACATCCTTCAAGTTTCTGGGG 
AAAAGTGAAGATGGCAAAGGAAGATGCCCCTTCGACCCCGCCCACAGCTACACATCAGTCATGGTTGGTGAGTCCTGCGTCTGAGGCTCTTTCA 
CTCTCTGAGTTTATGGTGGCATGTGATGTTGCCACCTGGGACACTCAGGTCTTCCCTCTTCAGCCCTGCCTTCCTTGGCATCATCTTGGCACGA 
GCTCCCTTCAGAGAAGGTGAGCGACTTGTGGCACAGACTCCTCAGTGAGAGCTTTCGCGTTTCCCATTCAGAGGGAGACTCAGGCCCCACCCTC 
TGCAGCAGCATATGGCTTCTGGCTGTCGGTTTTTGTGCAGCACACAACCTGGATACTTGTGTGGCTCTGTGCCTCCCGCTGCGGTCCTGCATAT 
CTGAGGCTAGGGGTCACACGCTGTCTTACAGATAGTTCATGTTGGAATCTCTCAGCCAGTGTGAAGGTTCAAGCTTCACTGTCAATGTATAACA 
TT CAGTGAACTGTG AGATAGTT AATACTATATTAC AAAAC AGG CGTCATGTGTGACACTCCTGCGCAGTC AT AGGCTAAAGTATGGGTT CTG AG 
TATATTAAAGTAGACGAGGCTGGACCATGCTGCCTGGCAGTGTAGGTGCCTGCACATCTTTTTTTACTTACAGTGCTTTTTACTTAGGATGGCT 
TCCCTGGGTGTCAAATACTGAGGAGTGTACTTGCCATTGCTATACTGACTGTGGCAAATTCTCATTTGTGATTAGCTATTACCCTTTAACCTGG 
GAAAAAACAGTTAAATTTGGTGACTGATTGTTCTGATGAAAGATGCTGATGTAGGAAGCAGGAATGCATGTCAGAGAAGACGAGGACCCCCCCC 
CCCCCGCCATCCTATAAGGAATTAATGAGGGTATAAATGAATTATGGTAGCCTGGTATGGGTGTGATAGCCTAGCAGAGGTGGAACTATGAGGC 
TTGCTTACAGTCCAGCCTGGGCTAATGTCAGAACTTGTGTTAAACAGTTGTCCCTAGTCTCTGACAGAGGCTGAAGCTCTGATTGGATCTTCTC 
TACTCCCTCTCCTCCACCACAGGGGGCGAGCTCTACTCTGGGACGTCCTATAATTTCTTGGGCAGTGAACCCATCATCTCTCGAAACTCTTCCC 
ACAGTCCCTTGAGGACGGAGTATGCCATCCCGTGGCTGAACGGTAAGTGTGTGCTGCCAGCCTTGTGGGTCTACCATTTTATTCTTCCTCTAGC 
TGTCCCCAGGTCACAGGAGCCGGGGGAGGCGGGGGTGGGGTGGGGGTGGGGTGGCGGGCTGCTCATGTCAGATCCTAGGCAGTGCTCTTTGGAA 
CTGCTCAAGGCCCGCACCAGAGTAGCTGTCTTGCTCACTGCTAATAGCATTGTTTAAATCTGATTCTCTGACATACCCCACCCAGCCCCACTTC 
CACCCCGTCCCCCAAATGCAGTTTGGGAGACTTTAATAAAATGAAGCTCTAATGGGAAGTTGAGAATGTAGACACTGAGTTTGGGTGTCATCTT 
AGATGTGGAGACTCTTGGGTCTGGCCGGGTGGTGTTGAAATGTGTCTTTACTCCCAGACAAGCATATCAGGGTGTGGATGATGGGGGCCCTTTG 
TGGGTGTCTTTTTTGTGGGGATGCTGACCAGTGATGCAGGGCTTTTTCGAAGCCCCTTGATCTGGAGTCAGACCCTGGAGTCTGAGATCTGAGA 
CAGCCAATTTCTCCTTGGGCCTCCCCAGGAGTCTGGAAATCCTTCGGGTGGCTGATTTGGCCCTTGTTTAAATTGGCAGATACTCTAGCATGCC 
AGACCAACCACCAGCAGAGAGGCCTCACCCGGCTTCGTCTGTGGCTATCTTGGTGAAGCTGAGGAGGGTGGCGGGCGTCCTCTGGGCCTGGAGT 
TCACAGTGTGGCATACATACTGTAGACGTCCTAGAAGGGAAGCTTCCAGGCTCTAAGGCTGCCCTTGCCAGCCTGCAGCACCCCAGGGAGCAGG 
TAGAGAGGTGGCTTGGTAGCTCCGTGTACAGAAACCATCCTGTGATGCCACCCCACAGAGCCTAGCTTCGTCTTTGCTGACGTGATCCAGAAAA 

GCGAGTTGCCAGGGTGTGCAAGGTGGGTGCTGTCTCCCTGTTCCCACCCACAGTCCTGCATGATGCCACTCCAAGATTCCTCTCTGGAAGTGTG 
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GCCATCTCCTATGGGTAGAGAC C C CTGCGG CAAAGTTTAATGTACAGTTG AGGCACAGTAAG AGACC AGCAATAAGAGTTTTAGAGGTATGTGC 

ATGGTTTCTCTTGAGACCCAAAGTAGGATTGGGAAGATGGCTTAGTGGTTAAAATGCTTACCACGGAAACAAAAGGACCAGCGTTCAGATCTCC 

AGAACCTATAGATGCTGAGCGGATGCTCTGTAGAAAAGTGGAGATAGGGCCTGCTAGTGGGGCTGTCCTCATCGGCAAGCTCTGAGTTTGATTA 

TGAGACCTTGCCTCAAAGAATAAGGTGGATGGTTGCTGACATCAACTTCTGGCCTCCAGATGCACCCACACACGAACACTCATATAGAGACACA 

CCGCACATACACACATACATGAAAGGAAAGAAACTCAAAGAGGAAAAAATTAGTCAGAGTGAGCACTTGTGATATTTTCAGTGTGTCACTAATC 

ACAGGTAACTGAAATTGCAGAAAATGCAATCACGCACACGGGAGCCGCCTTATTTCTTTCCAGCCCAGAGTGGAGTATAGTTTGTAACTGTCTG 

TGTTGTCTCAGTCGTCAGCTCCCTGAAAATGACTAGGATTGAGCAGGCAAAGAGGGCACAAAAGGAGCTCTTAGTGGATGATCATGTGTTTGCC 

CTAGGATGGTCTGCGGGGCCAGGGTCTGTGGTGGGAAGGAGGCCTCCCATCACTTGTTTAACTCCTGGGTCACAGCTGGGAATGCTGCAGGAGC 

CAAAGCCAGTGGCACGCTGATGTGACACAGATGGGGTGGTTTTGCTTGTCATTGAATGTGTTTGGCTCTTTTCGTATTCTGTGATCCTGTCCCA 

CATGGAAGTATTGCTTTGGTTACATAACTTGTCTTCAGTATTCTTGGGCTAGGCCGTGGTTGGGGACATATGGACGCCTGCTTCTGTGGCTAGT 

CATCTGTCCTGCCTCTACCATGTGCTGTCTCTGGAATTCCAGGGCGACCAGGGCGGCCTGCGGACTTTGCAAAAAAAGTGGACCTCCTTCCTAA 

AGGCCAGGCTGATCTGCTCCAAGCCAGACAGTGGCCTGGTCTTCAACATACTTCAGGATGTGTTTGTGCTGAGGGCCCCGGGCCTCAAGGAGCC 

TGTGTTCTATGCGGTCTTCAGCCCACAGCTGTGAGTTCACTTGTGAGTCCCTTGGCAGTTGGGGCCTGGTCACCCTGACGACGTGCTGCCCTCC 

TGACACTCTCACGGATTCCCCTCCACAGGAACAATGTGGGTCTGTCAGCGGTGTGCGCCTACACACTGGCCACGGTGGAGGCAGTCTTCTCCCG 

TGGAAAGTACATGCAGAGTGCCACAGTGGAGCAGTCTCACACCAAGTGGGTGCGCTACAATGGCCCAGTGCCCACTCCCCGACCTGGAGCGGTA 

AGCAGGGTCTCGAGCTCTGGGGAGGGCTCATCTTCTCTGGATCTCAAGGCCCCCCAAGCATGAGACCACACAGATCCTAGTGCATCCCGGCAGA 

GGGTTGCATGGCAACAGGAATCTGGGTGCTGGGCTGAGTAGCTGCCGGGCCTGGGGTGAACAGTGAAGCTGTTCCTTTCTGATCTCGTCTGTGT 

TGGGTAGCAGGCGTCACTGCATGCTGCCCGGACGAGAGAGTCTACCGCCGGGCTCCTTTGAGAAGTGGACATTGCACAATGGCAGGCTTGCTTC 

ATTTGGCATTTCCTGCAGACAAAAAAAACCTGTTTGTCAGGCTGGGCTGTCTCCTGAGGCAGCCTGTCCACTAGATAACAGGAATCATATTCTT 

TCCTCCTAGATACAGTAAATTAGTAAAGAAAATTCTAGGGTTGCCTGCATATTGTTGCCACGTGGTGGATGGGTGTGGGTATGGAGGGGCTTGG 

CTCTTGAAGCTCTCCCAGGATGGACTGTTCTGTGAGTGTCTGGCCTCGACACCTGGTTATTCTCATAACTCATAATTCAGGTGTTCAGTAAAAC 

ATGGCTAGGGAGCTGGGACCAAAAAAAAAAAACTCTTTACAACTTTTTTTTCTTTTGTGCTACCCAGAATCTGGCTTTCTCTCCTCTCTCTCCT 

CTCTCTCTCTCTCTCTCTCTCTCTCTTTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTGTCTCTCTCTTTCT 

CTGTGTGTGTGTGTCTGTATAACAATATTTAACAAGCTTCGTTTGGCATACTTTCTTCTCATAGAAAAGCTGTGAAATGAGTGCTTTTTAATCT 

GGAAGTTTGCTAAGTTTTTTCATTGGCTACTAATTCCTCTACTGATCCTGAGACAATTATGTCCCGTGGCTTTAAAAGCACAGCTCTTTGTCTC 

TGGGGAGGTCACCTTAGCCCCTGTTACTCTTTGGAGAAGTGTGACCATGGCCCTCCAGGGCTTCTCTTCTGTGTGCTCAGTTGAAGCTAAGTGG 

GCATGTGACCGCGG'TGCTTTTACCCCACAGTGTATCGACAGTGAGGCCCGGGCAGCCAACTACACCAGCTCCTTGAATCTGCCAGACAAAACAC 

TGGAGTTTGTAAAAGACCACCCTTTGATGGATGACTCAGTGACCCCGATAGACAACAGACCCAAGCTGATGAAAAAAGATGTAAACTACACCCA 

GATAGTGGTAGACAGGACCCAGGCCCTGGATGGGACTTTCTACGACGTCATGTTCATCAGCACAGGTGGGTTCCTTGGTAAGATTGGGAAATTC 

AGTTTTAGCCATCTATAGGTAGGTTTGGTCTCTCCAGGTACCAGGAAGGTTTGTGACAGCAGAAAAGGATTTCTGAGGTATCACAGCACCTGGG 

ATTATGAGTCTCTGTGGCCATCAGGCACCTGGGGCACTGGTTACTAATGCAAGTCCCAACCTGTCGTACCTGGGCTGGAGTGGAGTTAAATAGT 

CCCTGTTGTCATGGGACTAGTGGGACTGGCCTGGTATTTCCTAATTGGTAGTGGGAGACTCTGCCCCCTCCTAGGTAGGAGCCAGGTTCTGTCC 

TGCCCCGAGCTGCCTTTGGAGATGCAACTCTCTCTCAGATGTCTTCTGGGATGGGGATGGAAAGTTGGAGCATGGCAGCTGCCAGAGCCCCAGG 

GGCTACCCTTAGAGGTTCCCAGATGACTTGAACATTTTGCCCTCGTCTGCCTGCCTGGGCCCCTAACCTCCCCTGGAAGACCAGTAAAGTGCAA 

CGGCCACCTTATACTGAATGTGGCTCAGGTGTCAGGGTGTAACCTTGTTGGTGAAGGTCATTGGAATCCACCATAGGACAGGGTTGTCCTCTTC 

TGAGTGCCCCATTGAGGGGATGGCTTGAGTTATCCACGAGTGTGAGTGGTTGCCGCCAAGGCTGGAGTCTCTCTCCTAGTTTCATTTCTGTTGC 

CGGGCGTGGTGGCGCACACCTTTAATCCCAGCACTCGGGAGGCAGAGGCAGGTGGATTTCTGAGTTCGAGGCCAGCCTGGTCTACAAAGTAAGT 

TCCAGGACAGCCAGGGCTACACAGAGAAACCCTGTCTTGAAAAAACAAAAACAAAAACAAAAACAAAAAAATTAACCAGGGTGCCACCCTGGGC 

CTGTCCCTCTAGGGCCTCCTTGCTCACCTGTGTTCTGACCTTGCAGACCGGGGAGCTCTGCATAAAGCAGTCATCCTCACAAAAGAGGTGCATG 

TCATCGAGGAGACCCAACTCTTCCGGGACTCTGAACCGGTCCTAACTCTGCTGCTATCGTCAAAGAAGGTAATGTGGGTTTGGTTGGTTGGTTG 

GTTGGTTTTAGGGGTGGGGGTCAGGTCCAGGCGCTTGTCTCCCTTGTAGCTTCTCTGTGGCTAGGACTGGCTAGGATGGGTCTCTCAAGGCTTG 

GCAGCCTCTGGCCCAGGTGAACTTGGCGTACACAGCATGGGATCTGAGGCTTGGGAGGAGGCATGGGAGAGCCAGGGGCCTTGATTGTACTAAG 

CCACTGGAGCTTTTGGGAGGTCCCTAACCTGGGGAAATGTCTGTGCCTTGAACCTGAAAAAAAAATGCAGATTGTGCTGGTGGGACATGACATT 

TTGCTAATTTGTAAGGAGAAATAACAGGGGCTGGTGAGATGGCTCAATGGTTAAGAGCATTGACTGCTCCTCCAGAGGTCCTGAGTTCAAATCC 

CAGGAACCACATGGTGGCTCATAACCATCTGTAATGAGATCTGATGCCCTCTTCTGGTGTGTCTGAAAACAACTACAGTGTACTTACATGTAAT 

AAATAAATAAATCTTTTTTAAAAAAAAAAAAAGAGAACTAACAGGTCACCCTCTAGAGCTCCTGCCATACCGCCCTGTGCATCGGGCAGCCTTT 

GCAGAGGCCTCAGTCACGGGGGCTCAGCTCTGCACTGTGGCTCCCACGAGCCACGGAAACACATAGATGACCAAACCTGCCCTCGAAGCCATGC 

TATGTATTGCCCGAAGTTTTCATAAAAAGCTCCAGCCAGATGGTAGTAGTGCAAACCTTTGATCCTGGCACTCGGGAGGTGGAGGCAGGTAGAT 

CTTTGTGAGTTCAAGGCCAGCGTGGTATACATAGTGTGTTTCAGGGCAGCCAGAACTATGTAGGGAGACCGTGTGTCAAAAATGAATGAATGAA 

TGAATGAATGAATGAATGAATGAATAGGTATTTTTTAAGCCCCTAAGTGGGGTGCAGTATGGTTCATACCTCTAGTTCCAGACCTTAGAACATT 

GGAAGCAGGAAGATCAGGAGTTCAAGGCTAGTCTTAGCCATATAGCAAAGTCAAGGCCAGCCTGAGCTAAGTGAGACCCCATTGCAAAAAATAA 

AACAAGGTATATAGGAGTGAATAGAAATGGCCTGGGTGGGGCTGGAGAGATGGCTCAGTGGTTAAGAGCAGTGACTGCTCTTCCAAAGGTCCTG 

AGTTCAATTCCCAGCAACCATTGTGGCTCACAACCATCTGGAATGGCATCTCTGATGGATGCCCTGTTCAGGTGTATCTGAAGACAGCGACAGT 

GTACTCTATAAATAAAATAAGTCTTAAAAAAAAAAAAAAGCCTGGCAGTGATGGTGGCACATGCCTTTAATCCCAGGACTTGGGAGGCAGAGGC 

AGACAGGTTTCTG AGTT CAAGGCCAAC CTGGTCT AC AG AGTGAGTT CC AGGGCAGCCAGGG CTAC AC AGAGAAACCCTGTCTCAAAAAAGC AAA 

ATGAAAAAAAGAAAAGAAATGGCCTGGGAGCTGGGCTTGGTCCACTGGCTGGAACTTGTTCCTTGTCCTCTGGCCTTGGGAAGATGTGGACACC 

ACATTTTACATCTAGGATAAAACAAGGAAGTTCAGAACATGGGTTGTCTCCAAATCCTGACTACACTGCCTGCTGTCATGTTACCCTGGGCATC 

ACTATATGGTCCTCTTAAGGTGGTCTCTGTGTGTGTATGCTTTTCATTAATGTGACTGTTAAGAGGACATGTGAGCCTCCTAAGTGCTGAGGGC 

TGGCTTTGAGCAGCACAGAACCCAGGGAAAGCTAGGAGCAGGATCAGCTGCCACCTGCCCTGCTTCATGCCTGCTGGCCAAAGGTGCTCCCCTC 

CCCTTGCTAGGGCTCTGCTGTACCCCCCTGAGAAGATGGGTCCAGGGCCACACTTTTGGCTTCAAGTGCCAGTGCTAGCCTCTTGCCTCTACCC 

TTGTCTCTGATGCCTGGCTCTGGGACACTGCTGAACTGTGGCCTGGTGTGACTGTCCCCGTGGACTGCACATCTGTGGGCCCTGTGTTTCCAAT 

TCAGTTCTCTTTAAGTAGCTGGCCACAGCAGTTACCAAGGGTCCATCAGTCTCACTTACCCGTGTGCTGGGCTTCTGCTAGCACCAGGTACAAT 

GCTGGTCCTGGCTTGCACCCAGGAACATGGCACGCTCCTGTCCTGGAAGTCAGAGCGATGTTGATAGGCGTGGTCACATTGGCAGGCTGGATTC 

AGAGATGACTGATAAGGATGTGTCCTTATCACAGGTACCTACTGTCTGGCTCAAGACAAGACTGGCATTTAAAGGTTGTGCCCTGTGGATTCCA 

GCTGTAGTGCTGTGTCACTTACAGAGTCCAGGAGAGCAGTGGGGGGGGGGGGGGTCACATTAGGAGTGGGAAGCAACTGGAGAGGGCTTTTATG 

TGGTTTTCTCAAGACACAAATGAAAGTCTCTTCACCCAAGATAGAGCACCAAGGATAGACCAGTCGAGCTCAGTGAGCCAGTGAGTTTTGGGGA 

GGTAGCTACAGGGAAGAAGGAACAGGGGATTATTTACAAGCCCGTGGGTGGTTCGGAGGCAGCTGCATCCATATATCTCCCTTCACAGCTGGTA 

GGCAGCTCGGCAGGGCAGAGTCTCCTCTCTACCGCAATTGTGTGCTGCTTATATAACCTTGGGGCAGCGGGCACTTGTGAATCTTAAACCTCGT 

CAGGCTTCCTAAATTTCCTTCACTTTGAGTCTTGTGAGGCTCCCTCGGCGCTCCGGGAGGACGTGTTTCGATTGGGCAGACATAGAAACAGAGC 

TGTCTCTTCTGGGAAGAGGAGCTGCTTTGGGCGTGCAGTGTGCTTAGCCCAGCTACGGAAGGGTGGCGTCAGATCCCAGGCCCTGCAGTTCCTC 

CACTGGCGTTTGAATCCTCCTGGGACAGGGGACACCCTGCTTTTCCAAACAAGATTTGTGTCTTAATGTGCTTTTCTGTCACTGCGATAAACCA 

CTCTGACCAAAAGCAGCTTGCAGGAGGAGAAAATTTCCTTCGGTTCACACTTCCAG 

NCCCTGCCCTGCCCTGCATGGCATCACTCACCCCGTGCTCAGCAGACCAACCTTTCCTTGAACAGGCTAGCTACCTTTCCTTGAACACCTAGCC 
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TCGTGGCCATCAGGTATACAATATAAGGCTTGGGAAGAGCCAAGGTTTTGGCATTTGGTGCAAAATTTGGATCTATGCCCAGCAGAGAAGAGAG 
GAAACCCATGTATTACGTTTTCATATTTGTTATCGTTTTATTTGTAAAATGTCACCCATGGGCTCATGCGGGAATGGATTATTAAGCTTGCCCG 
CTGGCTTCTGCTTAGCTGCTATCTTATAAAGTCAGGGGTGGCATCACTCACACTGGGTTGCACCCACCCTAATTACTTAGCAAATAAGAAAATG 
GCCCACAGGCTGGGCGGTGGTGGCGCACGCTTTTAATCCCAGCACTTGGGAGGGAGAGGCAGGAGGCCAGCCTGGTCTACAGAGTAAGTTCCAG 
GACAACCAGGGCTACACAGAAACCTTGTCTCAGAAAAGAAAAAAGAAAAAAAAAGAAGAAGAAAATGTCCCACGGACATGTCCACAGGCTAATC 
TGATATAGGCAGTTCCTCAGCTGCAGTTGTCTGCCCCGCAAGTGTGGCAAGGTGACAATGAAAACCCATCAGGACACTGTCATTTAGGTCTTAG 
CGGTCGGGCCTTGTGGCCTATTGTGAGTCAGTGAGTCCTTCCCTCCATGCAGTGTTTGACTGTGCTGTCTTCCCAGGAGCTGGTGGAGAAGCTA 
GCAGCCCCTCCCAGTGCCTGAGTCCTCCTTACACTTGCCATCCGTCTCTCATACACAGGGGAGGAAGTTTGTCTATGCAGGCTCCAACTCTGGA 
GTGGTCCAAGCGCCCCTGGCATTCTGCGAAAAGCACGGTAGCTGTGAAGACTGTGTGTTAGCACGGGACCCCTACTGTGCCTGGAGCCCAGCCA 
TCAAGGCCTGTGTTACCCTGCACCAGGAAGAGGCCTCCAGCAGGTATGCCTAAGGATGGGGCTGTGTGCCTATGCCCCATGCACAAGCCATAGA 
GTAATGTGCGCCTGCTGTCTTCTAGGGGCTGGATTCAGGACATGAGCGGTGACACATCCTCATGCCTGGGTGAGTGGATCTCCTTTGCTTCCCA 
CCCCTGGGCTGGCAAAGCTCCCGGGGCGTCAGTTCCATGGTTTTCCTGTGCGGTCTGTCTTCCTTTCTCCTCTCTGAACAGAAGTCAAGTGTCA 
CGCAGCAGACCTGTGACCTCTCCTTGTGGTGAACCTGTGATGTTTCTCTGTCCCTTTGGTTACAGAAAGAGGGCTCAAAGGCACACAGGGTGTA 
TCGGTTCACTGGAAAGCACACCCTGGCCCACACCATGCTCCTCTGTTCTGCTTAGCTGGGCCCCGTAAACAAAACTGGAGGCTGCTAGGAATGA 
GAGCGAAGGAGCCCTTGGGTATGACCAGATAGCCCTAGCGTAAAAACAATACTCAGGAACAGTGTGGGACAGTGTCATGCTTCAAGATGAAAAT 
CCTACCCTAGAAAGAAGTGCCTTAAACGCTAAGGAGATGGCTCAGTTGGTAGGATCTGAGTTCGATCCCCAGAACCCATGTAAGAGCTGGGCAT 
TGGTGGTTCATGCTTGTGATCGTAGCCCCAAGGAGGGTGAGGCAGGTGGATCCCTGGAGCTTGCTAGCCTCACACAGGCTAGCCGACTTGGCAA 
GTACCAGACAAATGAGAGACTCCATCACAGAAAAAGACAAAGAGGGTAAGTGCTATCTGAGGATGATACTCAGATTTCTGGCCTCTTTCTATAT 
AAACACACATGTACGTACACACACACACACACACACACACACACACACACACAGAGCAAATGGCATCAGATTGCCTTCAGGCATGTGTAAATGT 
CACACAAATTTCATGTGTAGCTTTCAGTCCCCTTCCAAAGATAGTTGTCTCGTTTTATATATGCAAATATTTCCAAGCCCAAAGCATTTTTCAT 
CTTCCGTATTTCAGACAAAAGACACAGTTGTGGTTAGTTCTGGTGTCCTCTTGGGGCACCCCCTCCTGATGGCTGGCCATCAGGAAACGGCTGT 
GACCAGAGGTAGGC ATAGAAT CTTGCCAG AATT CT AGT CTGC CTTC CC AG C CCCGTACCCC CTTCT CTG ACTAGCC ACAT CAGAGTAAGAAGAG 
GGTCCCTGGTTGCTAGCTGGCCTGCTTTAGCCATTAGCAGAAGTATTTGTCAGCTGACTGGGTGCCACTGTGAGGGAGCTGAGCCGTGCCCAGC 
CCCTTCCTCAGCCTGCTGACCTTTCTCCAGGGCCAGGGTGAGAACAGAAATTCTCAGAGCTGTCGCCAGTTCCTTCAGTGTATGGAAGGGGGAC 
GGGGTGGGGGCTGCTGTAGGGTCATGGATGTCTTTACCTTGGTCCTGAAGATTGCACCTGGCTCCAGTGGGTGGAAGTCTCATGCCGTCCTGTG 
GGTATTAACCTGTTTTTTGAAAGCAGTCGAGCGGTCAGACGGAGTTGTTGACGGTGAGCACGTTTATTTTGATGTTCCAGATAAGAGTAAAGAA 
AGTTTCAACCAGCATTTTTTCAAGCACGGCGGCACAGCGGAACTCAAATGTTTCGAAAAGTCCAAGCTAGCCCGGGTGGTATGGAAGTTCCAGA 
ATGGCGAGTTGAAGGCCGCAAGTCCCAAGTACGGCTTTGTGGGCAGGAAGCACCTGCTCATCTTCAACCTGTCGGAGGGAGACAGCGGCGTGTA 
CCAGTGCCTGTCAGAGGAAAGGGTGAGGAATAAAACGGTGTCCCAGCTGCTGGGCAAGCACGTTCTGGAAGTGAAGATGGTACCTCGGACCCCC 
CCCTCACCTACCTCAGAGGATGCTGAGACAGAAGGTAGTAAGATCACATCCAAAATGCCGGTTGCATCTACCCAGGGGTCCTCTCCCCCTACCC 
CGGGTCTGTGGGCAACCTCCCCCAGAGCCGCCACCCTACGTGCCAAGTCGTCCTCCGGCACATCCTGTGAACCAAAGATGGTCATCAACACGGT 
CCCCCAGCTCCACTCAGAGAAGACGGTGTATCTCAAGTCCAGTGACAACCGCCTGCTCATGTCTCTCCTCCTCTTCATCTTTGTCCTCTTCCTC 
TGCCTCTTTTCCTACAACTGCTACAAGGGCTACCTGCCCGGACAGTGCTTAAAATTCCGCTCAGCCCTGCTGCTTGGAAAGAAAACACCCAAGT 
CAGACTTCTCTGACCTGGAGCAGAGTGTGAAGGAGACACTGGTCGAGCCTGGGAGCTTCTCCCAGCAGAACGGCGACCACCCCAAGCCAGCCCT 
GGATACGGGCTATGAAACGGAGCAGGACACCATCACCAGCAAAGTCCCCACGGATCGTGAGGACTCGCAACGGATCGATGAACTCTCTGCCCGG 
GACAAACCGTTTGATGTCAAGTGTGAACTGAAGTTTGCAGATTCGGATGCTGACGGGGACTGAGGCCAGCGTGTCCCAGCCCATGCCCCTCTGT 

GCCTGTGGCTCATCCCCTTTGTCCTTTTGGGAAGCAAGTATCTATTCCAGTCTCAAGTCCTGCAGTTGCTGGAGCGCTTACGCACCTGAGCCCT 
TTGTGTCCTGGGGGAGAGATGGCCACCTCCGTGGGCTGCGAAGAGCCAGCCCTTCCTCTTCCGATTCTCCTAGCAGCCACTCAGAGATAATTTA 
ATTCCAGATTGGAAACGCCCTTTTAGTTTATCAGATTGGTAACTTACATCCTGCTGCCCAGATGGCACGGACAGTTTTCTTTCACTTAATTATT 

TAATATTCATGAGAAGAGGAACATTTTCTAGATTTTTTTGTTGTTATATATTGAGATATAAAATATGGCTATGTTGCTTAAGATTCTCAGGGAT 
AGACTTATTTTTGTTAACTTCATTCTTTCCTGCTGTTAGGAACATAGGCCTAAAATTGTCTCTTGAGTTTGCTCACCCTTTTGTTTTGGTAGGG 

GCCATACATGTACAAAGTGGGTTTTGAGTGAGGGCAGGTGGCCCAGTGGCTTTGGGTGGCGACTGAGGTGGTCCCACGAGGGGAGGAGGGTTTA 
TATACGCCATGACCCTGCGGCTTCTTGGCGCCTCCTGCCCATGAGGATCACATCCTGTCTCTCCTTGCTTCCATCTCTCATCACTGCCCTTGGA 
CTTCCGCCTTGACTGTCCATGAAAGACAGAAATGGGTTGGGTAGTTGGGCTCCCAACCTCGGATGGTGACCGCAACATCCCGTGTGGGCGGCCG 
GCCGCTCCTGCAGCCCGACTCTCCTGCCAGTGTCTTTCAGGATGTCAACGGGTGGTACGATTCTGGCATTTGTTTCTCGCTCACCGTGTGTGGA 
ACACTCATTCCATGTAGAGGGTGACGAACTCTGGATTCCCCCCCACCCCCACCCCGTGCCGTGTAGACACTCATCTTCTGCATGACATGATCTA 
CCATTCGGTGTAAACATTTGTGTTTATAAGATTTACTTTGTTTTTATTTTTCTACTTGGAAGTGTACACATTTGAAAAGTACCCAAATAAACCA 
GAAGCTTTATCGTTGACTGGGCCAGCCTTTGCCTTAGTGTGGAGGCTGGGGGCGGTGGGGTGTCCTGCTGTCCCTCTGTGACGGCCCTGGGTGG 
GGGTTGGTCCTGGGATCTTGTCTGTTCTCATCCCATGTGTCGGGTTTGTTGCTTTACCTTCTCCGTCATGGGAATGGTTCTGACGACTTCTTCC 
TCAGTGCCTTCTTTTGTGTCGTCTGTCTCACAGCCTCATCTCCTAAGTCCTTCCCTCCTCCTGGCTCCTCTCTATCCTGTCTGGGCCCTGACTC 
ATCTTCTCCCAGAAGCCCTCGGCCGGGCTTGGCCTCGGGGCCCAACAGCCGTAAGCAGGTCACCTTACTGCCACCCTTCTTGAGTGACCAGGCG 
CAGAAGGTGCAGGCGCTGGGGACCTTCTACCTCTTCTGCGAGGCCACAGGTGAGTTGAGGGGCCTGAGTGTCCATGGGTGTCGCCTCGCTCTGC 
CGTTGCTCCTAGCTGTGCCTGAGGTTCAGCTGTCTGTGCTGATCCCGGGATCAACTGTCAACCGTGCAACGCTGTTGCTAGGGCTGCCGAAGGG 
GTCATCCAGCCTCTCGCCGTAAAGGTACAGGTGTTGGGTCTTCTGAGCATGTAGGCTGCTGTGCCCAATGTTGTATGTCAGAAAACTGGACCTA 
CAGGGCAGCAGAGAACCAGATGAGGCCACGATTTGCTAACCTGGGTTAGGTAGGGAATTCAAGGCCAACCCCAGGCAAGTTATGAGAACCCTGT 
CTTGG AGTTTTAAAATAGGAATTAGG ATAC ATC CAGTGGTAG AATGTGTG ACTAATGTGTACAAGGTCCC AGC C ACAG CATAAATAAATACATA 
AATGCGTGAAGTCCATAAGGTGGAGGTTTTCTCGCTCTGCTGGAGACTATCACATAAGGACATGGACTCTTGAAAGATGGTAGTTrACCCAAAC 
CATTCTTTAGCTCAGAGATACCCATAGCCCCATCTTTCCCTGTGGGCTTTGGCCTCTGCACAGAAGTGAGGAATAGAGTTGATTTCAAGACAAA 
GCAAATCCGGTTTATCTTAAAATTGCTTTTTAATTGTCGAAGCTATGGAGATCTTGAAAGTGCTATGTGTTTTGTTAAATTAGCTCTAGGATCC 
CAGGGGCCTGTGTTGTCTGCTGTGAATGCAACATGCCGTTGGCAGCTGGAGGCCCCGTGGAGGCTGTGGGAGGTGGGCAGAGGTTGCTGCAGAC 
CTACGTACCCTGAGATGTCATCAGTGAATACATGGGGCTTGATGGCCCTTTTGAGTTGCTGTCTTAACTCTGGCTGCCCAGGCTGCTGACCCTG 
GACACCTGAGCTTCAGCCCCCCTCTCCAGGTGCCTGGGTGTCCTGGTGTGTGTCACGGTGCCCAGTGATTCCCATTTTGTGCTTGCTGCTGTGG 
ACCAAGCCTTCATGTCGACACCTGTTCTTGTTCCTCAGTAAGATATTTTAAGATAGATCATTTATTTATGCATGTGTACAAATCTGTGAGGGTA 
TAAAGGGGCAGAAGAGACGCCTTGAAGCCAGAGTCACACATGATTGTACATCACCTGGTGTAGATGCTGAGGACTGAACTTGGGTTCAACTTGG 
AACCTGCGAGAGAAGCAGGTGCTCTCAACTGCTGAGGCATCTCAGCACGTCTGTAAGGGGCAAGCCATTACATTTAGGGGAGTGTTTTCCAGTC 
CCCGGTATTATTAGCAAGGCTTTCACAGGTATGGGTCCTCCGGTGTGGGAGAGGGTGAATGACTGGGGCCTTCCTTAAGGAAGATAAGACTTCA 
TTGTTAGATGCATAGAAAGTACAACATGGGGCATTTCAACAAGGGGGAATTCGAAGCCGGGAGTTGTTTGCTAAGGTGATGGGGAACCTAGGAG 
TGAGACAGGAAGGTGGGCTTCTCCAAAGACTGCTACAGGAAGCCACCAGCATGGGCAGAAGCAAAATAAAACCTCACTCACACTTGCCAGGCCT 
CTGAGGTTGGGCATGACCTGCAAGGGTAGCCTTGCCGGCAATGTTCCTACCGCCGCACTCCTCAGGTACCACGAGAGACAGGAGATGCGCTTTT 
TGAACTTTTTAGTGACCTAAGGGAACACTGGAAGCCAGGGACTGAGGAGCCATGGCTGGGGACTGTGGGGGCCGGAAGTGTGCAGGGTGTGAGT 
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GGAAACTGAAGTGGAAGAGTGAGTTCCTCTC ATGC C C CTCAGAGCGG ACTGAG CCCAGGCTGGGGAGACAG CTCACTGATTAAAGT CCTT ACTG 

TGGGAGTGTAAGGACTGGGGTTCTCATCCCCAGAGGCCCACCTAAGTGCTGGGTAGGCTTGGTGACCCACCTGTAATTCCATCTTTAGAAAGTG 

GTGATGGAATCCCCAGAGCATGCTAGCTGGCAGGATGAGCCATTTAGCAGTGCTCTGGGTTTGATTGACAGAACCTGTCACCTCAAGCCTTTGC 

ATGCATCTACACACACACACACACACACACGCACGCACGCACGCACGCACGCACGCACGCACGCACGCACGCACCAAGTCTCTGTCTTGAGCAG 

ACATGGGACCAAACCCTTACTCTCCCTTACCTACTTTCTCCTGTCCTTTTTTCCACAAACATTTGACCACACCCGGGGCCTGTCTTTTCAGTCC 

TGTCCTCCACCAAGACAAGGCACTTTAGGGAAAGGCACCGCCAGCCTGGTGATGGCTGGGTGGGCTTTGGTGGTGTGAACATGCCAGGGCCTCT 

GCTATCTTTGAGCAGGTGGCAGGTTGGGTCGGAGTTGGCAGACAATCTTATCTGAAGCAGAGGCCATGTGGTTTTGAACTCAACTCCCTGTAAC 

CTTTCTACAAAAAGCAGTGTATGTCTTTGAGGTCTGCTGAGGAGGCCAAAGCAGCTGTCCCAGGTGAGACCCCAGTTGGCTCTCCTAGCCCAAT 

GACATGGGCAGGGCAGGGCTAGGTGGGCAGAGCAAGTTGGGAGCCTTGACCTGCGTTTTTCTCTCTCCTAAAACAGCTGTTTGTATGATTTATG 

TGAGTGGCTTGGGGCTAGCTGATTAAAGGCCTAGTGCGCTGTTTTTAGAACACAAGACTTAAAGAGAGGGTGAACAGGGACTCTTCAGTCCCTT 

GGCATGTGTCCTGGTGTCCGCTCTGGCTCTGCTGGTGACTCTGAGCTATCTTGGGGGAGCCTCACCCCTCTAGAGGGTTGATTAGAGGTCAGAT 

AGACAGCAAGGCTTGTACTCAGGACTATTCTGCCCACTCCTGCTTCCACCCAGGACCTCCATGTCCTCTGGATTGGATGAGTGTTTTCCCAGTG 

TATGAGGCAATTCAGACGCCCTGTTCTGCATACCCAAGTGAGATGACCAGGGAAGACATGAAAGCTGCCCCAAGCATGGCTGTGGGGGAAGGTC 

AGGCTGCCTACAGCCTAAAGCTTGCAGGAACTCCCGTTTAGTTCCAGNNNNNN^ 

NNNNI^NNNNNNNNN^^ 

GAGCCGCTGCACTGTCTGACCTTACACTGCAGTTGCTTCCCCGTGTGCTGATATCACTGGGAGGTGCATGTTTATTCTGTGCTGCTGCCAGCTG 

CCAAAGGTTGGC ATATGTACAGC AC ATGCC ATGC C AAC AC AC AC C ACAGTGTGACATACACTACACC ACAC C ACAC ATACCACATATACCAGGC 

ACCACACATAACTCCCACCACATACTCTCCACACATAGCCCCCAACACCACACATATAATTACCCACTGCACACACAACACATTTATCCCACAT 

TT CACAT AAC CC CC AGTACCACATGCCACACGTACCACATCTT AC ATGCCAC AC ACC ATG C ACCACATATC ACAC C ATACATGCTTCCTTTGTG 

TACCACATATATAACATCACACATACCACATACACACTCCATACCATATATCATGCTACACATACATGTACACACTACGTACTGAGTCCATAAA 

CACTGC ACAC AT C AC ACAAACCCCATGTGTAGC AC AC AG CCACACC ACCACCACATCTCACCTATACC AAATACCTAC AT C AC AAGTCAC CC AC 

ACTACAAATTGCCCACACCGTAAAAGTACCACCCAATGCCATGTGCGCACAAACCCTACAAACTTAAGACACTTACCTCAGGTGCTTTACGAAC 

AGCATAAGCAAATTGCTTTTACCAAGCGGGGTTCCTAAGCAAGCACCTGTACATTTTTGGGTCCCCTCATTTAGTCCCTGTTTGGGGTATGGAT 

TCGGGGGGCCCTAAGAGAGCTGAGGAATTGGGGTAGTGGGGACAATGAAAGCTGCTTCCTTTCCGGGCCTCCTGGGTTCTGGGCAGCTTCAGGA 

TCTGGGCTCAAAGAAACTTTTGGGGCTCCTTTCTCCTAATGGGGGCCTCTGTGGTGGCCAGGTGGGTGGGGCTGGGAAAAGGGAGTCCCTGGTA 

CCTCCCTTTCTCAAGGAGGGCAGGGGCACACCAGAAAGTGGTTTCCCATATCCATGACCTTTAAGAGTGTCCTCAACCATTGGGGCACTTCCTC 

ATTCTGGTTCTTCAGGGGGTGGGTGTGTTAAAGATCACATGACCCTTATAGTGAGATGCAGAACTGGGTGGGGTGTGCCTAGGGTTCCTGCTGC 

TC CAATTTAGGAAT CC ATCATAAATGCAGAC AATG ATGTCTTG AGAG CATC AGC CTC AT CCTTGAG CAGTATCTTTAGTC C CCCCCAGAGTC CA 

GAGCCCAGCTCCCTCATTCCCAGGGCCTGTTTCAGTTCACAGTCCTAAGAAGCCACTGATGGCTACATCGTCATCTCTCAAGACTTCCAGGTGC 

AGTCCCGATTACCTGCATGATGAGGTGCCTGGGGGCAGAGACAGAGAAAGGGCCTCAAGCTTAGCCTCCCCTCACAGGTAACAGACATGCTTGT 

ACTTGGTCTAAA.TTCCAGGCTGGCCAGGGCCAAATAAGATGCCATCTGAACTAGCAGCTGTCTGGACTAATGGCATGTGACTGATGGGGGAACT 

CATGAAATCTGAGGCTACGGTATGAGAGAAGTTTCTAGAAGTTGAGGGAAGCTTTGAAAGAGCCCTTGTGGCCAGAGTGCAGACTTGTGGGGAC 

TGTGCAGCCCATGGGGATAGGTGGGTCAGAATCCTTCCCAGGAGGCTTAGTAGTCACTAACTTGATGTCAGGAAGAGCCCAGCCCGTGTGCATG 

ACTAAATACCTG ACAAAAG CG AGTCAAGGGG AGGTTTTAATTATGGTTCACAGTCTG AGTCTATGAGG AATGCAGCAGGGG CATG C ACCTATAG 

TCAGGAAGCAGTGTTGCTCAGTTTGTGTTTCAACATCCCCTCCTCTGGGGGCATCACTGTGTAGCCTTGGCTGGCCTGGAATTTTCTAGACTAC 

CACGTCTTCCAGTTCCCAGAAATCCTCCTGACTCTGCTTCCTGAATGCTAGGATTAACGGTGTGTGCCAGCCACCATGGCCAACCTCACAGGCA 

TGCCTAGAGGCACATCTCCTAGGTGATTTTAGAGTGTCTTGAGCTGACAATATCTACCATCACATGAAGGTATTTGAGGCAGGTGGCACAAGAC 

AGAAACAACTGTTAGCTTCAGTGAACCCCTAGCTAGGACATGGGTGAAAGAACTCTGGGAAACCTGTGGATGGGACGTGCCTGGGCAACTGTGA 

TGCATAGGTCCAGTTCTGGGTCCGCCACCCAGTGCCAGATGGCACAGTACTGAGGGGGTGGCACCGTCCACTGCTTTTAATGCTCCTTCTCCCT 

CTCTTTGATTTCTGCACTCAGAAGGAATTGGATAGTTAAAGAACCAACAGAGAGTAAGTACCTCTTCACCTCTCTCATGTTTTACAGTGATGCC 

ACATTTAAGTTTACAGGTGCTGTGGTGTGGGGTTTGTGGCCAATGTGACCTACATGTTTTCACCCCCCACCACAAACTTGATCTACAAACAAAC 

AACAAAAGCCCGGAGTTAGTGTTTCATGTTCATTCCTTGGTTGTAATACCTCAAGAGTTAGTTGTTCCAGTTGGATTGTAGATTGATACCCAAC 

TGCAGAGGAATGGCTAAAACAATATGGTTCCATGAAAGGCACTGAGTTGCAAAGGAAATGCTTGGCCCTAAGATCTACAGGTAACACCCAAGAT 

CCTACCAGCTCTGAATCCAAATCCACAAAGCTGCTCCTGTCCTGGATCTACACAGGCTCTGTTGTGTCATTGTTCCTTAAACTGTTTCACAGCT 

GTTTAAGTAGTGTCGGCATAGTATTAAGTACTGTAAGAAATGTAGAAATGATTCCAAGTCTCCAGGAGGAGGTACATGTAGGTTTTCTGCAAAC 

ATGTCATTTGATGTCCTCAGGGATCCCCTGCAGATACTAAGGGATGACTCCAGTTGTGCTCCCCAGTTGATGGACATCTGTATACAGATGTGTG 

TGCGTGCATGTGGATGCGTTCATATACACCTAAATACATGGAGTTGTCGGCGGCTAGAATTGAAAACACTTGAGTAGAAAGCAAATTTAAGTCC 

GCAGGGCTTGTCCACTAGTCTGCAGCCAGGTGGGTAGGCACAGGTGCTTCCGGAACACGAGACTGGCATGTTCCTGTCTTATGTATGTTTGTTT 

ACTTTTTAATTTTTTAAGTTAATTTATTTTAGAGACAGAACCTTAGCATGGATCTCTGGCTAGCCTGGAGTTATGAGACTTACTCTATAGCTCA 

GGTTGGCCTTGAACTTATGGTGGTTAACCCTCTGTCTCTGCCT(3CTGAGTACCGGGACTACAGGTGTGCTTCATCGTGCCCACTCAATTCTGTC 

TCAGTGGCATTTTTCAATTATAAAAGTAACACTTATTTATATTTGTTATTCATAAGCTCTTGGAAATTTATTTTTAAAAATTCAAGGGTCTGGA 

GAGATGCATGGGTAGTTAAGAGCACTTGTTCTTGGAAAGGACATGGGTTTGATTCCCAGCACCCGAATTGTGGCTCAGGATCCCTGCAGCTCCA 

GTT C C AGAG C ATG CC ATGCTGCCTCCTCATGCAGGTGGTGCATTGGTAAC AAGCC AG CAAAAC ACC C ATAC AC ATACAATAAAAC CCATC CCCA 

GGCTGGGAGGTATTTTAGTGGACAAAGCACATGCTGTGCGGCATGTACGTAATGCCTGGCAGGCAGTTGCAGTAGCCTACCTATAATCCCAGCA 

CTCCCAAGGTGGGAAAGGGAGATCCTTGGAGCATGCTGGCTAGCCAGTCTGGCTGATTCAATGAGCTCATAGTATACTTGAGACCCTGCTTCAA 

TATATATATATATACACAGTGCCAAGCAATAGGCGAAGACACATGGTTGACATCCATCTCCAAGCCCCACATGTATGAGTTGCATTCTGTTAAC 

CCTCTGGAGCCTCACCAAGCACTGTATGACCTACATGTTTTTCAGTTTGCTTTTTTCTGAAATCAGTTTCTCTGAGAGGGTTCTCCTGACTGTC 

AGTCACTGTAGTGGCTTCCTACCATTTGTATGTGTCGTCGTCGTCCCCACCCCCGCCCCCCGGACATTTCCTGATTGTTACTAACAGAAACAAG 

CCTGTGGCCCTCCAGTTGCATTACCGCTTTGGAGCCGTCCCTGGGATGGTCCAGTTGTATTTCTACTTGATCCAGTGTGAGAGGAAAGCCTGGG 

ACAAC AGC AC AGGGGGTC ATTG ATGAGGGAAC C AGATGATG ATGAATAG AGGGTTGGTGAAGTG AGGAGACT G C AGGCC CAAAGTTATAAACTA 

AAAATCTCTTCAAAAGTCCAGTCTGTGGGGCTGGCATGCTGTTGGTAGAATGGTCACTTAGTATGCATGAAGTCCTAGGTTAGATCCTCAGTAC 

TCCATCAACTTGTTCAGGGGTGCAGGCCTAGAACCCCAGCACGTGGGAGGTGAAGGCAGGAGGATCACAAGCGCAAGGTCATCTTTGGCTACAT 

AAAGTTCAAGGATAGCTTGGGCTACACTGAGGTCCTGTCTTAGAAAAGAAAAAATGCAACCTGTCACCTGTAACTGAGTAGTGCTAACTCCCTG 

CCTGGTACCATTCCTTCCCCAGGGCAAGTTCTCCCACCCTTGGCCACCCACACACCCTGGCATCATGGCGGGGACAATGCCAGGTGATTTTAAG 

AGTTCCCAGGTTCTGCCTTGGTGGTTGTTATTTGTTGTTATTTTTTGTTGTTTTTCCTGCTCAGTGTTTTGAGCCCAGGTGGAGATTGCTATTT 

CTTTTCTCCCCGTTTGAATGTCTCCCATCAAGCGTGCGTGTGTGCGTGTGTGTGTGTGTGTAGATGGCATGTGAAGGTGGCAGGACCTGGCTGG 

CTGGTCCTTCCTGTCCAGCTCAGCTTGGTACATCACATACCTGGTAACAGTAGCTGACAAAATGTAGCACCACGAGGCTGGTTTAAACCATTGG 

GCCTGCCCTTGCATGGCCTGAAGCTCTGGGGATCTAGGGTGAAGTCTGAGACCCAGACTATACATACCCATAAGTCAGCACTAACAGGGAAGTG 
ACCTGTTGCCATCACAGC 
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GAATTCGGCACGAGGCCATCCATGTGTGCCCGTTGCTGAAGGCCTCGGTGGCCCCTGCCCATGAGGATGTGTGCCCCCGTTAGGGGGCTGTTCT 
TGGCCCTGGTGGTAGTGTTGAGAACCGCGGTGGCATTTGCACCTGTGCCTCGGCTCACCTGGGAACATGGAGAGGTAGGTCTGGTGCAGTTTCA 
CAAGCCAGGCATCTTTAACTACTCGGCCTTGCTGATGAGTGAGGACAAAGACACTCTGTATGTAGGGGCCCGGGAAGCAGTCTTTGCAGTGAAT 
GCGCTGAACATCTCTGAGAAGCAACATGAGGTATATTGGAAGGTCTCTGAAGACAAAAAATCCAAGTGTGGAGAGAAGGGGAAATCAAAGCAGA 
CGGAATGCCTAAACTACATTCGAGTACTACAGCCACTAAGCAGCACTTCCCTCTATGTGTGTGGGACCAATGCGTTCCAGCCCACCTGTGACCA 
CCTGAACTTGACATCCTTCAAGTTTCTGGGGAAAAGTGAAGATGGCAAAGGAAGATGCCCCTTCGACCCCGCCCACAGCTACACATCAGTCATG 
GTTGGGGGCGAGGTCTACTCTGGGACGTCCTATAATTTCTTGGGCAGTGAACCCATCATCTCTCGAAACTCTTCCCACAGTCCCTTGAGGACGG 
AGTATGCCATCCCGTGGCTGAACGAGCCTAGCTTCGTCTTTGCTGACGTGATCCAGAAAAGCCCAGATGGTCCGGAGGGTGAAGATGACAAGGT 

GGCCTGCGGACTTTGCAAAAAAAGTGGACCTCCTTCCTAAAGGCCAGGCTGATCTGCTCCAAGCCAGACAGTGGCCTGGTCTTCAACATACTTC 
AGGATGTGTTTGTGCTGAGGGCCCCGGGCCTCAAGGAGCCTGTGTTCTATGCGGTCTTCACCCCACAGCTGAACAATGTGGGTCTGTCAGCGGT 
GTGCGCCTACACACTGGCCACGGTGGAGGCAGTCTTCTCCCGTGGAAAGTACATGCAGAGTGCCACAGTGGAGCAGTCTCACACCAAGTGGGTG 
CGCTACAATGGCCCAGTGCCCACTCCCCGACCTGGAGCGTGTATCGACAGTGAGGCCCGGGCAGCCAACTACACCAGCTCCTTGAATCTCCCAG 
ACAAAACACTGCAGTTTGTAAAAG AC C AC CCTTTG ATGG ATG ACTCAGTGACCC CG ATAGACAAG AGAC C C AAG CTGATCAAAAAAGATGTAAA 
CTACACCCAGATAGTGGTAGACAGGACCCAGGCCCTGGATGGGACTTTCTACGACGTCATGTTCATCAGCACAGACCGGGGAGCTCTGCATAAA 
GCAGTCATCCTTACAAAAGAGGTGCATGTCATCGAGGAGACCCAACTCTTCCGGGACTTTGAACCGGTCCTAACTCTGCTGCTATCGTCAAAGA 
AGGGGAGGAAGTTTGTCTATGCAGGCTCCAACTCTGGAGTGGTCCAAGCGCCCCTGGCATTCTGCGAAAAGCACGGTAGCTGTGAAGACTGTGT 
GTTAGCACGGGACCCCTACTGTGCCTGGAGCCCAGCCATCAAGGCCTGTGTTACCCTGCACCAGGAAGAGGCCTCCAGCAGGGGCTGGATTCAG 
GACATGAGCGGTGACACATCCTCATGCCTGGATAAGAGTAAAGAAAGTTTCAACCAGCATTTTTTCAAGCACGGCGGCACAGCGGAACTCAAAT 
GTTTCCAAAAGTCCAACCTAGCCCGGGTGGTATGGAAGTTCCAGAATGGCGAGTTGAAGGCCGCAAGTCCCAAGTACGGCTTTGTGGGCAGGAA 
GCACCTGCTCATCTTCAACCTGTCGGACGGAGACAGCGGCGTGTACCAGTGCCTGTCAGAGGAAAGGGTGAGGAATAAAACGGTCTCCCAGCTG 
CTGGCCAAGCACGTTCTGGAAGTGAAGATGGTACCTCGGACCCCCCCCTCACCTACCTCAGAGGATGTTCAGACAGAAGGTAGTAAGATCACAT 
CCAAAATGCCGGTTGGATCTACCCAGGGGTCCTCTCCCCCTACCCCGGCTCTGTGGGCAACCTCCCCCAGAGCCGCCACCCTACCTCCCAAGTC 
CTCCTCCGGCACATCCTGTGAACCAAAGATGGTCATCAACACGGTCCCCCAGCTCCACTCAGAGAAGACGGTGTATCTCAAGTCCAGTGACAAC 
CGCCTGCTCATGTCTCTCCTCCTCTTCATCTTTGTCCTCTTCCTCTGCCTCTTTTCCTACAACTGCTACAAGGGCTACCTGCCCGGACAGTGCT 
TAAAATTCCGCTCAGCCCTGCTGCTTGGAAAGAAAACACCCAAGTCAGACTTCTCTGACCTGGAGCAGAGTGTGAAGGAGACACTGGTCGAGCC 
TGGGAGCTTCTCCCAGCAGAACGGCGACCACCCCAAGCCAGCCCTGGATACGGGCTATGAAACGGAGCAGGACACCATCACCAGCAAAGTCCCC 
ACGGATCGTGAGGACTCGCAACGGATCGATGAACTCTCTGCCCGGGACAAACCGTTTGATGTCAAGTGTGAACTGAAGTTTGCAGATTCGGATG 
CTGACGGGGACTGAGGCCAGCGTGTCCCAGCCCATGCCCCTCTGTCTTCGTGGAGAGTGTTGTGTTGAGCCCATTCAGTAGCCGAGTCTTGTCA 
CTCTGTGCCAGCCTCAGTCCTGTGTCCCCTTTTTCTCTGGTTT 

MOUSE SEQUENCE - CODING 

GGGAACATGGAGAGGTAGGTCTGGTGCAGTTTCACAAGCCAGGCATCTTTAACTACTCGGCCTTGCTGATGAGTGAGGACAAAGACACTCTGTA 
TGTAGGCGCCCGGGAAGCAGTCTTTGCAGTGAATGCGCTGAACATCTCTGAGAAGCAACATGAGGTATATTGGAAGGTCTCTGAAGACAAAAAA 
TCC AAGTGTGCAGAGAAGGGG AAAT C AAAG CAG ACGGAATGCCTAAACTACATTCG AGTACTACAG CC ACTAAGCAG CACTTC C CTCTATGTGT 
GTGGGACCAATGCGTTCCAGCCCACCTGTGACCACCTGAACTTGACATCCTTCAAGTTTCTGGGGAAAAGTGAAGATGGCAAAGGAAGATGCCC 
CTTCGACCCCGCCCACAGCTACACATCAGTCATGGTTGGGGGCGAGCTCTACTCTGGGACGTCCTATAATTTCTTGGGCAGTGAACCCATCATC 
TCTCGAAACTCTTCCCACAGTCCCTTGAGGACGGAGTATGCCATCCCGTGGCTGAACGAGCCTAGCTTCGTCTTTGCTGACGTGATCCAGAAAA 
GCCCAGATGGTCCGGAGGGTGAAGATGACAAGGTCTACTTCTTTTTTACGGAGGTATCCGTGGAGTACGAATTCGTCTTCAAGTTGATGATCCC 
GCGAGTTGCCAGGGTGTGCAAGGGCGACCAGGGCGGCCTGCGGACTTTGCAAAAAAAGTGGACCTCCTTCCTAAAGGCCAGGCTGATCTGCTCC 
AAGCCAGACAGTGGCCTGGTCTTCAACATACTTCAGGATGTGTTTGTGCTGAGGGCCCCGGGCCTCAAGGAGCCTGTGTTCTATGCGGTCTTCA 
CCCCACAGCTGAACAATGTGGGTCTGTCAGCGGTGTGCGCCTACACACTGGCCACGGTGGAGGCAGTCTTCTCCCGTGGAAAGTACATGCAGAG 
TGCCACAGTGGAGCAGTCTCACACCAAGTGGGTGCGCTACAATGGCCCAGTGCCCACTCCCCGACCTGGAGCGTGTATCGACAGTGAGGCCCGG 
GCAGCCAACTACACCAGCTCCTTGAATCTCCCAGACAAAACACTGCAGTTTGTAAAAGACCACCCTTTGATGGATGACTCAGTGACCCCGATAG 
ACAACAGACCCAAGCTGATCAAAAAAGATGTAAACTACACCCAGATAGTGGTAGACAGGACCCAGGCCCTGGATGGGACTTTCTACGACGTCAT 
GTTCATCAGCACAGACCGGGGAGCTCTGCATAAAGCAGTCATCCTTACAAAAGAGGTGCATGTCATCGAGGAGACCCAACTCTTCCGGGACTTT 
GAACCGGTCCTAACTCTGCTGCTATCGTCAAAGAAGGGGAGGAAGTTTGTCTATGCAGGCTCCAACTCTGGAGTGGTCCAAGCGCCCCTGGCAT 

CCAGGAAGAGGCCTCCAGCAGGGGCTGGATTCAGGACATGAGCGGTGACACATCCTCATGCCTGGATAAGAGTAAAGAAAGTTTCAACCAGCAT 
TTTTTCAAGCACGGCGGCACAGCGGAACTCAAATGTTTCCAAAAGTCCAACCTAGCCCGGGTGGTATGGAAGTTCCAGAATGGCGAGTTGAAGG 
CCGCAAGTCCCAAGTACGGCTTTGTGGGCAGGAAGCACCTGCTCATCTTCAACCTGTCGGACGGAGACAGCGGCGTGTACCAGTGCCTGTCAGA 
GGAAAGGGTGAGGAATAAAACGGTCTCCCAGCTGCTGGCCAAGCACGTTCTGGAAGTGAAGATGGTACCTCGGACCCCCCCCTCACCTACCTCA 
GAGGATGTTCAGACAGAAGGTAGTAAGATCACATCCAAAATGCCGGTTGGATCTACCCAGGGGTCCTCTCCCCCTACCCCGGCTCTGTGGGCAA 
CCTCCCCCAGAGCCGCCACCCTACCTCCCAAGTCCTCCTCCGGCACATCCTGTGAACCAAAGATGGTCATCAACACGGTCCCCCAGCTCCACTC 
AGAGAAGACGGTGTATCTCAAGTCCAGTGACAACCGCCTGCTCATGTCTCTCCTCCTCTTCATCTTTGTCCTCTTCCTCTGCCTCTTTTCCTAC 
AACTGCTACAAGGGCTACCTGCCCGGACAGTGCTTAAAATTCCGCTCAGCCCTGCTGCTTGGAAAGAAAACACCCAAGTCAGACTTCTCTGACC 
TGGAGCAGAGTGTGAAGGAGACACTGGTCGAGCCTGGGAGCTTCTCCCAGCAGAACGGCGACCACCCCAAGCCAGCCCTGGATACGGGCTATGA 
AACGGAGCAGGACACCATCACCAGCAAAGTCCCCACGGATCGTGAGGACTCGCAACGGATCGATGAACTCTCTGCCCGGGACAAACCGTTTGAT 
GTCAAGTGTGAACTGAAGTTTGCAGATTCGGATGCTGACGGGGACTGA 

HUMAN SEQUENCE - GENOMIC 

CCTGACCCAGTCACCTCCCAAAGGCTCCCTCTCCAGAAACCATCACATTGGTGGTTAGGATTTCAACATCTGAATTTGGGGGTAATCCAGACAT 
TCAGACCATAGTATCACCTTTGAAAGACATGACACCAGGCATCCCTTTAGGGCCGCAGGGTTAACACAGTCCTCCCTGAGGGGCTGGCCAGCCA 
CTTCCCAGAACAACCCCACACTGTGCCTGGGAGCCAGTGTCCAGTAGGGAGACCGTTGGCCCCCTTAGAGGTGGCAGCAGGTCAACATTAGGCC 
AGTGGAAGATGATTATTTTTGCTAGCACTAACCTGCTTGGGCCCAAGGATGCATGCACACACCACACACCCTCCAGAAAAGACAGTATTGTCTG 
TATCCAAGTCTGAAGAATAGAGTGATGTCACACAAATGGCATGACAGTCTGCATCTCTACCATGCTGGCTGCTGCTTAGAGGGGTCCCCACTCT 
TCCTCTGAAGGGCCCTGTTCGTGCCGCCACTCTGCGTGCATCCTCATAGCGCTTGTCCTGCCGACATTGCTGATAGATGGATGCCTGTGTTCTT 
CACTCCCACCGCCCTCTGTCTCTCTCCCTGGGTTTCCCATTCTGTACATGCTGCACCCAGGGGTTTGGGAAGTGGGTGAGGGTTAGAGCATGTC 
TCTGAGATATCCTGGCTGTGGCTCGCTTGCCCCTGCAGGGATGTGGCTTGAGGGTGAAGTAGACTGGTCCTGGCAGCTGCCCTGCTGGGTGAGT 
CCGGCCCAACACAGGTCCAGGGCTAGGCATGTCCCTGCAGAGCTGGAGTGTTGGTCTCCAGGGATCCATTTTAATTCTAGGAAAACTGAAGTTG 
GAACAATAAACTGTTTATTATGCTTGTGACCTAGACAGCTCCTGAAACCCATTCCTGATTCCTGATGGGATAAGGCCATTTTATCCTCAGTTTG 
CAAGGCAGTGACATCAGCATCCTAACTGGAGGTGGGAGAGGGGTTTCTGGGGGCAGAGGACATCCCAGGGTGGGGATACTAAGGTGGCCAGGTA 
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TGTCCTCCACTGTCCTGGTTGTAGGGCCTGGAGAGACTCTAAGCTTTACCTGCCCCATCTGGGCAAACCCCTGAGATAAGAAATAAGCCAGAAC 
ACGCTCCCCCAGGCAGTAGTTTGCATGCAGTGAGGTCAGGGGTCCAGGTAATGACTGCCTATGTTAGATTGGCCAGTCCACAGCTGTCACCAGA 
GATCCCCTTTCAGTTTCCCTGGGATGCCAGCCAGGGCATTTTAATGCCAGTGTTGCATCCTGTTGCTGGCAGAAGCACTGACACCTTCCATGTG 
GTAGTGACTGGTGTCCCCTCTGTAATCTACCCTAGCTGCCAGACAGCTGATCCCAGGAAGGAGCCGAGACACGGGTGACTGGACAGTCCCCAGA 
TGGCATTTTGGTTCATGGTTCCTGCCTTACAGGACACTTGCCAGCAGTCACTATTCACATCTAAGATGCAACACTAGATCAGAATGTATGTTCT 
GCAACAGAGTGACACATGCACAGATGGACATATACACACATGCACACAGAGATGCGCACATACATGTCTGCGTACACATACACAGATGCGCACA 
CAGATGCATGCACGTATGTGCACATATAGCTGTGCACACATACATGTATATGCATACACAGATACATATGTATGGATATATGTACACAGGCAGA 
CATG C ACAGGTGCAC AC ATACATTATACACAC AC ATACAC AG ATG CC CATGC ATACAC ATATGTATAC AC ATG CAGAGATCC AAG CAG ATGC AC 
ATGCACTCACACAGGTGTACATATGTATGCACACAGACATACACATGCATGTGCAGACATGCAGACATACACATGTACACAACACACCTGTACA 
GATGTGTACAAATGTACAAACATGGATAGGTGCACATATCTATGCGGGTTCATGTGCACACATACAGAAATACAGATGCACATGCGTGCACATA 
CACAGATGCATACACACAGATGTACATGTGTCCACATATATATATACATACACGCAGACATGTATGCACAGTGGTTGCTGGGTACTCCCATTTT 
CTCTGCTGTGATCTCCTGCCTTGATTTGAAGACCCCTGGGGGTGGGAGAGCTGCCTTCTGACAAGTACTGACAGGCAAAAGAGTGTGGGGCTCA 
GAGCCCCCTTGGAGTTCCATTCTGCTGACATTTAAAGTGGGCTCGTGCACCCTCATGAACAGCCCCAATTACGTGTAAGTAATGAGAGTGACAT 
TTCACAACCCTGTCTTTCTAATGGGCTCCTGTGTCAAGTCATTCTTTCTGAATGCAAAGGGCAGCAATTTCACACTGTCAGGGCAAAATGCACA 
TGCATACAGCTCAGCTCCCAGCGGGATACCTTTGCTTCTCAGAAATGGCGAAGAAAGCCAGCAAAATGGCCTTTTTCTCCTTTTGTTTTAATTT 
AACTATTTAGAGTGAGGTCCTTAATGTAACACCCATCAATGATTATGGAGCCACTGTTCTGAAAGAACTCGCAGGGCCGGCAGATCTGTGTGAG 
TTGTGGTGTGTGCTTTGCTTAAAGCAACTTTAAAATTATATGAAACAATGCATTCTTGTTGAAAAAGGAAAAAAAAACCCTCCAGTGTCACAAA 
GAAAATGTGCAGCCCCCTCCCCCTCCCTGGGAGGAGCAGTATGTGGCATGGGGTCTGTCCTGACCTTTGGCTACTCATGTGGACTGTTTTAAAG 
GCC ATTTGAGAAGAGC AGCAGGGCCTGATTTATGC CAT CGAGAATCTGGTGTCTG CTG ATG AGATCAAT ACACTG CAGAC CTGG ATATAAATCC 
GTGCCAGGAAGCCTGGTGGTCAATCATTGTTCTCAGGGCAGGGCCTGGAAGCCAGGTGGGGGTGCCCGTGCCCTGCTGAGCTCTACATGGCAGT 
ATCTGGATTGGTCCAAGGTAAAAGCAATTAAGAAAAAGGTTTCTTTTCAACATAACCAGTTTGAGTAACCGCATAAACAGCACCAGTCCTGACA 
GTCCTTCGTAACCATTTAAAGCCACACAGGAGAACCTGCTGGCTTCCACCTGGGCACCTGCTGACACTCCTGGAAATACCTTCTCTCAGCCACA 
TTCGTTTGGGGATGGCTTTGCCATCCCTGGGTTTGGTCGTGGATACTATTACAAGATTTGTTTTCAATCTCTCTTCACTGGCGATTTTGTTTTG 

AACTAAGTCAGGGAGGCGTTTTTAGGTCCTTAGGCCAAGTGCTATGAAAACAATACCACAGAGGGGGATGGAGTGTGGGGGTCAGGGGAGGCAA 
AGGGTGACTGTGGGATGGAGCCAGCCACCAGCAGCTCCTGGGGGTAGAACAGTCTGGAAGAGGGAGCAGCAAGTGCCAAGGCTGCAAGGCAGCC 
TGAGACGGGTGGGGTGCATCGGAGGGAGGGGGCAGGAGTGGAGTGGAAGAGGCTGGCCACATTAGGTGCTGGCATTCTGCATTAAATCCTGTGC 
CACTGCCCAGCACTTCGGCTTTGCGGTGAACAATCCTATTTTTACAGCGTGTTTGAGCCCCCAGATCTGGCTGCCCTAGGGACCCAGGCTCTGC 

TGAGGAACCAGAACATGGATGTCTTTTTAAGGTTAATTCATTTTATGAGAGTAATTAATGCAGGTAATTTTAAAGTGAAGTAGTTCTTCTTTAA 
CTTGAGAGAGGAAGCAGCACTTGCTTGTCTTGTCCCTTTGTCCCTTCCCTGCTGCCCTGAGACACTGAGTTTCAACTATTTTCACTATTTTGGT 



GTCCCCTCCCTTTCCCTCTCTTTCTTCCCCCAGACCTCCAGTGGAGTTAGTTGTAATTTTTGTAATGGGGGCTATGCAACTGGGCAGTGATAAG 
TACACTCTGGTTACATTTCCATTCATGGGTCACTCTTGCTTCCCTGGGGTTAATAACTTCATTTTCTAATCTGTGTATCTGTTCTAATTCATCT 
TCAGACTCTTTGCCAGAGCCTTAAAATGCATTTCTGAGAACAAAGCCACAGATGCAATCAGTAATCCACTGTGCCTTCTCCTGCCCCGCCCCAT 
TGGAGCCTCTGCCTGCTCCCCAGCTCCCCGCTCTCTCTGCCTCTCCTCCACTCGCTTCCTAAGAAAGAAGACCTGGGAAGCAGCTCCCTTGTTT 
TGGTGGAGCAAATCCTGCAGTAGCTTTCTGAGAAAGAAGCTGAGGGAGGTAAAACATTTGAGAACTTGTAGGTTTGAAGCAGTGTTCTGTACTG 
CACTCATACTGATTGATAATTTGACTAGATGGGGAATTCTAGGTATGAAGTCATCTTCCCTGGGATTCAAAGGCGTTGCTTTGCTGCCTCCAGT 
GGGGCACTCAGAGGTAATTTCTTTGTGGCCTGTTTCTTTCTGGAAGCCTCATGTAACCCTCCTTTCAGGATGATGTGTCTGGTGTGGGCGGGTT 
CCTTTCATTCACTGTGCTCCTGGGCGCTGTTATTCCGAAAGCTCAGGTCCTTCTGTTCTAGTTATTTTCTTTTTATTACTGCTTTAATAATTCC 
TCATTTTTTTTCCCGGAGCTCCTGCCAGTTCATGTGGGACTCCTGAATGGATCGTCCAGTTGTCTGTTCCCCCTTTTTTCATCTCTGCTACGTG 
TGTAACTTCTAGGAAACCTCTTTAGTTTACTTTCCAGCCTTTCATTTCTTTCACCACATTTTACTTTTAAGCTTGCTTCCATTTTCCAGGTTGT 
GTTTCTTTGTGACTTCTTCCAGGCCCTGGCTCAACTCTGGTCTGAAATTCAAATCAGTCAGCTCTGGTGGTGTGTGACAGGGTTGGTGGTAAAC 
ACAGCCACTGTTAAAAATTAAATATGTGGACTTAAAATGAAACAAATTATATTTAAAAAGGTAAAATACTCAGAACTCATTCCTTTCTAGTATC 
GTGTGCATTCTACTGTTATCTGTGTGGTTGCAGTTACTCGCCTCTTGTATCTGAGATGGCAGTGCCATGTGCTGGGTGCTGCTGTGCACCTCTC 

cccagttcagcggcatcattctgggagctcgaaagcagcatttacaccacagaaatcagcgtgtgctgcaagctgggcaccccccaccttaccc 
caccgcccacccccactgcccaccccgtggagagccagttgttacagcttgccagcacaccgttggttactgctcacctattaatagattccaa 
agtcacctccctcctccatttttatccttaaagttcatatccttttagagtcatttcattgggtttccagagagagttgaaataaatctctgtg 
ttctcccatctcctggctctggactcttagcctggcctgaccccagcatgcttattgggatacgcagaggactgattgcagttgggggatctag 
ataggaattagatcccatgtaaaccatatctctccaacagtgatccagcatctttggtatttgacccgaaatgaactgggccttgtgggtcttg 
cgtctctgctcctagccctccggtgtgggcacttacttccttaacgtgtccaggccatgaaccctcacagaggctgcttttgtgactggcaagg 
aactcctaggcctgttccttgttgttactgattttaatagactttattttttagatcaactttaggttcatagaaaaattgagaaggtggtaca 

GAGATTTCCCATATGCTCCTTCCCCACACATGCACAGCCCCCTCATTTTCAGAATCCCCCCACAGAGTGGTGCCTTTGCTACAGTCGGTGAACC 
CACATAGGTACCTTATCACCCGACATCTGTATCTGGACATTAGGATTGCCAGTTGGTGTTGTACATTCTGTAGGCTCGGACAAATGCATACTGA 
CATGTGTCCACCGTGGTAGTATCCCTGCCAGCCTAGTTTCCCTGCCCTAAAAACCCTCTCTCTCCCCAGCCCCTGGGAACCACTGATCTTTTTA 
CTGTCTTCATGGTTTTGCCTTTCCCAGAATGTCCTATAGTTGGGATCATGCAGTATGTACTTCTACAGATTGGCTTCTTTCTCTTTAATGATAA 
GCTTTTAAAGTTCCTCTGTGTCTTTTCATGGCCTAATGGCTTATTTATTTTTAATGCTGAGTAACGTTCCCCTGTCTGGATGTAGCGGTTTGTA 
TACCCACTCGCCTGCCCCTGGGCTGTCTCCACGGCTGGCTTCCTGTGTGGTTGGCACGCCTTACCTCTGCAGGCTCCGCATCCGTCTTCAGAGC 
GCCTTCTCCCATCCCATGGCAGCTCATTGCTGTTTCTTTTGTGTGTATGGACCTTTGCCCAGCTGGGGGACATGCCACGAGAGAGGTTGTTTCT 
GCTTTATCCTTGCTGTGCACAGCTTGGCACTGGCTGGGACCTGGGTCTGGGTGTGGCTTGGAGGAGCCAATGTCAGTTCATTGGGTTTCACTGG 
GCTGGGACTGCAGCACATGGACCAGGCCACTGGTGTCCTTGCTGCATGCATGACAAGAACCCTCTCCAAGGCCCTGCCTGCCGCAGGCCTGCCT 
CCTCCTCCTCCTCCTCTAGTGGCGCGGGAGCCAGTGTGAAGTCTCTCACAATGCGAGTGTGCAGTCCTCTTCTGCTTTAAGGGATGGGGCAGCC 
TGGCCACGTTGTCACTTCTGGCTCTCACTGGCTGTATGATGTTTGTCACATGGAACGGGAGAAAGGACGCATCCTTAAAATGCCAGGGGATCAT 
TGCTCCAAAAGGAGGGGTAGCTGGTTTTTAATGGGAGCTTTTCTCTTGAGGGACTGTGGATAGCTTGTCACCACTGTTACCATCCTTTCTTATG 
TCTGTCATTGCATGCAATGAGGACTGAGAAGAGCAAGGGCAGCAGGACCCTGGAGGGGCATGGGATGTTTGTGGGTGCCAGGCCCTGGGCTGGT 
TGCTTCCACGCAGCCCCACTCCAGGGCGTGGGTTCTGTGGGGCCAGGACTTGTTTGTTCCAGGCTTAGCAGGAGCTCCATTCGTATTTGTCAGA 
G CAATAAAC ATTATTATTATCAG ATGCTAATTGATT AGTTATATATTAATATG ATTTAG C AGATAATTCTC AC AACTTTGTAGG C C AAGTAGGT 
CAACTTCTGTTTTGCAAACAAAAAGTGACACCATTATGGCAAGGAGCTGCAAATGTGCCTGGAATTCAGAAGATCTGAACCTATAATTTATTGA 
GTCTTCTTCATTGGGAGCCTATGTAGAAACCATTACTGGTTTGGGAGCTCAAAGTGGAGCAGCTTTTGGGAGCCACTCCTAATTACCAATCAGT 
TATACAGAGGAAAAGCCTCTCAGATGAATGAGACTGTGCAGTGGGATTTAGACCGGCAACTTCAGAACAGACACATCTGGAAATGTTCTAAGTG 
GTGTTGACAGGCAGGAGAGACAGCCGTTACACAGCCATGCAGAGGGGCCGAGCCCTGTGTGTTCAGGTGTAGCCAGGACAGTGCAGTGGAGGGA 
GTGTGGATGAGGAGCAGTTGGATGGAGGTAGAGTAGGGTTGTCCATGGCCTTGCTGGCCATGATGAAAATGTGGGCCTTATTCTGAGTGATGAG 
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AAGGTGTTGAAACATTTCACATGGGGAAAGGATATGATCTGGATTTATGATAAGAGCATGACTTTGGCCACTGCTACTTTGTGGCAGTGGACTG 
GAGGGAGGTTGTGTCAGTTTGGAATGGTATTTGTTGGTAACAAAAATCTGCAAGCAAGTAATTTAAAGATTTTAATAATTTTATTAGCAAGTCT 
GCATAGACTCATAGCCTAGGGTCTCATAGGCTCTTGTGGGTTTCACTTGGCCATTCTTAGAATGAGACTTTTATCTTCATGTTGACAGCATGGC 
TGCCAGAGCTCCAGCCATCACATTCTAGTTCCAGGCAGCAGCAGGAAGAGAAGGACTGAGGGAATTGCTAGCTGAATCAGGCTCCTTTAAAGAG 
CTTTCCTGGAATTGCCATCTAATAAATTCCACATACAGTTTTTTTGGCCAGAACTCTCACCAGAGAAGCTGGGAGATATAGTGAGCTGGGCACA 
CTGCCAACCCAAGTAACCTCGGAATTTTGTTAGCGAGGGTGCAGGAACATGGATGCTGGGGCAGGAAGCCAGTGATCTCTACCATGGAAGCAAG 
AGGCCAGGATGAGAGGTGAGCATTGCTCAGATGAGTGATGGTGGTGGAGATGGACAGGAGGAGACAAGCCCCAGATGTGTTTGAGGCTGAGCAG 
CAGCACCATCTATGGATTGGGGGTGGGGGTGGGGTTAGAGGTAGATGGGGTCGGCCCCTGACTGCTGGTGCTTTTTTTTAGGTGGGGACATGGA 
CTGTAGGAATTGGCTGGAAGCAGAGTGAGGTTCTGTTTCGGCTGTGTCTGGCTGGGTGTGGAAGGCGGCATGTGGAGGTGGTAGGGAGGAGTGG 
GGTTCTAGAGTCTGGAGCTCAGGGGTGTGGTTGTTCCATGACCCTCACAGGACTCGTGGATAGAAGGGGGAGCAAGGGACTCAGGGATCCCAGG 
TTGCTGTTTTGAGTGAACTGTTTACAGAAGTGTAATGTGAAAGTGCCCAATCACTGGGTGCCCAGCTCAGGAGATTCTCATAGAGTGAACCCAG 
GGGTGCAGCTGGCCCCAGATCAAGGTGCTAGACGCCCTTGGGCCAGTCCTGTGGCGGGTTACGCTGTGGGGCCCAGCAAAGGTACACCAGGACA 
GTAGCCATGCAGTCATCAGAGAATGTTGGGGACATGAGAGATGGGGCCAGGAGGCCTGTGCATGCCTGTCCCACCACCAGCCCCACAATTTCAC 
TAAGCAGCATTAAGCCTGTTCTTTTACTAAGGGCTGTTTCTTACTGGGCAAATCAGAGTGAGTTACCACCATTTCTATGGTGCATAGACTTCTT 
TAAGTGAGACTGGAAGAGCTAGCAGGGTCCCATTTGGGGCAGGAGGTCAGACACTCCTGCGTGGTGAGGCCTCACGTGCGTGTGTTTCTACAGG 
TGTACATCCGTGGATGTGTGTGTGTACATATGTGTGCGCATATGTTGTGTGTGTGCATGTGTGTGCACTCACATGTACATCTTAGCTCTCTCTG 
CAGCCTCTGGTTTTTCTGGCCGTTTCCTCGCTGAGCGTTACAAAGGCAGAGTCTCTAAGGGAAACTGAAACCCGAGTTCTCTTCCTTCATTTTC 
ATCTCATTACCAGCTGGACACAGCAGCCACACAGGAAGGAAGCTGGGCAGCGAGCCGGCCATGTGTGTCTGCCGGGTGCCCCACACCAGGTCCC 
GTCCACGTGTCTGTCCTGTGTTGTGGGCTGGTAGCTGGAGGAGCGGGAAGCACTGAGTGCTGAAGACCCTGGCTTCGCTTTCGTGTGTCCGTTG 
GGCTGTCCACTTCTAAGACTCTCTTTGTCCCGCGCTGCCTTCCGTATTCCTCAGCAGATGGACCCGGGTGAGGATCCAGGGCAAGCAGAGGGGC 
TACAGAGCAGTGAGAAGCAGGTCATCACTCACCATGGGTCCTGCCTTTTCTTTCTCATGTCCTTGCAGCATTTCTTCTGAGGCCCTGAAGAAGT 
ATCAAGTGGGCTTTGACATTGCGGTGGTGAGAGCGACCCCTCCTCACCTGGAGAACTGGGAAATGTGGATTCTCAGGGAGCGCGCTGTTCACGA 
GCTCCAGGCTGTGCTGCTGGCCCTGGTCCTGGGGCGCTGAGCCGCATCTGCAATAGCACACTTGCCCGGCCACCTGCTGCCGTGAGCCTTTGCT 
GCTGAAGCCCCTGGGGTCGCCTCTACCTGATGAGGATGTGCACCCCCATTAGGGGGCTGCTCATGGCCCTTGCAGTGATGTTTGGGACAGCGAT 
GGCATTTGCACCCATACCCCGGATCACCTGGGAGCACAGAGGTGAGTGACGAAACCTGCAGGGGTGCTGATGGCCTGGGATGGGGACCTCACTG 
CCTGGGATGCTGAGGTGGGTGGCTGGGGACGGGACAGGGACCCCAGTTCCTGGGATGCTGAGGCGGGTGGCTGGGAACGGGACAGGGACTCCAC 
TTCCTGAGATGCTGAGGTGAGTGGCTGAGGACGGGATGGGGACGCCACTTCCTGGGATGCTGAGGCGGGTGGCTGGGGATGGGATGGGGACCCC 
ACTTCCTGGAATGCTGAGGCGGGTGGCTGGGGACAGGATGGGGACTCCACTTCCTGGGATGCTGAGGCGGGTGGCTGAGGACGGGATGGGGACC 
CCACTTCCTGGGATGCTGAGGTGAGTGGCTGAGGACGGGACGGGGACCCCACTTCCTGGGATGCTGAGGTGGGTGGCTGGCGATGGGATGGGGA 
CCCCAATTCCTGGGATGCTGAGGCGGGTGACTGGGGATGGGATGGGGACTCCACTTCCTGGGATGCTGAGGCGGGTGGCTGAGGATGGGATGGG 
GACCCCACTTCCTGGGATGCTGAGGTGAGTGGCTGAGAAGGGGACAGGGACCCCACTTCCTGGGATGCTGAGGTGGGTGGCTGAGAATGGGACA 
GGGACCCCACTTCCTGGGATGCTGCGGTGGGTGGGTGGGGACGGGATGGGGACGGCACTTCCTGGGATGCTGAGGTGAGTGGCTGAGGTCGGGA 
TGGGGACTCCAGTTCCTGGGATGCTGAGGCGGGTGGCTGGGGACGGGATGGGGACTCCACTTGCTGGGATGCTGAGGCAGGTGGCTGAGGATGC 
TGGCATGTGATCTGTTGGATTCTCTGCTCTGAGAACTTTTGTCTGAGCAGACAGGCCTACTCAGCTGATCTAAGGGAGAGGGTGTGACAACTGT 
AGATACTCAGGAAGGCTCGTGCAGACCTCCTGATTTGGTTTCTGAATCTGGGGACCCCTGACAGGAAGCTTCCCTCCCTCGTACCTAGTAATGT 
TCGCGGCGTGCTGCCAAAGCACCCGCCCCACTGAGCGTCTGCTCCAGGCGCCTGAGAAGAACAGTGAGGCATCATAAGGATGCTCGTCCTACGT 
GCAGCTGAGCCTCATGCCAGCTACTTTCCTTTCCTGCTGTTTAGTTTTTTTTTAGTTATTTCTTCTCTTGGAGGATGTGTCTGGGGACCCGGGT 
TTCTGACTCAGTGGATTGAGAGCTTACACCCTGGGTCCTGAGCAAGGTGTTGCTTGCAGGTGGCTGAGAGCTGTCAGCAATATAGGCCATTGTT 
GTGCTGAGAGAGAGGACCTGCTGCCTGTGTGCATCTCTCTTCCACATGGGAAAATTAGAACAGAAAGTATGAACACCTGACTCTCTTTGTTTTT 
TCTCGAAGTCAGGGTCTGGCTCTGTTGCCCAGGCTAGAGTGCAGTGGGACAATCATAGCTTACTGCAGCCTCAATCTCCTGGACACAAGCAGTC 
GTCCCACCTTGGCCTCCCAAAGTGCTGGGGTTACAGGCGCCCGCCACCACACCTGGCCCACCTGACTCTTAAATAAAGCAGACTCTTGGTAATA 
TGTAAAAAGCCAAGGTGAAAATGCTCAAATTGTTGTCAGGACAGTTGAAGAAACAGGTCCTAAAAAAAATAATGCTGATACATTTATATTATTC 
TTAAGCAGCTATTGCTCAAATCTTCATTTTCCTAAGTAGCTATTGATACAGTAACCTAATAAGCAAAGAGACGTCACTTGTTTCTCTGTCTATA 
AGTTTGTGGTGGTGATCACTGAGAATTGCATTCGTTGATGGATATATTCTCCAAAAGAAATTTTGTGAAGATTTTGAAGTAAAACATTCTTTTC 
CTGAAT AAG AAAAT CCTAAGT CATTGTATTCCTGTACACCTAATCTGTGG ATGACAAGG CATGTAGACCAGAGTTGGGTGGGCAGAGGGTGGGA 
GCCATCACAGGAAGCATCTGGCAGAGCAGGGTTTGGGATTGTGGGATCTGAGGGAGCAGGAAGGGATGTCCGAGTCACAGCTTCAAAGTGAGCA 
CACTGGCTCCGGGCTTGAGCTCTAGGGCTGTGAGTGGTTCCCATGAGCACACCTGATGGCTACAGTGTGGGTCTGGCGTTGACTGAGGCCACCT 
CCACTGTAGCAGTGCCTGTTGCAGCAACACATGGCCCTCGAGACATGACTGCACCCAGACGTGCTCATTGTCACTGAGACAGGGACCTAGGATG 
TGCTCAGGTTTAAAAATGCTTCCATCGCTCTTTTCTTCGTCCCACTCTGACCCTGCCCTTGGATCCCACAGAGGTGCACCTGGTGCAGTTTCAT 
GAGCCAGACATCTACAACTACTCAGCCTTGCTGCTGAGCGAGGACAAGGACACCTTGTACATAGGTGCCCGGGAGGCGGTCTTCACTGTGAACG 
CACTCAACATCTCCGAGAAGCAGCATGAGGTACGTCCTGGGCTCCCCTGCATGTCCACATAGCCCAGCTTGAGTGGGCAGCCTCTCCTGGCCCC 
ACTGTGGGGCTGGGGGCTGACTTACCTGGAGCCTCCATTCTGTAGCTGTGACCATGCAGCCCCATCTTTGGGTGTCCACCAGCAGTTCACCCGG 

TGCCGAGTGCAGCTTATGCAAGGCCGGGTGTTCAGTCTTGCCTACAGTACCCTGCAGCTCCTGGGGCATTGAGGCAGATCCCGACACCACATTC 
TTCATCTGGGTATCTCTTACTGGAAAGGGCCCCTTGTCGTGCAAATAATCAAAAATAGCTTGTCCAAAATTTATATCATCATACATTCAGCCAG 
TGTTCATATTTCACCGACTCTTGTGGATGATGCTTGTTTAGTTGGTTCAAACGTTTAGTTTGAATCAGGTTGCAACCACGCTGTCCCAATCCAT 
TGCAGCTGGTCACCCTGTCCATTCAGTCTCCGCTTGTAGGAGCCAGCCTCGGTTTCCTTCCTGAGAAAGCTACTCTGCACAGCCCATCCCATGT 
CCCACTCTTCACATTGCTCCTGATTCCTCGGTGTCTTTAAACATTTTAAAAAATCAAACCGAATTTAAAATTTGATTGTAGCTCACTGCAGCCT 
CAAACTCCTGGGCTCAAGTGATCCTCTTGCCTCAGCCTCCTGAGTAGCTGGGACTGTAAGTATGTGCCACCACACCCAGCCCCACTCATGGTGT 
CTTTAGCATGCACCTCTGTCTTCACATCCCCAGCTGGGTGTCAGATCCAGGCTCATCCCTCTCAGGGCTGTGAGGCGGGCTTGTGCATGGAGGC 
AGGTGTTCCTCCTCCTCAGTCTCGGTGGCCTTTGACCAGCGAAGTCTAGATGCTCTTCTCATCAAAGATTGCAAAACGCAATGTTCTGATTCTA 
CCTCTCCTTCTGTACTTGTTAGCTGGAAATGGTATAAAAGGGGAAGTGCCCATCACCAGCTATTTTGGTCCGTAGAGGTCCCATTTCCTTTGGG 
AAATGCAGAATCGATGCTTGGAATCTTTGCCTTTATTTACCAGTTTTGAGAATAATGAGTTAATGAGTCAGTTTCCCCTCTGAAGGGCAAGAGT 
GAGTTTTTTGATTGATTTTTAGTGTCACAATGAAGTCATAGATTTAAAGATATTTGCTCTTCTTTGACCCATCACAGTGAAACACCTACCTCAT 
GCTCAAATCGTCGCATCCATGGTCAACAGCAGCCTGTTTGGGTTGGCTCCTGAGACCTCGCGGTGTGGGGTTAGTTTTCTTGCTCTCTGGAATC 
TGTTCCAGGTTCACGGTGGACATTTTCTGCCCAGATCTCTTTTTGTTTTCATCTCCAGGGTCTAGCTTATTTCTCAATTTCTGTTTGACACATA 
AATGAGCTCTGAGCATTATGCTCTGAAAACAAGTATTTGGCTGGGTGCTGTGGCTCACGCATGTTATCCTAACACTGTGGGAGGTCGAGGTAGG 
CGGATTACTTGAGCTCAAGAGTTTGAGACCAGCCTGGGCAACATGGCGAAACCCTTTCTCTACAAAAACTGCAAAAAATAGCCAGGTGTGGTGG 
CTCAGGTCTTGGGAGTCTGAGGTGCTTGGAAGTCTGAAGTGGGAGGATCACTTGAGCCCAGGAGGTCGAGGCTGCAGTGAGCTGAGATCATGCC 
ACTGC AGTC CAGCCTGGGC AACAGAG CG AG AC CCTGTCT CAAAAAAACAAAAACAAAGTATTCAG CACTGTGAGG CACTCTG AGCAG AAAGATG 
TGGTGGTCTCACCTCACTCAGCTCTTACTCTTCGCGTGTGTGTTAAATTCTCTTCCTGTGAGCGCGTTCCTGACCACACAGGCTCACACTCGGT 
CTTGGGGGAATTGTGGACAGTGTGTTTGTGCTGGCCCCACAGGTGTTCAGTGAGAGCCAGACATTGCTCTGTTAATGACACCATGGTGGTCCCT 
CGGGGTTGGGGAGAGGCTTGGGGACCTCTTATACTTAAAAGAAAAAAATAAAGAGACCCCCGCCAAGCATCAGTGAAAATCGGTGGAAACGTGA 



534 



WO 03/039484 



PCT/US02/36071 



SAGRES DISCOVERY 02-28 



TCAAGAGTCTGTTGAAGTGTACGTTCCCTTGTCCTTATGCATTTCATGCGAGTTGACGAAATCATCTGTACTTTAAATGCTGAAGGAAGTGGCT 
ATTTTAAATGAGACTCTGTTCCGCTTTTGTGTGCCCCTATCAGGACTTCCATTTCTATGAAATGACACTCCCTTAGTACTGTGTCTGCAGCCTG 
GGTGCTGTTCAGGAACTCACAGAGTTAGTTAGAAACCTAAAGTGGGGTTCCTCTCCTCATACTGTCCCTCCTAGAAGCCCTGTGTGCTTCCTAA 
CCTCTGAGTCCTGACACCTGCTACAAGCCTTTTGGTGGAGAAAAATACATTGTTACTGGTTTCTTTTGCATCAGTTATGGAACATCACAGAGAG 
AGGGGGCATTTTGGGGAAGGTGAGGGAGAGATAGATATAGAAACCTTCCCTTTTGTCTTATGTTGCTTTCTATTCTGTGGGGGCTTTGGAGGGC 
AAGGGGCTAAGG CCCCC ACC CCCTGG AAGTTTCTG ATC ACGAATTGT C C CTGGTTTGAAAGAAG AGGTGGT AGGAACATGGAT CTT ACTAAG AT 
GGTGCCTGAGCTGAGCTGGTGGTGTTAGTTCATCACTTCCTCCTGCTGCCAACATGCAAGTTTAAGGAATCGTAAATCTCCCTTTCTACTGATA 

TGCCCAGGCACACGAGGCTGGAGTGCAGTGGTGCGATCTCGGCTTACTGCAACCTTCGCCTCCCGGGTTCAAGAGATTCTCCTGCCTCAGCCTC 
TCGAGTAGCTGGGATTACAGGCGCCCGCCACCACTCCCAGATAATTTTTGTATTTTTAGTAAAGATGGAGTTTCACCATGTTGGCCAGGCTGGT 
GTGGAACTCCTGAGCTCAGGTGATGCGCCTGCCTCAGCGTCCCAAAGTGGTGGGATCACAGGTGTGAGCCACTGCGCCCGGCCTGTAGAGTCAC 
TTTGAATGGATGGAAAAAAGCCCACTTTGATGTTTGAAAATACTTATGGTTTAGGTTTTTGAAAAATAATTTAATTTTCTCCACTTTCACGAGT 
TTGATTTTTGCTGCTGTTTTATGGTGAGTGATGGAACTTTTGGAGCTGGTCTTCGAGACTCCACTGGTTTCAGGATAAGGATCACAGTGAGGAT 
GTTCATGAAGGCCCCAGGCTGCTCCCCTGCTCTCTGAACCTCCCTTGCAGTCTGAGAATTGATCATCTCAGGAGAAACCTCTAGGCTCTAAACT 
CTATCATGTGCTTTTAAAATTGTGCATTTTTATACTAGTATCTCTTTAAAAGAATATGCACTGATATGGACTCTATCCCAACAGGTGTATTGGA 
AGGTCTCAGAAGACAAAAAAGCAAAATGTGCAGAAAAGGGGAAATCAAAACAGGTAAATTTCTTTTGCAAGCTACAAAGAATCCCATTCAAGTA 
TTTCTTGGTTGTTTTAATCTACTGAATGCCAGCATGCCTGCAGTGCAGGCCAGCCTTTTCTCCAGGCTCTGTTCATTCTGCTGGGCTTGGTTTT 
GTTGTGATGCGTCTTGGAGCTCATCCCTCTATTCCTGAGTATCAGGATTGGGTTTCTCAAAGCAGGTGCCAAACATATTTGGCCTTTGAGAAAT 
ACTTTTTTAAAGTTTATATGAATTGAATGTATTCAGATGGCCTGAAACTTTGACTACAGAACACTGGTGAATAGTGAAGCCCACTGGTGAATAG 
TGCAGAAATTCAGGGTTTGTTCTGCTTCCTTGCACCCAGAGGCCTTAGGCTTGGAGGAGTTGCTAGTCATGCAGTTTTTCTCAACGCCTTCGTT 
GGACTTGCGACAGAGATGGCCCATTTATTCGGCCTGCTGTGCTCAAGCTCTTGCAGGAGGGAGCACATGAGTGAGCAAGTGTGGGATCTGGCCA 
GCTGTTTTGGGTGCCAGCAGGAGCAGGCTTTGTGTGAGCCCTGAGGGTGGCACCCAGGTTGGGGTGCCTGTGACCCCCGCAGCCCCAGAGGGTG 
CGTTACAGTGCTCTCTTATCTCTGCTCTCCATGGACAGTGGTGTGTTATAAGCTCAGTGGGCCCCTTTTCTCATTGTGTGGGACAGCTGTCCTC 
TGCCAGTGAGGGCAAAGGGCCAGTATGACAGCCTTTTTTGGGTACACACACTCAGGGTCCTGAGCTCTTGTCCGGCATCCAAGAAGAATGAGGT 
TGCATGGACACTTAAAGGATGGTGGAGTCAGAGAATTTTGTTTAGTGTTGGAAGTGGCTCTCAGCGGAGATGGGAGCTTGAGAGGGAACAGGAG 
GAGCAAATAATCTTCCCTGAAGTCTGGCCAGGTCTGGCCGGCTCTTCTCCAAAGTTAAGCCATTTCTCCAAAATCCAGCCATCCCTCTGAAGTC 
AAGTCACCTCTCTCTAGTCCAGCACCTTCTCTTGTCTATCAACTGAGTCTGGGCTCTTATAGGCACAGGATGAGGGCAGGGTGGGCTGTGGGTA 
GTTTCGGAAAAGGCAACATCTGATTGTAAAAAGATGTTCAGAAAGAACCAATCGGGAGACGGCGGGCAAACAGGGATAGAAGTTCTCAGTCTGG 
GCTGCGGGTTTTAGGCTTTTTGGCTCACATGTGGGGTTTTGCCAGGGACCTGCCCCTGTGTGCCTAGACTTTCTCTGGCTCCTTTCTGTATCAC 
TGGGACTTTTGGATTCTTGGCACACGTCCGTCCCTTTGGTCCCTCAGGCCCCTCAGTGTGGTACTCATTCAGGGAGCCCTGGGCCGAATACTCA 
TTCCCGTCTGCAGCTCTAGGTTACCCTCATCACCCTCTGAGCCATCATGTCCCTACCTGGCACTGGGCATTCTTCCTCAATGGTGGTCAAGACA 
AGCTGAGTTAAAGGCAAAAAAAGAAAGAAAACCGAAAGAAGTCTATGCTAAACTTTCTTAGCAAAATGCTAAACACTTGCACTGAAGTCTTTGT 
CTCTAAATCCAAAGTTAGATTAGGAAATGAGAGGAAAAGCAGGTGGTGCAGTGTAGCTCCGGTTTCCGGGGGTGTGCAGGTGGGTTGGGGTGAA 
TAGTGAATTACTTCCAACCAGTCTAAAAAAGAGAACTCTCCTAATCTGGGATAATTTCAGACTATAGCACATGTAACGCAAGTACTTTTAGCCT 
AAAATAGTGGGTTCTGAAATGGTATCTTTGTTTTCCTGGTTGGGCCTTTCTGATGCCAAGCCGGGCTCCAGGCTCTCCTAGTGCAGCCACTCCC 
ATGGGGGCTGGACTGGGACCCTGGGTTGGGTAGACCTAGTGTCGCTGTTCCTAGTTCTGTGCAAGTTGGAGGCAGGGTGGGGTCTCCAGAAACA 
GAGAGGAAATTCTGTAGGGTGGACACTTCTCCAGGCCTGGCAACAGAACAAGTGGTCCACGTACTTAGCAAGAGTAAAATATATTGCTTTCAAC 

ATCCTGTTTGGCACCTGAACAGCATGTGGACACTGCAGAGACACAATTACTCAGGCCAGTTTCAGCTTTAGGTTTGCCTAGGGGTGGGGTTGGG 
GTCTCAGTGAACCTTCCACTGTACGAGAACAGGCCAGTGTGTGAAGAGGAGTTGCAGAGGGTCTAGATGACAAGACAAGGCTGAGAATGCACAC 
ATGCCTCGTTGGCCTGGGGCCACCTGTGAGCTGGTGTTGGTGAATGTGGGTCTGTGGCCCTGAGATGAACGGCGTGAGCAGTTTGAATAGTGGA 
GGGCATCTGGGCTGGACGGTTGCTAATGGTGCATTTTTCTTCCCTGCAGACAGAGTGCCTCAACTACATCCGGGTGCTGCAGCCACTCAGCGGC 
ACTTCCCTTTACGTGTGTGGGACCAACGCATTCCAGCCGGCCTGTGACCACCTGGTAAGGCTGATGGGCACCTCCCTGTGGTCACGCCAGCCTG 
GTCAGCAGTTAAAGTAGAAGGGGGCTCAAAGCAGACGTAAAGCTGTCTCCACCCTAAAAAAAAATAGGATTTTCTCAGAGCCAGCTGCAGAAAA 
TGGGGGCAGCTTGTGGCCCCTCTGAAAGTCTTGCACAGCTGCTGTCAGGGGCACACAGCCCACTTGGCTCCTCTAAGTTTCGGTGTCCATGGCC 
AAGGGTGAGGCCTGGGGTGCAGCTCAAGGTGCTGGGAGCCCTTGGTGCTAGTGCAGAGCATGCCATGGAGGGGGGTGCTGGAAAGTACAGACAG 
CGTGAACATGGCATTGGGGATGTGCTGGGAAGGACAGGTAGCCTGAACATGCTATGGGGTGAGGGGACGTGCTGGAAAGGACAGACAGCCTGGG 
AGCTCTGGGCATCTGGGTCAGGTGGAAAAGTCAGGACTTGCTCCTGGCTTGTGTGTTCTTGGTTGGTGCATCTGTGCTCTGGCTGTGGGACCCA 
CCCTTCTGGTCGGCTGTGGTGTGGAGCTTGCTCACTGAACCACTCCTGGGTCCACCCACTCAGGGGCAGCAGGTCAAGTGTGCTGAGCACCTTG 
AGAAGCAAGTCCGGCCTCTGTCCCTCACCGGCTCACATCCTTGACTGCCCAGCCTGGTATCCGGCACCTCCCCCTGTGTGACGGTCCTTTCTAT 
CCAGATAATCTGATGAGCAATGTGATGATCATCAGAGAGGGAGAAGTAGCATTTTAAATAAGTCCATGTGAACATGGAAAATGAAGCACATTTT 
CTACTGTGTATCCCTGGATTTTAATGAGTCCTGATAAATGTAAAATATGCCACAGTGAAAAGCATCATTTGCTAGAACCCTAAATTAATTGGAA 
TTAAAATATTTTCCAATCTTGAGTCAGAGATAAATGACAAGACAACGTATGGCCTCATTAGAGACTTGATGAGGAAGCCTGGTATTTGCACACA 
GACGTCTGGGGTGAGATTCATAGTAGGGGTCTACCCAGCTGCCTGTAGCACAGATGCTGGCAACGAAACCTGATAGGGGGTGGGGGTGCTTTGG 
GGATAGTAAGACCCTCAGTCCTCAAAGACAGTCGTTTGTATTTACTTTTGTGCAGAAAGTACGGTTGGACCAGAAACATTTTGCACAACAAAGG 
ATTTTTCTGGCTAAACTCAATCAGAAGGTTAAAGTTCTGTCATTTAAACTTACATTCTGTAGATAGGTTAGCTGTTGAGGTTAGAGGATACTGT 

GCGATCTCGGCTCACTGCAACCTCCATCTCCTGGGTTCAAGCGATTCTCCTGCCTCAGCCTCCCGAGTAGCTGGATTACAGGCATGTGCCACCA 
CGTCTGGCTAATTTTGTATTTTTAGTAGAGATGGGGTTTCTCCATGTTGGTCAGGCTGGTCTTGAACTCCTGACCTGAGGTGATCCACCCGCCT 
TGGCCTCCCAAAGTGCTGGTATTACAGGCATGAGCCACCACGCCCCGTCAATTTTTCCTAATATTTTTAATAAAAGTTTTCACAGCTGCAGAAA 
AGATGTATCACTTGTATATCCTGGCAACCTAGATTGCACAATTGGGAGTGTGTGTGTGCACGTGTCTGTGTGCCTGTGCATGTCTATGTGTCCA 
CATGTGTGTCTGTGTACATATGTGTGCTTGCTGAACTATGACCCGTGACTCCCAAATGCCTTCACAGGCATCTCCTAAGAATAGTAACATTTTC 
CTATGTAACTTCAGTTTTATCATTATATCTAAGAAAACGTTCAATCATTCCCCAGCATCATCCAGTCTCCAGTCCCCGTTCAGATTTCCCCAAC 
AGCCCCGAAACCTCCTTTCAAGGTATGCTAAATGGTCACATCCAGTGGGGTTCACATTCCCTAACCTAACAGGTGAAGAGCTGTGTGCTGCTTT 
AACTGGCCTTTCAAGGGTGTCAGCTGCGGCCTTCCACGTGGTCTGAGCCTTCCTGCTCTGGTTCCGAGAGCGTGTTTCCAGCCAGCCTCCTGCA 
GCAGAGGTGCTGGGTGGCCTTGCCCCGCCGTGGGGCCTGCCTGTCTTCAGCATGCCCAGGCTGTTGGCTGCAAAGTGGCATCCCCACGCGTGTT 
GTGTGTGCTGTCTGGTTCCCGGGAGGCTCAGGCCCTCTGTCGTCTGTGCTGTCCAGATGGGTTTCTTCTGTCACTTGCTGGATTTTGCCTGTTT 
TTCTCCTGGATGGCCTTTCTCACTCGTTTGTGCACACTTCTCACATGTTCAGGGATGGAGACACCTCATGTGCCATTCTGTAGGCATTTCCCCC 
AGTTTGTCACATATTTAACCTTGCCGTATTATTTCCCCATGTGGAACTTTCCAGTTCTCTCTGTGGTTGGATCTGTGCATTGTTTTCCTCATGT 
GGCTGTGGGCACTCTGGCCAGGTAAAGAGAGGACCCCCAGATGGAAACGCCAGCCCCTGGTCTGTTTTAGTACAGTGCGGTTCTGTTTTTAGTA 
TTCAGATGGTTGATCCATCTGGAGTGTGTTTTGGTGGGTGGAGCGACGTAGAGATTCTGCCTGTTTATGTTTTTCTGCTTCCTATTTATTGGGT 
CACCTAGCTGCTTAGAATGCCGTCTTTATTGATGTTAAAATTCTGCTCATGGGCTTCCGATTACATACTGAGCACGTCCTGTGTTGGGTTTATC 
CTGGTGGCTTTCCAGCCCTAGAGCCATCAGCGTTGCCATTTCCATTTTGCAGATGAGTAAATTGAGGGTCTGAGATCTTGAGAAGCTTGGCCAG 
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GGCAACGGAGCAAGGGCACCAAGGTGCTGATGTCTAGACCTGAGCTGAGCAACACAAGCCCTGGCCCTAGTGGGCGGGACTCCTGTAGCTCCAC 
ACCTATCTGCTCGGCCCTGTTGGTCTTCCGAGAAGAGCAAATTTGTAAAATGAAGTGGTACAGAGACAGATTGTTACTATAGAAATTCAGCCAT 

ACCCAGCACACAGCTACACATCCGTCATGGTTGGTGAGTCCTGCCCCTCCAGTTCCTTCACCGTGAAGATTACAGTGGCATGTTAATTACCAAA 
CAGGATATTTGGATGTTCTCTGAAGTGCTGTCTTCCTTGGCTTTGTTTAAATAGGAGCTATCCTTACAAAAGGCACATGTGACTGCATAGACCC 
TTTAACTTTTGAATTCATTGTTTGCAAGGATAATAGCCGCCATGGTAAACGTCAGTTTGTATCCATTGCTGGCTCATGTCATTTGGATAATCCC 
CGCGTGCTGAGCAGATGCTCCTGTTTGAGAGTAAGGTTTTGACTGAGCCACATGCTGTCTGCAGTGGTCTCTCACCTCTGAGCAAGTGGTCATA 
GCCTGGTGTGTACCCACTGTTGCATCTGCCAGCATTTTCCTGGATGTGGGAATTCCTTGCTCATGTTTACTTATTGCCCCATGACTCTTAAAAT 
GCAGCTGAACATGGAGCATGAAATTATCCCCATCAAAGTGAGAGCACACCTGTGGTCCTAGCTACTCGGGAGGCTCAGGCGGGAGGACAGGAGT 
TTGAGACCAGCCTGGGAAACAGCAAGAACTCATCTCAAGCCAGGCTCAGTGGCTCATGCCTCGATCACTTGAGGTCAGGAGTTCAAGACCAGCT 
GGTCAACAGGGTTAAACC C CATCTCTACCAAAAAATGTAAAAATTAG CCAGAC ATGGTGGCGCGCACCTGT AGT C CAAGCTGCTTGGGAGGTTG 
AGGCAGGAGAATTGCTTGAACTGGGAGGTGGAGGTGGCAGTGAGCCAAGATCGCACCACTGCAGTCCAGCCTGGGTGACAGAGTGAGACTCTGT 
CTGAAAACAAAACAAAAAAACCTCATCTCGAAAAAGAAAGAACTAGAAGACACAGGACACCCCAAAAGTTGAGGAGACTGTCTTTCCCTTTCCC 
CAGGCAGGGACTTAATTGGGTTATAAAGGAAAACACCGTGTTGAATGTTTGTCCCAGTGTTGGTGGCATAGCCTGAGAGGTTGGTTCCCTTTTC 
CTCTTTTCTTCTGGGCCCCTGCAGATGGAGAACTTTATTCGGGGACGTCGTATAATTTTTTGGGAAGTGAACCCATCATCTCCCGAAATTCTTC 
CCACAGTCCTCTGAGGACAGAATATGCAATCCCTTGGCTGAACGGTAAGGAAGAGCAGTGCACCTTAGTGGGAGGTGCGTGTCTCCTCATGAGT 
GCACACCTGTTGATGTCTCCTTTTCTGTCTCTGAGCCCTGGGGGCCCCCGAGCTTGTGTTAGCCGCTGTTTGTGGGGGATACTTCCCAAACTGT 
CCAGCAATGGCCAGAGTCCCAGGGCACCTTGTTGGGTGTTTTCACTGGTAACAGAGTACTGTTTTAAGACAGCTCCCCACTAACCCCCCAAAAA 
TGGATTTGGGAGACTCTCATAAAATTGAGAATCTGATAGTAGATGGTAAACTAAGACTAATCAGATGGGGACATGGTATAATTTCCAGAATGAT 
ATTAAAGTGTGGCACCAACACTGGTGTGGGACCTGCCTCCGGGCCCAGCCTCTAGTGCCCGGTCAGATGGGCTCTGGGTGCCTTGTTGCTGCCA 
GCAGCACATGTCCGATGTCCGTCTTCAATGTGCAGGAAGAAGCTGGTGGCTGTTCATGGGGGCTTTTCTTGTGGGTGCCAGCCAGTAGAGCCTT 
GGGTTTTGAACCTCTTGACCTTAGGGCAGATCCCAAGACCCCAGATTCAGGGACAGTCGGCCATTCCTCAGGGTGGGGCAGGATCTGGTGGTTA 
GAGTTTGTTTATGTGAAGCATGTGTTGTTTAAACCAGGAAATGCATGCCTTACGTAGGTCTCTGATGCTGGTACCATCTGGCTCCCTGCCTTCC 
AGTCAGGAGGGCCAGCCTCAGTTCTTGGGGTGAACCTGGGTGGGATGCACTGCAGAACCACTGTCGGGGGCACCTCTCTGAGGCCGAGGAGGTC 
GGGGTAGGGCACCATCTGGGCTCAGGGCTGTCATCATCCTCAGATCCTGGAGTTTCTGTTTGGATTGTGGCATGTGCACACTCCAGACATCCTT 
GCAGGGAAGCCCTCAGGCCCCCAAGGTAGTGTTGGCCGGCCTCGTGACCTCATGGGTGCAGGCAGTCCCCCAGCTCTGTGTTCTGGGATAATCA 
CTGTCCTCTCTCTGCAGAGCCTAGTTTCGTGTTTGCTGACGTGATCCGAAAAAGCCCAGACAGCCCCGACGGCGAGGATGACAGGGTCTACTTC 
TTCTTCACGGAGGTGTCTGTGGAGTATGAGTTTGTGTTCAGGGTGCTGATCCCACGGATAGCAAGAGTGTGCAAGGTGAGTGCCAGGCACTCTG 
GCTTCGCTTGGCCCCTGCCATGGCAATAGTGTGCCTGGATGATGGGTGGCTCCTGACCTTCGTCTCAAATGTCACTTTCCCTAGCACTTTATTC 
CCTTGGGCCTCAGATGCAGCTCTCAATGGATCTTATTTCTGGGGGTTGTGGGGACTGAGGGAGTGCTGGCCCGCATGTGTGACCCATTAGCCTC 
CTCTTCTCAGGAGGTTCTTTCTTTTAATGCACCCTCTTCAAACCTCTAGCTTATAAAAAGCAAGGCTTTGTGGAATGTATTCACCAGAGTCTGT 
TGGAATTTCACCATTTGGCTCTTAATCTACCTAAGAGTGAAACATTAACCGACAGCTTAAGATTAAGAAGAGAGAACCAATACAGAAGTTTGTC 
AAAACACAAATCTTTAAGTACATTAAAAGGGGAGGGTGCCTTTAAAATGACACACTGTAGGCACAGTGCTCAGGACAAGAGAATGGCCTATGGG 
CTTGATTACAGGAAATCTCAAGGTTGCTCAGTGGCAGTTTCCAGGAGGTGGATTGTCAGGCCTCAGGGGAGCTGGGGGAAACCACATGAAACAC 
AGCCGCCATGTCCCTGGCCAGGAGCTCATGTGGGAGCAGGTAGCCATTCGTCTCTCATGGAAATTGGTAGATAGTTCTTGCGTGGCCCTTTCTC 
ATGTAGTCATGACCATCAGGACATCAGAGAAGCAGGGTTCCTTTCATGCGTATGGCGCACAAAAGTGGGTGCCTTTGACACCGTTCCCTTAACA 
GCCCCTTGCATAAGGAAGAAGGTTGGGTGATGTGCACACCTGAGTATCCACCTGGTGCTTTGCTCCCTGCCCAGGCCTTCCGTAGCCAGGGCTC 
ACTGACCAGATCGTCCAGCTGCCCCCCAGCCGTGGCTGCCATGCTGCTGTCTTGCAGACCAGGAAACCATCCTATCAACAGTATCAGTGTTGGG 
GGCAAGCCAGTGCCCCTTGAGATGGGGAGGGTGCTGCAGGGCCAGAGGTCCTGGCAGGCGTGCACAGTGGTCAGAATGCTGTCAGAGCAGCACT 
GGCCAGGGGACTCGAGCCCTCCCCTGCCATCGGGAAGCCAAGGATCAGACTTGCCTTGACCTTGACTTATTACCCAGCACTGAGGGTTTGCAGC 
AGGATCAGTGAGCAGATTCAGCGATGCACAGAGCAGGCACCTCCACCCCCGACAAGTTTCTACAAGTCTTAGGCACACTGGTGTCATCCCCTCT 

GAACCCTTCACCTGCTGCCCGTGACCTGAAAGCCACATGAGACCCCTGACGAAAAATGTGCTAGAAATTATTCTTTGCTAAAACATCAAGGAGG 
AAAATGAAGTCCTTTTATCAAAAAGAGAATTTGGGCTCCTGTAATCACACAGCAGAGATGAAGGGGGAACATTTTCCCTGTGTCCAAAATAAGT 
AAGGCTGCTTGTATTTCATATTCTTCTGCACTCAGGTTTTGTGGTTTCAGTATTTCTCTCCAGACCACACACAGTCATGTGTAGTTTATAATTG 
TGT CTTGGT CAT CGGATCCCTGAAAAGCGTTTAT AAAG AACTT AGGTTC AAAGCACTTTAGCAGATACTTTGGGTAGAAAGGAAGTGAAGGAT C 
TATTCCTTTAAAGGGAGGAAGGTTCACACATTTGCCCAAGACAGGCTGCAGGGCCGGTGGCTGTCCCCTGGAAGGAGGCTGCCGCCACTTGCCC 
CACCCAGAGCATGTTCATTGATGGGCCCTATGTCAGGAAAGTCACACAATGCCAGGGGCCTTGGCAGTTGGAAGTGTGTGAGCACGGCAGCACC 

TTAACCCAGGAGCGTTCTGGGATCCAAGCTGGAACCTGGACGTGGTGCTGCGGGCCACTCACATAATTGCGGCATCTGTCTCCTGTTGCCCGAG 
CTTTGTTTCAGTCAGGCACAGCCGCGCTGTGCTGGGCCATGGAGGGGTGCACCTCTGACCTTAGTGCTTGCTCACAGGGGATCCACTCTCGGCC 
CACCACGTCTTCTTGTTGGGGTTTTAGGGGGACCAGGGCGGCGTGAGGACCTTGCAGAAGAAATGGACCTCCTTCCTGAAAGCCCGACTCATCT 
GCTCCCGGCCAGACAGCGGCTTGGTCTTCAATGTGCTGCGGGATGTCTTCGTGCTCAGGTCCCCGGGCCTGAAGGTGCCTGTGTTGTATGCACT 
CTTCACCCCACAGCTGTAAGTGCCCTGGGTGGAGTCCCCCTCCTTGCTCCCTTGATGCCGCCAGGTGGTCCCGTCACCTCTTTCCCCTCCCCAG 
GAACAACGTGGGGCTGTCGGCAGTGTGCGCCTACAACCTGTCCACAGCCGAGGAGGTCTTCTCCCACGGGAAGTACATGCAGAGCACCACAGTG 
GAGCAGTCCCACACCAAGTGGGTGCGCTATAATGGCCCGGTACCCAAGCCGCGGGCTGGAGCGGTGAGCTGGGGCACTGGGGGCGGGCCGTGCT 
TTCCCTTCAAGGCCCAGGGCATGGAATCCAGTACAGGCACTGGGGCCTGCTCATGGGCTGGGTACCTGGCCACGCCAAGGCTCTCTGCATTGGG 
ACAGGGACGGCCGATGAGCACAGCTCATCCTTCTTCCCTTTTGCATGTTAGGTAACAGCCATTGCTACACTATTGCACAAACAAGAAGGCTGGG 
GCAGCTGTTTTGCACAATTAACATTGCATAACAATTAGGTCTGTTTCATTTTCAGTTTCTTACAGAGAAACACATGATTCCTTGGCAAAGGCCT 
CTGCACTGTCCACTAGTCAACAGGAGTCACATTTTTTCCTCCTAAATATAGTGAACTTTATGTAGAAATTGGGAATTTCCAGGCCGATTCCTTC 
CCTCACATGGGGAAATGGGTGTGACAGGCATGTGCACAGCCCTCTGTGGGGCTGTGACCTACATGGGGTGTCCTGGCCCTCAGAGTTCACTGCA 
GCACCAGCTCCCTCCCAAGGGCAGCTGTCCGTGACACCATCATGGCTCCTTCTATGCATAGCTTCGTAAAATGTGTTCACTCATGGTCACAGAT 
TTTGGTTTACACACATCAGGGAGCTAGAACAGGAAAAAAGAATCCCTCAGGCTCTTATGCTATTTTAAATTGTCCTGGTTTTAGCCATGTTTAG 
CATTGTTTTCATGAGAAAGCTGCAAATCAGTGTTCTGTTTTTTAATTTCAAAAGCTCAATAAGTGTTTTTCACTTACAAATAGATACAAATTCC 
TTCCCTGAGTATGTATCGTGAATGCAATTCTGTCTTGCAGATGTGTTTTATAACTGTGTCCTCTGCTGGCTGGGGAGAGGCCACCTTTCCTCAT 
AGTAAAGTTATTCACTGCTACCCTCATTTCAAGGCATGCATTGTGTGGTTTCCAGGTTTTGCAGCCCCCCCTGCGTTGGCTGCTTGTGTGGAAG 
CACCCGTTGCGTGGTGGGACACGAGCACGTTAACAGCGGGGATTTTCTCCCTGCAGTGCATCGACAGCGAGGCACGGGCCGCCAACTACACCAG 
GTCCTTGAATTTGCCAGACAAGACGCTGCAGTTCGTTAAAGACCACCCTTTGATGGATGACTCGGTAACCCCAATAGACAACAGGCCCAGGTTA 
ATCAAGAAAGATGTGAACTACACCCAGATCGTGGTGGACCGGACCCAGGCCCTGGATGGGAGTGTCTATGATGTCATGTTTGTCAGCACAGGTG 
G GT T C C G AGG GCTTGGCAGGCTT G AC AGTG ACAG C A CAT CTGTGTCCTCTGG TAG GAAAACTG G G AAAT C C AATT AT TCTTTCGT G AGT AGT T G 
CATTGCCTCCCTCGAGGTGACCTGGGAGGTTTGTGGGAGCGTAAGAAGATTTCTGAGAAGTCACCACACCAGGTGGCTTTCAGATCTGGGACCA 
CCAGGCTACTGGAGGTACTTGTTAAAAATAAAAATGCAAGTCCTGGCCTGTGGCTGGGCTGGGCTGGGGCAGAGGAGTACTGGCCGCCGAGGAG 
TTGGGGCAGTGCCCACGCAGGGGGCAGGTGTGAGCCACCTGGGAGGAGGCGTCAGCCTGGCGTTTCCTGACTGCTGGCAGAGGACCACGTCCCT 
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GCTTCCTGGCCGAGGAGCCAGGTTTTAGATGTGCCCTGGCATGTGGACTCTGAAATAAGCACTTCTGGAACAGGGACAGGGGCCAGGAGCCACG 
GTGGCTGGCAGCGCATTGTGGCCTGCCCTTGGAGCCTCCCAGCCAACCTCACATGCCCCCTGTCCTCACCGCGTGCCTAGGGCACTTACCAGTG 
ACACCCCGAGGGCTGGTGGAGCATGGGAGCCCCCTCATGTGGCACTTAGCCTCAAGTGTAATGTCGACTGTTGGTGAGGATTCTTGGGGTCAAC 
CATGGAACAGTTTATTTTCCTTGGAAAAAAACTGGAATAACCCATAACACTTGGGTTTCCAGTTGTCTGTTTTGCCAAAGCCTTTTCCTTTTTT 
TGTTTCTAATGCGAAATCATCATTGTTTTCTAAGTATCTGTGGAGGGAATGACTTGAGAGTGAAGAGTGTGAAGTTTGCCGCTGTGGTCACTGT 
CCTTGGTTTCTGTGTCTGGGTTAGTGTCACTGAGCTGTAGCTTTGGCCCTGCAGACCGGGGAGCTCTGCACAAAGCCATCAGCCTCGAGCACGC 
TGTTCACATCATCGAGGAGACCCAGCTCTTCCAGGACTTTGAGCCAGTCCAGACCCTGCTGCTGTCTTCAAAGAAGGTAAAGTGACGCAGGCAG 
CTGGAGCGGGGGCTTCTCCGCTCGGTGGCTTTGATTCTAGGTGACAGGAGAGTTGGCAAGCTGGAGTCGGGCTCCTGGGCAGGCCCCTCTGTCT 
GTCTGCCCTGGGTGAGCCAACCTTCAGAGTTTGACACAGAGCCATTCCGTGAGCTGTGGGATCTGAATTGGGGAAGGCAGGAAGGCAGACCTGG 
GGAGACGGGACTTTCTCTTCGAAGTTGCTGGAATGTCATTGAGTTGTTGGTGCAGCTTTACAGGCTGTGGAGAGGTGGGCACTGCTCCATGAAG 
ACACCTTTTTATGCCCTGAGCTTGGGGGGTGTGCAGACTGCATCTGTGGGATATGATAGTGATACAGCTGACTCGTCACCGTGGAAAATCCACA 
AGAGAAGTGGTTCGTCTCATCTGTAAAGGTGTCTCCACCTGTGGCTGAGACTCTGGTCTGGCCTGCAATACTCCCAAGCAGCCCTTGGCAGGGG 
TGGGTGGGCGGGCATCCACGCTGGCCTTTAGGGGGCTGCCTCCCTGGCCCTGGCTCCTAACGGGACCTCCAACCACCTTGTGGGATCCAGGCCC 
AGTCAGTCCTCTCCTCCCTCAGCTGGGAGCAACAGGCAGAGGAAGAGGGCCCCTGTCTGGCCGGGTAAGATACCTACCCTTGGCAGGTGCGTAT 
TTGCAAACACCCCTCCAGGTCTTCTGTCCTCTTCCCTCCCCTGTATCCACAAAGCTTGGGAGCCTGGGTCCTTTTACGTGGTCACCTCCCCTCT 
GCTAATGGAGAGTTCTCCCTCAGATCTGAAAGGAAAAGAGAATGAAATAGCCTGAGCAAGTTATAAGCCACTGGGTACTGGCATCTGTTCACCA 
GCCTCTCGGTCTCCAGGACACAAAGGGAGCCCTGGAGATTTGAAGGGTCGAGGCTTTAGCCACTGTGGGGCCTCACCCCAGCCTGGTTGTTGAA 
AGAAGGGGACCCAGAAGCTCTTCTGGGGCCATCGTGCTGTTCAGTGGCCTCAGCCAGACTGGGCAGGCAGCTACAACATCTCTAAAATGTGGAG 
TTCTCATTAGAATGAAGATTGGGCCCGTGGTGTGGACATTCGTGAGAATGACACTCTGTTGCAAGGGTCACTTAGGGACCCAGGCTGGTGGAGG 
CTTCCAGGGCACATGGGCACTGATCCTCAAAGGCAGAAGGGGGTAGGAAGAGGAGGGCCGCACAGAGGGGGTTACGGGTCAGTGCCCACCCGCC 
ATCTCCCAGAACTCGGTCACATGGCCACACCAGGGGAGCTGGCCACACAGGGAGCCTCGCGCCCAGGAGGAGGAGCCAGTGGGTTTGGGGAAGC 
GCTTGCTGGTCCTACTGGACCACCCGACGCGCCTGTCTCTGTAGGAGCCTCCATTCGTGGGGACGTGGCTTAGTTGCCTGGACAAGCGGAAATA 
CATCCTGCCTGCCGTGGGGTCCTGTGCCTTGTCCTTGGGCCTCAGTAGGCTCCAGGTGGGGGTGGAAGGCCCAGCTCCATGGCCATGGCAGCAG 
GAAGTGGCTGTTCAGTGGTAAAAAGACTGTGCCGCCTGACCCCATCAGGCTCTCTCACGGTGATCAGCAAATGGAGAAACGGCCAGTAGCACGC 
CCTCCCCCTGTCCTACAGCTGGGGAGGTGCGGTGTGGCTCGACCCTCACCTCCTCTCCCCTGATGAGAAGCATGGGGTTTTGCTTTTTATTTTG 
GTAAATACACATCAGATGAAATTTGCCGTGTTAACCATTTTTCATTGTGCACGTCAGTGGCATTAAGAACATTCACGTTGTTTTGCAGGCATTA 
CCACTGTCTGTCTGCAGGGTGCTTTTCATCTTCCCAAACAGAAGCTTTTTACCTGTGAAATACAAACTCTTCATTTTCCCCTCCTCCAGCCCTG 
GGCAGCCGCCATTCTGCTTTCTGTTTCTGTCTGGGTACCTCATATGAGTGGAATCACACAGTATTTATCCATTTGTAACTGGCTTATTTCACTT 
AACATAAAGTCCTCAAGGTTCCTCCCTGCTGTAGCAGGGGTCAGGGTTTTCCAAGGGTACATACTCCTCTGTCGTATGTGAATACCGCATTTTG 
TGAGTCCCGCATTTTGTGTGTGCGTTCATCCGTTGATGGACACGGTTGCTCCCACCTTCTGGCTTCTGTGAACAGTGCTGCTGTGAACGTGGGT 
GTGCAGATACCTCAAGTCCTTGCTTTCCATTCCTTGGGCGCACACAGCAGATGCGGTTTGCTCGGCCCTCTCTGAGCCCACCGAGTAGGCTGTG 
TCTGTATTTTCACCAGGACTCCTTGGGATGCTGAGCTACAGCTAGCGTGGCAGAGGGCAAGGAAGGCACTTAGACAGCTCAGTTGCCTCTGATC 
ACGTCCACCGTCACTCCAACCTGCCCTCGGGGTCTGACGCGCACACACAGCAGCAGAGACAGAGATGGGAGCATGAGAGCTGCCTGCAAGGGGA 
CAATCCTCAGGCCCAGGGAAGGCGGAGACAGGGGGCGTGGAGGGGCAGGAGTGCACAGGACAGGCTTGCTCTCAGCGGGCCTCACTCATGCTGC 
CAGGTGCCTGGTCAGGCTTTTTTTCTTTGCCTTTAAAAATTTTGTCTTGAAATAATTTTAAATTTACAGAAGAGTTTTGATGATTGCACAGAAG 
GATCTTGAGCGCCCCCACCTAGCTCCACATGTCCGATGTCTCACATAGCCAGTGTGCATTTATCTGAGCCAAGGTGCTGTCATGGTGCAGTGCG 
TTACCTGAACCCCAGACCCTGGACCCTCCTACCTCCCGCCCACCACATTCCTGGCTCAGCACCTCAGGTTGCACTGGACACTGCATCTCCTCGG 
CTTCTGCTCTGTTCCTGCCTCCCTGACCTCAGCACTCCTGGAGAGGAGTAGTCTGGTGTTTTGTGGTGTGTCTGGTGTATTCTTGTGATTATCT 
TGGGGTCGTGGTTTTAGGGGGAGCACCAAAGAGGGCGCTTTCTGGGGATGGGGCATCTGTATGACTCGCACCAGCGTGATGACCTTGGTCATTC 

AGTCATGTGGGAAACCCCCACAGTCATTCATGCTTATTTGTAGGGACAGACTTGGAGGCTACAGAAATGCCCTGTTCTGCCACGCACTGACATC 
CACATTGACCAGTGGGTCCTGCCTGCAGCAGTTACAGCTGGCTGTCCTGACGACCAGTTCCTCCTTCCCTGTCCCCTCTTCCCTTCCACAGTCA 
TCCCTTGGTCTCTGTGTGGCGTCGTTTAGTTTTTAAAGCTTAGTTTCATTTGGGCTGCAGCCCAGCCCCATCCGGGAGAAGCGGAAGCTGGGGC 
TGAGTCTCCCGCAGGGTGCAGGAGGTGGTCTGGATCCCCTTGGGACAGGCCTTGCCCCCCAGAGCCCACCCCACCCTCCACAGCTACCCTCAAG 
CCTCTCTTTGGGGTGAGGAGTCAGGCGGGCCCCACTTGGCCACCCAGGGCACCCTGCTCTGCACTGCATGGTGTTCACGCCAGCTCGCAGGTGG 
CCCCTGCGGGACCCAACAGGACCAGCTGTCCCTTGGAAGTTACCCAGCTTGGCTTTGCTGCCAGAGAATGTTTCCGCCACCTCCACAAGCCGCG 
CGATGCCCGAACTGTGATCTGGGATGTCATCCTCAATCCTTCCCACAAACGTGGCTCACACATGGGCTCATCTGCGCAGGTCTCTGCTGCTGCT 
GCTGCTGTGAGGCCAGCGGCGGGCCAGGTTCCCTGTGCTGTGTATTATCACAGTTTCCATCCTTGGGGGCTTTCCCTTTCTCTCGTGGGTCTGT 
GTCCGCACAGCTGGATGTGTGGCCTGGGGCTTCGTGTATTGGCATCAGGGCCTGTGATCTTCCAACCACACTCTGAAGTTGACTCCGAGCGTAT 
CCTCTGAGGATGAAGGTCGTGTTTCATCTGACTGTAAACCACTAAGTCATGTGTAAATTTGGGAATCTTGTATTGTTAACCAAAAGGTGTCCCC 
AGGCTGTTGAGGCAGATGCCCTGGGCAGAGGCTAGAGAGCGCGCTCCACGGGCCACCTCCAGGTCTGTTGCACGCCCCCGAGCTTCAGGTGGGT 
GCACTGCATGTGGGGCACCCTCCTTCCAGCTGAGTTCCGTTCAAAAGCAGTCAGCAGCCCTGGATGCCTGTGTGCTGGGCACTGCTGGTGCCAG 
GTGGGCTGATGGGATGGACCTGAAGCTGGTGTCACTGGGAACCAAGTGTCCCAGAAGGTGGGAGAGTCTCACCTGCCCTCTGCTGTGGGTGTGG 
CTGCTCTGGAGCTCGGAGGTTGACTTCCCGTGTGTGAGCTCTTCCCTTTTACATATAGATAAGTGAAAAGCAAAAGGCATTGTTCCTTTTTTAT 
GTTTTGTATCACGATCTCCTCATCCTTTGCATGTCGTCCGTTTGGCATGCCTGTTATGTTAGGCCTCTGGTGGATCCAGACCCTCACGAGAGGC 
TCCCCGCCCACAGGTGCTCACATTCTGGCTCGGGGGACGAGGTTGGGCTTCGAGGTGGTGTGCTTCAGCCTCTGGCTGCAGGCCCTTCTCACCT 
ATAGTGAGGCCGGGAAGATGACCGGGAGTGCCAGGCTCATGCATCCTCTGCTGCAGGGAGGAGATCTGGAGGTGGGGACTGAACAGCCTCCCCA 
GTGGCTAAGAGAAACACGTGCAGAGAAGCGCTTTGCTGGAGGGCAGGCACCTGTGGGTGCCCAGACAGGGGAGAGAGGGATTTGGACCTAAGGC 
GCAGTGAGCCCTGACATAGCACGTGGATTCTGCAGGAAGGTCACAGACCTGCCTTGTTTGCCTCTGGTTCTGAGTACCTCTCCTCCTTACTGCA 
ATGTCCCCTGAAGGTACACTCTGGCTGGTTCCCACACACTGGTGCAGAAGCAGAGGCCATGCTCCTGGATGCCTGCTTGCCTGATGCTAGTTCT 
TCTCTGTCTCATACACGCAGGGCAACAGGTTTGTCTATGGTGGCTCTAACTCGGGCGTGGTCCAGGCCCCGCTGGCCTTCTGTGGGAAGCACGG 
CACCTGCGAGGACTGTGTGCTGGCGCGGGACCCCTACTGCGCCTGGAGCCCGCCCACAGCGACCTGCGTGGCTCTGCACCAGACCGAGAGCCCC 
AGCAGGTATGGGGCGGGATGCGCTGCCTGGGGATGTCCGCCATGTGTGTGGGTGAATAACACGTGCCGGTTG7?TTTGCAGGGGTTTGATTCAGG 
AGATGAGCGGCGATGCTTCTGTGTGCCCGGGTGAGTGACTGCTCGACGTCCCATTTCCTTTGGGAGTGGCGAGGTCTTGTAGCCATTTCACGGT 
GCTTCAGTTGTGTGGCATTTGTGTGTGTTTTGTTTTTCTTTCTCCACTCGGAACAGAGGTCAAGTGTTCTGTAGCAGACTCGTGGTCTTCTCTG 
TCTTTTTTTCTTGCCGAAAGAGTACTTGAAGCCAGTTAGAGTGTATCTGCTTACTGGGAAGCAGTCTCCTTCCAAAACCATCCTGTTTTCTTTC 
TGCTTAGCTTGGGGCTCATTAAGCAAAACCTAAGCCTGTTATAAATGGGGAGAAAGGAGCCCATGAGTGATTAATCCTCAGGCAGTGTAAGGGC 
TGGGGTGGTGTTTCCCCTGGGGCTCCCAGCTGGGATTGACCCGCCTGTGGATGTCTGAAATAGCACCACACCCAGAGGGAGGGGTGGCATCAGG 
CCAGATGCCCCTTCCCCAGCAGCCACCTTGCAGGGTGCTAAAGGCAGACTTGACCCTCAGTTCTGTGTCTTCCTGACCCTGACAAGACAGCTGT 
CATCAGACTAAGAAAGGTTTAGGCAGCTGGGCATGGTGGTACACGCCTGTAGTCCCAGGTACTAGGGAGGCTGAGGCAGGAGGATTGCTTGTGC 
CCAGGGGTTCAAGGCTCAGTGAGCTTATCATGCCACTGCACTCCAGCCTGGGGTGACAAAGTGAGACCCAGACTCTAAAAAGAAAACAAAAGCT 
GGCCGGGCACAGTGGCTCATGCCTGTAATCCCAGCATTTTGGGAGTCTGAGGCAAGAGGATCACTTGAGCTCAGGAGTTCGAGACTACCCTGGG 
CAACGTGGTGAGACCCTGTCTCTACAAAAAATACAAAAATTAGCCAGGCCTGGAGGTGGTCACCTGTAGTCCCAGCTACTCTGGAGACTGAGGT 
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GGGAAGATCCCTTGAGCTGGGGGGGTTGAAGCTGCAGTGAGCTGTGATTGCACCACTGCACTCCAGCCTGGGCAACAGAGCCAGACCCTGTTTC 
AAAAAAAAG AAAAAAAAG AAAAGTTTAGGC AGGAGGAGAGTGCTG AGATGCACTG AAAGGCCAGTCTTC CTTG CAGC CATTAG CAG AAGCGTCT 
CGTGTCTGATTCAAAGAGCTGACACTAGGCACAGAACTGGCCTCTGCTCAGCTTCCCCAGCCTGACGGGTTTTCTTCTGGGACACGGGTGAGAA 
ATGGGATTTCTGCTGCTCAGAGCTGCCTCCAATTTCTTTGTCCCCATGGGCTGTCATCCAGGGCTCATCTTTGCTTTTTGGTCACGCATGTCTT 
TATCTCCTTAGTTGTTCTGGAAGATTCCATGTTGCTACAGTGGGTGAAACTCTTGCGTCATCTTGTGGGTATTTTAAAGAAGTTGTTAAATAGC 
AAATGGGGATTGTTGACGCTGTGCACGTTTATTTTGATGTTCCAGATAAAAGTAAAGGAAGTTACCGGCAGCATTTTTTCAAGCACGGTGGCAC 
AGCGGAACTGAAATGCTCCCAAAAATCCAACCTGGCCCGGGTCTTTTGGAAGTTCCAGAATGGCGTGTTGAAGGCCGAGAGCCCCAAGTACGGT 
CTTATGGGCAGAAAAAACTTGCTCATCTTCAACTTGTCAGAAGGAGACAGTGGGGTGTACCAGTGCCTGTCAGAGGAGAGGGTTAAGAACAAAA 
CGGTCTTCCAAGTGGTCGCCAAGCACGTCCTGGAAGTGAAGGTGGTTCCAAAGCCCGTAGTGGCCCCCACCTTGTCAGTTGTTCAGACAGAAGG 
TAGTAGGATTGCCACCAAAGTGTTGGTGGCATCCACCCAAGGGTCTTCTCCCCCAACCCCAGCCGTGCAGGCCACCTCCTCCGGGGCCATCACC 
CTTCCTCCCAAGCCTGCGCCCACCGGCACATCCTGCGAACCAAAGATGGTCATCAACACGGTCCCCCAGCTCCACTCGGAGAAAACCATGTATC 
TTAAGTCCAGCGACAACCGCCTCCTCATGTCCCTCTTCCTCTTCTTCTTTGTTGTCTTCCTCTGCCTCTTTTTCTACAACTGCTATAAGGGATA 
CCTGCCCAGACAGTGCTTGAAATTCCGCTCGGCCCTACTAATTGGGAAGAAGAAGCCCAAGTCAGATTTCTGTGACCGTGAGCAGAGCCTGAAG 
GAGACGTTAGTAGAGCCAGGGAGCTTCTCCCAGCAGAATGGGGAGCACCCCAAGCCAGCCCTGGACACCGGCTATGAGACCGAGCAAGACACCA 
TCACCAGCAAAGNNNNNl^^ 

CAGACGCAGATGGAGACTGAGGCCGGCTGTGCATCCCCGCTGGTGCCTCGGGTGCGACGTGTCCAGGCCGTGGAGAGTTTTGTGTTTCTCCTGT 
TCAGTATCCGAGTCTCGTGCAGTGCTGCGTAGGTTAGGCCGCATCGTGCAGACAACCTCAGTCCTCTTGTCTATTTTCTCTTGGGTTGAGCCTG 
TGACTTGGTTTCTCTTTGTCCTTTTGGAAAAATGACAAGCATTGCATCCCAGTCTTGTGTTCCGAAGTCAGTCGGAGTACTTGAAGAAGGCCCA 
CGGGCGGCACGGAGTTCCTGAGCCCTTTCTGTAGTGGGGGAAAGGTGGCTGGACCTCTGTTGGCTGAGAAGAGCATCCCTTCAGCTTCCCCTCC 
CCGTAGCAGC C ACTAAAAG ATTATTTAATT CC AG ATTGGAAATG AC ATTTTAGTTTATCAGATTGGTAACTT ATCGC CTGTTGTC CAG ATTGGC 

TGTTAATATTTAGAAG AAGATGTAT ATCTTCCAG ATTTTGTTATATATTTGG C ATAAAATACGG CTTACGTTGCTTAAG ATTCT C AGGG ATAAA 

TTTTAACTTTATTCCTTGAGGGAAGCATTGTTTTTGGAGAGATTTTCTTTCTGTACTTCGTTTTACTTTTCTTTTTTTTTAACTTTTACTCTCT 
CGAAGAAGAGGACCTTCCCACATCCACGAGGTGGGTTTTGAGCAAGGGAAGGTAGCCTGGATGAGCTGAGTGGAGCCAGGCTGGCCCAGAGCTG 
AGATGGGAGTGCGGTACAATCTGGAGCCCACAGCTGTCGGTCAGAACCTCCTGTGAGACAGATGGAACCTTCACAAGGGCGCCTTTGGTTCTCT 
GAACATCTCCTTTCTCTTCTTGCTTCAATTGCATACCCACTGCCTGCCCAGACTTTCTATCCAGCCTCACTGAGCTGCCCACTACTGGAAGGGA 
ACTGGGCCTCGGTGGCCGGGGCCGCGAGCTGTGACCACAGCACCCTCAAGCATACGGCGCTGTTCCTGCCACTGTCCTGAAGATGTGAATGGGT 
GGT ACGATTTCAACACTGGTTAATTTC ACACTCCATCTC CC CG CTTTGTAAATACCC ATCGGGAAG AGACTTTTTTTCCATGGTGAAG AG CAAT 
AAACTCTGGATGTTTGTGCGCGTGTGTGGACAGTCTTATCTTCCAGCATGATAGGATTTGACCATTTTGGTGTAAACATTTGTGTTTTATAAGA 
TTTACCTTGTTTTTATTTTTCTACTTTGAATTGTATACATTTGGAAAGTACCCAAATAAATGAGAAGCTTCTATCCTTGATTTGGGGAAGACAT 
TCCTTAGCGGAGGCTGTGCAGCCTCCCGCCCCTGCATGGCCCAGGCGGGACAGCTGGGCTCGCTCTTTTCTGTCCGTTTCCTGCTGTGTTTTGC 
CCTCTCTGGCCTGTGACGTGCTCCTGGCGACTTCTTCCTCAGTGCCCTCTCTTTTCTGTCCTCTCTGTCTCACAGCCTCGTCTCCTAAGCCCCT 
CCCTCCTCCTGGCTCCTCTTCCCTGTCCTGTCTGGGCCATGTGGGGGACAGGAGGCTTTCCTCTCCCTGGACCCCCTGGCCAGCCTCGGGTGCG 
GGGCCCGACAGCAGCTCGAGGGTCTCCTTGCTGCCGCCCTTCCTGAGTGACCAGGCACAGCACGTGCACGCCCTGGGGAACTTCTACCTCTTCT 
GCCAGGCCACAGGTGAGTTGGGCCCTCTCTGTCCCCTGTGCCCTGTCCATCTGTCTCCTCCCACAGGTGGGGGGCGGGCGGGGGCATCCTCCAC 
ATCCCTCCACATGTTCCTTTACCTTCCTTATCTGTCCTGGCTGCGTCCCTCGGGTTGAGCCGTTTCACGCTTTCATTGTGGGTCCATCCCGAGG 
GAAACTGTAGACAGTGTGAAGCCACTTCTAGTGTACAGGGGTCAACCAGTGTTTTCTGTAAAGGGCTAGATATTTAGGCCTTGTGGGCTGCAGG 
CTGTGTCACAGCCACTAAGCTCTGCTGTTGTATTGTAAAACCAGCCATAGTCAATACACAACGAGTGGTCAGGGCTGTGTGCCAGTAAAACTTT 
ATTTATAAAAATGCACGGTGGGCCAGATTTGCCCCAAAGGCCCCAGTTTCCCAACCTGTGGTATATAGGATTGCTTCTCCCTTAAAAAAAAAAA 
AAATTTCAAGAGACAGGGTCTCCCTCTGTCACCAAGGCTGGAGTGCAGTGACACAATCATAGCTCACTGCAGCCCCTGCCTCCTGGGCTTAAGC 
CATCCTCCTGCCTCAGCCTCCAGAGCCAGAGTGCTTCTATTTCTGCTAACAATTTGGAGGTTGATATACGTGGTATTTGGAAATTTTAAAAAAT 
TAAGAGCTTCCAGAATGGGAGTTGTTTTAATGACTTGCTTCGTGGTATTTAAAAGCGGAAAAGATTGGCGGGCATAATCCCCCTGCTTTGGGAG 
GCCAAGGCAGGAGGATTGCTTGAAGCCAGGAGTTTCACAGCAGCTTGAGCAACATAGCGAGACCTGATCTCTACCCAAAAATGTGAAAAAAACT 
AACCAGGCTTGGTGGCACGTGCCTTGAGGATTGTTTGAGCCCAGGAGTTTGAGGTTACAGTAAGGTATGATGGTGCCACTGCACTCCAGCCTAG 
ATC ACAG AAC AAGACCCTGTCT CAAAAAT C ATCATC ATTATAAAAACAG AAAAGATTGAG AG ACTAGTGT ACT CCT CTGGG ACCTGGAGGC ATT 
TGCCCTGGATTGGAAAATACTCGGATGGGATATCTGCTCTTGAAAGATAGTAGATGTCCAGAACCACACTTCAAAGATGTATCCTGTGCTTCAG 
GCAGTGCGTGGTAGCCCTGGTGGCCCCTGTGTTGTCATCTGACTGATCAGTAGATACAGAAAGAAAGGAAGTGGCCTGTTAGAGCCTGCCCCGG 
GGG AGGGATGAAGTT AATG AAGAGG AAAAGC AAAC C CAATTG CTCT CTTTTT AAAC ATGTTAAAC AC ACTGTCAGTAGCT C CTG AG AGTTTTAA 
GGTGCTGCCCTCTCCTGTTAAACAAGCTCTGAGAGCCCCAGGTGGCCCATGTCTGCTGAGGCCAGAATGTCCCTTGGC^ 

GAAGCTGCCGGTGAGCATGGAGCACTGTGGAGACGGAGCTTTGCTAGGCTGGCTTGTGTGGTTCCTGCCCTCCACTGGGTGCTACGGACCAAGG 
GCTGTGCTGAGCCCCCTGTGGCCGCTCTCACAGCTGAATGGTGCTCCTCGGCCAGCTAGTTTGCCTTGGTGCAGGCATCCCAGAGGACTTCATG 
TCTCCATGGAGACTGTGTCCTGTCGCAGCACTGGGGTCCTTCAGGCAGACTCAGGAAGCTCCTCCTCGGTGGGGAGG CTGGG AAGCGGGCGGGT 
CTCTATGAACTGGCCGTGGACCCAGGGCTCCTTTGCGGGCAGATGCAGGCAGGCTGTATGGTCAGGCAATGTTGGTTGGTTATTTATTTATTTA 
TTTTTGAGGCAGAGTCTTGCTCTGTTGCCCAGGCTGGAGTGCAGTGGCACGATCTTGGCTCACTGCAAGCTTCGCCTCCCAGGATCAAGCGATC 
CTCCTGCATCAGCCCCCCTAGTAGCTGGGATTACAGGCACACCTCACCATGCCCAGCTAATTTTTGTATTTTTAGTAGAGACAGGGTTTCGCCA 
TCTTGGCCAGGCTGGTCTCAAACTACTGACCTCAGGGGATCCACCTGCCTTGGCCTCCCAAAGTG CTGGG ATTACAGGCATGAGCCACCATGCC 
CGGCTGCTGTTACATTTTTAAATGTGAGGCTCCAGGTGTACCCCCTGTAGCTAGGCAGGCATACACACAAGCCCCTGGGGTCAGCAGGGAATGA 
AAGATGGGTGCCCAGGGAGAAGGGACATCACTGTTACAGCAACAGAAACCACCCCAGATATTTCAACCACAGGGCATTTAACACAGGGAATTGG 
TTACAAAGGTG ATAGAAGGG CTGGGAACAGTGGG AAGGTGAGGTTT C CATT ATCAGCC ATGGGCAGGAAGAGTG AAGTGTC AAACACTC AGT CT 
CACTTGCTGTGCCACCGAGGCTGTGGCCGTGTGATCTGCAGCCTCTCCCTGCCCGCCACACTGCCTTCACTGCTGGAGGTCCTACTTGAAGCCA 
CAAAAATGTTTCTTCCTTCCAACTTCCTGTCTCCTGTCAATGACTCCCATGGCCAGACCTAACAGAAAGCTGGCGGTCACAGATGGATATGGGG 
AATGTAGCTGTGGGCTTGCAGCAGTGTGGCCAGGAGTAGTGTGTAGAGGGTAGGGGAGCTGAGGGAGGAGGGCAGTCCTTTGCCAGTGCTCAGG 
ATGGACTGAACAGATTGAGAACTGAGGCCCCCAGCCCTCCGCCACCCCCTTTTCACGTGGTCTTTACTTTCTCTCCAGAGGCATTTGGCCCCAT 
CTGGGACATTCTCGTTCACTTGTTCCACTGAGGCCACAGCCTGCGAAGGCTGTGAGACCTCCCCAGGGAGCACCAGCTTAGGAGAGAGTGGCTT 
CAGCCTTTTCAAGGGTGGGCCGAGGCCAGGGCATCATGGGCATGCCGTGAACTCAGAGGGGCTGTGGCTGTGAATTTCCCGAGTAGGCTCCAGG 
GTTCTGTTGGGGTCTGTAGATGCTTCCTGCGACAGAGGCCACAGTGTGACTTGCAAGTCCCAGAGACTTTCCTGAGGAGAGTGAGTGCCATTTT 
CTGCCTTGTGGGCCAGGAATGAGGCATTCCAGGTGAGGCCCAGAGCCTGGAGATTGCAATACAGTGCACTCAAGGCACAGGCCTACCGCTTCTG 
CCTGTGTCCTCCCCCAGCCACCCAGGGCAGGGCTGCTTTGGAACTTGGCTGGGTTTTTCTTTGCTATAATGGCTGTTTTCGTGGTAGCTGTCAC 
AGTGGTTTGGGGGCTGTCTGATTAAAGGGCTAGCAAAGTGTCTTTAGAATATGAAACTTAAGAGGACATTCGTGGCATCTTCAGTTCCCCATGC 
TGCGTCCTGGTGCCTGTAGCTCTGCTGGGTGACCCTGTGTCTTGGGGAGCGTCTCACCCCCCAGAGAGGGCTGACTGATGGAAGGTCAGCTGGT 
CAGGGTTGCACTTGGGGACTGGGTCTGCCCCAGAGCTGGTGGAGGCCCATGTGTCACCCAGGAGATGTCCCCACCTGCCCCAACACTTGGCCAG 
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TGCTCAGAAAGTGGCCCCAGGGACTTGGCCATCCAGGAGAGGTGAGGGCCCTCTGAGGCCAAAGCGCTTCCTGAAAGGGGATCGGGGTGGGTCT 

GCACAGGGGAAAACATAGCCTGTGGTGTGTGCAGAGGCTGCCAGGGCACAAGGGCCCAACGTGGGGTGCGGTGGAGGTGATGTGGGCACGTGGG 

CGGAGTAGGGCGGAGAGGCCTGTGTCCTGGGGATGCGAGAGCTTGAGGCCTGGTGGTGGGGTGGAGGCCCACCCTTGTCCTGCACCCAGGGGCC 

TCAGTGCCCATCCAAGGGAGGGACAGGGCCACACCTGTGGGCCTGTGTCAGGAGCTGGGGTGGGAGATTGGCCACCAGTGCCACTCTCCACCTA 

GACACATTTCATCCCTTCTCCACCACAGTTCTCGCCTCTAGGAAGTGGAATTATCAGTGGAAGATGATACGGAAAGATCCAGTGATGGCCCTGG 

CACAGGCCAGCCTTGTCCGTGGGGCAGGATGGGACGGTCCTGAGAAGGCCCTGGGACACCCTAGGGGTGTCATAGTGGGAACTATGCCTTTGCA 

GTGCCCAGGTGAGACAGCACATGGTGTCACCCCAAGCATGGTACCCTGGGCTCAGTGACAAGAGGGGTGGGCAGGTCAGGACTGCACTGCCTTG 

GGGCCCGTGCCCTGGGAGCCGCTAGCCCTATGATGCCTGAGTACCTGGGGGAGTGAGTGCATCGGCAGGGCCTGGAGCAGTGGGAGTGGCCGAN 

NNNNNNNNNItfNNNNNNNNN^ 

NNNNNNNNNNNNNNNNN^ 

NNT^NNNN^ 

AC ACAC AGCAC AGCATACAAC AC AC AT CAG AC AC ACAC CAATCATACC ACTGTTAC ACAC AC ACC AC C ACACATACTG CACACAC C AAAG CACA 

TACACACCACATAGACACATGCACGCTACCCACACCACACCAATCACATCCACACATACACAACCATACACACACACACACACATTGTTGACTT 

AGGATCGTTTCAACTCACAGTGGGTTTATTGGGATGCAGCCCCGTGGCAAGTGGAGCAGCATGTGTATTGACAAGGGGAGGAAAGCCGTCTGGA 

GCTGGTGAAGTAAAGTTAGCATGCAGCCGAGCTCTGCTCGTCTGAACTGATGAACCCAAGTTCCTCATGGATCACTCAGAATACAGATGGGTGA 

AAAAATAACCCCACCACC CGTGTG C CAGCACATAGCGCAT CTGG CATACAAACGTAAGG ATC AATAG CG ATGAATGG CG ATGGGTTGTGTCTAC 

ATGCAGATACAAATCATGCACTTGTACATTAGTGTGCACACACAGAAACAGATCGATATAATTTTTTAACCAAAGTGCAGTCTTTACCCTGTCA 

GGGCCCTGCCTTCACCTCTGCCAGGACTATCTTCCATGTCAAGTTTAGACCCGTGTCATTTTCAAAGCTAATAATGGTTCCCCCATACTTTAGG 

CAGCATTTAGATATTTGGATTTGGGATGGCCTTTTATGTTTTAACTACAGTGTTAGAAATCAGAGCCCTTGGAACCACTGGGATCAGAGGGCAG 

CAGCAGAAGGCGCCCTTGGTCCTCTTTGAGGGGCCCAGGGCTCCGGAGAGGGCCCCCGTTCCTAGCAGCCACAGTGGCCTGTTGGCACGCATGT 

GTGTGTTCCAGCTGCTCTGTGACATTTCCCTTTGTTTCAGACTCTTGAAAGGCCACGGCCGTCGTGGGAATTAGTTGACCTTGTGTGTTGGGCC 

ACCCTTGCTGGACAGGACAAGGTGGTGCTATCAACTCCCTGTGCTCTGAGGTCCTTCGCATGTTAGATGAGGCAGCTTCACCAGAAACTATCCA 

TGTCTCTTCTGTTATCTGGGATAATTCCACGTGCCTTTACAACACAGCTGTCTGGTTACCTGGGGTCTGGAAATGCCCTCGGTGCCTCAGTGGT 

GCCTTCCCACAGGCCCCCCATGGGAGCCAGGCGATGCCTACAGATGCCTCAGTGGTACTTTCTCAGGTCCCTTTGCAGAGAAGAGGTTCAGGAT 

TCCTGCCCACATTGATAAGGCGGCTTGGCCAGTAAGTGGCAGGCATGAACAGGTGCATTCCAGAAGCGCTGGGGCTGGTCCAGTGCCCTGAGTG 

GTCTAGAGCATACCAGAGTGAAACGTTAGGCTGCGTCGGCCTGGTGACTGTCAGGGAGATGAGGACTCAGAGAAGGGAGCTGTCAGAATTGCTA 

CCTATGTGGCAGGGGTCTCACTCTCTCCTCCCTCCTCTTGGGGCCCCTGGCTACTCTGTGACTTCAACAGAGGACAGAAAGGATGACCAACAAG 

GCCTCAGGGCATACCCCCAGCTGCACTGTCCTTGTCCCCAGAAGGGTCCCCAGAGTCTGGGAGGGAGGAGGGGCCATGGCCAGGATTAGAAAAG 

ACCGTGCCCCAAGGAGAGAGCACAGAGATGGGCCAGGGAAGCAGTGGGATCCTCGGGAAAAGAGGCTGGGAGCAGGTGTCCGGGTGAGGCCCGG 

GCAGCGGGTACAGGCAGGGACAAGCCAGGAGTCCCATCATGGAAGACATGATGGCCAGCGGCCAGCACTGTGTGCAGAGAATGGCCCCTCTGGG 

GATGTGCCCGCTGCCCCATTAGTTGCAGGAAGGCCACCTGGATGTGAGTTTGGGAGATGGGCTGGCCCCGAGGCAGCCAGCCCTGAGGTCAGAG 

TGGGCCACATGCATGGGGATGCCGGGAGGACACAGAGGAGTGCTGCAGGAGATGGCAGTGGGGGCACTTTCCAGGATGGGCCCGAGCAACTCAG 

TCACTGGGTGGATGTCTCACCACCCCTCCAGGCCTTCCTCAGGGCGAGGCCACTGCCCAGAGGGCACCTGGTTTGTCGCAGAGTAGAATCAGCT 

CCATATTTTGTAATCACATCCACGAAGCTCTGAAGCCATGGTGGTCCTGGCACCAGCTGGCTCCGTTAGAGGCTTGGGGTGGGAGTGAGCAGGT 

GGGAGGTGCCCCAGTGACAGGCTGAGTGCTGGAGCCCAGGCTGCCAACAGCCTCCCCAGACTCCTGAGTTGATGTAATAAACCCAGCCCTGGTG 

AATAAACCTGGCCCTTGCTTATACCAAGGTGATCAGTCTTCTCACGACAGTCCTAGCTGTAGGAGAAAGATCATTACCTACGGCATCTGCCACA 

GCAGTTAATTTGCCTTCAACTTAAGCTAGTTGCAGTGACAGGAAGGGCCAGGGGGAAATATCTGTCCTCAGGACCTCTACCCTAGATCCTTGTA 

AGCCACAACAACTTCCCTTCTTTGAGGGCGCGACCAGTGTCACCTGGCTCGCCACTGGGAAGAGCCAAGGCACATCCAGGTTGGTGGCTGCTGA 

GCCCCACAGCATCAGACCAGCCTCTTGTCCCCACCCCACAGAGGCCAAGGGGGTGATCTGGGAGTAGCACCCCAGCGTGGCCGCTCTCTTGAGG 

TAACAGGGTTGGATGGTTAGGGAGCTTGGAGCACTGGCCCAAGCAAGAAACCAGTGGTGTTTTCAGGAGGCCCTGCTGGGAGATGGAAGACAGC 

TCCCCACTGGGGGCCTAGGATTCCAGGAGCTCCCCAGCAGTCCTCCGTGGGACATACGTGGGTTTGCACCTGCTGCCCTGTCCCGCTGAGGGTG 

CGGTGCTGATGGGGTGGCCCTGCACACTGATGGTAACTCTCACTTTCCCTCTCTCTCATGCATTCAGAAAGAGATGGATAGTTTAAAAACGAAT 

ACATGGAACGTAAGTACTTCTTTAACATCTTTAATGTCTTATGATGATCAAGCATGTATTTAAATAGTATTTACTGATGCCTGTTAGCGGTGGT 

AAGCACGTGTCTGTTTCTGCTCACACCCCAAGAGTGTAGAGCTTTGAGGGTTTTGCAGTCAGTGGTCCCATGATGGGGCGTTGGGTGATTAATC 

CAATCCAGCTTAGGCCACCCAGATTCTTAGTCTCAAGGGCTTGGTCATGAGAACCTTCCAGAGGCTCCTGTGACTCAGTGACTCCAGTCCCCTG 

GGTGGTTCTTGGTGCAGGTCACATGAGGGAGGAGACCGGGCTTTTATAGAACTCACTTCACTGTCTGTTCAAAGAAAAGTGTTACTTGATCATA 

ACAGCTCAAAAAAATCTGTTTCTTAAAATGAGATTTTACCTGGATGCCCATCAGCTGGGAAAGGGAATATCTATTCCCCAGTTGATGGGCACCT 

AGATGTACATAGAGACATATGTTTGTACATCTATGTAATATGTACTTATATTTGTAGATAGATACATGGAATTATCTGTGGCCAGAGTCCAAAA 

CATTTTGAGTGGGAAAAAACAAATTATAGAGTGTTAAGTTTTGTTTTTTTTTAAATTCTGCACAAAAACCAAACCTGTTCACAAGGGCTTGTCC 

ACCAGGCCAGGGCCAGATGGGCCGCCAGGCAAAACAGTTTTGGAGCACCTTCTGAATTTCCTTGAGTTTACAGAATGTTTCCTTCAAAGTAACA 

CTTTTAT AAAAAATTATTATTATAAAAGCAATG CTTGTTTGTTATAAGTTTGGAAACT C CAGGGAAGTATAAAG AAAAAATTT AAACAATCC C A 

AATTTAACCATCCAGAGGTAGTTACCACCAGCATCCCGGCCATTTTTGGGCCATGACTATCTACGTTCACACATGTATACATGGGTGTGTACAT 

ATATGCACACATTCCTAGATATTGTTTCACTTATTTTTCTGTGTTGCTGAATATTCTTCGATGGCACTTCGAATGAGTGACTTGTGGCCCCCTC 

CTTGGACATTTCCCAACTCCTCACTGATAGAAACAGGGCTTCACTGGGCCCATCCTTGCCTCGGGACTCATTCCTAGGACTGCCCAGCTAAAGG 

GTCTGAGCTTGGTCAAGTCCTTGGGAGGAGCATTCTCTGGTGATCCTGGACAGTGGGGAATTGTTGACCAAGAGACCGGACAAAGATGAGCAGA 

TGCCACAGTCAGTAAAGCAGGGAAAATGCATTACTAAAGTCAGCTTCATTAAACTGGCGATCGCTTCTTTTCAAAAGTCCAGCATGTGCCACAG 

AAATGGAAAGCTCTCTGGCCACTACTGTCCTGCCCAGGGAGGGGAGCGTGGGTCCACCCACACCATTTAATACCTGTAACTGGATGCACCTCTG 

CCCCTACACCTGAGAACAAGGCCAGTTTTTGTGTGTGCAGGTACTTTGGACTCTTTTGGCTCTGGAATTTGTTTTACCTGCTCAGTGTTCTGAA 

CTCCTTCCTTTTCACTACTAAGCATTCTCCATGAAGCC^ 

NimNNNNNNNNC^^ CA 
GAGGCCATGGCCGGCACTGGTCTAGGTGGCCCATGGCCCATTTGGGGGCCTTGGTGGGCCTCGAGGAAGGGCAGGTGCTGGTCAGGGAGCCGGG 
TCGCTAGGCAGCAGGTGGGTGTCACCCCAGTCCACGCTGCTGGGGTGCCTGGCCTGATGCAGGCTGTGCCTGAGGGAGACAGAAGCAGCAGAGT 
AGGCTGGCCGGCCTCCCCAGCCCCACCACAAGCAGGAGCTTCAGAGACAGAAGGAGCACCTGCACCCCCTCACCTGCCCTCCAGGGCCTGGCCT 
GGCCCTCCCAGCTCAACTCCAG 

HUMAN SEQUENCE - mRNA 

CTGAGCCGCATCTGCAATAGCACACTTGCCCGGCCACCTGCTGCCGTGAGCCTTTGCTGCTGAAGCCCCTGGGGTCGCCTCTACCTGATGAGGA 
TGTGCACCCCCATTAGGGGGCTGCTCATGGCCCTTGCAGTGATGTTTGGGACAGCGATGGCATTTGCACCCATACCCCGGATCACCTGGGAGCA 
CAGAGAGGTGCACCTGGTGCAGTTTCATGAGCCAGACATCTACAACTACTCAGCCTTGCTGCTGAGCGAGGACAAGGACACCTTGTACATAGGT 
GCCCGGGAGGCGGTCTTCGCTGTGAACGCACTCAACATCTCCGAGAAGCAGCATGAGGTGTATTGGAAGGTCTCAGAAGACAAAAAAGCAAAAT 
GTGCAGAAAAGGGGAAATCAAAACAGACAGAGTGCCTCAACTACATCCGGGTGCTGCAGCCACTCAGCGCCACTTCCCTTTACGTGTGTGGGAC 
CAACGCATTCCAGCCGGCCTGTGACCACCTGAACTTAACATCCTTTAAGTTTCTGGGGAAAAATGAAGATGGCAAAGGAAGATGTCCCTTTGAC 



539 



WO 03/039484 



PCT/US02/36071 



SAGRES DISCOVERY 02-28 



CCAGCACACAGCTACACATCCGTCATGGTTGATGGAGAACTTTATTCGGGGACGTCGTATAATTTTTTGGGAAGTGAACCCATCATCTCCCGAA 
ATTCTTCCCACAGTCCTCTGAGGACAGAATATGCAATCCCTTGGCTGAACGAGCCTAGTTTCGTGTTTGCTGACGTGATCCGAAAAAGCCCAGA 
CAGCCCCGACGGCGAGGATGACAGGGTCTACTTCTTCTTCACGGAGGTGTCTGTGGAGTATGAGTTTGTGTTCAGGGTGCTGATCCCACGGATA 
GCAAGAGTGTGCAAGGGGGACCAGGGCGGCCTGAGGACGTTGCAGAAGAAATGGACCTCCTTCCTGAAAGCCCGACTCATCTGGTGCCGGGCAG 
ACAGCGGCTTGGTCTTCAATGTGCTGCGGGATGTCTTCGTGCTCAGGTCCCCGGGCCTGAAGGTGCCTGTGTTCTATGCACTCTTCACCCCACA 
GCTGAACAACGTGGGGCTGTCGGCAGTGTGCGCCTACAACCTGTCCACAGGCGAGGAGGTCTTCTCGCACGGGAAGTACATGCAGAGCACCACA 
GTGGAGCAGTCCCACACCAAGTGGGTGCGGTATAATGGCCCGGTACCCAAGCCGCGGGCTGGAGCGTGCATCGACAGCGAGGCACGGGCCGCCA 
ACTACACCAGCTCCTTGAATTTGCCAGACAAGACGCTGCAGTTCGTTAAAGAGCACCCTTTGATGGATGACTCGGTAACCCCAATAGACAACAG 
G C C C AG G TT AAT C AAG AAAGATGTG AAC TAC AC C C AG AT CG TG GTGG AC CGG AC C CAG G C C C TGG AT GG G AC TGT C T ATG AT GTC ATGTTTGT C 
AGCACAGACCGGGGAGCTCTGCACAAAGCCATCAGCCTCGAGCACGGTGTTCACATCATCGAGGAGACCCAGCTCTTCCAGGACTTTGAGCCAG 
TCCAGACCCTGCTGCTGTGTTCAAAGAAGGGCAACAGGTTTGTGTATGCTGGCTCTAACTCGGGCGTGGTCCAGGCCCCGCTGGCCTTCTGTGG 
GAAGCACGGCACCTGCGAGGACTGTGTGGTGGCGCGGGACCCCTACTGCGCCTGGAGCCCGCCCACAGCGACCTGCGTGGCTCTGCAGCAGACC 
GAGAGCCCCAGCAGGGGTTTGATTCAGGAGATGAGCGGCGATGCTTCTGTGTGCCCGGATAAAAGTAAAGGAAGTTACCGGCAGCATTTTTTCA 
AGCAGGGTGGCACAGCGGAACTGAAATGCTCCCAAAAATCCAACCTGGCCCGGGTCTTTTGGAAGTTCCAGAATGGCGTGTTGAAGGCCGAGAG 
GCCCAAGTACGGTCTTATGGGCAGAAAAAACTTGCTCATCTTCAACTTGTCAGAAGGAGACAGTGGGGTGTACCAGTGCCTGTCAGAGGAGAGG 
GTTAAGAACAAAACGGTCTTCCAAGTGGTCGCCAAGCACGTCCTGGAAGTGAAGGTGGTTCCAAAGCCCGTAGTGGCCCCCACCTTGTCAGTTG 
TTCAGACAGAAGGTAGTAGGATTGCCACCAAAGTGTTGGTGGCATCCACCCAAGGGTCTTCTCCCCCAACCCCAGCCGTGCAGGCCACCTCCTC 
CGGGGCCATCACCCTTCCTCCCAAGCCTGCGCCCACCGGCACATCCTGCGAACCAAAGATCGTCATCAACACGGTCCCCCAGCTCCACTCGGAG 
AAAACCATGTATCTTAAGTCCAGCGACAACCGCCTCCTCATGTCCCTCTTCCTCTTCTTCTTTGTTCTCTTCCTCTGCCTCTTTTTCTACAACT 
GCTATAAGGGATACCTGCCCAGACAGTGCTTGAAATTCCGGTCGGCCCTACTAATTGGGAAGAAGAAGCCCAAGTCAGATTTGTGTGACGGTGA 
GCAGAGCCTGAAGGAGACGTTAGTAGAGGCAGGGAGCTTCTCCCAGCAGAATGGGGAGCACCCCAAGCCAGCCCTGGACACCGGCTATGAGACC 
GAGCAAGACACGATCACCAGCAAAGTCCCCACGGATAGGGAGGACTCACAGAGGATCGACGACCTTTCTGCCAGGGACAAGCCCTTTGACGTCA 
AGTGTGAGCTGAAGTTCGCTGACTCAGACGCAGATGGAGACTGAGGCCGGCTGTGCATCCCCGCTGGTGCCTCGGCTGCGACGTGTCCAGGCGT 
GGAGAGTTTTGTGTTTCTCCTGTTCAGTATCCGAGTCTCGTGCAGTGGTGCGTAGGTTAGCCCGCATCGTGCAGACAACCTCAGTCCTCTTGTC 
TATTTTCTCTTGGGTTGAGCCTGTGACTTGGTTTCTCTTTGTCCTTTTGGAAAAATGACAAGCATTGCATCCCAGTCTTGTGTTCCGAAGTCAG 
TCGGAGTACTTGAAGAAGGCCCACGGGCGGCACGGAGTTCCTGAGCCCTTTCTGTAGTGGGGGAAAGGTGGGTGGACCTCTGTTGGCTGAGAAG 
AGCATCCCTTCAGCTTCCCCTCCCCGTAGCAGCCACTAAAAGATTATTTAATTCCAGATTGGAAATGACATTTTAGTTTATCAGATTGGTAACT 
TATGGCCTGTTGTCCAGATTGGCACGAACCTTTTCTTCCACTTAATTATTTTTTTAGGATTTTGCTTTGATTGTGTTTATGTCATGGGTCATTT 
TTTTTTAGTTACAGAAGCAGTTGTGTTAATATTTAGAAGAAGATGTATATCTTCCAGATTTTGTTATATATTTGGCATAAAATACGGCTTACGT 
TGCTTAAGATTCTCAGGGATAAACTTCCTTTTGCTAAATGCATTCTTTCTGCTTTTAGAAATGTAGACATAAACACTCCCCGGAGCCCACTCAC 




GGAGCCAGGCTGGCCCAGAGCTGAGATGGGAGTGCGGTACAATCTGGAGCCCACAGCTGTGGGTCAGAACCTCCTGTGAGACAGATGGAACCTT 
CACAAGGGCGCCTTTGGTTCTCTGAACATCTCCTTTCTCTTCTTGCTTCAATTGCTTACCCACTGCCTGCCCAGACTTTGTATGCAGCCTCACT 
GAGCTGCCCACTACTGGAAGGGAACTGGGGCTCGGTGGCCGGGGCCGCGAGCTGTGACCACAGCACCCTCAAGCATACGGCGCTGTTCCTGCCA 
CTGTCCTGAAGATGTGAATGGGTGGTACGATTTCAACACTGGTTAATTTCACACTCCATCTCCCCGCTTTGTAAATACCCATCGGGAAGAGACT 
TTTTTTCCATGGTGAAGAGCAATAAACTCTGGATGTTTGTGCGCGTGTGTGGACAGTCTTATCTTCCAGCATGATAGGATTTGACCATTTTGGT 
GTAAACATTTGTGTTTTATAAGATTTACCTTGTTTTTATTTTTCTACTTTGAATTGTATACATTTGGAAAGTACCCAAATAAATGAGAAGCTTC 



HUMAN SEQUENCE - CODING 

ATGAGGATGTGCACCCGCATTAGGGGGCTGCTCATGGCCCTTGCAGTGATGTTTGGGACAGCGATGGCATTTGCACCCATACCCCGGATCACCT 
GGGAGCACAGAGAGGTGCACCTGGTGCAGTTTCATGAGCCAGACATCTACAACTACTCAGCCTTGCTGCTGAGCGAGGACAAGGACACCTTGTA 
CATAGGTGCCCGGGAGGCGGTCTTCGCTGTGAACGCACTCAACATCTCCGAGAAGCAGCATGAGGTGTATTGGAAGGTCTCAGAAGACAAAAAA 
GCAAAATGTGCAGAAAAGGGGAAATCAAAACAGACAGAGTGCCTCAACTACATCCGGGTGCTGCAGCCACTCAGCGCCACTTCCCTTTACGTGT 
GTGGGACCAACGCATTCCAGCCGGCCTGTGACCACCTGAACTTAACATCCTTTAAGTTTCTGGGGAAAAATGAAGATGGCAAAGGAAGATGTCG 
CTTTGACCCAGCACACAGCTACACATCCGTCATGGTTGATGGAGAACTTTATTCGGGGACGTCGTATAATTTTTTGGGAAGTGAACCCATCATC 
TCCCGAAATTCTTCCCACAGTCCTCTGAGGACAGAATATGCAATCCCTTGGCTGAACGAGCCTAGTTTCGTGTTTGCTGACGTGATCCGAAAAA 
GCCCAGACAGCCCCGACGGCGAGGATGACAGGGTCTACTTCTTCTTCACGGAGGTGTCTGTGGAGTATGAGTTTGTGTTCAGGGTGCTGATCCC 
ACGGATAGCAAGAGTGTGCAAGGGGGACCAGGGCGGCCTGAGGACCTTGCAGAAGAAATGGACCTCCTTCCTGAAAGCCCGACTCATCTGCTCC 
CGGCCAGACAGCGGCTTGGTCTTCAATGTGCTGCGGGATGTCTTCGTGCTCAGGTCCCCGGGCCTGAAGGTGCCTGTGTTCTATGCACTCTTCA 
CCCCACAGCTGAACAACGTGGGGCTGTCGGCAGTGTGCGCCTACAACCTGTCCACAGCCGAGGAGGTCTTCTCCCACGGGAAGTACATGCAGAG 
CACGACAGTGGAGCAGTCCCACACCAAGTGGGTGCGCTATAATGGCCCGGTACCCAAGCCGCGGCCTGGAGGGTGCATCGACAGCGAGGCACGG 
GCGGC C AACTACAC C AGCT CCTTGAATTTGC CAGACAAGACGCTG C AGTTCGTTAAAGACCAC CCTTTG ATGG ATG ACTCGGTAAC CCCAAT AG 
ACAACAGGCCCAGGTTAATCAAGAAAGATGTGAACTACACCCAGATCGTGGTGGACCGGACCCAGGCCCTGGATGGGACTGTCTATGATGTCAT 
GTTTGTCAGCACAGACCGGGGAGCTCTGCACAAAGCCATCAGCCTCGAGCACGCTGTTCACATCATCGAGGAGAGCCAGCTCTTCCAGGACTTT 
GAGCCAGTCCAGACCCTGCTGCTGTCTTCAAAGAAGGGCAACAGGTTTGTCTATGCTGGCTCTAACTCGGGCGTGGTCCAGGCCCCGCTGGCCT 
TCTGTGGGAAGCACGGCACCTGCGAGGACTGTGTGCTGGCGCGGGACCCCTACTGCGCCTGGAGCCCGCCCACAGCGACCTGCGTGGCTCTGCA 
CCAGACCGAGAGCCCCAGCAGGGGTTTGATTCAGGAGATGAGGGGCGATGCTTCTGTGTGCGCGGATAAAAGTAAAGGAAGTTACCGGCAGCAT 
TTTTTCAAGCACGGTGGCACAGCGGAACTGAAATGCTCCCAAAAATCCAAGCTGGCCCGGGTCTTTTGGAAGTTCCAGAATGGCGTGTTGAAGG 
CCGAGAGCCCCAAGTACGGTCTTATGGGCAGAAAAAACTTGCTCATCTTCAACTTGTCAGAAGGAGACAGTGGGGTGTACCAGTGCCTGTCAGA 
GGAGAGGGTTAAGAACAAAACGGTCTTCCAAGTGGTCGCCAAGCACGTCCTGGAAGTGAAGGTGGTTCCAAAGGCCGTAGTGGCGGCCACCTTG 
TCAGTTGTTCAGACAGAAGGTAGTAGGATTGCCACCAAAGTGTTGGTGGCATGCACCCAAGGGTCTTCTCCCCCAACCCCAGCCGTGCAGGCCA 
CCTCCTCCGGGGCCATCACCCTTCCTCCCAAGCCTGCGCCCACCGGCACATCCTGCGAACCAAAGATCGTCATCAACACGGTCCCCCAGCTCCA 
CTCGGAGAAAACCATGTATCTTAAGTCCAGCGACAACCGCCTCCTCATGTCCCTCTTCCTCTTCTTCTTTGTTCTGTTCCTCTGCCTCTTTTTC 
TACAACTGCTATAAGGGATACCTGCCCAGACAGTGCTTGAAATTCCGCTCGGCCCTACTAATTGGGAAGAAGAAGCCCAAGTCAGATTTCTGTG 
ACCGTGAGCAGAGCCTGAAGGAGACGTTAGTAGAGCCAGGGAGCTTCTCCCAGCAGAATGGGGAGCACCCCAAGCCAGCCCTGGACACCGGCTA 
TGAGACCGAGCAAGACACCATCACCAGCAAAGTCCCCACGGATAGGGAGGACTCACAGAGGATCGACGACCTTTCTGCCAGGGACAAGCCCTTT 
GACGTCAAGTGTGAGCTGAAGTTCGCTGACTCAGACGCAGATGGAGACTGA 
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TABLE 2 9 



MOUSE NOMENCLATURE 
ICSGNM Mdm2 
Celera* mCG33 93 

HUMAN NOMENCLATURE 
HGNC MDM2 
Celera h.CG19S97 

MOUSE SEQUENCE - GENOMIC 

AGGGAGGCAG AGC AGGTGAATCTCTG AGTTC AAGC ACAG CCTGGT C C CGAC AG C CAGGGCTTTATAG AG AAACC CTGTTAC AAAAC AAAAACAA 
ATATGTATCAATTTAGAGAGGGTCTAACATAACTAGTGTGGTTTTGCTCTCTCGGGATGGACAATTCTGCTCTTGGGTAAAGTGAGAAACTAAA 
GGCAGCCTAGAGGAAAATGTTTTGCACTCTGTGTTCCAAGCTAGGATCTGGGAGGAGGACGGCTCCATAGAGAGCGTGTTAGAGAAATGTCTTT 
GCGAAGCTGTGTGGGTTTTGTTAGCCAAGCAGTGCGGTGATGGGCCATAAGCCAAACAGTCGTGTCAGGACAGTAATGGATCTATTCAGCAAAG 
CAAGTCACACTACTAGAAGCCCTCATTGTTGGTCACCAGATATGGTGACACACATGTTTACTCCTAGCATTCAGGTGACAGAGGTAGGTAGATC 
TCTGTGAGCCTGAGGCTAGCCTGCTCTACATGGCGAACTCCAAGGCAGCCAAGGTTTTTGTAAGTAAGACTCTATCTCAAAATACAAAATAACG 
CCCCCACCCCCACCCCAAGAAACTGTTGGTCTTTTATAGAGAATCCTTGCTCACTCAAACAGCTTTCAGCATAAGAATATTCAAAATTAATTGG 
CAAGCGCTGCCACCATGGGTGTCCCTAATTACACATACCTTGTCATATTTACGAGTGTGATGAACTTTTAGCCCGTGTCACATACACTGATAGC 

TAAAATAAAATAAAACAAAACAAAGTCAACGCAAGCTTTCCTTTCCTAAAGTCTCTGCTGTGCCCGCAGTTTAGACAGAGTTTCTGTCTTCTGA 

CTG CGCTCACT CCACACCAGCC AAGTCCTGGTCC CAGTGAAC C AATGTTCTGTCT AAGCAGAAGACGCTGG AGTAG ACAAGCCTT CTTTTCATA 

GACTAGCAAACTACATTCCTTTCAGCCTTAGGTCTGATGGAGGAAATCATTCACGTCAGGAAAGAAGTAAGGCTTTCAAAACAGCACACAGAAC 

TTTACTGAACCTTTAATAAAAACATAGGACTAAAAATTACATTCTTTTTTAAAAATTAGGACAAATTTTAATATACATTTATCTTATGTGTGTG 

TACGTGTATGTGCGCATATGTATATATGTGTGTGTATGTATATGTCTATATACATTTATCTTGTGTGTGTACGTGTATGTGTGCATATGTATAT 

GTGTGTGTGTGTGTGTGTGTATTTCTCTGTGTATATATGTATGTATGTGTGTGCATGTATGGATATGTCTGTATGTGTTTGTGTGTATGTATGT 

GTGTAATGTGTGTATGTATGTATATGTCTGTATGTATGTGTGTGTATGTGTGTATGTATGTGTATGTCTATATGTGTTCCTGTGTGTGTATGTG 

TGTTTGTGTGTATGTGCATGTGCATGTGTGTGTATGTGCATGCTCAAAGCAATCATGTGGCAGTCAGAGGAAAACTTGCAAGAGTTAGGCTCCC 

CTTCAACTATCCAAGCTCTGAGGGTCAGACTTGGGTTGTCAGGTTTGGCAACAAGTACCTTTACTTACTAAGCCATTGTGCTGGCCCTGAATGA 

GGACAGATTTAAACAAAAAGATTAACTAGGCAAACTAAATGATACCTGGAATAGTCAGATGTCCGGGCACCTTAAATTAGAAGTTGAAGCAAGA 

GAAGGGACTCCAAATGTGCCTTTTGGTGCCTCTCTCTGGCTCATAGCAATCCTTTGCCACATATTTATTCATTGATAGGGTCTCACTGTAGACC 

CTCTTACAGAGAGCAGGCTAGCTTCGGACCTTCAGCAGTTAAGAATCCTAAGTAGTGATTTAAGTGAGAAACATCCCTCATAGGCTCATGTCCC 

CAATGGCTGGTGCTGTTTGGGAAGTGTTTAGGAGGTACGGCCTTGCTGGGGGAAGTCCATCTCTGCGGAGGGATGGCCTTTGAGGGCTTGTAGC 

CCCACCCTACTCTCTCTTGGCTCTCTCTGCTTCCTGTGTGCTATTGAGATATGATTCCTTCTGCTTCTTACTCCTGCCGCCATGTCTTCCCAAC 

CAGTGTGGACAGCCAGCCCTCTGGAAATGTTAAGCTAAAATATAATATTTTAAATTGCCTTTGGTCATGTTATTTTATCACAGAAAAAACAAAG 

TAGAAATTAATACACTGATCCTCCTGCGTCTGCCTCCCAAGTGTTGGGATTACTGGCTTGTGTCACCATATCAGCTCATCTTTATGAATCTCTG 

ATTTTTGTTTTCAGTACAAGGGTTGAAGCTAGGGCCTCACAAGCAGTAGCTATGCTCTCTCCCATTGGGCTGTGTTTCCAACTCCATATTTTTT 

GTTATTGTTGTTGTTTTTGTTTTTTGTTTTTCGAGGCAGGGTTTTTCTGTATAGCCCTGGCTGTCCTGGAACTCACTTTGTAGACCAGGCTGGC 

CTTGAACAGAAATCCACCTGCCTCTGCCTCCCGAGTGCTGGGATTAAAGGCATGCGCCACCACGCCCAGCTCCAACCCCATATTATTAACCCCA . 

CTG ATT CAATCATTCATCATT CATCATTCATTCATTCATTTG ACTTTTCTATAATGTTTTATAAGAAGCTG CATCATTTCTTC CTTCCAGG CCT 

CTCTCTCTCT C AAG CCAGG CTCACACCATAGAT CTTGGTGGC AGAAGGTCTTGTCCAAAG ACTGCG AGTC AC AC CTGTAGTGAATCC CAAAGCC 

CCTTGAAGCCATGACATCATCCAGCCCAACATCTGTATGCTGACATCTAATCAGTCAACATGCTGGGACATCTTCACCAATAAGTACTGTAAAA 

GAACAGAAAGTCTTTTAAATAAATGTAAAAGATGGATATTTAAGGGAGGAGGGGCAGGAGAGATAGCTCAGCGGTTAAGAGCCCTGACTGCTCT 

TCCAACAGTCCTGAGTTTAATTCCCAGCAACCACATGGTGGCTCACAACTATCTGTAATGGGATCCGATGCCATCCTCTGGTGTGTCTGAAGAC 

AGCGATGGTGTACCCACATACATGAAATAAATGGATAAATAAGTAGGCTGGGATGCAGCCCCGGTGATAGATGCCTGCCTACTGTGCACGAAGC 

CCTGGGCTCATTCCCTCGCTACACATAAAGTCTGTGGTGGTGGCGCATTCCTGAAATCTCAGCACCAGGGAGCTCACCGTTGTCCTCAGCTACA 

CGGCAAGCTTGAGGCTGGTCTGGGCACTGTAGGAGCCTTGTCTGACTGAAAAGTTATAAAAATAACTTTTCAATTAAATAAACATGCAGGGAAA 

AAAGTCAAAATTCTTCACTTAAACAAAGCTACCAATGGAGATGGATAAACTGCTCAGTGACTAGAAACATCTCTCCTCTTGTATAAGGGCCCAA 

GTCG AG CACAC AC ACAC AC ACAC ACAC ACAC AC AC ACACCCTTGAAAATAATAATGGTATCATGGTGAC ACAC AC CTTTAATC C CAGCAGTCGG 

G ATGC AG AGG C AGGTGAATATCTATGTTC AAGG C AAG CCTGG CTTTCACAGTGAGTTC C AAG AT AACC AG AATTAC ATGGTAAT AGCCTGTCTC 



TGTGTGTGTGTGTGTATGTATGTTTGTCTTCACAGTGCCCTCAATCCACATGTACTTCACAAGAATGTGTGTGGTGCCGTGCTTGCCGTGCACA 

GACAGGGGCTGTGCTCACCGTGTGCAGGGGCCAGCCAACCTAACAGGCAAGTTTACTAGCTTCAAGCTGCTTCCAACAGAAGTGTTCAAACTCC 

CTTTCTAACGATGTATTTCTAAGCTGTGTGTGTGGTGGTGCACACCTTTTTTCCCAGCACTCTGGAGGCAGAGGCAGACAGATCTCTGTGAGTT 

TGAGGCCAGCCTGATCTACAGATTAGTACAGTGAAACTGGAGTCAGTGGTGGCTGTGGGTGNNNNNNNNNNNNN^ 

NNNNNNNNNNNNNNNNNNNWN^ 

NNNNNNNNNlS^^ 

NNNNNNNNNNNNNNNN^ 

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN^ 



TTTTGGGTTTCCGAGAACAGGGTTTCTCTGTATAGCCCTGGCTGTCCTGGAACTCACTTTGTAGAACCAGGCTGGCCTCGAACTCAAAAATCCG 
CCTGCCTCTGCCTCCAAAGTGCTGGGATTAAAGGCGTGCGCCACCACGCCTGGCTCATTTGGTCTTTTATTCACTAGTCTACAATGACTTACTT 
ATTGATTGGGTCAAGCACTCATTAAAATGCTAGAATTACATGAATGAACTAATGAAGTTAACTCGTCGAGAGTTTCTCAACTAATATGTGTTCA 
ATCCATGGTCCTTTTTCTTATTTCCTTCTTATAGCACTGGGATCAAGCCCAGGGACTTGCCCATGCTAGTTAGATGCTAAGCTACAGTCTCAGC 
CCAAAACACTAAGCTATGTTCCCAATTCTTTACTCTGTCAGCAGCATGGATTAAGAGCGCTCTGCAAGGCTCTTAGGAGGGTTTCTGTGAGTTT 
GAGACCTGCCTGGGTATACTGGGGCTACATAGTGAGACCCTATAGCAAAAAAAAGGGGGGGGGAATGTTAAAGGGTAAACAACAAAACAGAAAG 
CAAGTCCTGCATGCAGCACGCTGTACCACGCCCAGAAAAGTAGAAGGGGTGCTCTTGGTTTACTGACCAGAACAAAGCCACACACTAAACGGCT 
ACATGATGACACATGAGAGATGACACTGACTGTACCATATGCTGTGACTCTGACTCACCAAAGGAACATGACTCATAATGTCTTCATCCAATTG 
TTCATCAGCCAGGCTGCTCTCTCTCTGTCTCTGTCTGTCTCTCTCTCTCTCTCTGTCTCTGTCTGTCTCTCTCTGTCTGTCTCTCTCTCTCTGT 
CTCTCTCTCTCTCTCTCTCTCTCTCTCTGTTTGTCTCTCTCTTTCTTTGGTTTTTCAAGACAGGGTTTCTCTGTGTAGCCCTGGCTGTCCTGGA 
ACTCACTCTGTAGACCAGGCTGGCCTCAAACTCAGAAATCCGCCTGCTTCTGCCTGCTGGGATTATAGGCGTGCACCACAACTGCCTGGTTCAG 
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ACACCAGAAAAGGCCATCAGATCCCATTATAGATGGTTGTGAGCCACCATGTGGTTGCTAGGATTTGAACTCAGGACCTCTGGAAGAGCAGTTG 
GTGGTCTTAACTGCTGAGCCATCTCTCCAGCCTCCAAGAACCCAGTTTCTTTTCTTCAAATGCCTCATTGCAGTTTGTTATTGGATAGCAATAG 
AGAGTCAGTTTCTCCCTTCCAACACTTCAAGCTTAAAAGATCATATGTACATATGTTGATCAGCCTATCATCCCCCCAAAATATAAGCAGTATA 
TTTGACCATGGCCAAATTCGATTTCAAAGTATGTCCTTCCTGGTTAGGCTTGCAGTAGCCATTCAGGAAACTAGATGAGGGGTGTACTTATTAC 
AGGC CAC ATAGGCT CTATGTAGTCATAAC G AGAC AAGTGACTGCCGTC ATGTTTAC AG AAT AAAG CTCTAGTTCAG ACTCTCTT AACTTT CAAC 
TATGAGCCGGGCGTGGTGGCATACTCCTTTAATCCCAGCACTCGGGAGGCAGAGGCAGGCAGATTTCTGAGTTCGAGGCCAGCCTGGTCTACAG 
AGTGAGTTTCAGGACAGCCAGGGCTACACAGAGAAACCCTGTCTTGAAAAACCAAAAAAAAAAAAAAAAAAAAAAAAC 

CTATGAAAAGCAAACTATGATGAAAACCAAAGGTGATTTTTAAAGCCAACTGCCATTTAATAATAAATAATATTCATGCGTTTATGCGATGCGT 

TAGGGTTTAAGCCTTTAAATAGCATAGATCTGACCAGACATGTTTAAGAAATGTCAACAGAGCCTGGTGATGGTGCTCACCTTTGACAGAGGCA 

GGCAGATCTCTGAGTTCGAGGCCAGCCTGGTCTATAGAGTTTCCAGGATGTCGAGGGATACAAAGGAGAAACTCTGTCTCAGAAAACAAACAAG 

AGAAAAGTGAGGGGAGACAATGACTATTGTCATTCAGGCGTTATTTTTTTTAATCACACGGACTTACTTTTGAAATCACATAAGGTCCCCAGGC 

TTGGGAACAAACCGCTAGTCAGGCTTTGCTGGGTTTTAGATGGACTCACAACTTTCTAAATCTAAACCTACTAACAAAGAAACTACACACTTCC 

TCTCACAAAGTCATTTTACAACCAAAGTCTCTCTCTCTCTCTCTTCCCACTTCCTCCCTCTCCCCTCTCCCCTTTTGAGACAGTTCTCATTGTG 

TGACCCAGGCTGTGAACTCCCAGGTTCAAGCAATACTCCTGAGTAGCTAGGAAGACAGGTGTGCACTGCCATGCCAGCTTTCTGTTTGAGTACT 

GGTTTGTTTGTTTGTTTGTTTTAAAGATTTATTTATTATGTATACATCGTTCTGCCTGCATGTATGCCTGCAGGCCAGAAGAGGGCGTCAGGTC 

TTATCACAGATGGTTGTGAGCCATCATGTGGTTGCTGGGAATTGAACTCAGGACCCCTGGAAGAGCAGTCAGTGCTCTTAACCGCTGAGCCATC 

TCTCC^GNNNNNNNNNNI^^ 

MNNNNNNNNNNNNNNN^^ 

NNNNNNNNNNlsnSJNNlS^ 
NNNNNNNNNNNN^^ 

NNNNNNNNNNNNNN^ 
NNNNNNISITSJNNNN^ 

NNNNNNNNNNNNNNNNNNfc^^ 
NNNIWNNNNNN^ 
NNNNNNNNNNl^^ 
NNNNNNNNNNNN^ 

NNNNNNlSnSINNNNNNN^ 
bTNNNNNNNNNintfNNNN^ 

NNNNNNNNNNN^ 

NNNNNNNisnsnsr^^ 

NNNNNNNNNNNNNNNNN^ 
KTNNNNNNNNNNNNNNNNNN^^ 

AGACCGACCGGACACCCCTGGGGGACCCTCTCGGATCACCGCGCTTCTCCTGCGGGCCTCCAGGTAAGGGACAGCTCGCCGACGTCGTTTTGCA 
TTTGAGAGCTATTGCCGAAAGACGTTTTCTGTCTCCTTCGTAAATGCATGTATCTATTTGTCCCTTTTCGTAGATGTTTTATAATTTCAAGTTT 
TTATCGTGTGTGTTGTTGTTTTTTTTGTACTTGTAGGCCAATGTGCAATACCAACATGTCTGTGTCTACCGAGGGTGGTGCAAGCACCTCACAG 
ATTCCAGCTTCGGAACAAGAGACTCTGGTTGGTATTTCTGCCTCGAGTGTGTAAATATAGCTTGTTTTACCAGGTAATCGAGGAAACAAAATTG 
AAACCTGGATTATCGCACAGTCGTTTTAAGTATTTACCTACAAACTCTTAACTTTCTCGATTGCAATTGCATTAGAGAGTGGTCACTGCGACCT 
ATATTTCCACAGCCCTTCCCCTGACGCAGGGTTTAGAAGTGCACAGTGTGTGGGTGCTGCTGGTTGTGACATGATGTTCTATCACTGTTCTAAA 
TGGTAAACCGAAAGTCATAGAAGCATCCGTGCTTTTTGTGAGGATTTTAGTTATGAGAGGAATGCATAAAATATATAAAGTTCCAGTCTTTGCT 
CTGTATCTCTTTAAGTTTTCTACTTTATATTAGCATATAAAGGTGTTCTACAGCTTGTCAGTAAGTTACAAAATTACTTTTAATAGCTGCATAG 
GATTTGATAATGCGATTGAACCTCAGCCTTTAGAATGTGTGTGTATGCAAGTACTGTACTACTGAGCTGAGCGACAGTCTCAGGCTCACGACTA 
CTGGGGGATGTAAAAGTTGC CCATGTGTTTGAGTAAAGTAAGGGTGAGGAAG ATAGGGAACTAGAAT C CTACGT CCTGGTAACCAC ATTTGATT 
GCAGACTGCTCACTCTGCTCAGCAGAGGTCATGGCCGTCTTCGATCCTGCCAGCAGGAATATTGCCAGCCCTCGTTTTCCCTTTCTGATGTAAT 
TTCATACATATTTGTGGAGAATACATGTATGCAAGTTAAGTCAGTTCCTACGGTTACTGCTCTGTGGAGTAAAATGTATTGTTTCAGTGGGCAT 
GTCCCAGATCTCCAGTTAAACAGGCTGTTTGTTCTGGGTTTGCCAATGTCTCTCTCTATTTACTCTCGCTCTTCCTTTCCTCCCCCATTTTTTT 
TTTTGCATATTTTAGTAGGTTGCATAATTTTCAAGTATAGTTAACCTAAGAAATTTTTTTTTACAAGGACTATAATCTGATGTCTGCCCCATTG 
AAGGTATCAAATTTGTTTATTTTGATAATTTTTGAATTTTCTTGTAATGCTTTGGAGGAATTCTTCCATTTCAAGATTATGCACATATTTAAAG 
TATTTTCATATAGCATTTTAAAAACCTTTTCCGGGTAGATCTTTATTCAGAACTCTCTTTGTTAAGTGTGAGATTACAGTGTTGTGTTTTTATA 
GTAGTTTTTAAAATTAACTTTATCTTGTAAGCTTTGATAAGAAACTGGCTTTCCATTGTAGAGTTTTGATTTGAGTTAATTTAATATGCAAAAA 
TGTAGAACTTCTTGCTTTGGCAGTAGGTATGTTAAAATTGATACAGTAAGGAGAAGGCTAGCATGACTTCTATATGAGTTACATAAGAAAATTA 
AGCATTAGTAAGTCTTTTTCAGCTGGGCGTGGTGGCGCATGCCTTTAATCCCAGGACTTGGGAGGCAGAGGCAGGCAGATCTCTGAGTTCGAGG 
CCAGCCTGGTCTACAAAGTGAGTTCCAGGACAGCCAAGGCTACACAGAGAAACCCTGTCTAGAAAAAACAAAGAAACAAAAAGTCTTTTTCAAA 
TCTTGTAAGAGTGAATTACTTAATCTGAAAATAAGGTCTTAATACCCTTTTTTAAAAAACTGATTTCTATAGGCTGGAGAGATGGCTCAGAGGT 
TAAGAGCACTGACTGCTCTTCCAGAGGTTCTGAGTTCAACTCCCAGCAACTACATGGTGGCTCACAACTGTCTGATGCCCTCCCTCTTCTGGTG 
TG C AGGTGTACACG C AG AC AGAG CACT CATAC ACAGAATAC ATAAATAACAGAGT CTTTAAAACTTTTTTCTTTATTTTTG AAATTATACC ATT 
TCTCCTTTCCTTTTCCTTCTTCCAAAGCCTGCAGTATACCCCTTGTCTCTTTCATGACTTTTTTCATTAATTGTTACATGCCCAGTACATGCTA 
CGTTCCCAGATACAGCCTGCTCAGTCTGAATAATGCCATTTGTGTATGTATGTTTTCAGGGCTGACCTTTTGGTATTGGATAACCAGTTTGTGT 
GCTCTTGTGGAATAAATAACTGAAAAGTGCATTTTAAAATTGTGCTAAAAGTAGTGTTTAAAAAAAGAAAAAGAAAAGAGTGGTGCTGGAGAGA 
GGGCTCAGCAGTTAAGTGCATTTGCTGTTGTTACAGAGGACCCAGGTTGGATCGCCAGAATGGATAAGGTGGCTCAGCGCTCTTGTAACTCTAG 
TTGCAGAGGATCTGATGGCCTCTTTTGGCCTGCAAGGACACTGTTTGCACACGGTGCACTTAAATACATCAGGTGAAATACCAGTATACATAAA 
ATAATAATAAAAGTCTTCAAATTACCAAAAAAATCCACAGAAGTGGTGGTCTGTGTGGTTATCTCAAACTAAAACAGCTGAGTTTGCAGATACA 
GAGAGCATAGTCATGTTACATGCCTTCCTTCCCAGTTTCTAAACACTCTCTCAGCTTAGTCAGCTCAGTGTACTTACTGTCCTTGAAGCACTTA 
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ATAGTATTTTAAAAATAAACTAAATGCCTTTAAAGGTAGTGGTTAGTCCTATTTGTCCTCAGTAGTCTGCCATGAGGCCACATTGTAGCCATGT 
AGACAGAGG CCTGGC AC AGTGAGAT CTGCAGCCATTGCAACAATAG AG C CAT ACAAAATAACTGTCCTGACAG AGAC AGC CGGCCAAGCAGCCA 
GGAGGGAGCACGACTGCTCTTCAGAGGACCTGGCTTCCACTCTCAGTACCCACATGGTGGCTCCTAGCCATCTGGAACTCCAATTCCAGGGGTC 
CAGCACTGTTGTGGTATCCCTGGGGACCAGGGACACAAGTGGTGCATGGAAGTACATGCAGGCAAAACATGCATATGCATGGAACAGACAGAAA 
GCCAGCAGGCTCTCCGTGCTGGGCATCCACTAGCTATAGAACACGAGTGAACAGGAGCCTTGATCATCAAAGCTGACGTGCAGGAGTGTCTTTA 
GAGTATCTGTGGCCGATGGTAACATACTTTGATATCAGACTGACGTGGCTAGAGCAAGCTCAGGGACATTTATCATGGTGTTCCTTGGTATCCG 
TTGTCAGGCTGCCAGGCTGGGCTCACTAGCTGCTTTGTGGGTGACACCTTGTTAGGTAGGTGACAGTTGTCCAGTTTTTATCTTTTTAAGGATT 
CATTTCTTATTTTATATATAGGAATGTTTTGCCTGCATGTGTATATGTGTACCATGTGGATGTCTGGTGGCTATAGAAACCAGAAGAGGGTGTC 
GGATCCCTTGGAAC CAG AGTTAG ATAGTTTTGATCTATC ATATAGGTT CTGAG AACTAAATTCAGGGT CTCTATAAGAGC AACAAGTGGT CTTA 
ACCTCTAAGCCTCAGCCCCATCAACTATTGTCTCACTACTGGGAAAGCTGGATTAGAGTCAAATTGTAGCTGGCTACTTGTTTTTATAAATAAA 
GCTTAATGTTATATATTTACTCTTATAGTTTATGTAGTACTTTTGCTTTTAAGTTGGCTAGACATAGAAAAAACACTTTCTGGCTCTTCTGATA 
TTACTGGCATGCTCTTTAAAGATCATTTGTCATTAGTGAGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGAGAGAG 
AGAGAGAG AGAG AGAGAGAG AGAAT AT CTAGCCTTTGCATGTATTTTAAGTGATAAATAAATG ATG CATAAAC CAC ATAT AAAG AAAACAATGA 
GTTGTAGCTGAGGGCTGTGATTGTACTCTTTGAATTGTTCATTACCTTGTGACTTTGGTTTCTTTAGCAGTCAGGAATGTGGTATATGATAGAT 
TGGTGATAGGTTTTGCCCTAAGATATAGTCTATTCTCCTACATTCTATAAGCTCCCTTTCAGTAGACTGACGGATTTGTACAGTATAGTAAGAG 
ACTGGATCTCAGCTAGGTTGTGTGGTGGCAAGCAGATGATGGAGCTGTAGGAAGGAGTCAGTGCTCACTCACACACTCCCCTGTGTGTGTGTGT 
GTGTGTGTGTGTGTATTTGTAGCTCCTGCCTGCAGAGACTACAGTGGATGTTGGATTGCCTAGGATGTTGGTAGCTGCCTTTTGGTGGCCCTAG 
GAATCTAGAATTGGGTCCC CTGCAAAG C AGC AAGTGCTTTT AATCT CT CAGCC ATCTCT CCAGCATCTTGATACCGTTTTGAT CAGAACAAATT 
GAGTTTGATTATTTG ACATGACAC C AGG ATTTGATGACTTC ATG AT AATTTC ATAGTAG CTTTTCCCAAAGC ATTTT CTGTC CTAACGCTTAGT 
GGTGTGCACTTGTACTTAGTGTAAAACCCAACTTTCTGAAGTGCAGCTCGGTAACAAATTGTTATAAGCACGGCGTTTGCTGCCTGTATTGGGC 
TTGTTTCTGGCCATACATAAAGGGCTTGTGCTGTAGAGTATGTTCATGGTGTAACATCAGCTCTTTTTCTTTTCTTTTACAGGTTAGACCAAAA 
CCATTGCTTTTGAAGTTGTTAAAGTCCGTTGGAGCGCAAAACGACACTTACACTATGAAAGAGGTGAGCAGAACTGAGGGGTGGAGAGCCGATG 
GCTTCATGGTTACATACAGGCATCTGTGGTGGTTTTTCAAGTTTGAGTGAGATTGGCCATACAGATTTTGTAATGAGCAAGGACATTAAGTTTT 
GTGATCATTTGAACTGTAATTTGAAGCTAAAAATTCTAATTTACATGAATTTCTTCCTCCTTTCCTTTCTTTGAGACAAGGTCTTTTTTTTAAA 
AAGATGTATTTATTTATTATATGTGAGTACACTGTACCTGTCTTCAGACACTCCAGAAGAGGGCATCAGATCTCATTACAGATGGTTGCGAGCT 
ACCATGTGGTTGCTGGGATTTGAACCCAAGACCTTCAGAAGAGCAATCAGTACTCTTAACCAGAGCCATCACTAGCCCCTGAGACAAAGTTTTA 
CTATGTAGTCCTGACTGTCCTGGAACTCACTATGTAGACCAGCTGGCCTCAGACTCAAGAGAGATCCACCTGCCTCTGCCTCCTGAGTTCTCTT 



JSnmE^NAAAAAGAAAGCAAAAGAAAAAAGACCTTATACAACTGTTGGGATGCTCAGTGGGCTGATTCATAGACACAATGTTGTATTCTCTGCCTT 
AACGTTTATTAGTAAAGTATTGTTTTCAGCTAGAGGTTGGTCAGTTGTAGACAGAAGTTTTGCATGGCTGAGATATAAGTGTTTCTCTGGCTCA 
CTTAGGTTAAGGCTTGTTTACTTAAAACACTCAAGTTCTTGTGGCAGGTTAGGGGCTTCTTCTCAGCTACACATTTGGAAACGTCTCAAAGAAC 
ACTTTGTTGGAGGAACCCAAGTGTCCTTTCTGTCCCACTGACTGTCAATACTTTGTGATCTATAGACATGTAAAAATTGCCTTTCAGATTGATT 
GGCTCCTACTTAGCTAGTTAAAGTCTCTTTAAGTGTTAAGTGATGTTTTTAAGGTCATTAACTTTGGATTGACCTTTATAAAGGTTAGACAAAT 
GATAAACAAGTATGGATTTAGTAGTAGGTAGATATGAGAAAATCGATGAAGGCCATCAAAAAGATTTAGTGCTTATGCTAAGCTGTGTGCAGTA 
GGTCAGCTGTCCTCCTGCTCTCTGCGGGGAGTTGGCTTCAGGACACTGCCTGCCAAGTCTCTTACTTAAACCGTGAAACTGTCTCTGTATGGAC 
ATCACCTCTTAGACATTAAGTTATCCCTAGAGTATCTGTAATACACAATGTGTGTAGTTGTTATACTGTATTCTTTAAGGAATAGTGACAAGGA 
AAAACATTTCTACATTCAGGATGGATGCCAGGAATATTATTAGACCCACAGTCAAATGGATCTGTGGGGGTGGGACTTACAGATTGTTTATAGT 
GTCTGATACCAGTTTTCAGTTACAAGATCTTTATTCTAGGACACTTGAGAATGTAGTGAGCTAGTGTGGTAGACAGTACGCTGGGATAGGTGTC 
ATGTCCTGGGTTAGTTTCTCATCTCTGTTTATGTTTTTATTTTCCCCCCTGTGGTACTGGGTGTCAGATCAAGGGAGCACATTTTACCTACTGA 
ACGACACTCGTGACCTTGTTTTCATACAGGAATAACAGTTCCCTGGGGTGTCAGGATGGTGAGACTGTACTGACAAACCTGTGCACTGTAAAAT 
GCTGTCTAGAGTTACATTGTTGATGGGCTCGTTTTGGAATGACAAAGTATGTTGCTTAAGCTGCCATAATGGAGCACATGGAATATAATAATAG 
TGATGGTTCGGGCCCTGGACTGTTTGGTGAAGACTATATTAATAACTGAGAATATTCCATTGGGAGATGTTACTCATGATGTCCTGTCTTCCTC 



ACCATGTGGTTGCTGGGATTTGAACTCACAACCTTTGGAAGAGCAATCAGTGTTCTTAACCACTGGGCCATCTCTCCAGTGTCCCCCCCCCCCC 

AAAATACATTTAAGTAATGTGGAGAAACAGTTACTTCTATTTTCATCAGTGTGGAAGTATTTAAAAGAAGCTTCTACAATACAACTGTTTGGTC 
TTGTACATGATTATGGGTGTGGCTGTTAGTGTAAAGTGTAACTTGTTCAGTTAAGTGTGGTATTGCTGAATGTATAATGTATATATTCTATGTG 
ATTTCCTTAGTACTTAGAAACCATATTTGTGTTTCAGATTATATTTTATATTGGCCAGTATATTATGACTAAGAGGTTATATGACGAGAAGCAG 
CAGCACATTGTGTATTGTTCAAATGATCTCCTAGGAGATGTGTTTGGAGTCCGGAGTTTCTCTGTGAAGGAGCACAGGTAAGCCTTGTGCGTGG 
TGGGTTATAAGAACAGCGAGCGGCTGTGCATGGGGCTGGAGAGATGCTCAGTGGTTAAGAGGACCCAGGTTCAATTCCCAGCGCCCCCATGGCA 
GGTTACAACTGTTGGTACTGCCAGTTCTATAGGATCTGGTGCCCTCACACAGACATACATGCAGGTAAACATAAAAAACATCTTAAAGAAGTAC 
CAGCTGGGCGGTCACTGTTTCTCACCTCTGTCAGAGAGGAACTGACCATGGATACAAAATGCTAACATTGGGTGTCATTTTTTGAGGCCCTACT 
GCGATTAACAGTAGTCGTAGCATATTGTGTGGGAACCTGAACTCTGGAATCTTAGTTTTGATTGTGTGTGTGTGTATGTGCATATGCCACTGTG 
AGTGTGTGGCAGTCAGGAGTCAGCTTGTCCTTCCACCATGTGGGTACTGGGGATTGAATGCAGGTTACCAGGCTTGACCTCTTTTGAGACAGGT 
CGAGTCGTTAGTCTGTGGGTGTGTAAATGGATCTGACATCTCTCAGCTGTAGGCTCTCTACTCACATGTTGTTTTTTTTTTTTTTTTTTCTTTT 
CTTACAAGGAAAATATATGCAATGATCTACAGAAATTTAGTGGCTGTAAGTCAGCAAGGTAGGTAATTTTGAATATTATAAACATAGTATAACT 
TAATAACAGTTCTTTTTCATGT AAGATCTT ATGTATC CTAGTCT AAC CTTAAACTATGTAGCTACGGAC CCTTGAGCCTTAAAAAAAAAAAAAA 
AACCACAAACCTTTGAGTAGCTTTTTGTTGTGTATGTATCTGTATGTCTGTGTAGGGTGGGATAGATACATGGTGTATACCTGGAAGTCAAAAA 
ACAGCTTGGCGGAATTGGTCTACTTTTTACATGGGTTCTGGTATCCAGCTCAGATCTGTAGGCGTGTGTGGCAGGCACTTTGACCTCCTGAAAC 
ATCTTACCAGTCCCCTAATCATGTTTTAAAGACTTGGATGTTGTCTTAGTCAGGGTTTCTATTCCTGCACAAACATCATGACCAAGAAGCAAAT 
TGGGAAGGAAAGGGTTTATTCGGCTTACACTTCCATACTGCTGTTGACCACCAAAGGATGCAGGACTGGAACTCAAGCAAGTCAGAAAGCAGGA 
GCTGATGCAGAGGCCATGGAGGGATGTTCTTTACTGACTTGCTTCCCCTGGCTTGCTCAGCCTGCTCTCTTAAAGAACTAAGACTACCAGCCCA 
GGGATGGCACCACCCACAAGGGGCCTTTCCCTCTTGATCACTATATTGAGAAAATGCCTTACAGTTGTATCTCATGGAGGCATTTCCTCAACTG 
. AAGCTCCTTTCTCTGTGATAACTCCAGCTGTGTCAAGTTGACACAAAACTAGCCAGTACAGATGTATACTTCATGTTTTAAAGACTTGGATGTA 
TACTTCTTCGTAGAGTGCAGTTCTGGCTTTAACCCTTAGCACTCTAAAAAGGCAAAATATCACTGTGTGCTGCTTTCATTTGTGTTTGCTTCTG 

GTGTACCATCTGTGTGCAGTGCCTTTGGAGGACAGAAGAGCCCATCAGGTCTCCTAGAACTTGTTACAGACAGTTAACGACTGCTGTGTGGGCT 
GGGAATTGAAGCCAGAACTTCTGGTAGAGTAGCCAGGGCTCTTAACCATGAAGCTGTGTTCCCAGCCTCTACTTTTTTGTTGTTTTGAGACCAG 
ATCCCCATAAATTATCCAGGCTCATTTGGAACCCAGGCTTCCTGCTCCCCAAGTAGCTGACGTTTGTTCATTTATTCAGCACTGCTGAGAGTTG 
AACTTAGGCTCACACACCCTTGCGTTTAGAAAGTACTGTACTAGTTAGCTGCCCCAGCCAGGCTTTGACTCATCTCATTCTCTCTTAAAAAATT 
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AAAGTGACTTCTTTCATTTCACTTTATTTGTATGGGTGTTTTTTCTGTCCTGCTGTATGCATGTATACATGTGCACCACGCGTGTGCAGTGCCC 
AGCAAGGTCAGAGGAGGAGCATTGAATCTCCTAGGACTGGAATTAGACTATTGCCACCTCTGGAAGACCTTCAAGTGCTCTTAAGCACCAGAGT 
CATCTCTCCAGCCCCTCTTTGGAAAAAATAATTATACTGCCTGGTGTGGTTACACAGACATTTAATCTCAGCAAATGGGCGGATGGACTTGTCC 
AGCCAAGTTTACATAAAGAGACCCTGTCTCAAAAAGGCAAAAAGCAAGTTTTAATTATGTGTGCGTCCCTTTATGTGAATATGTGCACATGAGT 
GCAACTGATCTTAGAGGCCAGGAGTGTCAGCTTCCCTAGAGCTGGAGTTAGGGAGTTTTGAGCTGTGGTATCTAGGAACTAAGAGTAATCCAGC 
CCCATGATTCTCCTTAAAAGTAAAAGAAAGTACATTTATTCGTGTTTAAGAGCATCCTTATGCCATGATGTGCATTGGGAAGTCAAATTGGATG 
TCTTGTTAATCTCTGTCACGACCCTGGGTTATCAGGGTTTCTTCTGAAGGACAGGTAATGTTAAAAGCTGCTTAGTAGAAGCGTGATCAAACCT 
CAGAATGCGTTGAGATGTTTCAGGAAGTAATATAATACCTAGGTAGGACCGTGAAAGAGTGGGGTTTCATCTCTTCTCTTCTCTTGCCCCCCTT 
TGTATTCTTGCTCTTGTTTCTTGAGTGGACACTTAGCATTTTTAGGTAAGCATCATTTTAGCTCTCCTTGGCAGTTCTTTTTTAGTGACTTGAG 
CACAGGTCCTTGTGTGTGCTTCACAAGCATCAACTCTGATGTTGAGCTACTTACTGAGAGAATTGGTTATTTTTGGGATGCAACCTTTTTGAGA 
ACCTAGTAAAGGCACTTGATTTTCATTCTATAAGTGTGTACATGTGGATAGTGTTTTATTATTATTATTATGGTTTTTTGAGACAGGGTTTCTC 
TGTATAGCCCTGGCTGTCCTGGAACTCACTGTTTAGACCAGGCTTGCCTCGAACTCAGAAGTCTGCCTGCCTCTGCCTCCCAAGAGCTGGGATT 
AAAGGCATGCGCCACCATGCCCGGCTATTTTTTTTTTTTTTTTTAAAGAAAGAGTTTCTCTTTTTAAAGACAGGCTCTCACTATTAGCTATGGT 
TGGGCTAGAACTC ATTATGTAGATC AGGCAGAC CTTTAACT C CCAG AGATCCAT CC AG CTGCCTCTGCCTTCTAG ACTTACAT ACCGC CATGT C 
TCCTATTAGTTGTATTTGAATACTAGTAGCTGTGGGCTCTGAAACCCCGTAATCCTTACCGTTAGCCTTGAACATAGCTACTGTGTTCAGAAGC 
TTGCTTGGTTTCTAGACTGAATCAACCATTCTCTTGCGATCCCACTATTCCCTTCTATATTCAGAAGTCACTGTGTTGTGTGTACAGTGTGTTG 
TAAATGGCACCAGGATCCTCCCTAAAAAAAGAACAAAGTAATTAGTTTGGTAACTGAGACCTGTGGTTTTCGGCTTCTGGCTCATGATGCTGAG 
GTTACTGGGACCTGGTAAGGCTCTTTATGTCATGCTATACAGTTATGGAATCTGATAGTATTTTACATTTTCTCTAGTAGTCACTCACTTAATA 
AACTTTGACAGATTACTGACGATTTCTCTTGATGCTGTGTTTCAGTTTAGTTAAAAGTAATTTTGAAAATCCTAGGTGAGCCTGTCACTCCCGT 
TACTTTATTAC ATCTGTTTTATAACTAT AC AC AG CCC AAG AC AGAGTTGCCAGGTAGCATAGCCTATCTATGTATT CC CTTT AAAGTTTGTATT 
ATGCCATAATACAGGACAGTTCACTGCGGTCACCCAGTGTTTGAGGAGCTCGGCAGTGCCCAGCTGTGGTCTCACGGTTGATGGATGTGCTTTA 
GGCGGTAGTCTAGGGTATGGATTGTGATTTTTGAGTAATTTTGTCCATTCCAGTTCTGGAACTTGGATGTTTTGAGAGCTTGGTCTGTGAAACT 
AAGTACAAACTACACCTGTCTATCTACATAACTCTTTTAAATTCATTATTTTTTCCAAGCTAAATCGTTCACCTCCCTCACCTCTCTTGGTGAG 
TGGTACCACACATTCTTCATCTAGTTAGACTCTTGGGATCACTTCCTTTTCCTTACAGACATCTAGTCTTAACCAGTTTTTATGTCTTAATTTT 
TCTCAAGTTGATTGTCTTAGTTAGGGTTTGCATTGCTGXGAAGAGACAACATGACCAAGGCAACTCCTGTTATTAAGAAAAACATTTAGTTGGG 
GCTTGACTTAATACTTCAGAGGATTAGTCCATTATCCTCAAGGCAGTAAGCATGGCAGCATGCAGGCAGATGTGGTGCTGGAGGAGCTGAGAGT 
TCTATACCCTTATCCAAAGGTGGAAGGCAAGTAAGAGGCAGGTTTCTTCCACATTGGGCGGGGCCTGAGCAAGGGAGCCTTAGAGCCCACGCCC 
ACAGAG AC AC AC CTCTTCC AAC C AGGTC ACAC CTCCT CTAG C C AGGC C ACACC CTGGGCC AAGCATATTC AAACC ACC ACTT AAATACTTTAAC 
TACATGTATATATGTATTGTATGCCGACTAATGCCACANNNNNNNNNNN^ 

TATTTCAAATACTGTTTGCTTGTTTCTGTGCTCTGTTTGCCTTCCCGTGTGGACCTCCTACATGCTAACTGAGGCCTCCTCCACTGAATCACTA 
TGGCTTGACAGTCTCACTGAGTTGCCCAGGCTGGCCTGCTGGAGATGATTGCTGTAGTGTAAATCACCGTGCCCAGTTGGGAGTGGTGGTGGGT 
TTGTTGTTTTTTAAATTCTATTTTGTCAGAGTGGTTTGTTGCTTTTTTTGTTGTTGTTGTTCTTTTTTTGTTTTTTTGAGACAGGGTTTCTCTG 
TGTAGCCCTGGCTGTCCTGGAACTCACTTTGTAGACCATGCTGGCCTCGAACTCAGAAATTGGCCTGCCTCTGCCTTTGCCTTCCAAGTGCTGA 
GGTTAAAGGCGTGTGCCACCACCACCTGGAGGTTTGTTGCTTCTTATTTAGGAGTTTTATGATTGCTCTCTGGGGAGAATAGTTCTGTGAGCTA 
GGAAATTAGCTTTATTTCTTGAACTAAAACCCTTTAATAGTGAGAAGTTGCAAGATGGCCTCAGGCAAGATTATAGAACTGCTTGAATAACTGT 
TGAGAAGAATAACCTTGTATGTGACTCAGCTGAACACGCATGGCTCTGTGCACAGCGACCCTGCACTTTACTGTTTGAGTACAGAGGAGTTTAT 
TATGTTGGTGTCAGTCACAGGAACTGTTTGCGTGTTCATGATTTCTCACATACTAATCCTTCAGTCTGGAGTGTCTGTCCTATGCTAACTTCAG 
CGTAGGCGATTCCAGAAT.CTGTCCTGATAGCTCTTCAGAGCCCCTCCCCCACGTCTACTAAACATTTTTGTTTCCCCTGCTAGTATATCTTAAA 
ATTTGCTTATTTTGCTTCATAATTCCTGTTGAATTTATATCTCCAGCATGCAAATGACTCTTGATACAAATGGTTAATAGTTGTTAAAAGGTTA 
GATTTTGTATTGGGCATGTGTTAGACTGGTATATGTTGAATTCTTGATTTCTTTGTT'TTGATCCACTTTTTACTTTCTCTTACAATCTTCAGAC 
TCTGGCACATCGCTGAGTGAGAGCAGACGTCAGCCTGAAGGTGGGAGTGATCTGAAGGTAATACTTGCATAAAGTTCTTACTCTAACACACTTT 
TCTCTTTAAAATATCCTGTCTGTAAGTGTGGGTGTGTGTATGTCCTCCAGCCAAAAGAAAGAGGTGATGCTCACCTGGAGCTGAGTTACAGGTG 
GATGTGAGCTGCCCCAGACATGAGTGATGGAAACCAAACACACCCCAGCAAGAACAGCACATGGTCTTCTTCTCTGAGCCACCGCTCTAGCTTC 
ATGACACATAGTTCTTGAAAATTGGGAGGGTTACATAAAACAGGGTGTGGAACAGCCAATGTTTAATGTTTATTTTGCAATATTTTACTTTCTT 
TTATGTACTTAGGATCCTTTGCAAGCGCCACCAGAAGAGAAACCTTCATCTTCTGATTTAATTTCTAGACTGTCTACCTCATCTAGAAGGAGAT 
CCATTAGTGAGACAGGTACATAGGGACATTATGTGACATACTAAACAGTTGCTTGGTGTTTCCATTTTGGGTCAAATGACCCTTTGACAGAGGT 
CTGAGACCTAAGACCIACTGAAAACCACATGGTTGCATTATGATTCATCACATTAGCAAAACTATGGCTATGAAGTAGCAATGAGAATAGTTTTA 
TGCTTGGGATCACCACTATGAGGAACTGTATTAAAGAGTCACAGTGCCGGGCGATGGTGGCTCTCATCTTTAATCCAGCACTTGGGAGGCAGAG 
GCAGGCGGATTTCTGAGTTCGAGGCCAGCCTGGTCTACAGAGTGAGTTCCAGGACAGCCAGGGGTATACAGAGAAACCCTGTTTCGAAAAACCA 
AAAAAAAAGAGTCACAGTGTTAGGAAAGTTAAGAGCTGCTACCCTAGACTTCTAATAAAAGGAGATGAAGTTGTTCTTTGTTTTGGGACAGGGC 

TTAACCACTGAGCTGTTTCACCAGCCCAGCCTTATTCTTAAAGCTTACTGTTGATGGGGAAATCGTGTACTGTTGAATCAGTAAAAGCACTAGG 
AGGATTAAATGAGTAACTTGTGGAGGTAACGTCCACAAAGAAGGTTGCAAGCTTAGAAGTAGAGCTTATGTGTAGCTGAACAGATCCAATGAAA 
CACTGCTGACTTTTGAAACATTAATGGTTCACTTCTCTGTTTAATATAATTGAAATTAAATTTTGTTGCAAATAGGTGCTGAAGATATTTCAAT 
CTCAAATCAGTCCCAGTACAGGGAGTTTTAACCCCATGTCCTTTAATCTATAGAAGAGAACACAGATGAGCTACCTGGGGAGCGGCACCGGAAG 
CGCCGCAGGTCCCTGTCCTTTGATCCGAGCCTGGGTCTGTGTGAGCTGAGGGAGATGTGCAGCGGCGGCAGCAGCAGCAGTAGCAGCAGCAGCA 
GCGAGTCCACAGAGACGCCCTCGCATCAGGTAGTGCTTGGGTTTAAGAAATTATCTTACTTTTTAATATGGAAGTGTCTTGTCTGCCAGAATGT 
ACACCACATGCATGCAGTGCTTTGAGGCCACAGGAGGGTGTGGAGTCCCCTGGAACTGGGGTTAGGGATGGTTGGAGCCACTGTGTGGGTGCCA 
GGAAAGTGGGTTGACTACCACATCTCTGCCCTAGTTTTGAGTGCTGCAGATTAAATCCAGGGCTCTGTGCGCACTGGGCAAGTGTTCTACCAGT 
TAATTACATCCCCAACACCCAACAGTCAGTGAGCCAACCTCTCTGCGGATCTCTGCCTATCTAGTTTCTTAGAATAGAACCTGACCTGCTGTCA 
AAACAGAATATATATATATATATATATATATATATATATATATATATATATATATATGCTCTTCTAAAAATCTTCCATATTAAAAATTTGTTAC 
TTTTTAAACTTAAGTGAAAATGCTTTTAATACAACTGTGTTTTGCTTTGTTTTAACTTACTTATGAGAACATTAGTCTCAGTAGTTTTACCCTT 
TATTTACAGGGAACACTATGCCTGATAGTGTTTCAAATAATTTGTTAAAGGATCCTACAACTAATTATTACATTTAATAAGACAGGCTAGAACT 
TGAAAGCTCAGCGGTTAAGAGCCCTGACTGCTCTTCCAGAGGTCCTGAGTTCAACTCCCAGCAACCACATGGTGGCTCACAACCATCTATAATG 
GGATCTGGTGCCCTCTTCTGGTGTGTCTGAAGACAGCAACAGTATACTTAGATATAATAATAAATTAATCTTAAAAAAAAAAGACTACTTTTAT 
GTCAAGCTGACTGTATTTTCTGGAAGAGAAATGATGTGTCTGCAGTTAAGCAGCATCTTGGTAGCAAATTGAGAATGCCTGTGTCCTGAATTCT 
AGAGCAGTGTATTTTTATCAGTTGTAAGTAAGTTGATTTGCGGATGAACTTAGTGTATGATTTGAAGTTGAATCTCTTGTTTGCATTTTTGTGA 
GACAGGGTCTCTTATTTAGTTCTGACTCTTGGCTGTCCTGGAACTCACTGTATAGACCAGGCTGGTTTTGAACCTACAGAGATCTTCCAGTCTC 
TGCCTCCTGAATGAATGCTAGGATTAAAGGCATACACCACATGCCTGGCCTGAAGTTGAATCTTTTAATCTCAGCACTCAGGAAGCAGGGACAG 
CAGAGCTCTCTGAGGTAATAGCCAATATAGTGTCACATGAGGTAATAGCCAATATAGTGTCACATGAGGTAATAGCCAATATAGTGTCACATGA 
GGTAATAG C CAATATAGTGTC ACATGAGGTAAT AG C CAAT ATAGTGT CAC ATG AGGTAATAG CC AAT ATAGTGTCACATGAGGTAATAGCC AAT 
ATAGTGT C AC ATG AGGTAATAGCC AATATAGTGTC ACATGAGGTAATAG C CAATATAGTGT CAC ATG AGGTAATAGC CAAT ATAGTGTC ACATG 
AGGTAATAGCCAATATAGTGTCACATGAGGTAATAGCCAATATAGTGTCACATGAGGTAATAGCCAATATAGTGTCACATGAGGTAATAGCCAA 
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TATAGTGTCACATGAGGCCCCAGGCCAACTAAGGCTGCATCGGAAAACCCAGATGCCAGCTTGGTGTTTGTGTGTCGTCACTAGCACTCCGTCA 
CACTAGCCTGTGAGTCAGGGAGGCCTTCGTCTTCCTGTGTTTAATAGGATAAACTCACAGTGGTGCTTCAGATAATAGTGGGTGTGCATATAAT 
CACACACGTAGGAAAGGTCATTGTGGAAGATCTTTTTATGGTATTGTGGGAACCTTAACCAAAGAAAGATGAGTGGGGCTTAGAAACTCAGATT 
ATCTTACTGAGAAAAAGTTAGTGTGTGGATTGATTTAGGAAACAAGATGTGGCTGGAGCATGGGTATTGAATAGGGTGGAGGGTGTGTTTAGCT 
GGACATTTGAAAATGTTAATGCAGTCATTCTGAGTGTAACCTCGGGGCTAAGGGGCTCTGACTTTTCCTTCATGAGGTAGGACTTTTGAGTAAG 
GTAGTAACCTTGAACCCAGTCTATGTGGTCTGGGGCTGAGAAGGAAATAGTGGCTCGGGATGAACCCGGGAGCTCTAAATGAGGCGCAGAGGCA 
ATGCATTTACATTCGCTGCATTGTTCCTCCATAGGATCTTGACGATGGCGTAAGTGAGCATTCTGGTGATTGCCTGGATCAGGATTCAGTTTCT 
GATCAGTTTAGCGTGGAATTTGAAGTTGAGTCTCTGGACTCGGAAGATTACAGCCTGAGTGACGAAGGGCACGAGCTCTCAGATGAGGATGATG 
AGGTGGGTTTCTGTGTCTGTCAGCCTTTTAGTAAGATGAAGAGGCCATCTATTCAGAGTCTCTGGAAAGTCTTGCTTTTTCATTTGTTCAAGAT 
AGAATATTGCTTTGTGGATTTGAGGTGAAATTTTATAGTTTCTTTGCTTGATTTATTTATTTAGATTTATTTGTTATGTATACAGCATTCTGCC 
TGCATGTATGTCTGCAGGCCAGAAGAGGGCACTAGATATGGTTACTAGCCACCATGTGGTTGCTGGGAATTGAACTCAGGACCTTTGGAAGAAC 
AGACAGTGGTCTTAACCTCTGAGTCATCTCTCCAGCCCTTTGCTTGATTTATTATAGTCTCACATTACTAAATAAAAAACTTAGAGGAGAGTTT 




GAACTCAGAAATCCACCTGCCTCTGCCTCCCAAGTGCTGGGATTAAAGGCCTTCGCCACCACGCCCGGCGAGACTTGGTTTTTCTGTATGGCCC 
TAGCTGTCCTGGAACTTGCTTTGTAGACCAGGCTGGCCTCAGATCTGCCTGCCTTTGCTTCCCAAGTCCTGGAATTAAAGGTGTGCGCCACCAC 
TGCTCTGCTAATGATGGATGAACATTCTCATAATGGGTGGACCACAAAGTTCTGCATTTGGTCTTCCCATTTATGTATGTATGTGTGTGTGTGT 
ATTTGTTTTTGAGACAGGGTACCACCGTGTATCCCTGGCTGACCCTGAACTGGCTATCTAGACCAGCCTGGCCTCAAACTCATGGGAATCCTCT 
TGCCTCTGCCTCCTGATTGCTGGGATGAAAGGTGTGAGCCCCTACTTCTGCCCCTCCCTTCTCAGTACTGATTTGTTTTTCACCAATGTAAAGC 
ATGCAACGAACAGTGTCCAATAGGACCCGAGTATCTCTTTCTCGGGAGCAACTCTACATTTCTAGTTGTTTTCTGTCTAATAACTCTAAATTTA 
TAAAATGTCTTCTTGAGTGTTTTGTTTGGTTTTAAGTATCTAACAACTCTTGCCATTGCGAGTAAAGGTTTTCCTATCCTGCGTTTCCTGCTTG 
CGTTGAACTGCATTTAACTTTCTTTCAGAACTCTTCGTCCACAGTTAATGGCTCAAGCTGTTTGTTTTAAGAGTTACTGAGAATTCTGGCTTCT 
TGGTTGAAGGGTTGAATTGATGCTAATGAATTTGTCTTACTAGGTCTATCGGGTCACAGTCTATCAGACAGGAGAAAGCGATACAGACTCTTTT 
GAAGGAGATCCTGAGATTTCCTTAGCTGTAAGTATATAGATTCTTCAAAGAAATAAAACACAATGTTGAGATCAGAATTAGGACTATAGGTAGT 

GGAAAGTACCTAGAGTGTACTCTATTAGCTAATTTCTGGTATATAGTATTAGATATATTCCTCATGTTCTTTGCCTATTTATGTAAAATATGAA 
ATGCTGAAAATTAAGCTACATGGTATACTTTTACCTTAGCCACATTGAAGTTATTAGCCTTGCTATGAAGACTGACTGAAGAGTTACTGTCTTT 
TTTATTGAAGGACTATTGGAAGTGTACCTCATGCAATGAAATGAATCCTCCCCTTCCATGACACTGCAAAAGATGCTGGAGCCTTCGTGAGAAC 
TGGCTTG CAGACG ATAAGG GG AAAGATAAAGTGGAAATCTCTGAAAAAGC C AAACTGG AAAACTCAG CT CAGGCAG AAG AAGG CTTGGATGTG C 
CTGATGGCAAAAAGCTGACAGAGAATGATGCTAAAGAGCCATGTGCTGAGGAGGACAGCGAGGAGAAGGCCGAACAGACGCCCCTGTCCCAGGA 
GAGTGACGACTATTCGCAACCATCGACTTCCAGCAGCATTGTTTATAGCAGCCAAGAAAGCGTGAAAGAGTTGAAGGAGGAAACGCAGGACAAA 
GACGAGAGTGTGGAATCTAGCTTCTCCCTGAATGCCATCGAACCATGTGTGATCTGCCAGGGGCGGCCTAAAAATGGCrGCATTGTTCACGGCA 
AGACTGGACACCTCATGTCATGTTTCACGTGTGCAAAGAAGCTAAAAAAAAGAAACAAGCCCTGCCCAGTGTGCAGACAGCCAATCCAAATGAT 
TGTGCTAACTTAGTTCAACTAGCTGACCTGCTCACAAAAATAGAATTTTATATTTCTAACTATATGACCCCCAAATTAGACAACATGGGTATTA 
TTTTTATACATTAAAGCCAGAAAACTGTCTTAGTCCACATAAAATTCACTTATAATTTATCCTGGAGAGTAAATATGGTGAATATTTTCTTCCT 
TTTTAGGGAAATTTCACTTGTTTATTTTATATTTGTGTTTTAAGTAATTTGCATTGGCTGTTTATATTTTCCTTATATTTTAAATAATCTCCGC 
TTGGAAGGACTTTGGAAGTGTATGTGAGAAGTCCTTTCCATCTCCTGCAGATGATGGTGGACCTTCCTCATCAAGGGCTACAGAAGTACTTGAT 
TTCTGTTTTTTTTGTTAATAATAAGAACATTTAATTTATTTAGTGTCTTTCATGTAAAGAGTTAAAGACTATGTGAAGGATTGTATATTTAAGT 
TATTGAAATTCTGAAACTGTAGTAATCTAAAATGTGTGAGTTGTGGGCTGCAGAGAAGACTCAGCCAGTAAAGGCACCTGCTGTGTACACCCAC 
TGACACACATTTGATCCTTGGAACCCCCAGGAAGAGTGAACCAGTTCCACAAAGTTGTTCCCTGATCTTCAAATGGATGCAGGCACGCACGCAC 
ACACACGCGCGCGTGCGCACACACACACACACACACACACACACACACACACACAGTTTTAAAGGCATGAATTGCATCTGGTGGTATGTAAGTG 
AAAACACACGCCTTATTTTCCAGCATTTTCAGCTTTTTGTCATAGGGGTGTGGCACAAGTGTTGCAGTTTGTCCCAGGTTGAAAAGCCTGAGGC 
TGGTAGAAGCGCCTTTTTGCCTCAGCTCCGTGGTTCCTGGTGGTTGCCTATGTTTCAGGCCTGTACTTAGGCTAGGTTTAGAAACCAGCCCATT 
CAGAAAGACTGAATCAGAACATGGATAAAGTGAACTCATTCTAAGATGACTCGTCTATCCATGTAGATTAATCTCCTGGTTCATAATAGGCCTC 
TTCCCTTTGATTGAAGGGTCACGTCTAAGTATAGAAAACATAAAACTGTAAGGTAGAGGAAGCGAAGGATAGCTTTGTATTAATGTTGCGTTAA 
AGCTTCAGAGACAAGAACAAGAACACTCCTCCCACGTGACAGCATTTGAATAGGAGGCGGTGGGTGCGGCAGCCTGGGCAGCTTCAGTCCCGAT 
TTACAATAAAGTACCTTGTGTGTTATTAGTTCTTAAATGTTTATTTAGAAATGGCATTGATGTTATTTATTTGCAAATAAATGGTTTATTGAAG 
AATTGTGAAAGAGATTTGTCTTACACATTTTTTTGTCAGTGATTTTGTTTTTAAAGATTTGTTCATTATATGTGAGTACACTGTAGCTGTCTTC 
AGACGCACCAGAAGAGGGCGTCAGATGTCATTACAGATGGTTGTGACCCACCATGTGGTGGCTGGGAGTTGAACTCAGGACCTTTGGAAGAGCA 
GTCAGTGCTCTTAACCACCGAGCCATCTCAGCAGCCCCCATCAGTGATCTTTTTATAATTCATTTTTATTTTATGTTCATTGGTGTTATGGCTA 
.'TATGTCTGTGAGGGTGACAGAAACCCTGGAACTGGAGTTACAGACAGGTGTGAGCTGCCGTGTGGGTGCTGGGAAATTGATCCATTGCTCTCCA 
CCTTTTTAAAATTTGTGTGTATGAATAATTCGTCCACATGTATATGTATTGTGTGCATACACTGCCTTGAACTACATGCATGCAGTGCCTGAAG 
AGGCCGGAAGAGGGCATCAGATCCTTAGGACCCGAGTTCCAGGCTAGGAGCCTAACCCTGTCCTCTGTAAGAGCAGATGCTGCTCTTGACCACA 
CAGCTGTCTACATGCCGCCTTTTTTTTTTTTTTTAAGGTTTATATATTTTATGTATATGAGTACAGTGTAGCTGTACAGATGGTTGTGAGCCTT 
CATATGGTTGTTGGGAATTGAATTTTAGGACCTCTGCTGGCTGCTTGCTCCGGCTCAAAGCTTTATTTATTATAAGTACACTGTAGCTGTCTTA 
CTATAAGAGGGCATCAAGTCTCAGTACAGGTGGTTGTGAGCCACCATGTAGTTGCTGGGATTTGAACTCAGAATTTCTGGGAGAGCAGCCAGTG 
TTCTTAACCACTCAGCTATCTCTCCAGCCCCTAATAGCTACAAATTTAAATACTTTAGGCAATTTTGCCTAGGGATTTCCCAATATATTATATT 
GCAATGGATTTTCTTTTGAGTCGGAGAAATGTTTGCGATTTAACTTAAAGTTAAGATACTTGTGTGGAGGAGATGGCTCAGTGCTTGTCTTGTG 
CCCTGATTCCATCCCCAGAAACCGTGGATATGGTGGCACTCATCTGTAACCACAGCATGAGAGATGACAGGCAGACCCACAGGCGAATCATCTG 
GAAGCTTGCTGGTCAGGTGGCTTGCAGTATGCATCATGACAGAAACAAGAGGCTACCACAAGGTGGAAGGCCGGAGACTGTTAGGTTTTGGGTG 
TTGCTAAATACTGGCCCTGGTTGCCTCCAGGGGCTGGGAAATTCTCACTTAAACCCAGATGATGCTCTGTAATCTTGTCCCCCAAGTTATCCCC 
GATTGGCGAATAAAGATGCCTGCAGCCTGTAGCTGTGTGGAAGAGAGACAGGTGGGGTTTGGGGGTCTGAGGCAGGAAGAAGAAAGAGGTGGAG 
AGAGG AGAGTGTAGGTGAGTCTGG AAGAAGTCAGTG CTCTTAATCC CTGAGCCAT CTTTCTAGC C CC ATATAG CAGTCTTTTCTAGTTTGTAG A 
TTTTTGTTATGTTTGCAAACAAAACAGTAGTGGAAAGAGACAACATTCACTATATGAATATTCTTTATTGATAATGAGATAATGTAAATAAAAT 
AAGCTCAGAGGTAGTCATGGTCCCTCCCAAGCAAACGTTGTAATCTTAGATAATCTGAGAATTTATTTATTTTTCTGTGTAGCCCTGGCTGTCT 
TGGAACTCACTGTGTAGACCAGGCAGGCTGGATTTGAACTCAGAGTCCCCTCTGCCTCTGCCTCTGGAGTACTGGGATTAAAGGCGTGGTCCAG 
CACTGCCACCACTCAACCTGGGCACCTTTAATAGCTTCTGCTTCTGTGCTTTTAATGGCAGGAATCACTTAGAAGGTTGTTAAACAAAAACCCG 
CATGAAGTCTCTCGCACAGAGCTGTGGGTTGGCTTGTGAGCTTAAGGTTTGATTAAACGGCCTGTGAGACAGAGTACAGCATCTTATTAGTGAT 
GCAAGTCTAGAACAAACTCGGTGAAGAATCTGTTGTAGGCACCAAGAACCCGATGCTCTTCACCTAATCCAGCATCATTCTCTCCCGTACCTGA 
GGTCACCAGGAAGGCAGAATTGAGCTCACAAAGCTTCACTAGATGCCCCCTCCGAGACTGAGAATGAAACTCCTGTTGCAATAGGAAAATAAGT 
GTGCTATATGGCTTTGTATATTTTTCCTAGAAACAGATACGTCTCAACCCAGCTTCAGCTCATACATTGGAAAGCAGATCTGATGTTAATACCA 
TTTTAGTACAGGCAGAGTCTGAGAAAACTGGGACTGTTTTTGCTTGTTTGAAACGGGGGTTTTTCTGCGTAGCCCTGGCGGTCCCAGAACTCTG 
TAGAAAAGACTGGCCTTGAACTCACAGAGATCCAGCTGCCTCTGCTGCCTGGGTGCTAGGATTTTACCATCTCAATTCAAAAATGGGCACGCAT 
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GTAAACTAGGCACTTTGTGAAAGTTTCCTTGAAAAGGACGTGGTTTTTGGTAACCAGCATTTCCGTTTTCAGGTCACCTTTAGTAAGGTATATT 
GCTTTCAAAACAGTTACAGACCCAAGTATTCCTTGTGCTTTCTCTACCTGGCAGAGGGCAACAGAATAATTTCCTGGTTATGTTTTGTCTTGGG 
GGTAGTTAATGGAGATTAGACCCAAGCCTTTGCATATGCTAAGTACACTGTCACTGAGCTACACCCCTCACCCTGTTTTAGTGATTTTTACACT 
GGGTTTTGATATATATTTCTGATTTAAGTAATGTAACCTGAATATGGACACAGCGGACCAGGTCTGTAATAGCTACTCCAGGGTCTACGGCAGG 
C AG AT CCAAAGC CAGTTTGG CTTACTATGAGTTCC AAGTG CAGG CTACACAGCTTAGTGAAATG CTGTGTCTG AAC AAAAAGTAACAAAATAAA 
GACGTAGCTGTGGCTCAATGGCCCTGTGCAAAGCCCTGGCACAGTCTCTGGTAAGACACGGGCACTTGCAAGTTGTTTCAGTACCAAGTCTCCG 
GTTAGGCCCATGAGCAGCTCAGCGAACAGCTCATTTCCTTTCACGGAATCTTAGGAAAGGGTCAACCAGTCAGAACTCAGAACACCAGCTGATG 
GCGAACCAAGTTTGCTCTTACATATCTTACTGGTTTTGCTTTTCTAAGATGGCTAGTCCAGGCTAGCCTTGAGCTGTGTCGATCTTGCCTCAGC 
CTCC CAAG CG CTGGG ATAATAGTTC ACC ACCACAC CTGGCTTCGTCTTATATATATACTTC AAATGTAATATACCCAG ATCCCTTTTTG AACTA 
TTAATACG CGCCTTCTGGG ATATAAGTTAATG CTTATTTAAATAAAATG ATCAAGATACTCATGCTATTTC CAAATTTAGAAGCGGTT AAAAAG 
CTATGCAGACTATTGATATTAAAATATAGATTAGGTTTGGCACCAAGAAAGGGCACCAGGGTGCCCACGTATCTCTTTAGAGTCTCAAGCCTTC 
ATCGCCTGTCAAACCCCGCATGTTCTTACTTCCTGTGGGAAATGCATGTCACTTAGAAACCTGCACCTCGGAGTTACTGTTAATGTTCCTGTTT 

GTGTTGGGATTAAAGGTGTGCGCCAACACGCGCAGCTTTCTCTTCTTCTAATGTTAGAATAAAGTTACTTTTACAGGGGACACTTTACTTCGAA 
CTGTAAGAATTTGTTTTGTGGTCTAGAAGGCAGATTGGCTAACAGCTAATGCCTTTCCCTCAAGCCTCACAGCTCACCCATTTGCATTTATCTT 
TGGATTTTGTTCTTTGACATACACGTGAAAAGTGTGTATGTGTGTGTGTGTGTACTAGTAAGCTGAATGTTGCCAAACATAAAACGCATTTACA 
CAAAATTACTCAGATCCTTAGCGTTCTGGAAAGGTCTGTAGCGGTAGCTGAGACACTTCCCCATCCATTTATTTCCTGTTTTTTGGCTAGACTC 
TGAGAAATTATTTCTCAAGCAGATCCTTGTGTTAAAGAGCTCATGGCGTGCTAGAGAAGGCCAGCACAGAGCAGTTCCACACCACGATGCTGTA 
AAGTCACTAGTCAAAGGAACTTCTTTGAAGGATCGGCCTTGAACTTGACCACCTGGAACTCCATGGGCTTCCCCGTTGAAGACGATGCTTGGAA 
TTCTTCCTTTTAAAAAATTTATTTATTTTACGTGTATGACTACATGGTTGCTGTCTTCAGACACACCAGAAGGCAGCCTCGGATCCCATTACAG 
ATGGCTGTGAGCCACCATGTGGTGGCTGGGAATTGACCTCAGGACCTCTGGAAGAGCAGTCAGTGCTCTTAACCCCCCATGGAATGGAGTTTTA 
CTGAGCAGGAAACAAGACGTGACACAATCAGAATCCAGACCTGGGACCGAGAGCACTTACTGTGTTGTGTTTAGGGAGCAGGAGAGCTTTGGGC 
AGCCCAGCTCCCCAGGTTCTGTGTGGAAGACGGACTTGGCGAAAATACCCATGAGCAGCAGCTGGGTCAGCGGCGGAGGGACGCTAAGTGGCCT 
GGAGAGGGTGTATAC AGCAGCTTCC AGTGACTGGATATGGG AATCG AACAGC CTTG CATGGCGTCT CAAC AGT C AAC CGG ATGAACTGCAGTTC 
CTAGGCATCGTAGTCAGGTGGGTGTGTCTGGTGAGCAGCTGGAGTTGCATCTGAGGCTCAGGCAAGGGACTGGGGTTATACAGGAGGGGTCATC 
TTCGTAGGACTGTGGCATCAGGTGCAGGGGGCAAGGGCAAAGGCACGGGAGACAGAGGCCACTGCATCTGTACCCACATCAGACATGTTTGTCC 
ATTTTCTCTCATTTGGCCTTAGACCAT.TGGCAAGAGTAAATGCTCTTAGTCCCGTTATCTAGAAATTTCTTCCTTTGGGGAGAACCACTTATAG 
ACAATATCAGCTCTCTACAAATAACACGAAAGGTCGTAACACAGCAAGTGACCAGAAAGTGCCCGTCCTTGCGGCTCTGATCCACGTGGCTCTC 
CGTAGACAAATTGTTTTTCTTGTAGGGATATCTGTTTTGCTTCTGAACTTTCTTACAAGTGTTTGGGACTCCTTCGGGGTGGCGTTTGTGTGGG 
CAG C ATGAG GTAAGCAGTGACCTCCACTTTATCCAGACTGAAGATGG ATTTGGTCGTT ACAGGTCGCTCTAGG CCAGGTTTGGAAACATC CGGT 
TTTCTTCTTAAGGAAAACAGTGGAGTCTGTCCCAATCGCAGTCCCACAGGAGGGAGGGTTGCCATAACCGGGAGTAACCAATCCCTGATTCCCG 
GAAGTCGAGTTTCACACCTTGCTTTATTTAAAAAATACGTACAAAAGAGTCATGAAAAACACGCCCAGACTAGGCTTTGTGGCAGCCGAGTGGC 
TTGGCATGAATTTGTACAGCGGAATCATCGGGCACGAAGGATTGGATACGGAGATGGAATCCGGCTGCCATCGCAGCGGGAGGTGAAAATCCTT 
TTTAAGAGCACTGAAGGGCTGGGATTTCCCTGGAATAGTAAGCTTCGTGAGGTAGGAGTCGTGTCCAGGGACTGTAACCTGAGAAGGAACAAGA 
AACAATTACTTGAGTGATTTCAGATGGGTGTGAGGTCCACGCAGAAGACAGATCTCCACCCCTTTGAGCGGTGCATGCGTGGCTTGAAAGCGGT 
CCACGCCTCCGGGGCTATAGCGCCCGGAAAGTTGGCAGTGTTTCTTGATGTAGGCCTTTGGTGCAAATGCTACCAAGAATTACAAAATGAAGTA 
AGAACAGAGAGGGGGTTCAGCATCTAGTGAAGGAAAAGACTAAATGGAGGAAGCCACGACTGATTCTGCCACGGTCATTTTCAGTGTGCCGGGG 
TAAAGGTGCTTTTTTTGGACCAAGCCTAGAGTATCCTTATTGGATATCAAGATTGTGAGTAGATTCTTCCTTCAACTTACTCCCATTCTCCTTG 
CCACTGACCTAAGGTGTATAACTCT ACTTCACTC C C CACCC CTCCTTTTT AAAAAG AAAGAAAGAAAC AAAACAAAACCAAAC CCAAAAC CTTG 
CACAAGAGCGGTTTTTTTGCCTGCACGTGTCTACCACTTGCATGCAGTGCTTACAGAGGCCAGAAGAGGGCAACAGATTTCCTAGAACTGGAGT 
CGCGGATGGTCAGTTGTGAGCCACCCGGTGGATTCCAGAACTTCAACCCAGACCTTCGGAGCCCTTCTACCACTTTCTTTTAAAACTTTTAATT 
GTGCCAGGCGGTGGTGGCGCATGCCTTTAAGCCCAGCACTTGGGAGGCTGAGACAGGCGGATTTCTGAGATCGAGGCCAGCCTGGCCTACAAAG 
TGAGTTCCAGGACAGCCAGGACTATACAGAGAAACCCTGTTTTGAAAAAACAAACAAACAAACAAAACCCCCAAAACCAAAACCAAAACCAAAC 
AACTTTCAATTGTTTTAAAAACTAGTTTTGTTCTTGTGAATCTTCAGGTAGGTTGCGATTGCTCTTGGAGTTGCTACATAGACCAGGTTGACCT 
CAAACTCACTGGGTCCACCTGCCTCTGGGCAGTGCTGGCATTCAGGGCTTCCTTTTGAGCACTTTATATATTCTAGAAACTCATGTCTTAATGG 
AGAAGTCATTTGCAGATCTTTTTCCCCAGGTCTGAAGACACAGGGACAATCTGCTCTTGGCTCCTTTGCCATGCTTCCTGGTTCGTTTTTCTTT 
GTCTATCTTAATTTTGTGCCTTTGGGGCTCTATCTAAAAAAAACCCATCGCTTTACATAAATGGCTTGAAGTGTTTCCATTGTTTTCAAGCACG 
CACACACAC ACACAC AC AC AC ACACAC ACACACAC ACAC ACACACAATTTATAC CTAGGAG AAG CTCAAACATCTGC ATCTGC AG CTGTGGC CA 
GGAGAAGTGAATGGTAGGTCTGGAGCCACCCGGTAGCTCTGTTCCTGGAGCTGGGGGACCCAGCTGGCACCACCTGTCTAAGTTCCTGATTGAC 
AGGTAGGACTGAGGGGCTGTCTTGCTACAGTGCCAATGCTGTGGTTGGCAGGGACTCCCCTAGATCTCGTGGGGGCAGACTGAGACAGCAGCGG 
GGCTTGTGGCATGCCACATGGTAGCAGGGGGGGGGGGCTGTCTTTTCTTCAGTAAAATGTGCTCTGGACCAAGGCTTCAGCCAGAGTCCAAGAT 
GGCTGACAGCTCCTATGCCAAGATGGTGTTTGGCAGTGGCTATGGAAGGGCAAGGAAAATGACAAAGAAAAGCCACTTTCAGAAGAGCTCTCTA 
GATTGGATTTAAAGCTTGGGATTCCTCATTCATGGTTCCCTGCCACACTGGTGCTTGCTGGCATCTCCCATCGTCCTCAGTTCACAGGCAGGCC 
TGGGTGCCAGGGCTGAAGCTGCTGAGTGTTTCTCTCTTTCCTCTGGGGTCATTTCCAGGCACACCTTTGTGCATCTTCCTAATTCCCCCTCTTT 
CGCTCCTACCATGTGGTGTCTGCTTAGCTGCCCTGACTTCTCTGGCAGGGCTACCTGTAAGGCACCTTGGCTTACACTGGCTTCCTCCTGGGCT 

TGGTTCACTGGGTGAAAGCGCTTGCCCAGCAAGCCCGACATGATTCAGTGTGTAGAATGTATGCTGGAAGGAGCAAACTGCCCTCAAAGCTGCT 
TACCAACTTCTCCAAGTGTGCTATAGCCCACAGATGCGTACATAATTGAGAAAACATGGTAGGTGCTTGGTTAGGAAAACATATGACTTTCCTC 
CCGGAGACAGTGTTTCTCTGTATAGCCCTGGCTGTCCTGGAACTAACTCTGTAGACCAGGCTGGCCTTGAACTCAGATCTGCCTGCCTCCGCCT 
CCCGAGTGCTGGGGTCAAAGGCACATGCCACTGAGATGCCAAAGCTTTGAAATTCAGACTCCATTTTAGAAAACCTGACCTAAGTGTGAACTCA 
GGTAG AC CAAC AGG CTGGTATCTAATAG C ATTAGTTTCCAAGTTGCCCCC CAACAG AACCTGAGCCTAGCTCC CGTCTCTAGTCTAATC CCCAA 
C AAG AG C AGAGTTT CCAGGTTAC AC C CT C AACAGG AC CAGTGTCTCC AGGCTATTTCC C C AACAAATCTGC ACCCCC AAGTTAC AAG CCTACC C 
TCTGC CTAACG ACC AC C AATGCAG AGGGGAGCAGAAGTTAAGTCTATG ATAG ACTC CC AGC AC CAG CC AATCATGTTAAAGGCCACAGG AGCTT 
TCCAATGAGATGCTTGCACATGTACTCCCTGCTTGCTGCTTACTATAAAGCCTTGACCCATAGACATTCTGGGCTCCCCACCACCACCACCAAA 
ACTGTCCTGCCCTGCGTAATGGTGGTGCGTTGGGGGATGGGCGGGAGGGTTGTTCGAACAGAATAAAGACCCTGGTGAGTTGCACCAGATTGGC 

CCTTCCACTCCTCTCCTATTGCAGGCCTGATGTTAACCTTGCCTTCCAAGCCTTGCTG 

MOUSE SEQUENCE - ItlRNA 

GAGGAGCCGCCGCCTTCTCGTCGCTCGAGCTCTGGACGACCATGGTCGCTCAGGCCCCGTCCGCGGGGCCTCCGCGCTCCCCGTGAAGGGTCGG 
AAGATGCGCGGGAAGTAGCAGCCGTCTGCTGGGCGAGCGGGAGACCGACCGGACACCCCTGGGGGACCCTCTCGGATCACCGCGCTTCTCCTGC 
GGCCTCCAGGCCAATGTGCAATACCAACATGTCTGTGTCTACCGAGGGTGCTGCAAGCACCTCACAGATTCCAGCTTCGGAACAAGAGACTCTG 
GTTAGACCAAAACCATTGCTTTTGAAGTTGTTAAAGTCCGTTGGAGCGCAAAACGACACTTACACTATGAAAGAGATTATATTTTATATTGGCC 
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AGTATATTATGACTAAGAGGTTATATGACGAGAAGCAGCAGCACATTGTGTATTGTTCAAATGATCTCCTAGGAGATGTGTTTGGAGTCCCGAG 
TTTCTCTGTGAAGGAGC ACAGGAAAATATATG CAATGATCTAC AGAAATTTAGTGG CTGTAAGTC AGC AAGACT CTGG CACATCGCTGAGTG AG 
AGCAGACGTCAGCCTGAAGGTGGGAGTGATCTGAAGGATCCTTTGGAAGCGCCACCAGAAGAGAAACCTTCATCTTCTGATTTAATTTCTAGAC 
TGTCTACCTCATCTAGAAGGAGATCCATTAGTGAGACAGAAGAGAACACAGATGAGCTACCTGGGGAGCGGCACCGGAAGCGCCGCAGGTCCCT 
GTCCTTTGATCCGAGCCTGGGTCTGTGTGAGCTGAGGGAGATGTGCAGCGGCGGCACGAGCAGCAGTAGCAGCAGCAGCAGCGAGTCCACAGAG 
ACGCCCTCGCATCAGGATCTTGACGATGGCGTAAGTGAGCATTCTGGTGATTGCCTGGATCAGGATTCAGTTTCTGATCAGTTTAGCGTGGAAT 
TTGAAGTTGAGTCTCTGGACTCGGAAGATTACAGCCTGAGTGACGAAGGGCACGAGCTCTCAGATGAGGATGATGAGGTCTATCGGGTCACAGT 
CTATCAGACAGGAGAAAGCGATACAGACTCTTTTGAAGGAGATCCTGAGATTTCCTTAGCTGACTATTGGAAGTGTACCTCATGCAATGAAATG 
AATGCTCCCCTTCCATCACACTGCAAAAGATGCTGGAGCCTTCGTGAGAACTGGCTTCCAGACGATAAGGGGAAAGATAAAGTGGAAATCTCTG 
AAAAAGCCAAACTGGAAAACTCAGCTCAGGCAGAAGAAGGCTTGGATGTGCCTGATGGCAAAAAGCTGACAGAGAATGATGCTAAAGAGCCATG 
TGCTGAGGAGGACAGCGAGGAGAAGGCCGAACAGACGCCCCTGTCCCAGGAGAGTGACGACTATTCCCAACCATCGACTTCCAGCAGCATTGTT 
T ATAG CAGC CAAG AAAGCGTGAAAGAGTTG AAGG AGGAAACGCAGC ACAAAG ACG AG AGTGTGGAATCTAG CTT CTCC CTG AATG CCATCG AAC 
CATGTGTGATCTGCCAGGGGCGGCCTAAAAATGGCTGCATTGTTCACGGCAAGACTGGACACCTCATGTCATGTTTCACGTGTGGAAAGAAGCT 
AAAAAAAAGAAACAAGCCCTGCCCAGTGTGCAGACAGCCAATCCAAATGATTGTGCTAAGTTACTTCAACTAGCTGACCTGCTCACAAAAATAG 
AATTTTATATTTCTAACT 

MOUSE SEQUENCE - CODING 

ATGTGCAATACCAACATGTCTGTGTCTACCGAGGGTGCTGCAAGCACCTCACAGATTCCAGCTTCGGAACAAGAGACTCTGGTTAGACCAAAAC 
CATTGCTTTTGAAGTTGTTAAAGTCCGTTGGAGCGCAAAACGACACTTACACTATGAAAGAGATTATATTTTATATTGGCCAGTATATTATGAC 
TAAGAGGTTATATGACGAGAAGCAG CAGCACATTGTGTATTGTTCAAATGATCTCCT AGGAG ATGTGTTTGGAGT GCCG AGTTT CTCTGTGAAG 
GAGCACAGGAAAATATATGCAATGATCTACAGAAATTTAGTGGCTGTAAGTCAGCAAGACTCTGGCACATCGCTGAGTGAGAGCAGACGTCAGC 
CTGAAGGTGGGAGTGATCTGAAGGATCCTTTGCAAGCGCCACCAGAAGAGAAACCTTCATCTTCTGATTTAATTTCTAGACTGTCTACCTCATC 
TAGAAGGAGATCCATTAGTGAGACAGAAGAGAACACAGATGAGCTACCTGGGGAGCGGCACCGGAAGCGCCGCAGGTCCCTGTCCTTTGATCCG 
AGCCTGGGTCTGTGTGAGCTGAGGGAGATGTGCAGCGGCGGCACGAGCAGCAGTAGCAGCAGCAGCAGCGAGTCCACAGAGACGCCCTCGCATC 
AGGATCTTGACGATGGCGTAAGTGAGCATTCTGGTGATTGCCTGGATCAGGATTCAGTTTCTGATCAGTTTAGCGTGGAATTTGAAGTTGAGTC 
TCTGGACTCGGAAGATTACAGCCTGAGTGACGAAGGGCACGAGCTCTCAGATGAGGATGATGAGGTCTATCGGGTCACAGTCTATCAGACAGGA 
GAAAGCGATACAGACTCTTTTGAAGGAGATCCTGAGATTTCCTTAGCTGACTATTGGAAGTGTACCTCATGCAATGAAATGAATCCTCCCCTTC 
CATCACACTGCAAAAGATGCTGGACCCTTCGTGAGAACTGGCTTCCAGACGATAAGGGGAAAGATAAAGTGGAAATCTCTGAAAAAGCCAAACT 
GGAAAACTCAGCTCAGGCAGAAGAAGGCTTGGATGTGCCTGATGGCAAAAAGCTGACAGAGAATGATGCTAAAGAGCCATGTGCTGAGGAGGAC 
AGCGAGGAGAAGGCCGAACAGACGCCCCTGTCCCAGGAGAGTGACGACTATTCCCAACCATCGACTTCCAGCAGCATTGTTTATAGCAGCCAAG 
AAAGCGTGAAAGAGTTGAAGGAGGAAACGGAGCACAAAGACGAGAGTGTGGAATCTAGCTTCTCCCTGAATGCCATCGAACCATGTGTGATCTG 
CCAGGGGCGGCCTAAAAATGGCTGCATTGTTCACGGCAAGACTGGACACCTCATGTCATGTTTCACGTGTGCAAAGAAGCTAAAAAAAAGAAAC 
AAGCCCTGCCCAGTGTGCAGACAGCCAATCCAAATGATTGTGCTAAGTTACTTCAACTAG 

HUMAN SEQUENCE - GENOMIC 

CGAGTAGCTGGGATTACAGGCACCTGCCACCACGCCTGGCTAATTTTTGTATTTCTAGTAGAAACGGGGTTTCACCATGTTGGCCAGGCTGGTC 

CTTTTTTCTTTGAGATGGAGTCTCGCTGTGTCGCCGAGGCTGGAGTGCAGTGGCGCGATCTGGGCTCACTGCAAGCTCCGCCTCCTGGGTTCAT 
GCCATTCTCCTGCCTCAGCCTCCAGAGTAGCTGGGACTACAGGCGCCCACTACCACACCTGGCTAATTTTTTTGTATTTTTTTAGTAGAGACGG 
AGTTTCACCATGTTAGCCAGGATGGTCTCGATCTCCTGACCTCGTGATGCACCCGCCTCAGCCTCCCAAAGTGCTGGGATGACAGGTATGAGCC 
ACCACGCCCGGCCAGTTCTTTTAGTTTTTAAAGCAGTCTCATTTGAGTTATTAATATTGACTTCTTCATTTTGAAACTTCAAATAATATTTGAT 
TCAAAGCTTTCCTCCTCTTACCAGAGCAGGCTGGACCTGTGGCCCTGGTGACCTGGAATTGGAAATGGGGGTGTGGGATGTAGGGCATAGGTCT 
TCTTGTCACATCCCATTCTGTCTTCCCAATTATTACTTGTGGTACTCAGAATTCCAAGAATGACTCCCAGTGACCTTGCCTATGGATGATCCCC 
TCCCCTTTAAGCGTGGGAGGAACCTGTGAATATGAGGAGATATTACTCCCATCATTCTGTTACATTACATGGCAAAAGGGAGATGATCTGGGTT 
GGCCTCATCAAATCACATGAGCCTTTGAAGTCAGAGTTTTTTTCTGGCTGATAGCAGGAGAGTAAGTCAGGTTCAAAGCACAAGGGTGATTCAA 
CACCCTGTTGCTGGCTTGAAGATGGAGGGGAGTGTGTAGCAAGGAATGCAGGAAGCCTTCAGGAGCTGAGAGTGGTCCTCACTGCTAGCAAGAA 
AAAGGGGACTACCGTCCTACAACCACAAGGAACTGAATTTGGCTGACAATTTGAATAAGCTAGAAAGCAGGTTCTTCCCTAGATCCTTAAGAGC 
CCAAGCTGGCCCACACCTTGATTTAGGCTTTATGACACCTGGAGCAGAGGAACCAGGTGAGCCTACCTGGATTTCTGATATATGGACTGTGAGC 
TAATAATTTGTGTTGCTTTAAGCTACTACATTTATGGTAATTTGTTACACAGCCATAGAAAACCACACATGACTCCTGCCATCCCGATACCAGT 
TGGGGTGGCAAGGAGGAAGGAGAGGAAAATTACATTTCTTTACATAATTGCCCTTCAAAATTAGTTGCCCTTTTATTAGCAGGACATAACTGTG 
GTTCATTGTATGAACAACCTCAACTAGATCATGGGAAACATTTCTGTCCCTTTCTGTTGGTTGTCCCAGTTTCTCTGATTATTACCAATTGACC 
ACCAGTTCTCTTCATCTGGCAGGTGTCCAAATGATATTTCTCCAGAAAGACTCGTGGCATGGTCCTGGTAGGAAGTTGAGTAGGGGTATATGAA 
TGAAGCTCAACTTCTTTCTCCCTAGTCCAGCACATTCTACCAATAGATATTCTATGTCTTTTGCTTCCAGGGTTCTATTACCCAGGTAGTGGCC 
ATTTTAGGAGTTACCAGCAGAACTGCTTATACTCCTTCCATCTTCTCCAGGAACCACTTAATCTGGGGGAAACTCCAGCAACCTTTCCACCCCA 
AAGAGTGGGGATGCTGTTCAACTTCACTACCTTTCTTCTGCCAGCTGAATGGCTCTGTAACTTTCAGACTAGATACGATCACAGATCTCAGATT 
TAGGTCAGCTGGGAGATTATAAACTCTTCGTTCCACGAAAAGATGACCTCTATTATTCCTGGTCCTTCCTTAAAACTCTTAAACGTGGCCGGGT 
GCAGTGGCGCACGCCTATAATCCCAGCACTTTGGGAGGCTGAGGCGGGTGGATCACCTGAGGTCAGGAGTTCACGACCAGCCTGACTAACATGA 
TGAAACATGTCTCTACTAAATACAAAAAATTAGCTGGGTGTGGTGGCACATGCCTGTAATCTGAGCTACTTCGGAGGCTGAGACAGGAGAATCA 
CTTGTATCTGGGAGGCGGAGGTTGCACTGAGCCGAGATCAAGCCATTGCACTCCAGCCTGGGCAATAAGAGCAAAACTCCGTCTCAAAAAGAAA 
AAAAAAACTCTCAATGGTAAAAGTTATCAAACCAGTTCAGCCTGTATTGCCCTTGTGGGAACCAGAGTCTCAGGCGAAGAATTGGGCCTTATTT 
GAACTTAGCTTTAGAGAATTGAGCGTTCTTAACAGGGCAATATTCCTACTAAAATCTCTGAAATATTTGTTATCTTCTAAGAGCAGGAACTCAA 
TTATGCTCCCATATCATTGTGTAATATTTTTCCTCTTAAAAATTCAGTTCATAAATGTCCAAAAAAAGAGATCTATTGTAACTAAGTAGAATTT 
TATCTGAGTAAAAC AAGG AAGGT C AATATTGG AAATCTAT CAATATAAT CT C AC CACAT AGACAG ATTAAAGG AGAAAAG CC ACAGGGTCATTT 
CTAGGTGCATAAAAAAGCAGTGTATAAAACTGAACACTGATTCATACTTTTTTATAAGCTCAAAAAACCAGGAATAGAAGGAAACTTTTATGTA 
ATAAAG AG C ATCTAC CTAAAATTTACAGC AAAC AT C AC ATTTTAAAAGCATTTTTACTAATGTCATGAAT AAG ATGAGG ATG CCCACTATC ATT 
GCTACTATTCC ATT C C AATGGTTGTAAG AAAATGAAAAAG AG GTTTAAGGAAGAG AC AAGTT AGTGATTTTTGCATATGAT ATT ATT AAC AT AG 
AAAATCCAAGAGCATCTACTGAAAAACTAATAGTACTGTATAACAAAACAAAATACAGCCTGTAATCCCAGCACTTTGGGAGGCCAAGGTGGGT 
GGATCACGAGGTCAGGAGTTCGAGACCAGCCTGGCCAAGATGGCGAAACCCCATCTCTAGTAAAAATATAAAAATTAGCCAGGTGTGGTGGCAC 
GCACGTGTAGTGCCAGATACTCAGGAGGCTAAGGCAGAAGAATCCTTTGAACCAGGGAGGCAGACACTGCAGTGAGCCGAGATTGTGCCACTGC 
ACTCCCGTCTGGGTGACAGAGTGAGACTCCGTCTCAAAAAAAACCCAAAAAACAAAAAACAAAAACAGAAAGAACAAAAAAGCAGTATTGCTGG 
CTGG CTATAAG AT CAAAAC ACAAAAATGAGTAATTGTTTCATATGTTAGCAATAACC AAATAGAAAATAAAATGTTACGG CTGGG CATGGTGGC 
TCACGCCTGTAATCCCAGCACTTTGGGAGGCCGAGGTGGGCGGATCACGAGGTCAGAAGATCGAGACCATCCTGGCTAACACGGTGAAACCTTG 
TCTCTACTAAAAATACAAAAAAAAAATAGCCGGGCGTGGTGGCAGGCGCCTGTAGTCCCAGCTACTCCGGAGGCTGAGGCAGGAGAATGGCATG 
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AACCCGGGAGGCGGAGCTTACAGTGAGCC^GATCGCACCACTGCACTCCAGCCTGGGTGACAGAGCGAAACTCCACCT 
GAAAATTTTAAAAGGTGTAATTTAAAAACAGCAATAAAACTTATA 

AACAATAAAGCATTATTAAAGGATGTTAAGAGAGACCTAAAAATGGAGTGATATATCATGTTCTTATCTGGGAAGAATTCATACTGAAAATAAG 
TCAAATTAGTCTAACAATCCAATGCAATGAAAAGGAAAATCCCAAGAGGATTCTTTTTGTGAATTAGACAAACTGGTTCTAAAAGTTAACATCC 
AGGAAGAGCCAAAACAATACTGAAAAAGATAAAGAGAGCTTTTCCTGTTACATATTGAAACTTACTCTAAGGTTTACTATTCTGTTGCCCAGCA 
AGTCCTCTTATAGGTATGCAGCCTACTGTCCGTGTTGTTTATGGATTCATAAATTTACAGTGAATGTATAAAACACAGACTTAGTGGACAGGGA 
TCAAATTGATCATTATCAAGAGAAGGGAGGGGAATGGGATAAAGAATAACAGTGAAATTTTAATTTTTTAAGCAATGTTTCATTAAAAAAATTT 
ATTTAGGCCAGGCTCAGTGGCTCACACCTGTAATCCTAGCATTTTGGGAGGCCAAGGCAGGTGGATTGCTTGAGGTCGGGAGTTTGAGACCAGC 
CTGGCCAACATGGTAAAACCCCATCTCTACTAAAAATACTAAAGATTAGCCAGGCATAGTGGTACAATCTTGGGTCAGTGCACTCAGTGTGGGC 
GACAGAGCAAGACTCTGTTTCAAAAATAAATAAATAAATAATAAAAAAAATATGTTTGATGCAGGAATGAGAAATGTGAATTCTGGGTAGTGGT 
TTCTTTTTTTCTTTTTTTGTTCTTCAGAGCAGAAGAACTTGAGGCGGTGGTTTCTTTTGTTGAATATTAATTGTTCTGTGAATGTTTCTGTATG 
TTTCAGTCAAACAAAAAGTTGATTAATTTTCAAAGTAAAAACAAAAAGTCTTTGTATTCACTACTTGCTGGGATTTTGCTTTTTATTTTTTACT 
TTATTTATTTATTTATTTTTTGAGATGGAGTCTCACTCTCACTCTGTCTCCCAGGCTGGAGCGCAGTGGCATGATCTCTGCCTCCCAGGTTTAA 
GCAATTCTCCTGCCTCAGCCTCTGGAGTAGCTGGGATTACAGGCGTGCACCACCATACCCGGCTAATTTTTTGTATTTTAGTAGAGACAGGGTT 
TCACCATGCTGGCCCAGGCTGGTCTCGAACTGCTGGGCTCAGGTGATCCAGTCGCCTCACCCTGCCAAAGTGGTGGGATTACAGGCATGAGCCA 
CCATGCCCGGCCTATTTTTTACTTTTTTATTTTCCAGGACAGAGTCTTGCTCTGCCGCCCAGGCTCGAGTGCAGTGGCGCGATCTCGGCTCACT 
GCAACATCTGCCTCCCAGGTTCAAGAGATTCTGCTGCCTGAGCCTCCCGAGCAGCTGAGATTACAGGCTTGCACCACCATGCCCGCCTAATTTT 
TGTATTTTTAGCAGGGACGGGGTTTTACATGCTGGTCTCAAACTCCTGACCTTCAGTGATCTGCCTGTCTTGGCCTCCCAAAGTACTGGGATTA 
CAGGCGTGAGCCACTGCGTCCGGCCCGGATTTTGCCTTTTAAATAACACTATTCAGTTCCAGATGTTTGGAAAGACATAAGGAATTTGAACTAC 
TTCTGTAATTTTAGATGGTCTCATAAATATTGTGAAACTCAGCATTCTAAACACGGTTTCTGAGCTAAATCTTGTTTAGTTTTCACCATGCTTT 
AAAGATTAGTTGTGGCCAGGCACAGTGGCTCACGCCTGTAATCCCAGCATTTTGGGAGGGTGAGACGGGTGGATCACCTGAGGCCAGGAGTTCG 
AGACCAGGCTGGCCAACATAGTGAAATCCCGTCTCTAGTAAAAATACAAAAATTAGCCGGGTATGGTGGCACAAGCTTGTAATCCCAGCTACTC 
GGGAGGCTGAGGCAGGAGAATCACTTGAACCCAGGAGGTGGAGGCTGCAATGAGCTGAGATCGTGCCACTGCACTCCAACCTGGGTGACAGAGT 
GAGACTGCGTCTCAAAAAAAAAAAAAAAAGAAAGACAAAAGATTAGTTATGACTAATAAATACAAGTACGAAGTGGCCCTTGGGTCAAGATAAG 
TCTGTTGTAGACTTTTTTTTTTCGCCTTGAGACATGGTCTCACTCTGTCACATAGGCTGGAGTGCAGTGGCAGGATCACACCACAACCTATCCG 

GACAGGGTTTCGCCATGTTGCTCAGGCTGGTCTCAAACTCTTGGCCTCAATAGATCCTCCAGCCTTGGCCTCCCACAGTGCTGGGATTACAGGT 
GTGAGCCTTGTTTGCAGAGTTTAGGTCCCAGAGAATATAAAGACACTCAAAGTATCTCAACCTCTTGGAACACCTCTTGGGCATCAAGAACAAC 
GCTACTAGAAATAAGCAGTTTGCCTCTAGAGAAACTTCAAGTAAGCACAACAAAGGGCAAAGTGACACAAGATAACTGTGGAATGCAAGCAAAC 

AATGGAACTCACTTTTTAAGTGATGACATGCACTTGGGGGTGGGTAGGTGTGAGTTCATTTGTGTTTTGAAATCCCAAATTAATGAGCATGATA 

AACCGCTATTGCTGGGCGTGTCTGACTCTCTACTCTGAGTAATTGGTGGGTTCCCCCCAACCTTCTCCTAACCCTCACCCTTTTTCCCTTTCCA 

TTGACTTGGGACAGTCCTTGTCAAAGTGCCAATCACAGTGGGAAGGAGGAGAAGGGGGGAGGTCACAGTGCATGGGATTCAAGGTCACAGTGGG 

GGGAGCAACGGGGATCACCAGGCAAGTAAGTCAAGTTCCCGCTGCTCAAGTGGAGCTGTCTGCCACGGTAGTGCAACCCTTGGCGGACGACCCA 

GGACGCGTTGACGCGGCAGTCGCGCCATCTCTTCTTGCCTGCATTTATCTGCGCTGTTTGAAGCCGTGTGACCCATCAGGACCCAGAGGCTGTC 

TGATCACATTATTGGGCTGTCTGCTGTCTTCGGGTTAGGAGATCCTGGTTGGCCTGAAGGGAAGAAGATCAGAGGAAGACCTATCGAGGATGGG 

TTTCTCCTGCTTCTCCTCGGGTTGGCGCTGCCCAGGATCCGCTTCCTGGCCTCGGTGTACTCGGCTTCCCACTGTGCCAGGGACTTGACTGGAA ' 

GGGCGGGCCTGCTAGCGGACTTGGGGCTGCTGACCACACCGTTGCTGGTGGGCCTCTTGAGGATGCGGACCTGTGGAGGGGGTCCCGGGGGAAA 

ATTATCATCCTGAATCACAATGGGCACTTTGGGAGATTTGAATTTCCTGCTTTCTGTGTGATCTTCAGTTTTTTTTCCAGACGTCTATTTCCCC 

GCTGTCTGCCGTCTCCTCCCAGCTCTCAGCAACCTCCTCATATTCCATCTTACTCGCCACTTTCCAGATCGCTTGCTTTCTTATTTCCACATTT 

TCTCTGACTTTTGCAGTATTCAATATTATTACCTGATTCTGATTTTTCAGACATCACTATATGGTCCTTGGCTTTTTGGTCGTTCCTCTCATTC 

CTTTGGTGTTTCAAGCTCTGTTCCCAGCCTAAGCTTTTTACCACCGAATTCTGTTCTGTGAGCCATAACTTAAAACTAACCCAACTTTTCATTC 

CCTCCAGAGTTTTTTTGGTAAGCAGTATCATGATGCTTTAGGTGGACACTGAGTCATACTGCTGTGGTAGTGCTGGTACACGTAGTTTTGAATA 

CCAGGTTCTTGAGTGAATCCTTTTTACTTCTCTCTCTCTCCCCCACCCCCGCTTCTCCCTTCTGCCTTCATTTCTGAGCCTTGTTTTCTGGTTC 

CATTAGAAAAGGACTAATCTTATCAGTTCTGCCTTTTTTTTTCTGCTCTAATAATTTTGTCAAGATAATTTTTTCAAAGCACAAGGCCAATGAG 

AAGGGGGAAAGTCGGTCCAGAAGGCAGCCGGCCCGACTATTCTGAGTTTGAATCTACTCTTGGTGGTCCTGTTAAAATACAGTTTGAAGCAAAT 

CACTTGTTTTTATGCTTCTAATGTCTACTCTGTCGAAAGCCCAAATTTCCTTGCTTGGCATTTAAGGAGACTCCAAGTTCTTAAAACTTCTTCT 

TGACTTTCATGCAAGTCAAACGGATTTATTTATTGTATCTCAAACAGTCCTCTTATATTTTCCTTTCTGTATTTTTTGATAATTTTCTTGTGCC 

TGGAATATTCTCTGCTTTTATTTAAGTCTCACCATCTTTCAAGACACAAAATATGTGTGATCTCTGAGGCGTTTGTGAACTGCCTCCAGCATTT 

ACTAAGCAATTAATTGTGTCTCTGAACTTTTATAGCACAAACCCATTCGTTCACTTGATATTTAACAAATATCAACCTCTATCACTTATCTCTT 

GAGATCAAGCGATTCTTCTGCCTCAGCCTCCCAAGTGGCTAGGATTACAGGCGCCCGCCACGGGGCCCGGCTAATTTTTGTATTTTTAGTAGAG 
ACAAGGTTTCACCATCTTGGCCAGGCTGGTCTCGAACTCCTAAGCTCGTGATCCACCCACCTCAGCCTCCCAAAGTGCTGGGATTACAAGCGTG 
AGCCACCGTGCGCAGCCTATCACTTATCTTTTCATGCTTACATTTTCTCACTGCTTGAGATTTTCTTTGATCCAGGGTCAAGCACTGAGTCTAT 
TAGAAACCCCACTGTATATGATCTGATGAAGATGAGATTATCTTTTTAAAAGCCACATATTAAATCTCTTAAGTTAATAATATTGGCAATCAAC 
TTAAATCAACTGAGTGACCACTATGTTTAAGGAAGTTTCCTTTCTGGTAGGCTGGGAAGCGGGAGAAGGGAAGGATATAACTTTATAAAAAAAA 
AAAAGCTGCAGAAGGGAAGGATATAACTTTATAAAAAAAGGTCCTTGTTCACAAGGAGCTAATCACTTACTGGCCAGAGAAGAAACGTGTTCCT 
TCTTTGCAATGGCTGTGTTTTTGGGTTTAGCTAACTCAATTCTTTATGTCCTCAATTTATGAGACCGCATCAAAAACGTTTTTGGCACATCTCT 
GTGGGAAAGTAGGTGAGTCAGAATGAGTGCATAATATATAAGTATATATTTTAATGATAATGAATGTGTAGATTAACAAACGCAAACTTTGTTT 

TGTCCTGCCTCAGCGTCCGGAGTAGAGTAGCTGGGATTACAGGTGACCGCCACCACGCCCGACTAATTTTTGTAGTTTTTAGTAGAGACGGCGT 
TTGCCATGTTGGCCAGGTTGGTCTTGAACTCCTGACCTCAAGTGATCCAGCCGCCTCGGCCTACGCAAAGTGATGGGATTACAAGCGTGAGCCA 
CCGCGCCCAGCCAAACCCAAACATTCTAAAAGCGCAGAGTAACCGCTCCCCTCCCCGCCAACGGTAACCAGCATCTTCGTTCTCCAACCAGAAC 
AGCTGTATGCACCGGTGTATAAGCCTGCCTTAAGTGCTATTTTTAATCTTTTTTAAAAACAGGCCTTAAAATAACTCATTTGGGTACAACTCCA 
GCGGCTGGTGGAGTGGGCTTAATATATTAAACAGCTGTTAATTTTGGTTTCTTTTTGGTAACAGCGACACGGAGATCCGCATTTGTGGCAGTTT 
C C AG CGCGGG CGGGAAGTGTAAAC AC AAGAAATAC AAAC ATAGCG CAACGGCTAAAGG AGTGTCACAGCGC C AAACCTTGCTGG CTC CGCGCCA 
GGCCGAGCCCCACCCTCTCAGCTCGCGGCCAACACCCCCACCCCGCCTCACAGCCCGCCGCGCCCGCGGGGCGACACCCCCCACTCCATCATCC 
CGGAGGTGGTGCGGCCGAGCCCCGGACCCAATTGGCGGAAGCGGGGCCGGTTGTGTGCGCGCGCACAAATGCCCGGATGCGCCGCGACGACCCG 
CGCGCTCCCCTCGGGCGGTAGGGGGCGCGCACCGAGGCACCGCGGCGAGCTTGGCTGCTTCTGGGGCCTGTGTGGCCCTGTGTGTCGGAAAGAT 
GGAGCAAGAAGCCGAGCCCGAGGGGCGGCCGCGACCCCTCTGACCGAGATCCTGCTGCTTTCGCAGCCAGGAGCACCGTCCCTCCCCGGATTAG 
TGCGTACGAGCGCCCAGTGCCCTGGCCCGGAGAGTGGAATGATCCCCGAGGCCCAGGGCGTCGTGCTTCCGCGCGCCCCGTGAAGGAAACTGGG 
GAGTCTTGAGGGACCCCCGACTCCAAGCGCGAAAACCCCGGATGGTGAGGAGCAGGTACTGGCCCGGCAGCGAGCGGTCACTTTTGGGTCTGGG 
CTCTGACGGTGTCCCCTCTATCGGTGGTTCCCAGCCTCTGCCCGTTCGCAGCCTTTGTGCGGTTCGTGGCTGGGGGCTCGGGGCGCGGGGCGCG 
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GGGCATGGGGCACGTGGCTTTGCGGAGGTTTTGTTGGACTGGGGCTAGGCAGTCGCCGCCAGGGAGGAGGGCGGGATTTCGGACGGCTCTCGCG 
GCGGTGGGGGTGGGGGTGGTTCGGAGGTCTCCGCGGGAGTTCAGGGTAAAGGTCACGGGGGCCGGGGGCTGCGGGGCCGCTTCGGCGCGGGAGG 
TCCGGATGATCGCAGGTGCCTGTCGGGTCACTAGTGTGAACGCTGCGCGTAGTCTGGGCGGGATTGGGCCGGTTCAGTGGGCAGGTTGACTCAG 
CTTTTCCTCTTGAGCTGGTCAAGTTCAGACACGTTCCGAAACTGCAGTAAAAGGAGTTAAGTCCTGACTTGTCTCCAGGTGGGGCTATTTAAAC 
CATGCATTTTCCCAGCTGTGTTCAGTGGCGATTGGAGGGTAGACCTGTGGGCACGGACGCACGCCACTTTTTCTCTGCTGATCCAGGTAAGCAC 
CGACTTGCTTGTAGCTTTAGTTTTAAGTGTTGTTTATGTTCTTTATATATGATGTATTTTCCACAGATGTTTCATGATTTCCAGTTTTCATCGT 



AGAGACCCTGGTTAGTATTTTTGTCTCGTGTAACTTTTAAGAATAATTTATTTTATGAAGTGATAAACTAAATTTCGTATACCTCAATTGTAGC 
ATGGCTCTGTAAATAAAATTGTATGTGCATAGCTTAAAGTGTGCTACCTCTGGCGTAACTGCGTGGAGTTAAAAACTGTTAAGAACTGGTCAGT 
ATTTTTTTAGCCATTTGCCACATTTGCTTTAAAAATTAGTTCCATTACATTGTTAAGCGTGGTTGAAGTTAGGTTTGTTACGTGACTGATTTTT 
TTTTCCTTTTTGACCTCCCAGTATTTAATTTTTAAAAATGGTTTCTAAAAGTCAAAAAAATTATTCGTGCTTGTTTTAAAGATTTTTGTCATTA 
GAGAAATTTTAAAGTAAAACCTGAAAATTCCAGGCTTTTTGCTCCATGTTTCCTTTTAGATTTTTTGTGTGCGTACCCACATATATTTACATTT 
GAATTTAAATCTATGTTATTGTCCTGTTTGTTGTACTAACAAGATGAAACTGTAGTTGTTCTGTGACTTGCATCCTTGTCAATAAATAAAGTCT 
ACAGAATTCTTTTTAATGGCTGCATAGTATTCCACAGCATGAGTATACCATTTTAAAAATTATTTATGCCTTTACTGATAGGTTTTTAAAAATT 
GCCTCCTGTTTTTGAGTATTACAGATAGTGCCGCTTTGTACATGCATCCCGTGTGAGTATTTCTGTAAGAAAGATTTTATAGAATTATAGGCTG 
GCCTCGGTGGCTCACCCCTGTAATCCCATCACTTTGGGAGGCCAAGGCGGACCGATCACCTGAGATGAGGAGTTCAAGACTAGCCTGGCCAACA 
TGGTGAAAACCTGTCTCTACTAAAAATACAAAAATTAGTCGGGCATGGTGGCGCGCGCCTATAATCCCCTGCTGAGGAGGCTGGGGCAGGAGAA 
TCGCTTGAACCCAGGAGGCAGAGGTTGCGGTGAGCCAAGATTGCGCCATTTCACTCCAGCCTGGGCGATAAGAGCGAAACTCCGTCTAAAAAAA 
AAAAAAAGAAAAGAAAAAGATTTTAGAGAATTAGAACTCCTGAGTTCTCAATTTTACTATTTGATTGCTACTGGTAACTTGCTCACCAAAAGGC 

AGGCTGGAGTGCAGTGGCACAATCTCGGCTCACTGCAATCTCCGTTCCCCGGGTTCACGCCATTCCCCTGCCTCAGCCTCCCGAGTAGCTGGGA 
GTACAGGCGCCCAGCACCACGCCCGGCTAATTTTTTGTATTTTTAGTAGAGACGGGGTTTCACCATGTTAGCCAGGATGATCTTGATCCCCTGA 
CCTGGTGATCCGCCCGCCTCGGCCTCCCAAAGTGCTGGGATTACAGGCGTGAGTCACTGCGCCTGGCCTCTTTTATTATTATTAGTATTTTTTT 
GATAAAAGGTACTGTAGCATTGTTTAAATTCATTTTTCTCTAGTTTCTTGGTGAGGCTGGGCACCTTTCCTTTTTGTTTTTGTTTTTGTTTTTT 
TTGAGACAGAGTTTCACTCCTGTTGCCCAGGCTGGAGTGCAATGGCGAGATCTTGTCTCATTGCAACCTCTGCCTGACGGGTTCAAGCGATTCT 
CTTGCCTCAGCCTCTGGAGTAGCTGGGATTACAGGCATGCGCCACCACGCTCAGCTAATTTTGTATTTTTAGTAGAGATGGGGTTTTTCCATGT 
TGGTCAGGCTGGTCTTGAACTCCCAACTTCAGGTGATCTGCCTGCCTCGGCCTCCCAAAGTGCTGGGATTACAGGCGTGAATCACTGCACCAGG 
CCTCCATTTTGTTAAGTCATTTATTTCTTCTGGGACTTGCCTAGTCTTATCTGTCCATTTTCCTTTTAGTTTTTTAAAATTTTTCTTAGTAATT 
GGAGTAGCTCTATGTGTTTCAAGTATATTTAACTTTTGTTGTTTACTAATGTAGCATTTAATTTTATGTTGTCTTTTCCCCATTGAGAACAATT 
CTGTGAAGTAAAATTTGTTGGCTTTTGAATTTCATATCATGCTTTGGAAGAACTCTCCTGTCCCAAGATCTTGCAAATATATTCCTATATTTTC 
TTCTAGATTTAAATTTTTTAAATATTTAGATCTTCACCTGTAATTTACCTTCTTGTTCTTCAATGTAAGATTACAAATGCTATTATCTTTTATA 



CTTGGTCTGTTGCCCAGGCTGGAGTGCAGTGGCATGATCTCGGCTCACTGCAACCTCTGCTTCCTGGGTTCAAGCAATTCTGCCGCAGCCTCCC 
GAGTAGCTGGGATTACAGGCACCCACCTCCACACCCGGATAATTTTTGTACTTTTAGTAGAGATAGGGTTTCACCATGTTGTCCAGGCTGGTCT 
TGAACTTCTGAGCTCCTGATCTGCCTGTCTTGGCGTCCCAAAGTGCTGGGATTAAAGGGATGAGCCACTGCGCCTGGCCCACACCTGGGTAATT 
TTTGTATATTTAATAGAGACGGAGTTTCACTGTGTTGGCCAGGCTGGTCTCACACTCCTGACCTCAGGTGATCTGCCTGCCTCGGCGTCCCAAA 
GTGCTGGG ATTAC AG ACCTGAG C CACTG C ACCTGGCTTCC ATTACAG ATTTTTACTTTGAATTATTTTAT CTAATTTGAAGCTAAT ATAG CATA 
TAATAAAAATTCAGGAGAAAAAAGGTTATTTTTAAATCTTTTTTGAGAGAGTCCATTCTTTAGCCTGAAAGTAAAGTGCATATGTAAGCACAGT 
TAAAAAAAAAAAAGTGATCAGAAAAATTAATAATTCAATTCTATATGTATTTTAAATTTTTCAATTGTTAAATAATATTTGTTTTATTGATTAG 

AAAGAGAGGTGCAGAGGTACCAGTTTGTGTGGTAGTGGCAAGCTGTAAAGATACTTGAGTTTTGCAGATTTTGATAAACCAAAAGGAAGGGAGA 
AAGTGCATAGTATATTACATTCCCCTCCCCCATGACAATTATTTTTCTCAAGACCATTTGTAAAACCTCTAGATAAGGGGCAGGCAAATGTTAG 
CCTGTCAGCCAACTTTGGCCTGTTACCTGTTTTTGTTTTAGTTTTTAAATTTTTTTTGTAGAGGTGGAGTCTCTCAGTGTGGCCCAGGCTGGTC 
TTGAACACCTAGCCTCAAGCAAACCTCTAGCACTGTCTCCCAAAGTGCTGGGGTTATAGGCAAGAGCCACCTCTCCCAGCCAGCTGCCTTTCTT 
TCTGTAAGGAAAATTTTACTGGAATGCAACCATGCCCGTTGGTTTACATAGTAGCCATGCTTTTTACTTGGATAGAAGCATTTGTATGAAAAGC 
TTAAAATACTTACAGTCTGGCTCTTTACAGAAAAAAATTGAGCCCTAATCTAGTTGGCAGGCTCCTTGCATACAGGTCATATGTCTTATTTGTA 
ATTTGTTTTGCAGTACCTACCACTGTCCAGTGCATAGTAGAAGCTCAATAAATGTTTGTCAAGTAGATATTTGAAATGTAGACTAACTAAGAGG 
CAGGATGATATAGTAGGAAGAAAATGCTGAGTTGTAGTTGAGGGACCTGGGTTGTTATCTGTGATCTGTTCTTAATTACCCTTGTCAGCTTGGG 
TTAGTTAGTTAGGTTCTCTAGCCTTCAGGAACCTAATCTTTAGAAAGAGAAGATTGATAAGAGGACCCACTCTAAAGATTTATTCATTTCTCTT 
TGATTCTCTAAGTTAGCTTGCAATAAGCTCGTTGGATCAGTACGGTAAGGTCATTGGATCTCAGTAATTTATGGTTGTTTGTAAGGCAGTAAGC 
AGGTAATATAAATAGCTGAAGGAAAAAGTAATCTTTGCTCTTTTGGATTGGATACTATCTGTGATCACAACTGATACTTGATGATTCCATGATA 
CTTGCATAATGATTAGATCCTCCCCAGCATTTTTTCCAAATCCCCTTTATTGAACTTGATGGATATGTTTGGTGCAGGGCCTATAGTTCTGGGA 
TAATTTTGGAAGTATAATAGCAGTTCTTTTCTCTTTATAGGTTAGACCAAAGCCATTGGTTTTGAAGTTATTAAAGTCTGTTGGTGGACAAAAA 
GACACTTATACTATGAAAGAGGTAAGCTGAATCAAGAGATAAGTAGTATGTCACTAGTTACATGTAGCCATACTTAAAGTTTTCAAGACCATGT 
GGAGAAATTGGCCATATAGAAGGATTTTTCATTAAGCAGCAACATTTAATTTTGTGGTCGTTTGGACTATATTTTAAAGCTGAAAATTCTAATT 
ATACTCGAGTTTCATTTCTCAGCTAGGAAGTCAGATAAATGGAAGCCCCGTAAGGGTGCTTGACCATTTTATGCTGTCAACCCTTTGGTAGACT 
GCTTCCCAGAATCATGTTTTTAAATGTATGAAATAAAATGTATAGAATTACAAAGGAAACATACTAAAATACGGTTACCAAAATAGTAAACTAG 
TTTGTGATATGTGTGCTTTTGTTATTAACATAATAAATACTAAGATTTAGAAGAAGATATAATAAATATAATGTTTTTTTGTTTTTTGAGACGA 
AGTCTCGCTCTGTCACCCAAGCTGGAGTGCAGTGGCACGATCTCAGCTCACTGCAACCTCCGCCTCCTAGATTCAAGCCCTTCTTCTGCCTTAC 
CCTTCCAAGTAGCTGGGATTATAGGCACCTGCCACCACGCGTGGCTAATTTTTTGTCTTTTTAGTAGAGATGGGGTTTCTCCATGTTGGCCAGG 
CTGGTCTTGAACTCCTAGTCTCAGGTGATCCACTTGCCTTGGCCTCCCAAAATGCTGGGATTATAGGCATGAGCCACCATGCCTGGCCAATAAA 
TATTATCTTGATATAGTGAGGAATATAAGTCATATTTTGAAATGTTTGCCATAAGTACAGTATGATAGGAAAACACCTCTGATTTTTGTTGGTG 
ATGAAATCACAGGTATTAATACTGTTGTGATTTGTTGCCTACATTTATAATCGAAGGAAAAGCTAAATTCTAGTTAGAAGTTTGTGAAAATAAG 



TGCACTAGAGATACATGAGTACAGTATACTGATCTTTCTGGGATAGAGGTGAGCTGATTCATGACeATATATTCTATCTAATGGTTGCAGCATT 
TTAATGCATTCCCCACCTTTAAATTTGTGCACAGAAGCATGATTTTCAGTGACAGATTGAGCCACCTTAGGCAGAATTTCAGTGTGATTGAAAT 
ATGCCTGTTCTGTGTCTCTCCCACTTAGTTTATGGGACTCAGATTACTTAAAACATTTAAGTTTCTTTCTTACAACGGTATAGTGGGGCAGGAA 
GAGCTTCCATTTTTCTTTTTCCTCTCCAGCTATACTTTTAGAAACTTCCTTAAAGGATGTTTGGTAGAATAAATCTAAGTTCTCTTCCTTTTTC 
CTTTCCCACTGCTGGACAGCAATGTGTCCAATCCACAGTCACATAAGAATATTCCTTTAAGGCCGATGCCTGCTTAGCCAGTTAAATCCAAAGA 
CAGTGTTTGTAGGAAAGGGCCAGGTTAAATGGTATTTTTAAGGCTAATTTGGGATTGACCTTATTATCATTGGATAATCAGTTAAGGAAACAAA 
AAAGTATGGATTTAGCAGTAGATAGAAATGAGAAAATTGGCCAAGGCCATCATAAAGACTTAGAATGCTTATGCTAAACTATGTAACAGTAGTG 
TATGTATTGTCTGATATAGTTCTCAGTTATAGGATCTTTGTTCTGGGGCACACAGGAAGGTAGTGAAAGCTAGTATGGGTAGTAAAAAGAGCGT 

TTTTATGTGACAGTTTCTCACTCTCTTGCCCAGG 
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CTGGAGTGCAGTGGCATGATCACTGCTCGCTGCAGCCTGGACCTCGTGGGCTCAGGTGATCCTCCCAGCTCAGTGTCTGCAGTAGCTAGGACTA 
CAGGCTTGTACCACTATGCCTGGCTAATTTTTGTATTTTTTTGTAGAGATGGAGTTTCACTATGTTGCCCAGGCTGGTCTGGAACTCCTGGGCT 
CAAGGGATCTGCTTACCTCGGCCTCCTAAAGTGCTAGATTTACAGGTGTGAGCCACTGTGCCCAACGCAATTTCTTCATTTCTAATACAGTGAT 
AATAATCTTATGAAATATCAGAATGAGATAATACTTATAAAAGTACATTGTAAACTGTAAAATGCCATATGTATTTAGGTAGTTGTTAATAGGT 
TTATATCTGGATATGTTAAAAATGTATTGCCAACTTCTTGTCTTAATGCAGCACAGGGAATATAATTTAACTTTTATTAATGGTTCAAAGTCAT 
TATTTTGATTATTTATCATAATATGGAGTAAATTGATACCTTAGAGGGTTTATTTCATTCTCAGAATTCTCTCAAACTGTTTTGTAGCTGTCAT 
TGATTGATTGTTTTTCTGTGTTCCTCCTCTGGTGACCTCAGAGGCTATTGAGGTTTATAGTATTTATGACTATTTACTAAGTGGCTCCAGACCA 
CTGCCATATTTTAGTTGATTTTTGTTTCTGCAACTTTTTTGGCTATCAGTTTTTTATTTTGCTGCCTTTTCCCTTCCTAATATGTTAGTATCTA 
AGTATCTGGGCAGAGTTAAAGTCTACAAGGAAAAAAACCTCACATTTTAAGGTTTGCTTAAGTAAATAGAGAAGCAGTTATTTCTGCTTCTGTC 

GTGGCGCAATCTCGGCTCACTGCAGCCTCCACCTCCTGGGTTCAAGCAATTCTCCTGCCTCAGCCTCCCTAATAGCTGGGATTACAGGTGTCTG 
CCACCATGCCTGGCTAACTTTTGTATTTTTAGTAGAGATGGGACCAGGATGGTCTTTATCTCCTGACCTCGTGATCCATGCGCTTCGGCCTCCC 
GAAGTACTGGG ATTACAGGTGTGAGCC ACTG CG CCC AG C CAAAAGTAGCTT CTAAGTAC AAAATGGTTGTTCTAC ATAGTTGTGGATATGGTTC 
CTGGTTGTTTACCCCTATTCAGATAAATAGGATATTATTAAATGTATTTACAACTAACATTTAGTTTTCTTTAATGCTCAGAAATCATATTTGT 
ATTTCAGGTTCTTTTTTATCTTGGCCAGTATATTATGACTAAACGATTATATGATGAGAAGCAACAACATATTGTATATTGTTCAAATGATCTT 
CTAGGAGATTTGTTTGGGGTGCCAAGCTTCTCTGTGAAAGAGCACAGGTAATTCTTCAGTTTAGTCCATTGTAAAAAGCCATCTGGGCTAACAT 
TTCAGTTCACCTCTACCCTCATTCACTTTTGTCAGAGAAAAACTGTTGAAACATATTAAAGACATGCTGAAACTTAATTTTTTAGCTCTGCGGC 
ATATTATTTG AGAACCTG AG CTCTGG C ATCTTATAAACC AGTGTTTG AAACCTAGCC C AAT C ATTT ACTAGTTTTGTG ACTAGAT AAATT AACC 
TTTTTAAACCTGCTTCCCCATTTATAAAATAGGGATAATTAAATACTTCATGTGGAGGTTAAAGCTGTTGAAGAGAGACGTTGTATAAAAAAGC 
ATAGTTTTGGGCACATACAAAGCATTCAAGTATTAGGTGTAGCTATTATAACTTTTTATTCCAGAAACAGTATACCACCACGTGGTAAAGGCTT 
ACATTTGAGCCTTAGTT ATTTTGGAG ATCATTTTC ATTGT GAG CTAT CATT ATGGC ACTTAACCAGC AGAATTTAAC CCAGGTAATATTT CTAG 
AAATAGGCCTGGTGCGGTGGCTCACACCTGTAATCCCAGCACTTTGAGAGGCCAAGGCGGGTGGATCACCTGAGGTTGGGAGTTGGAGACCAGC 
CTGACCAACATGGAGAAACCCTGTCTCTACTAAAAATACAAAATTAGCTGGGTGTGGTGGTGCATGCCTGTAATTCCAGCTACTCGGGAGGCTG 
AGGCAGTAGAATCACTTGAACCAGGCAGGTGGAGGTTGTGGTTGAGGTGAGCCGAGATTGCGCCACTGCACTCCAGCCTGGGCAACGAGCAAAA 
CTGC^TCTGAAAAAAAAATTTTTTTAATATATATTTTTCTAAAATTATTCTTTTTTTTGTTTGTTTGTTTTGAGAGGGAGTCTTGCTCTATGGC 
CCAGGCTGGAGTGGAGTGGCATGATCTTGGCTCACTGCAACCTGCGTCTCCTGGGTTCAAGTGATTCTCCTGCCTGGGCTTGCCGAGTAGCTGG 
GATTACAGGTGCCTGCTGCCATGCCTAATTTTTGTATTTTTAGTAGAGACAGGGTTTCACGATGTTGAGCAGGCTGGTCTTGAGCTCCTAACCT 
TCGGTAATCCACCTGCCATGGCCTCCCAAAGTGCTGGGATTACAGATGTGAGCAACCACACCCGGCCTACATTTGGAATTCTTTGTCACATTTG 
GTTTAGCACAGGCAATCCGTGTTGAGCCTTAGCATTCATTACATTAATAAATGGAATGAATACGTTCACCTGAGACAATTAACTAGCTTCTGCT 
AGTATTTAATGCTCAGTAGTATAGCTGAAAAGATGATAATTAAATGGGATTTTATTTTATTAAAAAACATAACTTCCTCAGCTGAGCAAGGGAT 
TTTATAACTTTAAAACAACCTTATTATTGTAAACATAGTATATATTATTATTGAACATTAGGAGATGACAGAAAACTAAGAAAAGTAAAGGAAA 
AAAAAGGACTGTAGTTTGTTAACAAAAGGTATTTTTACCAGTCATTTGTGTATTATGTGCAACTGTGTGTTTTAACCTAGTTATGAATATAGTA 
CTATATTTAAATTTCATCTAGCTTCTTAATTTGTATTATAATTTGTATATTATATATTATAATATACATATAATATAATTATATATATTACAAA 
TATATGTATAATTATTATTTTTTATTGATGAGTCACTTCTGTTTAATATCCATATATGTTGTCATTTTATACGTGGCCTTGGTATATATGGTTT 
AATTTTATAAATTTTAAAAATAACTATATTGGTATATTGGTGATTTCTTTACCTATTGAATATTGAATCTTCTATTTTTTTTCTTTTTTTTTTG 
AGATGAAGTCTTGCTCTGTTGCCCAGGCTGCAACCTCTGCCTCCTGGGTTCAAGCGATTCTCTTGCCTCAGCCTCCTGAGTAGCTGGGATTACA 
GGTGCACACTACTATGAGCAGCTAATTTTTTGTATTTTTAGTAGAGATGGGGTTTTGCCATGTTGGCCAGGCTGGTCTCGAACTCCTGACTTCA 
AGTGATCTGCCTGTCTTGGCCTCCCAAAGTGCTGGGATTACAGACGTGAGCCACTGTGCCTGGTCTGAATATTGAATCTTCGGATAATGTTTGG 
AAGTATGATTTCCTTGGACTTGAATTCTAAATGTTGAGAGATAAGAAATAGGAGAAATTAGTGACTTGAAAAGGATATGAATTAAAAATATTGT 
GGGTTTAGGTTGCTGTATCCTTATTCCCAAGGATGAAAAAAGATAGTTGGGATTCATATTTCCTCTTAATATTGAGTGAGAAACAATATTTTGT 
GACAAACACTCTCTTAAATCCTTAGTTTAAAAACAAAAGGAAAAATCCATTGTGACATCAACGAATACTGGGGTAAATGAATTATCCTCCTGTT 
AGGATATAAACTTCATGAGGGCATATACATTTCTGTTTCATTCTTTGTTTTCCCCCGTGTCTGGTACATAGTACCAGTGACTGGTACGTGGTAG 

GCCCAGGCTGGAGTGCAATGGCGTGATCTTGGCTCACCGCAACCTCTGCCTCCCGGGTTTAAGTGATTATCCCGCCTCAGTCTCCTGAGTAGCT 
GGGATTACAGGCATGCGCCACCATGCCCAGGTAATTTTATATTTTTAGTAGAGATGGGGTTTCTCCATGTTGGTCAGGCTGGTCTTGAGCTCCA 
GGCCTCGGGTGATCTGCCGGACTCGGCCTTCCGAAGTGCTGGGATTACAGGTGTCTGTGAGCCACTGCGCCCGGCCTCTGTTAATACGTTTTAA 
GATCAAGAAAGGAAGTTGAAGCTTGATGAAAGTCAAGATTATAATCAAATTCCTATTTAATGGATTTTGCGTAACTCAATAGTTTTTTTGGCAG 
TTTGTATTTAATGGATTTTGCATAAGTCAATGCTTTTTTTTGGCAGTTTGCTACTAAGCACAGAGCTAAAAACATTCCTGTTTGAAAATAAGTA 
TGTTCAACCTCTTGCTGCTTGCATACTCATTTTTTGGGGGTCTTCTGGTAAAGTCCAAACAAAGCACATTTCAGGAATTGGTAGTGTGAAATCT" 
TTCAGCTAGAGAGACTTTAGTAATTATTAAAAGTAGCTGTACATAATCATTGTGCTACTAATTATTGTGCTTTTAAGTGCCTACAAGCTTGCCA 
ATGATAAATTTGGTTTTGAATGTGTGCAGTAGTTCATACTAAGTATGTATGTAGAAGTCTGGTTAGATCCAGCTTAATACAAATTTTTATTCTA 
AAATGTAC AT CTCTTGTTATTTTTTTTTTTT CTGTCTAC AAGG AAAATATATACC ATGATCTACAGGAACTTGGTAGTAGT CAAT CAGCAGGGT 
AAGTTAATTTTGAGCATCATGGATAAATAGCATAAAAACGTTTTAAAGACATTTTTGTTTATGTGCATATGTTTTATAATTGTGATTCTCTTTA 
AAAGTTGCTTTAATTAAATATTGTAATAAAAGTATGATAAATTTATTAGAAGTACATATGAACTAAAACCACATACTGAGGTTCTAATGTAAAG 
TTAAATATCCTGTTAGATCAATTTAGACTTGGGATATCAGAGTTAGGATTTATTTTGAAAGGTCTGTAATTTCAAAAGGTCCTGTTTAGGAGTG 
ATCTACCTTGAAAATGTATTGAAAGGCTTTGGGAAATAATATTGTTACCTAGGTAGGACCATGTGTAAGGATGAAGGATGAGTCTTTTTCTTTG 
GTTATAGACAAAATTTTGTTTACCAATTTGTGGAAGTGGAATTTTATGTTCCTACTTGCGTTTCTTAACTGGTTATTTTTGGGTCACATCTCTC 
TTTAATAAGCTGATAAAAGCATTGGGTTCTTGTTCCAGAAAGATGCACATGTATATATACATGGGTAAGTCAATAAGTGTTTTACAACCTACTT 
TCCATGAGAAAAGCCCTGATTTATGTGCTTGCTGACTTCCATAGTATAATACTCTCATTTGAAGGCTAAAAACATGGAGTTGGGAAGAGATGTA 
CACAGTTTGCTTTTTTTTTTTTTTTTTTTTTGAGAAGGAATCTTGCTCTGTCACTCAGGCTGGAGTGTAGTGGCATGATCTCGACTCACTGCAA 
GCTCCGCCTCCCAGGTTGAAGCAATTCTTCTGCCTCAGCCTCCCGAGTAGATGGGACTACAGGCGTATGCCACCACGCCCGGCTAATTTTTGTA 
TTTTTAGTAGAGAGGGGGTTTCAGCATGTTGGCCAGGCTGGTGTCGAACTCCTGACCTTGTGATCTGCCTGCCTCGGCCTTCCAAAGTCCTGGG 
ATTACAGGTATGAGCCACTGCACCCGGTCTCACAGTTTGCTTTTGAGTGCTGCTTAGAGCTGTCTCTAATACACTACACTGCTCCTAAAGCCCA 
TCCTCGAACTACAGTTAAGAAATGCTGTTAGGCCAGGTGTGATGGCTCATGCCTATAATTCCAGCACTTTAGGAGGCTAAGGCAGGAGGATCAC 
TTGAGCCGAGGAGTTCAAGACCAGCCTGGGCAGCATGGCAAAATCCTAACTCTGCAAAAACTACAAAAATCAGCTTGGTATAGTGGTGCATGCC 
TGTAGTCCTAGCTACTCAGGAGGCTGAGGCAGGAGGATTTTTTGAGGCTGGGAGGTCAGGACTGTAGTGAACTGTGATCATGCCATCCAGTCCA 
GGTGACAGAGCAAGACCTCATCTCTTAAAAAAGACAAAAACAAAACAAAACAAAAAAACACCTGTCAGGAGCTTGTTTAGTTCCTAGAATGAAT 

GGGCTCTCACTGTGTCACCCTGCTTGAAGTGCAGTGGTAATCTTGGCTCACTGCATCCTCCACCTCCAGGGCTCAAATGATCCTCCCCCTCAGC 
CTCCCAAGTTGCTGGGACTACAGATGTGGTCCACCAGGCCTGGCTAATTTTTCTGTATGTTTGGTAGAGACGGTGTTGCTATGTTGCCCAGGCT 
AGTCTTGACCTGAGCTCAAGAGATATTCTCACCTCGGCCTCGCAAAGTTTAGGGGTTACAGGCATGAGCCACTGCGTCTGGCTGTTGCACTTGT 
TTATATTTTTGTTACCTGTGTCGTATTCAGGTTTGCATTGTGCATCACACACTATAGTGTTTTATTAATATGGTATTTAATAAATGTGTTGAAT 
TGAATACTT ATTCTTCCAAAGTTAGG ATTTAAAG CCC AG AAAAGTATCTCCATTTTATC C C AAAATAAAAGTAGTTATTAGGCTGATGATTTGG 
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CATTTTATTGTTTTAAAGCTCTTTTTTTTTTTGAGCTTTAGATTGTATCCTTTTTATTTCCTTTTTTTTTAATTATTATACTTTAAGTTTTAGG 
GTACATGTGTACAATGTGCAGGTTGGTTACATATGTATACCTGTTGTTTTAAAGCTGTTTAAGAAATTGTGTGATAGCTAAATATACAATTGTA 
GTATTTGTAGTAGTAGTTTGAGTTTTCTGAAGTATGTAACCCTGATGTATTCATTCCTTCATTTGTTTAAATAAACTTTGGCACATTACTAGAA 
AAATTGTATTATTGAGATGGAAACTTACAAATTACTTATTTGCAGTCTGAGTTTGGTTTAGATATCAGTAGAATTAACTTCAGAACTCCTATTC 
CATGTTCTCAACTTTGTCACTTTTTTTTTTTTGAGATGGAGTCTCACTCTGTCACCCAGGCTGGAGTGCAGTGGTGCGATCTCGGATCACTGCA 
ACCTCTGCTTCCCGGGTTTAAGTGATTCTCCTTGCTCAGCCTCCCGAGTAGGTGGGATTACAGGTGCCTGCCACCACGTCCGGTTAATTTTTGT 
ATTTTTAGTAGAGAAAGGGTTTCACCATGTTGACCAGGCTGGTCTCAAACTCCTGACCTCAGGTGATCCTCCCACCTTGGCCTCCCAAAGTGCT 
GGGATTACAAGTGTGAGCCACTGCACCCACCGAGCCTAGGGCTTCCTTTTTATTACATCTTTTTTGTAGCATCTGTTTATACTAATCCAAAATT 
CCTGGACAATATAACCTATTATGTACAACTTAAGAAAATTAGTGTAATGCCTTACCCATAGTATAAAGAGAAAATTAATCTATGATAATGCATA 
ATTTCAAAATGTTAATGTCCAGGCATGAGTTCACTGTTAAGATGAAAATGTTTCCAAGGGGGGTAGTAAAGGGTATTTGATGATAATTGTCTGT 
ATATCCCAACTCTGAAACTTTGACTTTTGAGCTCAAAGTCTGTATATCCAACTACAAATGAAACCTATGTGCCTGAATAACTCAGTTTGTTATC 
TTCCCATCCAATCTGTTTATCTTTCTAAAGTTTCTCTTTTAGTGAATGGTACCACTCATTTATTCACCCAAGTTGGAATCTTGGAATCATCTTA 
ACTCCTTTCTTCCTTGCCTTGTATATCAAATACCAGGTCTTGTTGGTTTTTACCTATTTAATTTCTCTGGAATTTGTTTTCCATGCCTTAGTTT 
AGGCTTTAATAGTTTTTAGTTTGTATTATTGCAATTGTCTAATACTGGTTTTCCTGCCTCTGCCCTCTTTTTCTTATGTTTTGCTAGAGTGATT 
TGTCAGTCTTCTGCTTAAAATTACCATTTAGGGGTTCATTATTGGTCTCTGGATGTAATATTTTCTGTGAGCTAGAAATCAGTTTCATTTCTTG 
GACAAAAATCCTTTTTAATGGTGAGTGGCTGCAACATCGCATTAAGGAAGATTCTGAAGTATCTGCGGGGAAGAATGCAGTGATAAGGGAATGA 
CAGCATGAGTCCTGCTTTGGCTAGACCACAGGATCCTTTACAGTCTGAACCTGCCTACATTCCAGTAATAATGAACTGCTTGTGGTGTCCTGCA 
ACAGGAACTGTTGTTAGTTTGCTTT-TGGATACTTTTTCAGATGGCGTTTTCTTGGTCTGGAATGGCCTTTCCTAGCCCTATTTTCATATTGTGC 
TACAAAATATTTCCTGATTCTTTGTTTCTCAGACACTCCCTGTCCCTACCAAAATAATGACTCTCCTGTCTCTCTGCTAATTTATCTAACAGTC 
TTTTAATGTCTTGATTATACTTTACTCTTGTACATTAAAGTTGAATTATTTTATTTACATCTGCAACATTTAGTATGAGGATGCCACCTGGAAA 
ATACATGTTTAATGTTTATTGAAAGGTTAAATTGGATAAGGGTTTGTGTTAGACTGATAGCATATCTACTGAGTAGCGCCCCGCCGCCCCCCGC 
CCACCACCAAGTTTCTGATCCTTTTTCTTTTCTCTCAGAATCATCGGACTCAGGTACATCTGTGAGTGAGAACAGGTGTCACCTTGAAGGTGGG 
AGTGATCAAAAGGTAATCTAAGTAAATTTCTCATTCTAATGTAATATTATTTGCAAATTGGAAAGGTTATTTACAACAAGTTAGCTTACTGGTT 
ATGTTAAGTTTGTTGTATTTTATTTTTTT CCTAAATGCTT AGGAC CTTGTACAAG AGCTTCAGGAAGAG AAAC CTTCATCTT CACATTTGGTTT 
CTAGACCATCTACCTCATCTAGAAGGAGAGCAATTAGTGAGACAGGTATATATGAATATTTATTTGACGCATTCACACAGCTTTTTGATATTCT 

TTATTTGATTTAGAAATTGCTTATTTAGCAATATTTTTCTGGCTGACTACAGCAGGCACAGTTTACTGTGCCCCACTGGAGTTTATAGTTAGCC 

AACTCTCTGTTAAGATAGTAGGAGGTGGCTGGGGTGTGGTGGCTCACGCCTGGCTCACGCCTGTAATCCCGGCACTTTGGGAGGCCGAGGCTGG 

CGGATCACGAGGTCAGGAGTTCGAGACCAGCCTGACCAACGTGGTGAAACCCCATCTCTACTAAAAAAAATACAAAAAGTAGCTGGGCCTGGTG 

GCGCACACTTGTAATCCAGCTACTCAGGAGGTTGAGGAAGGAGAATCAGTTGAACCCGGGAGGTAGAAGTTACAGTGAGCCGAAATTGCGCCAC 

TGCACTCCAGCCTGGGTAACCGTGTGAGACTTCGTCTAAAAAGAAAGATAATAGGAGACAGGCATATAAACTCTATTTTCACCATTATTCTTAG 

TCACCTTAACAGTTAAATTTTTAAATTGTTATTTTTAATAAATGGTAGTACATACCTATGAGTTTTAAAACAGAAAGTAAATAGCATTTTAGAA 

ATGAAGAG ATAAGGGCCGGGCGCAGTGG CTCACG CCTGTAATC CC AGCACTTTGGG AGGC CG AGG CGGGTGGATCATGAGGTC AGGAGATCG AG 

AGC AT CCTGTCT AAC ATGGTGAAACCCCATCT CTACTAAAAATACAAAAAATTAG CTGG ATGTGGTGGCGGGTG CCTGT AGTCCC AG CT ACTCG 

GGAGGCTGAGGCAGGAGAATGGCATGAACTGGGGAGGCAGAGCTTACAGTGAGCCGAGATCACGCCACTGCACTCCGCCTGGGCGACACAGTGA 

GACTGTCTAAAAAAAAGAGAGAGAGAGAAAATAGTTGACAGAGAGAAAATAGTTGAGAACAGTTAGTAGACGTAGTAGACGAGAAGGCTGTTGC 

CTGAGGAAGTCGCAGTAACTAAGACCGTATGATTCAGATGAAAGAGAATGTCAGATCAGTGAAACAGAATAAATGAACCCAGACCAGAATCTCG 

TACATGCGGGCAGAAGACAGGAAGGGCAGAGGTGTCTAGGGCAGAGGTGGAACTAGAACAAATGGTAGTTACTTGGGGAAAAGGTGAAGTTAGA 

TCTGTACCTTATGCCAAAATGAATTTCAAATGAGTTTAAAAGTTAAATGAAAAATAGAATACAACATATTTGAAAGATAGTCACTTTAAATTTG 

ACTGTTAATATCTGTATTACATAAAAAGTCTTCCCAAATGAATAAGGAAAACATTAAAACTTCAAATAGCAAAAAGGGCAGACAGTTCACAAAA 

ATTTCTCACAGTAAATACGAATGACTAATAAATATGGGGAGAGGGTGAATTTTGGTGATTTTTAGCTTTACAGATAGTAAAAAATGGCAAAAGG 

GTGTCCTTTTGATCTATCAAATTAGTAAAAATAAAATTTTTACTCATCCTTACTCATCAGTGCTAATAACTTGTGTATTAGCACTGA'TAAACTG 

TTGGTCTGTAAATTGGTAAAAGTGGGTAAAAATTGATTAAATTTTTCGGATTATAAAAAAGCTTAGATGGCCTGGTGCGGTGGCTCACACCTGT 

AATCCCAGCACTTTGGAAGGCCGAAGCGGGTGGATCTCTTGAGGTTAAGAGTTCGAGACCAACCTGGCCAACATGGTGAAACCCCATCTCTATT 

AAAAATACAAAAATTAGCCAGGTGTGGTGGCAGGCGCCTGTAATCCCAGCTACTTGGGAGGCTGAGGCAGGAGAATCGCTTGAACCTGGGATGT 

GGAGGTTGCAGTGAACCAAGGTCGCAGCACTGCACTCCAGCCTGGGGTACAGAGTGAGACTCCATCTCAAAAAAAAAAAAAAAAGAAAAGAAAA 

AAAAGT CTTAG AGTTCTTAACATT ATCCTAGTAACTCCATTT CTAGTAATCTAT CCTAAGGATGTAATAAAAAATTCAAAG ATTT AT ATGT AG A 

GATACTAATTACAGCATTATTTATAATTGCAGCCCGGCCAAGATCACCTTTT.TAAAAATAGGGAACACAAACATGATTAAGAACTCACGTGCAG 

AACTTGTGATCTCGATAAAACGTAAAAATCCCGGCCAGGTCCAGTGGCTCACGCCTGTAATCCCAGCACCTTGGGAGGCCGAGGAGGGAGGATC 

ACGAGGTCAGGAGATTGAGACCATCCTGGCTAACACGGTGAAACCCCGTCTCTACTAAAAATACAAAAAAAATTAGCCGGGCACAGTGGTGGGC 

ACCTGTAGTCCCAGCTATTCAGGAGGCTGAGGCAGGAGAATTGCTTGAACCCAGGAGGTGGAGGTTGCAGTGTGCCGAGATTGTGCCATTATAC 

TCCAGCCTGGGGGACAAGAGTGAGACTTTGTCTCAAGAAAATGATAAAAAAAGTCCTTTCAGAAATCTGTGATACTATCTCATTTTAATTTTTG 

TCATTCTCATGGGTGAAAAATGATATCATTTCACTTTGCATTTCTTTGATCCCTAGGAGGTAAGAGTTTTTTTTTCTATTACTCAAGTACATGA 

CTCAAGATTTTTCATATGTTTATTAGTCATTTGTATTTCTTCTGTGACTTGCTTTTTCCTGTTTCCTTAAAAGAAAATAGAGTCTATCTTGATT 

TGGTAGGACTTTGTATAATATGTATACTATGGGTAATTTTTACTATATATGTTGCAGATATTATCTTCGAATTTGACCTTTGCCTTTTAACTTT 

TGTTTGGTATTTTATTTTGTCATGTAAACCTTGACATGGTCTAATCTTGATAGTCTTTTTATTGAGGACTTTGCAGTATTATGAAATACTTCTC 

CACCCCAGCATTATAAGAATATTTTGTTATAGGTACTTGAATGGTTTTGTTCTTTATATTTAGATCTTTAATCCACCTGGAATTCATTTTTATG 

TCTAGTATAAGGTAGTATTGTGATTTATGTCTAACGGATTTGTCTAACATTCTGACCCATTCAGAGATAATTTATTATTTAAAATGAAATGGAA 

ACTTTTTACTGGTTTTGATTTCTGTTTAAAATATAGGGTACTGAAGAGCCGGGCTTAGTGGCTTAGGCCTGTAATCCCAGCACTTTGGGAGGCT 

GAGGCAGGAGGATCACTTAAGGCCAGGAGTTTGAGACCAGTGTGGCCAACATGGTGAAACCCTGTCTCTACCAAAAATACAAAAATTATCCAGG 

CATGGTGGTGTGCACCTTTAATCCCAGCTACTTGGAAGCTGAAGTCACAAGAATCACTTGAACCTGGGAGGGAGAGGTTGCAATGAGCTGAGAA 

TGTAC CACTG C ACT CCAGC CTGGGTGGTCG AGTGTG ACTCTGTCT C AAAAG AAAAAGTGTAGGGTACTGAAG AAATTGAAAC ATTAAG AATAC C 

ATATGAGTAAATTAAACACTTTGGCTCTTTTCGGAAAAAAACAGATGAGCTCTTATATTTTAAAGTTTGGTTTTGACAGAAAAAAATTCCTAGA 

TTTTTTGGTTAATAAAAACTTTATTAGATAGATTAAATTGTGATGTATGGAGATAAAGTTCTGAAAGAAGAATAGAAAGCTTTTTAAAAATAGT ' 

ATTCTCAGCCTAGGCAACATGGTGAAACCCTGTCTATGCAAAAAATACAAAATGGTGCATTCCTATGGTACCGTTCCTATGGTACCAGCTACTC 

GGGAGGCTGAGGTTGAGGTGGGAGGATCACTTGAGCCCATGAGGCAGAGGTTGCAGTGAGCCGAGATTGTGCCTCTGTACTCCAGCCTGGGTGA 

C AGAGC AAG AG C CTTTCT CAGAC AAT AAATAAATAAAC AAATAAATAAATACACACAG AT AGTGTTCTGCTGTAAC AGTTGG ACAG ATTCAATA 

AAACAGTGTTAACTTTTGAACTAATTTTATTGAAACTAAGTTTCTGTACAAATAGGTACTCAAAACAGCTCAATTTTCTAAATCACAGTACAGC 

AATTTATTTTTTTTCCTTAC AT ATCC AGAAGAAAATTCAG ATG AATTAT CTGGTGAACG ACAAAGAAAACG C C ACAAATCTGATAGTATTT CCC 

TTTCCTTTGATGAAAGCCTGGCTCTGTGTGTAATAAGGGAGATATGTTGTGAAAGAAGCAGTAGCAGTGAATCTACAGGGACGCCATCGAATCC 

GGTAATGTTCTCATTTTAAGTAAGGCAAGACTCTTACTGTTCAAAGTCTAGTCCTGGCAGTCCTAATAAGGATACGGATAGAATGTACATGTGT 

CTTACGAGATTGATAGAAAACACAGTGCTAAATTTTACTTTAAAATAAAACTACTATATTGATCTCCACCTTCAACCCAAGGTATTGTGAGAAA 

TGTGGAAAATAGTGGAGTAACACCGGTATTGGTAAAATTAGTAGTAGTATTAGTAATTATCAATGTCACTGTATGTATTAGAGAATATTTGTGG 
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ACCACTGCACCAATAGTACAGTCAAATAAAT^ 

ATTTGGTTCAGTTAAATATTTTAGCATTTTAAGGCAAATTTGACTATTTAGAGTAAAAATATATTTTATTACAGCCATCAGCAAAAAAGTCAGC 
ATAGTCTGAACTTAACATTTGCCAAATAGGTCTAGACATCAGGTAAGTTCTATTTACTTATGCTGTAAAATACAGGTTTATACTGGGCTGGGTG 
CGGTGGCTCATGCCTGTAATCAGTACTTTCGGAGGCTGAGGCGGGTGGATCACCTGAGGTCAGGAGTTCAAGACCAGCATGGCCAACAAGATGA 
AACCATGTCTTTACTGAAAATACAAAAATTAGCCAGGCGTGGTGGCGCATGCTTGCAGTCCCAGCTACTTGGGGGCCTGAGGCAGGAGAATCGC 
TCGAACCCAGGAGTTGGAGGTTGCAGTGAGCTGAGATTGTGCCACTGCACTCTAGCCTGGGTGACAGAGCGAGACTCCATCTCAAAAAAAAAAA 
AAAAAAATGCAGGTTTATTATTGCATGGATGACGGGAGAGTATCAGTACTTTCTCATTACTAATACAGACTTCCAAAATATTAGTGAGCAGCAT 

ATCAAGCTTGTCCAACCCATGCCCTGTGGGCCATATGCCAGGATGGCTTTGAATGTGGCCCAAGACAAATTCATAAACTTTCTTAAAATATTAT 
GATTTTTTTTTTTACAATTTTTTTTCTGCTCATCAGCTATTGTTAGTGTATTTTATGTGTGGCCCAAGACAATTCTTCCAATGTCGCCCACGGA 
AACC AAAGG ATTGGATACATTTTTTGGTAATATGGC AGTGT CT CATGG C CATT ATTCTGGGT ATTAGTAAT C ATTGTATAGTACTCTAG AAG AT 
GTAGGAAGTGGAACCAATTGTGATAGTAATCCTAGTCTTTTACCTATTGTTGTTAGTTCCTGTATTATCTTTTTTTCTCTTCCAAAGCAGTGAT 
TGTATGAACGCATACCTGCCCTCTAGAGTTACTGTACCTAACGGAGCTGTTACTTATGTAGACCGCTAGATGGCATGATGAGCTCCTGCTCAGT 
CTGAGAGCAGGTTCTTCATTTGTAGATATTTAAGTTTATACCAAATTCCATACAGTTGAGATGGCACTGCAGATACAGTGGTAGTCAAGGTAGA 
TATGGTTCTTGCCTTCATTGGGAGATAGATCATTAATGACAAAAATGAAAACATTTAATAAATCCAGTGGAAAAAATAGGCTCTTGAGCGGAAA 
TATATGTGATAAAATTGAATCCAATTAAAACTTGATGAGTATCCAACCTACAAGTTTGGTTAAAAAGAGAATTATTATACCCTATTTATTTATT 
TATTGAGATTGAGTCTCTCTGTCTCCCAGGCTGGAGTGCAGTGGTGCAATCTTGGCTCACTGCAACCTCCACCTeCCCGGTTCAGGCGATTCTC 
ATGTGTCAGCCTCCTGAGTAGCTGGGATTACAGGCTCCCATCACCACACCTGGCTAATTTTTGTATTTTTAGTAGAGATGGGGTTTCACTATGT 
TGGCCAGGCTGGTCTTGAGCTCCTGACCTCAAGTGATCTGCCTGCCTTGGCCTCCCAAAGTGTTGGGATTACAGATGTGAGCCACCTGCCCGGA 
" CCCCTATTTAATGTATAGTTTTTGTTAAAGTTATATCAGAATTCTAGCTGAATGATATTTAGAGTCCTTGTTCGTGCTTTGTACCTGGGACACT 
GGCTTGTTACTGATATGGCTTTGAGGAGTAGAGGAACACCAGGTTTTTTGTTTTGAGTTGAATTAGATAAAACGACACGGACACACGTGGAGTG 
GTTTTAAGG AG CAG AGCGTTTAATAGGCAAG AAGGGAG AAGG CAGAAGG AAG AAGCT C CCCCTTAC ACAG AC AG AGGGAGGGGGG CTCT AAAGG 
TGAAAGAGGAGACCTTACATTCTGACAATACTAGCCAGTTTTATGTGACGGCTGGAGGGGGTGGTGTCTTATTTGCATAGGGCTCAGAGGATTG 
GTTTGACCAGGCATGTCATTTAGCCCTCAAGAAAACTGGCCCTCCCACCCCAGTCCTTTAATACACAAATGCAGGATGCCATGACATTTTACAC 
ACGGGGTTATGTGGGGGCGGCCATGCTGTTAGGTACCTGATGGAGCAAGGGCAAGAGGACAACGGTGGGAATCGCCATGTTGGGTGGACCCTCT 
TGCATTTGCATCTTAAAGGTTGCCAGCCTTTAAGAGCCAGGGCTTTTATGCTAGACAAGAAATTTTTCTGGAGCTACGAAAAACCTTCCAAGGA 
CCACTTTTCCTCTCCATTTGCCTAAAATAATTTCTTAATAACTCGTGTGGAGTAGAGGGGTATTTCTTTTTTTCTTTTTGTTAGTCCTGTCCTG 
CATTCTCTTAAAAAATCCTATCTATAAAAAATCTCAGCCGGGCGTGGTGGCTCATGCCTGTAATCCCAGCACTTTGGAAGGCCCAGGCGGGCGG 
ATCACCTGAGGTCAGGAGTTCAGGACCAGCCTCGCCAACATGTTGTGAAAACCCATCTCTACTAAAAATACCAAAAATTAGCTGGGCATAGTGG 
CGGGCACCTGTAATCTAGCTACTCAGGAGGCTGAGACAGGAGAATCGCTTGAACCCGGGAGGCGGAGGTTGCAGTGAGCTGAGATCACGCCATT 
GCACTGCAGCCTGGGCAACGAGAACGAAATTCCATCTCAAACAACAACAACAAAATCTCGTTTTTCAGGTTAAGTCCCTAGTTGTGAAAGCTTT 
TGGTAGGGCCAGTTTTTTTTTCTTCTTCGTTTTAATTTCCCTCATTTGAGAATGTTGTAGTCATCATTGGGTGTCATCATTCACCAGTTTGTGA 
AGGGAGTTAAAGGAAAGTGCATTCCTCTCCCATCTTTTCTTTCTTTGGGGTTTAATAAATTGTGGGAAACTAAGACTGTGTTCTAGACTGTACA 
CCATGCAGTTTATATTATGATCTTCTGTCATCTTTGCAGCCTCAGATTCCATTTTTAGCTAAGACTGGGGTTTTAAATAACTTGTTTAAGGTTC 
CTACAACTAATTGTCACAATTGGAATTCAAACAATTCTAGGTATTTTTGACTACAAAGATCTAAGATCTTTGCAGAGCAAGCCTATCTGATGCT 
TAAAAAAATATATATTTTTTAAATTTTTGAGACAGTCTCTCACTCCGTTGCCCAGGCGGGAGTGCAGCGCATGATCATGGCTTACTGCAACCTC 



TGGGATTACAGGCATGAGCCACCACCTCCAGCCTGATGCTTTTTAAATATATAGTATTTAGGTCTGGTGCAGTGGCTCATGCTTGTAATCCCAG 
CACTTTGGGAGGCTGAGGCGGGCGGATCACAAGGTCAGGAGATCGAGACCATCCTGGCTAACACGGCGAAACCCCGTCTCTACTAAAAATACAA 
AAAATTAGCCGGGCGTGGTGGCGGGCACCTATAGTCCCAGCCACTGGGGAGGCTGAGGCAGGAGAATGGCGTGAACCCAGGAGGTGGAGCTTGC 
AGTGAGCCGAGATGGTGCCACTGCACTCCAGCCTGGGTGACAGAGCGAGACTCTGTCTCCAAAAAAAAAAAAAAAAAAAAAAAATATATATATA 
TATATATTTATATTTAAATAATGTATAAATATATAATATATAATTATAAATCTATTATATATTAATGTATATTATATATTACATTGTTATATAT 
ATTTATATAATTATATATTTATATAAATATAAATATATATATTTATATAAATATAAAAATATAATTATATAAATATAAAAATATATATTTATGT 
AAATATAAATGGGCAGGCACCTGTATATATTATATATATTACTATTTATATAAATATAAATATATATTTTAAATATTTATTTTATATATTTTAA 
AAATATATATATAGAGAGATAATTTAATAGTTTCTGGGGCATTCTTTTGCGAACATTAGCCAAAACTTTAAAAACCACTCCCAATATTGCATTT 
TTTCATGGTATTTTTTATAGTATTTTTATAGTATCCTAGGACAGGAGTTGGCAAACTTTCTGTAAAGAGCCACATAGTTAATTATTTGGGCTCT 
GCCGGGCCATGGTTTCTGTCACAGCTACTCAGCCCCGCTCTTGTAATGCAGGAGCAACTGTAGACAACAAGTCAACAAATAGGCATGGCTGTGT 
TCAATAAAACTTTATTTATAAAAGTCGATGGGTGATGGGCCACAGTTTGCAGACCCCTACCGTAGAGTATGTTTTCTGAGATTTAATGTTTCTT 
GTGATTTACCCCCTTATTCTAAAATTAGTGCACTAAAGACTTTAGTTAGTTGAAGTATTTGGTTTGTTGGGTTACTTTGTTAGTGTTAATTGTA 
TCCTAACTTGACTTGTGATTCTAATCTGATTGGTAGTAGAGCCCTTGTTAGGAATTTGAGCTGCAACTTGATGAATGTTGCTTTTACTCTCCTT 
CCTAACATTACTCTAAAAAAGTCTTTTGATGTCAGAGGCTGTAAAATAATATACTTTGTTTCTGTTTTTAAAACTGATACAGATATGGAAATCA 
TTTAATCTAAGCTCCTTTTCTAGATGAAGTAGCTACAGCCTTTAGAAGTTAAATGATATGGGCTGGGCGAGGTGGCTCACAGGTGTAATCCCAG 
CATTTTGGGAGGCCGAGGTGGCGGATCACTAGAGGTCAGGATTTCGAGACCAGCCCAGCCAACATGACGAAACCCCGTCTCCACTAAAAACATA 
AAAATTAGCCGGGTGTGGTAGTGGACACCTGTAATCTCAGCTACTTGGGAGGCTGAGGCAGGAGAATAGCTTGAACCCCGGAGGCGGAGGTTGC 
AGTGAGCTGAGATCATGCCACTGCATTTCATCTTGGGTGACAGAGCAAGACTCTTGTCTCAAAAAAAAAAAGGGCCGGGCATGGTGGCTCACAC 
CTGTAATCCTAACACTTTGGGAGGCCAAGGCGGTTGAATTGCTTGAGGTCAGGAGTTCAAGACCAGCCTGGCCAACATGGTGAAGCCCTGCCTC 
TACTAAAAATACAAAAATTAGCCAGGCATGGTGGCATGCGCCTGTAGTCCCAGCTACTTGGGAGGCTGAGGCAGGAGAATTGCTTGAACTTGGG 
AGGTGTAGGTTG C AGTG AGCTGAGATCAGGC C ACTGC ACTCCAG C CTGGGTG ATGGAG C AAGATTCCATCTC AAAATAAATAAAATAAGTTAAA 
TGATGTTGTTTAAGGTTAAATTAGCTACTTAGTGGCAAGTGTAGAATAAGCCATATCCCGACTTCTAGACTTTTTCCAATTGTAGCCTTCTGCT 
TATATATGCTCCTAC C CTTAGC C ACTG ACAG CAAATATT ATTGC C CTGAAGGTCTT ACTAGGTTCTTATAC AATTTATTG AAGTC CTG AAACG A 
AGAATCAGATGAGCAGCTACAGAATTTTTTTTAATTGTCTAAAGGCTCTTTAAAAGAAAATCTCAAAGTTTATTAAAAAACATAAGTATCTATG 
ACTCGAGACATTTTTCTAAGAAAAAAAACCCATAAGTATTACAAGTGTTGTGTCTTGTTACGTGTATTCTACCAATTTGGACATAGAAAGATGA 
GTGACAGGTTTTAGCTCAAAGTATATATAATTCAGATGAGAAACATGCCTGCAAAATTATGTTTTGCATAATTTATGTGTGAGACTATATAATT 
CATTATTATACAAGTAGTAAGGATAATTAAAGGTGGAAGAGCCTTTTCAGTTATGGTATTGACAAAGGCTTAGTCAAAGAAGGATGAATAGGAT 
TTTGAAACTGAAATTATTCTAGTTAGAGGGGGAAAGTGTGGAAGTTGAAATGCCAAGATTAGTTGAGGAAGCAATCTAGATCTGGCGGGATTAT 
CCATATTTAGTAAGGGAGGAGGGGTGTCTAGTTGAAGACAGACGAAGATGTTAATACAGTCACACTGTAGGTACTTTCGATGCCAAGAGGCTTT 
GGTGTTTTT C CTTTATGCAGTGGGGTTTTG AAC AGGGAAAATAATGTAGTAATAACCTTGAAACCTTAAT CTAGTTTC AGTATGCAGGATGG AT 
CTGAGGAGGAAATGTGCGTGGCAACCGGCTCCGGGATGGCTGGCTGGGGGGCCTAGTCTTCTGCCCGCCGATCTCCCTCGGGAAGTCCCGGATC 
AG AGC AG C AGGCCCAT C C CCC AACTGTT AC ACCCTGCTGGC AGCAGC AG AGG CACAGGGATGAGTTAGGAAACAGATAC AGAGGT C AAGAGGTG 
ATGTTTATTAAGTTATATATTTTTTTCTTGTTTTAGGATCTTGATGCTGGTGTAAGTGAACATTCAGGTGATTGGTTGGATCAGGATTCAGTTT 
CAGATCAGTTTAGTGTAGAATTTGAAGTTGAATCTCTCGACTCAGAAGATTATAGCCTTAGTGAAGAAGGACAAGAACTCTCAGATGAAGATGA 
TGAGGTAGTATTTTTTTTCCCCTCTAATTATATTGGAAAATTATTAAATATTTTCTATGTTCATTGACTTTGAGATTGAAATAATATTATTCAG 

552 



WO 03/039484 



PCT/US02/36071 



SAGRES DISCOVERY 02-2 9 



atttcacttgaaatctttacctcttgatttgtttaaagtaacacattggtttgtggacttgaggatttcatagttctttatcatctgatttata 
ttattatattactactaattgccaagaagtcaatagacctcaatgaacatgcttattataatggtctgttcacttttaaaaacatataattcaa' 
ctactgtttt aatatt aacttactttctataaaagtaaaac atg catacagttaaagtc aagtagtac cctt agag atctgtttc ccag aagtg 
actgcctttaacatttctagctatttccctattatttaatatctccatattatttatttatgaagtaaaaccacctagctgaatgttttgtttt 
attcatcctaaacatcctttgtattgacttttaccattgtgggtaaggatttctctctcctccattttttccccctttacactcacttactcta 
tttgatattgtctaaggctttctcatatattgtagtacatgatatttgtttaggacttattactaggaagccttctgattgaaggaaatagggc 
gatgaattgatgctaatgaatgtgttttattaggtatatcaagttactgtgtatcaggcaggggagagtgatacagattcatttgaagaagatc 
ctgaaatttccttagctgtaagtatacatctacttttttaagaaataaaaatttcattaaggtcaagattaggagactatatgtagcttctttc 

ctataatttttatttttaggtgctggaatttgaacttttttttttttttttttaaacagggtcttacccttctcccaagctggagtgcagtggt 
gcaatctcagtgcactgcagcctccacctcccaggttcaagtgattctcgtgcctcagtctcctgagtagctggaattacaggcatgcaccact 
ataccccactaatttttttatttttagtagagatggggtttcaccatgttggccaggctggtcatgaactcctgacctcaagtgatctgcccac 
cttggtctctcaaagtgctgggattacaagcatgagtcactgcccagctgaatttgtacattttgatgttattttggaaaatttcagtgtatct 

gccctgtcttccaggctgg agtgcagtgatgtgatcatggctcactgcagccccc ac ctcccaggctc aagtg atcctcccacctcagcctcct 
gagtagctgg aat aacaggtg catgc c atcac accccag ctaatttttgtattttttgt agaaatgt cacc atgttgc c c agg atggt cttgaa 
ctcctgggctcaagtgatccacctgcctcagtctcccaaagtgcaaggattacaggtgtgagccatcacacccagccaaatgtaaacattttta 
ttactgatttgtattatagaatgtggtaggatttgccattaaagaaattaacacttaaa'xgtttacatctcatgcatacttcactgagttcctg 

AGGTATTATAGGTTTTTTTAAAACTATTGTGCTTTAGTTTTTGTTCTTAATATTGCCTTTATTATATTTGAATAGGAAATAAATTCCATTTTTT 
CTGAGTTATAGACAGTTACTAATTATTCAAGTGCAAAAAAGGATGAAAATTCAAGAGTTTCCAAAATTTTTACTGTATTAGAAAATAAATAACT 
AATTGAATCATTTGATGTCAAGTTGAGTAAAATATTTTAGATACTTTTAATTTTTTAAATCTATTTTAAGACTCAAATTATTTTAGATATTCAT 
CTTGGAATTTATTGGACTTTTTGATGCACTTTTACTCCCATATTGCAAGACCTTTTTCTTTGGTTTTATGAGCTGTGAAAAACCCCCTTCTATA 
ACTTGAAAAAAGAAGAATGAATAGTCTATCTTTATTGCTCCTGTCTTAACATCATTTGTGAGGCAATCTCAAAATGGTTACGGAAATACCTCTT 
ACTTAAGAGTTTT CACTTGTTAAATGTC CTCAGGCAAG AACC ATGCTT C AGCTAAGG CAAGAAG AT AGGTT ATGT AAAAAGGCTGGGG ATGTGG 
GAGAGTTTGTTATCCAAATTGCATGGTGGAAAGGTTTGTGGGATAAAACGTTGGGAAAAGGAAGAAGCATTGAGCAGTTACAAAGATGAGAACA 
CAGGAAAGGATAGACAGGTAAAGGAAAGGATATTACGGTTAGTGACCAAGGATGATAGGTTTTAGCAGCAATACTTGCTGTGAAAAATGTTTTA 
GCATTTCTCTTGTGGATGGAGTTAGGGAATACTCAGTTAAGCCATGGTTTTAGAGTACTTCTAAGGTAGTTCTAGTCACTGGTGGATTAGGAAG 
TCTTTCTCGAGGAGGCAGGTTTGATCTAGATTGATGGGATGGACTCTTGGAATAGCGCCTAGGGTTGAGCCTTTAAGGGAGTGGATATAGGCTG 
CATGACAGAGTAAAAGATCCCATAGACTTGCTTCAACTAAAGGAAGCAACTGCATTTGTATCCTGAAACAGATAACTTTATAGGTACATGATTA 
ATATCACATCACAGTTAATATATTTTTAGTTTAGAATTTTTCAGGATGGTAAGGGTGAAAAAAATGGGTGTACTTACTCTACTTTAGGAGAGAC 
TGTTACATATTGACCTTTAAAAATCTGTTTTGTGTATAATTGAGACATATAACGTGATGTTTTGACACACATGTAAATAGTGAAATGATCACTA 
CAGTCAAGCAAATTAATGTAATCCATTATCTTGAATAGTTAACCTTTCTTGTGTGTATGGTTAAAATACCTAAAATCTATTCTTTTAGTAAATT 
TCCAGTATACCAATATATAACTAACTATAGTCCTCATGCTGTTTACAGTGACTATTTTATATAAAACATGAAACACTGAATATTGAGCCCTATG 
ATATACTTTACCTTAGACATAGCAAAGTTGCTAGCATTCCTGTGACTGAGCAGTTAAAGGGTTACAGAAACTGACTGTGTGTCTTATTTCATTG 
AAGGACTATTGGAAATGCACTTCATGCAATGAAATGAATCCCCCCCTTCCATCACATTGCAACAGATGTTGGGCCCTTCGTGAGAATTGGCTTC 
CTGAAGATAAAGGGAAAGATAAAGGGGAAATCTCTGAGAAAGCCAAACTGGAAAACTCAACACAAGCTGAAGAGGGCTTTGATGTTCCTGATTG 
TAAAAAAACTATAGTGAATGATTCCAGAGAGTCATGTGTTGAGGAAAATGATGATAAAATTACACAAGCTTCACAATCACAAGAAAGTGAAGAC 
TATTCTCAGCCATCAACTTCTAGTAG C ATTATTTATAG C AG CC AAGAAG ATGTG AAAGAGTTTGAAAGGGAAGAAACCCAAGAC AAAGAAG AGA 
GTGTGGAATCTAGTTTGCCCCTTAATGCCATTGAACCTTGTGTGATTTGTCAAGGTCGACCTAAAAATGGTTGCATTGTCCATGGCAAAACAGG 
ACATCTTATGGCCTGCTTTACATGTGCAAAGAAGCTAAAGAAAAGGAATAAGCCCTGCCCAGTATGTAGACAACCAATTCAAATGATTGTGCTA 
ACTTATTTCC CCTAGTTG AC CTGTCTATAAG AG AATTATATATTT CTAACTAT ATAACCCTAGG AATTTAGACAAC CTG AAATTTATTCAC ATA 
TATCAAAGTGAGAAAATGCCTCAATTCACATAGATTTCTTCTCTTTAGTATAATTGACCTACTTTGGTAGTGGAATAGTGAATACTTACTATAA 
TTTGACTTGAATATGTAGCTCATCCTTTACACCAACTCCTAATTTTAAATAATTTCTACTCTGTCTTAAATGAGAAGTACTTGGTTTTTTTTTT 
TCTTAAATATGTATATGACATTTAAATGTAACTTATTATTTTTTTTGAGACCGAGTCTTGCTCTGTTACCCAGGCTGGAGTGCAGTGGCGTGAT 
CTTGGCTCACTGCAAGCTCTGCCTCCCGGGTTCGCACCATTCTCCTGCCTCAGCCTCCCAATTAGCTTGGCCTACAGTCATCTGCCACCACACC 
TGGCTAATTTTTTGTACTTTTAGTAGAGACAGGGTTTCACCGTGTTAGCCAGGATGGTCTCGATCTCCTGACCTCGTGATCCGCCCACCTCGGC 
CTCCCAAAGTG CTGGGATTACAGG C ATGAGCCACCGCGTCCGG C CTAAATGTC ACTTAGTACCTTTG ATATAAAGAG AAAATGTGTG AAAG ATT 
TAGTTTTTTGTTTTTTTGTTTGTTTGTTTGTTTGTTTGTTTTGAGATGAGTCTCTCTGTCGCCCAGGCTGGAGTGCAGTGTCATGATCTAGCAG 
TCTCCGCTTCCCGGGTTCAAGCCATTCTCCTGGCTCAGCCTCTGGAGCAG CTGGGATTACAGG CATGC AC CACCATGCCCAGCTAATTTTTGTA 
TTTTTAGTAGAGATAGGGTTTCACCATGTTGGCCAGGCTGGTCACGAACTCCTGACCTCAAGTGAGGTCACCCGCCTCGGCCTCCCGAAGTGCT 
GGGATTGCAGATGTGAGCCACCATGTCCAGCCAAGAATTAGTATTTAAATTTTAGATACTCTTTTTTTTTTTTTTTTTTTTTTTTTTGAGACAG 
AGTCTTGCTCCATCACCCATGCTAGAGTGCAGTGGAGTGATCTCGGCTCACTGCAACTTCCGCCTTCTGGGTTCAAGCTATTCTCCTGCCTCAG 
CCTTCCAAG,TAACTGGGATTACAGGCATGTACCACCATACCAGCTGATTTTTTTGTATTTTTAGTAAAGACAGGGTTTCACCATGTTAGCCAGG 
CTGATCTTGAACTCCTAAACTCAAGTGATCTACTCACCTCAGCCTCCCAAAATGCTGGGATTACAGATGTGAGGCACCTGGCCTCAGATTTTTG 
ATACTCTTAAACCTTCTGATCCTTAGTTTCTCTCTCCAAAATACTCTTTCTAGGTTAAAAAAAAAAAGGCTCTTATATTTGGTGCTATGTAAAT 
GAAAATGTTTTTTAGGTTTTCTTGATTTAACAATAGAGACAGGGTCTCCCTGTGTTGCCCAGGCTGGTCTCGAACTCCTGGGCTCAAGAGATCC 
TCCTGTCTTGGCCTCGCAAAGTGCTAAGTAGGATTACAGGCGTTAGCCACCACACCCGGCTGTAAAAATGTACTTATTCTCCAGCCTCTTTTGT 
ATAAACCATAGTAAGGGATGGGAGTAATGATGTTATCTGTGAAAATAGCCACCATTTACCCGTAAGACAAAACTTGTTAAAGCCTCCTGAGTCT 
AACCTAGATTACATCAGGCCCTTTTTCACACACAAAAAAATCCTTTATGGGATTTAATGGAATCTGTTGTTTCCCCCTAAGTTGAAAAACAACT 
CTAAGACACTTTAAAGTACCTTCTTGGCCTGGGTTACATGGTTCCCAGCCTAGGTTTCAGACTTTTGCTTAAGGCCAGTTTTAGAAACCCGTGA 
ATTCAGAAAAGTTAATTCAGAAATTTGATAAACAGAATTGTTATTTAAAAACTAACTGGAAAGATTGTTAAGTTCTTTCTGAATTATTCAGAAA 
TTATGCATCATTTTCCTTCAAGAATGACAGGGTCAGCATGTGGAATTCCAAGATACCTCTTGACTTCCTCTCAAGCTCCGTGTTTGGTCAGTGG 
AGGCCCATCCGAGCTCAGCACTGAGAAGTGTTAGTTTCTTTGGGACCCATCTACCCTGACCACATCATGATGTTCATCTGCAGCTGTTGCAAGG 
TGTTCAGATTGTATAAACATAAATGTCACAAAAACTTTAAAAGAAGTGCAATTCTCAAAAGGTTAGGTGGACTAAAGCATTCTGTAAAGCAACT 
GCTAATAATGAGCTTACAGTGGATTTGAATTTGAAAAATATAGTAACAAGCCTGTCAAATATCTGCAAGAACTATGGAATAAAACTACTGATGC 
AGTGAAGACAGTTGAAAAGATCAAACAAATGCCAAGCTATATTTATAATGAAC1AAATTCAAGAAAAAGGACTACGGAAAGTTCAGGACATCAAA 
GAAGTCAGGCAAAACTCATCTTGACCCCTGTTGCAGGCAAAGGAACGCAGCTGGAAGAAAAGATGATATAACAGTTAACAGGATGCAGACATGG 
CAGAGGTTTCCTAAAAATCTCATTATCTATAACCATTTCTATATTTACATTTGAAAATCTCCTTTGGAGACTTAGAACCTCTAAATTATTGACT 
TATTTTTTATATAAGGTCACTCCGATGAAAGGTGATTACAAAATCATCTACATTGCTGTCTACAAAACAGATAATATGGATGTTTGATCGCATC 
TCATTGTTAACTCTTTACTGATATGTTTGTAAATACAGAAGTGAAATGTGGACATAAAATAGTTACGCTATTTGGTTAATGGTACTAGACAACA 
TGTAATTAATGACATTCAAAAATTTATGGCTAGTGATATATATAAAGTAAAATTTTCTTTGCAGTAAAATATGCCCTTTATTATAGAAGGGAGG 
ATATAAGGAACCAACAGTTTGTATGAAAATAGCTCAAATAATATCTTTTATTTTGATTTTAATATTTCTTATTTTGGTTTATTAGTGTCTTAGA 
ACAAAATGGCCTTATATAATGAAGCCTAGTTATGCTGGACTGTTTTGATCTCTTTTAATTGTTCTGACAGATAGTTGGGGATGAGAGCCGAATA 
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AGGTTTGCCTGAAATAACTGACACTATATAATTTCTGCTTTGGCAAATACTAAGTTCTAACTTGTCATTCCTGGTAGAACAAGCTTTATTTTTC 
GAGCCTAGCAATGATCTAGAAGCAGATGTTATCTCAGTGCCTTTTGCAATTTGTTGTGTGGGTTTTTTTTTTTTTAAAGCCACACAATAATTTT 
GGAAAACAATGTATGGGTAGAACATGTGTCTGTTAATTGCACACAAAACCACTTTTAATGGGTACAGAGTTAAATTTGAAGGAATAAGTTCTAG 
CTGAAGTATTATGAACT CCAAATAATGCTTTG AGGACCT C C AAAGGTAAAAGTACTAATC C CTTTGGC CATTTATTGAG AG AG AGAGAGAGAG A 
GAGTAGGGTGACTATAGTTAATGTATTGAATGTTCTTGCTACAAATAAATGATATTTGAGCTGATGGGTGTGCTAATTACACTGATTTGATCAA 
T ACCCATTGTATGTGAAAC AGTAC ATAC AC C AT ATTTACAATTATGTATTTAACATTTAAAATTT CTAATATAAGTAT CTCTC AAACTGTGG AT 
TAACTTCTTGATTTATATTTAAATATGAATCTTAAGCAAAACAGTGAAAATAACCATCTTGATTTAGTGTTTTTCTCCCATATGTGAATTGTAT 
ATACTTAGGTGAAGACAATAAAATCAACTGAACTGTAAGCTTAGAATAGGACTGAGGTAATTCTGCACAGCAACTTTACTAATGGTACATTGTT 
GCTTCAAAACTCTCTCTCTCTCTCTCTGTCTGTCTCAATAAATGGCCAAAGGGATTAGTAGTTTACCTGTGGAGGTCCTCCAAGCATTATTTGG 
AGTTGATAATACTTCAGCTACAACCAAGCAGAATCTCTTTTTTTTGGAGGTCCTCGAAGCATTATTTGGAGTTGATAATACTTCAGCTTCAATT 
TGGAGTTGATAATATTTCAGCTAGAACCTAGTAGAATCTGTTTTTTTCCTTTGGAGGTCCTCAAAGCATTATTGGAGTTCATAATACTGAAGCT 
AGAACCAAGCAGAATCTGTTTTTTTCTGAGGAGTATCGGTAGCATAAATGTGATTATAAACATAGTACACTTGATATATGGAGGCAGTGACAGC 
TATTTTTACAAAATTTAAATCTGCAAATGGATTCAACATGTTTATGGGTTATTAAAATGGCCTGATTTCTTAGGTTCTTTATAGTACACGTGTT 
GAAAATATATGATTAAGAATTGTTTCAAGAATGCAATTATTTGATCTTAAATTTTTATGAGTTGTTAAAATAGAAATTATTTGAATATCATATA 
TTTGGGTAACAAAAGGCACAAGTCTGAATGTGTTTCTTTTTCTGGAATGGCCATGCCTGCCCACTCTAGAAATACAAATATCACTTGGGCAGCT 
TGAAGCAGTGGAGCCTCAATGAGACCACCTGAAGAATGTGGTCCCAGTTAGTAGAGTAAGAAAGGCTGGTTCTCCCTTTTTTTTTTGGGTCCCT 
GGCCAGCCTGGCCTAAGTGTTCGTGATTGGTCTATAAGGGAGGTACCTGGCACAGGGAGGGGAGTTTGGGTTAGCCACCGTACCACTTGTCAGC 
GTGAAAAGTAAGATTGTACTGGCCTGTTTAGTTTTCGGCCTCTTCTTTGAAAGTTCCACCAAGCTGGGAACCTCTTGATTGTGAGGCACAAATG 
TAAGTACAT C AGAAAAAAAC AAAAAAACTGGCTTT AAAGCAGG AGCTTGTGGG CCC CTAAGCCAGACGGGGACTAGCTTTTGGC ATTATATAAT 
TAAGATTTTTTAAATCCTTAATAAGGGTTTTATTTTATTTTTATTTATTTTTTGAGACGGAGTCTTGCTCTGTGGCTCAGGCTGGAGTACAGTG 
GTGCAATCTTGGCTCACTGCAACCTCTGCCTCCTGGCTGTGTTCAAGTGGTTCTGCTTCAGCCTCCCAAGTAGCTGGGGTTAGAGCACCCTGTC 
ACCACGCCCCGCTAATTTTTGTATTTCTAGCAGAGATGAAGTTTCACTATGTTGGCCAGGCTGGGCTCAAACTCCTGACCTCAAGTGATCTGCC 
CGCCTTGGCCCCCCAAAGTGCTGTGATTACAGGCGTGAGCCGCCACGCCCAGCCTAATAAGGGTTTTAAAGATAATTAGTGTGTAGGTCTGTAG 
'GCTTATGATGGTAACCACAAGTTGTTAATGGCATTGTGAAAAGTTTTTAGTTGCGCTTTATGGGTGGATGCTGAATTACATTTTGATTTGATAC 
TTATAAAAAGAAAAAGTATTTCTTCAGCTTAAAAAATTGTTTAAAAGTTTGTGATCATATTGTCTACGATGTAGCCAGCTTTCAATTATATGTA 
AGAGGGACTTTTTGACATTTACAAATAATACTTTGAGGTAGATATCTGAAAGCACCAGCACTTGGAAGGTGTTCAGAAGTAACAAATTATAAAA 
TGAGCTAACAAACGAAAGGCAAAATAAAACCGTAAAGCAAGCAGATGGGAGGCGTGTTCAGTAACTTATTCATAATGCATCTGAAATGATTGCT 
GTACTCAAATATTTAACGTTAGAGTAATAGTATTTTGAATGAAAACCATAGTTGATTGTCTTTAGAGAGAGGAGTGGTACTGAAACATACTTGA 
ATTCGTATTGCTTTCCTTTAAAGCTCTCCTTTAAAGACTTTAAAAAAAATTCGATAGGCATTTTCATGTTTCAGTCCTACAATCCCACATCTCT 
GCTGCCTTCAGAATGCTACAACTTAGATGTCCAGCCAACAGCTTAAAGCCA 



CTCAAGCAATCCTCCCACCTCAGCCTCCCAAGTAGCTGGGGACCACAGGTGCAAGCCACCAGGTCCAGCTAACCTTCCCCCCACCTCCCCCGAC 
CCCGCTGCCACCCGCCCTGAGACAGAGTCTTGCTCTTTCACCCAGACTGGAGTGCAGTGGTGCAATCTCGGCTCATTGCAACCTCCACCTCCCA 
GGTTCAAGCAATTCTGCCTCAGCCTCCTGAGTAGCTGGAATTATAGGTGCTCGCCAACCACACCTGGCTAATTTTTTTTGTATTTTTAGTAGAG 
ATGGGGTTTCAGCATGTTGTCCAGGCTGGTCTCGAACTCCTGACCTCATGATCCGCCCACCTCGGCCTCCCAAAGTACTGGGATTACAGGCGTG 
AGCCACCGTGCCCGGCCTAATTTTTGTATTTTTTGTAGAGACAGTTTCACCATGTTGCCCAGGCTGGTCTCAAACTCCTGGGGTCAAGTGATCT 
GCCCGTCTTGGCTTCCCAAAGTGCTGAGATTACAGGTGTAAGCCACCACGCCAAGCCCAAAATTTCACCTTTTAAATTTATTCCATTTATTTTG 
TAGGTGAATTTCATTTATTTCTCAGGGTTAAATTTTAGCGCTTTTGCCTGTGTCTATTTTTGGTTCACACCTCCCCAGCCCACTGTCCTGTATT 
AAGTAGGCCTTCCTTCAAGATCACAGTAATATCTCCCTAAATGGATTTCACTACGTTTGGTCCTATTTTTGGTTCAGTTATAGTTTACAGATAC 
CATCATGTTGCTTCCCTGATTTAAATATTGGGGGAAAAACTTGCTTTTTGGATTTTATCTCTGATGTTCTACTGGATTATTTTAGACTTTTAGA 
ACACTATGAAATGGGTGCTTGCTTTTCACTTTTCAAACCTTTTTTGCTTAAACAAAGTTCATAAGCTTATTGTAGTGGGAAGTTCAAAGTCACA 
GATCTGGTACTTACTCGCCTAGTGACCTTAGAGACAATAAATCTATAGAGCCTAGTATGGGGTCTGGCAGGTAGTAAGCACTTTTAATGAATGG 
AAGTTTAATATTCTGTTTGCATCCACTCGACCATAATCACCCCAAATCCAGCTTAGGTAGCCTTGAATTAACCCCTACTCCACCTTGAAGTTTT 



GG AACACAGGCCTGTTGC C AC C ATG CCTGG CTAATATATATATTATATATAATATAC ATATATTACATATATATATATAATACATATGTGTTTA 
TGTATGTATGTGTGTGTACATTATATATATATATATACTTTTTTTAGAGGCAGAGTCCTGCTATGTTGCCCAGGCTGGCCTTGAACTCCTGGGC 
TCAAGCAATCCTCGTGTCTTGACCTTGACCTCTCAAAATGCTGGGATTACAGGTGCGAGCCACTGCATCTGGTGAATTAAGCCTTTTTTATACA 
CTCAACTCTGAGGTATTCTGTTCATACCAATATGTTCCTTTGTATCTTCTTGCCATAGCAGGTTGTAACATCCTTTTGTATCTCCTTTCTTTTT 



CACGCCATTCTCCTGCCTCAGCCTCCCGAGTAGCTGGGACTACAGGCGCCCGCCACCGCGCCTGGCTAATTTTTTGTATTTTTAGTAGAGACGG 
GGTTTCACCGTGTTAGCCAAGATGGTCTCGATCTCCTGACCTTGTGATCCGCCCGCCTCGGCCTCCCAAAGTGCTGGGATTACAGGCGTGAGCC 
ACCGCGCCCAGCCGTATCTCCTTTCAAATGTCAAATAAATACATTGTGTATACAGTAGTAAAGGATGTTGATTGGCATTGAAAGCAACTATCAA 
GTTCTTGTTGATTTAGAAGACAAAAAGACAATTTTAAAATAACATCCTGGGCCAGGCTCTGTGACTCACGCCTGTAATCTCAACACTTTGGGAG 
GCCAAGGAAGGAGGATCACTTGAGGCCAGGAGTTTGAGATCAGCCTGGGCAACATAATGACACCCTGTATCCAAAAAATTGTGGTGGCATGCAT 
GGGAGACTGAGGTGGGAGGATCACTTGAGCCCAGGAGTCCAATGTTACAATGAGCTATGATTGCGCCACTACACTCTGCTTAGGAGACAGATGG 
AGACTTGTCTCTTAAAAAAATAAAAAATAACAGTATGTTCATTAAACATTAATCTCACTGATTGTGATTTTTTGTTTGTTTTTTTGAGATGGCG 
TCTCGCTCTGTTGCCCAGGGTGGAGTGCAATGGCGTGATCTTGGCTCACTGCAGCCTCCACCTCCTGGGTTCAAGTGATTCTCCTGCTTTAGCC 
TCCCAAGTAGCTGTGTTATTTCAGCTAATTTTTTCATTTTTAGTGGAGATGGGGTTTTGCCATGTTGGCCAGGCTGGTCTCGAATTCCTGACCT 
CATGTGGTCCACCTGCCTCGGCCTCCCAAAGTGCTGGGATTACAGGCATTGAGCCACTGTGCCTGGCCTGATTATGATTTTTTAAAGTCCCCCC 
CCAAATTATTGTTTGTGCAATAAATGGCAAAAAAGAAGCATTCTAAGAAAAAAGTAGTCTTAAAAGTTGATATGGTGTCAGAATTGTAAGAGAG 
AGGGTCTTGGCTGAAAAGCCTTTTTAGAAAAAATTGCTCCCTACAAAAAAGGCCTTTTCTACCTTTTCTCACATTTGTTTCTTTTTATAGGAGG 

ATGATCTCGGCTCACTGCAACCTCTGCCTCCTGGGTTCAAGCAATTCTCCTGCCTCAGCCTCCGGAGTAGCTGGAAATTCAGGCGCCTGCCACC 
ATGCCCAGCTAATTTTTGTATTTTTAATAGAGGCAGGGTTTCACTATATTGGCCAGGCTGGTCTCGAACTCCTGACCTCATGATCCGCCTGCCT 
CTGCCTCCCAAAGTGTTGGGATTACAGGCATGAGCCACCGCACCCAGCCCAAAGTTAAGCATTTTTTAACCACAAGGTGGGAGGTGGAAGTATC 
TCGTTGGAAGACTAAAGGTGTCCACTAACGGTAGACCCTTTTTTTTTTTTTTTTGAGATGGAGTCTTACTCTGTTGCCCAGGCTGGAGTGCAAT 
GGCGCGATCTCAGCTCACTGCAAGCTCCGCCTCCCAGGTTCAAGTGATTCTTCTGCCTCAGCCTCCTGAGTAGCTGGGATTACAGGTGCATGCC 
ACCATGGCTGGCTATTTTTCATATTTTTAGTAGAGATATGGTTTTGCCATGTTGGCCAGGCTGGTCTTGAACTCCTGATTTCAGGTGATCTATG 
TGTCTTGGCCTCCCAAAGTGCTGGGATTACAGGCATGAGCCATTGCACCCGGCCTCAAAATTATTTCTAATGTGTGCAAAGATATCTGATAAAA 
ACTACATGACTNNlSntfNNN^ 

TCCTGCCTCAGCCTCCCGAGTAGCTGGAAATTCAGGCGCCTGCCACCATGCCCAGCTAATTTTTGTATTTTTAATAGAGGCAGGGTTTCACTAT 
ATTGGCCAGGCTGGTCTCGAACTCCTGACCTCATGATCCGCCTGCCTCTGCCTCCCAAAGTGTTGGGATTACAGGCATGAGCCACCGCACCCAG 
C CC AAAGTTAAGCATTTTTTAACC ACAAGGTGGG AGGTGG AAGTATCTCGTTGG AAG ACTAAAGGTGT C CACTAACGGTAGAC CCTTTTTTTTT 
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TTTTTTTGAGATGGAGTTTCACTGTCGCCCAGACTAGACTGAAGTGGCGCGATCTCGGCTCACTGCAACCTCTGCCCGCCAGGTTCAAGTGATT 
CTCCTGCCTCAGCCTCTAGAGTAGCTAGGATTACAGGGGTCCACCACCACACGTGGCTAGTTTTTGTATTTTCAGTAGAGACGGGGTTTCACCA 
TGTTGGCCAGGCTGGTCTCGAACTCCTGACCTCAGGTGACCCACCTGCTTTGGCCTCCCAAAGTGCTGGGATTACAGGTGTGAGCCACTGCGCC 
TGGCCGTTTTTTTTTTTGTTGTTGTTGTTGTTTGTTCGTTTGTTTGTTTTGAGACAGTCTCTCACTCCAGGTTGGAGTGCAGTGGCACTATCTC 
AGCTCACTGCAAACTCTGCCTCCCAAGGTCAAATGATTCTCCTGCCTCAGCCTCCCAGTAGTTGGAATTACAGGCGCATGCCACCATGCATGGC 

GGGATTACAGACATGAGCCACCATGCTAGCCTTGAACTCCTGACCTCGTGATCTGCCTGCCTCGGCCTCCCA 

HUMAN SEQUENCE - mRNA 

GCACCGCGCGAGCTTGGCTGCTTCTGGGGCCTGTGTGGCCCTGTGTGTCGGAAAGATGGAGCAAGAAGCCGAGCCCGAGGGGCGGCCGCGACCC 
CTCTGACCGAGATCCTGCTGCTTTCGCAGCCAGGAGCACCGTCCCTCCCCGGATTAGTGCGTACGAGCGCCCAGTGCCCTGGCCCGGAGAGTGG 
AATGATCCCCGAGGCCCAGGGCGTCGTGCTTCCGCAGTAGTCAGTCCCCGTGAAGGAAACTGGGGAGTCTTGAGGGACCCCCGACTCCAAGCGC 
GAAAACCCCGGATGGTGAGGAGCAGG CAAATGTG CAATACCAACATGTCTGTAC CTACTGATGGTGCTGTAAC CAC CT CACAGATTCCAGCTTC 
GGAACAAGAGACCCTGGTTAGACCAAAGCCATTGCTTTTGAAGTTATTAAAGTCTGTTGGTGCACAAAAAGACACTTATACTATGAAAGAGGTT 
CTTTTTTATCTTGGCCAGTATATTATGACTAAACGATTATATGATGAGAAGCAACAACATATTGTATATTGTTCAAATGATCTTCTAGGAGATT 
TGTTTGGCGTGCCAAGCTTCTCTGTGAAAGAGCACAGGAAAATATATACCATGATCTACAGGAACTTGGTAGTAGTCAATCAGCAGGAATCATC 
GGACTCAGGTACATCTGTGAGTGAGAACAGGTGT CACCTTG AAGGTGGG AGTGATCAAAAGGAC CTTGTAC AAG AGCTTCAGG AAGAGAAAC CT 
TCATCTTCACATTTGGTTTCTAGACCATCTACCTCATCTAGAAGGAGAGCAATTAGTGAGACAGAAGAAAATTCAGATGAATTATCTGGTGAAC 
GA(^AAAGAAAACGCC^CAAATCTGATAGTATTTCCCTTTCCTTTGATGAAAGCCTGGCTCTGTGTGTAATAAGGGAGATATGTTGTGAAAGAAG 
CAGTAG CAGTGAAT CTACAGGGACGCCATCGAATC CGGAT CTTGATG CTGGTGTAAGTG AACATTCAGGTG ATTGGTTGGATC AGG ATTC AGTT 
TCAGATCAGTTTAGTGTAGAATTTGAAGTTGAATCTCTCGACTCAGAAGATTATAGCCTTAGTGAAGAAGGACAAGAACTCTCAGATGAAGATG 
ATGAGGTATATCAAGTTACTGTGTATCAGGCAGGGGAGAGTGATACAGATTCATTTGAAGAAGATCCTGAAATTTCCTTAGCTGACTATTGGAA 
ATGCACTTCATGCAATGAAATGAATCCCCCCCTTCCATCACATTGCAACAGATGTTGGGCCCTTCGTGAGAATTGGCTTCCTGAAGATAAAGGG 
AAAG ATAAAGGGGAAATCTCTGAGAAAG CC AAACTGGAAAACT CAACACAAGCTGAAG AGGG CTTTG ATGTT CCTGATTGT AAAAAAACTATAG 
TGAATGATTCCAGAGAGTCATGTGTTGAGGAAAATGATGATAAAATTACACAAGCTTCACAATCACAAGAAAGTGAAGACTATTCTCAGCCATC 
AACTTCTAGTAGCATTATTTATAGCAGCCAAGAAGATGTGAAAGAGTTTGAAAGGGAAGAAACCCAAGACAAAGAAGAGAGTGTGGAATCTAGT 
TTGCCCCTTAATGCCATTGAACCTTGTGTGATTTGTCAAGGTCGACCTAAAAATGGTTGCATTGTCCATGGCAAAACAGGACATCTTATGGCCT 
GCTTTACATGTGCAAAGAAGCTAAAGAAAAGGAATAAGCCCTGCCCAGTATGTAGACAACCAATTCAAATGATTGTGCTAACTTATTTCCCCTA 
GTTGACCTGTCTATAAGAGAATTATATATTTCTAACTATATAACCCTAGGAATTTAGACAACCTGAAATTTATTCACATATATCAAAGTGAGAA 
AATGCCTCAATTCACATAGATTTCTTCTCTTTAGTATAATTGACCTACTTTGGTAGTGGAATAGTGAATACTTACTATAATTTGACTTGAATAT 




CTCTGCCCTCCCCGGGTTCGCACCATTCTCCTGCCTCAGCCTCCCAATTAGCTTGGCCTACAGTCATCTGCCACCACACCTGGCTAATTTTTTG 
TACTTTTAGTAGAGACAGGGTTTCACCGTGTTAGCCAGGATGGTCTCGATCTCCTGACCTCGTGATCCGCCCACCTCGGCCTCCCAAAGTGCTG 
GGATTACAGGCATGAGCCACCG 



HUMAN SEQUENCE - CODING 

ATGTGCAATACCAACATGTCTGTACCTACTGATGGTGCTGTAACCACCTCACAGATTCCAGCTTCGGAACAAGAGACCCTGGTTAGACCAAAGC 
CATTGCTTTTGAAGTTATTAAAGTCTGTTGGTGCACAAAAAGACACTTATACTATGAAAGAGGTTCTTTTTTATCTTGGCCAGTATATTATGAC 
TAAACGATTATATGATGAGAAGCAACAACATATTGTATATTGTTCAAATGATCTTCTAGGAGATTTGTTTGGCGTGCCAAGCTTCTCTGTGAAA 
GAGCACAGGAAAATATATACCATGATCTACAGGAACTTGGTAGTAGTCAATCAGCAGGAATCATCGGACTCAGGTACATCTGTGAGTGAGAACA 
GGTGTCACCTTGAAGGTGGGAGTGATCAAAAGGACCTTGTACAAGAGCTTCAGGAAGAGAAACCTTCATCTTCACATTTGGTTTCTAGACCATC 
TACCTCATCTAGAAGGAGAGCAATTAGTGAGACAGAAGAAAATTCAGATGAATTATCTGGTGAACGACAAAGAAAACGCCACAAATCTGATAGT 
ATTT CC CTTTCCTTTGATGAAAGCCTGGCTCTGTGTGTAATAAGGGAGATATGTTGTGAAAG AAG CAGTAG CAGTG AATCTAC AGGG ACGCCAT 
CGAATCCGGATCTTGATGCTGGTGTAAGTGAACATTCAGGTGATTGGTTGGATCAGGATTCAGTTTCAGATCAGTTTAGTGTAGAATTTGAAGT 
TGAATCTCTCGACTCAGAAGATTATAGCCTTAGTGAAGAAGGACAAGAACTCTCAGATGAAGATGATGAGGTATATCAAGTTACTGTGTATCAG 
GCAGGGGAGAGTGATACAGATTCATTTGAAGAAGATCCTGAAATTTCCTTAGCTGACTATTGGAAATGCACTTCATGCAATGAAATGAATCCCC 
CCCTTCC ATC ACATTGCAAC AGATGTTGGGC C CTTCGTGAGAATTGGCTTCCTGAAGATAAAGGGAAAG ATAAAGGGGAAAT CT CTGAGAAAGC 
CAAACTGGAAAACTCAACACAAGCTGAAGAGGGCTTTGATGTTCCTGATTGTAAAAAAACTATAGTGAATGATTCCAGAGAGTCATGTGTTGAG 
GAAAATGATGATAAAATTACACAAGCTTCACAATCACAAGAAAGTGAAGACTATTCTCAGCCATCAACTTCTAGTAGCATTATTTATAGCAGCC 
AAGAAGATGTGAAAGAGTTTGAAAGGGAAGAAACCCAAGACAAAGAAGAGAGTGTGGAATCTAGTTTGCCCCTTAATGCCATTGAACCTTGTGT 
GATTTGTCAAGGTCGACCTAAAAATGGTTGCATTGTCCATGGCAAAACAGGACATCTTATGGCCTGCTTTACATGTGCAAAGAAGCTAAAGAAA 
AGGAATAAGCCCTGCCCAGTATGTAGACAACCAATTCAAATGATTGTGCTAACTTATTTCCCCTAG 



555 



WO 03/039484 



PCT/US02/36071 



SAGRES DISCOVERY 02-30 



TABLE 3 0 



MOUSE NOMENCLATURE 
ICSGNM Prlr 
Celera mCG18319 

HUMAN NOMENCLATURE 
HGNC PRLR 
Celera hCG37101 

MOUSE SEQUENCE - GENOMIC 

TCAG&ATTTGACTGT C CT AAAG AACCTT CTTC CGCTGTGCGAGTCTGGGCAGG CAGAAC ATTC AGGAGAAACCACAGGGAAACAGGTCTGTTTT 

TAAAATTTCCTTTTCATGCTCTGTTTCCCTTTTACCTCCTCTCCTGTTCTTTCCATATCTACTGTCATTTTGCTACCCAGAAAACCTAGTGATT 

CCTCCCAGCTGACAGGGCTGAGC.TTGTGTTTCCACGGAGTCCAGGTTCATGGCAGGCCTGTTGAATATGGCCCTGGAATGACGTGCTTTCCTGC 

TCTTTATTTATCAGAGCCTATGACTCATAGGGCCTAGTGGACTACGCTTCCAAAAAGCATTAGTTTTTGTTATTTTCCAGTTAGCATACAAACT 

GTTTC AG AATGAC AGTCTC AG ACAG ACAG C CAAACAGAC AGAC AG AGAG AT AATTTTACTTTGTTTAATTTTAC C CTTGTCC CT CTT CACCCTT 

CCTGCTAATCTTCCTTCACACAAACAATTCCTCTTCTGTTTCCATGTCATATAGATATGTACACTCCCCCCACACACACATACCCCACACACAC 

TCACACAGACCCCTTTTACTTTCATATCAACCATTCTTTTCTATTGGGGAAGGTAGGGTAGGTATGCCCCACGGTGAGCACATAGAAGTCAGGA 

GATCACTCTCCAGAGTTCTCTCCTGCCACCCTGTGGGATCCAGGGTTCAAACCTAGGTCATCAGGCCTGGACCAAAGGGCCTCTTACCACTGAC 

CCATCTCACCAGCCTTATTCAGGTTTTTTCCCCTTCAATCTGCATATGATAGAAAACTTGTAGTATTTCTTGTTCAAAATCTGGCTTCTTTGAT 

TTATTTGCCTCTCTAGTTCCATCTAGCATACAAACTATTTCAGAATGACACTCTTAGGTAGATAGATAGATAGATAGATAGATAGATAGATAGA 

TAGATAGATGCATACATACATACATACATACATACATACATACATAGATACAGATAGACAGAGACATTTCATTTTCTACACTTAAATACATCTC 

TGCTATGTCTATGCACCACATTTGCTCTATTCAGTCATCTGCTAATAGACACCCATGCTGGTTCCATATCCCTACTACTATAAATAGTGCTACA 

TGAACATGAATGTACAAGTCATCTGTCTAAAATGCTGCCTCAGATTGCTTCAGGTATATACTTAGGAATGGTACAGTTTGGTCATATAGTCATT 

CTTTTTTGTTTCTGATGAACCTCCATGCTAACTTCTATATGGCTACTCTGGTTACATACTCTACAGTAGCGTATGAACATCTGTTCCCCTACAT 

ATCTGCTCCAGAACTTATTGGATTTTTTTTTGAGGTTGTTTTCAGCCATTGTGTATACAGTGGGATGGAATCTCAGTTCTGTTTGTTGGTTGGT 

CTGTTGTTTAGAGACAGGGTCTTCCATAGCTTAGTGTACAGTATGTAGACTGTGGACCAGGCTAGTCTCAAACTCTCCCTGATGTTCCTGCTTA 

TTTTTCCTAATTGTTATGATCACACATGTATGCCAACAAACCTGGCTTCATTGCAGCTTTCTGAAGTTTTATTTTTAGATTTATTTGTTTTATT 

TTTATATGTTTGCCTATATGTGTGTACATGTACATGTGTGGGCCACATATGTGTGTGGTCCTTGCAGAGGTCAGAAGAGGGTGTCAGATCTCCT 

GGAACTGGAGTTACAGATGGTTGTGAACCATATCTGAAAACTATACCCGAATCTTCCACAAGAGTATGTATGCTCATAACTGCTAAGACACCTC 

CACAACCTCAATGTAGCTTCAATTTACATTTTCCTATGGCTAATGTTCCTATGAACAATTTTATATTTTATATGTATTTATTGGCTAATTCACT 

TCTTTTGAGAACTGCCTTTTTTAATTTATCTGTCCATTCATTGATTGACTTTGTCTTTTGTAATTTTGAGTCAGGGTTAAAGTTTTTGAATTGT 

TTCTATATTCTAGATATATAAAGATTAATAGTTGGCAGGAATTTTTCTCCCAAAGATCCTGAACGTTAATGCTTTCCCTCAAGGTTCACTTTAG 

CTGTCTTGCTTAAAGCTTGATAAAAAAACTAAAGTCCTTTCCAATCAGACACGTGTGAGCAAGTTTTCCCTGAGCCACAAGCTGCAGTGCAGGA 

AACTATCTGGATCAAAAACGTGTTCTCGTGATTTCCATTAAGGGATTGTCTCTTGTTCCCTGTCCCCTAAGCGAGTGCTGATAACAGTCCTCCA 

TACCTTAGCACGTAAGTCAATCATTAACAATGGGCTGTACTTTTCACTGGGTTGTAAAGAATAAGAAGTCAGAGCTACAGAAATCTCCTTTCTT 

GAGGTAGGCAGTGGAAGGAAGAGTGTCACTTGCCTGTAAACCTCATAACCAATATGTAGCAGGCTGCAGCCCAACACGCAGGGGACGTGTCCGA 

ACAGAGGAGAGTCACAGGTAAGGAATACGGGTCCATTTCTGTTTCTCTATCCATTCTGATTCTCTCTTCTCACCTTTCCAATCTGTGGACTAAA 

AATGAACAGGGTCAAGGTGTGATTACAGTATCAGTGGTAGAAAGAGGTTTCTATGGACTGACCTGTGTTTTAACAAGAGATGGGCATTAGATGT 

TAGTTAATTCACAATCTCCGTCTGACTCCTTCAAGACTGATTTCTTACAAACATCTGACTTCTTCAAGACTCGGAGTTCCAGAGAGAAAATGTA 

TGTCAGTTACAGGAGCAAAGATCAGCGCAACAGCAGTGGTCACATGACAGGCCAGTCCTTGGGGAGGATAAAGATGAATTAGTGTGGACTTGGG 

AACATCTCCAGATCCTACTCAAAGGCAAAAGGAGGTTAGATGGTAAATTTGAAAGAATTGCTACAAACTGCGCCAAAGGAAAGGAATTATGCTT 

ATTTCTCTTTTTTTGACAGACTTTGGGGGTTTTTTGGTGTTTTGTTTGGTTTGGTTTGGTTTGGTTTGGTTTGGTTTGGTTTGGTTTGGTTGGT 

TGTTTTTTTGCAATGATTTGTTTTAAAATAAATTTGTCTTCTTTAGAAAGCTTCCAGATACTCACTTTCCTTTCTCAACGACTTTCTTCTGCTA 

TTAC ATGTGGC ATT CTTGTG AC AC ATTT ATG ACG ACG AAC C AACGTTAGC ATGCTATCTACTT AAGCT CTTACACT ATCT AC ATT AACATTG AG 

TATTTGTCTCAGATATTTTTATGGGTTTTAAGAAATGCATAATGACAC^TCACTGACTTGTACAAAATAGTCCCATGATCCTAAAAGTCCCATG 

TTCTACCTAGTTCTCTTTCCCCACTCCCCTACCAAGCCCCTCAAAACCACTCACCATTTTTCCTGACTCCATGGCTTTACCCGGTCTAAAGGGT 

CGCCTGGTTGCAATGAAGTAGAACGTGGTCTTTTCGGATTGGTTTGAATTAGTAGTGTGCTTTTGAGTTTTTTCTGCATCTTTCTGTGGCTCAG 

TAGCACATCCCTCTTTGTCGCTGAGTAACATATGACTATGTGACTAAACTACAGCAAATGTATCCAGTTGGGCAAATGTTTTAGCATGGTAGAA 

AGTGGAAACGATAAAGGTGGGGGGAGTTTAGAAAGTGGCAGTACTATAAACGTGATAGAAGCAAGAAGAACACGAAGTAGAAAAACTAGCTAGA 

AAGCTAAACACAGATGCCTCAGTTGAAATAAAAATTTTTTTAAAAGCTCTGGTTCTAGGGTGGCGCCAGCTCTTTTCTAAGCATATAGATTATG 

CTGGGAGACACATTACCTTCAACCCAAGAGCCTACACATGGTAGGCACCCCATAACATTTTTGAAGCCCCCAAACTCCAAGACTTTTTCCAAAA 

AGAGGCTTCCCCAAGACACCAGCTTATTGGCTCAGAAGCCATATCAGGGAAGCTGTAGCTGCTTGGTCAGATGAGCCTTTGCATGCCATAGGAT 

AAGAAAATATTCCCTTGATAACCTTTGTTTGACCGTGGCTTATGGAAGCTATGAGTATAAGCAAAGAACTCATGTTTCAACCTAATCACAGAAG 

TAGCCCAAACAATTTCCATGTAACJAACAACAAAGGCTATGAGAAGATGAGCCAGCTATGCCTTCAAATGTTCACCACATTCTAGAGCAGAGAAC 

AGTCATGTACCATTATCAGTAGCCCATGCAATGATGTAGGAGCCCAGTCCAAGGTGATGCAGCTTACAGTATGGCTGTGTAGTTGTCCAGGGAA 

ACTGATGGGCCAGCTGGGGCTTGCAGAACCTAAAGAGACCTGCAAGTAGCAATTTGCTAACTCAGTGGGGCTACCATGO\AAAAAAGCTGATCA 

CC CAGG CTAGTCAATGTATTGGTT C AAAATC ATCAACTG CTTAAAAC C AGGTTCTCTGC C AGAG CATAGC ATTGCTATT CCTTAATG CCC AGAT 

TCCTTTCTTACTGTGTGATGAAATGGGGAATTAG CCAG ACATGAAGATAGG AC CTTGTG ATT CAGAGCTTTTCATGTCCTCTACTAAGTTAACT 

TACACACTCAGC^CAGGCTAAAAAATACCTGAGGATTTTCTACACAAGACAAATCTGGGAACTGCTTTGCCC^AAGGCTATTCTGTAGAGTGGA 

GCTCATCCAAAGACTTACAACTTACTGCTTGTCTCGGTTTATGCTTACACAACAAGAGGGCTTGACCATCATTGTAGACAGTTTAGAATGGATG 

GTGGATTTGGAGGCATCGGAATAAGCAATGTGTAGCTCTCTATCCCACTCAAAGCTCCTGGATGGGAATACTTGAAGAAGGAGATGTCTATGTG 

AAGACTGATTCTGTGAGCACATCTGCCGACCTAGAGATCTTCAAGCCACAGGGCAATAGAAACATCTCAAGCAACTTCCGTGTAATGAGAAATG 

AGCAGAGGAGAATCAGACTCTGATTCCAACACAGCATCAGCTGGGGAAGCAGCTGCCTCTATGCATCAGCTTCTAGCCACTTCTGCTTGTCTGG 

CTTGTCTCTAGAGCATATCCTGAACATAAAGTGCCTGAGACAGGAACAAGCAGTACCTAGGCTAAAGCCACAATGACACAGAACTTACCTTGCT 

TGTG C AAAG C AC C AGACT CACTTT CAGAAC CTGGGG C AAGT CT AG AT CC CCAATTTTG AAAAG CATTTTGATGATTTC AT ATAT CTATAGGATG 

GATTTTTTTGTCATTTTCATGTGAGCACATGTGTCTCCCCCTTCTCCTGCTGGAATTTTTCTCAACTGGTGTCCCATGTTCTCTTTTTCTGTGT 

GTATGGTGCCAGATAATTGACTCCAAATTTTTCTGGGAGAAATGTGCATCTATATCTCAAGACTTTGTTTTCAAGGAACTAACCAAATAGGATG 

TCCATCTTACTTCCTTGTTTATTTGTATTTTCTTTTATGTCTAGAAGAAATTAGTCATGAAAAATCTAAGACCAAGTCCAACATTTGGTAGTAG 

GGGAGAGGAAGAGAAGGCAAGGTACTGTGTCCTGGGAATGTGACTGATTTTCCAGACAAACCTTCTCGTCTTCTTGTCCACATTTTCTCGTGAT 

TTGTTTCAGAACCCTTCCTGACCTCACTCTTTTGACCTTATTTCATGCTCTTCTCTCCACCTGCCTGATAGTACTCAGCTGCAGACACAGGACA 

CATTTATGCATCTCTCATCAGTATAGGGCTCAGGATTATCCCCCAAGGGATATGGCGTGGGTGCAAAGATGAGAGCACAAGGCAGAGAATGTCA 
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CGAGATGGACACAATCTCTTCCATAGAAGCCCTCATTTTTAGGGATATTAAAGGACAGACACTATGGCAGAAi^TTGTACAATGTCCTTGGCAT 
TATAAAGTTAAACTCTGGGCCCTTTGACCATCCATATGTTCTCTCCATGTAGGTTAATCAACCACAAATTATATAACAGGATAGGGGTTGGAAA 
TACAAAGGTGGATGAAGTAGCCCTTGTTCCCAAAGAGCTAATGGGTGAGACTGGCTCATGGGTCCATGATGGTGGCAJVAZ^AGTACGGTGACCTG 
GGACCACATCACAGAAACTTGTAATGAGGTCAGCTCAAGAGGCCCTGGGATC^C^TTGTGATATACGATAGAGCTCCTAAGTACCAAACTGAAA 
GATGAAGCTGAGAGGAAGATGTCTGCGGAGAGCATTACACTGGAAAGAGAAGCCCCAGAGAGCAGAGAAGAGAAGCACAGAAGTAATACAGTGG 
TAGCTGGAAGACTGCAGGTCAAATAAAGGAAATTGTGATGTTTGTCCTGGGGAGAAGTGATACCTGAAACAGAAACAGGGCTAGCCCCTCTGGA 
TGGACTTAAGCCATGCAAGAAGATAGAGACTAAGGAAAACCATCAGAGCATTGCAGATAGATGAGGCATGAAGGGAGATTTGCATTTGAGGAAG 
GAAAAGTCTGGATGGAATGTGAAGAATAGTTTAAAGGAGACAAAACAGAAGACTTGGAAAACACGTGGGAGGCTGTTGACATGAGGTGGCTTAG 
AAACAGTGTTCCTAGGAAGTCTCGTTCTACACCTGTCACCTCAGGGTTCCTGATGAGCCGTGAGCAAGAGTTTCTAGAAAGAGCCGGTTCATTA 
ATCACGTCAGTTCTGTGGTATTAATAAAGCAACTATCATGGCTTTATTTTGTATCGACAACAGTATCATGTAAATATTCCTTACTGATAAGGGC 
CAGTCTCCCTCAGCATTTGTCAGCCACTAGGCTCAGGGAGCCAGCTACCTTGCATTTCTTCACTGCCTCTGTAAAGAGAAGTTTTCTCTTTGAT 
TATG AGTAG AT AC AC AACTG C CTTGATG CTTGTTCTAGC AC AGCGG AAGAGG ATAACTACCAGGGAAACTCGC CAAT CACAAGG AAATCCGAGT 
GTTTCTCTCGTACCCCAGTGTTGTCAGTTAGGTTTCAT^ 

AGAAGGAATATGTTAGAGAAAATTG CTTGAC ACTC ATT AG TGTG AAGC ATG AGGG CAGCACTTCATGGCTGTG ACTC AGTCTAAAAATTT CATC 
ATCTCTACTAGTTTGCCAGGGTGGCCATAGCGAAGCCTAGCCAACTGGGGGATCTCAAATGACAGAAAGATATTGCAGTTGGGAGGCCAGGAAA 
CAGAAATCAAGGTGATCAAGGTAGCAAAAGTGGCTGTCTTCTGAAGTCAGTGAGGAAGAATCTGTTCCTTGTCTTTCTCTTCACTACTAATGGG 
AATCGGTTGCACTCCTTGGCTCATAGAACACCCTTGCCTCTTTTTTAATGCTGACATGGTTCTCTCTCTCTACTCTCTCTCTCTCTCTCTCTCT 
CTCTCTCTCTCTCTCTGTGTGTGAGGGGAGATTTATCTTTGTCAGTATGAACCCATATGTCTAGACCGAGCCATCCCATTTTAATAAGTTAGAC 
TGAAGCAAAGCCCATCATAATGGGCTCCTCTCAGCTGCGTCCCTCTGCGATGACCTT^ 

TCTTATGTTTCAACATAAGAATTTGTTGTACATTGACAGATACAATTCAGTCCAAATACCACCTAATATGATTTCAAAATTAAATAAGTTATCT 
TCTATTTAAAAAAAATAAAACCTTGAAGATCCTCC AGTTT CTGAGTT CTTCTT CTGTTTCTTT CTTG AG AGACTTG AAGTT CTT CT C ATACAG A 
TTTTTCACTTCTTTGGATAGAGTTACCCTAAGATATTTTATATTATTTGTGAATATTATGAAGGGTGTTGTTTCCCTAATTTCTTTCTCAGCCT 
GTTTATCCTTTGCGTAGATGAAAGCTACTGGTTGGTTTGAGTTAATTTTATATCCAGCCACTTTGCTGAAGTTGTTTATCAGCTGGAGAAGCTC 
TCAGGTTGAATTTCTGGAGTCGTTTATGTATACTATCATATCATCTCCAAATAGTGATACCTTGACTTCTTTGCCAATTTGTATCCACTTGATC 
TCCTTTTGTTGTCTTATAGTTCTAGCTAGAACTTTGAGTACTATATTGAATAGATAGGGAGAGAGTGGGCAGCCTTGTCTTGTCCCTAGTTTTA 
GTGGGATTGCTTCAAGTATCTCTCCATTTAACTTGATATTGGCTATTGGTTTGCTGTGTATTGCTTTTATTATATTTAAGTATGAACCTTGAAT 
ACCTGATACTTCCACCACTTTTAACATGAAAGGGTGTTGTATTTTGTCAAATGCCTTTTCAGCATCCAATAAGATGTCGATGTGATTTTTTTTC 
TTTCAGTTTATTTATATAGTGGATTGTATTAATGGATTTT CATAGTGAAACAAC CTTCC ATGC CTGGG ATGAAG CCT ACTTG AT CATGGTGAAT 
GTGGTTGATCGCTTTGATCTGTTCTTGGATTTGTTTTGTAAGAATTTTATTGAGTATTTTTGCCTCAATGTTCATAGGGAAATTATTCTGAAGT 
TCTCTTTTTTTGGTTGGGTCTTTGTATAGTTTAGGTATTAGAGTAATTTTGGCTTCATAAAATGAATTAGGCAGTATTCTTAATGTTTCTATTT 
TATGGAATAGTTTGAGGAGTGCTGGTATTAGCTCTTCTTCTGCACTAAAGCCATCTGGCCCTGGGCTCTTTTATTGGGGTGGGGGGATTTTTAA 
TTACTTCTATTTACTTAGGGGATATGGGTCTCTTTAGATAATTTACCTGCTCTTGATTTAACTTTGGTTCATGATTCTAGTTTTGTTGATTCTT 
TTATCTCTTTGTTTCTATTTGGTTGACTCAGCCCTGAGTTTGACTATTTCCTGTCATCAACTCCTTTGGGGTGTGTTTGCTTCTTTGTTGTTGT 
TGTTGTTCTAGGACTTTCAGGTGTACTGTTATGTTGCTAGAGGAGAATCTGTCCAATTTCTTTACCAGGGCACTTAGTTTTTTTCAGCACTGCT 
TTCATTGTGTCCCATAAGTTTAGGTATGCTGTGTCATCATTTTCATAGAATTCCAGGAAGTCTTTAATATCTTTCTTTATTTCTTCCCTGACCA 
AGTTACCATTGAGTAGAGAGTTGTTCAGTTTCCAGGTGTATGTGGGTTTTCTGTTGTTTTTGTTGTTACTAAAGTCTATCCTTAGTCTGTGGTG 

TGAGGTGCTGAGAAGAAATTGTATTCTTTTGTTTTCGAGTGAAATGTTCTGTATATATCTGTTA2^ATCCATTTGGTTCATAACCTCTATTAATT 
TCATTGTGTCTCTGTTTAGTTTCTGTTTCAGTGACCTGTCCATTAGTGAGAGTGGAGTGTTGAAGTCTCCCACTATTATTGTGAGGGGTTCAAT 
GTATGTTTTGAGCTTTAGTAAAGTTTCTTTTATGAATGTGGGTGCCAGGATAGGAGAGTATGATGAGATACAACTGATTTTCAGTTGTCACTGA 
GAGTTTGTAGTTTGGGTGAGCTAGGGCAAAATCTATGAAGTGAAGGCATTATGTCCTCCTGAAGAACCCAGAGAATGAGTTTTTCAACATTTGA 
GCCTTGTTCCTATGGGCCTGGATAGGACCACCATAGTGAGTCTTAGAATGTCATTTCAACGTGCCCTGGATGGGATGAACACATGCTGCCTAGG 
GGAGTAGCTGACGTGCATCAAAGTGTTTACTCGACCCAGATCACATCAGAATCAACCCTTGTAAAAATAAATAAGGTATGTTGATTTTTTGTGC 
AGATGGTTAAACAAATCTGATGGGGCAAAATGAGTTCTAGGAATAAGGGATATCAGAGGGCAAAGCTGCTGAAGATAGCAAGAGCTGCACCTGG 
ACAATTTTGGGGCATAGTCCCTGGCAGCTGTGAGTGGCTGTTCTAGGGGACTGCAGTGCCAAGAGAAGAATACTTGCCTGCCAAAGAGAGAAGC 
TGACTCAAGGGGGCAAAGTCAAGCTGAGCTGAATTCTAGGGAAACGTAGAAGAGCAATCATCCAGAGAGGGGCTCTGATAGAGCTCCCTGGCCA 
CTGTCTGCTCTTTTCAGAAGTCTGGACTCCCTGACCTCCAAGGCCTCCTCAAGGTATGGAGTTCTCTCCCTCTTGGATGTTTCTATCTCCTTTC 
ACTGATGCTCAGGGAGACTTGTGACTTGAGCTGGAAAATACTGCTCTGGGAGGGAAGAACGGTCTGTTGTCCTAAAGCAGTGTGACCTTGGAAA 
TGTAGCTAAACTTTTCTGGACTCGATGTCTTTCTTTGTTTTCTGAGATTCTTGGAGTTCTGGAAATCATGGGCTCTTCTGGGTGAAATGGATCT 
TAGAAACCTAGCCCAGTTTTGTGGCTGAAGAAACTAATGCTGAATTGAGAGATTTCATTATTGTCAGGAAACTAATCTATTAAAGGCAGGGTAC 
ATAAAACTTGAAGATCTTCCTTCTCACCAAGAACCAATTCCACAAAGGCCCTTGGTGTCAGAAGCCTACATTTGTTCCTCCTGAGAATCCTCTG 
AAGTACAGTCTTCTACCTGCCTCAGACTTGTGCAAACTGGTTTCCCCAATGGCTTCCTGCTGCTGAATAAAAAGTCAGAACCTTACATGTCAGA 
CACATTTCCTGCCACCTCCATTTACCCTCCTGCAGTTCCCTCTTTCTAACTGGCTTCAAGCTGAGTAGAAGCAAGGATCTGATTGTTGTGAGTG 
GGCAGGTTCATCAG AGGGTACAGATAGACCAACAAAAAGACTTATT C CAAG CAAT ATCC AGTTTC C CAAAGG AAACTC CTATCC AATGG ATG AA 
AGATATTATTATGTAAGGATTGTTTTATGATTTGATATGAATTTAAATGATCCGTTGTGAAATAGAATGCAGGGATATGGCAGCACAGGTTGGA 
TGGGAGCTAACTGGATGTTCTGCAGTGATTGGATTCTCCTGGATCAATATCCTCCTCCTCCCGCCCTCCCTGTCTTATCTTTGGCTTAGAGAGC 
CAGGTGCATCCAAGTACAGGATTCCTGATCAGCATCAGCACCTCTCAAAATCTAAGAGAAAAGTTGGCTCCTCTGGGTAAACTGAAGCCTTAGC 
AAGGTACTGATGCCTCCTCTGGGTGACTATGTTACACCTTCCAAAGTGATTTGGCTTTTATGTCCCAGTTAGATGGTTTGGTGTCAGCAGCATA 

TGGACCAATTTGCCAAGAGTACCAAATCAAGC CAT AAGC AGTCTCCTGTTTCCG CATCCC CAGCCCTAGGAT CAAAGG CATGTGCTACTAACAC 
CTGGGCTTATAGATGGATGCTGCAGATGTAGAACTCAGGTCCTTTTGCTTAGTGCAGCAGACACATTACAGACAAATCTGTCTCCCCAGCCCTC 
ATTTTGTTCATTCAAATATCATCCAAATTTATCTGTGATAGTATAAATGAGTGAGTTGCCATTCeCCTTCTCACACTAAGCCTTTGAAATTCAG 
GATGAATTTCATACTAACAGTGTGCCCTTCAATAATACAGATATATTTCCGATGGAGTCTGCTGCCATCCAGGATAACACATTTGTGCAGGAAT 
ATGTGCTTTGAGCCCTGTGGTGTCTAAGGTGTATCTTTCAACCCAGATCTTTGACGTGTTAGAGAGCAGTGACATGGTTGGAGTCACGCATTCT 
GTTTCAGGGATTCTGAGCAGAAACGAGCCAGGAAATAGTGACCGTTCCCTGGCTAACCATTCCTCCCCAGAAGCATCAATGTTCCAGTCCCAGG 
CAGCTTTCCAGACTGCCCTAATCCCTTGACATGCCTCCAATGCTAGTTCCCAGCAGTAAGCATGTAAGACACCTGCCTTCCCTTGGTAGAGTTC 
CAGTGTTAATTATTAACAAACAAATCCACGGTGCACCACAGCAAGATGTCACTGTAAGGCTACCAAGTTTCCTAGAACATGTCCAAAAGGACTT 
TGTTCC C ACTGGGTTCCTAGTCTG AGTCCAG ACCAGTGTATACACAAACAATGGGGGTGGTATTTTTATTAGAAG AACTT C AAGCTAC C AATC C 
TGGAGAACACACTTGGAAGCTTTCTCTAGGAAAATGTCTGTTCCTATTTGACCCTCAACCAGACAGGTGTCTGGGAAGAAGAAAATCACACTAC 
CTAAGAGGGAACTGCAGTAACCATCCATCACCTCTGGCATATTTATAGATAAATTCACCTATTGTATGCAGCAACTGTAATGGAGGATAAGCTT 
TCAGGAGATTTGATTTACTAATG ACATAGAC ACAAAGG AGTGGC ATT C AC ACAC C CTGGATATT AGAGTGG AGGGG ATGTGGG AACTTTGTC CC 
ATTCTAGAATATGCATGAGGCCTCTGAAGTACAGACAAGGATGGAGCCCAGAGTGCAAAACTAACAAGAAGAGGGGCAGATTGCTTCCTACCCA 
AGGAGAGCTGGATATCCAAAGCTCACTTCTGTAAAGCCTTTCTAGGAGTTCCTTCAAATTTTGTTTATGTGAAACAAAGCTTTTCCTAATGATG 
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TAATGTGGCTTTGGCCTAAGTCACATCAAAGTACTGTCATCTTAAACTAGGGGTTAATTGTCGGGTAGTTACTATCTGTATGGCCCTGGCACAC 
TCGACAGCTACTCCATTTCCGCAAGTGCAGAGCCCTGTGACTCACTGGGGACGGGCATGAGCGTTCTTGCCTTACTAGGAAGATTGAATAAGCA 
CAGTCAAGGTGCTTAGCCATCTATTACAGCAGCACCATAAGTCCTGCCTTTGTTCAGGTAGCATCATGGCCTGAAGACAGGTGCAGGTAGGGTC 
ATTGTCCCAGGC AGAGAC AATAT CCAGGTGTCTATGTAATGATACGGGTACCAGGATCTTG CCAAATCTGAGCATCCT AGTGC AC CCAGACTGT 
TGGTATGGTTTTATCTTCTAACTTAAAACAAATGCTCTTTTGGAGGAAAAACTTTTAATTAGCTGATAATCTGATGATTATCAGGACTTCAATG 
TCATCACCAGCACT AAAAG AC CAAAGTCTTATGAG C AAGGGC ATACAAACATAC ATGTCTTAGGACTC AGT CCATATAGTC AG ATGG CCAGTTG 
TTATCTAGATTTTAACACTCTTGGCTTACTTGTCTATTACAAATACTATGGAATTCAGGTCATTTGGAGACTGCCATCTTTCAGTTCAGAAAAA 
TTATTTTGAAAATCCTTCAGTTCAGAAGAAATTGAGGTTCTTCAAAACCCATGTTTCTTGCTGTTTGCAGCCACTAATTATTCCATAACCCTGA 
GGTTGCAACACTGTT C AGTAATGGG CTGTGAACCTAAAACAAAGTTATCATATGCTAATATGAATGTCTATGGCCAATC CC AGG C CAAGTAATC 
CACTTATTCCCTGTGGCTTTTCCTCCAATATCAATGCAAGAGGAGTAGGGAACACACCTGCATCCTGAAGACCCTGTTTGCTATGGCCTGGAGC 
TCCTTGGACCTGGTGAAATTAAATGAAAACAATATGATGATATCCTCTAGAGGGAGACCTGGGTCTGAAATCAGGATGCTCTCTGGTCATAGGA 
GGCATGGTGTGGGCTTGTAAGCTTGAGTAGAGGACATGAAGCTTAAGACCAGGGCCTTTTATTACAAGCCTTTTATTGGTGATGTACCTCTAAC 
AAGGTACATTTGGCAACTAAAAGTGTGTCCAGGGAAAAGCTGCTAAGAATCAGACTGAGGAGCCTAGAAACTCTGAGGAGAAGTTAGGGTGCTT 
CCCCCAGAGAAACTGGATGCCAATCTATTGTTTGAAAGCCAGTCCTATAGAACAGGTCTTCTTTGTTCCAAATAATAAAAACAGGAGCTAGGTC 
AAGGAAACTGTTGCAAGTTATTCTCTTACTTCTACACGCATCATGCATGCTGTCACACACACACACACACACACACACACACACACATATATAT 
ATATATATATATATATATATATATATATATATATATATATATATATGCACACACATGCATACACATACAAATGTGTATGTGCATGCACATGTAC 
AAACAAATGAATAAATAGGCAAATAATTGTAAAGAAAATAGTTGAAGTCAGAGCAGTGAATTGAATGAAGATTCCAAGACAGAGACCCTGGGTC 
CTTTAAGCTGCCTGCTCTCTAAGGTGATGCTTTTCTTGGCATATGATGGAGAACAGGGGTACCAGCCATGGAATTGATGGGGCACTAAAGAGCC 
TGTTAGAGAGATGCTAAGAGGCTCATTTGTGGATTTTAAGTGATGAACAAACAAAGTGGGTTTATGGTTTTGGTGTTCTGCAAACTGTGATTTT 
CG ACTTAGG C CAT C C C ACATATTAAAAAT AAAACTAAAAATAAAATC AGGCTCCATGGGCTTTAC C C ATCCCAT CTTAGC ATGT CTGTTATTGT 
TGTCCTTGCTCCATTCACGTTTAGCCAGGCATGTTGGTGAGCCTTTAAGTACAACTTCTGAAATTACTAGCAAGCACAATCTCACAGCAAACTC 
CCTGATCCTCTGCCTCTGACAATCTTTCTGCCTCTCTTCCACAATGATCCCTGAGCCTTGGGTATAGGAGTGGTCTTGTAGATTGGGACTGGGA 

GAGCACGACACTTCTCTGTGAGTGTAAGGACTCTAGTTAGGAACTATGCCAGCTTAGCAAAGTGCTGCTTGCAGTTTCTCCATGACGTCACTGG 
CCCTTCCTAGTTGGCTGGGTTCCCAATACCAGGTGTGATTTTCCTCTTGTCAAGTGGGTCTTAGGTCCAATTAGAGAACTGTTGGTTACTACTA 
AGGTATGTGTGCCAGTACTACTGAACCCTTTGTATTACCATGACATATTGGTTATAATGATAACCATATGTGTTATATGTGTGTAATATACATG 
CAATATATATGCTATTTATGTGTAGTATATATATATATTTATGTGTATTATATATATATTTATGTGTTTCACATATATGTATGTGTGAGTGTAT 
GTGTGTGTGTATGTGTGTGTGTGTTCCAGTTCATGGCTGTCATAGACCTACTGGCTGCTTCTCTCCTTTGGAAGCTTGCATGGTGCATTCTCTA 
ACCATGAAATCTAATCCTCAAGGAACAGGCTTTCAGGTCAATTCCCGTTTGGGAGCCTCTGTCACTGCGTCTGAACTACTTGGTGTCTTCAGCA 
TTAAGAACAGAATGCTAGGAAGGTGTGTTGTAAGTAGTTTGTGGTATTTTGTTTTGTTTTGTTTTGTTTTGTTGCTAAGCCAATGGGTCACAAT 
AAGCAGAATGGTGATGTGGCTAAGAACATGGGCTGTGGAGGCTAAGGCCATAAGGTTCAAATGCCAAGTCTTCTCTTATTGGAGTCTGAGAATG 
TGGGGCAGTTACATAATTTACTTATGACTGTGCTTTGGTGTGGAGATAGAAATGATAATGTTTGCCCCTGCTGTTATCACTAGGTTTTAATCAC 
AACTATCTTTGACTCACAATGAACACTCAGTACATGCTGGAAATGATTCTCATAGAAGGAATATTACCTTTTATTTCTTAAGCCAATGTGAGAA 
CTTAAAAGGCACCAGCTTGCAAACACAGAGACTATGTCTCTTTTGCATTGTGTTCTAATGAAAGGAAAATTAAATGCACATACATTTTTATTAT 
AATTAGGACACAGTTCAAAAGTGATAAGCCCTGTTGGTCTAGGGAATGACTACTCCTATGACJATAAAGGAAAATGAAATCAAGTCCAGTATAGA 
TTTTTGGCCATGAAGCTCAGAGAGTAAGTAAGATTTCTGGAATTCCTATCATTCTATGTGGCTCTATGGCTTATTCCCCAAGAGAGGCAAACAA 
TTAAGGCCCTGTGCAGAGGTGCTTCCACCCTGGTGTACACAGTGAAGTAGTAACAGCTGATGGACGACCTCATTAGCCCTCCCCTAAGCCTTTC 
TGTCTCATCATGAGTCTCAGCTATGTGACCACGGGAAACAGGAGAGAAAAAGATACAATGGGGACCACGTGTCTCTCCTTAAGTACTGCTTATG 
ATATTGAGGTTGGGGGTCTCTGAGCCATTTATTCCTCCTCTGGTTCTTTGGACCACTTGGGCATTGGACTCTACACCCCTGGCAGATCAAGGCA 
CATTCTGTGGCTCTTGGGAGCCTTCCTGATCCTATATGGAATGACTTAGATCAATGGGAGGACAGCAGCAGACTCCTGCAGTCAGTCAAAGTGG 
TTTCCACTCCTAGGAGGAACACACCAGTTTGTTTCTGTGTGAAATACAGAAATATGACAGCTTTGTCGCAACGCTAAGCAAACCATTGTGTGGC 
AGAACAAGCTTCTTTTTCACGTCAGAGGTTGACACACTGGCCCCACAGACAACACCAACTGTTCCCTTTGGAAACAGAATGGTGGCAAGAATGA 
GCAGTTATGTGGACATCATCATTCTGGATCATCTCTAAGATCAACATTATTTTAGAATGCTGACAATGATATGTTTTGTGGGCATGCTCCAGGG 
GAGGATTCAGTACATGGAAAATACATGCTAATCATCCACACATAACTGAGGGAATCATAAAGAGTGGATGATGCCCTGAGGGAATGTGTATTAT 
TTACAGAGATATCTCCATGTCAAGACCCAATGCATCAGATCCATGGGAAATCGGCAAAGCCTTCTCTGGTCTGAGTATGACTGTTGACAGTGTG 
TGCAAGCACGGGTGTTCACTAACAATTTACCAGTTTGTGCAAAAGCTAGCAACTGCAGCTTCCTCCCTGCAGGTGTGTACTGCCTGAGATAGCT 
CAACCTTCTTTGGAGACTAGCTAACCAACCCCCTGTCTCGTAGATAACAAAACCCCTTACGTTTCAGACTGCCTCAGTAACTGATCTCCTCCAT 
GCAAAGAAGCATAGCCCATCCAAACGCAGCTACACGTGTCTGTGTCTGTCCTTTCTTCATTCCCTCACTGCTCAGTCAGGTCACCTCCAAGCTG 
CACATGGAACACAGAACATCCCCATCACCTTGGGCCCAAGCGTCTGGCATATGCTTCCAATCTTCAAGTTTTGAGTGGAGAGAAAATGTGGGCT 
GGAATCTACAAATGTGAGCTGGAAGCCATTCCTCATGATAACCCTCGCTCTTTCTTGCCTTTTTCTTTTCTGTGTTTTTTTTCTTCATTTATTG 
CTTATGACACTAGCAACGCAACCTATTGGAATAAAAATGTGTGCTTCCCAGAACATTGTCTAACTTACTTCTCAAAGAAAGGGACCATTTCTGT 
TGATAGTAAGACTTGGCTTGAAAGGGCCAGTTAACCCTGGCCCCAGTTTGTCTTGATCAACATCTCTAAGGCGTCCTATATTTGATCTAGCACC 
TACAGAAAGAGTAGCTACGCTCAGAAGAAAAAAATATCTCTACAAAAGATTCACTTGTATGAAATATTTTATACACTAATCTAGCTGAATCGGT 
CTCTTTCTGGTAGAAAATACAGTATCCAAATATATAGGGAGTAATTATGATAGGTAAGCCTGATAAAGAAGACCTCAGATCATGTGTGACCAGA 

taAgcctagcaattgtctgaagacttc^aactaccccttaggactactgaaaggatgcctgaagaaaaacatctagaaacaagttttgtgtgga 

CCAAACAAGGAGCAACAGAGAATTTTTGCACACAGGGAGTCTATGTAACTGCCCCAGTCATTTCTCCTAAATCTTTTTCTGCTAGAAAGACCTT 
TGGTCTGGTCCCACTCATCATTTTAAAAAGACTTACAGGATTGAAATGATTTTAGCCTCTTCTTTCTTCCTTCTTTACAGAAATGAGTTCTGAG 
ACGAGAAGACTTGGGTGGTTAAGTCTGATGCTGTTAAATATATCAGGGGTTGAAAAGGGCTTAGAAGTGTAACATTCAGCTGGGCATGGTGGCA 
CACGCCTTTAATCCCAGCACTCCGGGGGGCAGAAGCAGGCAGATTTCTGAGTTCGAGGCCAGCCTGGTCTACAAAGTGAGTTCTAGGACAGCCA 
GGGCTATACAGAG AAACCCTGTCT CG AAAAAC C AAAAAG AAC C CAAACAAAC AAACAAAC AAAC AAAAATGTAACATTCTGATTG ATGGCATGT 
CCCTTG AAATGTTTCTGAGCTTTACTATG CATTAAATAACTTG AAATG AATG CAAGC ATG CAC AGTGCTTCTTT CTGTCTTACTGAATTTAAGG 
ATGCCAAACAATTCTCTCATTTTTCCTTTGCTGGAAGGTGTGGCTCACCATTCTATTAGACAAAATTGTAGCTGACCTCTAATACCTAATTAGT 
GCAAAACAATGCTACAATTATTGGGCATGACTTTGACACGTTTTGGCTGCTAATGCAACCACTCCTAGTTAAATAGATTGGCAATGAAGTTTCA 
ATG C AAACTTTGTC AATGAGGC CAGC CTACTACTAG AT ATCCAAC CATATAGAC AGGTAATGGCTGAACAGATCTT CATTCCTAC AAAAC CTC A 
AGAATTATCCATTTTGCAACTTAAGTATATGCTGTTCATTACTTTTGTACAAGCTTGCTCTCTCTCTCTCCCTCCACCCCCCCCCTCTCTCTCT 
CTCTCTCTCTCTCGTGTGTGTGTGTGTGTGTGTGTGTGTTTTAATGGCTTACGAATCCACATAGGATTCTTGTACATATTCATTTTGGTTATTT 
ATTCCCCCTTAATTAATCCCCCTTCATCTCCATGTCTCTCCCTGCCCTGCTGGACCTAACCCTCTTCTTTGCTATATTCTCTTACCCACTGTCC 
TTCTTTTACATCTTTATTTCAATCATGTGGACCCGTTTCTCATTACCTAGGCTTTATCCATACTCACTTCTACTTAGAGACACATGTTTAACAG 
TGAAAGGATAAGATTGCCATCTGAAAAAGGGTGTGGGGATATGGCGTGTTTATTTTTCTGAGTCTAATTTCTTGAGTTCTTTGTATATATTGGA 
CATTAGCCCTCTATCAGATGTAGGATTGGTAACAATCTTTTCCCAATCTGTTGGTTGTCATTTTGTCCTATGACAGTGTCCTTTGCCTTACAGA 
AGCTTTGCAATTTTATGAAGTCCTGTTTGTCAATTATTGATCTTAGAGCATAAGGCATTTATGTGCATGTGTTTGTGTGTATGTGTTTGGAAGC 
AATGCTTCTCCCATTTCTTGGAGACTTTTTTTTTTTTTTGGAGAGCAGTTGCCTAGATGTTCATCAGCAGGTGAATAGAAAATGTGGTGCATAC 
CTACAGTAGGATTTATTCAACAATAAAGATAAGCAAAATTACAAATTTTATAGGAAAATTGATGGAACATCTCTCTCTGTCTCTGTCTCTCTCT 
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CTCTCTCCCTGGTGGTGGGCATATAAAATGCAGTAGCCACTTCAGAAAACGGTCTGACAGACATCACTCAAGAGCCTCAGACAAAAGGTTGTCA 
TGTGAGCAAGGGAGTCCACTATTGCCTATATATTTCTCTACGTTGGTAACAGATATAGTATGTAAAAGTGTTTGTAGCAGTACTATAACACTAT 
GCATAGGTAAAAAACAGCTCAATGTCTATCAACAAATAAGGAAAAAAAATGTGCTAAGTAATATGATGGAATAGTACTCAACTGCAGAAAAGAA 
TGAAGTAGATGACATAGTGATGCAGTGTAGAACACAGATAAGGATCAACAGTATTATGCTAGGCTAAAAGTCACTTATTTGTTGTC'XATAGGAT 
AGAACCTGAATAGGTAAATCCAAAGAGAGAAATGCTAGAGTAGTGTTTCCAGGGGCTGAGAGAAGACTAAACTGAGTGTAGATGGATTATATGT 
CTTCTGCTGCTGCTCCTTCCATGTCTGGGTGACGAGAGATGTTTTGACAATGGATGAGAAGCTGATGAATAATTTTTTTAAAAAAATACTGAAC 
TTTACGTTTTAAAAGGGTAACTGTTATATGAGTACTCTCAATTTTAAAGGAAAAAAAGCAATGTTTAAAAGTGGGCCAATGTTGGAAGTCAACT 
GTGAGAAGTTAAGAGCAGATTCACAAATAAGCACTGGAATTGGGCCTTGATTTGGGGGAATATTAAGAATATAACTAGAAGACGTTGTAAGAAA 
AGTTTGGATGAGTCAGAAAATAGGGAGACCGGCTAGAGAGATGTCTCAGTGTTTAAGAGCACTGATTGTTCTTCCAAAGGTGGTGAGTTGAAGG 
TCCCAGCAACCACATGGTGCCTGACGACCATCTGTAATGAGAACCAATGCCCTCTTCTGGTGTTTCTGAAAAGAGTGACAGTGTACTTGCATAA 
AATAAATAAATAAATAAATCTATTTAAGAAAATAGGGGGACAATTGT^ 

AGGCCAATAAAGATGAGGCCACATGTATGTGTTCAGGACACATATACTGTAATACGTAAAATACATTAAAAAGTTCAGACTTCTTCAGGCTCGT 
GAAAAACAGACTGTGAATGCTTTAACCCTCATTGTCTGATCGTAACCCATTCCTAGTCATCTCCCTTTCCTTTCCAGCTAGTTTGCATCTTACG 
TCCGCGTGTGTACATGTGCAGCTTCTATATAGGCCGCCACAGCTGATTCCTGTTTGTCCTTTTCCCAATTTTTTATTTGGTATTTTCTTCATTT 
ACATTTCAAATACTATCCCGAAAGTCCCCTGTACCCTTCCCTCCCCCTCCTCTACCCATGTACTCCCACTTCTTGGCCCTGGTGTTCACCTGTA 
CTGGGGCATATAAAGTTTGCAAGACCAAGGGGCGTCTCTTCCCAATGATGGCCAACTAGGCCATCTTCTGCTGCATATGCAGGTAGTACTTGGA 
TGGAAGGCCACAACTGACTCTTAAAGACTGTATGTAACACGAAATATTAGAGCAATTGTCTTCACTTAGTAGCATTTCTGAGGGTTTAAGTCCC 
TTTCATTTGGATTCTCAGTTTCCATGTGCAATGAATTTTTTTACAGGTGAGCAAGAAAAGTATGGAAGGAAGCCTAAGAAAGGCCGCAATGAGA 
CTTTAAAAAATGATGCCAATTTTAGAACGCATCTTCTCTTTCAGAGTTGGAAAATTAACTTTTATTACTGCCCTATGCAAACTAAATTTAAAAT 
AAGCTTTGGATTATACCCCGTGCGTATGAGCGGACGTTATGACATTGATTGACAACGTCAGATCTACCCTCAACCCTCTGAGAGTATGATTCAC 
ACATACCTGGGATCAGAAAAGAAGTGTTTTCCAGACTAGGCAAGTCACTAGAGCTCTGGTGGTACTCAGGGTAGATTTCTTCCCCATAATTCCT 
AGCTAAAGATGAAAGATACAGACAAATGACCCATCCTAGGAGAATTTACAAGGGTAGTGGTAAGCAGGTAGGTTTCAGAACAGCTCATGAAACA 
ATTCTGCAGCAGGAGTCAAGGAGTCCCAAAGAAGTGGCCTATATGGGACAGCAAGGAGAGACTCAAAAAAAAAAAAAAAGGAGGAAAAAAAAAC 
CCTATGTGGGGCTCAGCAGTGAAGAGCACTGAGTGCTCTTTCAGAGATCCTGAGTTCAATTGCCAGCAACCACATGGTGGCTCACAACCATGTG 
TAATGAGATCTGATGCCCTCTTGTGGTGTGTCTGAAGAGAGCTACAGTATACTCATATACATAAATCTTTTAAAAAAAAAGTCCTATGTAAAAG 
GCATAATGGTAGATGTTGCAAGAAAGCAGTGTGTGTATTGGTATCTGGCAGGAGGCTCAGGAATGTTCACATCACAGTCGTTAGGAAAGGAAAG 
C AAGGG AGCCCTT ATTGTAGGATATATGGACAATTTAATCATGGGGTTTTTTT CCC CCAATAATAAAATTTTC AG CAGG AAAAAAAAATAACAG 
TAAACAGTAAGCTACGTGTAACATAAGGATGAAAGATTTCAAAACCCGTGTTTTACAAAATGCACAGCAACAGCTTCTTTTGTGACAGCATCAT 
CAGTCCCCGTGGTTTGCAGCCGGATGTAACAAGCCGTTTTGAAGAGCTAAGAGGGCAGAAAGTTTCTGTTGCCAAATATATAAGAGAAGCAGGA 
AGCACTTAGCCTCGGACCAGGAAGGGCATCCTTGCAGGAGACCCTGCAGGTCTGTGCAGTTCATTGCCCAATGCTTCCCTTAAATAAAGAGCCA 
CAGACTTCAGGAGTGTGTTCCCCCCTGAGTGATTCTGCAAGAGTTGTTTGCCCTCCAGCACTGGGCTGTGCTGAAAGAGTTTAGTTTCCCAGGG 
AACAAGATCTGGGTCTAAGGCAAGGCAAGGAGCATCCTATGCCCAAACCAGTAACTCCGTTTTCTCAGCCTGCCAATCACATTGGAGCTTCCAG 
ACCATCANNNNNWNNNNNWNNNNNNNMGCGTCAAGT 

TTTGAAGGGACAGTGGTGACCCATAAAGAGGGTGCTCTAAAGGAGACAGGACAATTCAAGGACTTGGATAAAATATCAAACTGACAGTGGTGAG 
CAACTGTCAGGTTCTAGGACCAGTTTAATCCTGACTGGGGAGAGGATAGGGGCCATCCACACAACCGCTGGAGGGAGCGTTCTATAGAAGCGGC 
TGCCTTGGTCAGCTTAGGGCAACCAGCATTAAGGCAGCAGGAGGAGGGATATAACCCAGGCTCACCTCTCCCAACCCCTACACAGGGTTCCTTC 
CTGCCAAGGCTCTCTACACCTTTAGTTTACAGTGGAAATGAGAAGGCAGTAGGACTGAGGTGCAGACCATATAATTCAGAACAGGAAACAGGAA 
ATGTGGAAGAAGGAGGGGCTAAGGGAGAGCACAAACATTGGCCAGCTGCAGCCCGGGCCCAATTGGGACTGCAGAGTTGGGTAGATGGATGGTT 
GCCACATCCTGCTCTGAGCCTTTTGAGTGACTCTGAGATAGAGCGCCTCTGTGGAGTTCCACAGAGCAGGCACACAGGCTGAAATCATGAGGTT 
TGTATTTTACCTCCTTGCCGGTTTGCAAGTCTTGAAAGCTCACTCCTCTAAGCTGATGGCAGCCCTCATGCAAAGCAATCTGATTGCTGTGTCT 
GGGGTTCAATACACACACACACACACACACACACACACACACACACACTCAGGTGCACGTGCATACACACAAAGACAGAACAGTTTGCTTGCAA 

AAAC^VAAAATTGTTTTGCATTTTTTAGATAATGAAGGATCGTTTAAATATATAAATTAAGGGCTATTTAGAAAAAATAGGTGTGTTTGTGAGAC 
TGGCTTAATTCACTTACCATGATCATATTCAGTTATGGTCATTTTAAATACAAATCATGTGTGTTCCAATGACGTGAGATTACAGTGAACTATC 
TAGGGAAACTAACAGGAGTGGAGTAGGGACAGGAGAGGAAGAGAAACGATGGGTGATGGGCACATATGCTCAAAAGCATAATGTAGTGGGGCTG 
GAGAGATAGCTCAGCGGTTAAGAGCACTGACTGCTCTTCCAGAGGTTCTGAGTTCAATTCCCAGCAAACACATGGTGGCCCACAACCATCTGTA 
ATGGGATCGGATGCCCGCTTCTGGTGTGTCTGAAGACAGTGACAGTGTACTCACATACATAAAATAAATGCATCTTTTTTTAAAAAATCATTAT 

GAAGACAGTTGATCACTCTATGTCCGAGAAGCCCATCTGGAACTTAGCATTTTGAGCAAACCATAAATTTGATGAAATACCTCCTATTCAAGGC 
GGCAAGCATTCATTTGCCTCACATTTCTAAGTCTGCCCCTGTGACTGCCTTAGCTCCTTCTTCCCAAATTCTCCAGTTACCTGGCCCTTAGGGG 
TGGTAGCGAAATCTCCTTCCTGACAGCTTCCTTGGCCAGGTGCTTGTGTGTGGAGTCAGTGCCCAGGCCGCCAGCTGTTCAAGTGTTTGGGCAT 
ATGCACACACAGGAACGACTTGGGCAACACCCTTTGCCTTGTTTCGGGATGTTCTTCTTGCAGACCCTTGCCCAGACATAGGGAGTGCCTGTGA 
AGTGCT CC AG AATAAATCGGAATGT C CC ACTGAAGCCAG ACACCGTGGTCTTCATGTTAATGTGTAAGT AG AGTAGTG ATC ATTTATTTATTCT 
TTGATTCCCTTTTGCAGAGTTTTTATTGCCCTGTCTGAGATATTGGAGTTTTCTGCTACAGTAAATTTAGCAGGATTTCTGCAAGGTGACTTTA 
GCGC CAGTGAAGGACTTATTGTGCCTCTTCAAGTGGTTCTATCACTGTG CTTGTG CTAGGGGTAAAATGAGGTGC C AGGTGG ATTCAGGACAAG 
CAGACACAAGCAAGCTAGGAAACCTGGCACTCGATCCGCTCTGCGGTGCTTAGGCAAGCCTTCTCGGCTACTGAATTTTGAACTTTCACAAGAA 
CAGATCGGCTGTTTGTTCAATGGTTTATTACTCCTGCCACAACAACGCATGGCATGAGGTTGGCGCGGCCTGTTTATTTCTTXGTGTATATGGA 
TATGTGTTTGTGGGTGTACATGAATGGGTGGTATGTGTACACACGTGTGCATGGGGAGACATGCCCAGGGCTATTTAAATCTTCTGCCCTTTTC 
CTTCACTTCCCTCCTGTTCCTTCTTAAGAACAAGCATTGCTTGACCTTTTCACTTAAATTTCTCCTCTAGAAAAAACTGTTATCATTCAAGTCA 
ACATGTTTTCCACTGAAACTTCTTCCATATTAATTTTTAGGTTTTCATGTTCTCGTTTTATTCGTACTTATTGGCCGCTATTTTCAAATTAATA 
GAGTCCAATGTCATATTTGTGTATATTGCATCCCTGTTGCCCATCTATGCTTCTCCTCCAGACTATTTCTTCCTGTGCTTATTCGCTTAGTGAA 
AGTACATTGCCAGGCTAGAAAGGTGGTTTGTTGGCTAACAGTGTTCTCTGCACAAGCCTGGGAACCCGAGCTTGGTTCCTCATATCCAAGAAAG 
GAGAAAAGCAAGTCTGAAAGTTGTCCTCTAACTTTTTCATGTGCACCGTAGCCCATGTGCACCCACACCCACAAATACACACCACACACACATA 
GACAAAATAATAATAATAATAATTTTAAATATATCAACTGACTTACAAACATTTGTTTTTTTTTCCCGATGACATTTGTGATGTTAACGCATAA 
TTTGATTGTAATTTAGTTGTAAGCATATTCTATTTTGACTCTTTGAAGTTTTTTGAAATTCAGTATCTAGCTGTGGTGGTGAGCTTTCCACATC 
AACTTATCATAACCAAGAATCACTGGGAAAGAATATTTCAGTTGGAAAAATTATTTGGATCAGAGTGATCTGTGGTCAGGTGCACGAGAAAATG 
TCTTGGTTGCTAATTGGTGTTGGGGGACTCACTGTGAGTAGCACCATTCACTCATCAGGGGACAGTGAGCTGTCCAAGGCAAGAGAAAACGAGA 
AGACCTCAAGCAAGCAGGCCGCATGGCTATTTGTTCATGCCTGCTTGTGAGTGTAGAGAT'rATGTGATGAGCTGCC'XTGAGAGTCTGCTTCAGT 
TTCTCCTCAGTGACAGACGGTAACCTGGAATTGTAAGACAATAAACTCTTTCCTCCCATAAGCTGGTGCTTCTTGGATGCTTTCTTGCTACAAC 
AGAAATTAAAGCAAGGCATCAGCTTATATTCTGCCTGAGTGCGTATCCCAGGTGCCCAGAAGTGTTGGCTGTTGTACTCTGCACATTTCAATGG 
AGTATCAGTCAGGTTATGATGTCCTTCCTAATTTTTTAGCAAATGTGGTTTATTTTATTTTTTTCAATTTTTATTATTAACTTTTATTAATTAT 
TCCATTGATTTACCTCTCAAATGATATCCCCCTTCTTGGTTACCCCTCCGCAGCCCCATCCACCTTCTGTTTATTTTAATTAATTAATTAATTA 
ATTAATTAACCAGTACAGAAAAAGTCCACTGAAAAATCCATGTCCTGGGCCCCAAAATACAAATAAAATCAAAAGGAGTAGAGTCCTGCTGCTC 
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ACATTTCTTCGTGAGTAGTTATAACTTCCCTGAGATTTTTTTATACCAGGGTTTGTTTCCTCCTGGTTTCTCGTCAGTGACGTCATCCTGAGGT 
TAGTGGTTACTGTCACTGTCTCTATCCTCATCTTGACTCCATAATATTCTTCCTCTTTCGATCCAGACCCTCAGGGTTTAAGAGTAGCTTCAAG 
CTGAGAAAAGGTCAATTTTCTCCAAAAAAGCTTCCATCTCCCACTGAAAATGGCCATCTCAGAGTGAAGTACACTCATTCTGAAATGTCAGGGG 
C AATTGGATGGT C ATC AGAAAG CTTGG CCTGGTTGATAT CTTTATCAGCACAAAC CTG AAAATG CACAGT CCTCC AAAGGG CGGC CTCTTTGTG 
GTC ATCCGAAAGTG ATGG AAGGAAGG CAATACAAAAGGGGCTG AACTCTGGT CAC CAGAAGT CAGAAAC CATGC AAACAAC C AGTAATG AATAG 
TGAATTGTAGAATTCAAATTAGCAGATGTTTTAAAGAGACAAGCTTTCAATTTTCATTTTAAACATGAGCAAAACCTGTGTTCTGAAAGAAAAG 
ATTTAGAGAAGAGAAAAAGCAAAAAGAATATCTAACATATTGCATGACCCACCACTCCCAGAATGTGCTCCTGGTAAACTTGAATCACATCTTT 
TCTCCATCCCGATAATTCTCTAACTCTCAAGGAGAGGCCTGAGTTAACTCTCTGAAATTCCATATCTTAGGCACTGGATCTTCGTGATTATCAG 
GATGTGCTGTCTTTATCAGTTTGAAGTGAAGACAACTGCTGTCCTGATCAATGACTTTGAATTTAACTTATTCTTTTTCCGTCTTGCTCCCTAA 
AGCCTTTGGTGGACAGTTTTGTTCCTTGGTTCTTGGGCTTGCCCTTCCTAAGAGTTTTGTTTGCATGTCTATTCAGATGCTAAAATATTGTGTT 
AACATCCATGGTGATTATTTTAATGTTTGTTCTTTCAGTTTGGGCAGTTTGGCATTTGGGAATTATACGTACTTTGACACTATTAAATTAGATG 
AATATAGAATTGTATCCTTATGATGAATAAACCTTTTATAATTACTAAAGTCATGGTTTATAAATAACAAAACTCCCTGCATCTTTTGTCTTTA 
TCTGATATTAGGTGTAGCTGCATCAGCTTTCTTTTGGCTAATGTTTTGATGGTGATATCTTTTTGTATTGCTTTATTTTCAGTCTCCTACTTTC 
TTTTGGATTATTTAATCCATTTACAGTTAATGTACTTACTGGATTTTAAATTTTACATCTCCCTCTCACAATTTCTTTTACTTCTATAACTTAT 
ATTCTTTTATATTCTTCTTGACTTTTTAAAAATGTTAATCAATGCCAATGTTTTACTATTCTCTTTGTTGTATTTACTGTCCCGTTAATACTGT 
CTACTGTGATTCTCCAAGTCATTACCCAAGGATTATATGTTCTTTCTTTGACCTGTTACAGTTTACTTTAAGTTAGTCTTTCTTTTATTTTGTA 
TCCACCCTGGGAATTCCTCCTGGGGAATGATGTTATGCTAGGGTACAAGCTACCATTGAGTCAGCACCCTACCCTGTTAATTATAATGAATAAT 
GTAACTAACTAGCTTGCAACAGCTTAATGTCATTGCAAATATTTCTCAGCTTTCCATTATTATTATTATATACTTTCATATATATATATATATA 

TCTTATTTTATTTATGTGAGTAAATTGTAGCTGTGTTCAGACACACCTAAAGAGGATAGCAGATTTTATTACAGATGGCTGTGAGCCACCATGT 
GATTACTGGGAATTGAACTGAGGACTTGTGGCACAGCAGTCAGTGCTCTTAACCACTGAGCCATCTCTCCAGCCCTACTCTGATTATTTTTATT 
CCTTCTGGTGTTAGTATCATCCTTCTGTGATCATGCTTTTTAGTTTTTTATTTTTCATTTAGAATCATGTTTTCTGAGTTTTGGTAATGGCACT 
CCACTGTGGGAATGTGAAATTTGGGTCATTGCCATCTAAAACTCAGTCACTTTGGCAGCATGGCTCAGTTGAATGGCGTCAAATCCCAGGACAC 
TTATTTCATTATGTATGTGTCTCTGCTCCAACAATTGTCCAGAGATACTGACCAGTAACAAATCTCCCAAGACAAAAAAGAAGAAAAAAA.CCAC 
CCAGGCCATTATCAAAATCACGTCAGTTCATTGTTTTTTTCCTGCAGGATCTTAACTGCTCAGATCAAATGGACCATTTAAAGAGCTAGAAATG 
ATAGATAGATAGATAGATAGATAGATAGATAGATAGATAGATAGATAGATAGATGATAATAGGTAGATAGATGATAGGTATAGATAGATAAAAG 
ATTAATATTTGATAGATAAATAGATAAAAGATAGGTAGGTAGGTAGAGAGGTAGATAGATGATAGGTAGGTAGGTAGGTAGGTAGATAGATAGA 
TAGATAGATAGATAGATAGATGATAGGTAGGTAGGTAGAGAGATAGATAGATAGATGATAGGTAGGTAGATAGATAGGTAGATAGATAGATAGA 
TAGATAGATAGATAGATAGATAGAAGTAGTTGGTGGTAGCAGTGATGATAAGAAGATAAAAAAGCAAGTTTATGTTGCCTTAGAAGTAGAATTT 
GTCTTCCCATATAAAACTATATACAACACTGAATCTATTATAAAACATCCTTGAACATTATGTCATGTGGACAGACAATACTCTGTATACACAA 
AAGGCAATACATTCTTTATCATCTATTTAATGGTCAGTATTAGTAACCAAGTTTAATCACAACCTTCTAGATAATACTACTGAGATGCCAATGA 
CTGCTTTCAATATATAAGCCTGAATTATGAACGCTCTATAATGCAGGCATTACTTTTTGAAATTTTTAATATTTTTATTGGATATTTTCTTTAT 
TTATATTTCAAATGTTTTCCCCTTTCCAGGTCTCCCCTTTGGAAACTCCCTATCCTACGCTCCCTCCCCCTGCCTCTATGAGGGTGGTCCTCCA 
CCCACCTACCCACATACCGACTGCAACCTTCCCATCCTGGTATTCCCTTACACTGGGGCATGGAAGACTCTCAGGCCCAAGAAGGGCCTCTGCC 
ACATATGCGACTGGAGCAATGGGTCACTCCATGTGTACTCTTTGGTTGGTGGTCCAGTCCCAGGGAGCTCCAGGGGTTCTGGCCAGTTGACCCT 
GGTGCCCCCCCCACTCCACGGGGTTGCAAACCCCCCCCCCCCCTCAGCTCCTTCAGTCCCTTCTCCAACTCCTCCATCTGGGACACTGCACTCA 
GTCCAATTATTGACTGTGAGCATCCGCCTCTATATTTGTCAGGGTCTGGCAGAGCCTCTCAGGAGACATATCAGGCTCCTATCAGCAAGCACTT 
CTTGGCTTCGGCAATAGTGACTGGGTTTGGTGGCTGGATATGGGATGGAGGCCCAGGTGGGGCAGTCTCTGGATGGCCTTTCCTTCAATCTCTG 
CTCCACCCTTTGTCTCCAAATTTCCTCCGGTAATTTGTTCTCCCTTCTAAGAAGCACTGAAGCATCCACACTTTGATTTTCCTTCTTGGGCTTC 
ATATGGTCTGTTCATTTTACCTTGGGTATTCCAAACTTTTGGGGTAATATCCACTTATGAATGAGTACACACTATGTGTGTTCTTTTGTGGCTG 
AGTTACGTTACTCAGGATGATATTTTCAAATTCCATCAATTTGGCTGGGAATTTCATGAAGTCATTGTTTTTAATAGCTAGATAATATTCTATT 
GTGTAAATGTACCATATTTTCTGTATCCATTACTTTTATGTATCACAACTTGGATTTTTTTACAGGTTTAATTTAAGGATCTTTAAAAATAAGA 
TGGGGTTAAGATTGCAAGCCTATAATCACATGTATCTGGGAAGCTGAAGCTAGACAGTTGGAAGTTCAAGAATTCCTGGGATACATAATTAGCT 
CAAGGTCAGCCAGAGCAACTGACTGATACCTTATCTCATATAAAAAGTTAAAAAGAGGTGTGGACATGTATATCTGTGATTGAATGTTTCATAT 
CCTAGGTGCACTTTCCAGTACTAAGAAAGAGAAAGAAAGAGAGAAAGAAAGAAAGAGAGAGAGAGAGGGAGGGAAGGATGGAGGGAGGAAGGAA 
GGAAGGAAGGAAGGAAGGAAGGAAGGAAGGGAGAGAGAAGAAGAAGAAGAAGAAGAAGAAGAAGAAGAAGGAGGAGGAGGAGGAGGAGGAGGAG 
GAGGAGGAGGAGGATGATGAGGATGATGAGGATAACAACAACAACAACAAGAACAAGAAGGAGGAGGAGAAGGAGGGGGGAAGAGGAGGNNNNN 
NNNNNNNNNNNNTCINNCT^ 

TAG AGAGAACATCTGC AGTGATGTGATTTG AGGAAAATGAAC C CAAAGGCTC ACTT ATCCAGGC ACTTTG AATCACTTT CTTAACTCTGG CCAC 
TTAATGAATGTGGGGAAAAGGAAAGAAGTTGAGAAAATTTGAGATAAGACTGTTGGAAAGCAATATGTTCTATAGTTATTGTCATGAATTATTT 
TCCCCAAGAGTTTCTTTTATGGATATTGTCCTCATATAACCCAGGCTCATCACACAGGGCAGTTTATCCAAAGCAGAGCTAACTGTGGTTGGAA 
ATTTTGCAAATATTGTAAAGTCTTGAGAAGCCTAAAACACATACAGAACAATGTGGAATTAACTTCTGTGAGGCAGGAGCATAAAGCCTTGAAC 
AACAATTCATATTTATTTAGAGAAAGTAGGCTAAAGCAAAGCAAACAAACAAAAGAATTGACTGAGGGAAGTCCAAAGCGTATTTTGTTCCACC 
TCCTACCT CAG CCTTGGT AAACAGAGCTCTAAATTT CTATTTACAATGATTAC ATAAATATTATATGGTG AC ATTTCTGACTGTGAACCACC AT 
ACACTCAAGTATGTAAAGAAAGTGTACACACAGGAATCAATGTGTTCCAAGAAGATGCTTGAATAATTGTCTAACAAAATTTATCCCAGGAGAC 
AGACTATGC CAAGTTATAGTACGAAAGTTATAGTAT CTGCATTGTACAATAG C AC AGGAGAGAGCAATGTTACTACACC C CAAGTTTTTCTTTT 
ATGGTAATAATAATTTGTTCTTTAACATTTAAATCATTTATGAGTTGTAGATTCAAAGCATACATTGTGATTTCTCTTCTGTGTTGATTACAGG 
AC AAC ACTGT C CTATTTTTGTCTC CTCTGTTGTTATTATGTTTAC ATAAAAATCTTTCAAGACAAAATAGTTATGTTCTAC ATACTGTCTTG CC 
CTT AG CTTC CGTAACTTTTG CC ATAAG AATTAGTCTTTTCTG CC C ACACTGTAGTTATAC CAACATGTGACTTTG AGTACCATAACTGAACTTG 
AGGCATACTATATTTTCAAAGGGCATTATACATTTTTCAGCACAGGGTATTAGCCCATTGGGATACAGTGAAAAAAAAGTCTTTAAAAACTTGC 
TACAGGTTTGAGTTGCAATGTATGCTTTGAATCTACAACTCATAAAGAATCTAAATGCTAAAGAACAAATTATTATTACCATAAAAGAAAAACT 
TTTGGGGTGAAGTAATGTTGCTCTCTCCTGTGCTATTGTATAATGCAGAGAACTTGTAAGAAAGTGAGCCACTTGGTAGTTCAAGAAGGATGTT 

agagagaatcttaattatatagctatgtgagtcc^gaagtgtgtaattagtatattattccatatgtgctcttgagcttttaattt'caagaact' 

GTATGTTGGAATGATTTTGCCAGAGGCAAGTTAATGACTGAAGGAAGGAAGGAAGGAAGGAAGGAGGGAAGGAAGGAAGGAAGGAAGGAAGGAA 

ggaaggaaggggaagaaaggaagatgtgacttactagaagttgatagtagaattctcactggactctaagagtttaaatttattacaggttctt 
cctcctagcctcatgctcttagaaataagactcagattcaaaatatattttcatatactttggccatgtggctaggctcttctctgactaaaat 

CATAACTTAAAACCAACCCATTGATTTTCATCTACATACTGCCACATACCACATGTTACTTGTGCTATGTGCCTGTCTCCTCACATCTTCCTGG 
GTGGAACTCTTGTCTGGCTCTATCCCAGAATTCTTTCTCCTCCCAGATGTCCCACCTCCCATTTCCTGCCTAAGCCATAGGCCATAAGCCTTTT 
AATTGACAGGTGATGCACCCATACAGTACACAAGATAGTCTCTCTACAGCTAAGTTTTGACATTGTTTCCTAATGTAGAAATTATTAGGAGCTA 
ATTTCTGAAAAGTTTTAAAAAGTTATGTAGACTGTCCATTAACTAACGTTTCAGAAAATTGTACACAGAGAACTCTTATTTCCTTTTGCCTAGT 
AAATTACCTCTCTACATAAGAGCGTTAAACCAGATATGTATGTCATTGATAATCACTATATTTTTTCCGCTCTTTACATCCATTCCATTAGAAA 
ACTTTATGGCTTTTTGGCTCCATTTTCAGCAGTCTTACTGCCTCTAATCCTAATACCTTTTTGAATGGAGAACTGTTAGATCTTACAGGCAGTT 
CAAATATC CAG AAATG AGAC CAAAGTGG ACTATAGGATGATTTC CAGAAGTTAGATAGAAAC CAGGATTCCTT AGAAATTTGTAAAG CCAGTTC 
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CTATTTACCAAAAGGATTCACTTCTCTTGTCCCTGGCACAACGGACATAGAGCTCCACCGACATGTGCCTGTGGTTGCATTTCAAAGCCCATGC 
CATCCTCCAGGCTCCTTCAGCCCCTACTGAAATATACTTGTTACACATTTCAAAGGCTATGCCAACCTCCCCAGACATCCATCCTCCTTATACC 
TATTTGTTCTCTTTTCAACATGAATGATTTTCCGCTTACCCTGGCTATTTTCCCTATACTTTCCCTCTATCTCCTGCTCTCCTCTTTACTCTCT 
CACTCTATGGGCTATTCTACATTCTCTCATAGATGCACTGGCCATGTCCAGTCTGCTTTGATTCTCTCTACTCTCTGTGATTCACAATAAAAAC 
CTTCTCCTCACCTGTACCATGGAGAGGACATTTCAATTGTTTCCTTACTGTTTCCCTTGCAAAAGGAAGATCACCGCAAAATTTGGTGCCAATT 
CTTCTACTAGTAAGCAATCCATAAATATTCAATTAGTGCGTATATAGACAAATGGACTTCTCCTCCAAATTAATAAAACTTAAAATATAACAAG 
TTAAGAAGGCATGTAACATGAGGAGCTGTAAAGAATTCAGATAGCCTTCTTTGGTATTTTAATGGAAATCTGTGACTGAAT/TTACATGTGGAAG 
TTCTAGTACACACATGCTTCATTTAGTTAAATACGTATACAGGTGGAAGTTACTATATCTCTTGCCCTTTGCCTTGCAAATTCCACTCAATCAA 
TGCCAAGAACTGAACTAAGAAGACATGTTCACCTCTCTTTCCCTTCACGTTCAATGTGACTCAGTTGTGACCCTGAAAGGACAGTACATTCCAT 
CTGTCTCACACCTGCCTGGTGTCTGGGATCCATCTCTGGGATTGACAGCATCTGTGTCCTCTGATTTGTACTCTTTAGAAAAAAAAAATCAATG 
CCCACATCATATTGGTAACCTTTCAAAAAGCTCAAGAAGAGTGACAAGAAAGCAAAATTGCTCCCAGGGAGCTTCAATTGCTGGTGAAAGGCTG 
ATCCAATAAGACCTCCTGGCAGAAAGCACAGACATTCCAGGTCATTCCAAATGCCTGTGACAATATGTCAGTACACTGTCTGACTGCGTGTGTA 
GTAGTGACTCTTAACATGGTTATTTACTAACCAGGTGTTGCCATGGAAACAAGGTAAAGCAACATGCTCTTGAGACACAGAGACTTAGCATGTT 
AGAGAGGTGGTGCCTAAATCCCATTCTACAGCCAGTAGGCTGTTCACACAGGCAGACCACACCCCTCTAGGCCTCCTATTCTTCCTTGGGACAT 
GAGAACCCTGTAGCCACTCATCCTCAAGACATGGTATCCGCTCTCCTCTTGTATTTGAGAAGCATAACATTCTGAGGCTAAAGGGCGGAGCCAG 
CCATCTTCTTGACCGGTTGGGCTTACAATTATGTACTTGACAATCTCCAACATGTTTGAATCAGAGAGGAATACAGTAAAATTCATTCATATGA 
TGGTCTGGTACTCCTGCTTATTGAAATAGAAAAAACAGACATACATACTTAGACTCTCAACGTTTGCAGGAAAAGAAGTTGAAAATATGTTCAA 
GAGTTCAGATGGCTTCTTTGATTCGTGGTAAGTTTGAGTTCTATGGATTTGGGTTACTCGAACTCTGATTGGTCTCTGGAGTACATGTAGACGT 
TAAGATGCTATATGCTCTGAGAGAACAGTGAGCTGAGAGGGAAGCCTATAAAGTAGTGACACTCAGATATAGAAACATTTTCATATGATAGTAG 
TAATGGTGCCAGCACTTCTTGCACCAATGTCACTGACAAGCTTCTTGTTACTGGAAGGAGAAAAAGTCATCAGAGCTTATGAAAAAAAGGTGCT 
AGGAATACATGCGCAGGGATTTTCTTATGTGCAAGATTCACTGAGGTCTTTCTTATGACCATATAACCCATCTACATAAAAATATTATTAGGTG 
CTAAATCCACAGCAACTCAAGCTTTGGAGCCTTGGAAAATTGGCTTTAGGAAAAGAGATCACGTGGCAAGCTCCATGTGTCCGTTTGTCACAGG 
ATTTTTGGAATAGGATTAGGGTCAACAGTGATTTTTAAGTCTCACAAAGAAAACAAAAATCGATTTCTTGCAAAACTATCGGTGTGCAAGTTTG 
GTTTTCCAGCATAGATCCGGGCTGCCAAGAATGCTGGCTCCAGCTAGGTCTTCATTAGCCAAGTCAGGGGATAGTCAGGGCATTCATCCAGGTG 
ACCTGAGCCAAGCCCAGCCAGTCAGAAAACCAAGACAAGTTTGCCTGGTAGAGCAAGGGGCCTCACTGGCTGCAGGCTGTGAGTCCATGTGTCG 
TGACTGACACCACAACCAGGTATGTCATGAGAAAAAGTTTGACAAGGTGGATGGCAGCTCGTGGTTGCTTGGATTTCTTCCTTAAGTTTGCTTT 
CTGTGGCTAACAACTGCCATTGAATATAAGGTTATGTAGGAAGAATTTTAAGTATGGCTTAAGAAGTTAGGATTGTGTCCTTTTGTAAAAATGA 
TAACCCTACAGAGGTGCCTTTCATAGCATTAACCTGTGGTCGTGTAAATGGGTACTCAGCCTTAGAGCCCATCTCTTTAGAAAGCAAATCATTA 
TGCAATCAGACAACTTTAAAGTTGGAATGAAGTTACCACTATCTCAATTAGGAGTAAGGGGAGAGTATAGTCTGTAGGAGTTATGCGACTTTTG 
AGGGTAACACAGGT AGCTGGGC ATG CAAC C AAGCATAC AATACTGG CTGCG CTCTCATT CAACGTATCAAGAGTCTT CT CTG ATATGTG ACAC A 
AGCAAAT AG AAAACT CATAG CCTCCAAAG AAAGAT CTTAG ATTC ATCAGGTATGTTTGTATG CATATGTGTGC ATGTGTGTGTGTGTGTGG AG A 
GAGAGAGAGAGAGAGAGAGAGAGACAGAGAGACAGAGAGACAGAGAGACAGAGAGACAAAGACATTGAGGCAGAAAGAGAGAGATAGATGAAGC 
AGAAAGAGAGATAGAGATATAGAGACACAGAAACAGAGAGAGACAGAGAGACAAAGACAAAGGAAATAGTAATACCTTGGGTTTCTGGCTATAT 
AGTGT CT CTCTCTCAATTTCTTGT CATTGTAGC CTGAAAAC ATCTAAAAAT C AC AGGAACAGGGATG ACTGTGC CTCAGCAAAACTGTTAATAA 
ATATAAAAATGTGAATTTACAGCAGTTTCATGTGCTATGAAAATTTATTATGTTTTGAGGGGTTCTTTTCTACAACATAAAACCCATTCTTGGC 
TCTTAGTGGACCGGATTTTGCCTAGGACAATAGTTTATCTGGCATAGGGTAATAGAACCAGCCCAGGAGAGAATGAGCTGTGGACTCTGTCCTC 
CACTCGGGCTCTCTGACCTTGTAGCTGACTCCACAAGCCCCCTTTTCCTTTTCAAGGGTTCTGTCACCCTACACTGTGAAATTAGTCACTGTGT 
GTCTCTTCCCAAAACATTCCTTATTTCTTAAAGTCAGTATAATTACAAGGCTTGTTTAGAGCACGGTCATAAACGTCATAGTGAGGACTGGAGC 
AAATGTTGCTTTGAACATAACTCTGTGACTTCAACTAGGTGGCTATGGTAAAAAAGGAAGTACTTCCGTTTGCCCATAAACAACTGTCTTAAGG 
AATTTGCTACATTCCTTGAGTCAGCTGGATCTCTGGACAGGCCTGGTTGTTTAGCTTACTAACAGCCAATCTTTCTTTCCGACTGGCCCTGAGT 
ATGTGTGTCAGTAGGACAGAAGGCCCTCTGGGTGAGAGCAAGCAAATGAAGACCACTGTTTTAACTCAGATACAGGCGGTGGGGGTAAGTCTCA 
GCCAAGACAGAAACGCTTTTCCCTCAGCTGTGGTGTGAGTGTTTCCTTTGCAAACTTTGTTGAAATGTTATTGATGTTGTGATAGTGTTGGTAG 
ATTTAGTGTCTAACTGGTGGTGAACTGGGTCATGAGGTCTCTTGCCTTATGATTGTCTGCAGTGTGGAGAATGGGTAAGTTAGCATGGGAGGAG 
TTCGCCAAGAAAGGGAAGGCTCTCTCTACATCCTTTCTCTGGCCCCTACCCTCTCTGTGTCACATAGGTTTACCTTCCTTTCTACACCAGATGA 
CACAAAGTTTGAAAAACTTCAGAACCATTAGACAAGTAAAAACTTTCCCAGTCTCCCCCAGGTTTCTATAATAGTTGATAAAATTGGCTATGAC 
TTGTTTTGTTTATGTTGGTGTTGTGTTTGGCATATGTTTTGGTTCCTTGACCCTCAGACCCAAAGAGAGAGGTGGTTTTCTCAAGGCCAGGATA 
AAGGCACAAAGACTTTGGCTCAGAGCCACCACAGAAGAACTGTGAGAGAGTCCCAGGAGCCATAATCCAGGCGTCTTCCATATATGAAGTCTCC 
AAAATCAACTAATATTGCTTACACTAATATTGATACCATTCAACATGACAACTTCTTAAAATCACTGACAGTGATGCAGTGTGGGGCCTATTAA 
AT AT AGTTAT CAAAACTTTGAGTTGC AAGTGG C AGAAAC C AAATG CAAG ATGAG AC ATAT AAGGAAACGGC C ACATCAGCTTTAACTTTGGAAC 
CAGCCATAAGCATGCCACTGCTTACGCATCTCTTCCCTCTCTGCTTTTCTTTGCGTTGACATCATGCATCATGTGGAGAGACACACAAGCTCTA 
GCCTTCTGAGGCGCTTAGAATCCTGATAGCTCACAGTCTCAAAAAGGAAGAGATTTTATCTCCACATCTATCTCAGTAGACAAGATTTTCTGTC 

GCAAACAATGGGAAGTTGTGTGTGAAGGAAGGGGGGGGGTAGATGCAAGGCTAAAAGCAGTGCCTGCACCAACTGATTCCTGTATCTAATAAAA 
ATGTGGCTTTTAAAAACAGTAAGCATCGTAGAACCCACCCCATGAGTGTTGAGGTGATTCTGGATAATTCTTTCCTCTCTCATTCCTGAGCCGT 
CAGTCTTCCCTGGTGAAGACCTGAAATAGTACAAAAGACGATGAATGGGTTGATACTATTGTGAGAGTTTGGTATAAAACTCAGCTCTCTTTTT 

TCACAGCACCCAAAGCTGTAGGAAAAAAAAATGTATTCTTTAGAAACTACCTAGTCCTAAGTATTCTGTAAAGAGAGCACTAAGCAGGCTGCAG 
TGGCTGTGGCTCCTGCAGAGTCTTACTTCCACACAGTGACAGGGGTATGTGCATTCATCGTCCCCTGCTCTTAGAAGTTGGAATGCAAATCCCT 
TGAAGCCAGGGCCAGAGTCACTGTTCCACAGGGGACTGCCTTCCCTCACAATACAGGACCATCACTTTTAGCACAACCCACAGGTCTTCTGAAT 
ACTCAAAAGCATGAAGCTAACAGACAGAGCCTTATATGGTGCTAAGGACAGAGTCAAGTACAGTGTTAGTTAGACACCTATAATCCCAACACAG 

TCTTCTTTTGGTGTTTTTGCTGGATACTGTGTTCCATGATGCAGTTTAAACTACCCCTAAATTCAAAATCCTCTTGCTTCAGCCTTCAAAGTAC 
TAGGGCTATTGTCATATACTGCCATTCGCCAGCCTGTCAGTTCAGCTGTTTGACTTTTAACTGGCACATACCATTATATGTATTCATTGAGTAC 
ACATGTTATTTGGAAAGGTATAGACTATAGAATAACTGGCTCTACAGTGTATTGCCTCAGTTCTGTGGTAAGAATGTCTTATATTAATTGCCAC 
TGTGGTTATACCATGAACATATTCCCCTCTTACAACTGAAATCTTGTTCCCTGTAATCAACATTTTCCTACCAACCCCATAGCCTGGCCTGCAC 
ACTCTTAGTCCTCTTGCTCTATACGAGTAGTAGTTTTAGGTTCTACATAGAAATGAGGTCATGTATTTGTCTTCCAGTGTCTGGCTTATTTCAC 
ATAACACTCTGGAGTCATTCTTGTTATCCAAGTCTTTCTGTAACTGAAAAGTATCTCACTGGGCCTGTGTACCACATTTTTATTAGCCATGCAG 
CCATGATGAATAATCAAGCTACATTTTTGATACAGCAAATATTATTGCAACCAACATGGGATATCTCTTTGCCATATTGACTTTATTTATTTTT 
TTATACACAACTAGTAGTGAGATAGCTGGGTGATGTGATGTGTCTACTTTTAGGTGTCTGAGGAAACTCCATAGTGTTTTTCCTAGTGGTTGTA 
CTAATTTACATTTCTACCAGCAATGTGCAAGAGTCCCTTTTCTCTTGTATCCTTGGCAACACTTATAAATTTTATCTTTTCAGAGTAGTGGTTC 
TAGCAATGAGGTTGTATCTCATTGGCATTTTGACTTCCAGTTTCTCAATAAACATGATGTTAACATTTTTAAATGCACATAATAGGCACGATTG 
TTTTTTTCTTTTGAGAAATGGGCATTCTATTATTTATCCATTTTGAGCCATACCCTTGTTATTAGATTGCTTTGTTCTGTATGTATTTTGAGCA 
TTAAGCCCTCCTCTGATGTATAATTAGTAATTAGAATTCCTTCTATCCTTTCATTGTTCACTGGCACATTTTGAAGAGATGTGCTGTGACCTAG 
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TGCTGGCTTTGAAAGCATCACCCTGCCTGTTCTATTGGAGACATACAGTCTTCAGAGGCACACAGAGAGACAGGAGAGCAATGAGGAGCTTGGT 
GTG ATCTC CAGGGTAAAG AC CTCCATTTAGGC CAGGTTGGTGCT CTAG ATAAAGGTAAG AGGAAGCTGCATT CGCTC ATCT C ATTTAAAGAC AG 
AGGAAGCAGGTTTCGCCAGTTTGAACTGCCAAGTTGTATGGAAAGAGATGAGAAAAGTCAAGGATACCATCAAGGCTTTTTGTTCTGAGAAACT 
GGAGTAAAAATAAACATTTGTAGTTTACTTTGTTCTTGACTCACATGAAAGGGAAGTATATTTCTGTGACAGTTAAAATAAGTACATGGGTACT 
TTGAAGTATGGTTTTAAAACTGTCTTAAACTAAAGCCATGAACTTTTATTGTTCTGCCTATGCAAGCAATGTAAAAAAAATGCATGCATATGTA 
TTTTTCAGAATACTAAGATATATAATAATATAATACACACACACACACACACACATATATATATAGACTGTTTGCAAAACAATGAATTCTTTTC 
TGT ATCATTTT ATAAATG ATTATGTGT CCAGGAATGAGAGTAAAG CTTTTTGGAG ATGCATGTAGC AAGGGTT C CTTATT AATTT CATAATTT A 
ACACATTGAGCTAATTGGTTTGCTCACAAGGGCGATAGCTGTTAGTCACTGTACCTTTATTCAAGAGGAGAGCAGCTA^ 

TAAGATGAACCTTGGTCCTGCAGTCTGTGCATGGAACTGACCCCTCTCAGCATCAGACTCTCCAGCCATTCCTTTCATTACTTTGGACCTCGGT 
CCCACATCTTATAAGTGAAGGTAACAGAAGCCAGTGTCACAGATGCAAAAACAGCGTCTGCACTCCAGGTGTCCCCGATTACTAATGACCTCCA 
CTGGGAGCAGTTTAGTTAAACAAATATTTGGTTCCAGCTGTATTCTAATTTATGTACTTGTTCATGTTCTTCTTTGCTATAAATGATTGCTGAC 
CTTATTAACTATGGCCCTTGTGAGTGAAGATTGAAACCAATGAGCTTAATGTGTTAAAACTGTGAAATTAATAAGGAACTTTTGTTACATGTGT 
CTCCAAAAAGCTTTATTCTGTTTCCTGGGCACACAACGATCTGAGCATC^GAAATGAGCAGAATAAAGCTAGACACTGTAAATCTATCATTGCT 
CCTGAGAAAACTTAATTAAAAATATACTCCAATGTCTTTTTCATATTTGAAAGGTACAACCTCAGATTATTAATTTATTATGGTATTTTACTTT 
GAGAC AGGATCTTATGT AG C CC AGGTTGGC CTGG AACTC ATTATGTAG CC AAG AGTGAT CCTGATT CACCTACC ACC AACT C ACACTTG CTAGG 
ATT AT AGGC ATATGTCT CCATGAT CCATAG CAG ATC CTTT AAAATAATGGCAATG AATAAATAAGT ATATAAGC AGTG AAGAAAC AGGATGAC A 
GTGTGAGACTAGATAACCAGATAACCCTAAACTCTAGACACTGGTATGTCTGTGTACCCTAAATTATTTAGGCTTGTGGTGCAAGACGTCAGAA ' 
TCCTTCTTTCCTCAGATGAGAACATTGATGTCTTCATGTCTAACGTGTCTGTTTGCATTCAATGAGATTATGAATATCTCCCTGGGAACTGTTG 
GCTCTATTAGTAGGGAATATATATTCACATGTTTTATTTTAAACATTGCTGTTCAGTTTTGGAAGACTGTAGCTATTTGAAGCTATCCATGCAC 
TCTATTAGAAGTGGGAATTTATTTTTAATTATCAATTAAGAAGTCATCCATTGTATGTGACTGGCTTTGAACAAAAAATAATAATAATTAAAGC 
ACACACACACTGTGTAGACAGACATTGTTACAATGCCAGTAAAGGGAACAACCACAGCACATATGGCATGAATGTTGCTTGAGACCTGAGTATA 
ATCCTTAGGTCTTGAGCAGAATGAGACAGCTGACTTCCTGTAGCCGGAAGAAGAATGAGTGCTTGCTGTGTACAATGCTCAGGAAGGGCTGACA 
G AGACACAGG CGAGC AGCGGAGGTGGGGAAG AC AATTACAAAGG AAGC AACGAAATCTGAACAAAT C AGAGACTCTCTAGAAGATAACC CAGGT 
CTCTGTACGAATAATCAGTCTGTCAACCACTTCCTCTACCTGCTCTCTCTATATATTTTTATTAGATATTTTCTTTATTTATATTTCAAATGCT 
ACCCCAAAAAATTCCCTATACCCTCCCCCCCCCCTGCCCTGCTCCCCTACCCACCCACTCCCACTTCTTGGCCCTGGCATTCCCCTGTACTGAG 
GCATATAAAGTTTGCAAGACCAAGGGGCCTCTCTTCCGAGTGATGGCCGACTAGGCCATCTTCTGCTACATATGCAGCTAGAGACAGGAGCTCT 
TGAATTGGAGGACTCTCTGCTAATTGTCTTGTCTATACCTGATAGCCACCCTTCACTAAGCACTCTCTGAAAGTCAGACTTTATATACACAATC 
TTCTCCTCTCACCTTTAGTACTATGTCGTTATCTCCATATTCAAATGAAGGAAACTAAAGCCAAACATTTTTCCTAAAAGACAAACAGCAAGTT 
TATGGAAGACGTGTAACCTAAGGCTGGGATTTTCCAGGAGCAGCTCCCATGCCTTCTTCAAGACCCTGGCTTGCCTCCATTAGCAAATGTACAC 
ATCACGTGAGCATGTAGACCCCAACTGGCTTCTCCACTGTGTGCCCCGTCACCTTAGGAGTGAGAAAGTAATGATACTTGCAAACAAAGCATCC 
ACGTGTTAC ATTATCT C CC ACAC ACACTACAAAC CAC AC ACACTACAAATACTT AAAAC CAG CCCTCAGGCTTAATT AAC AAG AAGTAAACTAT 
AC AATTTTC CAAATG ATAT CTGGACTCATGTAC AGTG AGCTC ATATATTCATTTATTC CCAGAG CTGTATAACTTCAAAATTAAACTAATT AAT 
TCCTTGTATTGTCAAGCAAAACATTGACAATTTTTTCCTGTGACCGCCTGTTCCTAGCATGCTTGTTCTTAAATGTGTAATGATATAAAGTCTT 
AGGTGATTGTTTTTGAGTTGCGTTGACTTTCATGCTAATTATCTGAGTGATGGACAATGTGTTCCATCTCCTAACTCACATGGCCTAATAGACG 
TGTCAATCTAACACAGTCATGGCATGAGTGCCAGCTGTTTTTGAAACATCGATCTGTCATCTCACAAGATGAGCCTCCCAATTTTCCTTAGTGT 
ACTTAGTCATGTGTAACTAGGTCTTAAAGTACCCTAAGTTTCCTTGAGGCACAGACACATGCAATTATTTTCATCGTAAGTCTTGCCTGGATGA 
AATAATTGAACATGAAAAGTTGCTGCACCCCAGTGAATCCAGTTTATAAAAGCGTGTGTGATGAATGAGATAGGGCAGATTCGAGTGATCGTTA 
TGGAGAAAAGGCCATTCAGATTAAGCAAACTGACTCCTTCAGTGTGTGGGTGCCACAGAAGGCATTCATACCAGAAAGCTGGAAATAGTAATTT 
TTCCACCTTCCCTTGATGTTTATGATTTGTGCATTTCTCCAAAACATCTTCCTATTAGGATGAACTCAGTCACAGGATGATAGCAAACTGCGTG 
CACCAATGTGTCCATGTCTCTGGCTACTTTATAACAAACCACCCTGGACTTCATGGTGCAAAGCAATGATCATTTTATTATACTCATGAATTAT 
GTAGGTCAGGAAATCAGACACAGCCCAGCAGTGACTCCTCTGTCTGTTGTGTAATGTCTAGGGTCTCAGCTGTGAACAGTCAAAGACTTGGGAA 
CTCGAATCACTCTTAGTGTCTGTCGAGGATGATGTCAAGAAGCTGGGCTTCTTGGCAAAGGCTTTTTTGAACGTATGCTTTCTGCAGGGCTCGC 
CTCTGAGGCCTCTGAACTCTGAAGAGGACCATGCAAGATCACGTGAGATCTTAGAGCAGATGCACCTGAAGCATCGTGCACGTGCACATAAGCG 
GGCCTTCTCTAGTCTAATTTTGGCATCCTTGCAGCAATGGTTCACCTGGATCAGGGAAGCACTTGACTTACTTCTTAATGGGTGAAGAACAAGA 
ACATGTTACTAGAAGTTTATTCAAATTGACTGGCCGTGATTACTGGTCAGCAACAGCTGCTGTGGAACTGTTGCAGGGGCAAAGGCAGTGTTTA 
GGGTCACATAGTAATTTAAATATCACCTCTCAGGTAGGACCTACATCACTTCTGCCTGCATTTTAAGGCTTGTGGAGCCACGCCTAGATTCATC 
ACGCAAGGGTGGTGTCAACTGTGTACTCAGAAGGAAAAGAGAACTACCAATATTGATGAATGGTGATGGTTATGACCACTTAAAAATACTGCCT 
CCATGATGAAATGTGGATGTTTCTTTCAAAGCTAGTTTTTGTAATTATTTGAATCAGTTCATACGTGTCTTCTGCCATCCACCAAATATGCTTG 
ATGGGCAATGCACGTAACATAAGATGCTGGATCCGGGTGTGTATACAGCCCCCATGAAAGGCAGGAAATCACTTGAAATTTCGGTGTATGGCCT 
TTTCAATTATTTCTGTCTTTATCTCCCGCAGTCATTTACTATAGTTTGCACACCCTACTGTTAGTCAAAACCCTGATGTCATAGTCATCACATC 
GGTACCCTTTTGTAATCTGTGATATTGTATAGAGTGTGTAGCTATAATTAATATGGAATTGCAGGTAGATACTATTAATTGAAGTGTCCCGATT 
AATTTAATT ATTTCTTAAAT C ATTTCAAACAAGAGTTATCTTAC ATC AAACTCTGATAGATAG AATGGTTCGTT CTTACTTT CATTTAAAATGT 
ATATAGATATTAAAAGTACAAGTAGTGGATAAATCCAGGTATAAAGCAGCTTATTTTTCGAAAGCAGAGCCTGTGGCTATACTTCAACAATAAA 
AAGAG CT AAAACC AGTGTG AGAC CTG CTGGGG AC C AGTTTATATTTTTGTCTATAATG AG AAAATC ATAGTAACAAATTGTC AAACAAT CCTGA 
TGCCCTATGAGAAACAATGGAGAAAAGGCAAGCTCTGGGACAGGCTCAGAGGTGACAGGGTGGATTTAATTTACTTGTAGTTTGACATCAGGGA 
TGCATCTGTGCATCTGTACATGTAACAACTTTAAATGCCCACCCTTCCTTTCCACCTTGCTACATCTGGTACTGTAGAACACTGCATACTAGCT 
GGCCTGGGGACTCTGAGGATTCCCCTGTCTCTGTATCCCATCTTGCTGTAGTAATGCTAGGATTACAGACTAGGAATGTAATCGTGTGTGTTTT 
TATGTTTGGCTTCTCATGGGTCCTAGGATCCATTCTTCAGAGTTGTAAAGCAAGGGCTTTGAACATTGAGCCATCTCCCAGCCTTGGGGAAATG 
TCTTCACAGGTAGCTCTGGCTATGTAGAAAATTGCTGGCAAGCTTAGTTAATACAGGCACTAAATTGTGCTGCAGAATGCTCCAGTGAAACTCT 
CTATGGATAACTTGGTAAAAGATCAAGGCACTTCAGTTAAACAATTTACCTAATTACCTATTTAAAGGCATCTAAAAAGAGATAGAACCAAATG 
AACCCATTGGAAGCATAGACTAGAAATGCAGTAATATCATGAACATGTGTTTAAATAAATGTGTACATGGCAAAAGCCATACAGCAGCATGGCT 
AAG CTTCTTCATCAACATGT ATT CAAAATTATG AG AAAACCT ATCTC AAAAGTTACATGAGACAACTACTTGTCCAGTTTTCTGTCCTGGCACA 
TCTATGTTGAATAAAACCTGTCAGTATAGGCTTATGATCAGAGTCGTAAATTTGCTAAAACAGGTACCTCTTCCCTAGGTCTGTCAAACATGGT 
CAATC AGTTAC AGCTT AGGG CTT AAAT CTCATCTAAGGCTGAGTC AG AAGAAGTTAACATAGGTTCTAT CAAAACC ACACACAATG CTGGAGAT 
AAACATTGTAACAATGACTTTGCCTACTATGATAATGAAATGTCAGGTCTTTTGAGGTCTCAGTCAGATGTAAAACAGACTAGATACTGATTGT 
GCTAACAGAAATTTACTGAGGAACTCAGCATTTGTCTCTCAGGAATCTTAGCTACATTGTGGCAGACAATGATTATCAGGTTCATTTACTTAGT 
GCTTTGCGGTCCAAAGCACACACCTCTCATAGCCCAATGCTATATTTCTTGTACCCTCCCAGAACTTTGAAGGCTGTCATGGTCACTGTTCTAT 
AGTAGTGAAGAGACAATGTGACCAAGGCAACTATTATATGAAAGAAATCATTTAATTGGGAGCTTGCATACAGCTTTATAAGTTTAATCCATGA 
' TTATCATGGTGGGAAGCATGGCAGCAGGCATAGCAGGCATGGTACTGAAGAAGAAGTTAAGAATAAGTGGGCCTAGCATGGACTTTTGAAACCT 
CAAAGCCTCCCTCAAGTGACATACTTCCTTCAACAAGGCCATATCTTCTAATCCTTGAAGTCTTTTCAAAGAGTTCCACTCTGTGTTGACTAAG 
CATTCAAGTATACGAGCCAATGGAAGCCATTCCTATTCAAACCACCACAAAGGCTAATCCTCTCTCAAAAACAAAAAAGATTATGTATATGTGT 
ACATTTTCATAAATATGTCTTACATATTTAAAACTCTGCATGTAGATATAATTCTAAGACTTCCTAAACATGCAGAGGGTCTATAATACACTTT 
GGCTAGCTTGTGTTCAAATGACATTTTGTTGTTGTTGTTTAAAGCTAGGAATTGCCTTCTTGGAAATATCAAATCCCTACAGAACTATTAATGA 
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AAAATAACTATCTCTTTTAAAGTAATTT 

TCTTCAGTCCTCAAAACAGTCCTTTACCAATGAAAACTCCAGACAGCAAAAGATAAGGTTGAGCTCACAGGACTGGTCAACCATAGGGATTCTA 
TCACAACTCTGTGCTGCGTGCATCAAAGCCCCAAGACCCTCCAGCCTCTGCCCTCAGCCTCAGTTCTTGCGCGCGCCCGACTGGCCAGCAGTAA 
CGACGCTGTAACAGGATCCTTCTGCACACGTTTATTGGGAGAGCTTGATTGCAGAGGCGAAGAGACCCTGAGCCCAGAACTGGTGCTGCTTTTA 
TAGGCCTAGGAGAGGCGTGTCTCATACCCGGATTGGTTATGCACTACGCCTCATTTGCATGTTCCTCATCTGATTGGCTACTCTCTCTCTCTCT 
CTCTCTCTCTCTCTCTCTCTCTGTACCTCACAGAGCCTCATTATCATACCTCATTTGGATGTCTCACATCTGATTGGTTATACTCTCAAAGCCT 
CATTATTATGCCCAGGCCAGGCAGTGTCTTTGCAAAAAACTTTACTGCATATGTACACATTGGTTGTTTGTCCAAACTTATGCGTGGTGGCCAG 
C AGTAGT C AGTGCCACT CTGCAACGG CACATGNNNNNNNNNNN^ 

NNNNNNNNNNNMNNNN^^ 
NWNNNNNNNNWNN^ 

GCGTG C AGCTTCTACCT CATTTAAAACTTG CTAAG ACC ACATGTATCTG ATCTACATATATTC CCTGTTATAT CACAG ATGCTAGGTGTGATAT 
AGCACACAGTTGATACCATCCCTTCTCAATAGTTACTGCTAGCCAATTCCCATTGAATGCCTATGGCAATTGACTATTTTGTTAATAGAGTTGG 
ACTCTGTCAATCAGTTGAAAAAGTCACTTCGTAACTTTTCCACTATGCTAAAGGTCATGGCAAAGTTGTACGAGGACTTATGAAGGTTCTTTGT 
TAGTGTGTTCACAGTAGCAGCACTAGAGAAAATCTTATGCAGTTGTTATGAACAGTTGTACTTAAAAATCAAAGAAAAACTAGATTAATTTGAG 
GAAGTCTGTCTTCACCAACAGAGTTTAAATGCCCTCCACATTAAGTGGATGTTTTTAAGTTTTCCATGCAAGAATTCAAGTTTCTAACTCTCAC 
TGGACAAGCTGTCTTATTCCCAAGTCTTGCTTAGGATCTTGTTTTTGATTATATTACCATAAATGTTTATTCAACATGTGTGATACTCATGACT 
ACTTACCATTGAGAGAGTAAGTGGCAGCCTAGCCAGTCCAGGGCAGCCATGTTTCCTTACACTGATGAGCGATGCCCTTAATCACCTAAATTCC 

aaaactAttacacttcccatgcagcattgagcatcaaaccattccttataataatacctcagaggtctgggccctttagctccctcagtgacaa 

AGCAATGACACTAAGCACTGTACAGGACCGATCTGGCTTTCAAACTAAAAACAACTATAGACAGTAGAAACAATGGCCATCATCACTTTTCTTT 

cctcttaggtgaaggaaccagaggctgataaaacttaaacccctacaatagaaattaaataaaacaaatttagtgagtcactatggcccaggaa 
aggcaataagtggttaaaaggtaaactgctgtcacgatgctttcattacacagagattttagggacatgacatgaattttggcacagaaaatcg 
tgtgtaaatatcacgtgggctatggtgaaaggcttaactatttattttcctacctcagtattaattacctgagtcacatatataagaatgggtg 
aataaatagatagatagatagatagatagatagatagatagatagatagatagatgagttcttttttgtatagtttataaagaagttcctaact 

AAAAACAAGTTCCAAAGTACTGTGCTCTTTTATGGACTTTCAATCAGTCTGTAAAGCTTTTGTAGGGCCTATCATGAGCCAGGCTCGGGGCAGT 
TAGGAAAATGCAAATTTAATAAAGGCTTTGGCCATTAGGAGCGTGTGTGTCTTTCTAAGTTACGTCTATGCAACAACAATGCTGTCTGTACAGT 
AGAGTAGAGGGCTCAGAGAAAGCAATGGAAATTCACAGAAAGAGGTGAAAGCCCTTGTAATTCATATACCCCAGAGAGGAACTTAAAGAGTGTG 
TTTAGTAGGAATAGGCACCTGCCAAAGAATCTATGAACCCCAAGATATCCAAACTTCTTATAGTCCTGGAAGGAGTTTCTTCTGAGTTGGCTCA 
GTTGTGCACTGACCGCTGTTTCCTGCTACATCTTCTCAGAGCAAATAGGAAAGGAAAAATGCTTCTGCTCTGTATTGTATGCTCCTTTCATTAA 
ATCACCCTCGGGACAACTGAGTGTTCCAGAAATAGGTGTTGGTTAAAAAAAAAAAAAAAAAAAAA 

ATCAGAAAGTGCCTCTGCTTTGTTACCAGCATAAAGCATTCATGAAATCAATTTTCAGCACCCACTGGATAGGGCTGATGTGCGAACTAGCTTT 

GCGTAG CCC ATCGTCTT CTTT CGGAG ATGATTTGAC AGG ACTGG CATTTTATC ATGAAT ACAAAGAGG ATGAGCATATTCT C CTAATATATTCA 

TTACTTCCCTCTCCGAACTGGTAAATAATATACATATGGTAATTTGAGAGACATAGTGTTCCCCATTGCTCCTTTTTATTCCTGGAACTCTGGC 

TGTCTTTGTAAATGCTGCAAAAATCAAAGGCAAAATTACCTCAAAATTTGATTTTGGAGTCCTTCTAGTCTCACTTTCTGGTGCCCACACAAGA 

GCTATTGCTTATTTTCTGTTCTGAGCTGTATTATTCAATAGCATCACCCCTTCTGGTTGCAATCTTATTGTAGAACCTTCTAGAGTGACTCAAA 

GAAGCCATCTATTTATTCATTAACAAGC^GCTATTAAGTACCTACTCTGTCCCAGACAGTGTGCTAAATGTTCAAAAGAATAAGGACCATGGAA 

GCCTATGGCCCAGGCCCATTCTTGTTTTCTCGAGTTTTGTAATCATTTCTCACACAATTATAAAAATCCATGGCATCGTAGAAAGATAGGAAAG 

ACTGTGG AGTGGATGCCGTAAACAGAACTAAATGAATAATGAATGACAAGCTGAG AAAATGTGAGTGTTTG C C AGAG CATGTGAGTCT AATTAG 

CAGG CATAAACTG ATATGCT AAACCAAAACGTG ATGAGATTTTAGATC CAAAAGAGC CATTTTTATAGACTGGACCTGAAAGAATTGGATTTTT 

AGATGGGAGTATGAAGGGAGATCTGAAGGGCAGTTTTCTTAGAACTAAGTGAAAACGAGATGTTTTACTCTGCACGGACTTGATTGACTTGCCA 

TGGCTTGAACGATGAGAATACAAGTCAATTGTGATCAGTAATTTCTTCACTTGTATACTTAAAAGTGTTCATTGACCTACTGCGTTAGATGAAT 

TGGTCTTTGCTGAAAGCAAAGGAAATTAAAGGTCTGCTCTTCTTGAATTTGTGTTCAGATGAATGGACAATGGGAGTAAATCAGTGTATGGAAG 

CCCCAGCTAGATAGGCACCGAGACGTAGGCTGCAAAGAAGACAAATGGGTGGAAGATGTCTCTATAAATATACATGGTTGTTAGGGCAAACTGA 

CCATGCACATTGGNNNMSnSINN^^ 

NNNNNNNNNltfNNNM 

NNNNNNNNNNNNNMTNNNNNN^ C CATTC CACAT C AAATGTGTTCC ATGGCTG CAATCAAGTCCATG CTCAAC 

AGTACATGAAGATATGACAGTCTGGTTTCCATTTATATAATTGTTTTGTTGCCTTCTTTATTCTTACTGGATGAGGTCTTATTGTGCTGTCCTG 
ATTGACCTGAACTCTGGGTTTCAACAGTCCTGATACCCTCAGCCTTCAGAGCAAGGTGCCTCCCAGTTCTGCGTTATTTTACTCTCTCTCTCTC 
TCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTTTACTAACTATGAATTCACACCAACAGTTTCTAGAATCTCTTTTAAAGCATACCT 
GATAATGATGCTGATATTGGTTAAAATAATGTAACAAATGCTTCTTTTATTACTTTATATGAATTACCTGTCATTTAATGCTCTGAGATGGTGT 
GGGG AT ATAGGGCGCTGTTATCGTTCC ATTTTAT AG ATGAGAAAACTGAGTACACAG AG ATAA&GT AACT CAGTTATTTG CATAAAG CAAGTAA 
GTGGTGC C ACTAG AGT ATAAAATCAAACAAC AT AGTT AGAAACACTAT C CTTATGTGT CTTTAGTGTTTATTTCTTC AC AGGTC CATCATCTTC 
ATAGACACACACACACCGTACTTAAAACCTGCATGTCCATAATTTCCACAAGCAAGCACCTTGAGCTGAAACATTCGGGGCTGTTTTAAAGTAA 
ATTTTGCTATTATTCCTTTGGCAGAATTTAAATTGTGAAGGAGATTTTCAAGTGATTTCCTCTCAGGCTTCATTTAGAGGCATTGAATAAAGTA 
ATAGCACCTTTGAGAATGCACCTTGACATGTTAGTGTTGGGCACCTGTAATGATAGCAACGTGGGAGTCTGAAGCAGGAGGATTTCGAGTGGCC 
AGGCIAGGGGAAAGAGAGAGGGGGGAGAGAGGAAGAGAGAGAAGAAAGATTCCTACTCTGGCAGACTAACTGTTTCTTTAACTATCACTATTAAA 
TACACTAAATTATTCTTCAGCTCCTCCTTCACTGTGGATCCATGGCTTTAAAACAAGCACCGTTGTCCCCTTTGCCTGTGCATCCTGAGTCTCT 
ATACACCTTTAG CATTCTGAC CCAGG ATT CT CAATTGATTGCC ACTAAAAC CC CAGATATGGGTAC AAATCTGAGCAAATTG AT CTC AATATGC 
ATTAGCATAATTAGAATTATCTAGGGATGTCAGATCATCTTAAGCACCTACAAAGTCCTATTTTGAACACTTAAGTATAATTAGCATTTGTGAA 
AGGTCTCTGGTTTTCAAGTGTCTTGCAAGACTCTTGTTTTTTTTTTTTTTTTTTTAGTAAGCTTCTAAAAGCTGCTTGTCTTTAGGTGTTCAGT 
GAACGGGAAAGATAAACATTTGAGGCTTGCCCTTTTCCTCTTTCTGACTAAATGCGGGTCATAAAGTAGAGCCACGGATACAGCAAGCCCCATC 
ACACAGATGAACACAGATAGCCCTTGCCCTCATGGAAGGGATCATGTAGAGTCCTCTCTATTCCAAAAGAACTTCACAATCTCCATAACTACGT 
TTGGCATTTCACATCTGTCTTGTGCTTTTGTGACATGTGGATTAGCAGACAGTGCCTCGGGCTCTCATGATGAATGTAGGGTAATACAGCAGCC 
CAGAGCCATGGCACCTAAGTATGACTTGGATGTGATCCCACTTGGATATGATCCCTAAGGGACAGGATAAGGACACTAGATCAAATTTGGATCA 
AAGAAGAATTGGAAATCAAAGAGTTGAGAATAACACCCAGCCCTGCATGTGCATCTGTTTAATTAGTCTTTTCTCCATCCATTTTAAATGTGTC 
AAAAATGTGTAAAGATCCATTCAAATAGAAAAATAGTAATTTTTCATGGAGTGAGGGCAGGAAATAAATGTCAGATTCCCAGTAGTAAATAAAT 
ATAATTTTTAGACATATAATTAGCTTTCCTCAATCTCAGTGTCTTCATCCTAAAAGGGCTTACTTTTGGTAAAGGGGAAATAAACCTGAATTGT 
TC AGTTGG AGTC CAGTG AAAG AG CAGC AGGC AAAAGAAC ATCACAGCTGCTACAG ATCCCACTTT CT C AGGAATGAAC AG CTC CTTTG AATGGT 
GTCTACGTTATCCAAAATGCCACAAAACAATTGATGATAAAACTGGTGGATGGACATATAGTCTGAATGTTTCTCAAAGCTCTTAGTACTCAAA 
GAACTTAAGAAAAGGGGAATAAGGAGGTTTGCCTAGAGTAGAGTGTTTCGGGCAGAATAAAGAACCCCTTTATCTTCATTTATTAAGTTGAACA 
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GAACAAATAAGAAGCTATCCATCTCTATAAAAAATCAAATACAGTTAGTTCCTTAAT^ 
TAGTGTATTATTTCCTTTTACCCAGATAGATTTCCTGAAACCATAATATTCAGAGGCAGAGAACTAA^ 

AGGGGTAAATTATTACTATTAGAGGAGAAAGTTATATTTTTAAAGCTTATAGTATTATTTTTCCAAATTAATTTTTAAAATAGTATTTTCATGT 
ATTCTTGAAATGTAAGTATATTCTAGATTACGTAAATAATTGATAATGGACTACCAAGAAAAAAGTATACATGTAATATTCAATATACAAATTA 
GCTTCAGTAAATCTCTCTTTTGAGTCATTATTTCCACTAAAATGTCTCTTACATTGAAATTATTCTATGAAATATGAAATTTAGAATATAATGG 
ACACGTTCTTTTGTTACTTAATCATGACGTAACGCTTTGTCTCCTTTTCATATTTGAAGTGCAGAAACGCCTTTAACATCCTAGGAAAGCCATG 

AATTTTAAATGCTTTTGAAGCAGGACTCATTTTGTTTCGAGCATTTCTTGGAATTACATAGAGTTGAGTAAATATGAATATGCCAGCATCCTTC 
TAAATGGACTACCTTTAAACTGTTTCAAAAGTAAACCATGCATCAAAAGTCAACTCGGAAGACCTGTGTTCTCTCATAGCCCTAGACGTACGCT 

TTGGGAATGAAAGGGTAGCAATAAGATTACAGGTGTACATATCACAATATATCACTGTAGGAAGTCAGGGCAGGAACTCAAACAG^GCAGGAAC 
CTAGAAGAATACGCTGATGCAGGAGCCATAGAGAAGTGCTGGTCAGTGGCATGCTCCCCATGGCTTGTTCTAGCTGCCTTCTTAGAACACCTAG 
GACCATCAGCCCAGCCATCACACCATCCACATGGGCTAGGCCCTCCCACATCAATCACTAATCAAGAAAATGCAGTACACAAACTTGCTCATGA 
GCCTAGCTCCTGTAGACATTTTCTCAATTGAGAATTCATCTTCCCAAATGAAAATGACTCTAGCTTGTGTCAGGCTGTTATAAAAGTGACCAGC 
ACATACAGCGACCCAAAACTTCATAGGTACTTTGAAATAAGTGAATCTCCAATCATGCTGCTATGCTTTTAAGAATTTGTAACTATCCCTGCAA 
ACTGTTGTGGGCTATGTCATGGTCTCTAAATGCCACGCTCTTACATCCTAAGCAGAATGAAGGATGAAATAGGAAGTAAGGTGTGGCACAATGC 
AGACAACTTTCCTCTGGGCTCTCCTTACAGGACACTTCTCAGCCATGAATCTTACTGGCCTCTACCTTTCACATAACCAGGGAAACCAAAACAT 
ACATCCATTTTTTAATCTTGTGGTCTTCCCCAGAGATTCTCAATCTTTTCTCACTGTTCCTCCCTCACAAAAGAGCAAGCATAGGAACAAATGA 
GAAAGTTTCTGACTGCCATTGACTCTGGGAAAATATTAGTCTTGTGCTGATTGTTGCAGTGATGTACATATAACATGAAATTTACTATCTTAAT 
CATTTCAAGTGCATGGTTAAGTACAATCACACCATTATGACAATCCCCAGTATATTTAAATTTTTATCACACAGAACTGAAACACCTTATCTCT 
ATGCTACAGTAACCAGTCCTTTCAAAAAATTCCAAGTCGTAAGTCTAAGATTAGGCAAGACATAGCCTTTGTGCTCTTAAACACTTTTCCAAAA 
TATATTCATTTTAAATTTGTATGTATAAAAATGAATAGCTATTTTAGCATACAGAATTAAATCAGTCATTTTAATGATTCTACTGATTGGCTTC 
CAGGAGCATCTGTGTGTCTTCTCATTAAAGTAACCAATGCATTACAACTGTCATTGCTCTGTGACTCTTCTTCTCTTGCTTTGCTATTTAATGT 
TTCTTTGAAGTCAAAGAGTAGCTCTTCATGATATGCATCCAAGTGTGCACTTAAATCATAGAACTTATTCTTAGCAAGGAAGTATGTAGTGAAG 
CACCTGGTCAAATGGGAAGACAGCCTTGAGAAAGACAATGTTTTTCCTGCTGAATTTCTAGGAATAGCCAACAAAGTGGGAGTCCTGATAGGTG 
AGACCAGCAGTGTGCTCTTTCATAACCTCTTTCAATTACTCTCAACTCTTCTTTATTTTTGGATCCTATGTAAAATTTTCTATAAAGAAAAGAG 
GTTATACTATGTTTTGAAACAAAACATCTTGGATCTCGAGGAACGTTTTGTCTCATTATTGAGATTCATTGGAAGCCTGTCATTGAATGAAAAG 
ATATC ATTG AAAACATGTGG CCTTTAAACC AAC CACCG ACTCTCTC C AAGC CTCTTTTCTTTATG ACTAG AATGAGAAT AACGGTGTAT ATCTG 
CATCTTCTAACIACCTGAGAAGATTTAAAAGCAGTGAGCAGTGTGCTGCCAGCCTCCTCACCCTGCTGCCTAACAAGGTCCC.TCCCACATGAGCA 
GAGCAATCCAGGAAGCAGGTGACAGAGGATGAGGTAGTCGAGAGCAGAGACAGGAATATAACAGAAACTGGATCTATCTGGCTCTGGATACTAG 
ATCTAGGTTGGACGTAATGACATTGGGAGCTGTGACTGATGGGTTCTCAACCAGATGCCACCTTTCTCAGTGTCTAGAGGAGTGGTATCTAACA 
ATGAGTAAGATGGTTTCCCAAGAGAATTTGATACTGAAATCTCACTCCGTCTCGCTCTCGTTCTCCCTTTTCCATCCCTTTTCTTCTCCCTCTC 
CCCATCATGCTCCTCCCTCTTCCTCCACCTTCCTTTGCATTCCTAGTGATCAAATTCAGAGC CATC CACATGTTCGAAT ATT AGTTAGGCGCGC 
TTTCTAGCACTGCGGTACATCATCAGCCCTGGAAAGACTTATTGCCATGAATGAATCGTTACTGGCATGTACGTGATCAAGGCAGAGCCACCAT 
GGTCCATGGGTTCTGTTAAATACCTCACTCTGAACATGACAAAACCTCGATATAACAACATTAACAGCTTAACACGTCACTCGTGCTGACCTTG 
AGAAACTCTACTTTTAGAGACTTTCTGACATAGGTGCCTCTCCCCATCATTGATTTCCTCTTCGTCTGGTAACCTGGAAATTCTTCAGGTTACT 
TTTGTTCTGGTTCTCTTCTTTGTTCCTTTGTCCCTCTCTTCATCCCTTCTTCATAACTTTTTCCTTTCACTGACTTCACTAAGACAAGATTCTT 
TTGTTTTCTTCACTAACTAGTAAATTGCTTCTTTCCCAACTCTTACTCTTAAAAGCAACAGAATAGAGCTCTCTAAGGGAAAATAACATAAAGC 
TTGAAACCACATAAAACTGCATTTGTATTTGTGTAGACATGCATGGATTGTTCTTTAGGCCAGTAGATTCAGAGACAAAAACAAACAAAAACCA 
TCCCCCAGTGTTACAGATAGTTAGGGGGACTGGACTGTGTAACATCAATCCCAAGAAATACCTTAAGTAAGTACTCCCAGGTTCTTTAGAATGA 
AAAATCTAGGAGGTGTCTTAGTTCTATTGCTGAGAAGAGACACTATAACCAAGGCAAGTCTTATTTAAAAAAAAAAAGCATTTAATTGGGGCTG 
GCTCACAGTTTCAGAGGTTTAGTCCATCCATTATCATCATGACAGAAAGCACTCAGGCAGACACGATACTGGAGAAGTAACTCAGAGTTCTACA 
TCTAGATCCTGCATGCAGCAGGGAGAGAGACACAGGACCTGGCTTGGGCTTTTAAAACGCCAAACCACACCCTCAGTGATTAATTTTCTCCAAC 
CAGGCTATACCTACTCCAACCAGGGCACACCTACTCCAACAAGGCCACACCTACTCCAACAAAGCCACATGTCCTAATGCTACTCCCTAAGCAT 
TCAAGCATATGATCCTATGGGAGATGTTCTTATCCAAACCATCAGAGATGGTATCAGATGCCCTATAAAGGAGTAGGGCTTTCAGGCCAAACTT 
ACTTTGAAAGGTTCTCAAATGATTATGAGACACAACGGGTTTGGGCAACATAAACAGGTTGTTTTTATAAATTTCAACCACTGGCTTGCTATCT 
TATCACTCAACCTTTTACCAATGAGCAGATTTCAACCAAAACAAC^TTTTTTTTTGATTAG 

TATTGTCAGACTTTAAATCAAGTGGGCAATTATTTATTCCCATCAAGGCAGCCTTTTGCTATCCTGTAGCCAAAATAATAAATACTGGTTGTTA 
GTTTTATATTCAACCTTGTTCCTCAGTGTTTTAAATTATTCTGATACAGCTTTGGATGGAGAGTGAATAAAAAGAGGCATGGTCTCTGGAGCCC 
CAGATCTTCTCATAAAGACCCAAGAATAAAGTGGTCTAAACAACCCTTACACACTTGCTCACTCACTCAACAACTCTTTGGAAAACTCACCCAA 
TCCCAGCTCCGTCTCTTGATTTACTCTTTATTCTCATGACTGAAGAACTCAGCTGTTTATGTTTTAATAAAAAATGGTTTAAAAGACCAAGCAG 
AATCCAATGGGGAGTGTTTCTGAGATATCCAGCTTACTGGCATATTCTAATGTCTACTTGGCAATAACTGAAAGTGTGGCCTTTGTATTCCAAG 
TAACTCTGTCTTTGAGTAGTTTGCAGATTTATCACTTGTTGGTCTACAGCCTTTAAGTTAGGGATCATATCCAAAGCTGCCTGGTTTTATAGGA 
AAAGCCTAGTTGTTTCCAAAAGCAAGGCCAATTAATAGAGCATTCGAGATATTTGAGATCTATTTCCATGGAGGAAATGATCTTAAAGTGAAGT 
TAATTAGGAGTGCAGAGAGCCAGAGATGATAAATTCAGAATTGCATAATAGATTTGTATACTAAAGGGGCCTGTGTCATCTCCAGTCCTAAAGA 
GACCGGCTGCTGAAGAATGAGACTCAGAAAAATGGGTGGGTTATATGGCGTCCAGCTTTCCATGTCACATGCACATGTCACATGGCCTTTCATG 
ACCTATATTAAAGTTCTCCAGAGAAAGAGAACCAGTGGGTTATTCTGTAAATATGTGTGTAGGTTTATATATGCATGTATATATAAATGAAGGG 

TCAACTGAGAGATTCCTGGTGGTATAACTTTTACTTAGAGGCCAAAACCTAAGGTACAGAGTAGAGACTGGGGGAGTCTAGTGACCTGAAAAGC 
AAGAGCTCTCATGTCCAGAGTCAGGACAAAATGAATCTCACATCCACCAGACTTTTAGTTTTTCTGTTCTGACTCTTAAAGGATTGGATAGTAC 
TCACCTAAAACAACAACAAAAAAGAAAAAAGAAGAGAAAAGAAAACAGGAAAAACCATTCTCCTTTTGAGTCA 

TAGTGTCAGAGATACATCAGAAATAGTATCTTACCAGCTATCAAAGTACCTTTTACCCTAGTCAAG(^GACTAGGCTACACAAAATTGAAGCCT 
TT ATGTCCCTGTCC AT AG AAG AC AGGCTT AGCTGG AT AATACCC AAGTCCT CTATTATAG C ATCTTGCCAGCTATC AAAGTG C CTCTTAGCCTA 
TCAAGCAGTCTGGGCCATGCAAAAATCACGAAGCCTCAGTATCCCCATCTGCAGGAGACAGGCTTAGCTGAATAACACCTAAGTTCTCAATTAT 
ATACCA.GTGCTCTATGAATGCAAAAATAAGGCTTGGAACACTCTGCCTTGACCAGTTTAAGCATCAACAGAAGCTGATCGCTGGACATGCCTTC 
AATCACAACTTACACATTAACTTATTAAATTTAGTAGCTAATTCCAATTTGTTTTGTATTTTGAATGGCAAAAATTTTCAACTGGGTCTCTACT 
TGATTTTATCAAGAAATTGATGGTTCTGTTTGGTATAAAAGTATTTTGGTTCTTTTTCCAGAATATGGTCATCATTACTAGAGATATAAATTGA 
GGTAAATAGGAGTAAAGTATCATGTCTGTGATTTCATTTAAAAATAAAGATAAAATAAAATGTGGCTAGATCACATAAGATGCTGTTTGGGCTG 
GCAACATTTCTCATTAAAAACTATATTCTGAAAAAAGGTATCAGGGACCTAGGGGAGACAGATATGGGTAACATTGACTGTTCTGGGCGTGGAG 
GTTCAATTTATTTATTTGCCTTTTCACCCTCTGTAGTGTGTGTGTGAGTGAGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTG 
TGTGTGTTAGTGAAGTGGAATCAATTTCCTGAAGCCTTGAGAGATTTAAATCTCTTCACTGAGAGTGTCTCTTCAACTGCATGCAAGCATGAAT 
GAATATTAAGGGTAAGGTACTATGACTGCCCTCTTGGTTCATCTTTCCATTGCTACTGCACAAGTCCCAGAATTTTGAATATCGTTGGGTCACC 
ATTTGTCCTATAGGCTTCTGTAACCTCCTTAATCATTTGTATATAATCTAGTGTGTGTTCATTACACAGATTCAAAGCTTATGTTGGAGTGTAT 



S64 



WO 03/039484 



PCT/US02/36071 



SAGRES DISCOVERY 02-3 0 



CTGTAGATAGATTGGGCTTTCTCATATTCTTCCCTCTACCCTCCTTGTTTTATATCCTCACAACATCTTTTCTTTTCCTTTTTTTGTTTGTTTG 

TTCCTGAAAATGATAATACTTAAATTTTTATGGCTGAATTAAACTCCATTGTGGATTTATTCTATGCTTTTATCAATTTACCTATTGAAAAGTA 
CTTATACTGCTTTTATAACTCGGCTATTCCTTAATCATTTTTCTAATTCTTTCTAATAGACATCCTATTAAATAAAACTGAACAAGGTATTGTA 
CCAATGAACTCAGAACACATTTACTGGCTTTACATAGAACATTACAACTTTTCCTTTGGAAGGAAAATAGATGCTGCCCTCGAGTAGGGTGCAC 
ACTATGTTCATATCAATTAACATTGGTGAAAACATTACAATTCAATTGGTCCATCAGTAAGTCAGAGTTGTCTATAGAACACATGTTTATAACC 
CTATATCCCGCTCTGATAGAAATAACCGGTTAGCTTCTTAAGGTTGATATAGTAAAGTTGCCACAATTAGGTGGC'TTAAAAAAACAGAAACTTA 
TTTTCTCC AGGTTCC AGAGTCGAACAACTTAGAAT CTAGGTTTATTTGGTACTGTG CTCCAATTG AAAC CCTAGATAGAAC CCATTCTTGTTTC 
TCCTGAACTTTTCATGAGAACCAACTGCCTTGTCATTTCTCAGCTGAAAGCTGCATCCTCCAATCTTCATCTTCATATGTGATCTCTCCTGTGT 
CTATGACTTATAAGCACACCATGAGATTAAGGGCACACCCTATTTCAGGATGACTTCATCTCTACTCATTACACTTTTTCCAAACAAGGCTGTG 
TTCTGAACATAGAAGGGCTTCACCATCTCTTTTTGGAAGAAGCAACTCAAACCACGAGGCCATCCAAACAAATGACACTGTGAGATGGATTCCA 
TTTG AATCTTTTATC ATAGCTAT AGTTC CTAATTTTACAAAAATG AAG GGCTAAAGTTTACTTCCTG C C ATG C CTGGG AAATAATATTCAG AC A 
ACATGTTCCAGGACAATGTCTAGGATCTTTAGAAACACATACTCTGTGCTATATGGCTGTTCTACAGAAGCCACCTGAGAGTCACAATAGAGAC 
ATCGGATGTAAGCTTCTTCTGAAAAGAATTAATGATGCTTCTATAGCTTGCCCTTGTTATACCACGCCCACTCCTACCTAAAGTCCTTCCACTC 
CATCTGAATCACTGAAAGCTTTAAATCTAACTGTGTTGATGCTGCAGCAGGAAAGCCACAAACCAAATCAGGACAAACCAACAACCCAATCAGA 
• AGTATTTTATACAATTATTATGTTGGAGGTTGTGGTCTTTTCTTACTTGAGTTTTTCTGCAATGAGGGAGAAATAGTGAGGACCTTTTGTATCT 
CTAGGTAAATATTAAATCTGCCAGAAGAGCCAGTTACCCAACAGGTAGTCAGCTCACAGGTCAGTGCTCATTGGAAGATGTTCAGAGCCAGAAA 
CCAATCCCAGCAGGGATCCTATGCAAATCTAGCAAGACCTTGGCTTTCATCTTCTATTTCCTGAAACAAGCACCCAAGTGTTAACTGGCTTGTG 
AAATACCTTGGGTAAGTCTCTTGTGTGTTTAAGATTCTGGCTGATTTACATCTGCCAAAAAGGGGTATTTGTTATTTCTTGATGAGGCCCAGGC 
CCTCTGCACTAACATGTATGTTTTCGATTTTCATTCCCAACCTGATGCTTGACACTCTACATGCTTTCTAGGGTGAATGAAAGAAACTGAGAAT 
CAGGTTTCTCTGTCATTAGCACAGAATCAGCTAAGAAAGAACTAGGATAAAGATGGAAGAAGGGGAAATGAATATCATAAGACTAAGGAAAAAC 
CTTTAATATGAATTACAATGATTAAGGATTAGCATTAGAAAGTATGTGGGTTTGACAAAGCTACTGGAATCTTTTTAGACTTTAGAGCTCTCAC 
CTTTCTTGAAGTCACTTGAGTTTGCCATCTTGAGATCTTGACTATTATGTAAAACCTCTAACTGTGTTAGGTCAAACAAGAGTGTAAGAGGTGT 
GAGAAGGTTGCATGATTGCTTGTGACTCTTTTGTTGCCAGCTAATGTATGAGTGTGGAACCAGAGCAGAGAATAGAATGAATGGAACAATCACC 
ATATTTGCTGAATAAATGTCTTTGTCCATTTTTTGTTGCCATTCCTGTACTTTATGAAGCAAATTAGTTCACTTCCTACAAGTCTGGACATGGG 
AAGTCCAAAGCTGAAAGGCAGCATATGGTGAGAACTATCCCACTAGTAAAGATGCCCTGAGAACCCCCAAGCCCCAAGTCAGCACAGGACAGCA 
TATGTCAGAACAACCACGCTGACTTGTGTGTCTCTTCCTCAGATTACGAATCCACTACTCATTATGCAGACATCCCTCTCATACCTCATCGACT 
CTTAATTATTCCCAAAGGTCCAAGCTCCAATCAACACTAACAGGTGGTTTGTGGGTTATGAGAGGACAAACACGGGAAGAACCTAGTGAGGCAT 
TTCAACCCCAAGGATGAAGTTGGCCATCACCCTGGTTTCTTCAATAAACTGAGCAAATGAGTAACAGTAAGAAAGGAATAGTACCCTGATGCCT 
AAAGTCTCAACACCAGCATCTAGAAAGGAGTGCACACGACCCCACCCCTTATCTTCCTTGCCAGTTTCTGCTTTTTATTCAGTAACCATTGACC 
CTGCCACCATTCATCACCAGAAGTCACAGAGTTGCAAGGTTATGTCCTCAGTCAACTCAGCTTTGATTTGTCCCCTTGGGTCCTCACTTAGTAA 
AGAAAAGAGAACAAGGCAATACTGGTAATAACCAAAACTGAGGCAGATATGGTTTGGCTTGAGAGGTGGACTTGATAAGAGGAGAACCATTTAT 
C ACTTGG ATG CCAACTT CTC ATTTGTCAAATGTTTGATGGGTTTAGTCATGAAGTCT C CAGGCCAGG AGGACTACATGTTAAATAGCTTCTTAC 
TTATTGTCATCTATTCAAAACAGGTCGGCTAAGCATGGACAATGGGTGTTACGATATCTTCAAGTAAGCTGTAGACTGACAGGCTAGTTCATTT 
TTTACTATCTATTGTTATAAATTCATGGATTTTTGGGGGGACATTCTCATTGTGCCCATCAAATGCCTTGATCCCACTCATGCTCATGCTACTC 
TGCTACCCACCGCAGCCTCTTTTCTTGGTCTGTATTGTCTTCCCTAATGCAGCCTTTTAGAAAATACCTTCATTGTGATAAAGTGTACATGCTT 
AAAGCTCATGTTTAAAATGTATACTTCAGTGGGTTTTATGTAGATACAGAGTTATAAAACTGTCATAACAATCTAATTTTAGCACATATCACCA 
AGTTAAAATGTGTATGTTAGCAGGCATAGCTCATCCCCCTACTCTCTCCACTCCCGTTAGCATACAATACTCAGTCTGTGGCAATCTCTAAGTC 
ACTTTGCTTTGCTATTGCAATTTTTTCATAAGTTCCTACCACTGCCTAGATCATAAAATATTTCCCCTATATTTTTCTACAGTAAATTGAACAT 

TCACTCTGTAGACCAGGCTGGCCTTGAAATCCGCCTGCCTCTGCCTCCCAAGTGCTGGGATTAAAGGCATGCGCCACCACTGCCCTGTTTTGAA 
TTGATTTTTTGCAAAATGGGAGATACAGATTTAATTTCATTCTTCACAATGTAAATACCAGTTTTGCCAGCACAATTTATTAGGAAGGCTGTCT 
TTTTATTGCCAGCTTTGTCAAAGATTAGATGACTGGAGCTGTGTGGGTTGATCTCAGGTCCTTAATTTCACTGGTCTATAGGCTTGTTCAGTAC 
TTTGCTATGATATCAATAGCAAAAGTAAATTCTATTAGTGTTTATGAAGAGTGAGTGTTTATGAAGAGTGAGTGTTTGCAATATTCCTTAATGG 
T AAC AGCATG AATAAGATTC CGATGTCT ATATCTGTGGTTTTCAACT ATCTTAATCGACGG CACTTAAATG ATC CTTTGCTTCC CATTGTAATA 

GTTCTGCCAGTCTCCAGTGCTGTCTACCAGGACCAGCTAGCCACCTAATGCTGTCTGTAATTTTAACTTCATCTTCTCACAGGCTGAGTATAAA 
TG AGG AG ACACAGTAGGAGATATACGGAGC AAAGAGGCTTTT AAAGGTCTTAGGATT CTT C CAG AATC ACTATT C AGGATGGTCTTC CTT AAGA 
ATGGCAAAACCCTGCATGTTTATCATTTGTATGTGGACAGTTCAAAGTTCAGGAGGCCTCTTGTGGATGTTTCTTGTCTTCGGAGTATTAAATA 
ATACTTAACTGTCTTCTGTTCTCATCATCGAATGAATATGACTTTGTTCTTATTTCCTAGGACTATGCTGTCAGTGATTATGAATAAGATCATT 
AATGTGTATTCGTTACTTCAGTTTCTTGTGTATTGTGTACCAAAAAGAAAGAACAACAACCCAAAAAGTTGGTTAGAATTAGAGACTACTGCCT 
TGTCATAAAGATGTACATGCTATATTTATACAACTTTCAGATGGAG CC CCTCTGTTGG CCCATGCTGACTACATATAACACATCAGGTTCGTCA 
GCATCTTATTCCTGGGATACAACTACAACAACATGCTCAAAGAAAAAGAAACCTTGGTTTTTTTGTTTTTTGGGTTTCTTTCTTTTTTTCATAA 
AAGTGATTGAGTGAGTTGTATCATTAAGCAATGATGTCACTAGAACTCATAAGGGGAAATCAGAAAGGCGAACCTGGAAACGTGTCGAAGTAAA 
AACCAGGAACCCCCAGCACAGTGAGTGCACGGACTCATTGCTGTCAGCTGAGGAATTGCTCTTGTGTCCCTGCTACTGGAGCTCTGACTTGGTG 
'ATGTAAGATGGCCATCCCCCTCACCACTCATCCATCAGCAGCACTTTTAAATTTACCTTGGAAACAAAAGAGCAAACTGAAGTACAGTGCGTGT 
CATATGATGAGTTCAACTACCTCTTCGAAAGGCAACATCAGAGAGTGAGATCAACAACTAGACTAAGAAGGAGAAGTCACTGTTGTTGACACAA 
GCTATTAATTTACTGCTCTGAAATGATCGTTAACTGTTTTGCTCCAAGAGAGAGAAATCTGTTCAAGGGACAGAGAGAAATATTGTTTAGATGG 
TCCCTAATG AG ACAGAAGTAGTAGGGAAATAGAAATGGATTTC C CCACTAGCACTG CTCC CTAAAC AGGCTC CCTTATTAACCAG CAT AAAGG A 
TGGAAACATTTTGGCTACATAACCCTACATAATCCTAACCCTTGGATACTAAGACGAGAAAGTATTTACTCTCTGATACTTCCAGGTAAAGAGG 
GGATGTTCTCAGTTCAGATCACCAGAACCATAACGGTTCTCTTAGTTAATTAGAAGAGTATGTTCTCTCCTGGTGTACGGCATTTAGTGACTTC 
CAACTTTTAAAAATGTAACTTTTTATAAACCTCCTCGCGAGGATTTAAAGAACAGGACACAGGTGACATTTAAGAATGATTTTAATACTGCAAT 
CAATGAGGAATTAATTTTCTTCGAGGTGAGAGTTTCCTGCGTCTGGAAACGGAATCTAGTCCTTCACACCCACTAAGCTTGCACTGGAGCACAG 
ACCTGTAGTCTCAGCCTCACATATTTAAAAAAAAAAAAAAACAATTCCGGATTTTATGTGGAGGTCCTTGATCCACTTGGACTTAAGCTTTGTA 
CAAAGAAATAAGAATGGATTGATTTGCATTCTTCTACATGCTAACCACCAGTTGAAAATGCTATCTTTTTTTCCACTGGATAGTTTTAGCTTCT 
TTGTCAAAGATCACGTGACCAAAGTGTGTGGGTTCATTTTGGGGTCTTCAATTCTATTCCATTGATCTACCTGCCTATCTCTGCACCAGTACCA 
TGCAGTTTTTATCACTATTGCTCTGTAATACAGCTTAAGGTCAGGGATGGTGATTCCCCAGAAGTTTTTTTATTGTTGAGAATAGTTTTTGCTA 
TCCTGGGTTTTTTGTTATTCCAATTAATTTGCAAATTGCTCTGTCTAACTCTATGAAGAATTGAGTTAGAATTTTAATGTGTGAGTCTCAGCCT 
CACAAATTTTTTAAAAAACAATTCCTAGAGTTTTCTAGAATATATATATATATATTTATCACTTAGATGCTAGGTTTTTTTCTTTTTTTTTCTT 
TTTTTTATTAGATATTTATTTCATTTACATTTCCAATGCTATCCCAAAAGTCCCCCACCCGCTCCCCCACCCACCCACTTCCACTTCTTGGCCC 
TGGCAAGTCTGTTTTGTTCTTTCTGGTTTTTCTGCTCTCTTCATATTAGTAGCATGGCCCTGGTTTGCGAATGCTCCACACTTGACCTGAGAAG 
TGGACTTACACTGGTCTCTTAGCTAAAATAAACAGAAAGCCATTCCGTTCGGGTCCACTGCTGGTGGTCACCTCATTACCATGCCCAAACCATG 
GCCACTCCAGTTAAGATGATCACTGGCCAACTTCCAAAGAACCACATTTGTGCTGCAGTTATTCATTGGACTGGAACAACCTCCTCCCCGCCCC 
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ACCCCCACCCCCACCTCTCTCTCTCTCTCTCTCTCTCTACCTCTCTCTCTCTCTCTGTGATTTTAAATTGTTTGTATAGCTACTTTCTTGCTTA 
CAAAATCCAACTCTGAATTGTAATATTCCATGTTGGTCAATCAAGGCTCCCTGTTTTGTTTGTTTGTTTGTTTGTTTTATATCATCAGTAGTAC 
TCTCTATTTATTTTATATCATTCTCAAAAATATTTAAAGTAACTCGCTTCCAATATGTCTGTAATAACCAATACCAGAACTGTAAATAGGTTAT 
GACAATAAG AAAAC AT ATAACCCTTTTGGTATTTCCCTGTTAC AGAGC AC AT AC ATC C CTC C ATTAG AGTC ACTAC C CTTTGAGAATACCAACC 
TTTCTAGATGCTCCTGGTAAAGCTAGCATGTGGGAAACATTGCTCAAAAATGCCAGGGTACCTCTGATAAAACACAGGCTGGTAAGACTTTCTT 
GAGTAGCAGTGTGATAGTCTACCTGTGTTCTCAACTTTGGTTTCCAAAGAAATTCCCATCATAATCTAGTGAAACTCCTAGCAGTGGAGGGTAT 
GGAGCCTGAAGTTGCCTCTTCCTCTAGCCAGGTAGAACTCCCAGTGAAGGGATTAGGATAACCCACCCACAAAACCTTGGGCCCAAAATTTATC 
CTGCCTATAAGAAGTGCAGGGACAAAGATGGAGCAGAGACTGAGGGAATTCTCAACCAACGACTGGCTGGCTTGAAATCCATTCCGTGGGCAAA 
AACCAATCCCTGATACTACTAATGGTCAGAACCTGTTATGCTTGCAGACAGGAACCTAGCATGGCTGTCCTCTGAAAGGCTCCACCTAGTGCTG 
ACTGAAACGGATGCAGAGACCCAGAGCCAAAAGTTAGAACTGAGGAATCTTATGGAAGAGTTGGGGGAGAAACTAAGGGCCTCGAAGGGAATAG 
GAACTCCACAGGAAGACAACAGAGTCAACTAACCTGGACCCTCAGGGGCTCCCAGAGAATTAATCACCAACCAATGAGCAAGCTTGGGTTGCAC 
CTAGGTCCCCTGAACATCCTTAGCAGGTGTGCAGCTTGGTCTTCATGAGAGTCTTCCATCAACTAAAACAGGGGCTGTCTTTGTCTCTGTTGCC 
TATCTGTTGATCCTGTTTCCCTAGCTGGCTGCCTTGTATGGCCTCATTGGAGGAGAGAATGTGCCTTGTCCTGAAATGGTTTGATGTGTCAGGT 
GGGCCTCACTGTTCTCAGAGGAGAAGGGGACAGAGGAAGGAGGGGAGGAGCTGTGTGAGGAAGGTCAGGGAGAAAGGGCTGGGATCAGAATGTA 
AAGGGAATAAATAAATAAATTAGTGGAAAAATGTTTATCAAGAATAGTGTACACAGCCACAA 

• GCAATGGGGTTATGTGATAGGGATTGAAGGAAGGAAAAGGGAGGAAGAAATGTAATCATAGTATAATTATAAAATGCTCTAAAATTTATTTAAA 
TGTAAAAAAAACAGTAGGGGAAATCAAAAGTGTCAAAAGCAGAAGGAGAGATGGGCATGTTGTCATGAATCCATACAAAGAATAGGAGACATAT 

" GAATTCAAGAATTTAGGTTGGATGTGAGTAGTTGGAAAGAACCATGAATTTTCCCC^GCAGATTATTGCAAAAATATCC^AACATTGGAGCAAA 
AGTTCTAAGTGCAGATTAAATTGTAAGTTTCTCCAATATTCTAGAACCAGAGTATTCCAAATACTGCCTTCTTATGAGTTCTGTTTATCCAACC 
CAAGTAAGATCCGTGCATCTTTGCAAAGTTCTTGTCACATCTATAGTGACAATGAGCATACTTTTATCAGAATGGCCCTTATCTTCCTGGGTTG 
CCATAATGATTAGAAAGTTATTCTGCTCAGTTAAAAATTTATTCTAGTTCTGGCCAGTAACAGAAAAGTAGAAAGTCCAGCAAGATGTTTCATT 
AAAGTTTACTCAACCCAAGTTGGCTGCCACATAATTTCCAGTGGTTTGAGAAGACAGTAATTTGGGTGGATCCTTGAAAGCTCAAATTTTGGAT 
AATTAATTCTCAGGGTGTCTGTGTTGGAAAGCAAAGGGTAGAGTCTAACAAGAAGCAACTAGGTCATCACTCATGAAAGCTTTCTTAGAAAAGC 
AAGTTCTGCCTGCATTATTGTCCACTCTCTGGTGTGAGCCCTCTCCTCTTTCTTGTTTTCTCTGATATGCAGTAAGTTGAACTTCCTCTTTCTA 
CCTTTGGGTGATAAAGCCATAGGGCTCTCACCAGCTGTGAGAAAGAGTATTTTATCCTTGGACTTCCCAGTCTCTAGAACTATAAAATATAAGG 
CAGGGGGTCCACTCTGTTCTCTCAGGCCTTTGAATATATTTTCTTGGTGGCCATGGCCATTTTGAATGAACTCAGGACAACACATAGAGTTCTT 
GAGAAGAACATGTTGTCTTCCTACCTTTGGCTCCCCCTTGTCTTCTATGTTTTCTTCATCTTTTCCTTTTCCTCTGACAAGTTGCATCTAGCTC 
TCATAATTCTTTAATATAACATTTTAATTTTAAAAACTGTTTGGAAGAACTCATACATTAGTCCTGTATTTACATCTCCTTTCTCTCCCTCAAT 
CCTTCCTCCATCTGAGGTCCATTACCTCTTCTTCTATAATTATAGTTACACAAAATTGTGTTTGTATACAACCTCCTGAGTTCGTTTAGTGTTT 
CTTTTATGTACATATGTTTAGGTCTTGGTAGTTGGGATTGGATAACCTATTACAGAACACCTTGCTGGGGAAGTCTGACTTTCCCTACACAGCC 
ATTGACTGTGTATAGTTCTTCATCTAGAGATGGAGCCTTGTGAAATTTTTCCTACCCACATTGGCATGTAGACTGACCTTGTCATTATCTAGAC 
CTTATTTAGATAGCCACACTGTTGATGTTTCATGAGAGCAGCATCCCTGGCATGTCTAGAAGATACTATCTAGCAGCAGGTATTTTGGTCTTCT 
GGCTCATACAATCATTCCATCTCATCTGCAATAATCAAACCTCAGGTCTAAAGATTGTATTGTAGATGTGCCAGTTGGGGCTGAACACCTCACA 
GTCACTCATCACTGAATTTTGACCAACTGTGGATCCCTGTAATAGCCTCTTGGATGGCATCTTTGATGAGGGTTGAGAGCTAGCTACACTTGTC 
TGTG AGTATAAAACAACACAAAC CATTGTC ATGACC CTTGGTTGCCTTGATTGCCTCC AAG AACTTG AAGGTAAGACC CTACTTCTTAAGTCC A 
AACATACTTCAGATGAGGATATGGTGGCATCMGCTGGGACTGACCTGAATGCCCCATTTCTGAGGACAAACTCTCATAGTACTAGAAGTAATA 
TGCAAATTGCTAAGGAAGAAAAGAAATAAATATTCCTTCCCAGCTAGAAGGCCTATAAACCACAGCAATGACCAGCCTGCCAAGGGACCTACAG 
TGGGGTAATAGTGAAACTATTATCTTGGAGTCATCAACAGCCATCTAATTAGACTTAAAGTCCACTTACTAGAAGGAAACTCATACCTGATACT 
GGAAGCCTAATGAACACATGGCTAGACCTCATAAGAGAACCTACTATGATTTTTTTTCTAAATCAATAAATTATATAATTATTTTCTAAGTGAA 
TAATTACTTTATTAGTTCTTTAAGAATATCAAACATGCACACCATATATCATGTCATTCCTCCCTCTTCCCCTTAACACTGTGGTTCTCAACCT 
GAGGGTCAAATGACTCTTTCAAAGGGGTCACCTAAGACCACTGGAAAATGTGACTATTTACTGTATGAACCATAACAGAAGCAAAATTACAATT 
GTTAAGTAACAACAGAAATAACTTTATGATTGGGGGTCACAACAACAGGAGGAATTGTTTTAAGGTTCACAGCATTAGGAAGGTTGAGACCCAC 
TGTCTTAACCCTCACAGTTCTACTCATCCACTCCCCATCCACTTTCAACTTCAAGTTCACCTTTTACTTTTATAACCCAACTAATGCAATTTCT 
GCCGCCCATGTACTCAAGGGGAGAGACCATACACTGAAGCATGCTCCACCTATCAAAGGCCACACCTTTAATAAAAACCGGCTGTCCTTGACCC 
CGCAGCCAGAAACTATGAATAGCTCTTCAGGCTGTGATGGGAGTTCATGAACCCTGCTCTTTGCTGGAATGCTGACCAGCTGGATCTTAAAGCA 
CATCTCTGAGCTGCTGGGAGGTCAGGAGTGGGGTGGTCATGTCTTCTCCAGAAGGCACTGTTTTTCTCTGGTCTTCCTTGACCTCTGGCCCTTA 
CAATCCTTCTTTGCTGGTTCCTGGAACTGGGAGAAGCATATAGCTGCTGCTTTTAAAACTCTAAAAGGCAAGAAAATTCAGTTAAAAACAATGG 
AGAACTTTGGTTGAAGCCAGGATAGGTTTATTTCTGCCTCTACAGAATCATAAAACATCATACACCTGACAGGAGTGGGAATGTGTAATTGAAG 
ACGGCGAGT AACTATTTAT C ATAAGCT AAAATTTAATATAAAGCTACTC AATGCTTTAATAT CCCATCCTAAAGGGCTAAG CACT ATGTAGTGC 
TAGATCCTTGAGTAGAGAACAATAAACAGAGAAGACAGTTGACGTACATGAGAATCCTCAGATATTACCCAAATACGTTTCAGATAATCAATAA 
CTGTTGGCTGAGTGAATATGTACATGAACAAATGAGCAACCTACTAGAGCTCATTTTCCATGATGACTTTTTACAGTTTTTCTCCAATATGTTA 
CGTACATTTTAATCATTTTTTAAAATTAACTCTCTATTAAGAAGCTTGGTACTTATGAAGATTAGACAAAATCGTGTGTTCAAGTGCTCATGCT 
CAGAAATAGCGTCTGGCAGTCAACAAATGTTAACTAGTGATTTTCTTCTTTTTTCTAGTTATTCTTTAAAAATAGGATTATGCTGATGCCCTCA 
GG CTC ACTAATCT C AAAGT CATTTCCCTAATC C ACTAATGAAAAGAGATCTGG AGTTGCAAT C AGTTC CTACTCTGTG C CTTTAACTAGGCC AC 
CCACACCAACCCCTTGGTGCTGGCACCAATAAAATATATGCAAAATCCTAAATATTTTTTCACTTCTTCCTCTGTACTGTTTAGTTAGCCCCAA 
ACTTTGGGCCAAATCTACCATGTCCAGTCAGCACTTGTCTACTCCCTGTTGGACCTGATGTCTGAACTGAATTTACCTCATTTGATTCTGTTCT 
TTCTCCTTCTCTCTTAATCAGCCCAGTGAAGGTTTTGTAATTTCCTTTTGGTTCCAACAAGGCTCACTCCATTAACCCAAGTTTTGGGATTTGC 
CTCTGCCACATATGGATCAAAATTTCCAAACTGCAGTTGGCATGAGTGTTGAAACTTATCCCTCAAAACTAGGAGATAGGTCTGATGTTCTTTG 
TGTTTCTGTATTTCAGGAACAGAAGGGGGGAAAAAGAATTTCACCAAGCTCAGATTTCCTTCTTTTATTTCTCTGTTAGTGCTCTATGTGACTG 
GCTGCCCCACTGAATCTGTTGGCTCTGCCTCAGTCTGTGGTTCTCAGACCCAGCTACTCACCAAGATTATGCCACAAATGATTTCTTGGATGCA 
TGTATGTGTTCTTCCTTCAAGGGCTTGTGTTTTCAGGTTGCTATGAGTGACTAGACCTGTTGCCAGAATGCATGAATCCTCTCTGATTTTCTGA 
GTATATCCGAAAATTTATTGAGCTAATATCAATAGATAAGGCACAGCTTTGGTAAATTCATCAGTTACAATGACACCAGCAGCTCTGGATAGAC 
AAGAAATACTTGCTGTCTTTTTCACCTCTGACTAGTGGGAGCTTGCCATGCAGAATCTCGTCTGTTAGTTACATAAAGACCAAAACTGTGAGCT 
CTGTGCTCCTGAAAAGATAAAATTCTGGACTTGCTTGCTTCATGACACACTATGCAGACCGTGTCTCCTTTTATATTGAGAGGCAAAATATTGA 
ACATAGGACTCCATGTGGAACCTAATAAAGGCACTAACAAAATTACACTTTCCACTCTGTGTTTTATGCCATACTCCTAACATTGTGGCCAAAC 
TGGTCTTCAACGCTTTTACTCAATTTACTCAAGTGTGTGGGTGGGGGTGGGGGGGGTCATTGTTTCCTGAATGGTTGAATTTTAAAAACAAATT 
TACTCAATGTATTTTATCATATTTCTCCCTCCCCATTCCTCCCAATAACCCTCTTTCCTAACCAACCTACTTCACTTTTTTCTTGCTTAAAAAA 
AAAAAAAAAAAGGTACATTTTGTGTGGTCCACCTCTTCCTGAGCATGGGGCCTTCCCTGGAGTGTGGTCGATATGCCCAGTGTCATTGCATTCA 
TCGAAAAGAAGTGATGTTTCCTTTCCCTCAATGACTGTCATTTGCAAATATTGTTTTCGTGTGGGTGGTACACTGTACCCATTTTTCTTTCCCC 
ATACACTGATTTTGTCCTGTTCGAACTTGAGGTCTTGTGCGTGCTAGCACCATCTCTGTGAATAGCCATGAGCATCAGTCCTGTTATGTCTGAG 
AAACGCTGTTTCCTTGAAGTCGCCCACCACCTCTGGCTTTTAAATTCTGCCTCTACATCAATTCCTGAGCCTTGAGGAGAGAGGTGTTATGCAG 
AGATTCCATTTAGGACTGAGTGCTTTAATATTTCTCACTTTCTGCAGGTTGTCCACTTGCGGGTCTCTGAGTTAATTGCCATCTACTGAAAGAA 
GTTCTCTGATGAGAGTTCTGTAATACAGTGAGCTGTGGATATAACAGTCATTTATTTTGTTAGAGGAGTTATTCTGTTGCTATGTTCATTTAGG 
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CTTTCCCCTAGGCCCATCATCTAGTCACAGCTTTTGAACCTCATTAACAGTGCTGACATGTGTTCCATCTCATAGAGTAACCCAGAAACCTTAC 
CAAACGAGTAGTTGGTTACGCCIAATAGCIACCTATGCTACTATTGCATCACTGAGTGT^ 

CATAGCTGGATGAGACTTAAAACTG CTTTTCTTCTCCAGTAGCTTGTATT ATATC ATCAC C CAGCACG ATGAATGCTAGTCGTAATAGGTCAAA 
CTTCTAGTTGAGTACCAGGTTGGTTTCTCCATGTTCAATACCATAAGTGTGTGGTGTCTTCAGTAATAATCTCTTAGCATCATATTGTGGTAGG 
TACTCAATATC ATTGGCAATACTTTGTAATATTTAAGGGTGGTCTGTGGAACTGTTTTTG C C AATGACTC AAAAAGATATAACC ACTCC CAGGT 
ATAGGTTTTATGGTAACATATGATGTCCAGTTGAGACATTGTCTCCCCCATCCTATGATAACTCCATTTAAATTCCATTTATATACGCATATAT 
TTTAGGAAGCATCTACAGGAATAGGCTTCTGTATGGCTTTTCAAAAGACCTTTAGGGTAAGTTGTCCCTTCCCATGGTCCCTTCTCTACTCTGT 
CCACCTATCACCCTCTCCATTTAATCCTCCTATTCTAATTTCCCTTTTATTGTGTGGTAACAATATAGTTATTTCCCATTCATGGTCCCTAGAA 

ATGAGGGAAAACATTCAATATTTGTCTTTCTGAGTCTCAGTTCCATCACTCTGGGTGATTGTTTCTAGGGCCATCCATTTGCCTGCAGATTTAA 
TAATTT CATTTTTCTTG AAAGC C AGATAAAATTTTATTGTATAAATGTACCTC ATTTAC ATTATCCAATTTACC AGACGGTAGACTTC AAGG C C 
TTTTCCAATTTCTGGCCATTATGAATAGAACAGCTATGAGCAGGGGGCCCTTTTGTATATGAACAAGAGTTTTATAGATGGATCTTGAGATAGA 
TCAATTTTTGGCTTTTGAAGGAACTTGCGTACTGACTTCCATGGTGGCTATATAAATTTGCACTCCTTCCACAATGAATAAGTGTTCTTCTTTC 
TCCACATCCTTGCCAGCATCTGCTGCCGTTTGTTTTATTTATCTTGCCCATCTTGACTGGAATAAGATGAATTCTCAAAGTAGTTTTTATCTGC 
ATTTCTCTAGTGATTAAATATATTGGAAAATCTTGTTTCTCACTCAGTTGTGTATTATCTTTTGAGAACTCTACTTCTGTATCCCATGTTTTAA 
TTGGGATATTTGCTTTATTAATGTTGAGGGTTTTTTTTTTTTTACTTCTTTGTATATTGTAGATACTTATCCTCTGTAAGATAGATAATTAGTA 
AAGATTTTTTCCTATTCTGTAGCTGATGCTTTACTCAAATAATGTTGTCTAGCATGTAGAAACTTTTTAACTTCATGAGGTTCCACCTATTAAC 
TGTTGGTTTTAAACCTTGTGCTATCCAGATCCAGGGCCAGAAAGTCTTTTCCTGTGTCAATGAGTTCAAGCGTATTCCTTAAGTTCTCTTCTGT 
CATTTTCACTGTATTTTGTCTTATGTTGACGCCTTTGGTCCATTTGGAGCTGAGTTTTGTGCAGAGCAATAGATATAGATATAGGTCTGTTTTT 
TTTTCTTCAGCATGTAGTTTGTATGCAGTTTGACTAGATGCTGTCTTTTTCCAGTGTGTGTTTTTAGGCTTCTTTGTAAAAAAAAAAAAATAAG 
AAGAAAGAGGGAAAAGAAAAAGAAAAGCTTTTCATGGTGTGTATATTTATTCGTGCATTTTCAATGTCTCTGATTTTATGCCAATGCTATGCTA 
TTTTTATTGCTGTAGTTGTGTAATTAATATGAAATCTAGAGAACCTACAAAAAATGAACATATATGTGCATGACATACCAAACTTAAATCAAGA 
TTAATAAAACAACTTAAACAGACTCATAACCCTTAGTGAAATGCAAGAGTAATTAAAAATCTCCCACGTAAATGAACTCCAATGCCAAATGGAT 
TCAGTGT AGAATTCTAC C AGAG CTTCAATGAAGAACTAACACCAATACTC CTCAAATTATTCCATGAAACAG AAACTGAGGGAAATTTCTCAAT 
GGTGTTTCTATGAGGATCATACAGTCACAGATAAGGTTGTCTTTTAAGAGAGAGCAATGAATGAGACTATGCAGTGTTATTGTGGGCAGGGCTG 
AGAAATAAGAAATCTGTCACAACTCATGAACGTGAAAAAGAAATGAACAAGAATGAATTTCTCTGGGGCTCAGTGAAAGGCTGAACCATGGAGG 
AATAATATGGCTGGAG AG ACAGACCAC CACTAAAACTAAGTC AC AGGAAAGGTAGTTGTGGAAGGAAAG AGG GCCCTTG C ATG CC C ATTTCCC A 
TTCTCTACCTCATGCCCCATGCCTCTACCTCTGCCTCCATCTCCAGAAGGTTGATTCTTCCAGAAGTCACTCTTCTGAAAGGCAAGAGAGCCTA 
GC AGTC AG AAC C ATCAAACC CAG AAC AGAAAAAGAATAAGCATGG AATC AAGGATTG ACCGGG ATTAAGTGGCATGC CAGT CATCTG ATACATA 
TTGAATGAATAATAGAGGTGCAAATGATGAGAGCCCAAGACCCAGCATGCAGTAAAGGCTTTAGCGGCTGCTGAAACTACAATTCCCTTGCTGT 
CTCTGTGCTCCGAGTCTCTCGTCAGTACTGTGTGGTATTTCAGACTGTCCACTTCAGTGCAGCCTGTGACCTGTGTCTTGTTGCCTCTGTGACT 
TTCTCCACCCTCAGCTAATACCTCTTCATTTCCAACAAGAATAGAGAGTGTTGATGGGAACAGGGAGGAGCATGGGTTGTTCCGAACAGAGTTA 
GGACATTATCAAAGAGAGGTCAAATAATTTCCAGAACCTAAAACACATTCTAGAATATTTAAGAGATTCTTTTTCTTTATCTTTTTTCTTTTTT 
AAAGAAAATTTGGTGCCACTGCACCCTATGGAGAAAATTTGGTGACTTACTTCTAGGAAGCTTGCCCCAGACATCTGTGTCATAAGCTGTGAGT 
TCACCAGACGCCTCGTTACCAAACGTCTTGTGGATGAACATCTTTTGTATTCAAATAGCTTTCATCCTATTATGGGCTTTGATTGAAGACACAA 
TCCAGCTATCTAGTCAGAGCAGCAATGTTGACACTGCAGTGACTGTGCATGAGTGTTTCAGAGTTATGAGGACACTGGTGGCCACCATGGGCCT 
CCTGCTGGTGACCTTCTCCTCCTTAGCTGCATTAGCAAGAACATCCAGCACTAGCTTCCTCAAGGGATCATTCCTAGTACTCTGGAATCTGAAT 
GCTAAGAAATTATTTGAAAGCCTTTTTGGCTGGTTCCACTAGCCAGTTGGCTCTCAGATGGAATTGTGAAACTAAATTGGACAATAGCTATGAA 
TTTATGTTCATAAATAAAAGACATTTTAGGGGAGGGGATGTCTTGCTTCCTTTTTTGCGTGTGTATGTGATGCATGTGCATATATGTGTATATG 
GCCCTTGTTTATGCATGTAGAGGCTAAAGATTKnmNNNNNNNNWN^ 

GGTGGCCAGCTTGCTACAGGGGTCGTGTCTCTACAGCCCATGTTTGCTGGGATCTGGGATCATAGGTAGGCCACCATGGTTCCCCAGGATGTAC 
ATGAGTGCTGGAGATCTGAAATCCAGTCTCACAGTCACATGGCAGGTGCTTTATCCACTAAACAGTCATCCTAGCCCTAAAAACCAGGTTTATA 
AGGCAGTTTATGCCATATAGACACCTGGTTTGCATTCAAATGTTGAAAGAGTTCCTTTCTATCTAAGATGAGCATCTCCAACTCTTATCTACTT 
TGCATCTCTTAAACCCTAACCAATGGGAAACAAGAGTCTGGAATTTCATCCAAAAGCCTAGAGTCAGAAATGCTAGATGGGATAAGATTGAGGG 
TGTGACAGCTGGTGTAAGTACATCCCAGAAGACAAAAGCCCTCATCCGACATTTTACTGAGTCTTCCACTTCTCACTCTAAAAAGCCTTCTCCT 
GCCAAAGGATGTTTGAACCACTGATGAAGGATCTAACTTGAGCTTCACATAAAAGTGAGTCTCACTCAGACAAGTTCATATCTGTATTCCTCAG 
TAAATCCCACCTAGGGCCT CC AATATATT CCTTATACTTTAATTCCAGTTGGG AG AG CTGGTG AAAGTGATCTATGC ACT ATAGATTAGATACT 
GAATTAATATTAATTTCATGACACACACACATATATACATATATATATTACATATATATGTCAATGGTTTTGTATACACACACACAAACACACA 
CACACACACACACACATATATATGATGAATGCCCCATTCTTAGGAGAATAAACTCAAATAATTAGGGACAAAAAAGAGGCATCGTAACTATGAC 
TTACTCTCTGATGACCTGGGGAAAATGTAATTTTTGTTACATAAAAGATATAGGATGGTGAATAACATATTAATAATTCGTGTGTTTGTGTGCA 
ATACGTGGGATTTATTTTTACAACTTTTTTTTCCAAGATTGACATGACTTCATAATGAAGTTGCAAAAACAAGTAAGTCCAGCTTTTCTAATGC 
TCATCTATGGTGTGCAACACAGGAAGCTAGAAATGCTCTCTCCTGATTTGTGCTGTTTGAGTTAAAATGAGTCATCTTCTCTTTCAGCTAAAGA 
ACGCTTCTCTGTGGAGGTGAGCATCGCAGATGTTTTGCACATGAACCCTGAAGGTAAGGAGGGTTTTACCGAGTGCCCACATAATTGCCTCCCA 
TTGTC CCTCT CATAC AGAC AAGGG C AGGG ACGTGGCTAT CTTG ATT GTCAAAGAGC ATC ATCTCAAACCATCAATACTCACACAGAG CAGTCC A 
CTATCCTCAAAAGGGGGGGGGGGATGTTCAATCTCTGTTTCAGAAAACCTGATGCTGGTCTCCTTTTCTTGTTTTTCTCAAAAGCTTTTCATGG 
TTGAAATCCCCTAGCTGTGCAATTAGATTTTTATTTCGTCTTTATACTTGTCTGTACTTGGGAGGATTTTTTTGACAATGTCTGGGTTACTTTT 
ATAATCAGAAAGAGAAAGATTGCATCTTCTTTTATTTTTTCAACCAGCTCAATACCAATTCTGCTATCACTTGCTGAGACATCTCTCGGCCTCT 
TTAATATTGTCACTAGTTGGGCCTGATCCGTGCCAGCCTATATGACAATACTTATATGTGGTGGGCTCTGAGTTTTCCTCACCTACTAATACCA 
AGGGAGCCCTGGGAGCCAGAACCTGCCAGCAAATAGGTCATGGAGAAATCACCCACACAAAGATTGCCTCTGCATATACCACAGTCAAAGATCT 
AGGCTACTTAAGAAGATAGCAGATTGCTTTTGGTCTTTGAGACCTTTCCTTCCTGCTCTTCAAGAGAAAGTGAAAAACTCATTAAGATAGAAAA 
CTGACTATTATTATTAGCTGAAGAAAAATCTAAGTGAAACGTTCCTAAGATTTCTTTGAGCCACCTTGTGATGGATGAATAGTGATTCTCCTTT 

aagggccatctttcactccagtgaaggctggcctgtcccatggatcaaagatgctcaaagattgtcaagaccttctgagtcaaagatctttttg 
tcacaaagagtgctgtctggtagtatattcagcaacattggaatagaataccactccaaacccagcttcaacaaccaacagtgtctagatgttg 

CTTAAGGTCCTGGGAAGGACAAAACCACCCACCCTGGGTAGTGACAGTAATGTGTTCAGAGACTGCCTGATGTCTCCTAAGTGAAACAAAAATC 

cgttctatcaaaaaagcacttctctaagttacctaagccctgccaagaccttctgtttttttcatttaagtggattgaaattcatagtgtacag 
agtggaaacaggaaatgtctacaaaaagaatgccataaacactttgggtataagaaatctctgtggcattaatgtcattttctagacaatccat 
taacataaggactggtgcgtcaatccagcaagagttgtatgcatttcttcctactttcttggcttctaacgcttgagttcacatggtacttgaa 
ggatagagacagattgagagtcaaaacattatgctaagttctttagtaatcttttgccatgtggattaggaagcatagacaactggagtctgaa 
ctatgttgcaaacacaagagaaatttgcctgcaaattacttttttttttacttttatgtgtacttatttattaaccacatgtttgtgtaaaaac 
gttacctctgactgacttttcaaatcttttaaacatcgaggcatagatccttaactaaaattcatcttttccactccaaacagtacacagcagg 
tgaagttttggtaacagagagatgttccagtggttggaacaggagattgaggctccaatatcacatcccagtacacacacatagatatctactg 
tgcttgctcatctctaagtacccttggggcctttcatccctctggttgaccttcttccctagcatctaccctagtctcatgtcctccacccttt 
acccaacctgggatgtggtatgcaaagattatactcatgccagtggatatctgtgaaaacacaggcagaaacttgaaggcagttaagacaagtc 
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AAGACACACAGCAACACAGCTCTTCTTCAACATGAGAAGAA(^TCTAGAAACA^ 

NITONNNNNNNWNNWNNNN^ CAGCTTTTC 
AATTATG ATCCACTAGTTGTAATCACTTC AGAGCATGG CAAAGC AAAGC ACCG CC CTACCTGG CAC CATAC ATCCTTTTAC AAG AACTCTGGCA 
TCGTCCAGGCTCTGCCCATTCCATGTCTTCTGCAGCTCCTGTCCATACACTTGTGACTTTAAATCTTGACAGATCTGTGAGATATAAAGACACA 
G AATAAT CC AAGAG C ACTGTGG AGGAGTTGTC ATTCACTAGGTGT CTTTTGATGCTC ATCTAAAGGTCTTCACCCATT ATCTTTGTATACAT C A 
CA.TGTTTCTGCCACCATCCAATTCTTGCCACTTGGGCTTCTACTTTGACTAAAATATGGTATCATTCAAAATCTGTGTGCTAATCTTGGCATAT 
AG ACATGTAGCT CG CTG ATACATTTCTTG CTTAGTATGTGTGAT ACTCTGGGCTC ACTCT CCAACAGAAG ACAGAAC AGAAAG ACTTGGAGTGT 
TGCCTATGAGGGTTAATACCTTAGCTTATGCATCATATTTGCTTATGAGTTGGACTTTCTTGTCCACCTGGGAAGACTTTGAACTTGGAACTCA 

GCCCCAAATACCAATTTAAATATAAGCCTGTTGAAATTAAATATTAAAAATTCAGTTCCTCACTTATATTGAATCCACTCCCAATGTTCTATAG 
CTGCACATGCTTAGTGGTCATGTTATTGGGCAGGGAATATCAAGAATACTTCCATTACAACATAAGTTTCTATAAGAACAAGCTGACCATCCCA 
GTGAGGAGCTCTGGGAAAGTGATAAAGCTCAAACAGACAGGCTCAGCAGTGAGGGAGAGAGATGACAGAACAGGATTCTAAAAAGAAAGTGAAA 
GGACCAGTCAACGTACTTCAACTAGGTCAACAATTATATCACTGATACCCAACCATGAACAAATGTACAACTACTCTACCACAAAACACTAGGA 
AACAAAGAAGTAACCATCTTTGAGATGGTCTTTGAGACCCATTTTCTCCCCTGTCTAGTCTTTGGAGTCTGTGAACTCATTGTGAAACAAGAAA 
CTTTTCTTCTGAATCCAGAGGCAAGAAGATCCTAAGCTGTGCTCACACATTGAAGCCAATGAACTCCCAGTCAATCGAGAAAGCAACACTCTGG 
TAGCCATATACAAAAGCCTATTTAGAGCTAGGATTATTCAAACCAAAGAAAACAATACAAGGCAAAGGTACCATCTCTCTGGGGACTTTTGACT 
CTATAACAAGTCC AAGGAACAC AGGGGTTT CCAGGAC AATTATTGTC CCTGTAATGG AGCAGATAGTGTGGTC ATGGC CTCCTG CTGACAGCAG 
TGGCTTATCCTTACCTAGCACATTGTCAACAAATAGATTACTTCCACAAAGTCACTCATCTTAGTCTCTCCTCACAGAGTCACCGAGGGAAGAA 
GAGCAGATGTGGCCCTCTGTACTTTACATACAAAAGAGTGAAGGCACAGAAAGAGAATGAGACAAGCCATAGTTAGCAAGGTTGGTGAAATTCA 
GGACCAACAATAGAAAACAGCCACCTAACCTGTCTGCAGTTCACAACTCCTCTCTCTGGAGATACAAGTCACTTAGCACCTGTTCAGGTCCCTA 
AGTCTGTCATCTCCAAGGCTATGACCTCCTCATAGATAATGCTGCAAACTCAGCTTGTCACTCCATCCCTGTACAGAGTCCCCAGCAAGCTCAC 
TGATGGTACCTCATCTACTCAAACTGCTGTAAGAGGGGACAGAAGCAATTGTTACTAATTCTGTTGCTGCCCTTCTCAGAAGACCCCTTCTTTC 
AAGCAAAAACATACCTAGTAATTGCAGAAAAAAATCAGTGTTTGTCTCAGTGTATACACTAGGTCTACCGTCTATCTTCCTGGCAAAAGTCAGG 
TGGAAAATGCTACCCCCCAAAATACTCTGTCTGCCTTGAGATACTCTTAATCATGGCAGATTTTATTTCTCTAGAAAACTGAGTTAGAATGTTT 
CCATTCATATGACTTTCAATAGCCTGTAACCAAATATGATATATTCTCACACTTGAATGAACTCATCATTCATGATGTCTAATAGTCATTTGCA 
TTCTTGGCTACATGAAAGATTGGATTCGATATTTTCCTTTAGCATGCAAAGATATGCAGAGTAGATATAGCCTTTATGTCTGATAAACTGTAAA 
CACAAAATCCACCACTGACTAAAACAGTGAAGAGGAAGTAAGATCTAAGGCTGTTTAGATAAAATAATATTGAAGATGGCAACAAAAATTAAAA 
TGCTCACTTTAAATGTTTCCCAACTAGCTGACACATCCAGCATTGTTTGGCTTGGAAACTTGACAAAGAGCAAAGAGTGAACGAATAAAGGGCA 
GATACACATACAGAAAAGCCAAGTTAGCCAGGCTATGCACACTCTAAAAGAACAGCACTGTACTGGCTGGTTTTATGTGTCAACTTGACAGCTG 
GAGTTATCACAGAGAAAGGAGCTTCAGTAGAGGAACTGCCTCCATGAGATCCAACTGTAAGGCATTTTAGTGATCAAGGGGGAAAGGCCCCTTG 
TGGGTGGGACCATCTCTGGGCTTGTTAGTTTTGGGTAGTCTTGGTTCTATAAGAGAGCAGGCTGAGCAAGCCAGTAATGAACACCCCTCCATGG 
CCTCTGCATCAGCTCCTGCTTCCTGACCTGCTTGAGTTCCAGCCCTGACTTCCTTGGTGACAAACAGCAGTATGGAAGTGTAAGCCGAATAAAC 
CCTTTCCTCCCCAACTTGCTTCTTGGTCATGATATTTGTGCAGGAATAGAAACCCTGACTAAGACAGGCACCAACTCCACAGCACCCTGGAACC 
TCAGCGTGTTGACTCTGTAGAGCACAGGAGGGAGAATGTGCCTAATCTCAGTAGGAAGTCTTACTAGCTATGCAATCTCAGGGCAAAAACTTCC 
AGG AGGAGAAATTGTGTTGCTAGTTTTTG C CCACACTGGTC AGTTGGACTG CTTGAACAC ACTTTCAACATTTGC ATTTG AAC CAGAGGAAAGC 
TTTACCATCCCTCTAAGGCTCCAACTAGGCGTGCAATCTTTGCCATTCCCATGCATCTGAGGAGTTGGTCTTTGACATGGCTGTAAACATGTCA 
AACAATACATATTCACTCAGAATTTCATCTGTTCTTGACACACTCAAGACTTACGTGTGGCTCTTCATACCTAGCAATGCACCCCTTGCCTTCC 
ATTACAGCAGAACCCCAGTGTTTCTCAGTCGGCATCAACCTTTCTCTTCATCTAAGCCATTACACGTTACAGTTAGACTACTGAGCTAGCTATG 
TCAAGTTTTGCTATCTGCCCAAGGCAAATGGGCCACGCTCTGGAGATTCTACTTCCTCCCAGGGCTGAGTAAGTCCAGACTCTAAGCTTCTTCT 
GCATCTTTTTGTGGCATGACCCCAGAGAGGATACTTGGAGCAGCAAGCCATAGCATGCCTGGCTAAAGGTGGATTAAACACTGGGCATGTAGCA 
CTTTCCTAAGAAATTCTGGGAAAATCAGTTTTAGGTTTGATTTAGCAGGTCATGATAACTTCAAGGAACCAGCGTCAGGATGAACGGTAGAAGG 
GGGGCTCCTCTCCCTCTTTCTTTCAGCAGAGAGGGAATTTTCTGCTATGCCTTCATCACTAGAATTTAGTGGGATGGCCATTCCTAAGGCTGCA 
GTCTGGACAAAAAAAAAAAAAAGATTACAATGGCCCTGATTAGCATAGCCTGTTACTTCCTGATCCCCTGGGGCTGGATGCCTGATGCCTGACT 
GGACTCTGCATAAAAACAAAGGGAGAAGTAGTTGTTGGAGAAGAAACTTATGGTATCTGCCAGGCTCATTGGGTGGATAGGACTGTGTCAAAGA 
CAAGACAAGG ACGTTTGTTCTCAC C AGAGAGGCAC CCTCCAC AGGGAAGC AG CGT CATCTCCTC AAC AAGGTC AGATC ATTTATG ACAATAGG C 
ATG ACACCTACAGAGCATTTTTTT CCTAC ACTTGT C ATTTATGTG CTTTACTGGAGACTCTTTGAGAGATGGT ATGTGTACACTAAAGGAGTTC 
TTT CTGAC AAAATTTATTTTATGT CCTGTT CTTACATCTAACTATAC ATAGCTAG ATG AAAAGATGGGTGG ATGAATGC ATGG ATGGATGAGTG 
AGTGGGTGANimNimNNNNN^ 

ATGGATGGGTGGATGGCTGGCTGGGTGGATGGCTGGGTGGATGGCTGGGTGAATGGCTGGGTGGATGGCTGGGTGGATGAGTTGATGAGTAGAT 
GGGTGGTTGGATGGGTGTATGGATGGGTGGATGGATGGATGGATGACTGGATGGGTGGATTGATGGGTGTGTGGATGGGTAGGTGGATGGATGA 
ATAGTTGAACATTTAAATCACTAACATGGGTCAATCTACCTGTTTTCTAACCTGCCCCACTACACTCACAGCTGGATCTTTATATATTCACTCC 
TTTCCATTCCCACCCAACAAGTCTACAATGAAAGTATTCACTCTATTCCCTGAACTAGCCTTGGGTCTGGTTGTTACCTCTCTGACTGGTTGGT 
ACCTTTTCTGCCCAGAAGGTTGCTTCTGAAGAAGAACAAGATGGAAAAGGGAGAAGGGGAAAGCAAGTAATTATCTTGGTAGATATAGTTGCCC 
AGATGTTTGAATGCAGAAGTAAGTCTGAAAGAACATCTTGTTCATGAGTGATAAAGTGTGACTCAGAAAAGTAGAGACAGGTTGTGCTCCTAAG 
GGGAGCACAGAGAGGAGGGTTGACTTTGGGACTGGTTCTGAGCATTATGAGGTGGGAGAGATGTGTAGGCTTTCTGTGTTCCTGGCCCAGTCTG 
TG AACCTACAATTACTACTATCCTTTAGACTT CCAG CT CCTAGTGCTTTGTATTACAAGTCTGTTGAGC CAGAGGAAAATTTACAC AGAGAAT C 
TCACACCAGGAGCCCTGCTGAAGTTTCTTCTGAATAAGATGGCCTGGTCCTTCTCGGGGCCCCTGAAGAAGATATTTTCTGCAAAACTGCCATT 
CACCTACTTGTCAGAAGCTGAATGGCAAATAATGGGTTCCTGGATGTTTTAAATGCACTCAGACACAGTAATGCAATTAGGGAAAGTAGGAGGA 
AGTCTCGAAAACAACTGAGCAGCCAGTGGGCATGAGAGCTGTTGAAATCCTTCACTCTAGCTTGAGAGATAGGTACATGTTCAGCTACAAAAAT 
GGTTCATGGAGGTTGGTTCTCAGCCACTGCTTTACTCATTGCCAGAGACACAGAGGTCCGATACTCTATGGTAGCCTCTGTTCACACCACTGAA 
TGTCAGGTTTTCCTTAGCGAGCTGGTTTTGTTGCATTAATGATGGTGfTCAAATCTGCCTCCTCAGTTGCAATAGCAGTCACTTTTTATTTCGT 
TAC ATTAG AAAAGTAGT C ATTACCC ACTTTAGAATAATATTC C CTCCCAG AGGGATT CAC C ATTTCTGTGTTAGCATGAAT CTGTTTCGTAT C C 
ACTGTCTGAGCACCCGTGCAAAGACATTTGTGAGACATTAGGATCAGGCATGTCTACTTCCTGTATCTAATTATTCCTGCACTTCACCTCTGGA 
AGTCATTGAAATTTTAATCACATTATGTCAAGGCTTAAATAATATTCCACTGTTGTCTATGCTATGATCTGGTTAAGCAGCCCTTTAGGATCTG 
GTGTTTAGATTGTTTTCTAATAATTTGGGCTTTATAAATAACACTACAGAGGTGGACTCTCTTTATTCTAATGTTTTGTGCACCTAGGTTCACT 
CAGGTTAAAGTTCTGAAGTGTATTTTCTGATTCAATGTGTATCCGTATTCTTGAGACTTAACATATGAGAAAAGTTAAACCAATGTACACTCAA 
ACCACAAATCCAAATGTATTTATACACTCAGTAATACCATTCTGAAACCTCCAGGGTTGAAAAAAAAAAAAAAAAAAAAAAAAAAAGAGTAAAA 
ATAAAATATTTTATATGAAAATATTTTGAAAATTAAAATTCCATTAAAATAAACATTGTCATACTATCTATTTTTAAATGACACAAGTAGAAGA 
TGTCAGCTTCTTTGATGAAATATTGTGGTGTTAATAGCCTTTTTAAAGTCCCAAATCCTTGCTAACTTACCTCTCTACATTCGGCAGACACTCA 
GACACTCAACACAGGTTATTTCCTCAGAACCATTTACTGAATACCCATAGAGTATAGAGCTTTGTTTTAAATTTGAGGATTAACACACACATAC 
ACAAAGAATTAATCAATGAGCTTCTAGTCTAGCCTGAAGAGCTACTAGAGTGGGGAATTGCATAAAGATAAGTCAAAATCATTATCAGGACTAC 
CCTGTACAACAGCTTTGTGAGACCTAAAGTGTCTGCTGGATGGGAGATGGGACAGAGAATCAGGAGGTATCTGGTCTTTCCATTGGATGACCAT 
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GAACCTATCTTTGCTGCTTCTAAAAATACTCATATTTTCTAGTAGCCAGAGTTCTGGATGGAAAGAGAGACATCATTTTGGGCAAAGACTTATT 
TTAACAGTCTATATGGTAGGATTAATAAGATCCCAATGTTAAGTATCATCTACCATTGCTCTAGAAATCAATAGAGCTTTGTGGTGAATTAAAT 
ACAAAAGGAGGGGCTGACTATACAACTGTTTGGAACCATAGTAGGACGCAGAGATTTTAGGGAAGTGTGAGGGAAAATAAGGAGGGGGGGGGGC 
GCAAATATTGCCACTGTTGGAAGAACAAGACAAGGAATTTTGCCAAGTATCTAACGTGTGGTGGCCAGAGAACCCTTCAGCTTTGTCAAACTAC 
AAAATCCTTGCTCTTTTTAATGCTTGGAGTGACAAGGGTCTGAGTGTAGTTTCCAGATGGGTGCCTGGTGAGAACGAAGGCCACCTACTGGAAG 
CTGTGACACTTCAATACTCACCCTTCATTCTGTTCATGTGTAAGCTCTACCATGGACTCAGAACAGTGGTGCTGAAGCTGGAAACCCTTCCCTT 
GAACTGTGCAGGGTATAAACTGCCCATGACCTGCTTGTCTTCTCATTTTAATCTGATGGATACCCAGGTTCCCATGTGCTTGGCACATGAGCCT 
ACAGTTTTAAAGAACAAGTGGGGAGTGTAATGCCATCTTTTAGACCATAAAGGGCATGCAGAGGTTTTTTCCCAAACACCCAGGTATGTGTGAG 
CCCTGCCACTTAAGGACACCTAAGAAAAGCATCTCAGGCTATTATAGTTTCAAATAAATTGACCATTGATAGAACTAAGAGTATCATCAAAGCG 
ACCAATTTTTCTCCCAAATCACATTGGTTTGATAATATTAAATCAATTTCTGTTTCTAAAACTCAGCTGACAGCCTTTGGACTACACTGGTGCC 
TGCCAGGCTATGGACTGAAATCCTTATGGGTGATTCCCAAGTAGAGTCTTTGTGGAAAACAGGAAAATTGAACTAACCTTTGAGTATTGACATC 
C C AAACTATT AT CC CTTTC ATAGTTTC AGAGAGTAGTCGTTATAAGGC ATGGTG CTG ATTAGATGTT ATGGAAACAGGC AGTCATTTTATTCTT 
AT AAAG C AAAGAGTAAC AATG ATTTGCTGGGGATTG CCTGGTC ATTGTTATGGTAG AAAAGTGTGT AG ATGTTTAC CTAGG C CTGTTCTACTTC 
ATTG AC CTGGG AAAACT ACTAGT C AAATGGAAAGTGGGG CC CGG ATTTG CTTGATAAATAGCAGTGTAATGG AGG AC CTAAG AAAT AC AGAG AT 
ACAGAGAAGTATTCCTTCCATAACTTAGAGCCACACTTGAGTTTTACGACATTAAGCATGCTCTGTTTTTTTTCTAATTGATAGTTTCTTTTGA 
CATGTTTTTATTTACTCTTTGAATTTTTCATATAATATATTTTGATCACATTCCCTCTCCCATATCCTCCCAACCAATCTATCTATCTATATAT 
CTATCTATCTATCTACCTATCTACCTATCTACCTATCTATCCATCTATCCATCTATCTCTATCTCTATCTCTATCTCTATCTCTCTCAAAATAA 
AAAATAAAAAAACAAAAATCAAATCCAGTTTTCCTTGGCCAACAACTCTTTGACAGGGGACCTGTTTTGTTGCTTTTACCTTACACCACTACTT 
AAAGCTCAGCTAAGCAGCTCAACTCTCTGGAACACAAATGAGATCCAGAAAGCAAACCAAATAGACATTTTGATGAAGTACATGTAATGAAAGC 
CATTTATCTATAAGACAGGTGGAAAATTCCTTTGGTCCTCCCTCACAACTTATTGTCATCATTTAAATGACTTCAACTTTCTAAATTTTTATTT 
TCATGTTAGCTTTCCAACTTTGCAGATCAAAAGCAGCGATGGAATGAAATGGATCTGTTTAGGCCTACTAGAAGAGAGTTAGTAGCAAAAACAG 
CTATTAACTATTAAATTAAAATTTTTAGGGAGCAAAAACAATGAAGGATAGAAAGGTCGGGAGAAGAAAAAAAGACAGCTAACAAGAAAATAGC 
TAGGCACTGAGGATCCTTGTGTCCTAGGTATCTGATTTAAGGGTCTTTGGTCTGTATTTACTCTCGGTATAGCATCCTGTGACCATGCCACTCA 
CTATAACTGATATGTTCACAAATGATATCAGTGTTCTGATTAAGAAGTCATAGAAGTAAATAATATTTACATTTGTATCCAATTCATTAAAATA 
TTTTTTATCTGAGAACATGCTTTACATAGCTAGATACATAGCTACCCTGTGATGTGTTTTCATTGAAAAATACACATTTTTTAAAAATCATTTT 
ATTTCATTTGAAGATTGTACACTCGAAGTTTTGTTTGCTGCTGAAATTCCACACATTCCTTCAATTTTCAATAATTATATTTCTTATGTAATTT 
GGCTATTAG CC AG ATGCCCTGGAGCCAAATCTCATTGTATGTTTTAGTACATCTGTTGGCGCCAAATCTCATTGTATGTTTTAGTACATTTGTT 
GCTGAGTTCAGTTTAATGCACATGAAATGGTATTGGAGGAATGCACAAGACCTTAGTCACTTGAAGTGCATCTTAATAGGAAGAAAGAATTCCC 
TGATTCAAGGGTACATGTTATTGCTCCTCTCCTTACCCCCGTGGATCTGAGACTGTGAGAAGGGGTGAAAATATTATGTTCTTTATGGTTTTCT 
ATAAGTGAGTCAGTCCGAGTTTGTAACTTAGTGGTAGATTGCTCACTTCAAAATCCTGACGCTCTAGGTTCAAACCCTGGCACTACAAAGAAGG 
GAGAAAATGGTAAAGCAACCAGTCATTCAGCAAGTGTTACTGCACCGGTGAATGTGTGCAAAGTGACAACGCGAATGGTATAGAAGCTGAACAA 
AATGACTTTGATAATAGTGTTCACAGTGACACTGAATCAGCACACCAGACATCAAAGGTTTACTTACTCATAGGTACTACTTGATTGAATACTG 
TAGTTATCACCCAAAGTAAGCAGTAATAGCCAGCCATTTCCAGATTATTCATAGATTAGTCAGGCTAAGTAAAACCAAGCATTTCCGATACTCA 
GTCTCTAGCTACAAAGCTTACTAACTGGATTGTTACTTCTCAGCCCTATAAAGTTCAGTAGGTTCTGAGTGGAATTCTAGAGCTTCCCTTCTGT 
TCCATGATCTCTTGGGTCCACAAACTACTACAGGCCAGGAGAGAGAAAGGAATGTGCAGACAAGGATGTGGAGGGGCAGAGTGTATTTATGGAA 
AG AG CTTTAAAGGT C AAG ACTAGACC AAAAAAAAAAAAAAAAATGTAGC CTTTCTC C C C ATTCTCCAATG C CAC AGCTC AAT C ATCTGACCCCA 
TGTAAC CATAAAAGGAACAGTTAG AAGAACTTT AG CTGTAGAG AG AAAGGAAGAAT AGAC CC AAACTGTGGCAGGTTCTGG AT CCTTTTCCTTC 
TCTTGTGAGGGACTCTCAATATCCTCACTGAAGTGGTAAAGAAAAGTACAACTTAGAAAGAAGAGATAATTTTGACATATTCTTGGGGTGAATT 
TCTTGTTGGACTTACTAGTTTTCTCAGATGTAGGTACAGCTCATCCTCAGTGCTCTAAAGATATTCCCATCAGACACCTGGCTATTTTCCCATT 
GATGCTCAAAGGAGGCCATGGGTTACTCAAGGCCACACAGTCACTGTGAAAAGGGAAGAACTGGACCTCCCTCACACTCCTCAGGCTTAGAGAT 
GAACCTGGACCAGATTTTCTCAAGTCTTTGGTTTCCTTTCAGTGCATTTTGGAGTTTTTGGATTCAAAAACTCCAAAAATCTCAAACAGGCAGC 
CAGGGAGTCAGTAAACCGATAATTAATCTTTTTTATTTTCGTTTTCAATTTTCCATTTACTTCCAAGCTTGTTTCAAGAAATTAAGAAACACAC 
AAAAATAGATAAGCTTGTTACCAACAGTAATTTGTGTGTGCTCATGTTTTAAAAGGAATCTAAGGTTCTTTTCTGTTTAATTAAACCGCATGCA 
CACATACACATACAGCTCTGTAAAACAGAATTTTCTTCTAACAATCTGGCAAAACATATGTCTCCTCCTACTACAGTGGCCTCTTGGTAGTGAC 
AGCTTGCCATAGAAACAAACTACAGTGAGATTTCTGTGACTTGAAACAACATTCATTTTTTTAAAAAAACTCTTTTTATAAGAGGCAGCAGGCT 
GACTCTGGTGCTGCTGAGATTATCTGGGCTCCTCTGGGCTCTGGAGAACTTTTTGCCTTCTTGTTTTGCCACCCAATTGAGGATTTATTATCTT 
ATACTAAATAGCTCCATAACTTAGAAAAGAAAACCTCAGCCACGTCCTGTGACTGTTTCTGGATGGATGGATGCAGCCAAAGTATCACCCAGTC 
ACCACCACCTTTCAAATGGATGAGTCTAAAGTAACTGGATTGCAGTGTGTTCCCTTTCCAACATAATGACTCAGTATGCCTTATAATTATACAT 
GCTTCCCCATGACTCGGAATAAGAAAATATTTGGGGACAATAATCCACTTAGCCTGTCCCACCACCACCTGACCTTCATTCATCGAAGTCTCAA 
ATGTGGCATTTCTCAGAGAAAGCAGCCTCTCTTTCTCTTTTTCTCTGTTTACCTCTAAATGGAGCTCTCTAAATTCAGCTCCAATGTCAGTCAC 
AG AATTAC ATTTTTCAAATGTC CCTTCCTGGG C CCTACAT CCAGAG ACATATGACATTAGGAGATAGTGTATAC AGAAAAGTCTCTAAAGACAA 
GGCCCAGGGAATGTCTACTACTATAAAAGAAGAACTACTATTGGCCTCACACAGTACCCAGCATTAGAGCCACCTTTGGGAAGTTGGTTTGAGC 
ATAGAGACCCTTATCAAAACAAGGGAAAACAGCCTTGGAGAAGTCACAGTCTGTGGTAGCAAGGTCACCTTACCTGTTCCCTGCTCTCATACCA 
GGTACATTTTGTATGTCTAAGATGGGGCTCCTTAAAGGTAGGATCAGTGGTCCTCTGTAGATATATAAAGTAGAAAGCATGCGATAAATATACA 
AATTCTGGTGTTCAACTCCTAAGATCTTCTTCACCCACTAGCTATGTGATCTTGGGCAGTTCATAGAACATGTCTGAGCTGCAGCACCCTTATC 
TGTGAGATGAGAATAATAAGGGAGATAGGGTCCTAGTGGCCTTTAATTAATAAAGATACTGAGGAAGCCATATAAAGCACAAAGATTACAAGTT 
CAAAGCTTGCCTTGGACACAGGGTAAGTTGGAGATCAACATAGTCAACTTGGCAGGACTATCTCAAATATAGTTGGAAAGTGGAGTGGAGTTAT 
ACCTAGTAATAAAGGGCTTTCTTAGCATGTGAAGCCCTAGGTTAAAACCTTACTACCAGGGGGAGGAGGAAGAGAAAAAGAAGAAGGGGAAGGT 
AGGGGAAGAGGTATAGGGAGAGAGAGGAGGAGCAGAAAAAAGAAGAGGAAGAGACAGAAAAGGAGGAAGGTAGGGTTGGGTTCAGACTCAACCC 
CACTCTTGTATATTATGTATACATAACCTATACACATCTTCCTGTACACTTTAAATCATTCCAAGATTATTTATGATGCCTAATATAAGCTAAA 
TGATACATTCAGTTATCATACTACCCTATTTAGAGAATGACAAAGAGTCATATTTGGTTACAATGCAAATGCTTTCCAAATGCATTCAGTCTGG 
AGTTGATGAAACTACAGATGCAGAAGCTGTGGATGTGGAGCGCCCAACCATCTTCCGAAGCTCAGGGGACACAGTATAGGAATGGAAACTCTCC 
CACACTGGGAGTGTGAATCGTGGTTTGAAAGCCACTGCAGCCTGTGGAGCTAGCTGTGAAACATTCTATCCAAAACATGTTGCCTTTGCACTGT 
TATTTATTGATGGATGATCTCATGAGTAACTGGTTCCTCTGGACCTCAGGCCAACATGGATTTTCTAACATCTGTCCAAACTCTGCCCTGGACA 
GGGAGAATTAACATTTACCCAATTCCTATTCTTTCCTTTAAGCCAAAAAAAAAAAGCTGATTAAAAACAAAGCTCTGCAGTAAAAAGAGGCAGC 
AGGGACTCTAAGTTGAGTGAGTTAGTGTAATAGGAGATGGGTGTGATGCCTCCACCTTTGGGTAAGCATCTACATGTTAAAATCACCCTAGTGC 
AG AAGTG AATAC AGC ACTGAACTGTAATTTGCTAC ATCTAGCTTTG AAGATAGAACT CC CTGGGACACTACT CTGATGTTGG AC C AACCTGTG C 
CAGCTCCCATTTGGACCGCACTGTCTCTGCTAGTTAACTCTACATCTTACAGAATGCAGCTGTCTGCATACACAGCACATGGCCGTACACAGCA 
CAGCTTCCTCTCAGGAACCTCTTCAGTTTTTGAAACAGGAAGAGAATGGGGTATGCAAACTCAGAAGTGAATGTTTTAAAGTGTCTCCATAGCT 
ATTGCTAGTAGCTTTCACAC AAC C ATG ATG ATCT AGCTAAAC CACTG AG CAGTT AT C CAAATGGCAGC CAACTTAGG ATGGTGCAC AGGGAGGA 
C AG AT CTT CTGG AAATTTTAATTGAGG ATAAATTACC AC CCTGTGGTGTAAG C ATCTTTG CGCTAGATTC ATTTTAATAAAAG AAATG CAG AT C 
CCTTATTCCTAGCTGGAGTTATTGCTCTGAAAGCCAACGTACAACAATCTTAATCTTCAGCATGGTGTGAAACAGCTAATCCCTTCTGTTCTTC 
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CACATGTGAGGTTCTTACCCAGTTATTTCACCCTCTGGCCATTTAGTACTGGGGGCAATTGAGGTGATCCAGTGAGCAGAGGAGCCCAAAGGAT 
GTACCTAGCAGTGCATAACACTTAATAGATAAATTTATTTAATATTAGTTTACAAATTATGGAGGCTTTTTTACATTTGGGAGACAGAAATGTT 
AGAAATGGATTTAGGTTAGTGGAAGAATGTATGGCTGGCAGTACACTCAGTGCTTATAGTAAAGAACCATTGTTGGTGAGGTTTATGTGTGCAG 
GGCTTTCTTATGAGGGTCTTGAGTGCTACCAGAGGGAGAGTCTGGTTTTTACCCTGATAAGTTCTCTGTTCTCTGCCACATTGCCCTACAACGT 
TAAATGTACAGGTAGCAAGCGCTAAGTGGATTCAGTGAGTTTGGTTTGGTTTGGTTTGGTTTGGTTTGGTTTGGTTTGGTTTGGTTTGGTTTGG 
TTTGGTTTGGTTTGGTTTGGTTTTTAAAAAAGCACATGAATTGAAAGGAATAGTGTTAGGGAGGGTTGGTGATAAATTGGTGGGGAGGAAAAGG 
GGGCATCTTTGATCAAAATGTATTGTATATGTATATGAAATTCTCAAACAGCTTTTAAAGTTGTCCAAAAACCAAAAACAACCCTAACAGTAGA 
ATTAATGTAGAAATTACAGTATCACATTCAGCAAAATATAAATGAAATAAAACAAAAATAAATTATGTGAAACTACATACAACAACCAGAATGT 
ATCATACAACAAGGTAGAATGACAGAAACTGGATACGCACATTCATTAAATGCTTATGATGCGATTCTATTACAGGAAGTTGGGAAGTACTGTT 
GGGCATGGGGTAGAGATCAGGAGGAGGCACTGGTTGGATTTCTGGGCTACTCTTTGTGATCTTTTGCAACTTAGGTGGAAGCATAGAGCTATTC 
ACTTGATGATAACTTATTGCAAAATACCTAAGATTTATTCTTCTTCAAGTAAGTCTTAAATTGTCTTTGTCCATCAAAGACAAGGTTTATAAGA 
GCTAAAAAGATCCTTAGACATTCTGCCGAGCTTACTGGGAACAATTCTAGGGTTAAGGAGACTGAGTCAAATAGAGAGACCACAGTGACAAAAG 
AAAAAAAAAAGC AGC ATGGAGAAGAAAACTGGAAGTAT CTCCTAGC AC C AAAGGATGG AAACAAATC CCAC ATCATGGGAG AGTTAAGC CTTCC 
TTCAGACTTTTATAATTGATAATCTCAGTGGTGGGTGGGCCAAAGCATGCAGAGAAGTATAAGCAGAAAGGACTACATCAGAAAAGCTAACATC 
AGGCAGTGATCTGGTGAGAGTTCAGATCTGTCCTATTTACCTCTTGAAGGTAATACTGTCTCCTATTATTTGGGATGCTTTCCACAATGTGGAT 
GGGAGGGAATACTGTAGGCCATTGGACCCTGCCTAGTTTTCCATCTAGGAAGGAGTCATTCTAGGTTCCCAAAAGAATGAGCCGGACTATAGAT 
TGCAAACTCAGCTGTTGACCTCAATGGAAGAGGGTTGGTTTAATGGAGGACAGCAATAAAGAGGGGCTTCTGGAAGGAGTGGGTCTAAGTAGGA 
CCACTGTTGATGCACAAGGCATACCTAGGGGAAAATGGTTAGTTTTCTTGGCAT 

MOUSE SEQUENCE - mRNA 

ATGTCATCTGCACTTGCTTAC^TGCTGCTTGTCCTCAGCATCAGCCTCCTGAATGGACAGTC^CCACCTGGAAAACCTGAAATCCACAAATGTC 
GTTCCCCTGACAAGGAAACATTCACCTGCTGGTGGAATCCTGGGTCAGATGGAGGACTCCCCACCAATTATTCATTGACATACAGCAAAGAAGG 
AGAG AAAAAC AC CTATGAATGTCCAGACTACAAAAC CAGTGGCCCCAATTCCTGTTTCTTTAG CAAGCAGTAC ACTT CC ATATGGAAAATATAC 
ATCATCACAGTAAATGCC ACGAACGAAATGGG AAG CAGTACCTCGG ATCCACTTTATGTGG ATGTG ACTTACATTGTTGAAC C AG AGCCTC CTC 
GGAACCTGACTTTAGAAGTGAAACAACTAAAAGACAAAAAAACATATCTGTGGGTAAAATGGTTGCCACCTACCATAACTGATGTAAAAACTGG 
TTGGTTTACAATGGAATATGAAATTCGATTAAAGTCTGAAGAAGCAGATGAGTGGGAGATCCACTTCIACAGGTCATCAAACACAATTTAAGGTT 
TTTGACTTATAT CCAGGACAAAAGTAT CTTGTCC AGACTCGCTGC AAGCCAG AC CATGGATACTGG AGTAGATGGGG CC AGGAGAAATCTATTG 

GGCTTTGAAGGGTTATAGCATGATGACCTGCATCTTTCCACCAGTTCCGGGGCCAAAAATAAAAGGATTTGATACTCATCTGCTAGAGAAGGGC 
AAGTCTGAAGAACTGCTGAGTGCCTTGGGGTGCCAAGACTTTCCCCCCACTTCTGACTGTGAGGACTTGCTGGTGGAGTTCTTGGAAGTGGATG 
ACAATGAGGACGAGCGGCTAATGCCATCCCATTCCAAAGAGTATCCGGGTCAAGGTGTTAAACCCACACACCTAGATCCTGACAGTGACTCTGG 
TCATGGAAGCTATGACAGCCATTCTCTTTTGTCTGAAAAGTGTGAGGAGCCCCAGGCCTACCCCCCTGCGTTCCACATCCCTGAGATCACTGAG 
AAGCC AGAG AATCCTG AGG C AAATATT C CT CCC ACCCC AAATCC CC AAAATAACACCCCC AATTGTCATAC AGATACATC C AAATCTACAACAT 
GGCCTTTACCACCTGGCCAACACACGCGCAGATCTCCTTACCACAGCATTGCCGATGTGTGCAAGCTAGCTGGAAGTCCTGGAGATACACTGGA 
CTCTTTCTTGGACAAAGCAGAGGAAAATGTTCTAAAGTTGTCTGAAGATGCTGGAGAGGAAGAAGTGGCTGTGCAAGAAGGGGCCAAAAGCTTC 
CCTTCTGACAAACAAAACACATCTTGGCCACCACTCCAGGAGAAAGGCCCCATTGTCTATGCTAAACCCCCAGATTACGTGGAGATTCACAAAG 
TCAACAAAGACGGAGTGCTATCATTACTCCCCAAGCAGAGAGAAAACCACCAGACAGAAAACCCTGGGGTTCCTGAAACCAGTAAGGAGTATGC 
CAAGGTATCTGGGGTCACGGATAACAACATCCTGGTGTTAGTGCCAGACTCACGAGCCCAGAACACAGCGTTGTTCGAGGAATCAGCCAAGAAG 
GTTCCACCATCGCTTGAACAGAACCAATCTGAGAAAGATCTGGCCAGCTTTACTGCAACCTCAAGCAACTGCAGACTCCAACTGGGCAGGCTGG 
ATTACCTGGATCCTACGTGCTTCATGCACTCCTTTCACTGAGAGC 

MOUSE SEQUENCE - CODING 

ATGTCATCTGCACTTGCTTACATGCTGCTTGTCCTCAGCATCAGCCTCCTGAATGGACAGTCACCACCTGGAAAACCTGAAATCCACAAATGTC 
GTTCCCCTGACAAGGAAACATTCACCTGCTGGTGGAATCCTGGGTCAGATGGAGGACTCCCCACCAATTATTCATTGACATACAGCAAAGAAGG 
AGAGAAAAACACCTATGAATGTCCAGACTACAAAACCAGTGGCCCCAATTCCTGTTTCTTTAGCAAGCAGTACACTTCCATATGGAAAATATAC 
ATCATCACAGTAAATGCCACGAACGAAATGGGAAGCAGTACCTCGGATCCACTTTATGTGGATGTGACTTACATTGTTGAACCAGAGCCTCCTC 
GGAACCTGACTTTAGAAGTGAAACAACTAAAAGACAAAAAAACATATCTGTGGGTAAAATGGTTGCCACCTACCATAACTGATGTAAAAACTGG 
TTGGTTTACAATGG AATATGAAATT CG ATTAAAGTCTGAAG AAG CAGATGAGTGGG AGAT C CACTTCACAGGTC ATCAAACACAATTTAAGGTT 
TTTGACTTATATCCAGGACAAAAGTATCTTGTCCAGACTCGCTGCAAGCCAGACCATGGATACTGGAGTAGATGGGGCCAGGAGAAATCTATTG 
AAATACCAAATGACTTCACCTTGAAAGACACAACTGTGTGGATCATTGTGGCCGTTCTCTCTGCTGTCATCTGTTTGATTATGGTCTGGGCAGT 
GGCTTTGAAGGGTTATAGCATGATGACCTGCATCTTTCCACCAGTTCCGGGGCCAAAAATAAAAGGATTTGATACTCATCTGCTAGAGAAGGGC 
AAGTCTGAAGAACTGCTGAGTGCCTTGGGGTGCCAAGACTTTCCCCCCACTTCTGACTGTGAGGACTTGCTGGTGGAGTTCTTGGAAGTGGATG 
ACAATGAGGACGAGCGGCTAATGCCATCCCATTCCAAAGAGTATCCGGGTCAAGGTGTTAAACCCACACACCTAGATCCTGACAGTGACTCTGG 
TCATGGAAGCTATGACAGCCATTCTCTTTTGTCTGAAAAGTGTGAGGAGCCCCAGGCCTACCCCCCTGCGTTCCACATCCCTGAGATCACTGAG 
AAGCCAGAGAATCCTGAGGCAAATATTCCTCCCACCCCAAATCCCCAAAATAACACCCCCAATTGTCATACAGATACATCCAAATCTACAACAT 
GGCCTTTACCACCTGGCCAACACACGCGCAGATCTCCTTACCACAGCATTGCCGATGTGTGCAAGCTAGCTGGAAGTCCTGGAGATACACTGGA 
CTCTTTCTTGGACAAAGCAGAGGAAAATGTTCTAAAGTTGTCTGAAGATGCTGGAGAGGAAGAAGTGGCTGTGCAAGAAGGGGCCAAAAGCTTC 
CCTTCTGACAAACAAAACACATCTTGGCCACCACTCCAGGAGAAAGGCCCCATTGTCTATGCTAAACCCCCAGATTACGTGGAGATTCACAAAG 
TC AAC AAAG ACGGAGTGCTAT C ATTACTCCCC AAGC AGAGAG AAAAC C AC CAG AC AG AAAAC CCTGGGGTT CCTG AAAC CAGTAAGG AGTATGC 
CAAGGTATCTGGGGTCACGGATAACAACATCCTGGTGTTAGTGCCAGACTCACGAGCCCAGAACACAGCGTTGTTCGAGGAATCAGCCAAGAAG 
GTTCCACCATCGCTTGAACAGAACCAATCTGAGAAAGATCTGGCCAGCTTTACTGCAACCTCAAGCAACTGCAGACTCCAACTGGGCAGGCTGG 
ATTACCTGGATCCTACGTGCTTCATGCACTCCTTTCACTGA 

HUMAN SEQUENCE - GENOMIC 

CTTCCCCAGGGACACATATTGAATAGGCCTGCAATGGGGCCTTGGAATTTGCATTTTAATGGCCACCTCATGTTATTCTGATGCACAGCTATGT 
TTGAGAATTATGGCTCTAAAGCAAAGCTCTCCAAGAAAGAAGTACATACCTAGGTATACAAGATGATCCAGTGAGTTGAAGTATGAAAATAATA 
TAGTAGTTATTTGGGGTATTTTTTCTAAGAAAGAAACTAATCTTTACTGGTATTTAGATTGACAATAGTGCCTTCACTGAGTTCTCAAATTAGC 
TCAACACAAGTTCTGGAAACTACACAAGATAATCTCCAGAATCAAAAAGAGTTCAGCAAACACACGGGGGTTGCCATGGTACCTCCACTGCTTG 
ATTGCCATTTATGTGCTACAGGTTTTCATCAATGCAGTTTATTTTATAAAAGCAAGACCTTTAGAATATGCAACTTGACAAAATAGGGAGTGAG 
TATGAAAATGTCTGGTACCACACAGAAGTTTCTTGTTTAATTCATGACGAAGTAGTAAAAAAGTTGTTGGATTTAAAAATGAGTTGTCCATTTC 
CTTTTACAAAACGATAATTGTTCCCAAAGTGTAAATCTCAAATGCATGATGCTGAGTGAAAGAATGCTACATACTGTACAATTCTACTTACATG 
GCAG CCTGG AAAAGGGAAACTATAAGG ATAG AGAAC AGATTAATGGTTG C CAGGGG AC AGGGTAGGGACAGGGTTTGG CTACGC AG AAG CATGA 
GCGTATTTTGAGGGGCCGGGCTGCGGGGCGGTGGGGTGTGCGGGAGTAATGAAACCATTCTACATCTACATTGTGATGGTTATGTGACTTTTTG 
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CATTTGTCAAAGCTCCTAGAGATATACACTAATGAGTATGAATTTTATAGCAAGTTACACCCTAAAAACATTCACTTAAAAAAAAGTAAGTTTT 
GCTGAACAAAAAGAAAATTTCTACCACCTTTCAT 

TTTTGATAATTAATAATTTCAGAACTAAATGGTTTATACCATTAAAAATAAAATTATTTATTTATTATTTTAAATAATTTTGACTTTTATTTTA 
GATTCGGGAGTACGTGTG C AGGTTTGTTAC ATGGATGTATTG CATG AC ACTG AGGTTTGGGGTATG AATGAT C ACGTC ATC C AATGAGCG C AGT 
ACCGAATAGGTAGTTTTCAGTCCTTGCCCCGCTCCTTCCCTTCCCTTCTAGAATTCCTCATTGTCTATTGTTCCTATCTTTACGTCCATGCATA 
CTCAAAGTTTAGCTCCCACTTATAATAGAGAACATGAGGTATTTGGTTTTCTGTTCCTGCATTAATTTGCTTAGGATAATGGGCTCCAGCTGCA 
TCCATCTTACTGCCAAGTACATGATTTGGGGTTTTTATGGCTGTGTAGTATTCCATGGTCAAATTTTTGTTTCATCTTATTTCATTCTTTTAAA 
ATTTCTACTTTCATTCIATTTATAATACAGTAGTACATATATATAATTTATGACTAAAAATACATATGTATTTGGAAAGGCATGCTAAAAATGAT 
TTTACTGCTAAGATGATAAACAGAAAACTTTGGAGGTCACTTCTCTAGAAAATAACTCTTCAAAATTTAATGTACGTAGGAACTACCTAGGGAT 
CTTGTTAAAATATAAAGTCTGATGCAGCAGGAAGTCTCTCACCAGATCAAATGCTGGCACCTTGATCTTGGACTTCCCAGTCTCCAGGACTGTG 
AGAAATAAATTTATGTTCTTTATAAATTAAAGAAAAAATACAAAGTCTGATTCACAAAGTAGGGATGGGGTCTGAGATCTTGCATTTCTAATAA 
GATTATGATTAATCTAATAAGTTGAAATCATTTGTTTTGGTTTAAACTAATTACCAAGTCAATTCATTCTAATACCTTCCGGGTTCACTCATAG 
ACTAGGCCTAGGGTTAAAATGATAATTAGTATGATGCCAGTGCACCTGGCCCTAAGACTATACTTTGAATAGCAGGACTCAGACCACAGTAGCC 
CGAAGACATCTATGCAGCTATTATAGAGACTAACAACTGCTGCATTTGATTCAGCAGACTCAGTTTTCCCTCTTTGGGTTTGGGAGACATGAAT 
TCTTATCAGTCAATAGGCCAGCTCTCTTAGCATCTTCCCATGGAGCAAATGATTCCCATTCCCATGCTCATAAAAGCTGATTTTACTTAGGTCA 
CTGCTTATCCACC AGCGTGGGTTT C CTT AGAAGG AAGG ACACATTGTC TAATAAT AGC AGTGCCTTATATTTACAC ATGGTTTATAATTAACCA 
AATGTCAACTCATATCAGCCTCACAATGACCTTTGGAGGTAGAACAAAGCAGATGTATTATAAACCCATTTGCAAGTGCTACATGACAGAAGCA 
AGCACAGTGCTTTCTTTCAGAGTTGGAGTGATCAGGCAAAGCTTTAAGAAGAAAGTACCATGGAGTCTGAAGATCAAGAATGGGTAAGGTTTTT 
AGATGAAGGGTGGGAAATAACATT C C AAG AAGAGAGGATGG ATT C AAACAC ACTGTAG ATATGTATTGAGCTACTACTACTCTAAAGCCCAATG 
AAATCAGCAGGAGTAAAGATGTTCTAACTTTATTCTGTGGGAAGTAGATGCCATTAAAAATTTTTAATTCAGGGACTAATGTAATCAAGTTTAC 
CATGAAAGCATTTGAGTTTGATGTAGGCAAGACTGGTGAAGATGAGTCCAGCCAGGGGGGCTATTGAAGAGGAAGAAGTAAAAAATGATGAAGG 
CACAAATTGAGGCAATAACAGTGGAAGGGACAAAAATATTTAAGGACTTCATTCCTTTTTTTTTTTTTTATTATACTTTAAGTTTTAGGGTACA 
TGTGCAC ATTGTG C AGGTT AGTTAC ATATGTATACATGTGCCATGCTGGTGCGCTGCAC C CACT AACTCGTC ATCT AGC ATTAAGT ATAT CTC C 
CGATGCTATCCCTCCCCCCTCCCCCCACCCCACAACAGTCCCCAGAGTGTGATATTCCCCTTCCTGTGTCCATGTGATCTCATTGTTCAGTTCC 
CACCTATGAGTGAGAATATGCGGTGTTTGGTTTTTTGTTCTTGCGATAGTTTACTGAGAATGATGATTTCCAATTTCATCCATGTCCCTACAAA 
GGACATGAACTCATCATTTTTTATGGCTGCATAGTATTCCATGGTGTATATGTGCCACATTTTCTTAATCCAGAAGGACTTCATTCCTAATTGG 
ATGTAGAGTGTAACAGAGAGAACACTGACAGTTGAAGCCATAAAAAAAAAATAATAAGCTTTTATATCTCAAGGCCCATAAACAAGTGCATGCC 

TTACAGCATTATTTATAAGAGTAAAAATTTGGGAACAATCTAAATGTTCATAATATAGAATGATTACATAAATTATTGTGCAAAAAGATTATAA 
TGATAAGATTACATTAAAAAATTGAAGGATACTTTTAAAAAGATATAAATAGATATATTTCCTGGATGGGAAGAATTAATGCCCTAACAATATC 
AATTTTTCTCAAATTAATATATAAATGTAATGTAATGCCAAAAAAAGATTTTGAATTGAACAAATTGACCCTAAAATTTTATGAAAAAATAAAT 
ATAGTGGACTTATCAAGACAATTTCAAAAGGAAAGTGACAGTGTGCTTTGCACTAACAGGTATTGTACTGTTTTTACAGTTACAGTAAACAAAA 
GTCTATATTTTTGGCATATAAATAGGCATCTCAAAGAAACAGAGTAGTGTCCCGAATTCATATAAATATATATCAAAATGTAACACATGATATG 
TGACACTAGAAATCAGTGGAGAAATTATGAATTTTTCTATAAGGGGTAAAATTAAAAATAAAATTCAGGAGAAAATTAACTGTCTACCTTATGT 
AATAGTTAAAGATCTATTAAAAAAAAAACAATTTAACAGAGTTAATTGCAAAGAAGCAATACAAAAAACCCAAAAGCTGTAACAGAAAATAATT 
GACAGATTTGAGTACATGAAAATTAAAAACTTTTGTGCAATGAAACAGTCCATAAACAATATCAAAGGAAGCCTGACAGGCACAAATGTTTGCT 
ATACATTGAACAAAGTGTTAGTATGTTTAATAATAAAAGAGATGCCAAAAATTAATTTTAAAAAATATGGAGGCCAGGCACGGTGGCTCACGCC 
TGTAATCCCAGCACTTTGGGAGGCTGAGGTTGGTGGATCATGAGGTCAGGAGATTGAGACCATCCTGGCTAACACGGTGAAACCCCGTCTCTAC 
TAAAAATACAAAAAATTAGCCGGGTGTGGTGGCAGGCGCCTGTAGTCCCAGCTACTCAGGAGGCTGAGGCAGGAGAATAGCGTGAACCTGGGAG 
GCAG AGCTTGC AGTG AGCCGAGATTG CAC CACTGC ACTCCAGCCTGGG CAAC AGTGC AAG ATTCC ATCTG AGAAAAAAAATATAT AT ATAT ACG 
GGCCAGGTGTGGTGGCTCACAACTGTAATCCCAGCACTTTGGGAGGCCGAGGTGGGCGAATCAGGAGGTCAGGAGTTCAAGACCAGCCAGGCCA 
ACATGTGAAACCCTGTCTCTATTAAAAACAGAAAGAAATGCTGGTCGTGGTGGTGGGCACCTGTAATCCCAGCTGCTCAGGAGGCTGAGGCAGG 
AAAATTGCTTGAACCTGGAAAGTGGAGATTGCAGTGAACCGAGATCATGCCACTGCACTCCAGCCCAGGTGACAGTGCAAGACTCCATCTCAAA 
AGAAAAACAGGCATAAGATTGAACAGCCACAACATAAGAGAAAAAGTCAAAATATAATAAGCACATGAACTCAACCTTGAAGGCAATCAGAACA 
CTGTGAATTAGAACAACAATGAGCTATCATATTTTGCTTATCAGACTAGCAAGATAAGATTGATAAAGTCCAGTGCTAGCAAAAATGTGAGTAA 
ACATCCTTGGTAAGAGTGGACACTGAAACATTTGTGGATAAAAATTGGAGGTATATATGAAAATTTAAAATGTTCCTACCCTGTGGCTCAGTAA 
TCTCATTTCTAGGGCTTTCTCCAACAACATATTTGGAGAGCAATTTGGTAGCTATCAAAATTTTAATGTTCATTCTCTTTGAGCCAACCAAGTC 
ATTTATTTTTTATTTTATTTATTTATTTATTTATCTATTTATTTTTTTGAGACACAGTCTCAATCTGTTGCCCATGCTGGAGTGCCATGGCACT 
ATCTCGGCTCCCTGCAACCTCTGCCTCCCAGGTTCAAGCGATCCTCTGGCCTCAGCCTCCCTAGCAGCTGGGACTACAGGCGTGCACCACCACT 
CCTGGCTAATTTTTGTATTTTTAGTAGAGAGAGGGTTTCACCATGTTGGGCAAGCTGGTGTGGAACTCCTGACCTCAGGTGATCTGCCTGCCTT 
GGCCTTCCAAAGTGTTGGGATTACAGGCAGACGCGAGCCAACCTGCCTGCCAATCAGGCCATTCTAAGTATCTATCCTAAAGTCCATGCAAAGA 
CAATCCTAGCAGCACTTCTTAAAATAAAAAGCTGGAATTACTAAAGACCTAACAATGGAAGAATGGTAGAATATATTACAAACTATGTAACCAT 
TAAAAAAAAATGGAGTAAATCTATACATAGTTACCTGGAATATGTGATTTCATTAAGTTTAAAAAAGAAAAGTCACAGAAATTATTGCATTTTG 
AATTTTTAAAATATTTGCATGTGCATACAGAGACATGACTATATACACATGTAAAAAAGGAGGCAACCACCAATACGTCAATGGTGGTTACCTC 
TGAGACAGGATTAGATGAAGGAAGGAGGATGTGTGATTTGGAAGTACTATATTTTACTGTATAGATAAAGATGTAGATTTCTTTTTAACAGTGC 
TAGGATTTGGGGTAGTTTTTTAATCTTTGGATATTTTTAGCAGTTTTCTATTTTTTTTCTAAAGAAAGAAACATAGTTCTCCCACATATGGACA 
TGCCATTCTTCTGAGGATGCTTAAGTTGACCCCAGGAGGAGCCCTAGCTGCTGTTCCCCATTAGAGGCCCCTTTTCAGCAGGAAGTAGCCAGAA 
AGAGTCCTTGCCCAAAACCCCCTAACAGCAGTTAGTGTGATATCGCCACAGGGAGGAATGTGGCATGAGTTATCAAGAAATTATTTTAGGCAGA 
TAGAGAGTAAAAGGGGTCCTTGGGAAGTTTTCATTTTTTAAAGTATCTCCAGAAAAGTTTCTTGTAAAACCCCGGCTTTTAGAGCCAGGCGGGC 
AACCTTTGATATGCAAACCTAGGCCATTAGAAACTGGGTTCACCCAAACATGCCGATTCCAGGGACCTTCTTGCCCTTGCCCCACATGTTCCTG 
GCAACATGGCCGCCCCCACATATCCCTATTTGTGTAGAACATCATGGCGCCCCGCATTTGCATATTAAAAGGCTAGAGTGGGAGGGCCAGCTCT 
TTCATGGGCTACGTGAATTACGTGCCTAGTCAAACCAATCCCCTGAGCCCTAGGCAAATCAAACACCGCCTCCTCCAGCCTCTGCTTATATACC 
TGGCTGGTATCCGCAGCAAGTGGGGACTTACTCTTTTGGCTTTGGAGCGCCCCCCTCCCTCTGTCTCTGTACAGGGAAGCTTCTTCTTTCTTCC 
TTCTCCCTTTCCTTCTTGACCCTTCTTGCCTATTAACCTCTCCACTCCTTAAAACCAAAAAAAAAAAAAAAAAAAAGAAATGTGGTTCTCAAAG 
AAGACAAATGAAGTAGCAATGATAAAACTCCTTCCCTATTTGAGAAGGAGGAGAGAGAAAAGGAGCCACGGCAGAAACCAACAGAGGAATGCCA 
CAGACAGAGGGGAGGCTCCCGCCAGAGGATGGCAGAGGCCTGGAAGCCAAGGCGTGAGAACTTCAAGAGGAGGAAGTGAACCGAAGCCCAGTGC 
TGCAGAGAGGCCTGGAGGGCCCTCCCAGAGAGCAGCCAGTGAGTGGTAGTGATGAAAGCCAGGTGCAAAGAATTCAAGGGAGCCATTTTCCACC 
CTGCCTGTGCATTTTTGTAAAAACAGAGAAGTCAGAGCCCCATTCTAAACCTCCTGCATTAGAAGCTCTGCAAGTGACACCCAGACACAGTACA 
TTTTAAACACTCAGGTGATTCTTGTTCACAGCCAAGGTTGAGAACCAGTGAGTTAAGGCACTGAGAGGGAAGTAAGTAAGGAAAGCTGGTGTGC 
GTAAGT C ATT CTTTCACTAAGTTTGG C AGGTAAAGAAATG AGTGAATTAAACTGTAAAG C CATCAAAAGGGTC AAAGAAGATGTAGAAGTTGTA 
GGTTGAGATAAAGAAGCCTATGGGGCAGAAAAGATTAAATATGCAAGAAAGGTAGAGGAAAGGGGAAGGAAAGAAAGGAACTTGATGTTTCTAG 
ACTTTGTTAG ATG GCAC AC ATTTTACATATGCCATC AC CATTATTATTC ATTTGACTGGATTTTTG AGGCAC ATG CTACTGTGTC C AATTTACA 
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GTGAGAAACGSAGAATAGCAAGGACCTAACCCAGTGCCAGTGCTGGGCTCTTCCTCTGCATCA 

CGGATATGGAGTCCAGGACTCAGGTAGGGAGTCAGCTTGCAAAGGACGAACACGTCCGCTAAGACAGAGATGCAGAAATGAACTAGAGGAGGAC 
ATCAGTAAAGAAGCTGTGAAGCTGGAGCACATCAGTGCATAGAGAGAAGGAGATAGTCAAAGAACCAGTGTGGGGCAGAAAAGGAAAATATAGT 
GGCTCACTGCGGATTTCATCATCTCAGGAAAGCTGGGGCAAGGTAACTCACTGACAATGAGTACCCGTGGCTTTGTGACAGTGCC'I'GTGTGCTA 
CACAACAGAGCAGAAAGCCAGCCCTGCCCTTCTTACCAGTGAGGTATGGATTAGCCACGCAACGACCAGTCTGTAAGCCAGGAGTACAGACGAG 
CCAAGCTGCCTGCAGCTGAGTGGGAACCACAAGGAGGAAAAGCCAAGTCCCTGCCTTCTAAGAGCTGACAGTCTGGAGTTACCCAGAGTGATCT 
TCTATTTCACTAACTGTTAAAATAGTCTGATTAGAACMCTATTGTAGAATTGAGTGACCCTTTGCTTTGCAAAGGTCATATAGAAATATTCTG 
CCACTGAGGATCTCATGTCGCCCAGTGGTTCTGAAAATAAATAGAAGTTGCGTACCTrCATGGACACCCATGAATGAAAGTAAATATACCCTAA 
TCATCACAGGAAGCATGTGCGGTCTGCACGTGAAAGATGCATCTCCCATCAGCTAACAGAACCAGGTGGAGTCTATGTTTTAATAAGGACGTGT 
TATTGATCGGGAAGTATTAGGTTATTATGCCTAGGTAGTTGCTTCTGGGATTCCAGTCCAAAAGGATCACCAAAGCATCATGGGATTTTCAATG 
GCTTCCTGTGGCTTGGCAAATGCTCACTGCTAACTGTGATTTCCCAGTTATCCAGAGTAGCAGTGAAATGAAAGGGGAAAGCCTCATGTTTCAA 
TAACTTAAAACAAAACAAAAAAAAAAACGGCCAGGCGCAGTGGCTCACGCCTGTAATCCCAGCACTTCAGGAGGCCAAGGTGGGTGGATCATGA 
GGTCAGGAAATGAAGAGCATCGTGGCTAACAGGGTGAAACCTCATCTCTACTAAAAATACAAAAAACTAGCCGGACATGGTGGCACGCGCCTGT 
AGTCCCACCTACTCGGGAGGCTGAAGCAGGACAATTGCTTGAATCCAGGAGGCAGAGGTTCCAGTGAGCCGAGATGGGGTCACTGCAATCCAGC 
OTGAGCGACAGAGCGAGACTCTGTCTCAAAAAAACAAACAAAAACAAACAAAAAAAAAA^ 

GCCCTCTGGGTTGTGTAACAATCGGATGCATTAATTAl'TATGGCATCAAATGACACCAGCAAGATACATAGTCAGAAATAAC'rATTTGATTCAG 
GCAGGTGCTATTATTTGTTTCAGCACTGTTAAA.TGTGGGGTTTTTGTTTTTGCAAGAGAAAAGGCGGTTGTGTGTGGTTTCAAGAAGAAGAAAA 
GTCAGAACAACATGCAGCCCATTAGAAAAGATAAATTCTTTATTTGTGGA^^ 

TATTCATATGGCAGAGAATAAACACAGCACACTAGAAGTTTGCGCTTTGGGTATTAAAAAAAAAAAAAAGCAAAACCTTCTTAGGTCACTGACT 
ATCTTCTTTTGCTCCTTTCTATCTGACTCCTCAGGCAAGGTGCAATTCAAATCCCTGGAGAACCTCTCAAATATAGCTGCTGTTCAATGTTACT 
CAGAAATAAGGAAAGAAATTTGACACGGAGACACTCCACATCTTGGCTGCCTGGAAAAATATCATCTTTGAGGTCATTCAACTCACTAAGTCAT 
TTTTATT ATTGTTTTGTGTGT CTATTTTCTGGTACAGTCTCAATGAAAG ATATGTGGG C CTAATCATGCAAAACCGATCTGGGGGGAATC AGTT 
GTTTCTTCAGGTCTTCGCAGGATTCCAGCTCCCCCAACTACCTCCGTCGCCTTCTAAAACTGGCAGGCTCTGGACGTTTTGCATGCTGAAGAAA 
ATCACTGTTTTGCCTCCAGCAAGGAACATAAATGTTGCAACACTGACTCCTGCTCTCATGAAGAAAGAGTGAACAAGTGCACGGAGTTGAGGTT 
CTTCTCACAGAGCCAGGGGGGTGGGGAGCGGGGAGCGGAGGCTGAAATCCCCAGACGCCGGTTTTCTGGGCTGGGCTTTCTGCCTTACTCACTC 
CTTCTCCCTGTTTCTGGATTTTACCGACCGTTCGCGAAACAGCTTTCCACACAATGGAGCTTCATGTCGTCGTGCAGGAAGTACTCATCGACTG 
ATGTGGCAGACTTTGCTCCCTGGCAAAAGTGAGTAGCCATGGCGAGCTGAGGCCGCCTCCGACGGCGCGCGGCAGGGGCTGCGCGGGGGGCCGC 
TCTCCGGGATGCGGGTTCGAGGCCCGCGTGCTGAAGGGGAGAGCGGGGCCACCGGCGCGGGCTCCTGGAGAGAACGCCAGCCAGGAGCCAGAGT 
CGGCAGCCGGCGGGGAAGCCCGGGATCCGGCCGCCTCCCGCCCGGATGTCCCTTCTCAGAGGGGCTAAAAAATACTCTTAAGGTGCTTTGGCTC 
CACCACTGCCCCCAACCCCAGCTTTTACAAACTGCACTCGGGTCGCATTCGGCTTTGTCAAAGGCATCTTCAGCTGTATCCTTGAGCATGAGTT 
TCGGCGTTGATTGTGGGATTCTCAGAATGCAAATTATTTGCGTCAAAATAAAAAGAAAAGAAAAAAAGAGCGGGGAGGGGGAAGGGGCGCAGAC 
AGGTGATGTGATGAAAGCCGGACTCGAGACTCTCCCATCAGCAGCAGCCGCCGCCGCAGCAGCCTCGCGGGCATCCGGCGGGGAAAGTTTAGGG 
TTAGCAATGCTGACCTGAAAGGTGTTGCTCCTCCCAAAAGTCAGCGGGGGTAGGGGCAGATGAGCAGCCTCCGGGCCAGAAGCCGGAGCTGGAC 
GGAGGCACCTAGGCAGAGGAATTGCAGCCCGGGAGGAAGCTGGAAGGAGAGCCCGCTGGAGAAGGGAGGAGGGAAGGGAAGAGGAGTTGGTTAA 
AGTCAGGCAAACTCAGGTAACTGGAGGGCCGGCGCGAGTGCTACGGCAGGGGAAGGCAAGGGCTGGAGTTCTGGCTCTTTGAGTAGAAAACTAT 
CCTTTTAGTGACCTCTACCTGTATCCTGGGGAAGCAACCCACACTGCCCTGAAAACAAGCAACGTAGGGGATTCTATGACTGGACTTGAAAATG 
GTTGCAAAACATTATTATTAGTCTGGAGGGATCACTTTGTCTTCATTTGTCAAGTTGAGCGGGCAAGA'TTTCCCACGTGAAATGGTGCTTCACT 
TGACCAGGGAAGTGCTGCTAATCCCAATGCTGACCATCAGCTGTGCAAACTTGGGCAAGAAACTTACCCTCTCTGGGGTTCGATTTTTTTTCTG 
CAAAGTTTAGGGAATTAATTAATTATATATATATATTATAGAAATATATATAATATATATATAAATGTTTAATGAGGTGGAAGTGCTGAATAGT 
GCAAGAGAGGAGCAGATGAAAATATTAATTTCAGTGGTTCTTAAAAATTAGGGGTGATAGGTCCTTTTGAGAATTAGCTGTGAGTCCTCTTCCT 
GGGGGAAAATGCATATGGCATGTACATAAAATTTTACATGCAATCCCTGAGGGTTTGTGGATACTCCCTGAAAGCCATGCCTGAATCCCAGGTG 
ACAATCCCTTATTCCTCCTCCTGTATCAAGACCACCCAGCCAACTCCTTGCTGCTGGTTGGGCTGACTGTGGGAGTAATCCACAGCCTTCTTGG 
GGGTGTGGAGTCAGCCACGCTGCTGAAGGAGACAGCTCCCCTGTCATGGGTGAGCTCCCCACATGCTCTCTCCAGAGCTCTACCAGCCXCTGAC 
TCCAGGGGACCCCTCCTCAGAACCCTTTTTAATGACTCTGCTAAGGCGACAGTCCT'XACGCCTAGAATTTTCAGTCCCACCAACCCTGGAGAGC 
CATCTAAAGAGGATGGCTGTCTGAATCAGAGTGCTCTTCAGGTCACGTAGCTGGATGGGAGGGAGGCCAAGGCTTTGTTTGGAAATGAAGCAGT 
CTTTGCTCCCTGAGGC ATAGTATGAGTAGG C AGG CATATTCTTTTGAAC CTCTGTACTTTGC CTTTAGAGGACTAAGG ACTC ACATCTCTGGGG 
ACCCTGGGTGTTCCACTAGCAGTGCCAGCAAGGCACATCAGAAAACACACAGGGCTTTGGAGCTCAACAGACTGGGCTTCAGATCTTGACTCCC 
ACACTGAGCAAGCCTCTGAGTTTTCCTGAGCTTCACTTTTGCTGTCAGCACAATGAAAATAATGCTGCTTTTTTTTTTTTTTTTTTGCATGGTT 
GTTGGGAGAATGGAAATACTATGAATCATGCCTAGCCCATAGTCAATGATAAACTTTTTCTTAATATTAATGTGGCAGCATAAATAAGTGTTCA 
ATAGTCTCATGCTTTTAAGAACAGCTTACTCTCTCTCTCCTATGGGGCTTACATTAGTAGAAGAATGAGTAAAATTAGTTCTGGTCTAGTTATG 
GACAAAAAGGAGTGGTGGCCTCAGAATACAGAGTCAGACTGGCTGTTCGAAT'TGTGCAGTGTCAAGGAGAGCACTATGTATTGCCGGCAAGTAA 
AGTATGTCCAGACCGGCGTGGATACTTGACCTGTCTCTCAGTTCTCTTTTGACCCATAATCTTGAGTACAAAACAGCTAGTGCTGTGCCTGCAG 
CTAAAAACAGCCAGGCATGGAAAGAAGTGTTGTGGCTGGGTCCATCTTCAGAAACTGTAGAGAGAAATATCTCCATTGTCATCTTTCACAGTTT 
GGCACAGATGTAGCCAACTCAGCATGTACTCTCTCTCCATGGGGTGCTGGTGCCTCCATTGCAAGTGGTCAGATGATGTAGCAATGAAAGAAGG 
AAACATCGGAAACTTAAAAGGAAATTGGATATCCACAGAGTAGCCAAAGATCTATCAGTATACTTTGGTGAGGTATTCCTGCATGCAAAGATAG 
CAATATTCATGCCTACTATTTACTGAGCCTTTAAGATGTGCTAAGGACTTTCAGACATTGCCTCAATTAATTCTCATAGCAAGATTGCAGAGTA 
TGAGTTATC ATTTAAAGCTTTACCAGT AAAG AAACTGAAAC ATGGAAATGTACATACACC C C CC AAC CC CACAC CCC ACATC CGCCTAG CTCAG 
GAAAGGCAGAACCAGGATCCAAGCCCAGGTCTGTCTGACTTTGGCACCCACTCTTTTTCCACTACCCAGTGCTCCCAAGCTCCCCAATATCAGG 
CACTTGGATCAGCCAACCGGATTAAGATTCTTCTAAAAGGCAGGAATAGCCAAATCTAGTGGGTGCTTTTAAGTGGTGTGAACATGTGGTTGGG 
TTGTGATACATATTAACGGGTAGCAACAACAAGATCACCTATGGGAGGATAATATTCCTGACCCTTCCCAAGCCCAGCCATTAGACTCAAGATT 
GGCAATATCCAACATTAGCAGGTGAGGCTGGCGCTCTGTCAGTGACTTCCTTGGTAATCCTTTTAGTTAAACAGAGCTCTGGAATGTTCATTCT 
CTACCACCTTTAGAATCAGAACACCACTTACCTTTACCTCCCTGTGCTGAGCACGTTTTCATTCATTTATTCGACAAGCATTTGCTGAGCTCTG 
TTTTGTGCTGGGCACTTGATGACACAGTGGGGAATGAGACACACAGGATCCCAGCCCTTGTGGAGCTTCTATGCCAGAGAGAGTGACAGAAAAC 
AGTCGGGTGAACAAATACATAAATAAAATCATTTCAGATACTGATAAATGCTATGAAGAAAATAGAGGCTGAAGGGTACAGAGGGACAGGGCGT 
GGGAGCAAGTTTGAACAGGGAAGTCAGAGAAGACTGCCATACAAAGGATACCCTTGAACTTAAACCCGCATTTTCAAAAAGGGAGCCAGCCCTG 
TGAAAGTCTAGGGAAAGGGCTACCTTAGCAGAACTCTCAAGAGAAAGTTCTTAAATTGGAGTAAATGAAGCAGTAAAGCTTAAAGTCTGAAGAT 
GGGCCCTTTAGAAGTTGACTTGTATATAGGGGGAATTATTATTTGAATGCCTACTATACTATTCTAAGCTGTGCTGTATACTCTGTTTATCTTC 
GCAATGATCTGGTGAGTTAGCTATTTTTGTTTTTATTTTACAGTTGAAGAAAGCAAGAGTCATCAAGGTTAAGGAGCTAGTCCAAGGTTATGGA 
GCTAGTCCAAGGTTATGAAGCTGGTATTTGAATCCCTTAGTCTATTTCACTCCAAA.GCCCACAACTACTTGCTAACACAGCATGTGGGCTTTGA 
GATAATGTCTTTTGGAGAAAGTAAGGAAGCCGATAGAAGGAGAATATGAAAAGTAAATTAAGTAGCTGAATGCTGACAACGATTTGTATTTGAT 
GTCCCAAATTCCAGTTAGTGCACCTACAACTGAACTGTCCAATACAGTAGCCAGTAGCCACATGTGCGTATTGAGCACTTGAAATGTGGCTATT 
TCATATTGAGATGTACTGTAAATGTACAACGCACCCCAGATTTTTAAGACCTAGTATTCCCCCAAAAAAGTAAACTGTCTTGGCCAGGTGTGGT 
GGCTCATGCCTGTAATCCAAGCACTTTAGGAGGCCAAGGCGGGTGGATTGGCTGAGCTCAGGAATTCGAGAGCAGCCTGGGGAACACGGTGAAA 
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CCCCGTCTCTATTAAAAATGCAAAAATTAGGCAGGCATGGTGGTGGGTGCCTGCAATCCCAGCTACTTGGGAGGCTGAGGCAGGAAAGTCTCTT 
GAACCCGGGAGGCGGAGGTTGCAGTGAGCCAAGATTGCGCCATTGCACTCCAGCCTGGGTGAAAGAGTGAGACTCCGTCTCAAACAAAAACAAA 
AACAAAAGTAAACTGTCTCAATTTTTATATTGATTGTGTGTTGAAATGATAATATTTTAGGTATACTAGTTTAAATAAAATATATTAAAATTAA 
TTTAACCTTTTTCCTTTAATGTGGCTTAATAGAAATGTTTAAATTAGATATGTGACTCACATGATATTTCCGT'rGAACAGCAGTGATCTAGACT 
AATAAGTTGACAAATACATGATAGGACCTTTTTCCCCCTTCTTCCAAACGTGACTTCTTCCTCTGTTCTTGTGTCAGGCTCCTTCTCATCTGCC 
CCCATATTCAGTTATTTGGTGAAGCACGAGAGAAAAGAGGTCCCTCTTCCTTCTCCCCCACCCTCATGCTGCTGGTTAGCAGGTGATCATTTGA 
AGTCCACTATACCATGTCACTTTGGGATCTGATAAAATAGACTCAGTGATTATATTCATCACCAAGACCAATCCTCTCACTCAGGTAAATCTCA 
AGAGGCTTTCAAACGTCCTACAATGAAAGGGTCATTTTAAATCTGGATTTAAAGTTTTACCTTTAAATCACTTCCTAGTACATTGTCTTTGTAG 
TTTTGGGCACTTTGTAAAATCAGACGAGGAGACAACTAGAGCTTCATGTTTTTGTGCAAAGCTCATTAAATAAGTAATCTCATGCAGTAATAAA 
TGTTTCTCCCTGTCCTCTTGCTTAAAACAGCATGAACAAAAAGTAGTCCCAGTTGCCAGAAGGGCTACTCCAGGGGCATCACAAAAGACCACCT 
TTGGTTTCTTTCTTTTGTCCACTAGCTAAAGTGGCCCTGAAATATGTCAATGAAATAAAGATATATTTTTTTTCCTGCAGTTTCATTTATTTCA 
AAAAAAAGAGCAGTCAGATTCTGGTATTGCTGGAGAAAGCCTCTGAAGAGCAAAGACCTGGATTCTGCTTTTGTGTACTCTACTGGTTTGCATG 
TTACCCTCTCTCTCCCTTTTTTCCCCCAACTTTCTCCCTTACTTCCTGTAGTAAGTTTGGTGTTGATGAGATAATGCCACAAAAAATGCTAATG 
GTGAAATGTGCTGTACAAATTGGCCATGGTTATGATTGATAACCTGAATACAAATGGCATCTCTAGACATGTGCCTGCAGGGAGGAGTTGCCTT 
TATGTAGCTGGAGCAAAACATTATGTAAGATTCTCTTGGAATAACATTTGTTCATTTCCACTTGAAATCCAAATCTGGGGGAAATGGCAGTAAA 
GAAGCTGACAAGAATGAATCTTAGTGTATCTGTCACTGGTAGACTGAGTTCTTTCTCTAGTCTGTATAGGTTCCAGAGAGAGAACACCCAATTG 
AAAAAGGACAAGCTGGTTTTATTCACTGGCCAGAAATGGAAAATGAGAGACCTCTTGCTCTAAAAAGTCACCTTCTCCCTAGCTGTGGGAAGCT 
GCAGGATTGTGATGAGTTAGATGTGGGGCGGGGAGCTATGTAAACACATGCAGGGAGAAAGTACAGAGGCACAGACACAGATAAACATGTTTCT 
CCATGCGTCCTATGGAGAGAAAATGGCGGCAGTTTTCTTCTAGGGATGGGGAGCCCAGCATTGTAACGCTATGTTAATGACCTAAACGGAACAA 
GGGGTAGCCAGTTCTGGTTTGCACTGGTTTCCTGCAGGCCTCTTGTATTTGGCAAAGGATCACCAAGCTCCTGCGACATCCCAGGCCATCTGGA 
GTTCTTTAAGCAAGAGTATCTATAGATAAAGAAACTAGGGAAGATAACAATTTAAGAAAATAATGAGGTTTCCCAGCTATTTCTCTAGGGCTGC 
CCTGGTAATATTTCTACATCAACAGCAACACATATTTTTCAGCATTGTGTAAGCCAGGAAATCTATGCTAGACTCCACGGGGAAAATAGAAGAA 
TAAAACATGGTTCTTGCTCTGGAGGAGCATAGTTCCTAGTTGGGAAGGTGGACAGAAACATAAAAGACCAGTAGCATGTAAAGAACATTTTCTA 
AGTGTTACATAAATGATGCAAACAAAGTTTTGCAATTCTGGAGGGCAGCATGGCCATAACCTCTAAGGTATATTAAGAAAGACAAAGTAGAAAA 
TGGGCATTGAGGGCTGGAAGCCTAAAGACACAAGGAGAGAAGGAGAGAGCCACCTCACATAAGAAAAAATGCACAGTGGTGTGGCAGTGGAAAT 
GTACATGGGTTCGGGGGTGCGTGATGTGGAAAAGAACAGTTGGCTTAATCCAGTGGCTCCAGATCTGAGCTTTACATCAGAATCACCTGAGAAG 
CTTTTAAAAATTACAAATGCCTCAGCCCCACTCCAGAGCTTCCATTTAATTAGTTTAAGACTGGGGACTGGTCTCAGTGGTGTTTCTGATTGAT 
TTTGTTTTGTTTTTGTTTCTGTCTCAATTTCCCAGAATATTCTAATGTGAAGTCAGAGTTGAGAATCACTGAGCAAAAACCAAGATTTTTATAT 
CATAGTCATGGGACATAAAATGAAAGAAGTAATCTTTTAAAGGAGATTAAATGGACAACCAAGAGTGTGACCTTTAATTTGTAGAAACTGTATA 
TACATGCACATTTGTATGTAGTCTTTTAAATTCACAGATAATTCCTCGTGGTGATTCTGTCTACTTGGATGATGTGGCTGAAAGCCTTTGTAAC 
CAGCTGCCTACTCTTGTCCTCTGTGTACTTTGGGGGTGTCCTATAGTGGATCCTAGCTAAGTGGGGCACAATGGGCATCTCACAGGAGCTTGTT 

CAGCTCTCCAACTTTACAAATTGAGAAATGGAGTTTAATTACTTGCCTTGGGCCAGGAGACTAGCTGGTGATGAAGGTGAAATGAGAATTCTCA 
GGGAGGTGAAATTAGAATTTCCAGGTACTGAATTCCACATACCTTATTAAACTCCCAAAGTGAGTCTACCCACTCTCGTGTTGGTGTTAGAATG 
TTATTTCTTACATGAATGAATCAGTGTCACAGATCAGTAGGTGAAGATGACTGGTTTCCCTAAGCTGCCAACACTGTGATTATCTGAGTGTCAA 
TGACCCATAGGCAGTCACAGTGGTCCCGAGAGCCCCGTCCCTGATGCCTGGGAGCTCTCAGTCTAGTGAAGTTTGGCCTTGCATATTTATAGTT 
TATCCACTCTAACATCTGGGAAGTGAAGACTCTGGTTGCTATTCCACTGCTCCTAGCCCCACACTTTACGGCTGTTCTGATTTCCCTTCTCTGA 

TTTTGGATGGAGTCTTGCTCTGTCTCCAGGCTGGAGTGCAGTGGCGCGATCTCGGCTCACCGCAACCTCTGCCTCCCGGGTTCAAGCTAGTCTC 
CTGCCTCAGCCTCCCGAGTAGCTGGGACTACAGGCACGCGCCACCAAGCCCGGCTAATTTTTGTATTTTTAGTAGAGATGGGGTTTCAGCATGT 
TGGCCAGGATGGTCTCGATCTCTTGACCTCCTGATCTGCCCGCCTTGGCCTCCCAAAGTGCTGGGATTACAGGCATGAGCCATTGCACCCGGCC 
AACAGCTACATTTTAAAGAATCCTTTATATGTGTTGGGAGCTTCTGGGTTCACTGCCCACGGTGAGACTAGGGGTGGGGACGGAGGTTCTTCTG 
AAGGACAGTGCGGGGAAAAAGCCAGAGTCTTGGCAATACAGCCTCTTTAGACAAAAAGATAGGTCAATTTGTACCATTCCCAAATGGTTGGGTT 
TTCTTTTGTCTGTCTCAAAATCCATTACTGATTTAAAACAATTTCCAAAAGCTTTAGCAATAGCAAAAAGCAAGCCTCTTAAACAGTGTTGCTC 
CACACTGATTGCACGTGAGAATCACCTAGGGAGCTTTAGAAACAACTATAGACTCACTGAATCAATATTCTGGGAAGGGGCCTGGACATTCGTA 
TTTATTTAC AGTTCTC C AGGTTT ATAATGTGCATCC AGGGCTAAGAGCTACTACTGGTCAGCTATGAT C CAAATCTTAATTACTTATTTGTATT 
TCTTCTTTTGCCTTGTTTTAGAGTCTCATGGCCCAGAAAACCATCAAACTATATTTTTGTTGAGTAGCAATTTCATCATTCTGTTCTTTAAAAA 
ACATG ATTTTG AG C ATAATTTAAGTTTGCTACTTCTATAG AGAGACCTC ACACTCAGTAGC CTC AT CACTAAAATTTTCTGTGTGC AATTTAGA 
AATCACATTGCCAGAAGCTTGCTAATTAATTATGAGAGTGAAAGATAAAGGTTAAGCTTTCCTGCCACCTATATATTAGATTTCCCAATTGCTA 
TGTTAATCTTTAGTTAACCAAGACTTGCTTTCTTGTCTCAGCCATTTTAAAGCCAATTAACTCTGTTCCTGTTCACACCCTTATTAAAAATATA 
ATTACAGCAGTAGTCTCGAGGGACTGTCATTGGGTAGGCTTTACCAAGGTAAATTAGCCAAGAAATAACTAGGCTGTGTAACACCCTCTCAGAC 
CCTGGAAATCATTTTGGTTGCAGAAGCTACTTAGTATCAGAGTAGGCTGGGGTACTCATAAATTTGGATTTGGAAAAAGCCAATTCCAAGTCAT 
CCTAAATGTGGAAGAATCTGTGATTTTGAGAATGATTCTGGAATCAGTTATCCAGGGTCCAGCCAAGTCTGATACACCGATCCTCAGAAGGTTG 

TGAGATTGTGGGATTAGGAGAAAATAAGAAAAAAGATTGCAGGGGAGAACGATGGACAGAGGCCTGCTGTTAGTCAACTATCATGGGCATCAGA 
ATTTCTTTATTCAGTCAACTAATGTTTATGGAGGTTCTGCTTTGTTCCAAGGACCCATTATAGGAGCTGGAGATAGAAGGATGAAGTTCCTACT 
CTAGTGTAGTTTAGATTCCAGTAAGAGGAAACAGATATCCACACTAAAAACAAACAATAAATAAAACCCAATAAATTAGTCAGTACTATGAAAA 
AAATGCAATGAACTGAAGGGAATAGAGTTTGCTGAAGGCTGCTTTCAATAGCTTGTACAAGTTGCACTGTCTGAGGAGGTGCCCTTCAAGCTAG 
CACATC AATACTAAAAAGAAAAG C ATGCCGAGAG CTGG CAG AAAGAAGGCTT CAGGC AGAAAG AAC AACAGCAAAAGTCCT AAG ACTGG AAAAG 
GTCTGAGTTGTTCAGGAAACAGAAAGGAGACCATTGTGGCTGGACCCGAGGTAAGAAGCAATGAGGGAAAGGTGGGAAAAGAGCAAGGAGGGCC 
CG AGGT C ATGGGATGG AGTTAGG CTGTTAAGTG CTTTG AG AGCCT AAC AT CCT AACTCATTGGGAGGTTTTCAGCAGGGT AGGAAC ATGGTTGG 
CATTGCCTTTGAGAGCTCTTCCCAGCTTCTGTGTGGAGAATGGCTTGAAGACTGAAAGCAGAGGGTTTGTAGGAGGCTGATCGGAAGTACAAGC 
AAGAGGGGAGGGTGGATCATGCCAAGGTGACAGCAAGCAAGGTGGAAGAGGTGTTGGATTCAGGATG.GAATTTGGAGGTATGGCCAGCATGGCT 
TTCAGATGGAGGGGACCAGCGAAAGTGCTGGAAAACCTAGTCCTGCTCAAGATGATTGTTCCTGCCCTACCCTTGTTTTAGACCCCTTGTTTTG 
AACTAAAACAGAATAATATCTAGTGCTATTTAAAAACATTAGGAATTTTAACCTTAACTTGTTTAAGCAGAACAAAACAAATCCCTGCCTGGGG 

GTGCTTTTCGTAAGTGCTGGAAAGGTCACATTCGCATTACTAGTTTATCTCTTTTCTGAGTGTTTTGACACTTTGGCTGTGTTTACCAAGGCCT 
TCCTGCTGTCAGACATTTACATGGGGCTTTGTACAGTTGATCAGTTTGTCCATATAAGTGCTAATATAATCGCAAGCATTTAGTGGGCACTGAC 
TGTATGCAAGGCCTTGTTTTAAGAATTTCATGTTTTAACTCATTTAGTCCTTCCAGCCACCGTTTATAATAAAAAGTGTGTACTCTTATTATCA 
TTTT AT AG ATG AGGAAACTG AGGCAAAAAAAGAGGTTAAGTCATATG C CCAAGATC ATACAG CTGGTAAGT AGTAAAGC CAGGTTTTG AACTGA 
ATCCATCTGTACAGCTCTGGGTTCCTAGTAACTATGTTGTGCCACTTTTCTATGTAATTGAAGCTGCCACCTTCAGAAGTAGACTTGTTTCTCC 
TGCAAAAACCCCAAGGTACCACTAGGAGACACTAAAACTGGGCCGGGCTTCCGGGAGTTGGACTGGTGGGGAGATGGCATAATGTAGAGGCTGA 
ATGATCCAACCCCCCTCCAGGAAGGCCTCACATCTAAACCACCTGCCATCTGCCAAGGTGGGAGGATAAACCACCCCCCACCCCGCCGCCAACA 
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GGGCACTGGCTGGTGAAAGTTGCCAATACCAGAGGAGTCTTGATGAAATGCCCTCTCTTTTCCTCAAACTCTTTCTGCCTACTATTCATAGTAT 
CTGTGTTGTACCCACCCACCTGCCAGTTATCAAAGACTGAAGAAACCAAAGTTATTCAACAAGCCATGAAGCAAATTCTAATTGCTCCCCACGG 
CCATCTGAGGCTGGCCTTTGGAAACTTAAAAAAAAAAAATTAAAAAAAGAGAGTCATATTAATTTATTTGTTACC^ 

TCTGGTGGCTTCTTTCCAGTGTTTTATTAGTAGAAGCGAAATAAGCCTAGGAAACACAATATTTCATTCTGTCTTCTCTGCTTTTCACTGCATA 
TCTACCTTCAAAAATGTCTTCTCTCAAGTTACTTGGTTTCTCAATAACTAGCGTGAAAGTAACAGACCTTCCTTCCTTCCTAATGATAGTAACA 
ACAAGGGATTTACAGAATTGAAGTTTATATAAGGAAATGCATTAAGATTTTAACTTAAGTAAGTGAACTATTCAGCAATGGCTATAAAGACAGT 
AATTGTGATGATTTGTCTTCTATATTATATGTTTAAACTAGTTATATATTTTAATTATATAAGATGCAATTTTTTTGCTCCAGTTTCCATAGGG 
TAATTTTCAACAGAGATTAACATGCGTTCATTGGAAGTGTTGAATTTACCTAATCAAATCATCAATTTGTTTATTCAAGTTTAATTTTCAAAAA 
AATGTTATTTTAAAATATTATATGATATGTGTCAGGTATTTCTTACGGTTGACTTCCAAATTTAAAACTGCAAAGAAAACAGAAATCCATACAT 
ATAGTTGCAGTAAACTATACTCAATTTTGGAAGATTGCAGTGGCAACATCAGTGAATTAAAGTTTGAAAGCTATTTCAAATCTTTGCATATTCT 
CCAAATAACTCAGAATCCTACAAAAAGCTAAATATTTAAAAAAATTTATCTTCAAACCAATAATGTAAGTTTCTTCTTTATTGGGATGATTTTG 
GTTAAATATTTAGCAGAAAGTAAGGGTGAATATATATTTGATATAGGTATGTCCTAAGCTAAAATCAAGTCATTTAAAGATCAGAGCAATTAAT 
GGCAGTTATGTGATCACAGGAATCAGTCTATCTCCTCCCTCAGGGTTTGATTCAATGAGTTTTATTTTTCTCTTAGCAACTTTTCTTATTTTAC 
TTTTCAAAGGACATCATTGAAACCATAATAGTGTTCATATCTGTGAGTTTTAAATTTTTATTTATTTTTATGCATGGTT'rAAAATTCATTTAGT 
T C ATTTAAAATTC AAAG ATATAAAAGAGC ATTCAT AAAAATGTC CC CCTCTC CTGTCCTCCAGCCTTTACAAAAATATAC CATATAT ATTAATA 
TGGGCTAAATACCCTTTTAAAGTTATCTGACACGCAAGATGCTATGACTGTGTGAAGCCGGAGCCTACAGACTATTGCTGATCCCCCAGTAGTA 
GTAGCAGTGACTCTTTAGTGGCCCTGGAGCTTCCTTTCTAAACTCAAGTGTATATTTAATGTGGCTATTTAGGGATGAACAGCAGTATTTTCAG 
AGAAAAGTATAGAAGAACAGATGAAATCACACAAGATGCACACATCTGGGTATTGGTGGGCATGTACTTTCAGCAGTGAGTTTACAAATAATCT 
AGACAGAGTTAAGTATCAGGTTTAAGAGTCCTAGGATCTAAGCCTGCACGGGTTCAGTCTTGTGCAGGAACTTGGGAATGTTGGGGTTCACTTA 
GGCCCCCAGTGTTGGCATGTACACCCACTTTCAGGAGGCTGGAGGTATAAGTTCCTCTCTGCATTTGTCTCAGGTCATCACAGGCCTCAGAAGT 
TTCTCAACAGAAAAGG ATTG C ATGGGTTGG ATGTCC AG AAGG AT ACGTGGAGTT AAAC AT C AGTC AGTGG AGCTAG AGGCTTG CTAAG ACTTGG 
GAAGAGGATGAGGGAAGGCAAAACCTGTCACCTAAAGGGGAATTCTAGAATGTACTTACTACACTCATGACATTACCCTACCACCTTCATTTAT 
CACCTTGTGTCAAACATAGACTTCTTGGTCAAGACCACTATGCTGTAAGCTACCTGAGGGCAGGACTATGACTTATTCTCCTTTGTTTACCCTG 
CCC C AGTGC GT AACAGTGTCTTTGGAATTGGAATGTTCAATAAGTGGGTTAAACTTTTGAAACTGAAT ATTT C AAATAATC ACAGATAACAGAT 
GGTTAAAAACCAAGTCCTTCTCAGCCTAACTAGTGCCAAACCAAATCATTGTCCATGTCTCCTAAAGAAATGAAAGTTTTCTAATTACCTATAT 
AGGTCTGGACTCAAAACTATAAGGCAGCACACTGTCTTTGGTGTTGACCTATGTCCCAGGTTGTCCATGGTCATCACACAGTAATGACGACTTG 
TATGTATTTCATCTAGAGGATCACACAGAGTGGTATGCTAGGCCCAAGGAATAAGTTTACCTGCTTATTTCACTTCTCCACTGTCATCCTACTG 
TGTTTCAGGAAGAATTTCTTTTACCTCTGCTTACTGTACTAAGATGCCCCACATAAGCCCCCAACTCCTTTTCTTGTCCCCCTCCCACTTTGTT 
GTCTATTTTCTTCTGTCAGACCCCTTCCTCCTCCAAACTGAACCTTCCTGAGAATATACCAAAGAACTCAATAAACCATTCAGCCCACTATAGT 
TCAATAAATGAGCACTTCCAGAATTTGCATTTTAATAGTGGTTCAACCTCAAGTCTCTGTTGGTGGAAATGTCACTGTGATCTAGGTGAGGGAA 
ACATTTTGAGAGCCTGTGGGAACCTCCAATAGCACCTTATAGTAGCTTCTTCTGGTGCGTGTGTAATACTACAATTTCCAGAAGCCTTGTTGAT 

TCTTTTTCTGTCACCCAGGCTGCAGTGCAGTGGCGCAATCTCGGCTCACTGCAACCTCTGCCTCCTGCGTTCAAGGGATTCTCTTGCCTCAGCC 

TCCTGAGTAGCTGGAACAGATGTGCGTCACCAAGCCCAGCTAATTTTTTTTTTTTTTTTTTTTTTTTTAGTAGAGACAGGATTTCACCATGTTG 

ACCAAGCTGGTCTCGAAGTCCTGCCTATCCACGTGCCTCAGCCTCCCAAAGTGCTGCAATTACAGGCATGCGCCACCGTGCCCGGCCCTTACTT 

CTATTTCTAAATAGCAATGGATTCCACTCTTCCAAGGACCCAGAACTTGCCCTAGGGGTGAGGGTCTTTTGTACATCTTGCAACTGAGAACTTT 

TGCTAGAATGAGACAGACAACATAGATCTCAGCTCTAATTTTCCAGGAGTGAAGCTGTGGAGCAAGTGAGTTACCTCTCTGTCTCACTTTTTCA 

TCTGTACAATGAGGCTACTAAAACATACATTCCAGGGTTGCTGGGAGAAAAAGACAAGACAAGGTATGTACAACACTTGGCACCAAGGAAGCAC 

ACAATTCATGGGAGT AATTACTATC ATC CTCAC CAAGAGTTCATG ATTTACTGGGGG ACACC AAC AC ATGTACAGTCAAC AGGGTAAAATG CTA 

AGGGTGTGGGGCAAGTGTTGAGTCTGAGCTCAGTAGAAATTTATGAGCCTCAAAGGCCCTAAAACATCCTTGACCACTCAGTTCTATTTCACAC 

CCTTCTTGTACTTCACCAACAAACCAGCAACATGCTTCTGGTTGGCAGCCCTTATAAAAGAATTTAGCTTCTATAGTCAAGTCCAAAGCTCTTA 

ACTGCTTACCACATGACAGCCAATAAGACAAGATATTGGGGCAAGGAAGATGACTTTTTTTCAGGGAGCCAGCAATCCTAGAAGATGGCAGACT 

GATGTACTAAAGAACCATCTTAAGTTGATAGATTGTTAGGCTCCTTTTATGTTAGGGGAAGGGGGAATAGGTAGGGGGTTAAGGTCCACAGTTG 

ACTGGTGACCACAGGCATCTGGGCATCAGCAGGGATCTAGGAGGTTGCAAAACTTCTTTGTTCATGGTCAACTATTTTCCAGATTGACCTTGTT 

TCTATAAATTTTTAAGATGGCATTGTTATTTGTGTGCATACTTTCTAATCTCCTCAGGGGTCTGTTTCAAAAGAGAGATGGTCATTAGTTCTGA 

AGTTAAACTATAATCTAAATTCTTTCCATCATTAGCTTGGCCTATGTATAGGAATGAGCAAAGGCAGTTAGCCTGTGAGGTTAGAAGCAAGATG 

G AGTC AGCT ATGTG AT ATTT GTCCCACTGTTACAC ATCTCTGAAT AC AAGAGGAAT AC ATTTCTTCTTTTTG CTGTGTTTGCTTCAAG CCTGT A 

CCACTGAGAAATTGGGTGATCCAGGGAAGTTTTACTTCTCTTGAACCTCAGGCTCTATCTTTGTAACAATGGAGAAATCAATGCCTGCATTCTA 

GGCCCTTTTGAGGGTGGAGGAAGACAATGGTTGAGAAACTTCTCATCTATAGTTGATCCTCAATGCGTTTGCCCCTTTTCCTGTGGCACTGCTT 

TGTATTTGGATGGTTCGAGCAGTGCGTCACACATGGAGGAAAGGCAATGGAATGATGACAAATAGTTTGTTGATTTGGTGCTTTGTACATTCAC 

CCACAAATGGCACAGTTTCAGGGCCACTGTCCTTGCCAAATACTATCTGAAGAGCTAGGTTATGAGCCTTTGGAACCCAGATCTGATAAGCATG 

GAGGAAAACTCCTCAAGGGAGATGAAGCTAGGAGATTAGCAGAATATACTTTCTCCATTTGTCGGACATTTGATGCCAGCAGGCAAACCAGAGC 

CAGCTGGGCAGTGTACAATTCCCAGAAATAAGGAAAGGGTAGAAGCACCTGTTTTTCCTCTAGCAAAACCAAGGCAAATGGAAAAGCTCAGAAA 

TATATCAGCACCATTAGCAAGAGGCACAACGGGGAAGGCTGGAAATGTGCTGAGGAAAATCACATTGCCGGTCAACGCATAGCTACCTGCTGGA 

GAAGAGAGTCTGCAGACACACCTCAGCCTGGACAAAGGCCTCCAGGACCGGGAGCTGTGCTCTGCAGGAACTGGGCCCCAGGCACTGAGGACTG 

AAAACCAGCCCAACAAAGCATACCTGTTTCCATTTGTGAGAGATGAAATGATATGGGTTTTGTGACTCACTAAACCACTTGGAAGGCCAAACAA 

TTACAAAAGCAAGATGCCTGGCTTCTTCTAGCCACATGGAGGGGCCCTCAGACTTGAGTAGCTGTGTGCCACTTGTCTGGGGTGGCTGCACCAA 

AAGGAACAGTGAGGTTTAGATGCTTGTTATTGTTCATTGTTCAGTTTTGGTTCTGTCTATTTACTTCTAATTCCTCAAATATTATTGTGATTAG 

TGGTATAGAAAGGAAACGTTCATTTGTGAGCAAAGTGTGTAATAAGAATTTAATAATGAAATTCCCAGAAAlAAAAAACTCAGATAGCTAAAG 

ACAGCAGTAACATGAGCTCCAAATATCTTGAGTTGTATTGTTAAGGTGAGAATCCATAATGTAAAGGGAATAATGTAAAGGGAATGCTTTGAAA 

TCAAAGGCATAATCCAAGTGTGATAACCTAAAAGGTTGTGGATTTCTTTTAAAGTAGAAATTACATGTGGCTTTGGGAAATCATCAGCTGAAGC 

ATAAGCTATGCTTATGGATTCTCGCTGTGTTGTCACTAAGACCGATTATATAAAGACTTGGCAAATCCATGTACAAATGTAAAACTTCCCACAA 

TGGTATTTCATGGGGATCTCCTTTTACAAAGTGGTCGTTGATCAGGACATTTTTCACTGATATATTCCTTTGGAAGCAATGAATTTTAGATAGG 

ATATGATTATTGTACAATGTGATAGGTAGCTCTGATTATTCAAGCAGCTAGGGCATTATTCAGTGGCAAAGCATTAAGCTACTCTGGAATCTTT 

CTTCTGTGTAAGCAGGCAGCTGCTGTTGAGACTTTCTCTTTGTGGGTGAATTTGCCCAACCAATGGCAAGCATTCATTGGGAGTAGGGGAATGA 

CGCTGATCACTGTTAATGACAGTTGAAAATGAAATGCTTTAATGAATCTCATACTTGGACTTGGCTGCTGAGCCAGAGCCCTGTACTTGAAGAG 

CTTAATTATGATGCCTCAAAATTTAGATCTTGACCCTGAACTGCTATGACTTCCTCCCACCCTCAGTTTTGAGAGAAACTTTAAATTCGCTAGG 

GGATTCAATGTTTTACATGCTTGGTTATGCAAAATGGGAACAGTAGTGTCCAAACAATGGAATAGGCTTCTATATTATTATTTTCATTTAGGCA 

GTATAACTGACATGATTACCAAAGTCATGTTATAGTACATGTATACAAATTAATTTCATACCGGGGGACTTCACTGGGGGGAAAAAAGGGAAGT 

CCCTATTTGTGAAAACTATGATTTTGGTTTCTTTCTGAGTAAAGCACTGCTAATCTCTTTGGTGTACAGGAAAGTATGGTATTATGTTCTAAAA 

ATCAGAAGCCCCAGACCTTAATTTCAACTAATCTGATGACATCATTTTGTACTCAGAGTTTCATTTCCCAACAATTTCATGTTTCTTAGTAGGT 

GGGGAACCCAGAATTGAAAGGCATCAAAAACAGCTAAATATAACCAAAAACCTGCTAACTCACCAGCTTTCTAAAATTCAGGAAGTATCTTTAA 

CTTGATTGCTGAATCTCCAAAGACATGATGATCAGATGACTGGTTAATGGGTATTTTTTCAGACTCTACATGATTATCAGAAATGGCTGCCCTG 
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GCCAATTGTATACCTACGAAGAGGTATTATGTAGAAGAACTTATATTCATCTACTTAATGTGGACCTCAAATATTAACSGATGTTCCTAATGTG'r 
TCTAGACCGGAGTCAGCAATACTTTTCATAAAGAGCCAGATAGTAAATATTTCT^ 

CTCTGCTCTTGTCACACAAAAGCAGCCATAGACAATGCATAGGTGAATGAATGTGGCTGTGTTTC^TAAAACTAGACTCTCTTAATGCCAAGT 
ATTTGCTGGAATAACACAAATTAATTTATGCTCAAATCTGTTTAACCTATTAATATGTCAGTCAATATTACATTAATATTTTATGAATCTGGTA 
TCATATTATACATGAATTTATCTGAACATTTGGTTAATTCATGAATATTTACTCAATATTAATACTACATCATGAATCTGTTATCAAGTCATAT 
ACAGATTTCTTAAAAAATTTCCCTTATTTAGCATACTTGTGAATAACATCAATAAGCAAGTATCTTAAGTTAACTATCAGGTTATATAGCAGAT 

CGTATTAACCATATTCTGTTATAGCTTTTATCTTTGCAGACAGAATAGTTCAAATCTTCATGATTTGTCCTTAAACAACCCCCACTTCCTCATC 
CTCTTGAACATTTTATGCCTCCATCACTGTCTCTTCAGGTCTTGTGAGTCCTTGAAGTGCAGTGACTAGGCTGGAACATGGTGTTCCAGGTTGG 
TCACATCACCTCTTCCTAATGATGCCCCATTGTACCTTTTGACTATAGCAAGGAATAAACAAAGTCAGAAGTGTGAAAGTGGGGGAGAAATTGA 
GAAAGTGCAGGGGATTTAGGGGAGAGAAAAATGGACTACAGGAAAAGAAAACATTGACTTTTGCAAAGTGCTCTAAACTGGCTACAAATGCATT 
C CGTAATT CTTTAAACCTT AATTGTAAC CG CAGTTAAGCTTT CCGGTGTGTTGGAATAAGAAC AAAACTAAAATCCTTCTTTGTATAGAAATTA 
TCCTGCAGTAACTTAGAGCCAATATGTCTAG'XTAGGATGAGCGCAGTGGCTCATGGCTGTAGTCCCAGCACTTTGGGAGGCTGAGGCAGGTGGA 
TTGGTTGCACCCAAGTAGTTTGAGACCAGCCTGGGCAACATAGCGAAATGCTGTCTCTACAAAAAAATTAAAAAATTAGACGAGCATGGTGTCA 
CGCACCTGTTGTCCTAGCTACTTGGGGGCACTGAGGGGAGAGAATCACTTGAACCTGTAAGGTCAAGGCTGCAGTGAGTCATAATCACGCCACT 
GCACTCCAGCCTGGATAACAGAGTTAGACCTGTCTCAAAAAAAAAGAGGAAGAGATCTCTGGTTAGAGTTTGTCTCTGATGGATACTAACCATG 
CAAGTAGTTTACACAAACCACATTCTTTCTGTAGAATGAGAAAATCTTGGATATAATTTAGCATAATGAGCTAAATAACTCTAGACTGAGCTTC 
GCTGCCCAGACAGGACTCTACTTGTGATCTGGGAAGATCTACCCTTGCACTGAATTCTCTCCTCTTCTCTCCTGACTCTGTGAGAAAAGTTTGC 
ATGAATTTACTGAGATTAGTTATAGAAGGAACTGTGTGTCATTGAAAGTCTTGTACAGAAGTTCACATTAAAATATATCATAGTCATCTTTGGG 
AATGATTCTGCAAAATTCATAAAACAAAGATCTCTGAAACCCTAAGGCACACTGTGCTGGAGGCTAAGGGAATAATAGTGAGCTGAGTGGTTTC 
TGCCTACACAGAGCTTCTAATATATTGAGGAAAGAGATCTCAATCAAATTCAATTGCATTTATAAGTATGGTAAGGACAACAAAGGAGAGAGAC 
ATTATTCTGTAGGAGAATAACCCTGTCAAAGTGATGACTGATTTAAGATCAAAATGGGAAGGTAAAATTTTCTCAGTACCTGCAAAGGCACTGA 
GGTGGGAGGGAGCATGCCAATGTAGGG.AAATGAAGAAAGCCAGTGTGTATGAGCCAAGGTGAATAAAACATGAGAAGAAGCTGGAGAATGAGAG 
AGACCAGTCCCCAAGCTCTCAAGGAGCAAGAGGAAGCCTTTTCGGCATTTGAAGTGGAGGGATGGCATGATCTCGTGCGTAGTTTTTAAAAGAA 
CCAGTGAGGCTACTGTTTTGAGAATATTGTGGGAGGCGAGAGTAGATGCCTATAGACTTATACAGAGGTTAAGGCAGTTGATAAGAGTATAAAC 
AATGATGGTAGCTTACCTCACATGCTTTTTAGATTATAGGCTAGAAGGTGGCCCAAGCCCATATACCATCATGGCACAGTGAATACGTTTTCCT 
TCTGGATCGTGGAAATGAAT ATTGTGC CACACAGCTTGATTGACACTCC C CAATGACTTTTAAT ACTGTGGGAT CTCTGG C ACATACTT C AGAA 
GATG AGAAAGGAGTTTTAATTAAC CT CTGTTT AGG AATT CCATAGACATAATTTTCATTAACATGT ACTTGGTATTTC ATCTGCATG AATTCTT 
TCCAGTGATAAAGCTAGTTGGTTTATCCTCCAGGACTGCTCAGTTCTGAACAGTGGGTCTTAAGTACTCTTTGGATTTCTTTGAAGGCTTTTTT 
TTATTTTTGTTGACTACCTCTCTACTCATTTTGCCCCAGAAAAAATGTAGTCATTTCTTTGATAAGTGAAATCTAAGAAAGGCTTATTTCATTT 
GGTACATTAAAGAGATGGAAGAAAGTAACTTTACATAAGAATATAAATGCCAGCTGTCCAGCATATTACAGAATAGATTTCTAAATTTGCTGAA 
AGGTTAGGAAAATGGATTCTTATATAGGCTTAAAATTI^TATAATT 

TCATCACCCAGAAGAAAAAAAAAACACTGATACATGGTGAAATATTTTCCTCTCTCATTTTTAAAAAGAATCAGGAATAGATTGTATACATATT 
TTTCAAATTCTTTCTACTTAGTGTTATATGATAGTCAATAATATATGTGTATGTAAGTAGCAATAAATCATTCCTGAAAACTTGTTTTTTAAGC 
TTGTATAACATTCCGTCATATGGATGTACTGATTTTGCTAATTTGTTAAGTTTAAAATAATATTCATTTTCATTTCTTTGACTACTAGGTATAA 
TTAATTTTTTCATACACTCACTACCCTTCATACTTCTTTTATTGATTTCCTTTTTATGTTAATTATTAAGATTTCTATTTGACTCTCAACATTT 
TCTTAATTTTTTTATCATTAATAGATGTAAAAAAATTCTTAATTTTTAAAAAATAAACCCTTTTCATGTTAAAGATAGCAATCTATTTTCCATA 
ATACTTGTTATAAATATTTCCCCAGTTTGATGTTGGTCTTTTAATTTTGTTTAAAGTATTTTTGACAAATAAATAAGTTTTTGTGGCTTGAAGT 
TTGTTCATTTTTTTCATTTGTGATTACAGTTTAGTTGTTGATTCAACACATCCTTATTGAGTGTTTTGTGTTCAGCACTAAGCGAGACACAAGA 
GGTAAGACAGAAAAACAAGGTGCAGGTGGTTTTGCCACTTAGAGATTACAATTTAATGAGGGGATAGACAAACAAAACCAGGTCATTATAAAAT 
AGTATACTACAAGCTATGCAAGAGGAAATACAGGTGGGAAGAAGTACCTGATCTGGACCTGGGGGATAAGGGAAGGCTTCTGGAAGGAAACAAC 




TGTGAGCAGGAGGCCAGTGGGGAGGCTGCGGGAGTCCGAGAGAAAGACAATGATGTTGGGCAGAGGATGTGTTGAATAACTCATCCCTTTTCAC 
TGGACAAGCAATGCTTCAGTGTATATTAAGTTCTTATTCATAGCATACCGTCTATTCCAGAATAATCTAATTAGTTTTATTGCTATATCAATTC 
TTGGGCCAACACCACACTGGTTTTGAGTTTAATGAAACGTCTAAACTGGTAATGCATGCATCCTCTCATCACTTTTCATTTTCAAAATTGATTT 
ACCTATTCTTGCCAATGCGTCCTCCCAAGTAAACTCTAAAATAATTTCAAAAGTCACAAAAGCATACGTGTGTGTATATGGATGTGTGTAAATA 
CATGTATATATGTGTATGTGTGTTTCTTCCAACCATTTTTCAGTTTTTGGAGAATAAGATGTTTTTATTCAAGTTGCTGTCAGTAAATATTTTA 
TATTACATGACTTCTCTATACACACACACACACACACACACACACAGACACAATCTCCCATTGGTAATTTGATTGGGAATGTGTTAAATCAGGA 
GAACAGACATTCTTTTTAATATTGAGTCAGCCCATCAAGAAGCATTGAATGTTTTCCCACTTACTCAATTCTTTTATACTTCTTTTTAAGCCTT 
TATAGTCTTACTGATATAGGTCCTGCATAT^TATTGACGGGGTATTCTTTTTTCTTTTATAATTTTAGCTTTTAATTATGAATGGATTTTTCTT 
CCATTATCTCCTCTCTGGTATTACTGGACTACAGGATAAATATTAATGATGTATATTTACTTTTTATCTGATTATTTAACTGATTATAATTAAT 
TATAAGTGTTCATAGTTAATTATAAAAGTTTATAATCATGGTGTCTTTAAATAATGATAATTGTTCTCCTTCCAAAAATTGCATCTAATTTTTA 
TTTGGTGTCTTACAGCATTGATCGTAACTTCTAATACTAAATAACAATGATAATAGTGAGCGTCCTGTCTTAATATGAATTTCAAGAAGAACAC 
CTCTTACATAAGATTTTTAAAAGTGTGTTATGTGGAAGCTAATAAAATAAACTTGGGAAATGCGACAAATGAAAATTCTCTCTCCCAGGCATTC 
TTAATTCATATTAACATATTAAGATGAGATCTGCAACAAAGAGATGAGTTCAACTGAGTTTAACCCAGTATTTCTAAAATGTATTTGACTATGG 

ATACTTTCTTGTCTTTTCTGTTTGATCTCTCTTTTGCCATATGGACTATGATTTGGGTTTACTTTTAATTTTTTTCAATAATTGAGAAGCTCGT 
CACCCTTCTTTTTATTTCTACAAGTGGTTACACTTAAAGTTTCCAAGACATTTCTATCCATATCTTATACTTAGCAAAGTCAAAGACATGACCA 
TACAGTTTTCTAATCAACTTCAAAATGAAATGTTATCTTTGAATAACCCCATGAAAAGAAATTTAATGCATTTTTACTTCCTTCCAAGCTTTCC 
TCAGTATTGGTAAGAATAATTTAACATTTTTTATTCATGTTACTGTCAGTAAATATTTTATATTATATGAGTTCTGTTTTGTGAATTATGTGAT 
GTGTTCAGCAACATAATCCTTTACAATACATTGCTGAGCAGTTCTATGGTTATCTGATTTCTGTGTCCATAACTATTGTCTTTTTATACCATAA 
ATTTCTCATTTTTTTACTTTTTAATTTTAATATCTTAAGATTCGGCACCTTTTATCCCATTTATCCTTTTAGGGTGTATAATGTAGGTCATCTA 
CATTTTGAGAAGTGCCTGATTCTGTTTAGTATAGTGTCAGTTTTACCCCTTACTGCCTTCAGTGGACAAATTAGTACTATTATTTCATTTCTGG 
CTCCTCTACAACCCCTTTTAATCTAACCCAGCACTCTTTTCCTTGGTTACTTTTATCTCATAATGGCTACCTGTCCGTTTTCCACAGTATTTTC 
TATTTCAGTTGAAGATGATAAACAGTTTTCTGACATTGACATTAAGATGATGTTTCAGTTTTCTTGTTAGACAATTTTGTTCACTGTCTAAGCT 
ACTTATTTTTCATGATTACTCGTCTAGGAATAAAAATCAATCTACTTAGACCCAATATTTTTGAACACTGAGCATATGTAATGTGTTCTTAAAG 
CTGTTCAATATGTACTGGGCTCTAAATGTGCTGGCCTACAGCTGGAGGGCAGAATGACATGTCCTAGTTCAATATCAGCCTCTAACAGGAATGC 
TACTGATGTAGTTTTCTGCACTGAGATAGGATCTTCTTTTCTTCCATTGCCTATTCTCCTGGAGGCAAAATAGAGAACATAAAAAGTCATCATC 
TTTGGTATGTTCTTCTTTAGGGGCTTTTTCTTTCTCCCAGCCCAACCCCCATAGTCCTTACTTGCTAGATGTGTGTTCCAGGATTCAGTTCACC 
ACTGCCCAGTCTTCTAACATCCAATTTCATTGTTTTCTGAGAGTTGAGAATTTTCATACAGATATAGAAGGGATGCTGTGCTTGTTTGAAATGG 
TTCTATTTGGCAGAGGATAGCCGAACAGTTTTTAGGCAAAGAATGAACTGTCTACTTACTTTCTTTGAAGAAGCCAACAATTTGGTTTTGTTGC 
CAACAGCAAATAATATATTGGCTAATAATTGTGGTTTACAGTGACATGGGTAATGTTAGTCATAACATGTGTTCCAAGTTTCTGGCTATGGACT 
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AACTGTAGGTCTTGGAGTTTGGTATTATCTAGAATTTTCCTTCTCCCTCCTCCCCCACCTCTTATCTTTTAGCATAGTTGAAGATTGGAACTTC 
TTCCCAGAAATCTAGCATCTTCATAAGTCCTTTCCGGTTTTAAGATTTTTATCTTATATTTTATATATATATTACATATATTTCCTGTGAATCT 
TGG CTGAA.TTTCTCATTTAATAAAGT CCAAGTTAGTATGAATAAATAACATGTTT CCCG ATTTTACACACATACAG AAATT CAAAC ACATAATG 
AACTCTCTGGCAGCCTTTAGCATTTGTAAGTGCTCTCTCACCAGGAAAATCCTTTAATAGATAACCAAGTGTCCTGGGGAAGAAGGGTGTCAGG 
AAACTTATTAT ATTTGTGTC ACTTT CTTC AAAGGGTGATTAAGTATATGTCT CCAAAG ATGTG ATGTTAT CAT CTTTGAGT ATCACTTGAATTC 
AAGTCAATATTTATTGAGAC CC C ATGTTGT ATC AGGTG C CTTACTAGAAAGT CGACATATAG AGATGCATAAGAC ATG ATCTTTTTC AGTGGGT 
AATTTAAGGTCTTTCTTCTACTGCTAGCATTGTCATGTGTAAGGCTGGTGGGTTGAGTCTTTGGAATTTGTGAAGATTCTTCCAGGTTGTTTAA 
AAAATCTTTTGATTCTCACAAATGTATTTTTTCTATTTCTTAGAATTATGTTCTTTATGGCTACCAGGAAATCCTTTGAAACTGGAATTAGATT 
GCATTATTCCACTGGGGTAATAGGATTGGTAAGGTAGGAGTGTCTTTGAAGAATAATGCTAAATAACCCAGACACTAAGGCTGAATCTTCAGCA 
CAGCTCTTAAGGCATCCTGTAAGTACCCTCTGCTGCTTATTAGAAATCCCAAAGCCCTGCTCCCTTAGGAAAGCGGCCCATCCCCATCCTCATC 
ATAAGATGCAAGGCATAGCTAAACATCTCAACTTCTCACTTGAGTATTATATACTCTCAGGCCAGGATACTTTCCAACTCAAGAGTAAGATAAC 
ATTACATTCTGATCTTCTTGTGTGTGTTTTTATGTTTTTTTTTTCATTTTATTTATTATTTTTTTTTTTGAGACAGAAATTTTACTCTTGTCAC 
C CAGGCTGG AAT AC AACGGCGC AAC ATTCTG AT CTTCTTTTGAG AG AAAAGTTT CACACAATTAGCCTTTG AAAT AC AC ATT C CTTT AAGTAC C 
ATG AAAACATTGTCC CATAC AAC AATATTTCT AAG AAACAC AC ATGTCCCTC C C AC AATG ATTTTTTCTTGTTAC CAC C AATAAAAATTAGAG C 

TGCAACACCAAGGTTACCAAACAAAGAGAATGGTTCAATGAGGGAAAGCTCAACTACCTGCCCTAAATATTTAGTATAGCAATGCTGAGCTTTT 
GGTAATGGCTCAAAATTCTCATGCTTTCCCACTAAATGAAAAGGGGAGCTTTGCTACTAGTAAACCATATTCAAGAAATAATTCTTATTAATAC 
TTTGCTTCTTTCCTATGAATTATTGCTTTGTAATGGATGTTTGACAAGTTACTAGCAAAGCAGTCTTCGATGAGCACAGAGACCCATCAGATCT 
GTATTAACACCTCCAACCACTGGAGTTTCATTAAGTAGGTTTCTCTACCCCTCTCCTTCAGGCCACAGATAGGAAGAATGACATTGGGTCCAAA 
GTTCTGGCACAAAGAATGATGTCTGCCTTCCTGTGATGATTTCAAATTCAGGGTAATAATTCCAACTATCTTTCCCTGGCCATGATAGAAAGCT 
CAAGAAATCTTGGTTCCTTGTCTCTTTTCTTCCATCCAGTTGGTCTTTCTAATTACACACTCAACACAATGTTCTGCTGAGCAAGACATCTGCT 
GTAGCCACTAT C ACC CTTGG C ATAACC AGATATTTAAAGGTACCTAAAGGAGTTTAGCTATATTTTGCCAAG ATC CTAAGTT CTATGGC ATAAG 
AATCCATCCACTTCTCTATTGCCTATAGAAAAGGACAGCTCAGTCTTTCTGAAAGAATTGTTCTCAAACAAGAAAGCATTTGAGGTAACATGTC 
AACAAGGTGGACTGGTAATTGGTGTTCCTTTCAGAGCCAGTTGGAGGAAATGGCCAGCTCAGACATTCTCTTCTCCCCAGTGTCCTATGGGAAC 
AAGATTTACCCAGACACAGCTGACTATGAGAAGTCTTCAGGGATTTACAACCTGTCTAAGAACAAGGCCAATGGGGGACTCACTTTGCAACACG 
TCCCTATTTGATTGTCAGAGGACAGATACTCTATTAACAAAGGAATTTGCACTGGTATTTTCAGGGACACATCAAGTAATTGCCACTTGAACGT 
TTTTCCAGGCTTTCAAAGGAATGTAAGAATGGCCTAAGGCTAAATTACATTCATGTCTTTAGTGAGTCATTATATTACTGGCAATAAAGTATAT 
TATTACTTTACTTTCAGATGCCCTCACATATTTTTTTAAAGTAGAAAGGAGACATATTATGGTCACCATTCTTAAGAGACTTAACTAAAAGACA 
CTAATTTAATCTTTTAGTTACTTAAAAATAGCTGTTGCTCACCCACTATGTGCCAGGCTCTATACCAGGCACCAATATGAAAAGGTGAGTATTC 
TCTGGTCTCCCTAAGCACAGTCTAGTGGAGGAGACAGACAAAATGCAGCCATGGCCAGAAGGGGGAGCAGTTAATGAACAAGTAGGCAGAGAGT 
AGGGAGGGGATTCTGAGAGACAGTACGGACGGACTGAGGGTAAGTTGTACATCCCTGATATTTTGGGCAATTGCAAATAGTTTGATGACCAAAT 
C ACAAGG AG AAG AAGTGAC AGCAAG CATGGCTGAAAATGTAGGTTGGTGTCAAATTGTAAAAAG C CTTGAATACTGTGCTGAACGGTTTGATCC 
GTGAATCAGGTAGAGGACTTGACTCAGGTCTCTTGACTCAAAGGTCATGTTTTTTCTCTGCTAGATTGCACTTATCCTTCCAAATGCTAGTGGA 
CACCACACTGAATTTGATCAAAGATCTCTCAATGGAAATATGTAAATTTCCTGTAAGAAGCAATTGGTAGGTTCTCTTATTATCATCTCCATCT 
CACAGATAAGGAAACTGAAGTATAAAGAACTTGAGTAACTTGTCCAAGGTCACACAGCTAGTTAGGTGATCCCAGACAATTTGGCTCCAGAGTC 
ACTAGTCCTAACTACAACAATTTAGCCTCTCTTTATCTAGAGGTCTTTATGCATTTGTCTGCATTCTACTTACGTTGGTATTGGTGAGTAAAGA 
TTC C CTTCCAGAATAGGTTTGATAAATTGCC AAGT CTGAAACTGAAAAATTAATATC CATGATAAC AG AGGTTTTGGGGTC AAGGAGTG AAAGG 
AATTCATCCCATCCTGTCTCTAAATACTTTTTTCTTTACCAATTTATGGGAATTTGAGACCAGATATCTGGAACCAAGCAGCCTCACCCTATTA 
AGGGAAAGAAAAAGAACAGAAGAAAAGAGGAGAGGAGAAGAGAAGAGAAGAGAACTAAAAGTATCTGCAAAAATATTAAAGGATTTGACCGAGA 
TCTCTGAGATGCTCCAAAGATTGCAATTGTGCTTACTATCCAAGTTAATGGCTGTAAATCTAAGAGAATTATGATGTGCCTGGTAAATATTGGT 
TGTTTTGTTTTAAGTCTTCATGGAGAAAATGGAAAAGACATTGGCATGTAGGATGAAGTCACAGCAGGACAGACAGGTCCTGCAAGTGTTTCTT 
TAGATGCATTGATATTCATAACATCCAAACAGGCCTTAAGGCTGTCTTCTTACTTTACACTTACCAAAGGGGTAAAATATCATTTTCCTTGGAC 
ACACAAATAATAAACGTACTCTCACAACATCACTTGAATGTTGTGGTTTTGCAAATATACTATGTTTTAAAAGCTATAGCCCTCAAATCCCTTA 
CTAGACATCIAATATTTGTTGGAATTTCAACATCAAAGATTTATTGTGAAGGGGGAGGGGGAGGAGTTACTCCAAAGGCTAGAACCAGTGCATAT 
ACCATAATAACAACTCTGCATGCATTATTGCTTCTAATCTTCATAATTTTGAGTACTATCTTTATTGTCACCATTTAATGAAGATGTTAAGGTT 
CTGGGGGCT T AAGTGAC T T GCC C AAAG T T AC ACAG CT TGGT AG AAAC AG AAT T T AC C AC AG AACTTG T GT G T T AAG C C AAAT AAT T TT C T AGTT 
CCATACAACTAAAAATTGGAAGGAAAAAGTAGAGCCTTATGAATAGAGTCCTGAGCAAGAAGGATGAACAATCTGCAGATGAAGTACTCTGTAA 
AGGAAAGATCTGGGTTTGAATTCTAACCCTGCCTCCGTTCATCTGTGTGATCTTCGCAAAGTCTGTTAACTCTTTAAACTGTTGGATATTTATA 
AAATGGGACTGGTGCTATTTGGCCTGATATCTTACAGGGGAAGATTCAGTCAGGCCAGGCGTATGTAGGGTCTCTCTGACCTGGAAAGCCCTAT 
ATAAAGACATGGTACCATTCTTAGTGTTAGGACTGAAACTACATCCCTAGTGTCCTGACACCTCATACCAATACCCAGAAACCCTAGGCTCTTC 
CTTCAATCCCATACTCCTTCCTCAGCTGCCAGGACAGCTTGGTTAAGAAAAGCCTTGTTCTTGGGGAGTATATCCATGAAAGTATCTCTATTTC 
GTTGCAGTTTCACATTAAGTAAAATTAGAGTGCCCTTCACGAAGAATATATAATTGAAAGCCCTCCCACTGACTGCTGGACAAAGCACTTGTCA 
GTCAACAAACCAGGTAGATTGAGTCTGCCCTCAGAGTTTTTGTATTCTGAGAGTGACTAGCAACTTTCTCTCATCCTAGAGCAACAGGGCTTTC 
AGAGGACAGGTTCTGGGGCAGCGTGTAGCCACGATAGAATTGGTTTGCTTTTGTGTCCAAAGTCATGATTATCAGGAGAGCTGCCATTTATCAA 
CCACCTCTTTGATACTTGGTGTATAGGACAGGCGTGTTAACTATATTATTTCTAAACCACAAGATAAGTCTGTGAAGTATTTTTATCCCTGGTT 
TACAAAGGAAGAAATGAGGCTCTGCGAGACATGCCAGAAAGAACATGCTCTACACAACCAACTGGTTACAATGTGCGGCTTTGTCCAGCACTAC 
CTCTTCTTTCTTGGCAATCATCAGAGCCACTCAAGGCTTGGAGGACTGTGCTGGCAAAAAAGAAATCTTGTATTTTCTAAAACTCACACCCACA 
CTTTGGAGGGGACAAGATTGAGATCAACCCCATTTCCTACTCTTTTCTTTATGACAGTTTATCAGAGCATTTTTTCCTTATATTCACTCAGTCC 
TGAGTTTCTATTTAGTTGTGATAATAGATACATTTTTGAATTTTTAATACCTTCGGGTGCAAATTTGGAATCTATGGAGGATAAGGGAGTAACA 
AAATGTTATGGAAATTGAAATATATAAATTATTAATTTTCCCTCTCCTCTACAGATTTACAATCACTTTATTTGGGGATATCAAGTAGGTTATG 
TGGTTACTGTAGTACTCATTTAATAATCAGATTTTATTTAGAGAACTATAAAAGGTACAACTTAAGGGGGAAATATATTTTAGATGATGTTTTT 
TTTTCAATTTCCAATTTTTGAAGAATGACGTGTTTTTAAAAACTTTTAAAGAATTTCTCCCACATTTCACTCCCTTTAAGGTAAATTGATAGCT 
GTGAAAATGGC AC CTTGGAAAC ATTTCTGTC ATAAT C AT AGG AG AGAGTG AG AATTATTAATATTCT C AGC CATGTAGC ATC ATAAAGTAGATC 
ACAGCTGTTTCTTTCAGAAAATGTCATTTGATTTTCGATCAGATGTATGGTCCATCTCACAATCTAACCGCTTCCACATCTGGAATATCTTAAC 
TGAAAATGTCCACAGCATTACACGGCCTGGCTCAGGGGGAGAAAAGAACTAGGGCCTGCATCGAATTCTGTCTCTCACTCAGCTGATCTGCATT 
C CT CCTATAGC ATTT CCTTAT AATTAAG AAGAG CTC ATAGATTTGGGAACTG C ATG AG CCTCTGTAACCTT CTGGTG AGGGTGAG AAGCTCAGA 
ACTGCATTTCTATGCATTTTTCCCTAGTCTTTCCTGCTTCGGAGGAGAAGCCCTGCAAGAGCTTCCTGCCAAGGGACCCTGCTTTCTCAGCAGC 
CGGATCCGGAGAGCCAGAAATCCATCTTCAGCTCCTTTGAACTTGGCTGTTGTTAATCATGCTGTGGTTGTCCTTTAAGAGCAAAGGCTTCACG 
GAGAGCAGATCAGCTGGCTGTAGGGAGGGTTTCAGCTTCTCATTGTAGGCAGATCATCTGCTAACAGCTTACTGAGAGAAAGTTGAGGACATGT 
GGCTGAAACACTGTCAGAGCTGCTGTGAACACAGTCCAAGTGAGCAATTTTATGACCCAAACCAAGCAGACACTAAGTGCTTTCTAGTGGTGGA 
AAAGGAGCAGAGAGAAAAAGAACAAAGACCAAGTGGTGGAAACAAAAAAAATATATATTTCTTTCAGCAGCTAACATATTTTTCTGTTTAGAAG 
ATTGGTATCTCCTACTTAACCACAAACTACAACACATAAGATCAAATAAGATTAAATGTCCGGTTTGCTAAATAGCAGAGCGAAGAAACTAAGG 
TC AAGATTTC AGACTCTT AC AT CTG AGGAAAG AG AG AGG CAAAG AG AAGATACTGG AAATGC C AATATC CAGT C AATGAAATAAAC AGAGGCTA 
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CTGTAGGCATCCCCAGAAGCTTGCCTTTTGTCCAGTGCCATGGGAACCACAGAAGGCACTCAGCTTTGCAGCTTCACTCAGAATTGGGGCAATG 
CTCCACAGAGTCAAGGGCATGTTATTATAAAGTGCTGCATTTGTTTACTTTGGCAAGTGGAAGATGACTTTGCTAAGCGATACTCTGCTGGGGC 
TCAGGGCCAGCACTGCTGGAGTAGGAAAAGGGAGACTTCCTGGGGCAAGGCTTCTCAATCTTCCTGCCAGCAGCATTGCAGTCGGAGCGGCACT 
GAGGTGTCAACAAAAGGATGATGAACTGTGTCAGCAGTGTTAGCAAATGGCTGAAGTAGAACGGAGCTGCCCAGGATGCTGCCCTGTCGCTGGG 
GAATCTGAGGGAGGCTGAAAGATATTGTAAAAGAGATTGAAGGGCTGGACTGGCTGGAGGAATGGTGCCATCGGCATCCATGCCACAATACTCC 
AGGACTGCCCTGCCTTTGTCAGGACAGCCATCAGAGGCGGTTTTCCCTCTAACCAGGATGGGCATCACTCCTTGGGCTTGCCAGTCTTACCTCT 
CCTCATGCAATTGCATGTCCAAGGCATGCCCTCAGGGGATGGTGCTGATCCAGGGTGGCAAACCCAAGTGGGGAGAAAATGCTGAATCTCATCC 
TCTCAGAGATCTGCTGCAGTCAGCGACTATACTGAGGTGCATGATCTGAGCAGCAGTCGCTGGTTGGGGAGGCTTCTTTGTGGAGTGGGTCTCA 
GCCACAGCCTGAGGGTCCTCTCTTGGGGATGCTACCAGTTAATTGGGTCATCTTCAGCCTCCACCCAAACTTAGGCCTGTAGGTCCATCAATTA 
CTATATCAGCCTCAAGGAGTGAACAGGTGGGAGGAAGGACTAGTGTGAGTGATGGAAGCAGCTGAGCTGAGGAGTGCTGGCACCTGTGCAAATC 
CAGCAAGAATGACATCTGGCTGAGCTTCAGTCATTCACCTAAGCACCAATCGGGGGTCACTCCCAGATCTGAGCAATGAGGGAAACTTCCCAGG 
GGGAACCCCGCACTTGGGTAGACCTGGGGGAGCAGCCAGAAGGAAAGGGGTTGAACCTGTAGTTGATTAAGATTCAGAGAAAGAAAAAACAAAA 
ACAGAAAACGATCATAGTTTCAGACACTCCCAATGAGCCTGTGACCTCCCCAAAATCCTATAGCCAAACAGAGGGGTGGATCTGGCCTCACTTT 
CGCATTCTCCCACTTGTGACTTTTGATTCCAGATCATAGCTAAGGTCCTCGGCAAATTGGATTAAACTTTGGATTTAAAAATAAAATAGAATTA 
AAATAAAATAAAAAAGTTGGGGACAGGAGAAAGTGGTTTCCAAGAACCTACACCTCTCTACCCTGAAATGACTGAATATTGTGTTCCCCTCAAA 
ATTCATATGTTGAAATCCTAACCCCCAATATAATGGAGCCTTTGGGAGGCTTCATGAATGAGATTAGTGCGCTTACAAAAGGGTCCCAGAGAGC 
TCTCTCAGCTTTTTCCACCATGTGAGGTTACAACAGGAAGTCAGCAGTGTGCAGTCCAGAAAAGAGCCCTAACCAGAACCTGACGATGCTGGCA 
ACCTGATCTCAGACTTCCAGGCTCCAGAACTGTGAGAAATTAAGTTATGTGGTTTATAAGCCACTCCGTCTAAAGCACTTTATTATAGCAGCCT 
GAACTGATTAAGACACTCCTGAGAACGATTCCTTCGGGGAAGGTCTTGATTAGCCTTCACCTAGCCCAGTTTGCAAACACACTGGAGTGTCCTG 
CCGATGGCAATGTTGATGTAGCAGCCTGGGAGACAGAGGAGGGGGATTCCTGCAGGAGCAATCTTCCCAAGGAGGCAGTTCCTACTAGCTAACT 
TTCTTGTCCTGCTTGTGCTCATTGAAGGTCCAAACCTGTCCCCTGCCCTATGTTTGTTTTCCTCCTAATGCCCTGGCTGATGGAGTCAGGCTTT 
GGAGAATTCCTTTAAGAGTCTTAGTTGGCCTTATGGATCCCAAAACACACCCTTCTCTATTGATGCCAGATTCTGAGCAGGCTGACAGTGCATG 
CATGAGAACCTTTCATAAAATAGGACTATTTTTTATTCCCTTTGCTTTTTCTTTGTGTTATTTCCCCTCTTCACTCCCTGTCCTTTTAGCTTAC 
CATATACATTTGTCACCTCCTTGCCTGGAAAGCCTAGTGTCACCTCCCTGCCTTTTCACAGCCTATAGGATTGAGTCCAAACTTGCCAGCTTGG 
CCTTTCATGGAGTGCAGGTTTAGTACAGGAGTGCTAAACACAGTTTCAGAATGAACCATTCTCCTGGGCTTTATCATTGCCAATATTTCTCTTT 
ATTTTATTTTATTTTATTTTATTTAGGGAGAGCCGATATTTCATAAGAGTTGATGGACTGCTTTGCCTGGAAACTTGAGAATTCATATTTTTAT 
TCAAAATCGTTTTCATTTTTTTGCTTAGAGCCTGTTAAAGACTGAGGCCCTCTCTCTGTGCCTTCTACTCCCAGCCAAACCCAATAGACACATG 
TGAGCAAGTTGTCACCTGACCCGAAGCTCCAGCCCCTGGAACCAACTGAAACAAAATGTATCCTTGCATTTTCCAGCAAGGAATTGCCTTGCCT 
ACAAAAATACTGTGTACTTTAATATGCAGATCAATTATTAACAGTAGGCTGTACCTTTCACCAGGTTGTAAAAGGATGACTGCGTAGAGCCACA 
GCATTCTCCTTGTCAGTGTAGGAAATGCAGAGGAGGATGTTACCTCCGGCACTTGCCTCTAAGACACCTAATAAAGATGAGGAAGGCTCCAGCC 
TGAAGCGTGGGTGAGGTGTCCAGCTGCCCAAAGGCGACAGGTGAGATACTGAGGTCCCCTTCCTCTTTTTGCTGTCAGTTCTGATTCTCTCCTT 
TCAATCTTTCTCATCTGTGATTGGGAATGGCAGGGGTGGGGTGTGTTTGGGGCATCAGTGGTGGTAAAAATGGTCTTATGGGCAGGGCCATGTT 
GAATAAGAGATGAGCATGGAGACAGCGTATTAACTTAAAAGGCCAACACCGAGGCTCATTTGAGACCGTAGGAATTCCAGGGAGACAGTGTTGT 
TCAGGCATGGGATCGAAGATCAGGAGGGCGGCTCAATAACACGCTGGGCCGGTCACATGACAGACCAGTCCTTGGAGTGAACTGGGAGACAAGG 
AGGCTGCTTTGGCATGGAGCTGAGAACATCTCTAGATCGCACTGGAAGGCAGAGAGAGGCCAGACAGGGAACTCTGAAGAGCTGCCACAGCCTG 
TGCCAGGGTGACATCAGGGTGAGTTGAGATGATTTTTTTAACAAACTTCATTTTTTGCAGCAGTCTTAGGCTTACAGAAAAATTGAACAGAAAG 
TACAGACAGTTCCCACATACCCGTTTTCCCCCACAGAGTTTCTTCTATTAATAACATCTTATGTTCGTGTGGTATGTTTATCATGATGAACCGA 
TGTTGATATATCATTATTAACTAACAAGTCCAGAGTTTACATTAGGGTTTACTTTTTGGGTCGTATGGTTCTATGAGTTTTAACAAATGTATAA 
TGACCTGTATCTATCATTACAGTATCATACAGAATAGTTTCACTTCCGTAAAAATCACCCTCCCTTCCTTCCTGCAAATCTCTGAGAACTGCTG 
ATCTTTTTACTGTCTCTATACTTGTGTCTTTTCTGAAATGTCATGTAGTCAGAATCATGCAGAATGTAGTCTTTTCTGACTGCTTCTTTCACTT 
AGCAATATGCTTTTAAGCTTCCTCCATGTTTTTCCAGGGCTTGGTAGCTTCTCTCCGTTTTAGCACTGAGTGATACTCCATTGTATGGATGTAC 
TGTAGTGTGTTTATCCATTTGGGCAGACTTTCCAGCAAGATAGAAGGCAGAAGCAATGGAAAGGGTGGATGAAGGGAAAACTGCAAGGAACACA 
GGACAAGATAGAAGCAAGAGCAGGAAGGTTTTGGAGAAGTGGAAAAACAAGCTAGAGAGATAGGCACAGAGGCCTAACCTGGGGTAAGGCAGGG 
CCTTGTAACCAACGCTCAGTGAGAGAGGCAGCCCCTCACTGACCTGCACCAGGCCTTTCCTGATTTTATAGACAGAGTGTCATGAGGTCATGAG 
GGCAGGAACCATGTCAGCTTCATCCTGAGAGCCCAGCACTTTGTAGGCATCTAATAAATATTTATTACACCAATGAAACCTTCAAAGTCTCTTC 
TAAAAAAGCAAGTTCTCCCAGACACCAGAAGACAAATGGCCTAGCAGGCCCTGAGCCAGTCATCTCGGGCAGTTGTGAGCTGGTTGCTTATTTG 
AACCCTCCATGCCACGGGGCAGCATCAAGGTTGCCTGACACACACCTGCTGAGCCAGGAATTGACCACTTTGCCACCATGTGTGCCTGGCTTGG 
GAGATGCTCCGTGGACAGAACCAGAGCCGTGCTGCAGGGAAGCAGAAAAACCAAAGGAGATGCATGCCAATCTAACATGCCAGTTTAAAAAAAG 
GCATTCTTGCCTCAGAGTAAGAATCCAGCTCTCCATGCACTCGTCTTTCAACCCAATCACAAGGCATCAGAATTAGCCCATATGACCTCTATGG 
G AC AAGAAG AGC AAGC AGGGTGATTTGGGTGCTAAG AAATAG CTGTG AGAGGATGATGCGGCAG CTGTG CCCT C C AGATGTTCGGAGAGAACAT 
CTGTGCAACAATAGCAGTAGCTCCCATGCACTGATGTGAGAACCCAGCCTAAGGGGTACAGCAATCTGGGTGGTAGGGGGTAGCTCTGAGAGGG 
TCTGACAATTCACCTAAAGATTGCAGGACCAATAGGAACCTGCCAGTCAGAATTTCCTAGCTCAGTGGTGCCCTCCAAGCAAGAGAGCTTATCA 
GCCAGACCTGTGTCTTGGTGCAACATCACTGCTTAAAATCAAGTCGTCCCAAGGCATGGTGTCCATTTTACTTTCTCTGGATGAAATGAAGACA 
G AGAATGAACCC AGTAAGATG ATAGAGTG CTTTGCTTTGGATCTGTTC ATATCTTAC C CGTGTTTGTGCTCACATGAGTTACACAGT C AGTAC A 
AGGGTAGAGAGCTCTTGAGAATTTCTTACCTAAGGGAAAGAACTTGGGGGCTGCTTTGCTCAAAGGCTATTTTTCAGTGTGGGGCTTATCTAGA 
GACATATATTTTGCTCCTTGTCCCCACTGCTGTTGCATAACTACGGGAGTTGAGGGTCACTATACACAGACACAGATGGTAGAGATGGGGGCAG 
TGGTTGGGCAAGGAATAGCTGCCTTGCCACTTCGAAGTCTCCTAAATGGCATCTCTGAAGAAGAAGGATATGTCCACAGGGAGAAGGGCCCCAT 
GGTGACTCTGTTGCTCCTAATGTGCCAGGCTCAGACTCTTCAAACCACAAGAAGTGGCCCAGCGAGTTCCATGTAACTGCAAATGCAAGCAGGA 
AAAAACCACACTCAGATCTCAGCACAGCATCAGTGTTGGGGACAGCTGGCCTTTCCTAATGCAGCAGCATCTGGCTGCTTCTGCTGTACCTGGA 
TGTCTTCAGGGCAGTTCTTCCACACAGAGGACCCCAAATAAAAGCAGAATTCCTACCATTAAGCTTTCCGTATCCAAAACTTTCTATGTGAAAG 
ATACAGCATCTGTGTCTCACAAGAATCTGTTTTCTTGGGGCATCTGCTATTTGGCAGCTAACCAAAACAGAATTCCCATGTTATTTTCTTGTTC 
ATTTGTGCTACATGGAAGGGACTGGTCCTGAATATTCAGGGCAACATCCAGCATTTGGTAGTAGTGGAGAGAAAGAGAAGAGAAAGCTCTGGAC 
TGTGTTCCTCTGTCTGGGAATGTGACrCTCACACCTCGCAAATGCTCCCATTCACACTTTTTCTCCGTGACTTTCCAGAAC'CCTTTTTAGGCTT 
AGCTCCTTTTATCTTACCCTACACGCTTTCTTTCTACCCACACTGGTGGGTACTTTTCAGCGATAGACATTGGAGCACATTTAAATATGCTGGA 
GTCCTTAGAGAATTAAGAGGTGGGGGAGAGAGGAGGGCACAGAGCTGAGGATGGCACTAGCTCATTCACAAGGAGCCCTGAATTTCCAGGGACA 
TTAAAGAACAGATGCTCATGACAGAGCATAGAGCTCTGCCCTAATTGTTTGTAATGTTGAAGTATGTGTCATTCGTTCACTCATATATTCTCTC 
AACATTGGAATTGAGCACCAATTATGTAACAGAGTAGGTCTTGGCAATACAAAGATGAATGAAACATACCCCTTGTCCCCAAGAAGTATGTGGA 
CACGACAGGCACATGGACCAATGATGGTCATGTCAAGCGTGATGAAGTCCATGGTCCTGAGGGACACTTGGACCACGGCCTGCATGAGAGGGCC 
TGGAACCCAACTGGGCGGATCTAGAAAGAATTCCTCTGGACTTGATTCCTGAACTTGAAGGTAGAGATGGAAGGAGAAGAGTTCTGGGTAGCAT 
GTTCCTGGCAGAAGAAGCGCACTGCAAGAGCAAAGGCACTGAGGAAGCCTGGTGGTCACTGGAAAACTGGGATTCAAGTAGCTGAAATCGTAAG 
GGTG C AGCCTAGGGAGAAGTGAGAC CCGTGGTGGGGGG CAG AGCCAAATCTCTGTATC CAAACCTTTCTATATG AAAG ATACAGTGTCTGTGTC 
TCACAAGAATCTGTTTTCTTCGGGTGTCTGTTATTTGAGTGCTAACCAGAACAGAATTTCTAAAGATGGTCTTTGAGGCCAGGTAACAAGGCTG 
AGGCTAAGAAGAACTATGGAAGGTCTGTTGGCAGGAGAGATGTATGATTAGATCTGCATTAGCAGAAGGAAAGTTCTGGCTGAAATCTGCAGAG 
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CAGTTTGGAGGGGACAAGACAGATGACATGGAGAACACTTAGGACGCTGTTATAATAAAATAGGCTAGAAA.TGATGTTCCTCAGAAGTCCCTTT 
CTCCCTGCACACCTGGCCACGTCAGACTTCCTGTTCAAGGGGAAGGCAGGCTGGGGAGAGAGGTTTCTTGAAAATAACACATCTGGGCCGGGCG 
CGGTGGCTCACGCCTGTAATCCCAGCACTTTGGGAGGCCGAGGCGGGCGGATCACGAGGTCAGGAGATCGAGACCATCCCGGCTAAAACGGTGA 
AAGCCCGTCTCTACTAAAAATACAAAAAATTAGCCGGGCGTAGTGGCGGGCGCCTGTAGTCCCAGCTACTTGGGAGGCTGAGGCAGGAGAATGG 
CGTGAACCCGGGAGGCGGAGCTTGCAGTGAGCCGAGATTGCGCCACTGCACTCCAGCCTGGGCGACAGAGCGAGACTCCGTCTCAAAAAAAAAA 
AAAAAAAAAAAAAAAAAAAAAAAAAAAAAGAAAATAACACATCTGTTAATTGGATC^^ 

GTCATCATAGTATAAAATCCCCATTATGTAATATTTCCTCCTGATAAAAGCTCACTGTGTGTCTATACCCTACCAGCTTCCTTATAGTATTTGC 
TCATTACCAGGTTCAAGGACCTGTCTGTGTGGCTCTTCCCCAGAGCCTCTGTTGGAAAGAAGATTTGTCTTTGGTTATAAGTAGATACACAGTG 
GTCAAGATGCTCTAGCACAGTGCAGCAGAATAAGATGGGCTCAGTAGGGAAAGATCATTCACCCCTAAAGTGTACACTTATTGTTTTCTGATTA 
TGATAGGATTATGTTGAAATTAAAAATTGTTTCAACGAAAAAGCAACTGATTGCTTAGGCCAAAGCAGAACTTTTTTTTTTTTTCCTGAGGCAA 
AGTCTCAGTCTGTCACCCATGCTGGAGTGCAGTGGCACAATCTCACAATCTCGGCTCACTGCAACCTCCATCTCCCCAGTTCTAGCGATTCTCC 
TGCCTCAGACTTCCGAGTAGCTAGGATTACAGGCACCTGCCACTATGCCCAGCTAATTTTTGTATTTTTAGTAGAGACAGGGTTTTGCCACGTT 
GGCCAGGCTGGTCTTGAACTCCTGACCTCAAGCGATCCACTCGCATCAGCCTTCCGAAGTGCTGGGATTACAGGTGTGAGCCACCATGCCCAGC 
CAGAATTATTTTTAGTACTGTAGTTAAGAGGG C AC ATTCTGG AGCAAACTG C CTGCTAAGTGTT CG CTGTGGGG C ATTGGGG AAG AACTTAATC 
TCTTTGTGCCTTGGTTTCCACATGTAAAATGGGATAATTATATTGTCCCCCTGTACTGGTTTGCTGGGGCTGCCATAACAAAGTACCACAACTG 
GGTGGCTTAAACAACAGAAATGTGTTGTCTCATAGTGCTGGAAGCCGACTCACCTCAGAAGCATGGACTCCCTTACCTCCAAGTCCAAGGCAAT 
GGGGCTCTCTCCCTCTTGCCTCTTGAATTCCTGCATCTCATTTCACTGGGTAAACAGGGAGGCTCCTGTGCTCCAGCAGGAAAACCCTGGACTG 
GGAAGCAGGATGTCTACTCTGATCCTGCTGCCCCAAAGCTGTGCGGCTTTAGACAAGTGGTTTGACCTTTCTGGGCTCAGTTTCCTTGATTTTC 
ACTATTATTTGAAGGGCTTGGGGTCATGGAAATCATGAACTCTTCACACTGAGAGGAATCTTCATAATCCATTTTGTAGATAACGAACCTAAGG 
CTGAAGAGGTCAGGGGCTTGCACCCAGTCATAGAGCTAAATGAGGTGCAAAGAACCTAGAACTCCGGCGTCTTGACTCCCACCTGGGACACATT 
TTATCAGTAATAGTGAACTCTCATCTGTTGATAGTGTTAGAATTCTCACATTTACTCCCCATAACAACTTTCTTTTTTTTTTTTTAAACGGAGT 

CCCTAGTAGCTGGGAATACAGGCATGCACCATGGCGCCTGGTTAATTTTTGTATTTTTAGTAAGGATGGGGTTTTGCCATGTTGGCCAGACTGG 
TCTCAAACTCCTGACCTCAAGTGGTCCACCTGCCTCAACCTCCCAAAGTGCTGGGATCACAGGTGTAAGCCACCATGCCTGACCAGCACCCTTC 
TGAAGTAGGTGCTTTCAGAAATCTGAAAGCATAGTGTCGGTTAGCAGGGTTGGATCTCTTCTGGTACTGTGAGGAAGAATCTGTGCCATGGCTG 
TCTGCTAGCTTCTGGTGGTGTGCTGGTCATCCTTAGTGTTACTTGGCTTGCAGAAGCACCATCGATCTCTGCTTTCATCGTCGTGTGGTGCTGG 
CCCTGCATGCATGTATCTGTGTCCAAATTTCCCCTTTTTATAAGAGCACCAATCATATTGAAATAGGGCTCACCCTCATAATCTCATCTCAACT 
AATTATATCTGCAATAACCCTACTTCCAAAAAACACCACGTTCTGAGGTCCTGGGTGTTGGGATTTCAACGTATGAATTTGGGGTGGGAGGGCA 
CAATTCAACCCAAACATTACCTAATAAAGTTTTCAACAGTAAGTAAATGAGTTAACTCCTGGAAAGCATTTAAAACAGTGTCTGACATTCAGAA 
AGCTCTCAGTAAACGTTACATTATGCTGGGTATAAATAAAAAGCTCCCAGGACAGTGGACGGCATTGAGATTCCACCGGTTTGTATTAGTGTGG 
CCTCGCCAGTAATTTACATCTTCTATCTTTTTTGGTTGGTCAGGGCTTAAGCCATACCAGGTAAATATTTTGAATAATACTCCTAGCTAAAAGG 
TGCAAGGAGTAGATACTGTGGGTTCTGATTTTTCTTTCCCGTTCTCCAAGCTGTGTACACAGAACCATGCAAGTCGCCCCAACCAGGGAAAAAC 
AACTGCCATTTCTTTTAAAGGGGAACCAATGAAGGTCTTGTCCTGATGAGCTCACAAAAGCAAACTTCTCCATGTCTGTCGCTCACTCAGTGGG 
CTGAAGCAGAGCCTTCACGCTAAGCTTTGGAGACAAAGCTTCTTAGAGAATGTGCAACGTGGGCTGATCCCAGGCTGCCCAAGGAGCAGCTGAC 
GAGTGTAAAAGTGTTTGCTCACCGATTAGAATCAGTCCTTTAAAAAATAAATAAGGTATGTTGATCTTTTATGTGATGATTAAACAAATCAGAT 
GG C CCAAAATGAATTCCAGGTAAAGAGG AATAAAATATC AGAAGGC AAG CTG CTGAAATTAG CAAGAG CTGAACTCGAAAAG C CCG ACTTTC C A 
GGCACGGCTAGTTTCTTCCTAGCAAGTTCCTGACGGAGCTGGGTGGCTGCCCCAGGTGACTGCAGTAGCAGGAGATTAAGGAGACAGCACCTGC 
CTGACAAAAAAGGTTGCTGACACAATAGGCCAAAGTTAAATTGAGCTGCCAAGGGAAAATGATTGGGGATATGCAGTTAACAGTTGAGGGAGAT 
ACCAGAAG AATTTGTGTCCACAGAGAG ATTTTGATGGGG CTG ACTTTGCCG CTGACCGACT CAC CTCAGAAGCATGG ACTCCCTTACCTCCAAG 
TCCAAGGCAATGGGGCTCTCTCCCTCTTGCCTCTTGAATTCCTGCATCTCATTTCACTGGGTAAACAGGGAGGCTCCTGTGCTCCAGCAGGAAA 
ACCCTGGACTGGGAAGCAGGATGTCTACTCTGATCCTGCTGCCCCAAAGCTATGCGGCTTCAGACAAGTGGTTTGACCTTTCTGGGCTCAGTTT 
CCTTGATTTTCACTATTATTTGAAGGGCTTGGGGTCATGGAAATCATGAACTCTTCACACTGAGAGGAATCTTCATAATCCATTTTGTAGATAA 
GGAACCTAAGGCTGAAGAGGTCAGGGGCTTGCACCCAGCCATAGAGCTAAATGAGGGGCAAAGAACCTAGAACTCTGGCGTCTTGACTCCCACC 
TGGGACACATTTTATCAGTAATAGTGAGCTCTCATCTGTTGATAGTGTTAGAATTCTCACATTTACTCCCCATAACAACCTTCTTCTTCTTTTT 
TTTTTTTTTAAACGGAGTTTCTCTCTGTCACCCAGGCTGGAGTGCAGTGGCGTGATCTCGGCTCACCGCAACCTCTGCCTCCAGGGTTCAAGCT 
ATTCTTCAGCCTCAGCCTCCCTAGTAGCCGGGAATACAGGCATGCACCATGGCGCCTGGTTAATTTTTGTATTTTTAGTAAAGATGGGGTTTCA 
CCATGTTGGCCAGACTGGTCTCAAACTCCTGACCTCAAGTGGTCCACGTGCCTCAACCTCCCAAAGTGCTGGGATCACAGGTGTAAGCCACCAT 
GCCTGACCAGCACCCTTCTGAAGTAGGCACTCTTATACCCATTTTACTGATCAGGAGACCGGCTTGCCCAGGATCCTGCAGCTAGTGAATAGAG 
GGGCCAGAACTTTGCTGGTTTGGTGCGCTTCCTGGTACACACCAGCTGCCTCCAATCTCCCTTTGATAATCCTAGCCACATGCCACCGCGGGTG 
CT CTAGT GT AG GCTGGCAC C AAC C C C AC C C AG CAAGAG C C AG GAT CTGCTTCTTGAGGG C AG G C AGGT T TAT CAC AC AG CG GGGT G C AG AAG AG 
TAGTATTCATCTTCCTAGTGTAACCACTTATAACTACTTTTCAGTGAATCAAATAGATTTTTAAGCAAGAACATTGTAAAAATCTGCTTAATCA 
AGGGTGGAGCAAAATGAGTTAGCCAGGGCCACCCTAGCTCAGATGGGGTGGTAGCTGCCTCTGCTCCACAATGAGGTATTTACACTTGCTCCCC 
ACCCTCTCCTTTGCCCCATTATCTTTTAGTTAAAGGGCCAGGTGCACCAGAACACAGGTGCCTTGAGTAGCACCAGCACCTCTCAGGGTCATAG 
GGAAGAGCTGTTTCCTCTGGGTAAACTGAGGCCTCAATAAGGCATAAATGCCTTCTCTGGGTGAAGAAGATATGCCCTCTAAGATCTCTCCAGG 
GTGAATCTAGAATAAGTTGTAGTCTAGATGGCTTGGCAGCACTAGCCAGTGTGACAGTAAGTCTTGATGAACATCAGTCAGCGTCATGCTGAGG 
GACAACCTCGAGGAGAGGGAATGTGTACTTGTTACAACAGCACACCCAATAGAAATAGCATGTAAGCTACAAATGTAACTTTATATTTTCTAGC 
AAAAAAAAAATTTTTTAAAGAAACCAGTGCAATTCATTTTAATAGATCTTATTTGTTTCAATATATCCCAAATATTGTCCTTTCAATGTGTGAT 

aatatagttattagtgagatattttccattccctttttcatacaaagtctttgatactcagtgtgtatttcactctgacagtgcacctcaatgt 
ggtgcaataggcgagggtctatgtggtacatcccgtgcccagtgtgcacttaaaggctgtagatccatatatggcgactgtctcctagatagat 
gagcccagcaaggctcagtgggtgttttgaggtccatggtctctcaggtcccgttccaccccgacattcgacgaatcagagaacactaatatgg 
ttgggaacacttttatcttgctccccatagtctgaacagaaagagacgccacagaatacaatcacgactctctccctcctacggactccctccc 
cacaagcaatcaatgggctggtctcagacaaagacacctagtcaaggctggtgaaacctgctctatttcctagtaggcctccacctgtaattct 
cagcagtttgtgtgtatagatagaattcctgccttctactaatgtgactgttcctgctcagagatctagagttaattattagcaaattcacagt 
gaaccagagctaggtcttgctgtaaggctcctgtgttttttagaagtacgttgccatggggatttttgtccccactgggttcctcctcaggacc 
ccagacagatagatacacaaaccctgggcccataattttagttagaaaaggcccaagcctagaacctcagggaactcatttggaagcttttttt 
ttttaggaaacttacctttcctatttgacatctcaatcaaacaggtgtttggggagaataaaagcatactaccttagaagggactggggtcatc 
tggccagacttgtggaataaagagaatttcattccttgtataaaataactctaaataatggtaagctcttaggagacttgatctactggctaca 
tatacccactatgaaattaacacattctggaatttagatggaagaatatGgaaattggtccttctcagtgtatggacgaagcatcagaaatgaa 
g agaaggg c c aag c ctag ag ag c aaaactaaag actc actggtctgtggg cttcctg c ccaaggag agctg aaagctaaagg atgctt cacaat 
gtcctacaagttgtttttctaaagtccttccagcggttgaaactgtgtttatgcaaaacaaaactttcctttgttgctataatctagaggtgga 
ctttggcttaagtcatgccaaaatattatcattctaaaccagtaacacctatatttgttgagcatttactatatgtgtggcactatgctaaact 
taactaccccttttcctcatgtgtaacagtcaggtgacttcacagctgccttgtggatacttgtgttatttgaaagattgcataaacacatgta 
aaatgcttagaagtctaccacctcatcttacctacagctttggtgagtccctgctttggccaagtagaatcattccctgtgaggaggggaagag 
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G ATAAG AAAC AGG CAGAGTTG AC CTTAC AGGTAGACACAACAGG CG AGGGTC CATGTGGTG CAATGGAT CCCATGCACATGCCTG ATTCAGTC A 
TTCTAGTTGAGTAGGATTGTCTGGTTGGTTGTTATTATTTTGTTTTTTGTTTGTTTCTTTCTTTTGTTTTATAAGATGGAGTCTCACTCTGTCG 
CCTAGGCTGGAGTGCAGTGGCTCAATCTCGGCTCACTGCTGCAACCTCTTCCTCCCGGGATCAAGCAATTCTCCTGCCTCAGCCTACCGAGTAG 
CTGGGGCTACAGGGGCATGCCACCACACCTGGCTAATGTTTTGTATTTTAGTAGAAATGGGGTTTCACCGTGTTGCCCAGGCTGGTCTCAAACT 
CCTGAGCTCAGGCAATCCTCCCACCTCAGCCTCCCAGAGTGCTAGGATTACAGACGTGAGCCACCGTGCCTGGCCAGTTTTTATCTTGAAAGCT 
TAAGGGTCTCCCACTTAAATTCAAATACTCTTCTGAGGATAACCTTTTAATCAGCCAACTATCATGAATCTCAATTATCAGGAATTCCAGTTAT 
TCCAATTATCAGGAATTCTTTATATCATCCCAGGAATCTAAAAGAGCAAGGTCrTATAGGTAAGGGCAAACTTTCTGATGCCTTGGAATTCAGA 
CCCTAAGTAGAGATGGTCATTTGACATCTAGTCTGATCGACTGTAGAGTTACTTCTATACAAATAAATTCAAGTTATCACAGGGTTTCTTTCAG 
TTGGGGACAATACTTTGAAAACTTTTAGGCTCTGAATGAATAACTTGGCAAAAGAAAATGTTAGGGTCCTTCAAATACCATACTTGTTGTGGTT 
TTCTCACAGATACACCAGTCTATAACCCTGAGGTTTCAACACTCCACTCAGTTGTGGGCTTTTTATCTAAATCAAAACTATCACATGCCCACAT 
GTGCATCTGCAGCCAACCACAAATGATCTAACAGGACCAGATTTCACTGGAGCTCTGTGACCCTTCTCCCAGTGTGAACTGAAGGGAAAAAAAC 
CTGGAGCCTAAGGGACTCCCTTTTCCGTGTCCTGAAGACCACTGGCTTTGGTTAAGCCAATATGATGGGCTCATTGAGAGAGAGACTCAGGACC 
TCGGATCATGCCACACTCTCTGGCCCCAGAAGGCATACCACAGGCTGCCAGCTTTGTTGGAGAACCTGAGACTTAAGGCCAGGATATATCAAGA 
GCCCTGTACCCAGTTCTGTGATGTCTTAATACCTTTGACAAGAGACATTGGCAACTCACTGGGTGTCCATTGGGGGGCGACAAGGAAACAGACT 
GATGAAACCAGAGAATGTGACAACTAATTACATGTTGTTTCCTGTAGAAGAGAAATTCTCAGAGGAACGTGGTGACTGTCTGTTCTTTAATGGA 
CTGTCATATGAAAGCAGGAGAAGGAGATTCTTeCTTACTCCAAATGACAAAACTAGGAGCAGTGAAATGAGCTTATAAGGTGGCCGGGTTTTTC 
TAGCAATTGGAGCTCTCTGCAGTGAGTGGACACTTGGCAGGGTAGTGCCTACTCCGCATTTGATGTGTTCACACCACGGCTAGAAGTAGGTGTC 
GCAACTTCCAGTTGAAGAGGGAATTCTTTTCCTTGGGTGGGAGAGGGGCTAGAGAACGTCTCAGGTTGTTGCTAACTATGAGCATGGTTTTATA 
ATTGTTTAAAAGTGGGTAAACAAGAAGAGTGTGTTTATGGTGTCTGTATTCCACAAACTATTATTTCCCACATTAACTGTTTCATATATGGAAA 
ATCTGAGAAACAGGAATGCTAACAAGGTTGCAGTATAATTTAAAAATACTTCTGAGAGATCATTGTATCCCAAAGGCAGTGCCCAGTGAGGTTA 
AGAGCGTGGTTTGTGGAATCTGAGCCCACAGGGGTTTAAATCCTGCCTCTGCCCTTCTTAGATTCTGTGAACTTGGACAGATTCCCTCACTTAT 
TTAAGACTTCACTTTTCAGCCCTTGAGATCCCACCTGCTCAATTATCTAAATGAAATCTATCACTGTGGAAAGAGCAAAGGCCTCCTGCTGTTG 
AGCAAAATGTTTTCCAGTCCTTTGTTTCTGTGTGAAATAAAGCAGCTCCATCCCAGTGCTAAATGATCAACTGCATATGACAGAATGAGCTTAT 
TTCATGCTCCCAGTAAATACAAGACCATAGACTACTCTGGATGGTAGTTTAAGTTTAAGATGAAATTGCTTCTTCTGATTGCCTTCTTCTTTAT 
TGCTTCTTTCTCTGTTGTTCCTTCCTTCTCTTGTTTATAACACTAACAGTCAAATCTATCTGTGTGGAAATCTATCTACTATATAGAACGCTAC 
ATCACAATTTACAGAGGGGAAAATATTTTTGTCGGCAGTAACATTTCACTGGAAGAGGCACTATTTGGCCACCTAACTCTGGGATTTAGGCTCA 
GGTAGAATCAGTGCCTCAGTTTCTTTAGGTCAGCCATTATGAGTTGTTCCTTATTTGACCTAGCACATATATAGATGGTGGTTAAATTTAGCAA 

GACCAACATGTTAGTCTTTCTCATGTAAAAAAAAAAATCATCAACAAATGCAGTGGGAGTTGGTAGTCATGAGTTTGAGGTAGTAO^TATCCT 
TAAAGTACACACTCAATCATGTGTGATAATTGGCCAACTCTACCTAACAACAGTTGAAGACCTCCAAACAGCTATCAGGACTACTGGAATCATG 
TCTCCAGAAGAACCTGGAGAAACATTCACATTTGTGTGGACCAAGGAGGAAAGCAACCCAGACGACTTCTACTTAGAAGCACAGGCACATAGAG 
CCTGTGTTATTGGCACAGGTATTTCTCTCCTAAGAGCCTTTTCTGCTTAAGAAGGCTTGAGGATCTATTCCCATTAATCATAAAAAAGGGATTT 
GCTGGGCT AAATT ATTTT AG CCT CCT CTTT ATGCCTT ACTTC AC AAAGAATTGC AGTTAATCTGTAAATGAGTT CTG ATGTTATGAAAATTGGA 
TATGGCAAATTGTGTTATTAAGTCTATTAAGGGATGAAGAAGGACTCTTCTAAAAGAATAACGTAGTCTGAGTGGCAGCTCTCACTTAATAGAC 
ATCTACCTAGAAATGTTTCTGAACTTAATGGACACATGATATAATTCAAAATTAATATAAGCACACAGCACCTCTCCCCATAACC'rTATTGAAA 
TTAAGGGTTCCAAATCATTCTTCTCTCCCTTTTACTTCACCTGCAACATGTGGCTCACCCTTCTTTAGACTAAGAGCTAAACTCTAATGCCTAG 
TTAATGTAAAAC AATG CCAGG ATTATTAAGCATGATTCTGATAAGTTTTAAC CC CTAATGAG ATTATC CTTGGTTAAATAAATTGAATGGCTAG 
TGGAATTCCAATGTAAAGTCAGCAGAGGTTAGCTGGTTGCTAGATATTTAACTATACATACCAGGAAGCTATGAGGACAAATTTCCATTTGCAC 
AGAGCCTTGAGAATTGGCCATTTTAGGACTAAATGTGCTGCTCATTACTTTTACTCAAGGACATACTAATGACCAATATATGTTTAAATACCTA 
CTATGTACAACTGCTTTCAAAAACACTTTCAATCTTGAATTGAGAAGGTAGGAGATCCATACCTGTATTAGGCCATCCTCACAGTGCTATAAAG 
AAATATCTGAGACTGGGTAATTTATTAAAAAAAGAGGTGGATGAAGCTGGAAACCATCATTCTGAGCAAACTATCACAAGGACAGAACACCGCA 
TGTTCTCACTCATAGGTGCGAATTGAACAATGAGAACACTTGGACACAGGGTGGGGAACCTCACACACCAGGGCCTGTCATGGGGTGGGGAGAG 
TGGGGAGGGATAGCATTAGGAGATATACCTAATGTAAATGACAAGTTAATGGGTGCAGCACACCAACATGGCACATGTATACACGTGTAACAAA 
CCTGCACGTTGTGCAGATGTACCCTAGAATTTAAAGTATAATAAAAAAAAAAGTGGGGAAAAGAAAAGAAAAGAGGTTTAATTGGCTCACGGTT 
CTGCAGGCTATACAGGAAGCATGATACTGGCATCTGTTCAGCTTCTGTGGAGGCCTCGGGAAACTI'ACAATCATGGCAGAAGGCAAAGGGGCAA 
CAGGTATGTCACATGGCCAAAGCAGGAGTGAGAGAGAGAACAAGGTGCCACACACTTTTAAACAACTACATCTCATGAGAAGTCACTCACTATC 
ACGAAGAGAGCACCAAGGGAATGGTGCTAAACCAAGGTCCCCAACCCCCAGGCCACGGATCAGTATTGGTCCATGGCCTGTTAGAAACCAGGCC 
ACACAGCAGGAGGTGAGTGGCGGGCAAGCAAGCAAAGTTTCATTTGTATTTACAGCTGCTCCCCATCGCTCATTACTGCCTGAGCTCAGCCTCC 
TGTCAGATCAGCAGCAGCATTAGATTCTCATAGGAGTGCAAACGCTATTGTGAACTGCACATGTGAGGGATCTAGGTTGCACACTCCTTATGAG 
ACTATAATGCGTGGTGATCGGTCATTGTCTCCCGTCACTCCCAAATGGGACCGCCTAGTTGCAGGAAAGCAAGCTCAGGACTCCCACTGATTTT 
ACATTATGGTGAGTTGTATAATTATTTCATTAAATATTACAAGGTAATAATAATAGAAATAAAGTGCACAATAAATGTAATGTGCTTGAATCAT 
CCCAAAACCACCCCCTCTCTGCCCCG'TCCCAGTCCATGGAAAAATTGTCTTCCACAAAACCAATCCCTGGTGCCAAAAACTTTGGGAACTGTTG 
TGCTAAACCACTCATAAGAAATCCAAACCCATGATCCAGTCACCTCCCACCAGGCCCCACCTCCAACACTGGGGATTATAATCCAACATGAAAT 
TTGGGTGGGGAC AC AC ATCC AAACTAT ATC AATAC CTTCAT AAAAGCAATT AAATAACTGTACAGTGTG ATAGG C AATAAATGT C AAATGTCAT 
ATGTATGAGGAACATAGAGAGGTGCTGTTATCAAGTCACTGTGTGACCCACTGAGCACTCGCAATGAGGCACAGGTAGTAATGTACCTGCTCAC 
TTGCTTATTGTTGTCCCACCACGCTGAATTGGGAGCTTCATGAGAGCAGGGCCCATGTCGCATCTATTACCACAACTGCCTTATTCGCGTGGCC 
TGTAGCTAGCAATCAGTAAAAAATTACAGCATGGATGAAGCTACAGAAAGAAAGTAAATACTGACAGGTGGGCAAAATTTTTAGATATGGATAT 
TTAATGATGGGATGAACAGATGAATCAAGACAGGAAACAAGGCTTCGCGTGGCAAATATATCCTTTCATTTGCCCAGCAAACATTTGCAGATCC 
CTCACTATGTGCTAGACACTGTGGGCACATTTCTGTGTGGATTGGTGTTTTTCTCTCTCAAAACTGGAGAGATTTTGAGATCAGCCTGTATGTA 
GTGAGATGAAGAGGTATGTGGTTGAGATCAGGAGTAGTTGGGATTCTGTGAGGGATAGGGCTCCTTAGGTGTAGAGAGCCTTGAGACCTTTGTT 
GTGAGGATAGTGAAAATCAACAAAAGAATTTATGTTAAGGAAGGTTAAAAAGTCACTCTAAAGGTCTCAGAAGTGCCTATGACATCATGAGGAG 
ATGTCCATTCCTGAAAACTTTAGCCAGGTTACAAACACTTTAAGAAATCCTATCTCAAAACTTCAAGAAAAGTGAGATCTGTATTTACACAGAT 

AAATATAACTTTTAAAAAATATGGTATTTCTAAAAAGGTTTGGTGCATTGTTAAAATGTGGTTTTGATTTATTCACAGACAGAAATCTTCTCTA 
ACAGACTATACTTCCATTTCATAATTCAGTGAGGTAATGGGACTCAGTTATACTAAATTTATCATAGAGCAAACTTTGCTAGTTTTCATCTGTT 
CATTACATTTTATGTAATGGCAGACAGTGTAATAACTAATACCGTTAACCCAACCATCTCTTCCCTATAATGTTTCTATAGGAACATACAGTGT 
ACATTTTGCAGTTCTCTACACGCAGACAAATTCTACCAGTGTGTATTCTGATTACAAGCTAGTTGCTTCATAGGCCATATGTCTATCTTCAGTC 
C CTATG AAT C ATGTAAATTAC AGAG C AAACTGC CGATACTCAGTATATGT ATATGACAC ATAAGAGT C AAGTATACT CAG CTCCTAAGAGCAAG 
TGAGAAGACAAAGAAGATCTACTGTGTGTAGAAATACTTCTTAAATCATCTTTCCTGAAGGCCTAGTTTC3CAACTGAGTCGCAAAAATTTGGTT 
TC AAAAAGTTAAG CTTG CAATAATAAAAAGATAAC CC AGTTTAACAATG GG C AAAGTGATCTGAAC AG ACATTT CT C AAAAAATGATATAGAAA 
TGGCCAGTAAGCACAAGAAAAGATACTCATCATCATTACTAATTAGGGAAATGCAAATCAGAACGACAATGAGTCACCTCTTCACAGTCACTAG 
GATGGCTATGATTAAAAAAAAAAAAGACAGGCAATAACCAGTGTTGGCAAGGATGTGGACAATTTAGAAGCCTCATACACTATTGGTAGACATG 
CGAAATGAAATAGTCAXTTCAGAAAACATTCTGGCAGTTCCTCAAAAGGTTGAACATAAAGTTACTAGGTGAACCAACAATTCC^VCTACTAGCT 
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ATATATCCGCCAAACTG AAAAC AGATACTCAAGC AAATACTTGTAC ATGAATGTTTATAGCAGC C CTATTCAC ACTGTC CAC ATACTTGAAAAC 
AATTCAAATATCCATCAATGGATAAATAGATAAACAAAACGTGGTAATTTGTACAATCGAGGATTCAGCCATAGAAAAGAGTGAAGTACTGATA 
C^TACTAGAACATAGATGAACCTCAAAAATGTTATGGTAAGTAAAGGAAACCAGTCAAAAAAGACCACATACTTTATGATTCCATGTGTATGAT 
ATGTCC AGAAT AGGGAATTCC ATAC AGAGAAAAAGTAGATGAGTGTTTGCCAGGGG CTGGGG AGAGGTGGGGATGGGGAATGACTGGCTGATGG 
TTAGTTTCCTTAGGTGGTGAAAAAAATGTTTTAAAATTGATTGTAGTAATGGATCCACAGCCTTGTGAATATAGCAAAAACCACTGAACTGTGT 
AGGGGTGGGTTGCCCCTCCACACCTGTGGGTGTTTCTCGTAAGGTGGAACGAGAGACTTAGGAAAGAAAAAGACACAGAGACAAAGTATAGAGA 
AAGAAATAAGGGGACCCGGGGAACCAGCGTTCAGCATATGGAGGATCCCGCCAGCCTCTGAGTTCCCTTAGTATTTATTGATCATTCGTGGGTG 
TTTCTCGAAGAGGGGGAGGTGTCAGGGTCACAAGACAATTGTGGGGAGAGGGTCAGCAGACAAACACGTGAACAAAGGTCTTTGCATCATAGAC 
ACTGTAAAGGATTAAGTGCTGTGCTTTTAGATATGCATACACATAAACATCTCAATGCTTTACAAAGCAGTATTGCTGCCCGCAGGTGCCACCT 
CCAGC CCTAAGG C AGTTTTTC CCTATCTCAGTAG ATGG AG C ATACAAT CGG GTTTTATACC AAG AC ATTCC ATTGCCCAGGGAC AGGCAGGAGA 
CAGATGCCTTCCTCTTGTCTCAACTGCAAGAGGCATGCCTTCCTCTTATACTAATCCTCCTCAGCACAGACCCTTTACGGGTGTCGGGCTGGGG 
GACGGTCAGGTCTTTCCCTTCCCACGAGGCCGTATTTCAGACTATCACATGGGGAGAAACCTTGGACAATACCTGGCTTTCCTAGGCAGAGGTC 
CCTGCGGCCTTCCGCAGTTTTTGTGTCCCTGGGTACTTGAGATTAGGGAGTGGTGATGACTCTTAAGGAGCGTGCTGCCTTCAAGCATCTGTTT 
AACAAAGCACATCTTGCACCGCCCTTAATCCATTTAACTCTGAGTTTGACACAGCACATGTTTCAGAGAGCACGGGGTTGGGGGTAAGGTTATA 
G ATT AAC AGAAT CT CAAGGCAG AAGAATTTTTCTT AGTAC AGAAC AAAATGG AGT CTCCTATGTCTACTT CTTTCTAC AC AGAC AC AGT AACAA 
TCTGATCTCTCTTGCTTTTCCCCACAGAACTGTACACTGTAAAAGGGTGAGTTTGTGGTATGTAAATTTATCTGAATTTTTAAAATAAAAAAGA 
AAGTTAAAAAATGTTAAACTTGGAATTAATGATGGTTTTTTTGAAGCAGATTAGTAACTACTGAAATTAGTCCTTGATTTTTGGAAAAGCCTTT 
AAAAAATGGTAAGTGGGAGAAGTTATAAACAAAGAGATGAATGAGTCACAGAAAATTGGGAGACAAATAGATGATAACAAGGGACAGTACAGAA 
AGACTCAACTGAGTTTTATCAAATCACTCAGGCAGATAAACATGGGGGCTGCATGTGCATCCGTATGTGTGTATATGTTTATTTACATCTAATA 
TACACACATGATATTACATGAAATATTATAACATATAATAAATATATATTCATACTGGAAAAATTCTCAAAGAATATACCACCAAATGTTAACA 
ATAGCTGTCCCTGTTTAGTGGGATTTCAGGTGACTTAGATCCTTTCCCCCTTTGGCCTCTCAGTATCTTATAACTTTGTGTGCTAAGATCATTG 
ATAGTTGAACAATAAGAAGAAGAAAGTGAGTGTGGAAGGATGTTGCTAGAGAAAGTGTATTCTTGATTATATGGAGGAAGTGGGGGCAGTTTGT 
GAAGTCTTCCTTACGAATAGCATCCTATTTGAGAAGACCAGTCTTCACACTGGAAAAAATGCATAGAGCAAGGTGGGCATCACTTGCAGAACAG 
TTTGGCACAGGACTACCTCTGAAATATTAAGGCTTAGGAGACTTGTTCTTAGAAACTCTTCAGGCAAAGTTTACAAAAGGCCTTTTCCTCCTTG 
CTTAGCAGATTCTCCCAAGGCATCCACATCTACACTCTCCGTAAGTCACTATATACTGGACCTAGCACACATCTGTCTACCCATCATTGTATTA 
GT CTGTC CTCACGCTG CTTATAAAGAC ATAC CTGAGACTGGG CAATTT AC AAAAGAAAC AGGTGTAATGGACTTAC AGTT CCATATGG CTGGGG 
AAGCCTCACAATCGTGGTGGAAGACAAGGAGGAGCAAGTTGTGTCTTACATGAATGGCAGCAGGCAAAGAGAGAGAGCTTGTGCAGGGAAACTC 
CTGCTTTCAAAACTATCAGATCTTGTGAGAATTATTCACTATTATGAGAACAGCATGGGAAATACCCGCCCCCATTATTTAATTATTTCCCACC 
AGGTCCCTCCCACAACACGTGCGCATTATGGGGGCTACAAGATGAGATTTGGGTGGGGACACAGAGCCAAACCATATCAACTATCTATCTATCT 
ATCCATCCATCTGTCCATCCATTTATCTTTAATTGGGATACGTCTACAAGACAACTGATACCTAAAAGTATGGGAATTTCATTTGCTAAGTCAC 
AAAATAACTTTTAAACCATCCTTATATTATACCTAACATGATCTGAGCACATAATATTGTCTAAGTCAGACCCATTCTTGCCTCTCTGAGCTTA 
CACTCTTGTCAAGTGTGAGCCAGAAGGAGTTGGTCCAAGTAGAGCAAGTCTCACAGGCTTTGTGGTACTCAGGGTGGGGGTCTTACCCAACATT 
TCCTCCCAGAAGCTGAAAGGCAGAGACAAGAAATTCATCCTGAAAGAGTTCACAAGGGTAAAGTCAAGGTGGCTGGTCCCCAGACAGGTCATAG 
GAATAAGGTTCTGGTCATACAACAGGAGGCAAGGAGCCCAAGTAGAGGGACTTGGGTGTGGGGCAAGTGGGAGGGTTTCATTGAAAAACTAGGT 
AGAAGACAGGGAGTAATGGTGGATAAGGCAAAGGACAGCATCTAATTCAGGCCTGTCATCAAGCTAGAGAATGTTCACAGCAGTGTTGTTTGAA 
AGAGAAAGGCATGGAAAACACTTTGTTGTCTATCAGCAGGTGTGAATAATTTAATTGTGGTGTTTTCAAATAGTGAGATTTCCAGCAGAGGAAA 
TTAATAAACCAGAGCTGCATGTGTCGATGTAGAAAAAAACCCAAAGTGTCCAGACATGGTGGCTCACGCCTGTAATCCTAGCACTTTGGGAGGC 
CGAGGCGGGTGGATTGCCTGAGCTCAGGAGTTCGAGACCAGCCTGGGCAACATGGTGAAACTCCGTCTCCACTAAAATACAAAAAATTAGCCGG 
GCGTGGCGGCCTACGCCTGTAGTCCCAGCTACTTGGGAGGCTGAGGCAGGAGAATTGCTAGAACCTGGGAGGCAGAGGTTGCAGTGAGCCGAGA 
TCGCGCCACTGCATTCTAGCTTGGGTGACAGAGTGAGACTCCGTCTCTTAGC!AAAAAAAAAAAAAAACCGAACACCCAGTGTTCTCACTCATAG 
GTGGGAATTGAACAATGAGAACACTTGGACACAGGAAGGGGAACATCACACACCGGGGCCTGTTGTGGGGTGGGGGGAAGGAGGAGGGATAGCA 
TTAGGAGATATACCTAATGTAAATGATGAGTTAATGGATGCAGCACACCAACATGGCACATTCATACATATGTAATAAACATGCACGTTGTGCA 
CACGTACCCTAGAACTTAAAGTATAATAAAAAAAGTAAAAAGAAAAGAAAAGAAACAACAACAAAAAAAAACTACCCTTTAAAGGAATGCATAT 
AAACAATAATTTATTTCTTTCACATTCATTTCACAGTTTGCTTACTGAAGCATCAGTGTGTCTTTCAATTGGATGTGATGTGTTTTGAAGACAT 
AAGAGGCAGGAAAGTTTTGGTTGCCAAAAATAAAGAGAAACAGGGAAGAATTTAGCTTCTGAACTGGATGGTCACTCTTGCCAGAGGCCTTGGA 
GGAGGGCAAGGTTTTGCATTTTGTTTGCCAATTTTTTCCTTAAATAAAGTGCCCTGGACTTCAGGTCAGTCTTGCCCCTTGAGCTGCTAAATGA 
TTCTGCCAGATTCTTTCAGCTGAGCTGTGCGGGGTCCTGAAGACCTGCTTTGACTTCCTCTGCACCAAACTGACTCACTCCCCAGGGAACAAGA 
TC AAGGCTGAGGAAG AGAAAAAGCAGGGCATGAATGG ACCCTATACC C AAAATAGTAATTCC ATTTT CTCCAC CTG CCATTCTAC CAT CAC AGT 
GAAGCTTTTCTAAATTGTAAGAGGCTCTTGTAAAAATGAAGCCACTCCTGGGAGATGTTGAATTTTATCAGCCAACATGTATGTGGGTGTCCAT 
GGAAAACAAGACCTTGGCAAATTATACCACAAATGGGCTGGGGCAAGTGGGAGGAGAGTGATAGGAGAACGTTTGAATCAGGACAAAACGAGTG 
AACAATGTGGAGGCAAAGGGTGGGAACAAGATGTGCTTTGCCAACCAGACAAGTTTTTCAAGGCTAATTTTTCTAGAGACCATCTTAAGAACAA 
TTGCAACACTAGACAAAAAGCACACAAACCAAAAAAAGAAAAAAATCTAAACCCAACAGCCTAAGTATCAGAAACCATCTTCTTATCCATATGG 
TTAAAAAGTCAAAATGAATTTATTACATTTTCACAGAACCATTTCCTGGGCCGGAACTCATTTCTCCTTAAATAAATACTATAAAATTTTCCTC 
AGAACAAATCAAGTCCCCTCTATAACCCCAGAAGACAAAGTACATCGGCAGTAAAAACAGACACAAAGTCTCCACTGTTGTCAGAGGTAGCATG 
GCCTGGTGGGAGGACAGGGAGCTCATGCTGCCGCATCAGTCGGGAGGAGGGATTTGTCTTCTCCACAGGGCAGGATCCCTACAGGAAACAGGAC 
AAACTGAGAAGGGCTTGACAATGGAACTCTTTACAAAGGTGTCAGCAGAGTATTCAAAACCACAGGAGAATTGAGTGTCAGGGCTAGCAACTGT 
ACGGTTCCAG AG C CAACC C ATGTCGG AAGGGT CAG AGGGTGGG AC AGT C ACC ACAAC CCCAGAAGGGAGAGTT CTGT AGAAAGGG CC ATCTGG A 
GGGAAGCAGTGACCTTCAGTCAGCCCAAGGTGACAGCCAGGCAGCAAGGAGATGAGTACCCTCAGCCTCACTCCTTCCCTTCCTCCAACCTCCT 
ACCAAGCCTCCCTGTGGGTCAAGCTCATCCTGGGAGTCAGAAGGCAAGAGAGCCCCTAGATGCAGTCCACATAGTTCAGAGCAGGTTGCAGGTC 
AGGAAGGGTGAAGACAGGAGAGGCAAAGGGAAGACATTGGGCAGGTCTTCCAGCTCACGGCCCTGTCATGCCTGCAGTCACTGTAGTACAGACT 
GAATGTTCACTGTGTCCTGCTTTCAGCATTTAAGATGCCTCTGAGATAAAGAGCCTGCCTTGAGTCTCACGGGACATGCTCACATTTTCTGAAA 
CCATGTAGCTTGCACTGTTAACCTCTTCCTCGGTTTAGAGGTTTTAGGGGCTCGTTTCACAAAGCTGCCCCAGCCCCTCATGTTAAACAACCTG 
AGGGCTGTGACTGGGCAAAAAATAAATAAATACATTTGCATTCAACATTGACAAAATACACRCTTAAG 

AGGCAAGACATTTTGAGGGATGAACTTAAGCAGGCCCCAGACTCACGTCTTCCATGTCCTACAACCCAGGCATACCCCATCATCCCATACCTTC 
AATTTATCCAAATACTTCCTGTTTCAGTTGGCAAATTCCACTGCCCCAAGCTTCCAAATGTCTTCCACTGCTGGCTTAGCCTTCTTCCTAAATC 
CCCTCCCCATAGTGTCCTGGACCCCATTAAAATGCCAGCAATGAAAGCATCTCCTTTCCCCTGTCTAGCACAGCCAGGTACATCTGTTCTGAGT 
GGTCAGTGCCCAAAACAGCCCAGTTGCTAAACAGTTTGACCATCACCTATGCTCACACAGGAGTTACTGAGATGATGGTCCTCAACTGCAAATA 
AAAAAACACAGGCCACTCTGTAGGAGCCATTAGCTCACAACTTGCTGGGCAGGCTCAAGTTTTAGGACTCAGCATGCTGAATAACACCTCTATC 
CAATGGTAAATTTCTCTGGAAATGAATCCAAAAACCTCTCAGATGACAGATCCTGGGACTTTCAAGTTGTTACATAGCAGCAAGGGTTGCTGTC 
ATGATTTGTTTACTCTTTGATTCCCTGCTGTGGCTCATTTGAGATCTTGGAGTGTTTGCTGCAGTAATTATGGCAGGATTTTTCCAGAGTGGTT 
TTAGCATCAGTGAAAGAATTAGTGTTCATTACTCCTTAATTCTATCACTCAACAAATTATAGGGGTAAAATTAGATCCTATTAAAAAAAAAAAA 
AAACAGGGAAAAACAGCAAACAGAAACAAGCCGGAAAAGAGGAAACTAAATTCACCCTCTAATACTGATAAGCAATTCTTCCGTACCACTAAAT 
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TTTAAACCTTCATCAGAGACAGTACTTTGTCCGTTTGTTCAATACTTTATTCTTAGTGCCTATTACAGTGCCTGGTACATAGTTGGCCCTCAAT 
ATATGTTTATTTAATGAACTGATTAAATAAACTAGACTCAGGCTCTGACCCTTGTGCTAAATCTGTGCTCACAATAGATGTTTTAGGGCATATT 
AAATTTTGAAGTCAGTTCATCTCTATGGAATTTATAGGCAAAGGGGCTTTCTTTTTTTAGAGGTAGGTTCTTGTTCTGTCAGCCAGACTAGAGT 
GCATTTTGCATTTTGAGTGCAGTGGTGTCTGCCAGTCAGACTAGAGTGCAGTGGTGTGATCATAGCTGACTGCAGCCTCAAACTTCTCGGCTCA 
AACAATCCTCCCACCTCAGCTTCCTCACTAGCAGACTACAGGCACATGCCATTGCACCTGGCTAATTTTTTAATTTTATTTTTTTATTTTTGTA 
GAGACAGAGGTTTGCCACATTGCCCAGGCTGGTCTAAAACTCCTGGGCTCAAGCTATCCTCCTGCCTTTATTTCTATTTTGAAGCAAACAAAAT 
GATGC AAATGAATAAAGAGTC CT AGGAAGAAGTGTCCTCTG CTCTTGACTGTC CACTAAGTCC AGACTT CATAGTGG C C GCCTTTG CTTAAGGC 
AT ATG AT AAACTTCT AATG ATGCTTGAATTAT ATTTC C ACCAG CAGG ATC AGTTATTTT CCT CAGACTC AAATTTTG C AATCAAAATGC ACAGT 
GTACACACGGCTGCTTATATTGCAGCACATAGCATCTATTTTACCATTTCAATTTGTGTGATTTCTTACATGATGGATTGTGGGATGACAATAA 
TGTGTTCTC AGTGAAGC CT CTTGACT AAACC AAAATTTG CATTTTTATAAAC CTCCATGAAACAGCTTTACTTAGTAAGATTCTATAATG CTAT 
ACTAAAG AAAATTACGTGGTAGCTTCTAAAAGAAAT ACT C C CTCC ATC ACAG AGACCGAGC CTC ATATGAAAACAGTAAG C AGC ACACAGG AAA 
CTCATG CTGTAGATG AATTTGGAGAGC C AC CTC AGGTTATTTG CATTATAGAATGCTAAACGC AGACTATGCAAGAAAC CAG CC ACCTAG AG AG 
ATCTATATAG AAGTAGAG AAACTTCCATACC AC CAGC AATTTTGGCTTT C C AATAAATATTGAGTGATGTC C AAAAGTCGT ATAATTC AAAAAG 
TCTAGGGTAAGGAACAAGATAAAAGCTAACCCTTGTGGGTGTTGGTAAATCAATAATTAATTGGAGATCTTCCATGATATTTCCTCATAAGAAT 
CATTGCTAAAATTGTTGTAATGACTACA CAGACTC C CAAGATTG CAAT AGTCAAACAACACAAACTGTTGAAGT CATGAAGGG ATATGCAAC AT 
GGCTCCTTGGTTAACCTTTTGGTAGGGATCCAGTTTCCACCATCATGAAGTCCTGTTTTCAATATTAATTTACATCATTAGAATGCCTGCTGTT 
CCATCAGCATTTTCTTGAGATTTCCTGGGCCATTCTCAGAAACCAGAGTTAGAATGCAGAAATTAATCATATTTCATTTTGACCTAACTATTAT 
ACCCAGATATTTATAAGCCTGAAGTATATTTTTGCCTTACTGATAAACCAATAAGAAAGAACTTGAATATCTCATAAAATAAGGTCTTTCCGCA 
AGCCACACATATCTAGATATGGATAATAGAGCTAAATAATCAGGTGTCGAGTCCAATACACTGTCAATCTATGTTTGACAAGCATCCAGTTCCT 
TGCCTTGAGTCATTCAGTTCTTCGTTGTTCTTGCTGGAATGAAAGCCTATACAAAACCTAGCATTAATGAAGTTAATATGAAACTAATTAGCTG 
CAATGCTACTGCGGGAAAACGGCCAATCATCATTTAATGAATGATTCTCAGTTAAGCACTTCAGAAAAGTATTTCCTCTGCCCCATAATCACCC 
AGCTTC ATG AAGAT CCTG CTTTC C AG GTTTG AGGTGTGGG ATCC AGATT C ACTTAT AACCTAAT C AGGAAATGAACAGGATGAT CTTGTACTG A 
AGTCCTATATTAGTAATATATCAAATGAATAAAGAAAAATGTAAATAAAGTTAGAACTTGTAGTATCGTTTTATCAACTCGCAGTATGTGAAAT 
C CATG ATGTACCTGCACC AT AAATAAAAC AAG ATCTTC AAACTTC C C AGGGCTATTTAATT CTT CCATGATTTTTGTTCACAAAGAAC AAT CAT 
TGCTCAGCCTATTCATTGCTCCTTTTGGAATGAAATACTTTTATTACTATTCACTTCAAAATATTTTTAAATTTCTGTTGTGATTGCTCCTTAG 
ACCCACGGGTTTATTAAAAGTATATTGCTTATTTTTAAATATTTAGGGATATTTTAGTTACTTGTCTGATATTGATTCCTAATTCAGTTTCTCT 
GTGGTCAGAATGCATGTTCTGTATGACTTCAACCCTTTGAAATTTGCTGAAACAATGTTATGATTCAGGATATGGCCTTGGTGAATATTCCATG 
AGTACTTAAAAGGAACATACATTCTACAGTTGTTGGCTGTAGTGTTTTATTATATAAACGTCAATTAAGTCATTTCTTAATCATGTTGAGAAAT 
CATCTATGCCCTTACTAATTTTTTATTTTCATGTTTAATCAGATATGAGAATGGTGCGTTAACATCTTCTATGATTGTGTATTTGTCTATTTCT 
GCTTTTAGTCTTGGAAGTTTTTGCTTTGTATATTTTGGGTCTATGTAATTAGATGAATGTAGATCTTTATTTTCCTGATGAATTGACCCTTTTA 
TCATTATGACATGTCACTTTTTATATTTAATAGTATTTCTTGCATTAAGTTTTAATTTATCTGATATTATGTATAACTCTACCAACTTTCTTCA 
GATTAGTGTTATGATGGTCTTTTTTTCCCATATCTTTATTTTCAACCTTCTTGGTCCTTATTAGAGTATTTAATCCATTTACATTTAGTGTAAT 
TACTGGATTATTTGAATTTAAACCTACCATCTTAGTATTTCTTTTTCTGTTGTCTCACCTATTCTTTGTTTCTATTTTAATCCCTGCTTGCCTT 
TATAAAAATTTTAAACAATGACAATTTTTAAAATATTTTCATTTATCTTCTTTGTTACCTTATTAATTAGGCCTCTGTTGTAATTCACCTAGTG 
CTAACCCAGGGATTATAGCATCCATCTTTCACTCATTACAGTCTACTTAAGTTAACTTAGTCCTTTAGTTAGCATCATTTCTGTCTTCCATACT 
ACTGTATGCGTTTTAATTCTACATATATTATTAAAATTATAAGACATTTTTATTGTTGTTTTAAATAGTCAGTTTAAAAAATGTACCCTATATT 
TACTGTTTTCAATGAACTTTCTTTTTTCCCACATTACATACTTCCATGAACACCTCCTTTTGGCCTATAGAACTCCTATTAATATTTCTTTTAG 
TTCAGAGCTGCTGGTATGTATTTTCTCAGTTTTAGTCTGGGCTCACTTTCTGTGATTCT CTC ATCC CTGGATTATTGACTTTCAAAACTCAGTC 
ATATTGGCAGCCCCTAGCCCAGTGACACTGTCTCAAATCCCAGAACAATTTATTTAATGCCACATCTATTCTTGCTCCAAAAATTGGCAAATGC 
CTCAAGAAGAAATGAAGAGAAGCCAGTATGAGACTCGCCTCAATCTACTTCCCTTTTCTGTGGGATCTTGGATCCCTCTCATTGACCAATATCT 
TTAAAGAGTTAGATGATAGATAGATAGATAGATAGATAGATAGATAGATAGATAGATAGATGATAGACAAACAGATTGATGTTATTTTTAGCAG 
CAGCATTAGTGTGAATAAGCTACTCCATTTTAGCTAGAGGTAGAAGTAATTTCTTCTTAGAGAAAAAGTTTGTATAGAATTGAATTTACCATCA 
TAGCC ATTCTTGAATGTCAGGC CAATTGAACTCCTAAG ACT CTAGC ATATAC AAAAAACAG AAAC C ACTATTT CTTATC ATATGTTTAAGGGTG 
TGTATTTGGAACCAATTTAGCCACAAACTTCCAGATGATGCTGACATACCAATAATTACTATTAAAAAGCAATATAATACACAGGGAAAGCAAA 
TATAGTCAATTGATATATGAGCTGTTGCTCTTATTGCAAGGATTGTAAGAGTTCTGCAGTGTGGCCATTATATGTGTGCCTCACAACTTGTATT 
CATTGTAAGCTTCCTTTGAGAATTTTTATCTAAGAATAAGTCTACCCTCATTTTTTGTGGAGTATCAGAGCTTCTTCTCCTATTTGTCTTCAAG 
ATTGAAAGGAGAATATTGAATGCTGATTCTCTGAACATCTGCAATAATGTATTCCAAGATATTGGCAAAATCAGTCCAAAGGCTCAACCATCCC 
AGCTAATTAAATTACCTGGTTAACTCTGTGGACTACCAAATCTAAATGGATGTAAGAGAGGAAGAAATTTGAAAAAAATAAAGATTACACAGTT 

AGCCATGCTATCCAAAGCAGAGTTGATTGTGGCTGGAAATTTATTCCAATATTGAAAAGATGTGAAAGGGCTATAACACGTATCAGACAATCTA 
GAATTGACCACTAGGGGACATGACCATGAAGCCTTAGACAATAATTCATATTTAGTTTGAAGTACTATTCTGAGGCAAAACAAACAAAAAAGAA 
TGATTATGGAGGACTCAATCTTAAAGTGTCTCCAAGCATGTCTTGTTCTGTCTCAAACCTTGGCCTCAACAATCAAAGCTCTGTATCATTATTT 
GCAACACATGAATGCTAAATGGTATCATTTCTGACTATGGACCTATGTGTAGTTAAGTTGTGTGTAGGAATATGAGGATAGAAACTATTACTAT 
CAACCAAATGGTAATATTGGACATGTTTCAAAGATTGTCTGAAAGAGCTTGTCCATGGAGACTAACCCTTAACAAGTCCCAGGTTTCTCCTCTC 
CTAGAATGTGAATTCCACGTTCACCAGCAGAATTCAGTTCTGCTGAAATAGTCATGGAACAGTATTGTTTTAATTTCTCAAACTTTTCAACCAT 
ATGTTTATAAAGGTTTATAAGACAAATAAGACTATCCCTGGCATATAATTCTTTCAGTAAATACTTCACATATTCTTCCATAAGAATTAGCCTC 
TTCTGTAAACTCTGGAGCTAC CC C AAGGTAAG ATCGT ACTACTGTAAATAAGCCCGAATCACT AG ATTCCAAAGG CCAATGGTTAC C CAGG CAT 
TATTTGTTTATGACCTAAGAAAATAAGTCCATAGAAATAAATTGGCTTGAACAGAACCATCAAAAACCCCTTTCAATAGACATCTCAAATGAAA 
TAGGTGGTTCTACTTCCTGAGAACACCTAAAGAACCTTTGTGTAAAAGAAGAAATCATTATTTCCATTCAGTAGCAATTTTTGAATGGTGTAAC 
TTGCTATCTCCTTGCCTATTGGTACAATGCAGAGAAACTGTTCAAAGGTGAGCCATTCGGTAAAGAACGATAGAGTTAATCAGAGAGTCTCTGT 

GATTTGGGCAGGGCAAAGTGGTGGTTGATGGAAGAGCAGAACACCTGGGAAAGTCATCCAGAGTAATTTTTGATCCCAAGAAAAGATCAGCAGA 
ATTCT CCTTG AGT CTCTAAGTCTT CACATTGTAG AACTG CTTAGGTAAAAACTAATTC AGGAAATGTGC AGTT ATAAAACTTT AATAAGTC ACC 
CATTAACTGACATTTTAAATGTAAATGTACTAAGGGGACTCTTTATTTCCCTCTCATTCGTAAGTGGACCAT CCTCAACACAGAGACCCAAACC 
AG AAACTTAGGAATCATCTTTGATTACTCT CTTTC AATCTTATCAAATCTTATTAG CAAATCTTATC CCTGAAATCTTTGT C C CTGAAATATAT 
CTCAAGTCTTACCTGTCCTCACCAGTTCCACCGCTACCATCCTAATCCTGGCATCAACTCTGAACTGGACTGAGTCCTCCAGCAGCCTGGTTCC 
ACTGCTTCTATTTTTTTTCCATTGTCTCTCTCCATTTCATTGTACACACAGTTGCCAAAATAATATTTTAAAATCTGTATCACTAATTTAAACG 
CTTGTGGCTTTTCAGTGTACTTAGAAGAAAATCCACACTTGTAGACCCTGATGCATTCAGCCCCTACCTGCCTCCCCAGTCTTATACCAGACTC 
CATTTCTCATATATTGCAGCCATGCTTGCCTTTTCAACATCTCAAGCAATCGAAGTGCTTTCTCGATTTGAGACTTTTTGTGCTTGCTATTTTC 
ATTGCCCGGAATGCCTTTTCTGAGAATCTCAAGCAGTTGACTCCTCTGCATTTTTTATGTATAAGCTTTACATGGTTCATATTCAGAGATCCCT 
TCCCTGAGCACCCTTAGTAAACTGTTCTTGGCTTTGTTGGGTATTATTGGAACTTACCACTGCCTATAATTATTATGTTTGTCATCAGGTTTAC 
TTGTTTCTTGCCTGTGTCCTCCACTAGATTGTAAGCCCCAGATATCAGCTAATTGGTTGTATAAGTTTCCATTCTTTATATAGTCTTTGAATAG 
TAATCATGTACTTAGTAAAGC CACTAAGGCAAGTGG C CAAGGAG ACGTGGAC AGTTATTTATATCTAATC C AATCTG AAG AATTATT C CAAGC A 
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AAAATGACGTGACTGACGGCTTAAAATAGCTAAAAACTTATTTAGTTCTATCTCAAACCTCAGCTTCAATAAGCAGGCTTTCAGCCACATGTTT 

TCAGTATATGAATTGCCAGAGCTTCCTACCAACTAGTCATATAGTGTGTCTACCTTAAGCTGGTACCTTTACTTGGGTTGCATTTCATCAGCAG 

C CAAGTC CATCTATTTGTCACAGTGTCTCTAGTACACTGCTTCTAC ATAGTCAG CAATCAGTGAATACTTG ATGCCTGC ATGCATG AATAAATG 

AACTTCTGAGGAATGCTAGGGCCAGAGAAAGTTGATGTTTAAAAAGTTAGAAAATGTAGGCACTTGAGAAGGATTAAGAAATTAACATAAGCCT 

TCTTTGAATTTATCATTGAAATCTATTATTCAATTTACATGTACAATTTCAGCAATACATATACTTCCTTTAGTCAAATACATCTCCCTGTAGC 

ACTTACCATGTCTCTGACCCTTTGCCTTGCAAATTCCACTCTGATAATACCAGCAGTGAATAGAAATTTAAAAAGCCACTGTCCTCACTCCTTC 

CACTCATGTTCTAATGTAAGCCTTTCTTTTATGCAGCCTGAATGCACAATTCACTTGTCATTATCTCGCATCCTAGCTGCTCCTCATGAAATGG 

CATTCCTCTGGATTTGCTGAGTCCTAATGTTCAGGCAAAGTAAATCCCACATCATTCTGGCAGGCTTTCAGGAAGACTTAGGGACTCGTTGTCT 

GCTAGTGCAAATAACAGCAAAGTGTGGTAGGACTTCCTCCTTAGTTCAGCGAAGAGCCAGGTCCTTGTCGCACGGCCATGAAAAATTAGGCTCA 

CAGACGATTTCGAGGGGGAGAAAAATGAAATTTATTGGGCAAAAATGGGGAAATTAGAAACAGGGGCCGTGTCCAAAGGCAGAGTCCCTGCTAG 

AGTACTTCCCACCTCACAGGTTGAATCCCAGGTGCCACCCAGGAAGAGGAGGGGCCAGACTCCTCCCCTCTGCCAGCAGAGCAAACTTCTGTGG 

CTCCACCCCAGTGTGTATTCCTCCCAGTGCGCAAGTCGGTTGGAGTTTTCTGGGAACCGCCTTCCCACCTGGCTGTCTCAAAAGGACTCCCAGT 

TGC AG AGGTATGTGTG ATTCAACAAGATCC ACTGG C AG AAAATAGAGG C AAATT AACTC AAGGAGTCC ATTGG AATATAT CAACGTACT CC C CT 

TCCACTCACAAGGCAATGATTTCTAAAACAGTGAATCATTTTACTTACAAGGGGTCACAATGGAGACAGGATAGAGGAAACTGCCCGGGAGACA 

CAGGGACGAGGCATGTGGAGAGGTAGACCTTGGATCCAGTTCTGCAGCCAGTGAGCTGCTCACTCAGACCTGTTGCTCCCCTCCAGAGCCTCCC 

TTTCTTCATCTGGGGTATGAAACAACTGGACCAGCTTATCTCTGAGATCCCGCTCAGCTCTGACCCTCCTGTTGGAGAAGGCTTGCATTCTGAG 

ACTGCAGTCCCAAGTAGCAATCTCTTCGGAGGGCATGTATGTGATTACGTACTTAGTGTGCTCACATAGTTTCATAAGAATCCGGTAAAATTCA 

TTCTTATGCTACTTTTGTATTCCCACTTATTTTGAATGGAAAATCCTTGTACATATTTCCTCAAATTATGGATAAAAAGTATACAAAATACACC 

CTAGAGGCCAAGAAGCTCCTTTTGGTAGAAAGAATGTTGAGCCCTATGAATTTGAGGTACTCAAACTTTGTGGTTTGTTTTGGGAGCCAATCTT 

GAATATAAAATATTTTTTG AT C C AG CAGAAAGGTGAAATCACATTG AAGTTTACAAAATAGTAATG CTAAG ATAG ATAG ATTTT CTTGTGTGCC 

ACACTTATGTTGTAACCAGAACTTAATTCACGATAATCATTGACAAGTCTTTTGTTACTGGAAAGGATAAGGGTTGGCAGGTCTTGTGACAAAT 

GTTAGAATTTAATGCCCAGGATTTTTCTTGATGCACAGGACTCATTGGAAAAGCGGCAGCTATTTATTGTGACTATGAATCACGTCCACAGATG 

AATATGATTAAGTGCTAAATCCATAGCAGCTCAAGTTTTTTAAAGCCTTGGAAAATTGGCTTTAAAAAATATCACCTGACAAACGTCAAGCTTT 

TTCTGTCTCACAAGACTTTTGGAAAAGAACTAGGATCGACAGTGTTTTAAGGCTCACAAGGAAAAGAATCTAACACTTGTAAAATTATCTTCTG 

TGCAAGTTTTATTTTCCAACGTGAATCTGGGCTGCCAAGCATACTGGCTCTAGCCAGATCTTCATTAGCCGATCCAAAAAGACAGTCGGGGCAT 

TTATCCAGATAATGCAAGCCAACACTACCCTCTGAGAAAACAAAAAGTAACTTGCCTGATGAAGCAAGGAACCTCACCGATTATTCCAGATTAA 

TGCATCTCCTTTTACTGGCAGCATGATCAGATATTTTCAAGACAAAGTACTTGGCAAGTTGGAATCCAGCTGGGTCCTTTGATTTTTGAATTCA 

CTTTGCTTCTGTGATTATGGCCACAGTTTTGAAAATAAAGTCATGTGGATAGAGTTGTGATTTTTAGGGATCAGGATGCCTCATAAAACAACAA 

TGCTGTATTCTTTTGTAGAACAAGATCCTGCCTAGGCCTCTTTCCTAGTATTAATCTTTGGTCATGATGAATGTGCTCCCAACCATCCAACCTA 

TCCGTTTGCAACCAGGCTTTTGTGAGATCAAATAATTTTTAGAGTTGAAATGAAGTTATTACCAGCTCTAAAATAAGGTACTACAGGAGGGAAG 

TAAGGACGGACAAGAGTTAAATCACTTTCTAGGGTTGCGCAGGTAACTGGGAATGAAGCCAGGATGACAACTCTACTTGCTCTTTCATTGTATC 

TTATGCTTCTCTGATGTCTTCCAAGGGATAGCAATATAATCAATAGTCTTGAAAGAAAGATCTTTGTAGAGAAAGGGTCAGCAGATTATGTTTG 

TAATTGACTAGATAGAAGTAGTTTTGCTTTTGCAGGTTAAATGGCCTCTATAAAATGTAATTACCCAATGGGTTGTTCGTGCCCACTACACAAA 

G ACCAC AGCT CTGCAGTAAAGAGTTT AACTGACAC AAGG CCGG CC ACG CC ATGTG AGAGACAGAGTTATTACTCAAGT CAGTCTTATCG AAGGC 

TTGTGGGCTAGTGGTTTTTCAAAGACAGTTTAGGGGAAGAGGTGGGGGTGGCTAGGAAATGGGTGCTTTCCACTGATTGGTTGAAGCGGAGAAG 

AAATCGTAAGGGGTCAAAGCTGTCCTCTTGAGCTGATTCACTTATAGGTGGGGCCCTAAGGGTGATTTGGCAGGTCCGGGTGAAGCCATCTGGT 

ACAAGTGGAGCCAACCATGTCAGACATGCAAAAAACCTGAAAACATATCTCAAAAGGCCAATCTGCAATAGTGATGTTATCTGCAGGAGTAATT 

GGGGAATTTGCATATCTTGTGACCAGCCTACACCTTAGCAGAATTCAGGCTCCTCTCCTCCCCATAGACTGGGGCTCTCTCATGGCTTTACAAA 

GGTGGTTGACTTTTGGGGAGGGGCTATTATCATTTAAACCATAACCTAAAAGTCTTCCAAAGTTATCTTGGCCTCAGCCCAGGAGTAATTAAGG 

CAGCTTGACCACTAAAGGTAAGAGCAGAGATGGCTAAATCAGATCTCCTTCACTGCCATAATTTTCTCACTGATACAATTTTTGCAAAGGCATT 

TT CAC CC ACT ACCCAACTGTGTCATTGTAGC ATGAAGGCAG CCAT AGAAAGGAATAGGCATG ACTGTTC CAGTGG AACTTTATG AATTAAC ACT 

GAAATGGAAATGTCATACAATTGTGACATGTCACAGAATATTTCATTTTTAATTGTTTTCAACTATTCAAAAATGTCAAAATCATTTTTAGCTT 

GGTGGTGGACTGGATTTGGTCCAGAGCAGTAGTTTGCCTGCCTCTGTTATAGAGTAACACATCTGAGCCCATGAGAGAATTGATCCTGTACCTT 

GGGTAATGCTCTTCCTCTCTGGCTCCTTTCTACACCTCAGTCACTTTTCCCCTGCAAGAGTGTTGTCACATTAGACTGTAAAATTGGATCACTT 

TTATATTTCATCTCTAACATGCCTTATTTAATAAAAGTCATTCTAGGTATGACTAAAGTTCCAGGGCTAACTTAGAAAAGGACTGAAGAGAAGA 

ATTCCTTCTGACAAATGCGGACCCAGCCACAAATGCCAGTGATATTGTCCCAAGTATTGGTGGCTTGGGTTGCACTTGATAACAGAGGGCAAAA 

GAAAGTATAAATTTTGCTTGTTAACATAGCTTTAGTGGAAAATACAGAAAATGCCCCCAAACTCCATGCTAAGATCATGAACTAAACTGTTACA 

ATGAAAGGAATTACTTGGGTTTCTATAAAAACAGCTGCCTCAAGGAATTTGCCACATTCCTTGGGTCTGCCTGAGCTCTGGTGGCCCACTGCTT 

GGATAGGCCTGGTTTGTTTGCTAACTTAACATGCTTGCTTAACGGCCAAACATTCCCTTGAAATTCAAGGACTTTCTGTCC'CGCTGACACTGTT 

TATTTGTATCAGTAGAGTGGAGGGCTCTCTGGTGACACTCTAGTTTTTTCTGGGTTATAAGCAGATGCAGGTCTGTAGTTTTTCTGACTTGGAT 

TAGAAGGAAAAGGAGAGCCATAATCGTTCTCTGGAGGCCAAAAGAAGGCCGAAGGATGCCAAAAATTGTCACAGTGGTGACTTTTGGCTGGAGC 
CAGTGCAGAATGAGGGGCTATGAGTGTGTCACTAGAACTGTAATCCAGATCTCTTCCATGAGGTCAGGAACCCTGATTCGTATTGCTTTTTCCA 
TGCTGTAGAACATGACACCCCACTCAATCACTTGTGCTGGTTCATTGTTACTTGTTATAGTAGTCATTGTTATCAAGACTTTTTGGTTGTAAGT 
GTCAGAAACCTAACTCAAACAGAGCTAAGCAAAAATAAATCTATAAATAAATATAATTAGCTCAAAAGTCTGAACTCACTGGATTGATCTTCAG 
ACATAATTGCATGCAGTGTTCAAGCAGCAGCTACCATCTCTCCTTCCCTTCCTCTCTCTTATCTCTGCTTTCCTCTGTGTTAACATCCTGCTCT 
GATAAGCTTTCTCCATGTGGAATGAAAGACGGGCTCCAGCCTTTCCAGGCTCCTAAGTTCCTTGCAGCTCACGGTCCCAGAAGGAAAGAGATTG 
TCTCCCAGCATCTGTCTCCATAAAAAGAAGCCACCGTCCTTGCTTGAGTCATGTTCTCACTCTTGGACTTAGCAGAGTCCAGAGGGGCTTGGAT 
ACTCTCACTTGGATACTCTCAATACGTGCCAGCAAGGGGCACATATTCACCCTTCATTGGGCAAGGTAAGCCTGTTAACAGTCCCACTCGAATC 
ATGGGGAGTAAGCAAAAGGAAGTTCTGAAAATGAAAGAATGTGGGACAGACATAAAACTCAAAGCTGTGCACTATGCTAGTAAATTATTCTTGT 
GTACTTAATATGAATATGGCTTTTATAAACAGTAAGCAAATCAGAAGCCACCCTGTGAATCATCAGTTATCTCTAGACATTTCTGGATTCCTTC 

ATGGTCTAGTTCAGGAAGACAACATATAAACAGCAGGCATACGAGCAATTTCAGTAGACTGTGATGCCTGCCCAGGGTGCTCGTGGTCTACCTT 
TCATGGACCAAAGACAACAGGAATAAGAGCATTCATCTTCCTCTGCTATTGTGAGAATATAGACAGTGCAAAGACTTGGATGCCAGTGCTAACA 
TCCCTGCCTGACCTGACTTTGAGAAAAGGACCGCCATTTTCAGCACAACCCACAGGTTCTCTAAATACTCAAAGTGTGAGGCTAGCAGATAAAT 
TTGGCTTATAGAGGGAGCTTCATACCATGGTTAGAACACAGCAAGAAAGGAACAAATTTTTAATGTATTAATTGAAAATCAGATTTCTCAGCTG 
GGAAGAAGATATTAGCTGGAACACACACAAAAAAGTATTTTTAAAGGTGCCCTTTTAAAGGCTGCCAAAACTCACCCAAAGTAGTATTCAAATA 
TGAAGACAGATGTCTTTTCAAGACGGGAAATTTTAGTTCCGAGTATGAAAGAGAATTTTATTTATTTGTTTTTTCCCTTGCCTTTTCAGGCTTT 
TCACTGACTTCGAGGGGATGAGGGTATGTGTGCTTAAAGTAGATGCCAGAGTGTCTTCTTGGAACTTCAGGTTTCCATGAGTAGAAGGAAGTGT 
TGAATGAATGAGGACCCACGGCCCTGTCCAGTGTGGACATGCCATAACCCTGTGCTGAGCTTCCTCATCTGTGTTCTGGGCTTACATTGAATAT 
GGCATAAGCAACCCCGAAGAGCCACAAAACTCTGCTCTGTTAAGGGAGGAGGGCAAGTCCTCCCTGGAAGGGGTTGTCTCATCAACCAGGAAAT 
GGTGGTCAGGATGGATACAGTAGCATCTATACCTCAGCCCCCTTGAAGTATCCTGATGTCCACTCCCCACAAAATCTAGGCCTTCCATAGGAAG 
TCAAGAGGATATTGTGCTG ATATAAATTTGGAC CAC C AGTGAGTTTG C CCT C AGACCTGGTAAGAAGTGCATATTTC AG ATATAAG ATATTGCT 
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GTGGCCTCAGCTACATACAGTTTCCATAAAGGAAAACTTTGAAGGACTGCCTGCAGGAAAAGAATAGCCTCGTGTTGATGTATCTAGGGACAGA 
ACTCTCAGGCAGGACAACAGCTTCCTCAAGTCTTGTGACTACACTCTTTTTCCCAAGATATCTCATTGCATCTTTAATTTAGCTCCTAATTCAA 
AGCCAAGCTCATGGACTGTTTCAAGGTCTGGACCATGAGCTTAGCTCTGAATTAGGAGCTAAATTAAGGATGCAACGAGACATCCTGGGAGAAA 
TAGTATAGTCACAAGACTTGAGGAAGCTTTAGTGAAAAGCAGACCCACCCAGCATGTGTAATTCTrCCATGAGGTTTCATCTCACAGTCTGCAT 
GTCTTGCAAGTGGGCTTAGGGCCACAGGGGCAGGAGCTCTTGGTACTCAGAATGTTGTCTAGAAGTTTGGAGGAGAGAGATCCCTTCCAACCTA 
GGTCAAAAGGC AGAACTGGTAAAGG ACTTG CAGACATGATAACTTTG AG C ACAATATCTGAG AG AG C AAT CCATGG AAGTC ATTTG AGG AAG AG 
CATTGTAGACAACAGGAATAGCAAGTTCATAAGCCCTGACCTCAGGAACCTGCCCGGTACATTCAGGAGCATCAAGGAGACCATACTGGCCAAA 
TGGCACAAGTGTGAGGAAAGTGTTGGTAGGAGGTGATTTCAGAGGGATGCCTGGAGGCCAGATCCTGGAGAGTCTTGTAGGTGATTGTATAACT 
TTGACTTTTACTTTG AATGAG ATGGTAAG CACTTATGAG CAGAAAAGTGTATGATTTAACTTACGTT CT AAAAGAAGTATTCTGG CTCCTGTAT 
TAAAAATAAACTGAAGGGCAAGGAGAGAGGTGGAGAGACCCATTGGGAGGCTAACGCAGACATTTATCCAGGCAAATATCACTTAGACCTCGGT 
GGTGCAAGTAAGGAAAATGAGAGGAAATTGCATTTATAAAAATCTCATTTAAAGATAGAGTCAACAGGATTCATCATTGGATTGGATTGGAGTA 
AATGAGAGAGAGAGGGAAATCAAGGATGATTCAAAGTTGGTTTTGTTTTTTTTTTTGTTTTTTTTTTTTATCTTGAGCAACTGGAGAGATGGAG 
ACAACATTTTAAATTACTTTGTTGTTTGGTAACATGGCAGTAAACACACTTATAAACTGTATTACAGGTGGCAATCAAAATAAGCACCTGGCTG 
ATTTGAAATATGGTTTAAAAAAAATTACAAAGTAAGGAAGATGAAGTTGTATTGTTCTGCCCATGCAAACAATCTGTAAAACTGTGTGCATTTA 
TATATTTTTCAGTCATTAATATTTACAGCGGGAGAGAACTGTTTGTGAAATCATGAATTATGTTTTGTTTGAATTTTATTTTATTAATGAGTTA 
GAAGTACCTTTGTAAGCCATTGTACCTTTTTTCTAAAGGTGAGAGCCTAAAACTACCATGTTGCAATGGAATAAGCCCTGGTTCTAGCTTCACG 
CCCTGGGAGTGACTTCTATTAGCTTTGGAATCTCCGGTAACTCCTTTAATCCTTTGAATTCTCACTTTCTATGTCTTAAAGGTGATGGCTGCCC 
ATTTCATCAACTGTGAAATGGCATCCAAGTCCCAGGTATCGTTAAGAACCAAGGGCTTCCATTTTAAACAGAAGTTTTGTTAAACAAATATTTG 
GTTTTACAAGGGTATTATAATTCATACCCTTATTCATTGTTCTTCCTTGCTCCCAATAGTCGATGGGTTTTTTTTTTAGCTGTGGCTTATGTGA 

tcaaagaggtgaaacaagttagctcaattggttatattctgaaattaataaggtgttctttttgcatgtgtatacaaattaacttccctctgtt 

t cttggccacacacctcacct cagctt cac aaatgagtag aattg attacaacatg aatcagacaag ag agtgtagat ctat cactgttattga 

g aaagc agtt c aaaaaac aagcatt c c cgc atgttagt aacatgtttttataaaag ctgtaaatgtatattt attc atatgattt aatattttt 

tatcttcagtttttattttaagttcaggggtacatgtacaggatgtgcaggttagttacacaggtaaacatgtgccgtggtggtttgctgcaca 

gatcctcccatcatgtaggtattaagcccagcatccattagctattcttcctggtgcccaccctcccctgaaccccctcccctgacagggtcca 

gtgtgtgttggtgcgtgcaatgtgtccacgcgttctcatcattcagctcccactaataagtgaaaacatgtagtgtttggttttctgttcctgc 

attaattcgctggggataatggctttcagctccatccatgtccctgaagaagacatgatctcgtttttttatggctgcatagtattccatggtg 

tatacgtaccacattttctttatccagtctattattaatgggcatttggcttgattccatgtat.ttgctattgtgaatagtgctgcaataaaca 

tatgtgtgcatgtatctttataatagaatggtttatattgctttgggtatatactcggtaagggaattgctgggtcaagtggtatttctgcctc 

tgggtctttgaggaattgccacactgtcttccatagtggttgaactaatttacactcccaccaacagcataaaagccttcctttttctctgcaa 

cctcactagagtcagtaatatttcttcaaatatgaaggacttgacctcagatcctttatgatgatcataaatacataaatagataagttaaaaa 

ataggaaggacagtgtgatactaaataactacaaaattagagatgtatcaaaaagtatttaggcactaaaatagttgagagatcattttcagag 

cctccaagagtttctatgccttgaattatttgagcatccagtgcaagctttcagagtccttgcttccttaaatataaaacaagaagtcagatac 

ctttgcctctgacttctcagaggtctttgagcttgacagttctataattctatgagttttctacctagaaactattccttccattcagttagga 

aatatattcaagtatattttatttaatcttaaactttggaatcccattttggtaagctgctgttatttgaaggtgttgacgtatcctctgggat 

ctgagaaaattattatcaaaaccaattaaaggaatcatctattttgtgcgattggttttgaaatctgtccagtgggctctttctggaggcaagg 

atcctggttaccaagagactttgctgcaaataaggcaaactgggatgacatttggggttgggatccttgtcaggaccaaatgggcacccatcat' 

ctttgggtctagaagactgcactggcataaagcagctgacttcctgtagccttgcagaaataacaatggggtgtgtgtgtgtgtgtgtagtgtg 

tgtagtgtgtgcagtgtgtgtgtgtgtgtgtgtgtacaatggtggggaacagttggcagagcaatgagcaagaaatgggaaacgacactcagaa 

aagcaggaacctaccctgagcaaatcaaagaatttcttagaatgcaacactagctgtgtgtatgaataattggcttgcaaatcacttcctctat 

ttggttgttatataataccaatcatttcagtgtcactgacgaaagcccagaagggaattaccacttaccagccagttttacatatggcttttgt 

gaggaataaggccttgaggatgagggtctaaatctctggcccacagatctggacaggcagatttcaagctgatcattacatatcttttgagaga 

gacaatcccagacgaattggcctggggggcaacatgagaaggcaagacaaaagaacattgtaaagacttcacctagaatccaaattgtagttct 

ctcagcaagttatcaagaagcaaattaactgctagattttgtaatccaaagattatttaatctgtttagctttgtgttggaaggatcgctacta 

atcatctcttttattaaaatatgataatgatagccatcgtttattaagtgcttatgatataccaggcactttgtatacatgatttgccttattc 

agaataaccctgaaggatcaatattattgtctccatatcaaagagagggaaactaaggcatacaaaagttatttgctcaaggtcaaacagcatg 

gtaagaggaactgcaatttcattccaggtcttacggataccaagtccgatggctgccagcttgcacctgttaagtcatgtgatacttaggaaat 

gtacacatcaccccagtgcagaggcctttatccacttcccttcattttgcctggattgttgctgtgagtgagaaataaatgacatgaaatgatc 

atgtatatcactgtgttcagaggatggttagttccttgctctggattgtttttgtcttttgttggatatttattttgacttctctgcaaactaa 

aaatatgcatgctctagtttctcttgggtacataactcccaatatattgtgaagaatgaaactggcctacaaagtttaattaagaagcagtgaa 

ctagagcttacttagacaatacttgtactagtgtgggttcatgttgtccatttgtctttagaggtgtagaaccttgaaagtcagctaattaatg 

actattactgttgtgtacagtattggcaatctcctatgctaaaattttttgtgatgatttgaaggtgggagggggcaatatttactaagtctct 

caac ctacatggcaatatctg aaac ctgc ttataatgtagtaatagcttagg caccac ctatttctg aaacataaatcatcccac aatataagc 

ctcc cagtttt attcatgcgtcttaccatgtataaatatcttttaatat ac c atttatttccttg aggg ac agttatttgtag c ataaat ctgc 

CTGGATAAAATAGTAAAAATTGCTATGCCCCAGTGAATTCAGTTTACAAAAGCTTACATACGTGAATGAGACATTGGAAATGTGGTTTATAGTT 

aaggagaatggatcacacggattatacctgtataacttccctagaaggttgataccactaagatattaacaccaaaaaactgaaaatagtattt 
ttcatcttactttgttatgtaccctttgtgaatttctgaaaaacacctttctattatgatgggataaattacggtgtggtaacaaacaag'ccca 
acctgtttgttccggtcaactagttgctttataacaaaccaccccaaaatttgtttaaaacagctatcatttgattgtgctcacaagttctgtg 
agttaggaaataagacacaacacagtggtcttatgtctgttgtgtaatgtctgggttctcagctgtgaacactcaaatggcttggaaactgaaa 

TCAGCTGGAGGCTTCCTTATTCATATGTTTGGTGCCTGGCTGGGATGACTCAGATTAGTTGGGGCTCTTGACAAAAGCACCTATACATGAACCC 
TCTCAGGAGCCTTGGCTCTATGGTGGCTGGATTCTGAGAGGGAGCATGCAGAGAAAAGAATTCCAAGACAATGGATGCTCTAAGAGAAGCTACT 
TGGCGTTTTCTGATCTAGTCTTGGTGGTCATGCAGCATCACTTTTGCCACCCAGATCAAAGGGGAAGAGGAGACAGACTCCACCTGTGGATGGG 
AGAGTGTCAAATTCACACAGAAGTTGTATGCAAGCTATTCTTGGTCATCTTGCTCATCTATGAAATATACCCTCCTCCATGCATTGACTTACAA 
CAAGGGTTTATTTCTTGGTCAAAGTCTGCTGTGAATCTAGGCAATTCTCCAGAGCAGCTGTTCTTTTGTTGGCTTAGCAATCCAAGCTGCTGCT 
TCCATCTTACAGCTTTTCCATAT C AACTCATG ATTC CACAACCATTGCTACG AGGCAAG AGTAGTATGG AGGAT C ACACACTACTCTTAGAAAC 
CACCAGCTGGAAGGGACTTATATCACTCCTGCTTACATTTGATGGCTCACATAGCCATGCCCAAATTCAGTAGAGCAAGCATGGCCCTCCTGTG 
TACCCAGAAAGGAAGGAGAGCTAGAAATATTGGTAAATAGCAATATTGTTTACCATAGCCTCAGAGATATTGCCTCGTGGTGAAACCCTATAAT 
TCCCCTCAATTCTGATTTTTGCCCTTTATCAAATCATTTTATTCATTCCTTCATCCATCCAACAAAGATGTTTTATATGCCTACTATTAGCAAC 
AATCAGTAGCTTGTTCCTGGAGGGAATGCAGCTGCTCCCCGCCAAAACACCATATAATTCACTCTAGAAAACTAAAATTTCAGATGCTTTGTCA 
TTGATTATTGTGGGGAGAAAATGTCTCTTTCAGCTCCGACTTTGTCCTGTCTCCTCTAAGGCATGTGAAATAAGATTTTTTTTTCCTATTCTTA 
CCTCCTATGGTCCCATTTTATGGTTTTCATGCACTACTGTCAGTCAAATATTTATCATATGTCTTTCAATATCTTTCCAATATTTATCATATAT 
CTTTCCCCTTGTAGGCCTTAACTTTATGACCCACTATTAAGCACGCAGCTGTATTTCCAGAAAATGTAGATGGTTTAATTCAATACTGCATGGC 
AATTAACTGTCTTATAAATTAAATCATTTTAATCCATCTTAGAGTTATCATGCATAATTAGTCTGACAGCACAATTCTGTTTGTTGTTGTTTTA 
AAGGAAATTTAGATATCAAGGCTGCAAAGAATGCGTAAGTCTAGGCAGAAGGCTCTTATTTTCCAAAAGCAGAGCCCATCGTTGCATTTCAACA 
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ATGACCGCAACAAAAACCATC^GGAGCTGTTTGGGGCCTGTTTGTGCTTTAGTCTTCAATTAGAAAAAAATGT^ 

AACAATCCTCACTCTGTGGTAAGAAAGAATAAAGAGAAAGAAGTGGGCTCTATGATAGACTGAAGCAAGAATACTATTTTAGACTAGGTAGTGG 
CCGGGCGTGGTGGCTCACGCCTGTAATCCTAGCACTTTGAGAGGCCAAGGTGGGCGTATCACCTGAGGTTGGGAGTTCGAGACCAGCCTGACCA 
ACATGGAGAAACCCTGTCTCTACTAAAAATACAAAATTAGCTGGGCGTCGTGGCGCATGCCTGTAATCCCAGCTACTCAGGCGCACTGGCTCAC 
GCCTGTACTTGGGAGGCTGAGGCAGGAGAATCGCTTGAGCCCAGGAGGCAGAGGTTGCAGTGAGCTGAGATTGCGCCATTGCACTCCAGCCTGG 
GCAACAAGAGTGAAACTCTGTCTCAGAAAAAAAAAAAAGACTAGGTAGTTATCTTCCTGGGTGGTTTTGGCTATGTAGAAAATCACTCTTACTC 
TCGATTAATTTATGTACCAAATCATGCTTTGAAATATCCCACTGAAAAGGTCTAAATTATTGATATCTTGGGTCAAGTTCTGACTTGAAGGCAA 
ATAGTAGGAAATACAATGGCATTTATTGGAGGCACACACTACAAATATTGTAGTATCTTTAAGATGTGTTTAAATAAACAAGTAGATGAXAAAA 
CTATAAATTAGAGTCACTAAGACTCTCTAGCAGAGACCCTTACCTTTTGAAGTGCACCTTAAAATGGGAACAACACTTATCAGAAATTCCATAA 
GAAGCTTAGTTGTCTGCTACTCTATTGCAGTATCATATGTGTGAGCTGCATGAAAACTGGATATTATTATTATCAAAGGTTATTATCAAATGGA 
GCACAATTTTATTAATAACAATATTATTATTATCAAAGGTTTTAATTTGCTAAAACTATACAGCTTCCTTAGGTCTTCCAAACTAGGTCAGCCA 
GTTAACCCTCAGATCTGGAGTACCACATTTGGCTGAGTCAGAAGAAATAAAGATGCTCTCAAAACCACAAACAAAACTGATAATAGACATTCTG 
ATAACTTTAACTCCCACAGTAATAAATGTTGGGTCTTTTAAAGTTGGTCAGATGTACACAGAGCTGCTTACTAATTATACTAAAATAGTTACTA 
AGCAACTCGACATTTTGATTTCCAAGAATTTCAGATAAAGATTATGAACTTTATTTATTTGGTGCTTTAGAGTCCAAGGCAGTATTTTACAGCC 
TAAAGCTGTATTTCTCAAGGCCATCTTCTTGCATTCTTCTAAAACTTAAGAGGGATCATCTGTCCTCAAAAATATAAGAAATTCTGTAAATGTG 
TATTTTTGTGTATATATATATTTGATATTTAAAATTCTGTATCTATATATACTTCCAAGACCCCTTAGAACTTACACGGTACCTGTAATTTGTT 
TCTTTTTTATACTTAAGTACAAGTAATGTTAGTGATACATTTAAAACTAGGAATTACCTTGTTTGCAATATCAAATTTTTGTAAAATATTGAGT 
TAAAAAAGTCTC CTAAAATTAAG ATTTGAACT ATTAT AAATGGCTTC AAAGATCCTTT CGTTT CTAAG AGAAGGAAGGAATTAGGATTTATTGT 
GCATGTATTTCATACCAGGTGCTCATCTACAGTTATTGAATCCTTGCAACAATCGTATCAGGTAAACGCTGTTATTCTTCTCTTACAGATGAAA 
AATCTAAAGCTTCTAAAATGAAAGTTTGTCCAAGTTAACATGACCAATTAGGAGAGCTTGGATTCCAACCCAAATCTGTTCAGTATCAAAGCTC 
ACTCTCTTCCATCCTTGCCCCTTCTCAGCTCACATAGTAGCTTTCAGAAAACAGTAGCTATCTACCCCAGATAAAATTAAGCCTTTTTTTCCTT 
AGGAGAGGCTAGAAACTGAATCTTCTACCCCCTTTATTGGCATCACACAGGCACAAAAATCACCAATTCTCAAAAACCCTATACTCCCAAGTTC 
AACCCAAATTGAATGGTTGGAATATTGTTGGTTTGTATGGAATAATTAACGCACATCTAAAAA'TTAATTATACAAAGTGAAGTGGAGATTGAAG 
CAGTTTTCTAGATAATTAAGGCAAAAATAACTGCAATTTTTTTAAAAGACAGTTTGAAATATTTAGAAGGGTAGATTGCAAAATTATCCAACTT 
AAGGTAGTCATATTCAGGGAGTTTAGCGAAAACACCTCTGAAGTTCATTGCCTTACAAATGAGTATAAAACTTAAACCTATGATTAATTCCCTG 
TTGTTTTTCTAT CTGTATTATACATATAAATATATTTTATATATTGTC CTC CTG AGATTTCAAGAG CAATTTT CTTCT AATTCTT CT AATTTCT 
TCT ATGG ATT C ACCATAGTG AAT C CAC CGAC ACGTCTAC CCTGTG ACAATCTTGTTCTCCATTTG ATTGC ATG AAAAATACCATATG AATTTG A 
CAAATCATTGGTTTTTTTGTTTGTTTTTCTCTTTTGCTGCATATCATTGCCTATGCTTCTTGAGGACTAGAATATATTTGTGCATGTATAAACC 
AAGGCCTTTCTTCTGAAAATTAATAGTACTTTGAATCTCTTCTATATTCTGGTTCTTTTAAACTGTGGTTGTTTTAAGTTTGCCTCTCTTGTTT 
TAGGATTTATTCTTTATTTTGAGGCCCTGATTTTTCACAAAACATTTTTCTCAAGGAATCCTGAGAACACTGGACAATCATAGCTTTTAGCTAT 
CATGAGTCCCATTACCCTTTGGCCTCCAGTTAAGCTCTGTCCTGCAAGACATAAATTGTCTGATTATCAACTCCTACTTTGAGTGAAAAATGGT 
TGAATGAAATGAATATGCAGTTCATTTGAACAAAGCAAGAAATTTGCTGTTTAAAATTGTGTTTTTATAATTCTTGAGATGGAAATATAGCAGA 
CCTCTGTGAATCTGAGAAGGCATTTGATGCTTCCAGAAATGAGGGGAGAAGTGGCAATGATATTGCTCATGAACAATTGGAAGCAATGATACTA 
GAGTATGCAGCAAATCTCAGGGAGATTTCAGTGGTACAGTAACTGGCCTCACAAAAGTGGGATTTATTGCATTAAATCTTTGCTGTCCTTTCTG 
GCTGGTTTGATATTTAAGAAATTATTAAACATAAAATTGTATGAGCAGTTACCTATGGTAGGACAAAATGGACTGACGTCTAATGGCTTGGTAG 
ATGGGATAATTTTGGGAAGAGAGAGTGGAGCTCAGTTCAGCATCCTACTCTCCTCCTCAACATCATTTCCCATTCTTGGCCCTTGAGTTTAGAT 
AGGAGTTGGGCATGTGTGTGTGTGTATGTGTGTGTGTGGTGAAGTGGGTAGATTCCTGTTCCCAACCCAATTAGATAACTCCACTTCCATCTAT 
GTTCCTTGCATCTTCTCCAGCTCATTTGCAAAAGAATGAAAGAAGCCTTGCTTCAAAAAGGTTTAGAGGGCTAAATAAGAGCACAAACTGGATT 
TTCTGAAAACTGACCTGATTGCCTGGGTAATTAAACTGTCACTCCAGCAAAAGCATTTGTCTCCAAAAAGTACTGAGGTTGTCTTTCATCACTC 
TAAGTCTAGACATTCTGAAACCTCCATCCTCTCCTGCAGAGAGAGGAATTAAGTCTCCACATTTCTAAACCATTGACAGTCTGTGGGGTGCCCC 
ATTGTGTTCCTGACTTCCTATTCTCAGAAGGAGTTATAACGATGACAATGATGCATGCATGAGACATAGAGGTCCTCCCCAGCCCTCGGTTAGG 
AAGTAAGG CAGC CACCCATGTACTGAAC ACAATAGTGCTTTGG AAAG AG CTCTGTT AAAAGTGAGTCTCAAAAATGT AAAGGC CTTT ACGAGAG 
GAACTTAATCTCCAGTGTGATAAAACGATGCACACATTACAAGGAGATGGATGTTATGAAAACAATAAGTACACCCAAGAGTACACGTACAAAT 
CTGCATTGCAATTGATTTATTTGGATGCCTGTTTCTTCCTACACTATGAGCTCCTTGGGGCCATGAAATTCATTTGTTTTATCTATATATACTC 
TCTTTG ATATC C CCCAC CCTGAC AG CTAGTG CAGTCCTTTCTAAATAGTTGTTACTAAATATGTCAAAT C AAATG CCTAC AAGG ACTGGTTGGT 
AGAACGAGATTCTGGAAGTGACCAAGCAGGTCTAGCTTCATAAGAATGCCATCATCGTAGATTTGAGGGTCATGATGAAGTTGTACTAGGATTT 
ATGGAGGTTCTTTGTCAACCAGTTCACACCACCAGTGACTTAAGGAAACTATATGTCGTCTATTGGGAACAGTCCTGCTTAAAGCAATTAGCAG 
GGACAATTAATTTGGAGGGAAGTCTCTCTCCACTCAACAGCATTCAAATACCCTCTGCATTAGCCATGTTTTGAAAAACTCCAATTGGCTGAGT 
CACTGATAGACAAACAGAAATGCAGACTATTTTGTATGCAGTTTTATAAAGAAGTTTCTAACCAGAGAAGAAAGGTGTTATTTTGAAATATTAA 
GCTCTTAGTTGTTCTTTCATTTCAGTGAACATTTGTTGAGGGCCTGACATGAGCTAGGCACATGGCAAAGTTTTAGAGATGCAAAGGTAAATTA 
AGACCCCTGTGTTAATTCTCATGCGGGCAAAGCAAGCACATTTTTTAAGTTGCAATAATGCAACAATGGTGGTGTGTACATAGTAGGGCAAAAG 
CATAGAGAAAGCCATGGAAATCCTCAAGCCAAGTTCAAAGAGTCCTCTAATGTATGGCATACCACAACAAGGACCTTCAAAGGGTGCATTTGGT 
AAGAAAAGGCAACCTCCAAAGATTCATCCAATCCTAAGGTTTCATAGAGTAGGGACTTCTTCCCTTAGCTGGAAAGGAAAGAAGTCATTTGGTG 
TGCAGTAGACATAAATTAGGGGCCGTCCACTTTTTCTTGCAATGATTCATCTAATGGAGGAGCAGACCCTGGAGAGAAACATATCTCTTCTTGT 
CTTC ATTTTGTTCTT CTTTT ATTAAATC ACC CG CAGG AC AAC CGGATGCTCCAGCAAT AG ATTATAGAAAAAACAGATGGGTATTTCTGTG CAG 
TCAGAAGGCTCCTGTGCCCTTTTCCAGCATAAAACGTTTATGAAAATCAATTTTCAGTGCCTGCTGAACCAGGCTGATGTGAGAACTAGCTTTC 
CACAGTTCATAATATTCACTCCGGGATGATTTGACAGGGCTGATATTTTATCACGAATACAAAGGAGATGAGCACCATTCTCCTAATATATTCA 
TTACTTGTCTCACCACCCTGGTAAATAATATGCATATGGTAATTTGAGAGACACAGTGTTCCCATTGCTCTTTTTTATTCCCAGAACTCTGGCT 
GTCTTTTCTAAATGCTGCAAATCAAAGGCAAAGTTACCTCACGCACCTGTAGTCCCAGCTACTCAAGAGACAGAGGCTCTAGACCAGGACTTGA 
AGTTCAGCCTGGGCAACACAGTGAGACCCTATGTCTTTAAAAAAAATTGCCTAAAAATTTGGCCAGGTGCGGTGGCCCATGCCTGTAATTGGAG 
GAACTTTGGGAGGCCAAGGTGGGCAGATCACTTGAGGCCAGGAGTTTGAGACCATCCTGGGCAACATGGCTAAACCCTGTCTCTACTAAAAATA 
CAAAAAAAAAAAAAAATTAGCCAGGCATGGTGGTGTGGACCTGTAATCCCAGCTACTTGGGAGGCTGAGGCATAAGAATCACTTGAACCTGGGA 
GGCAGAGGTTGCAGTGAGCCGAGATTGTGCCACTGCTGTATTCCAGTCTGGGTGATAGAGCGAGACTCTGCCTCAAAAAAATTAAATTAAAATT 
TAAAATAAAAAATTACTTAAAAATTTGATTTTACATTCCTCCTATTCTCACTTTCTGGTGCCCATACAACACATAAATTACATTCTTCTCTATG 
TTTACCTGCATCTCTAGGGAACAAAGCCCCTTTCACTTGTTCTGTTACTATAGAATGTTCTACAATACCCCAATAAAGATTCATTCATTTGTTC 
ATTTACAAATATCTATTAAGCACCTACTGTGTGTCAAGCAGTATGCTAAATCTTAAGCATGAAACAAAAGAAAGATAAAAGTATCTGATTCAGG 

CTGGTG CCTTAAATAGAAATGTATTAATAATGAGTGTTAG AG CTAAG AG AAGG CAAAATGT CT AC AGAAC AC ATGATTTCAATTAACAACAGTG 

TATTCTAAGGCCCATTGATTTTAGAAAGAAAATCTGTTTTATAAACTTAGCATATTAAAAG 

HUMAN SEQUENCE - mRNA 

GGAGGCTGAAATCCCCAGACGCCGGTTTTCTGGGCTGGGCTTTCTGCTTACTCACTCCTTCTCCCTCTTTCTGGATTTTACCGACCGTTCGCGA 
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AACAGCTTTCCACACAATGGAGCTTCATGTCCTCGTGCAGGAAGTACTCATCGACTGATGTGGCAGACTTTGCTCCCTGACAAAACTAAAGAAC 
TCTCCTATTCATGGAGGCGAACACTGAGGATGCTTTCCACATGAACCCTGAAGTGAACTTCTGATAGATTTCCTGCAGCAAGAGAAGGCAGCCA 
ACATGAAGGAAAATGTGGCATCTGCAACCGTTTTCACTCTGCTACTTTTTCTCAACACCTGCCTTGTGAATGGACAGTTACCTCCTGGAAAACC 
TGAGATCTTTAAATGTCGTTCTGCCAATAAGGAAACATTCACCTGCTGGTGGAGGCCTGGGACAGATGGAGGACTTCCTACCAATTATTCACTG 
ACTT ACC AC AGGGAAGGAG AG AC ACT C ATG C ATGAATGT CC AG ACTACATAACCGGTGG C C CCAACT CCTG C G ACTTTGGCAAGC AGTACACCT 
CCATGTGGAGGACATACATCATGATGGTCAATGCCACTAACCAGATGGGAAGCAGTTTCTCGGATGAACTTTATGTGGACGTGACTTACATAGT 
TCAGCCAGACCCTCCTTTGGAGCTGGCTGTGGAAGTAAAACAGCCAGAAGACAGAAAACCCTACCTGTGGATTAAATGGTCTCCACCTACCCTG 
ATTGACTTAAAAACTGGTTGGTTCACGCTCCTGTATGAAATTCGATTAAAACCCGAGAAAGCAGCTGAGTGGGAGATCCATTTTGCTGGGCAGC 
AAAC AGAGTTTAAG ATTCTC AGC CTAC ATC C AGGACAGAAATACCTTGTCCAGGTTCGCTG CAAACCAG AC CATGGATACTGGAGTGC ATGG AG 
TCCAGCGACCTTCATTCAGATACCTAGTGACTTCACCATGAATGATACAACCGTGTGGATCTCTGTGGCTGTCCTTTCTGCTGTCATCTGTTTG 
ATTATTGTCTGGGCAGTGGCTTTGAAGGGCTATAGCATGGTGACCTGCATCTTTCCGCCAGTTCCTGGGCCAAAAATAAAAGGATTTGATGCTC 
ATCTGTTGGAGAAGGGCAAGTCTGAAGAACTACTGAGTGCCTTGGGATGCCAAGACTTTCCTCCCACTTCTGACTATGAGGACTTGCTGGTGGA 
GTATTTAG AAGTAGATGATAGTGAGG AC CAGCATCTAATGTC AGT CC ATTC AAAAG AACAC CCAAGT C AAGGT ATGAAACC C AC ATAC CTGG AT 
CCTGACACTGACTCAGGCCGGGGGAGCTGTGACAGCCCTTCCCTTTTGTCTGAAAAGTGTGAGGAACCCCAGGCCAATCCCTCCACATTCTATG 
ATCCTGAGGTCATTGAGAAGCCAGAGAATCCTGAAACAACCCACACCTGGGACCCCCAGTGCATAAGCATGGAAGGCAAAATCCCCTATTTTCA 
TGCTGGTGGATCCAAATGTTCAACATGGCCCTTACCACAGCCCAGCCAGCACAACCCCAGATCCTCTTACCACAATATTACTGATGTGTGTGAG 
CTGGCTGTGGGCCCTGCAGGTGCACCGGCCACTCTGTTGAATGAAGCAGGTAAAGATGCTTTAAAATCCTCTCAAACCATTAAGTCTAGAGAAG 
AGGGAAAGGCAACCCAGCAGAGGGAGGTAGAAAGCTTCCATTCTGAGACTGACCAGGATACGCCCTGGCTGCTGCCCCAGGAGAAAACCCCCTT 
TGGCTCCGCTAAACCCTTGGATTATGTGGAGATTCACAAGGTCAACAAAGATGGTGCATTATCATTGCTACCAAAACAGAGAGAGAACAGCGGC 
AAGCCCAAGAAGCCCGGGACTCCTGAGAACAATAAGGAGTATGCCAAGGTGTCCGGGGTCATGGATAACAACATCCTGGTGTTGGTGCCAGATC 
CACATGCTAAAAACGTGGCTTGCTTTGAAGAATCAGCCAAAGAGGCCCCACCATCACTTGAACAGAATCAAGCTGAGAAAGCCCTGGCCAACTT 
CACTGCAACATCAAGCAAGTGCAGGCTCCAGCTGGGTGGTTTGGATTACCTGGATCCCGCATGTTTTACACACTCCTTTCACTGATAGCTTGAC 
TAATGGAATGATTGGTTAAAATGTGATTTTTCTTCAGGTAACACTACAGAGTACGTGAAATGCTCAAGAATGTAGTCAGACTGACACTACTAAA 
GCTCCCAGCTCCTTTCATGCTCCATTTTTAACCACTTGCCTCTTTCTCCAGCAGCTGATTCCAGAACAAATCATTATGTTTCCTAACTGTGATT 
TGTAGATTTACTTTTTGCTGTTAGTTATAAAACTATGTGTTCAATGAAATAAAAGCACACTGCTTAGTATTCTTGAGGGACAATGCCAATAGGT 
ATATCCTCTGGAAAAGGCTTTCATGATTTGGCATGGGACAGACGGAAATGAAATTGTCAAAATTGTTTACCATAGAAAGATGACAAAAGAAAAT 
TTTCCACATAGGAAAATGCCATGAAAATTGCTTTTGAAAAACAACTGCATAACCTTTACACTCCTCGTCCATTTTATTAGGATTACCCAAATAT 
AACCATTTAAAGAAAGAATGCATTCCAGAACAAATTGTTTACATAAGTTCCTATACCTTACTGACACATTGCTGATATGCAAGTAAGAAAT 

HUMAN SEQUENCE - CODING 

ATGAAGGAAAATGTGGCATCTGCAACCGTTTTCACTCTGCTACTTTTTCTCAACACCTGCCTTCTGAATGGACAGTTACCTCCTGGAAAACCTG 
AGATCTTTAAATGTCGTTCTCCCAATAAGGAAACATTCACCTGCTGGTGGAGGCCTGGGACAGATGGAGGACTTCCTACCAATTATTCACTGAC 
TTACCACAGGGAAGGAGAGACACTCATGCATGAATGTCCAGACTACATAACCGGTGGCCCCAACTCCTGCCACTTTGGCAAGCAGTACACCTCC 
ATGTGGAGGACATACATCATGATGGTCAATGCCACTAACCAGATGGGAAGCAGTTTCTCGGATGAACTTTATGTGGACGTGACTTACATAGTTC 
AGCCAGACCCTCCTTTGGAGCTGGCTGTGGAAGTAAAACAGCCAGAAGACAGAAAACCCTACCTGTGGATTAAATGGTCTCCACCTACCCTGAT 
TGACTTAAAAACTGGTTGGTTCACGCTCCTGTATGAAATTCGATTAAAACCCGAGAAAGCAGCTGAGTGGGAGATCCATTTTGCTGGGCAGCAA 
ACAGAGTTTAAGATTCTCAGCCTACATCCAGGACAGAAATACCTTGTCCAGGTTCGCTGCAAACCAGACCATGGATACTGGAGTGCATGGAGTC 
CAGCGACCTTCATTCAGATACCTAGTGACTTCACCATGAATGATACAACCGTGTGGATCTCTGTGGCTGTCCTTTCTGCTGTCATCTGTTTGAT 
TATTGTCTGGGCAGTGGCTTTGAAGGGCTATAGCATGGTGACCTGCATCTTTCCGCCAGTTCCTGGGCCAAAAATAAAAGGATTTGATGCTCAT 
CTGTTGGAGAAGGGCAAGTCTGAAGAACTACTGAGTGCCTTGGGATGCCAAGACTTTCCTCCCACTTCTGACTATGAGGACTTGCTGGTGGAGT 
ATTTAGAAGTAGATGATAGTGAGGACCAGCATCTAATGTCAGTCCATTCAAAAGAACACCCAAGTCAAGGTATGAAACCCACATACCTGGATCC 
TGACACTGACTCAGGCCGGGGGAGCTGTGACAGCCCTTCCCTTTTGTCTGAAAAGTGTGAGGAACCCCAGGCCAATCCCTCCACATTCTATGAT 
CCTGAGGTCATTGAGAAGCCAGAGAATCCTGAAACAACCCACACCTGGGACCCCCAGTGCATAAGCATGGAAGGCAAAATCCCCTATTTTCATG 
CTGGTGGATCCAAATGTTCAACATGGCCCTTACCACAGCCCAGCCAGCACAACCCCAGATCCTCTTACCACAATATTACTGATGTGTGTGAGCT 
GGCTGTGGGCCCTGCAGGTGCACCGGCCACTCTGTTGAATGAAGCAGGTAAAGATGCTTTAAAATCCTCTCAAACCATTAAGTCTAGAGAAGAG 
GGAAAGGCAACCCAGCAGAGGGAGGTAGAAAGCTTCCATTCTGAGACTGACCAGGATACGCCCTGGCTGCTGCCCCAGGAGAAAACCCCCTTTG 
GCTCCGCTAAACCCTTGGATTATGTGGAGATTCACAAGGTC^AACAAAGATGGTGCATTATCATTGCTACCAAAACAGAGAGAGAACAGCGGCAA 

gcccaagaagcccgggaGtcctgagaacaataaggagtatgccaaggtgtccggggtcatggataacaacatcctggtgttggtgccagatcca 

CATGCTAAAAACGTGGCTTGCTTTGAAGAATCAGCCAAAGAGGCCCCACCATCACTTGAACAGAATCAAGCTGAGAAAGCCCTGGCCAACTTCA 
CTGCAACATCAAGCAAGTGCAGGCTCCAGCTGGGTGGTTTGGATTACCTGGATCCCGCATGTTTTACACACTCCTTTCACTGA 
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TABLE 31 



MOUSE NOMENCLATURE 
ICSGNM Topi 
Celera mCG15357 

HUMAN NOMENCLATURE 
HGNC TOPI 
Celera hCG3 8 802 

MOUSE SEQUENCE - GENOMIC 

CAGCTTGCTCTGACTCTCCAAAAATACGCTCTGCTG^ 

TGTTAATTGACCAGTGGTTTCACCTGCTCGGGAGAGCGCCTTTCAGGCCCTAATAGCCGTGGAAGAAATCTGGGCATAAGCTCCCCAATGGTAG 
TTTGTCTGATCAGCAGAATAAGCTCCCTGACCCGTTAACAAATCAAAAGTCCAATCTCTCTGCTCTGGAGTCAAAGCAGCTGCGTTTGCTCGGG 
CCTGCGCTTGTGCAGCTTCGTGCCAAAGCGCTCTCTATTTCATATATTTGCCC 

NNNNNNTGGTTCCGTATTTACGGACCGACTCGGCAATTTCTTTAATTTGTAAGTATTCTACCGGAAGCGTGGACACGCCCACCCTCGGCTCCTT 
CAAAGACTGGAAATGCCTGTTGTATTTTCCTTTGTTCCTCTCTGGGAATGAATGAGTCTGCGCACTGCCTCTCTGCGCACTGCCTCTCTGCGCA 
CTGCCTCTCTGCGCATCTCTCTGCGCATTGCCTCTCTGCGCATTGCTGACGCACTACGCAGGGCGGGGGCTCCGCATAGGGCGGACCTTGAAGC 
CGACTGCCCTGAGGCCAATCAGCAAACTGGCCTTCGCCAGCCGCTTTTGGCTTCTTTAACTGATTAGCTAGCACTTTACCTGGCTGGTACCCTT 
TTTTCTCATAATGAGCTGCTTTTTCCTCCCAGTCTGTTTCCTCAGAGGAGAATTCTTCATCTGCTTCAGAGCTACCAAGAGCTGGCTCCCCGAG 
CCCATCTAGCGATGAGCACAGGCTCCTTTTCCTAGAGACCTCCGCTAATTGATCTTTCTTTTTTTCCCTTTTTCCTCTTTTTCTTCTAATCTGT 
CTCCAGGTATTCCTACCTAACCTTAACTTTTTCTCGGGTTTAAGACCCTTGGAAAGGCCTGTATACTTATTTTGTGTACCATATTTCCTTTTTG 
TTCCTACTCTCTCTCCCCACTTTACTTCTGATAGCTTGTCCTGAATTTCCTCTAGAATTTTTAGCCCTATCTTAATCACTTGATAACATGTGAA 
AAGGAAC^AAAGGGCTCCTAACACCAGAAAAAATTCAAGGCCAAACATATTTCACTTTACTTCTGATAGACTGTCTTGAATTTCCTTAGAAAGT 
TTAAGATCAGACTTACCTCGTAAAGCTGTACTCACTGGTACTCTCGTTCCCCAGCTGAAAAGTTCTGAATTCATACAGTTGAATCCTTCTTAAC 
AGTCTGCTTTACGGGAACCTTTATTACCGCGACCCGCAGTTCTGGTTCTGGAATGAGGGATCTTCCTTGCGCCAGTCCCGAGTTTTTTCTCGTC 
CCGGGTTTCGGCACCAATTGTTATTAAACGCGTTCTCACGACCGGCCAGGAAGAACACCACAGACCAGAATCTTCTGCGGCAAAACTTTATTGC 
TTACATCTTCAGGAGCAAGAGTGTAAGAAGCAAGAGAGAGAGAAAACGAAACCCCGTCCCTTTTTTAGGAGAGTTATATTTCGCCTAGGACGTG 
TCACTCCCTGATTGGCTGCAGCCCATCGGCCGAGTTGACGTCACGGGGAAGGCAGAGCACATGGAGTGGAGAACCACCCTCGGCATATGCGCAG 
ATTATTTGTTTACCACTTAGAACACAGCTGTCAGCGCCATCTTGTAACGGCGAATGTGGGCGCGGCTCCCAACAAGCTTATATGGTATTCTCTC 
TCTCTCTTTCTTCCCCAAGGGAGTGTGAGGCTTCTCTTCCTATCACCAGCCTTTCACTTAAGCCAGTACCTCAGCTGGGTTTGTGTGTCCTCAC 




GGGTTTCCTTTATGTACCCCTGGATGTCCTGGAACTTGCTTTGTAGATCAGGCTGGCCTCCAACTCAGAGATCTTGGTAAACTCCACAGAGGGA 
GTAGCTACAAATGGGGTGTGAAGAAGAGGACCAAGGATCAACTCAAGAGGATCTAAGGGTTTGAGACTGAGAACTGGGCAAGGTCAACAGAAGA 
AATAAGGAAGCT CAGGGAGAAAG CAGACCTCAGGACCTG AGGACTGTGATATT AT CAAGTAGAC C CG AGAGAGAG AGGCTGTCTGTGGGAGTCA 
ACTTAGGAACTATAAAGCTACCAAGAGGGAAATCCAGAGAAGACATGCTGTTGATAAGCTGGATGGGTAACCCAGCTCGTTGGATGTTGCCTCA 
GAAGTATGAGGACCCGAATCCCCAGAGCCCACGTAGAAGCTGGACGTGGCGGAACACGGAATGCCAGAGCCTCCTCTGCTTCCTGTCTGGCCAT 
CCCCTTTCCAGATATCTCACATATGGAGAAGGGCACAGTGACCTAAAGACAGCTTGGGAGATCAGGAAGGTAGTCAGCGTCTGGGCATAAGGGC 
TGGCTTAACTTACTTAGCCATCCTTGCCCATAAAAAGAAGGGAGCACTAGAAACCATTCCCAGTGATGAAAAAGACGAAACAAGACAAACTCGC 
AGAAGCACATAGCATAGGAAAGAGCTCAAAGTAAGTAGGTAGTTTTGGGGTTTGTTTTATTTGTTGTTAAGACAGAGGTTCACTCCAGTCAGTG 
GTGGCGCACGCCTTTAATCCCAGCACTTGGGAGGCAGAGGCAGACAGATTTCTGAGTTCGAGGTCAGCCTGGTCTACAGAGTGAGTTCCAGGAC 
AGCCAGGGCTACACAGAGAAACCCTATCTTGAAAAACAACAACAAAAAAAGACAGAGGTTCACTATGTAGCCTTGACTGACCTAGCATTCACTA 
TGTAGACCAGGCTGATCTAGAATTAACAGAGATCCTCCTGCGTCTACCTGCCATATCCTGAGATTAAAGTCCTGATGCCTGGTTTCTAAAAACG 
TATTTTTAAAGAAGTCAGGAGGGCACCAGGGACAGGAGAGCAAGTGACGCTCCTGCTACAGGGACTTCTGTAGGAAAAGATGTCCCTTGTAATA 
ACCAAGCTCCTGGCAGGGACAGAGGAAGGGTAGTAGAAGACTCAGGGGTTTGGAGCAGGGAAACGGGAAAGGTGGTGCTTTCAAAATCTGACCC 
TGGCTTAGCGCTATCACCATCTGGTTCAGTGAGGCTCTGGCGCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCT 
CCCTCTCTTCCCTCCTTCGTTCCTGAGGAGAAACGCTGAGTCAGCGCAGGGCTTCTCTAGCTCCCAGAATTTTGGGGTGTTTTTCCAGAATCCA 
GGGGGCTTGCCCCTCTGCCTTGCGCTGCCTGCTGCTTCTCTGGCCAGAAGCAGTTAGACCCAAACAGCAGCGGGATAATGACCTCCTGACAGCA 
TACCCTTTGAGGAGAGTCAGCAAAGGCTGCTGTCACACCCAACCACTCTGTTCCAATCTAGATGGGTCAAAGTCCTCTGTCTCTTTTATAACTC 
ACATCTCCATCCCCATTCCAACTAGCCTGCTATGGTCAGTATGTCTCCCAGCTAGCCTCCCCTTCTCCATTGTCAGCTCCCCGGGACTGTCCGC 
TGTCCATTCTCTGGTACTCAATGGTTTTCAGATATCATTTAAACCTAGCTCACCTTGCTGTAGCTCCACGGTTATGGGAAGGGCCTTCCCACTT 
TCCCAGCCTCAATCTATGCCACAGCCTTACACTGACTTCATCTGTCATCATGATCTAAAGTCATTTATGCCCATAGCTCTCTGCCTTGGCCATT 
TGCCAGCTTTTCTTGTACTATCTTCTCTTCCTCAGATATTCCATTCCTCATCTCTCAAAAAATGACACGGAACTGGAAGGTTCCCCCCACCCCC 
ATATTGTCCCTCCAAAATTTCCTAATGAGTTGGATGTGCCTCCATTGCAGAGTTTCCATAGTAATTGGTAGTTTGTCACCTCTCCCCTTATTGT 
TCCTTGTATCTTAGGGTAACAGTTGAGGAATGTGACTTTCTCATTATTAGACTGAGAGTTTTTCCAAAATGAAGATCAGATCTTGTTTGTATCT 
GTATTTACACAGCTTAGCATAGGACCTATCTACCTCATACTATCAACTAGTCTCACATTCCTTGGGGAGTAATGGTGGAATGAGTAAATAATCT 
TATCACAACAGGGGTGTCTTGTGGAAGGAAGACAACAGAGGGTTTGGCCTGTAATCTCAGTACTTTGGGTGGTTGAGGCAGGATGAGAAAGATA 
ATGGAAACACACAAATAGACCCCCTCCCACCCCGCCCTCCCACGCCCCAACCCCCAGCCACACGGCAGGCTCCTAAATCTCAGCTACTCATTCT 
GCTATTCAAGGCTTGGGTCTTTCCCACCGGCCTTTCCTTTTATTCAGACAATTTTCAACTTTTGCTGAGCAGCTGCTGTAGCAGCAAAAGGCAG 
CAGGACATTTCTGGTTGCTGGGATCMCAGCATGAACGTTTTCCATGGATCACCAAGCAGGTTCTATTTTGAGAGTGTCCaACTCTTAACAGGG 
CATTAGATCTCTAGGCAAGGCATTATGGCAAGGGGAAAACTGCCAGAAAACTGTAGTCAGGAAAGCAGTGAAGCCAAGACTAGGAGACCACTAG 
GAGTGCATGCCAGTAGTAAATCCAGCACTTAGGAGATTCAGGGCAAATGATCCAGAGTTCAAGTTTGGCCTCAGCTATATAATGAGTTCAAGCC 
CAACCTGGGCTTCATGAAACCCTATCTCAAAGTTACIAAAGTAAAAGTTACAAAGTAGCCGGGTGTGGTGGCGCACGCCTTTAATCCCAGCACTC 
AGGAGGCAGAGGCAGGCGGATTTCTGAGTTCGAGGCCAGCCTGGTCTACAAAGTGAGTTCCAGGACAGCCAGAGCCATACAGAGAAACCCTGTC 
TCGAAAAAACAAACAAAAAACAAACTTACAAAGCTAGTAAAAACAAATATATTTTAAAAACTGTTAGGAGGGATATCTGGGTCCTGAACCATGA 
AAATCCCAGAGTGGAACAAAAGTATAGCCAAGGCCTTGAGATTCCCTGGCTTGAAACCAGATGGAAGTTGAACATCAGTCACATGACCCAACAT 
AGCTTTCAGAAGCAAAAGGAGCAATGTATTTAAGTGTACCACAAAGGTATCTCACATTGCAATGAGGCAGAATTCACAGACCTGAACTTCATTA 
AGGTCTTCTCTCTGCCTGTTAGCACTCTCCTGCCCTCTCCCCTCAACCTCTCCCAGCTTCCCCTGGCCTTGACAAAATGCTGCTCCTTGACGTG 
ACATAGTACAGATCTATTAGCAAGAAGAACAACCACGTTACTTTCTTCTCAATTCTAAAGCCTCTAGAAATTCCATCTGAGTGGTTCAGTGTAG 
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GCCACTTGTGACAACTGTCAAAGAGGAACCACAGCACATTTGTGGCTGTGCATATGGTCCCTCCAGAACCTTGTGAGTCTGGGGGAAAGTCCTA 

GGAAAGCAGGAGTTGTTGAGGCATCATCACAAGTGTTTAATTCTGGAAGACAACAGTTAGACCAGACTTTAATAAAACCTGCCTGTAGCAGCCA 

GTGTCCTGAGTCCATTCATTCCAAAGGAGCCCAAGCCTTAAGCAGCAGATAGGAGATGGGGGTGAGGAGAGGGGAAAGAGGAGAGAAGAAAGAA 

GAGAGGGGGGGGAAAAGATTTTTCTAGGCTTAAAGATATTTTGGAGGGATGGTGCTGGTGCATGCCTTCAGTCCCAACACCGAGAAGGCAGAAG 

GCAGAGGCAGAGGCAGAGGCAGAGGCAGAGGCAGAGGCAGAGGCAGAGGCAGAGGCAGAGGCAGAGGCAGAGGCAGAGGCAGAGGCAGAGGCAG 

AGGCAGAGGCAGAGGCAGAGGCGCAGAGGCAGAGGCTCAGAGGCAGAGGCAGGCAAATCTCTGAGTCTGAGGATAGCCGGGTCCATAGACTAAC 

TCAAAACAAATAAACAAACAAACGAATCTCCAAAAGAACCCAACCCCCCAAGGGAATAAAAAGAAAGAAGAGGAGGAGAAAAGAAGGAAA 

GAGACAGACAGAGAGAGAGACACACACAGAGACAGAGACAGAGAGACAGAGAGATCCTGTTTAAGCAGGAGCTGGAGAGCTAGCTCAGTAGTTT 

AGAGCATGGCTACTCTTCAAGAGAACCCAGGCTCAATTCCACCACAACTGTTTGTAATTCCAGTTCCAGGGGATCTGGCACCCCTCACACAGAT 

ATGCAGGCAGGCAAAACACCAATGCATGCAAAACATAAGGAAATTTTTAAAAAGTATTTTGGAGACACTGCAGACTTAAGCACCATACAGGTAT 

CAGCATATTGAAGATTGTAAACAGGACACCAAGAAAAGCTCTGTTTAACTTTAAATCATAATGATGTATGTATTTGTGTGTGGAGTGCTCCTTT 

TTTGCGTAACATCTACAAATCATCCGCCTTTTACCAGTCATGCTCTGGAGACAGGCATACATCATCATCTAGTTACTTTATAAAGGCTGAGGTG 

ATCCGTCAGTGAATAGTCTTGAATTAAAACAGTATTTTCCATACCTGATATATTTGCTTTTGACCTTCCTGGAGTATGTCTTATATTCCCTCTC 

TGTACTATTCTTGGATTTTTTTAAAAAATAAAAGCAGTCTCATTATGTAACCCTGGTTAACCTGAAACTCACTATGCTAGGCTGGCCTCAAACT 

CACAAAGATCCCTTTGTTTCTGCCTGTGGAGTAGTGAGTTAATTAAAGGTATGGGCTACCACACCCAGCTGAATATTTTTATTTAAAATTAATC 

ACCCAACATCTTAAAAAAAAACCCTTGAACTTAAACAGTTATTACTGTGGGTTTTATGTGGTAGTTAAGTGTTTTCCGTCATACACATTGAAAT 

AGATATAAAGCAGTAAAAAATGTAAAAGTCTGTCTGTGTGGGGCCAAAAGTCCTCTCAAGTGCTTATGACCATGTGTGGGATCATTGGTTGGAG 

AAGAAAGAGTGGCCATGTGGACATCACTAGCCAAACATAGATAGAGGCGTTTAGTCTATGGTGGGATGTTGGGTGGCCATGATTGGGCCTAGGA 

TACCACCTTTGATTCATCATCCTGGGGCCTGCATTCTGTTTCCATGACTACTAGCTGGTCTTCCTGGGAGGGACCTGGAAAGCAAATGACGATG 

ATCCCAAGTCACCAGGGGCTGGAAGCTAAAGCAGAGGCACTATTTTTCTTGAAGGCTGAATTATTTCAGCCTAACTGCAGTAAATGGGTGGGAG 

GCAGATGCTTTGCTTGGTGGCCTGGGATTGCTTTTGACATGGGAAAGCGGCTATTGAGGAGACACTAATGCAGGCAAAACTGGCTCTGGCATAC 

AGCTGTGGAGAAAGAGTGCTGGAATCAGGCAGACCTAAACATCAAATGATACATATTATCTACAGGCCCTTAAACAAAGTCTTTTTGTTTGTTT 

GGGATTGTCTATTAAACACAATTATCGCTGTTGTCCCGTTGTCCAGATGAAGAAACTGGGACTCAGAGTGGTTAAACAACTTGTTCAAGGTCAT 

GGAAGAATAGGAAAATTCTGCTTAGGAAAGCAGAATTGAAAAATAGGCCAGTTGACTTCCAAGTGTGGACTCTTAGCCACTGCATTGTTGTGTT 

TCGAATTATATAAAGGAGACAGAAAAGAAGTCACTAGCTCCCATATGGGTAACTTAACAACTGTGATAACTGTTATAAAGGAGAGAGGCACATG 

GGTACAGCATGCGGAAAGGGGCGTGCAGCACTTCAAGCTTGGTTTTTCGGGACAGTTTCTCTAAGTAGCCCTGGTTGTCCTGGAACTCACTCTG 

TAGATCAGGCTGGCCTCGAACTCAGAAATCCGCCTGCCTCTGCCTCTCAACTGTTGGGATTAAAGGCGTATGCCACCACTGCCCAGCTGGCTTG 

AGTTTTGAAATATTCACAAGAATTAACCCTAAGTGTTTATCACTCAATGTTTATGAACATTTTCCGAATTTATTTATATGGGGGATTGAGCCAG 

ACTGGAGATGAATTCAGCCTGGGATGTTCTTGCAAATCCAATTGCTAATGTCATTAATCCCTCAAGACAGTTTGATAGTGGTCGATGGTCCACA 

CCCAGGACTGTGAGGAGTCAGGGCAGACCTTATAGTATGGTGTTCCCTAAATAAN^^ 

NNNNNNNNNNNNNNNW 

ATCAAACTAATTCCTGTCTCACAGTAGGCGCTTAATAAATGTTTATAAAAAGAACAAATGCAGTAGGGTACTTGTGACACAGGGCTACATGACT 

GTAAACTGGAGCTAAACCTGACTGAAAAATTAAAATAATTTTTAAAAATGGGTGTGAAGTGCTGGGCGGTGGTGGGGCACGCCTTCAATCCCAG 

CACGTGGGAGGCAGAGGCAGGAGGATTTCTGAGTTCGAGGCCAGCCTGGTCTACTGAGTGAGTTCCAGGACAGTCAGGGCTACACAGAGAAACC 

GTGTCTCGAACAGCCCCCCCCCTACAAAAAAAAAGAATAAATAATAAATAAATGGATGTGAAGTATTCCAGAAGTCTGGACAAAGGCTGTGAGG 

AGACTCCAGCTAAATGGCTTACGGCTGCTGGTGAACTAAGATCGGGGCAGCCAAGGTACGTGCGGATCAAACTTGTCTGGCTCTAGAGATGCAG 

AAGCTGGAGACACGGTCCCTGGCCAGCTTAGCTGGGTCCCGCCGCGGCCTTTAAAGGCCTACCACGTGGCCGCCCGGGTGTCCAAGGTCCAGAG 

GCGGTGTCCACGCTGCGCCTGCGTGCTGCTAGAGCCGGTGTCCCGCCTCTGAGAACGCCAGTCCCGTAGCAAGGCAGAAAGCAGAGAGTGGGCG 

GAGTTAAGTCCGTATGCTAATAAAGGGGCGGAACTTGCGAGGCAAAACCGGCTCTGTCTCCCGGACCTCTAAGAGACCCGCCGCAACCCTCAGC 

CTCTTTCCACGAGCGCTGACGTCGACGACGACGTCCCATTTAAAAGCGGCCGCGCAGGCGCAGTGAGGGGAAATGCGAACTTAGGCTGTTACAC 

AACTGCTGGGGTCTGTTCTCGCTGTCCGCCCGCCCGGCAGTCTGTCAGTCGCGTCGCTACCGCCGCTGCCTCCTCCACTGTCCCGGGAGTCTCG 

GGCCGGTGGCTGCTGTCGCCGTCTGTTCGTGCTTCTCAGGAGCTTCGTCCGCCCGTTCAGGCCGTCCCTGCCGTCCGCCTCTCTTCCCCCGCGG 

TGCCTCTGAGCCCGCAGCGTTCGCACGCCGGCCGACATGAGCGGGGACCATCTCCACAACGATTCCCAGGTGCGACCAGCCGGCCGCCGACTCG 

TCCCCAGCTGCTCGGGCGCGGGCCGGCTCCGGCCCCGGCCAGGGCCCCGGTCCCAGCCCCAGCCGGCCGCGCCGGGTTGACAGGCCCGAGTCTG 

CGATGAGGGGCGGCCGGTTGGAGTCGCTTGGATGGCCGGGTCCCGGGCGGAGCCGTCAAGTTGGAGTTTGGTGGGGGGATGGCAGCCCCGGGTA 

GGCCATTCGCGGGCCTCTGGGTTCCGGGGCGCCGGGTGGGCCCGAGCCCGGGCCCCCGGCCGCGCGCTCTCGTCCGCCGCCCCGGGGCTTCATG 

TGCCGGTTGTTTGATCTTCCCTCTTTTCTTTCCTCAGATCGAAGCGGATTTCCGATTGAATGGTGAGTGTGCCCCCCGCCCCGGCCCAAGTGTC 

CCCACAGGCCGCTGCCTGCCTCCCCCGCGCCGGGCCGGAGCCGGGCAGAGGACAGACATGGCGTCCCAGAGACTAAGTCCCGGCTCCTCGCTCA 

CCGGCCCCATTGTTCCCATCGGGCCGCCTCTGGACCCCCTTTCCCGGGGTCTCAGCACCCCCAGATCACGGCCTTCTCCAGAGGGGGCACCGGA 

GACCCCGCGTCGAGCGTCGCTGGGTCTCGGGCGGCCTTTCTCCGCCGGGATTCTTCCCGGGAAAGTCGCCTTGTCGAGGGTCGGGACTTAGTCT 

CTGCGCCATTTTCTTTTTCTCTGTCCTCTCCTTTCTGTGCCTGTGTCTTTCTCTGCCTCCCTCAGCTCCTTCCTTGAGCTGTCCAGAAAGAGCT 

TT CTG C AG AG C AG AG CCATATAAAT CAC AG AC CTCAC CAAAGAAGGAAGG CTTAGGGACGG AATTAT CTTTT ATTTTTTCTT AATAGAACTTTA 

TTTTGGAAGTTACTTGCTTTCTGCTTCATGTTTGCTTGCTTTCTTCTTCTTTTTTAATTTTTGTGATTCCAGAACGAAAGATTCCCTTAGGCAG 

CTAAGGGTTTTATGGGTTTTTTTTGTTTCTTTTGTTTTTTGTTTTTAGTCCTTTTATTTTTTAAATGGTGAGATGTTTATAATAGCAGTTACAG 

TTCTTGAAACTAAAGCCATCTTTTGTGGAGTTCTTTGTATTTTGGGATTGTTTTCCCAAGTTGTGCTGTTTGCAAAGATAACTCCCTTTAAAAA 

AGTTTTCAGGTTGTCTGTGTGTCATCTAGTGTGAGTGTTGGACTTGAGCATATATTCTTTAAAAAAAATTAAAAGTATTAGTGACCAGAACTTC 

CTATTGTGGCAAGGTAGAGTTTTTTGTTTTTTGGGTTATTTTTGAGACACAGTTTATTGTGCTTGTTCCGAAAGGTTGCTGAATTGCTCATTTA 

GACATGGTGTGCTGGCCTTTTCTTTGGGGTCATAGGGAGTTTTAAAAAAGATTTTATTTATTGAAGTAGAGTGGCCAGCCCTGACTCCTGTCTT 

CTTCCTCATTCTTCTCAGGGGCTGCTATTTTTTTCAGGAATTAAGAGTTAACTGGCTTTCCTCACATCCTTAGGCTCTTGAGCCCTTTCCAGTC 

ATGTTTTCAAAATATTTCCACTAAAGTTACCCAGGGAAGAATGTTGGTGGGTGTCTCCCACCACCCCAGTAAGAAGCTCACATTTAATGGATTT 

TCCAGCAATTCCATTGTAGTATGCTGGAAATTCCCACAGATTCTTATGGGTCCGATTGTGTTCAGTTAGTTTGGGTTCTGGGGAACTGAGTGGG 

AGAAGCCATTGAGTAGGTTTTCTGGTGCAGCAGTCCATGGTACTGGCCTGCCCAACTGAAAGCCTTATGTTTATATTTCCAAGTTGGTCATCCA 

AAGAGAGATGACACTGAGTTAGAGACTCTGTCTAGGTAAAGCTTTTCTTGAGCACCTAATATATGCCAGGTACTGTGCTAGAATTGAACCTGTC 

ACCAACCACATCTGTCTTTGTTCAACTCAGCCTATTGGGGGAGTCACATCAGTTAATTACAAGGTAGGCGTTGGAGTGTATGTGTACCCAAAAT 

GCTTTGGGAGCATAAAGGGCTTAATTTTATCTGGGGGTGGGGAAATTTCTTGGAGGTGACTGAGCAGGGTGTTGTATAAGACTAGGTACTGAGA 

ATTGTCAGGGGTTGGATTATTTCTTGGGAGTCCATCCTATCAGGCTTTTAAACGAGGGAGATGAGACTGTCAAGCATATAGATAAGCTTCTTTG 

GAAAGGGGGTAAAGAAAGGATGTGGTAGTTGTGGATGTAAAATGGTTTTGAGCTCTCTGAAGGAAGGTAGGAATTTAATATAGAAAATTTATTT 

GCTTTTTAGTTGGGCCTAGTATGTAATATATTTAGCAATGAAACAAAATTGAGTCCTTTTTCCTCTTAAGTTTAACTTCCATTGTTCCCATCTA 

AATACAAAAGAGCTATTGAATCTATGCATGATTATGGGCTGGGTATGTTATCTTTGCATTTTTATAGAGTGAATTGAACTGCCTATGTTAACTT 

TTAGGATGTATTTCCATTTTCCAACAATGATATTTAGTATTTATTGGGCACCTAACTGTTCAGGCTTGAATCTCATCTTACTCTTTGGAAAGGA 
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CCCTT AGGAGTTAATTAC AGTTATCT C CATTTG AGATGAAACTGAGTGTACTCAGTGAAG C CATGAAC CTAG CCTCTGTG CAAAC CGGATG ATG 
CTGGTATGAAGAAATGAAGTTTCCTGTTTTGTATGGGGCAATTAAGAGGGAAAGGGAAAAATTGATAGCATGCCGGTTACTTTTTACCAAAATC 
TTGAAGAAAAAAAGCAGTTTTGTGTACCTACTACCTTAAGGTTCTAATGTTGTAGTGATTGTGTTTGTGGTTATTGTGTGGATGTTAGTGTCAG 
TAACTATTTGCTCTATCAAGCGTACACTGTTAGCTAGTGATTGATAAATATAAAAGAC!AATTTAAAAAATTAAAACTAGTTTTTAATACCCAGG 
CTTGTTAATTGATCTTTATAGTGAGAGGATATTTACTTAAACATGGTTTTAGGTGAGTCTGAACAATCACATTCATGAAGTAAAACCACATATC 
CCTTGGTTTGCTTCCTCAAATCTTCTAAGATAAAAAAGATTTTCTCTCCTAACTGGAGCGGTTTTGTTTTGTTTTGTTTTAATAGTACTTAACA 
TTTACAGCCTTTTGTGGGAAATTTAGAACATTCTGGGTCATACTCAACTGCTGTGAAATGTTATTTGTGTGGTAAATCTATATTTAAGATATAA 
G CAATGAGCT AGTC ACTTCAGGAGCACAG CCC ATACTTTGTATTTC CCTTT C ACCTGAGTGAAAG ATTC C CTTTGT CAGT AG CACTAATCATAG 
TGAGCTTGAATTATTATTATAGTAGTGCACAGGATGCCTAGCTGCACAGCTGTTAACATTAGTTGAAGGTGCTGGTAATCCTTTTCTGTTTCAA 
GAACTCTAAGTTCCTGTCTGTTTTACTGGAATTATGGAGCTACACAACTTCATTATATTGTAATTTGACAATGTGTAGATTATGAGTAGGTCTA 
ATGGATTTAATTTGAATGAAGGGAATTGTTTTGATTGTAATGGTTGTACTTCTGTGCTTGCTGTGCATGAGTTATGATAGGCATTGAGGAGGCT 
CGTG AGG CTTTAAGCCTG AAAACTGGTG ATCTCTC C AAATGAAAT CTGG AAATGTTTAGATTTAGT CTGG ACG ACT AATAGAAGTATTAG ATT C 
CAGTGGAGTCTTTTTACCCTTTAGAGCCAGACTCCTTGAGGGACATTTTTGAAATTAGTAAACTGCTGATATCTTAGAGCATATCAGATCTCAC 
AAATTTCAGCCTGTCTATTTCTAGTAAAACAAGAAAATCTAGGGTTTCCTAAAGAAATCAGAAAAAAAAAAAAAAAAACCCTCATGGTTTAAAA 
GACAAATGGGATACTATTTCTAAGCCTTGAATCTATTTTTCTTTGGTAAGCAGATAGTGTGGGACCTGGAGTTGGCTCCCAAATCTCATGTCGA 
TCAATAGCACAGGGGCAGGGAAGTAGATTCTTTTTCCTGTCAGCATAAAAATGATGGATTTTAGAGTTTGAAAGATACTGATTTATTCTGGGTA 
TAGTGAAGTGTGATAGCTGTTTGTATGAGTGACAGGAATCTTTATAGTTAACCTGTTTTAAGGTTATACCAAAGTTAGAATTTATAAGATTTTT 

TTGTCTTATGTTGATTGTGACATGGAAAATAATTTGTGTCATTTTAGAAGACCATATTGGGGCATCAGTGTATAACATATACTATAGATCTTCA 
ATAACTTTTATCTAATGATGCTGAGTAAAATTGGCTTTCTTCAAAGCCAAACCCAGTCATTTTCCCAGAAGTGTGTTGTGATTTTTCTCCTATG 
AAACTATGATGGACTCTAATTTAGAAGTTCACTTTGAAATGAATTCCAAGTGTAATTACTTTGAATATAGGTATAGTTTACCTTGAGACTACAA 
AATGCTGGCAATATTTGGTGTTAAACCCAGAAAGTTTATATTTATTTGTTTTAAAAGAAAGAAAAGGAAGGAAGGAAGGAAGGAGGGAAGAAGG 
AGGG AAGAAAGAAAGAAG AAAAAAACGG CTT AAAGG AATGGC ATTTAGAAGTGGG AGTC CTTGAATG AAATT CTTTC CTGTGGTTTTAAATTAC 
ATGATTATGCCTTGATTACTTTTAATCTACTAACTTGACAAATCAAAGTCATTTGGGCAAACAATTGAGAATTCACCTTCTTAAGGTGTAGAGT 
TTAGGATAGAAGTTCCAGACTTAGTCAATGGAGTACTGTGTTTAAGGGAAGATTTCAGATTCTATTTACCTTAAGTAATAACCAGGTGTGTTGT 
TTCTCTTTTCATTCTTTGTAAGTCTGAAGTATGAGAAGCACCATTCTATTCTGTGGCTTCAGCTCTAGTTGAAATAGGAATTCTAAAACTGAAT 

TGTGGGCCTGGGAACTTTAGAAGGGAATGAAGAAAGAAGGGTGGAGGGAAGCACTGTGGCCTAGGCTTGATTAGGAAAGAAAACGTTTAAAGCA 

G AACC CTATTT AG ATATTATAGTATTTTGTTACTGTTAGAGAAAG C AT CTT AGAGTTGTTTAAC AAGTTGG CGTTGTTTAAC ATGG CATCTGCT 

CAGTATGTTCTCAGACAGTAGTGTTACTGTTATTTGGGGTAGTAATTCTAGATTATAATAGCATTGACTTAGATTGCCCACATCAATGTGAGTT 

AACTGTTACATATGTCTCAATTTTGGTAAGGAGGCAACTTTAGTTTTTATTTCTTTTTAGTAGGTACTCATTTTTAATTTTTTGCCCTGTTTTT 

AGATACATCCACTTTTCTACTATTCTCACCTATATACCATCCCTGACACTTTCTGAATTCTTATATGCTTTTCTACCAGAATATTTTATTTTAT 

TTTATTTTATTTTTTTGGTTTTTCAAGACAGGGTTTCTCTGTATAGCCCTGGCTGTCCTGGAACTCACTTTGTAGACCAGGCTGGCCTGGAACT 

CAGAAATCCG CCTGCCT CTACCTCC CGAG TGCTAGG ATT AAAGG CGTG CGCCACCATGCCTGGCCCTTCTACCAGAATATTAATCCATATTTTA 

TTTCATTTTTGTTTTGTGCCACCCTGTCCTCCCACTTTTAATTAANN^ 

NNNNNNNNNNNNN^ 

NisnsnsnsnsnsiNNNNNNN^ 

NNNNNNNNNNNNNNNNNNNN^ 

ATTATGTAGAATAAAGGTTTGGCTGATCTCAAACCTTAAACTCACAGAGAACTACTTGCCTCAACCTCCTGAGTGCTGAGATTAAAAGCATGGA 
CCACCACTTTCTTGAGGCTTCCTATTTTTTCTAAGAGCCAAGAACTAGCCAACCCTTGTGGATTTCTGAGTTCGAGGCCAGCCTGGTCTACAAA 
GTG AGTTCC AGGAC AG C CAGGG CTAC AC AGAGAAACCCTGTAAACCTC CCCCTC AAG AAAAAAAAAC CGCATGTTTTTTCAAAG ACCC CAAAAC 
ATTTTTAAGTTGCAAGACTGAAGACACCTGAGAATTATTTAATCCTTATTAATTCTGTATCTTTCTTAAAGTGGCCAACTCAGCCGTCTTGAAA 
TAGGGAAATGAGTATCCACGTAAGCTCAGGCCTGTGTTCCTAGCTTCTTAGAAAGCCGAGGCAAGAGGATGATCAAATGAGTTCCATGTCAACC 
TCGGCAATTTAGTGAGACCTTGTCCTAAAAATAAAAAGAGGGAGGCAGTGGTGCTTTCAGACAAGACTGCAGCTACCAAAGCCCAAAGCCCAGA 
ATTTAGGACAGAGCACTTGCACCATGAATCAAACCATCAGCTTTGCTGTCCTGCTGGCAGTTTTGGTGGTGTGCTGAGGGGGAAAAGGTGCCTG 
CTTGGTGATACAGAGCCTTTGTCTAGTATGTGTTCAGTCTGACACTGCACTGTGGGGTTGCCCAAGCTCATATAACACTTCTAGTCCAGCCACA 
CCAACAAGCACATCGTCTTCTCAGCCAGTTTTACCAACAAGGATAGGGCACCTCTACATGCAAAACTCACCTCTAGCCAGTCTCCTGTGGTCTT 
TAATCAGAAT ATCTCTGTG CTCAG AG ACAG CTAC ATTG CTCAGATAC AAGG ATTTAAG CCTT CTGGCTCAG AATACC AC ATGGTGGTAGCAGCT 
GTTCCTTCTTTCATTCTCCCAGATTTCATTTCTCTGCTCATTCACTCCCTTTATCCCCTCATGCTTTGGAGGGAAACACCCTGTTCCTCATAAG 
GTACTACTGTACTACGACATGCCATAAACATTCCACTCACCCTACCACTTTGTTCCCTGTACACCATTGGCTGATCTTGTAATCTTCCTTCCAG 
AGTTG CTTCT ATT AAAAATGGC AGTCAGTAC AACT C AAGAGTAG AGCAC ACAC CTACAATGTGC AATG CTATAGGTTTGAT CTCTAGTACTAC A 
AAAACAACCCCTAAATTAAAGCTTATATTAATAGTTGTATGAGAGGATAGGTATTTGTGAGTTGTGAAAAAGATCATGCAGTTAGAAACTTCCA 
CAGTGGCTCATAAGTCTTGTTAATGCTAAATACTGAATTGTCTTGAATTTGTTATTTTTAAACTACCACTTAAAGGAAATAAAAGTCACTTAGG 
AATGCTTCGCTAGTATCCATTAGACTAAACCTAATGAGTCTTAGAATAAATCTTATACCATTGATCP^GAAGATCATTATAATAGGCAAAGACT 
AT ATAG AATT AAGGT AGGTACTGGTACTAATGTATTTC CATATCAAATTGTTGAATAAGATG AATTATCTGGTC ATAAT CTT CTGGTTAAG CTC 
TATAATCCTGACATTTATTTGTACAAAGCCTAGTTTTATTTTGTATAATTTGGCTGCTTAAGGATATATCCTCCCCCAACCTCAAAGCTCCAAG 
GTTGGACAGTATTTGTGCTTCCTTAAGGTTGTGATATCAAATAATTCCTAATGAGGAAGGGGTTCTCTAGAGCATAGGCAATTTGGAAGTTACT 
TTTTCTGTTAC C C AGGC CTTAAGAG CTC AGTTGATGG AAGTG AAGG AGGACAAGCCTG C AG AAACAGTCTTACTCTAATTG AG AAGGCTCGAGA 
AGGTACATGTTCAGGTTAGATTAGTCTACCTCCTGGGAAAGGAGAAGATTGCAATGAAGGGATATCCTTGTGAAAATGAGTCATACTACAGAGA 
CTTATGTAGGCAAGAATAAAGCATTCTGGGCTGGAGAGATGGCTCAGCGGTTAAGAGCGCTGACTGCTCTTCCAAAGGTCCCGAGTTCAAATCA 
CAGCAACCCCATGGTGGCTCACAACCATCCGTAACAAGATCTGATGCCCTCTTCTGGTGTGTCTGAAGACAACTACAGTGTACTTACATATAAT 
AAATAGATCTTTAAAAAAAAAAAGAATAAAGCATTCTAACTTTAAGTATTGTCCTTAAAAGATAAGTTAGTACAAATAGTATTTGTCTTGCTCC 
TGAAGTAGACTAATGCTTCAGTTTAATATACTCTGCAAACTCAGGTTTTGACTTTTAAGGGACATTGTTCAGAAGCAGTCTACTTAGTGGTAGC 
CCACCCCTGTAGATTATGCTATGTGGGAAAGATGCTTCAGCTTCATGGGTGGGTCAGACAGAATTCTAGGTATGGAGTTAGGTAAGGCAAAGGG 
ATTCTCAATTGTTATTATGCAGAGGAGGTCATATAGTAGAATGTTTTGGTCCCAAGTTTCTAGATTAGCAAAATCCAGTTCTGTATTGTCCTCT 
ATTGTAGCTATAATATGATAATACCATATCAGGCTTTTAACAAGGTAGAAAATATACCCCTAATATAACTACCTTGATCAAGAGCCCTGAGGAG 
GAAAGGACACAGGTATGGATTATCCCTTAGAACCATAGAGTAGGTTTTCTTGAGGTATCTTTAGATGATCAGCTGAGATGAGAGACCCTTCCTT 
GGGGTCGTAGTTTGTCACAGTGATTTGGGGGGGGGGGGGTTTCCTAAGGGAATTTTTGGCTTCTTACCAAATTTTTGGCATCAGTTTGTCTACA 
ACCACAGGTCTCCTTAATTTCTTCTCTTGTCATTACTCATATTCTCTATTTTCCCAGTGTGAGCAATTTTCTTGAGTTCTCTCACCTTTTGTCA 
CATGGTATCTAATCCCAACTGTGACATCCCATTGTGCCACCTAATGCATCCCTTTTTCCATCCAAGTAGATGGCACTGTTTTCAAGAGGGCTCC 
TTGGACCATCAAGGCCATCCAGTATAATGGGAGTCCCCAGGGCCATGACACCGCCAGGCTCCACAGTTGTGCTCCCTAAGTACACAAAGGCATC 
TTTGGTGGTAGCAGAGCTCAAGTGCAGCAGCTGTACCTGCTGCTTTTTATTGTGGTAAAAAATAGTTATACTGAATATTGTGTCATGTCGGAGC 
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ATGAGAGACTGGCTGTAAGAACTGCATCTGTGTCTGGGCACCTAGCTTTCACTGGCATGGAACTGCTCATAGTTCATGCTCAGAATTTGGCTAG 
TGTAGCCTACCAGGCTGGCTCATGGCAGCTGGTAACTGGTACAGCAGATGCCCAGGAACAGCTACAATGTTGCAAGACACCAACATGAAAGGTA 



ATGCCCACCATTGTAGTCCGTTTTAGCTTCTGAGTATAACACAGAGAACTAATAAAGTTATTAAACTGTAGGCACTATGCTGGCCATATAGTCA 
TCTATTCTAACCCTCAATGGCTGCCTACTTCCCAGCCACGTGGTTCTTTACCTGCAATCTGAGTCTTCTTACCCTGGCTCGTGCTTTTCCATGT 
GTGTCCTCTTGGCAACTCCCTGCTGATCTGCTTGCCACCAGCCAGTCGTCCTGTCCTTCTCCAGGTCTCTCTTCTTCCTCTTCTCTCATCTCTC 
TCCCTCTCTTTTTGGGAACCCCTGACTCTGATCAGAAGCCCCACCTTATTCACTTCTGCTCAGCTATAGGCTGAATTAGATTTTATTAACCAAT 
CTGAGGTG ATAGAAAAGAGTTTTTACACATCTTTGAG AC AGGAGATG CTCCAAAT ACCATGAC AATGCC AACCTC CAGACTGCTGGCAGGTC CA 
TCAGCATCTGAATAC^CTGTACAAAACTGTACAAAACCCCCTCCCCCAACAACCTTCGGTTTTGTTGAATTTAAAATACTCACATGTGACTGAT 
TGCTTTCTTAGACAGTACAACTTTGAATGTAGATACAACCCAAGAGATTTAGGTTTATATTTTGCTTGAATAGATGTTTGGGGCTCTTGTAACT 
TCTCCAGAAATCTGAAGACCAGTGTGTATAGTGTGTTAAAATAGAATGAATTTTCCACCTATATGTTTACATTACTTTATTTTAGATAATGTGC 
T AAT AGAACTTAC CACTTAGAAGTTC AGATAGATC ATGGTTTT ACTTG ACC AC CTCC C AC CC CCAGTGC CAAACAACAGAAAATTTAAAGTC CT 
TTAGATAGAATAAGTTCTTATTTTATCTCAGTGTCCCTAAGAAGTAGTTAATGTCTATATTTGGCAAAGTAGGTTGGCTTAAATTTACACAATT 
TCATGGATCAGTATTCTTTAAAATGATTAACTGTTTGCTTATAACTTCATTTGAAAGTCTAAATTTCGCTTGGGCGTGGTGGCGCACGCCTTTA 
ATCCCAGCACTCAGGAGGCAGAGGCAGGCGGATTTCTGAGTTCGAGGCCAGCCTGGTCTACAGAGTGAGTTCCAGGACAGCCAGGGCTGCACAG 
AGAAACCCTGTCTCGGAAAAAAAAAAAAGAAAGAAAAGAAAAAAAGGAAGTCTTAAGTTTCTAGCATGTTACCTATATCAAGTTTGCAGTTACA 
TTAAGTTGCAGTTAATAATGTAAACACTACATATACATAAATTATAGAGAATCTGGTACATTTACTTTTACGTAAGAGCAGATTAGAACTATTC 
TTTCCTGTATGGCCGTCAGGGTTGTTTTCTCACGTGCATGCCTATGTTGAGTATGTGCTACAGCTTATAAATAATTGCGTTCACAATTAGCTAA 
GACATATTAATCTACTGAGACAAAATGATATAGCCTTGGCTGCTGAGACCACTGACAATAGATATTTAAGATCTTAACAACTTGAGTAAATTAT 
GTAGAGACCAGAAATAGAACCAGTTTCCTCTCAGTTTAGCTTTGAATATTATCAGGTTTTTGGATAATAGAGTAGGAAATGCTTAGAGGTGAAA 
TGAATAGCAGAAATGTAATCAATTACTATTACTCTAGCAATGTCTAAAAGGCTCTGTAATTTCACCTGTCACTATTTTCCACTTTAGAAATTTA 
GGCTCAGATGTTAATTAGCTCAGAGTTGTGTAATTTTTAACTAAACTCTAAAGCAAGGAGTTTAATCCACTGTTTGATTGATGCCACAGATTGA 
GTTAAATGTGAAACAGAATGAGGTGAAGGGGTGCCTGAGTGACACCCCCAGGACATCATGGGAGTAGTTAAATATCCATCAGACTGTGGTTCTG 
TTTGTGATGGATCTTAAGTCGATTGATAATGGCTTTTTAATGTTTTATCAGCATTTATGTCTGTGTGTCCCTGAACTGGTGTTACAGACAGGTG 
TGAGCTGCCGTGTGGGTGCTAGAAATTGAACTGGGGTGGGTGTGGGTTGGGGAGTGGTGGTGGCTGTGGTTCCCTGAAAGAGCAGCCAGCACTC 
TGCTGAGTCATCTCTTCAGGTTCAGCCCTATCTCTCCTTTTTTTTTTTTTTTTTTTTGGTTTTTTTTTTTTTTTTTGAGACAGGGTTTCTCTGT 
GTAGCTCTGGCTGTCCCGGAACTCACTTTGTAGACCAGGCTGGCCTCGAACTCAGAAATCCGACTGCCTCTGCCTCCCAAGTGCTGGGATTAAA 



AGCATTGCCTGCCTTTGCGGTTTTTAAAGGCTTGTACCACCACTCCTGGATTATTTGTTTATTTTATAGTACTGAGGATTGAATCTCCAGGGCT 

TTCGAGACAGGGTTTTTCTTTATAGCCCTGGTTGTCCTGGAACTCACTCTGTAGACCAGGCTGGCCTGGAACTCAGAGATCCTCCTGACTGTGC 
CTCCCGAGTGCTGGGATTAAAGGTGTGCGCCACCACACCCGGCTCAGAGTGAATTCTTTTTTCCTCTCCTTTGCAATTTCAGAATTCTTAAGAA 
GAGATTTTAGTCAGGAACTCCTTGTGTGTTCTGACTTAGAAAGATTTATTAATTATGTTCTAGAATTTTGAATTCTCAATGAGAACTATTGTAA 
AATAACTGCTTTTGTATAGATTTAGTTAAATTAGCCACTGTTAAGATGGACCTAACACTGAGAGTAAACTAACACTTTTATTAAAGTATGAATT 
GAGACAGTTGGAAAGAGGGAGTGGAATTTTTTCACTGTTCTTAACTTCCAATGACAATAAGCTTTCAGGCTTGTTAGTTCCTGGGGGGGAGATT 
CATGGAGAGTCCTAGTACATGGGCACACTTGGATGTTGGGCTTTATCACCAGAGGCCAGTTTGTTATCTGTCCTAAACAAAAACAGAATTTTAA 
AGCATTAGAAAGTACAAGTGCATAATATTAAGTATGTTGATTTTGTATAAACTCCAGCTTTGGGGATGTGGTTCTAAGACCAAGATGCAGGGTT 



GTAGCCATGGCTGTCCTGGAACTCACTCTGTAGACCAGGCTGGCCTCGAACTCAGAAATCCACCTGCCTCTGCCTCCCGAGTGCTGGGATTAAA 
GTCGTGCGCCACCACACTCGGCTATGTTTTCTTTTAAAAAATTAAGTTAATTAGTCCATTCTGATAGATGGTTTATTGTTATGTTATTTTGTGG 
TTCTGGAAAGCAAACCTAAGTCCTTGTAGATGGGAGGCAAATCCTGTAGCACTGAGCTACATTCTAAGCCAGTGGTCCGCAGCCTTTCTAATGC 
CCTGATCCTTTACTCAGGATGTGGTGACCCCGATCAAAACATTATTTTCATTGCTACTTTATAATTGTAATTTTGCTTTTTCAAATTTATAATT 
TATTGTAAAATATCTGATATGT AACC CTTATAAAAGGATTGTT CAAT CTCCGAAGGAGTCATGACCC AC AGATTGAGAACCACTG CTAAAGCTC 
TTGTTTTTATGATTTTATGATGAATTTTTTTGGAGAAAAGTTCTTG CTATGTAGCC CCAG CTAG CCTGGAATACATTATGTAG ATGAGTGAAGC 
TGGCCTCCAACTCACCGAGATCTCCTTAAAGGAGGATTAAAGGCATGTGCCACCAAGCACAGTGTATTGTCTTTTTTTGAGACAAGGCATTGTT 
AAATATTATAGGCTGGCCTCCAGTGCCCAGTCAGTCTACTTGCCTCTGCCTCCTTAGATTACATTTAAGGGCTATCACAAGTAGTTCCAGTGTT 
CATTTTGTGAACTGGTTGTATATTTGTATGTCTGAGAGGAATAGAGATTTTCTATGACAAAAGTTGTACTGTGTGTGTACCTTCTTGGGGAAGA 
CAGCTTTGGATAGTATATATAACTCCTTCCTCCTACACTGTTTACACCTGTAAATACTATATTTGAAGGAGGAAAGTCATACTGTCATATAGCT 
GTTATAATAAAATCTCAAAGTCTATCAAGAAAAGTTGGTGTAAAGAGTCTGGCTTCAAACATGGCTCAGAGCTCCCTTTGTACCAGAAAGTTCT 
TTCTGCCTTTGTTTTTATGGAAGGAAGGAAAGGACTCTTTCTTATAGCTTGATTTGGTTACTTTAAAATCTTGGAGATTGTGAAACAGTTCTAT 
AATTGTTAATGTTTGTTAATTCTTTAGTGTATCTTCTCCACGAGATGGAATTGTCTCCTAGGCAAATGCAGTACCATTGAGCCTGGGTCACTCC 
CCCAGCCCGTTTCCTCTTAGAAAGTGTAAGTGTGTTTGGATTGTCTTTTGATTGCATTTAAAGAAAAATAGACTTGTCTATTTTGTTAGGTGGC 
CACCTACTAAATAATGCAAACATGAATAATG CAAACAGC AGAAAAAAG AG ACCCCCC CAC CTC AAGGTAG AAGAG AACCAACT CCTG AAAG ATA 
TTCTCTCATTTCTAAAGACTTTCAAGCTTGTAGGGGTGATTCTCCTATCTATGCCACCAGTGTTGAGATTATAGGTGCCTGCCACCTCATCTGG 
CATTTTATATGGGTTCTCTAGTTGTGGACTAGCATTATGACATGCTGAGCCATCTCCCTGGACCAGCCTGGAAATTCCTCAGACTTCTAAGTAC 
AGGATTGTTAGAGAAGGCCAAAAAAAGTACAGGATTGTTAGAGAAGGCCAAAATTGTATTAGTTTGTCTTTGTCAGAATCTCTAAGTATAGGGG 
AATAAAAC CC CAAACATCTTTTAT CC AATGTTG CCTT ATCAGG C AAGGTACCTAGGGCATGGTTCCTGCTTTGAGTGTGTATATGTATGTATGT 

GCAATGACTAAGTTTAATTCAGTTCTATATAAATTAATAATGAAGATAATTAAATAATGATTGCATTTCCTAGGCAGTTGTCAGTATGTTTGTA 
ATTTGTTAGAAATTAGCCAGGAATTCTGTTGAAACTATTCTGTTGATTAGCTTACCAAAACAAAACAAAACAAAAACAAAAAACCCAGTTTTTC 
TG AATCC C AG CTTTTGTTT CCTCTAACAAAG AGGAACATTTTTACTAAGGACACAGATAT CAAGTTTATAATGAGC AGAGATGTAAAGCTCCTG 
AGACCTTTCCCATGCTGCCTTTTGAGTGGTGCTGCTGAGACAGGGTTTCCCTTTAGCTGTAGAGCAAATCTGTTTTATCTGTGTGTGGTAGAGT 
TTAATTATGATTGTTCATATTCTGTCTCATTCTTTTGAAGGAGTAGGTTCTTTAGCTTCTGAGCAGTTAAAGGGGCTACAGGTATTCTCTGTCT 



TGGGCCTTGAACTCAGAAATCTGCCTGCCTCTGCCTCCCGAGTGCTGGGATTAAAGGCGTGCGTCACCACGCCTGGTTTAAACTTTTTTTAAAA 
AATATGTTCCCGATAAGAAATCAACTTCATTTNNNNNNNN^^ 

GTGGATGAAATTTTCAGCAATGATAATAGTGGCTAGCTGCTGTTGCTCATTGTCCCTCCTCTCCTGCTCCTTGCTCTCTGACCCCCGACTACCC 
TTCCCTCCCACACCCTCCAGCTCTCCCACCTCCAGCCCCCCAAAACAAGAACAGGGTTTCTCTGTAGCTCTGGCAACACTGGAGCTCCCTCTGT 
AGATCGGTCTGGCCTAGAAGTAAGAGATCTTCCTGCCTCTGATTCCTGAGCTCTGAGATTAAAGGTATGCTTCACCACTGCACAGGTTGTTGCT 



AG CTC AAT CT CTAAAACCCACTTCATAAAAGAATAG AAGT AATTT ACAAGC AC AAGTAAATGTAGGAAAATAG C AGTAG CAAGAC ATTTATAG C 
ATTATTAATACAATTATTCTTTGAAGGATGGTAATATAGAAATTCGGTTATAATTCTTCAGAATAGTCTTAATTTCCTCATTGTTTTTCTTAAT 
CCTTTTTTGTGTACTTAGTGTTAGTCTGCCTTTTGATTGGTTCCCTTTATCTGTCACTTGTTTTTCCTCTTAGTAAACTTGCTGTCCATTCTTC 
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CTTTTTCTAACT CTAGAGTCTAGAGGTAG ATAC CTTG AAGGTATGTTATGTCTTCAGGGTAAATTCCTAGGCACTGCTGGGT C AG AGG AGGGAT 
TGAGCTAGTTATTTCATTAGACATTGTGGAATTCTCCTGCCTCAAGAATTATATTTTCCAACTAGGTATATCTTATTTAAAAAAATATAAAGCA 
AAATGCATATTTAGTAAGGAATAGCTATTACCTTTGGTGAAATGTGTATATTTCCTTTTCATTAAAATGGCCACATGTTAAGAGTCTGCATGTT 
GCTGGCTCTTGTTTTAATGTCCATTTGTCTTGAGTGTCTTGTGTAATGGCTATTTAAGTCCATATATTCATTTACATGATTGGATTATAAAGGA 
CAGAGC CCTTGT CTGATCAGTCTTTAGTAAGGTGCTTTGAACTTGAGAAATATAATGTTTGTAAATTAAATAG CCCTTATAGTAT AATCCTG CA 
GCTGCTAATACAAGGATGACTTTTGTTGTGTGCATTAACCATTGAATGCTGTGTAATGCTAACTAGAAATTGCTCCTACAGTGAGAAAAAGATG 
GAGGATCTTCATCATTTGGTAGTTTGTTTTCTGCTTTATTTTTAAATGTGTGTATATCTGTGCCGTTGGAATCCAGAGATGAAATTATAGGTAC 
TTGTGAGTTCACCCAACATTAAGTGCTAGGAACTGAACTCAGGACCTGGAAATTTATTTACTTAAAAGCCCTTTTAATTTTAAGGAGGAATACT 
TTGGATAATAATAACAAAAAGATGTTGATTTTTCTAGTGTTTTCTATTTATTCATTTACTTATGCGTTTTTCTGGAATAATTTTATTTAAATGA 
CACCAAAAAATTTGTTGCACATTTCTGTCTTCAAAGACTTTAGCTAGCATTCTTCCTGTGGTTTCATCTAGAGTTTTCTTTTTTCTTTTTTATC 
TTTCATATTTTATTTGCATTGATGTTTTGCCTGCATGTATGTATGTCTATGTGAGAGTGACAGATCTTGGAGTTACATTTATAGCTGCTATGTG 
GGTGGTGGGATTTGAAACTGGGTCCTTCGGGAAGAGTCAGTATATTTAACTACTACTGAGCCATCTCTCCACCCACCATCCAGAGTTTTCAAAT 
GTTAAGAATTGAAACAATTATTGTTTTGTATGTGAGATTGTGTATGGGTTCAAGCAGAATGTCTTAAGAGGCATAGGATATTTAGTGAATAAGA 
TTTTATGGTTAGCCAGGTGTGGTGGCCCACGCCTTTAAACCCAGTCAGTGCTTGGGAGGCAGAGGCAGGTGGATTTCTGAGTTCCGAGGCCAGC 
CTGGTCTACATAGTGAGTTCCAGGACAGCCAAGACTGTTACACAGAAATACCTGTTAGTGAGTTTCTTTAAAAACCCAGTTGTGTTATGTGGAT 
TTTTATGGTGCTATAGTACACAGTGGTTGGCATGTTTCATTTCTTAGCTATCAAGTTTTTTACAGTTCTTTTTGCATTTGATAGATACTTCGAG 
TGTCACAAATGTTTTTACAAATATTTTAACAATATCTACTTTTTGACAAATTCCAGGAGGTATACTTAATCTTTAAAGCCACTAATGTATTCTC 
TATAAACAAGTATTTTCAGCATGCATGATAGAGTTCTGTGTGCTTTTACTGGGTTTTACCTTTTACTTACTGCCTCTTCCTTTGTACTGTCTAG 
GTCAGGGGTCCCACTACTGGCTTATATACTTTAGACAAATAAAGTCTTTGCTTTCTGTTTTACTAGGGCCTCTGGTTCTTCCAGCTACTAGGAC 
GTCAAGAATATCCCTTACCTTCCCTCCTCCTCTATACTCTTTTTCACAATAAGTTCTTAGAACTGGGTTCAACTTCTATTTTCTTGAAAAATTT 

TTTTTCCTTTAAGTATGATTTTTGGTCTTTTACAAATTGAAGTAGCTGTCATCCTAGAGTAGAACATTCTGACCCAGGGTTAACTATTAAAATT 
TATCTTTTGGCACCTACTGTGGTGGCAAAGGTCTGTTTTCCCAGTGTACTTAGGAGGTGGGGGCAGGGGGATCTTGAGTTCTATAGACAGCTTA 
GCAAGCCCTTGTTTCAAAAACCCAAGGGGTGGGAATATTCAAAAGGAACCAGTTTCCAGTGTAGAACAGGACTTTGGATTTGACCCCCTAGCGC 

ATGGAAAGG AAAATGCTTAGAG CT CATGTTC ATTATCTAAATGTAAAAAGTTCCAAGGATACACATGTGTAACTG CAGTTTGATTTCCTGTGTA 
CCCATCATAACTTTAATAGCTAGCAATCTTTTGCTAGTGTTTTATATATCTTTATAATTCTTGATTCTAACTCTAATTTAGTCAGAAATATTTT 
TTAAGTACTTTTAAAGATTTCTTTTTTCTTTTGAGACATGGGTTCTCTGTGTAGTCCTGGCTGTCCTTGAACTCAATCTGTAGACCCAGGCGGG 
CCTCAAACTCTACCTGCTTCTGCCCTAAGTGCTGGGCCTAAAGGTGTGATCCACCACTGTTGGTAAAGGTTTTTTTTTTTTTTTTTTTTTTTTT 
TTTTTTGGTTTTGGTTTTGGTTTTTCGAGATAGGGTTTCTCTGTGTGGCCCTGGCTGTCCTGGAATTCACTTTGTAGACCAGGCTGGCCTCAAA 
ACTCAAAAATCTGCCTGCCTCTGCCTCCCCAGTGCTGGGATTAAAGGCGTGTGCCACCACACCCAGCAGGGGTAAAGGTTTTAATCTATCAGTT 
TACCTACTAGTAGTATACAGGGCATCTATACAGTTAAGTTAGTAGATTATTAAGTTTTTTAAATGTTAAATGATTGTTTAACAACTTTGTTTGT 
GGCAATGCTACTTGTATAGTGATTTAAATCTATTGTATCATTTTTCCTCAGATATCCAAGCCTGCCATGTAGAACTTAACTGTATTGATTTATA 
GAGCTCAACAGACATTCATATCTCTTATTACACTTACATTGATTTGTATGTAGAGGTTGGTGGGCAGACAGGGTTATGGAACACATGTTCTGGT 
CAGAAGACAATCCATGGAAGTCATTTTTCTGCTGTGTAGATTCCTGGGGATTGCACATAATTGTCATGTTTGGCATCAGGGACTTTTCCAGCGT 
GAGCTGGAAAAGCCATAGAGATTTCAATTAAGAACTTTGTCTTCTTTGTTTTCTGCTTTGTTTTGTTTTTAATTTAAAATCTCTCACAGCATCT 
GTAGCACAGTTTGAGGATATACTAGATATGTAATGACTTTGAGTTCATATTATTGGCCTAGATGTTTTGTCCATGGAATTATTTACCAGCAACC 

ATGCATTTCAGGAAGATAATAATGTGAAATCTAATAGGAACTACTCTGAATTTGTATTTTAAAGTTTAGTGCTTTTTAGTGACTTTTGCATGTT 
TGTATTTGACAAAAATAAATTTGTTTGTTTATTTAGACAGGGTCTCTCTGTAACCCTGGTTGTCCTGGAACTCTCTGTGTAGACCAGGCTGGCC 
TTGAACTCAATCTGTCTGCCTTTGTCTCCTGAGTGCTGGGATTAAAGGCGTGTACTACCAGGTGTGGCTTCAAATTTTAAAGTTTGCTAATCTC 
TAACTTTATTATAAAAGTCGTTCATTATGGAAAATAAGATGAAGCACACTTAAGAACTCAAGTTCACAAATTTCTAAATTTTAAAATTACTACA 

ATAATTTCCTTGTCATGCCTTTGAACCAAAGCAGTAGATCTTAACGTTCAATATTCTGAAGCGCATTTACTGATTTCTAACTATAAACAAAACA 
ACACATGCTTTATTTCAGGTTGTAGTCCTGGTGCATGCATGCATTGTCATTTTTATGCCATGAGGTAAAAGTCACCAGTTTTATCCTGATTGAC 
TCAGCATGTTAAGACTTTAGAGTGGAGACTTAGAAGTCAGAGGGTCCTGTACACTGCATGGGAGATTTGAGTTCAGTCTTCTAACACTATATGC 
TTTACTTACTATTCTCATCTCTGTGGGATGGAAAGTTCTTAGAACCAGGGCCTTGATCTTGCAAGTATTAGTGTTTCTCTTTCCTTGGGATCTG 
TCTAGAATAGACATGCAGTTATGCCAAATAGCACTTCAGTTGCTTCAGATCAGCAATACTTAATTTATATATAATCTTATTGCTGTGAAACATG 
CTACTTCAAATTTAGTTGATATAGGTTGGTTATAAGTGTCAAATACATTACATTCGTTAGTCTGGTTGAATGTAAGAAAGAATTCATTTAAAAA 
AAAAAGTTTTTCGGGCTGGCGAGATGGCTCAGTGGTTAAGAGCGCCGATTGCTCTTCCGAAGGTCCCGAGTTCAAATCCCAGCAACCATATGGT 
GGCTCAC AAC CATCTGTAACGAAATCTGATGCCCT CTTCTGGAGTAT CTG AGG ACAGCTACAGTGTACTT AC ATATAATAAATAAATAAAT CTT 
TAAAAAAAAATAATTAAAAAAAAAAAAAGTTTTTCATAAAAATCGCATGTCACCTAGAGTAACAGTC^TCTGAAGGCTAAATTGGGCTGTGGCa. 
TATTCACTTCCAAGATAATTTCTTCACGTGGCTATTAGAAGGAAGTATCAGTTCCTCACCACATGTTTCTTGAGTGCTGCTAGTTTGGTAGCTG 
ATTTCTCACTAGAACAAGGAGAGCAAATGGGAAGTTGCAGTGCCTTTGTGAGCTAATGTTGGGTGCTGTACTGCCATTTACTTGTGCAAGTGCA 
AGAGACGGACGGTGCATGTGCATTTGCAGGTCAACATCAGATGTCTATCAGGCTTGCTCTGCCTTATTTTTAAAAGATGTATCTTATTACTTGT 
CCATGTGTATGTATGAGTATAGATGGCCCTGGAGGCCAGGAGAGGGTGTTAGATCTCAAGGGGCTAGAATTACAGGAGGTTGTGAGTTGCCCCT 
AACATGGATGCTATGAACTGACCCCTCTGTTATCTATCTCAGCAAGTACTCTTAACTACTGAAACTTTTCTCCAGCCTCTTTTCACCTTTTTTT 
TTTTTTTTTTTTTTTTTTTTAGATAAAATATTTATTGAACTGGCGCTTCCAGAGATCTGTCTCTGTTTCCCCAGAACTGTGATATAGATAGGTA 
CACAGCAATAAGCCAAAATCAGAGATACATATAGCACTGTTTCCCTCCTGTATTCTTAAAAAGGCACCACAGTAAATGAGAATAGAAAGGGAAT 
CAGTGGGAGTGGGGATAAGTGTGAGTAATGGAGGGGATATTATCAAAGTACTTTATATGTTTAAATATTTTCATAAGGCTTAGGATGTAGCTTT 
GTGGAACTGGGTGGGGGTGAGAATGGGGGCGAGCAACTGATGTTTTGGTAAGCAAAACTCAAATCAAGAGAAAATTGATTAAATAAAATTTTAC 
TAAATTTTAAAAGAGGCTCTTTGAAAAACACCTTTAGGATTTATTTATTTATGAATGAATGACTGGTCATAGTGACTACAGGGATAACTTAGCA 
GTTAGGAGCACTGGCTGTTCTTCCAGAGAATGGGGTGTTGATTTCCAACACCCACATGGAGGCTCACGACCATATACAGCTCCAGTTCTAGAGA 
ATCTAATGTCCTCTTCTGGCTTCCCAGGCATTGCATACACATGGTACACAGACATCCATATAAGCAAAATACCCATATATATAAATCTCTCTCT 
GTTTTTTTAAAAGC CTGTTCACTTTTATACTTTCTAACACTTGAGTCTTTGAGGTTGGAAGATATGTATCCAAAATAG CAAG C CATAGTATCAT 
AATATATGTGGCCAAAAATAGCAATCCAGAAGTATATAAAGAACTTACAGAGGCAGGTGGATCTCTGTGAGTCCAAGGATAGCCTGGTCTAGAC 
AGAGAAACCCTGTCCTGAAAAACCAGGGGGTAGGGGGAAGAACATATACAGCTCAGTAATACAATGTACAGTCAAACAAGCAAATACTGTAGTG 
AACTTGCAATAGTTATTTAAAGGATGTGAATAGTCAATAAGCACAAATAGTTTTCATTAAATATTTAATCACTAGAAGAAAATTAGGAATTAAA 
TTCATAATGAGGGTGCTGGCTGGTTAAGAGCACTTGCTCTTGTAGAGGACCTAGGTTTGGCTCTAACATTTTCAGTTCCAGAGAATCCAATACT 
CTTATGGCCTC CACAGGGAC CCAG C AC AC AGGGCATTTACATAC ATGCAGG CAAAAC ATT C ATGGGT AAAATTTTTAAAAATAATTAAAAAAAC 
ACAGCAGGCTAATTATATATATATATATATTATGTATATATAAATAAATAAAACATCCCCAACCAAAGCAAATTTTGCAAAAGAAAGCATTTAA 
CTGGGGACTTGCTTACAGTTTCATCAGAGGTTTAGTCCGTTATCATGTTTAGGAGCATGGCAGCAGGAGGTAGGCATGGAGCTAGAGAGTAGCT 
GAGAGCTATATTCCGATTCTGGCCTACTGTCCAAGAGGCTCCTGGGCCTGCTTTTGGCTTTTGAAACCTCAAAGCCCACTCCTAGTGATAAACT 



590 



WO 03/039484 



PCT/US02/36071 



SAGRES DISCOVERY 02-31 



TT CACTAAT AAAGATAC AAGTTTCAAACAGTG CCACTACGATACTATGGGGGTGGGGGTGGGGTCATTCTTACTCAAAT C ACC ATAAT ATACCT 
TTTAGAAGAGCAAAAATTAAGACAGTAAAGGCTGTTAGCCAGGCATTGTAATGTACTCAGGAAGCAGAGGTAGGTGGGGCTCTCAGATTGAGGC 
CAGCCTG ATGT AC ATAG AGAATTAC ATG CT CAC CAGAG CTGCATAG C AAG AGTTTGCCTT AAAGAAAAAC AAACAAACAAAGCCAACACTGGTA 
ATTCTAGATGTTGCTAATGATTTGTAGTAGCTTGGAACTCTTAATAATATTCATGGAAATATATGAGAGTATGCCACTTAGGAATATATAGTTG 
AG CAGT TTCC AATAAAGTTAAAAGTGAATTTTTTATATG ATCTAGC AGTTTTACTT C ATTTAGAAG C AAAGGTTCATC AAC ATGTGAGTTGTAA 
ATTACAGTACTTCCATGTAATGGTTTTCACTCAGCAGGAAATGAAGCCATGGAGGCAGCTTAGTGGGACAGTGCTTGCTTATTATTTATAAGTT 
ACTGGATTTGAGGCAAGGCAATGGGATGTCTTTGTGAAGTCTCCTTACCAGTAGGATGTGCTTTTATGGTCACTTTGCCCTTTGACTGACTTCT 
GTTTCTAAAGTTGTTTGTTAAGGCAGGTAGGCAAATGATGCCTTATGATTCCTTGTGATTGACTTGTCTCTTATGATTGCAGATTCTCACAAAC 
ACAAAGATAAACACAAAGATCGAGAACACCGGCATAAGGAGCACAAGAAGGATAAGGATAAGGACCGGGAAAAGTCTAAGCATAGCAACAGGTA 
AGAATTGACCAACAGCGGGGAGGGTATAGGGAACTTTCGGGATAGCATTTGAAATGTAAATAAAGAAAATATCTAATAAAGATAAATAAATAAT 
TAAAAAAGAATTGATCAATAGGGAGTTAGCATCCTTGGTGTCCATGGATAGGTATCAGCTTGAGGTGAGTAGCAAAGTAAGAGACTATATCTGT 
TGTAGTTACTGAAGAGACTCCTTTAAGAATTAATGCCTCACTTGGTAAGTTTAGATCTAGATGTACAGAGAAGCACAGTGAGTCTTCTTTCAAT 
ATGCATTXCTTTCTTTTTTTTTTTTTTTGGTTTTTCGAGACAGGGTTTCTCTGTGTAGTCCTGGCTGTCCTGAAACTCACTCTGTAGACCAGGC 
TGGCCTCGAACTCAGAAATCCGCCTGCCTCTGCCTCCCGAGTGCTAGGATTAAAGGCGTGTGCCACCACGCCCAGCAATGCCATTGTTTCTTAA 
AGCTATATTTATATTTAAAATTTATATTTTAAAACTGCTTTATTGGTTTGTCTTATTGTCAGCAGACAAGTTAAAGAGAAAATTCCTATCCTTT 
TTTAATAATTGTGTTTTGTTTTACCATTTTTTGAGACTTGTTTTCTTTTTATATCCTTGGCTGTCCTGGAGCTAGCTCTGTAGATTTGAGTGCT 
AGGATTAAAGGTGTGTGCCACCACCACCCAGCCAGTAATAAATTTTTTGAGTCATTAAAAAACTAGTTTAATTTTCTCTTAGGATATTTCTTCT 



TAGTCATTTCTTACAACTTAGTTTATGTTTTATTCTTAATATTAATCTCAGCACTTGAGTCAAGTTTTGCTTTTTATGCACCCTTCTTCTCAAT 
CTACATTTGTCTATCTAACACTACCAAAAGAGACTTGAGAGCAAAGAACACTGCCAACAATAAAGAAACCCATTTCATGATAATACAAAGGACA 
TTAAAAATGTTT CT ATAGTATCATCAGAGC CT C AAAATATGCAC AC AC AG AAACTATT AG AATTTTG AAG AGAATTC ATG ATTGT AGTTAATG A 
TTTTATTCTTTTGTTTTCAATAATTGTTATTCGTGCATGTAAGAAATTTCCAAGGCTAAGGGAGGGTTAAATAACAGAAAACAGTATCTGAGCA 
TGGTTGACTAACACCTGTATGTAACCTTAGCATTCTGAGCCTGAGCACGGTGGATAACCAGAAGATTGAGGCCAGATCTAGGCTACATGGTGCA 
AGACACTAACTTACAGAAACAAACAAACAAACAAACAAACAAAAAAGTGTAGTGTTGCACAACTTGACTTAATTGACATTTACAGAATAGTGAC 
ACCAAAATCTTAGGACTGTGTTCAAGTAGGTGCTGAGATAACTCGTGCTTTTAGCTAGTCTCTCTTAAAATCATCCCTTTTACTTCTCCATGCT 
TTTGTGTGTGTGTGTGTGGTGTGTGTGTGTGTGTGTGCGCGGGCGCGCGCGCGCGTGCATGCATGTTTTCATTTCCTTCTAATGTGCATAGTGC 
TTATCTAGGAGGCTTTGGTTGCCTTCCTCTGCTGAATTTGCCTTGTCATTTGCCTTTACCTCACACTGTTAATTGAGCATTGTAAACTTCTTTT 
AAATTT CTTAG ATACGAC ATGTTTCTG ATAAAC CACTAGGCCTT AAAATATG CTATGG CTATTGT AGAGTACTCTT ACT CTTCACTCCTTATTC 
C CCTTCTCCTATTAGAG ATTG AACGT AGGG C CTTAAATGCTAGT CAAC AATACCAC AATATC CCTGAC CCTTTTTT AG ATTG ATAGAGATTGGG 



CTTTCTTGTTGCTTTCTTAATATTCTTTTAGTAATAACTTTCTAACTATGTCATATTACTAATTTCTGTGGTCTCCTGAATATATTATTTCCAT 
AGTAATTACCAGGTTTGGCTGTTAGGAATAATACTGCTATGAACATTGATATTTGAACACACATTTGAAGTTCTGTTCTCAATTCCTTCAGGTG 
TGTACATCTAAGAGTGGAGGTATTGGACCATGTCAGTCGTTGCTTTCTTTTTCCTTTTGAGGTACTGGGGATTGGACTGAGGTGATTGAACATG 
GCCAACATTCTACAGCTGAGCTACATCTGTAACCCTTAACCCGTTTTACCCTGCTTGTTATGATGGCCTAGCTTATGTATAATGCAATAGAAAA 

TTTACAGGTCTGATCAAGACATGCTGATTTTAATGTTATTAGGAATTTATTTTGAAAATATTTAAAAGAAAGATTAATATTTAAAACAAGCTTT 
TCCAAAATGATTTCATGTTCTCTTACATATTTCACCAACCACAATTTATGATTATAATGAGCGAGAGGGACAGCATAAAGCAAAAGTGTATCTA 
AGGACCTAGGGACTAGTTTCTTGTACTGTTTTACTGAAATCTTTTCTTAAAACTGGTATTTTATTGTCAGAACTATTACAATAATTCAATAGCC 
TCTGTCTTGGGCGTCCTGGCCTGTCCACTAATGTGTTCTATGACTTTCACTAGGTCACCCAAAACCCTTTTTCTCCAGTGCTTCACAGGAGGGC 
CCAGGAGTCAATAAATGTAAAGATCTTATGAAGTGCTCTACAAATGTGAAAATATATTTTGTCCATTTTTCATAATTACAGTTTTGAGTGAGTA 
AGCACACACAGATTTAGGCAGCTTTTTGTTATGCTTTGCTTTTTGACAGTGTCTAAAAATGTCTTAAATGCCAGCTTATGTTACTTCCTTTTTC 
TTTGGATTCCAAGTCTCTCAAACTTGTCACGAAAAGCACTAATCACATTAAATTCTAACTTTAGGAAAACTTCATCCCCGACTGTCTACTATTT 
GGCATCTGACGTTGCATGGTTTACACTAATCAAATGAAATAATTACTTATATATTTTTAATTAGATTTATCTTATGGGTATTTTTTATGTATGT 
GTAC CTTC ATGTATGTATGTGTAC CACATGTATGCCTGGTACC CTCAAAGATCAGAAGAGG ACATCAAGTACCCTGG AATTGG AGTCATGTGG A 
TGGTTTTGAACCACTATGTGGATGCTAGGAACTGAACCCAGGCCCTCTGCAAGAGCAGCAAGTACTCAGCTTTGCCATCTCCATAGTCCTCATT 
TTTTGATAATGTAGCTATAGTTATATGTTGGTGACTTACATGAATTTGGCATAAGTTTTAGTCATTTGGAAAGAGGGAACCTCAATTGGGAAAC 
TGAAAAACTGCTTCCCTAAGATCGGGCTATAGGCCATTCGTGGTGGTACACACCTTTAATCCCAGTACTTGGGAGGCAGAGGCAGGTGGATTTC 
TGAGTTCGAGGCCAGCCTGGTCTACAAAGTGAGTTCCAGGACAGCCAGAGCTACACAGAAAAACCCTGTCTCAACCCCCCCCCCCCCCAAAAAA 
AAGATCGGCCTATAGGCAAGAGGTGGGGGGGGGGGTTGTTCTAGATTAATGGTTGATGTTAGAAGGCTCAATCTACTGTGGCTGAGGTGGTAGT 
TGTATAAGAAGGCTGGCTGGGCGACCCATGCAGAGTAAGCCAGTAAGCAGCATTCCTTTATGGCTTCATGGCTTCTGCCTTCAGTGCGATGTGA 
CCCGGGACATGTAAGCCAAATAAACCATTTTCTCCCCAAGTTCCTTTTGATCAGTGTTTTATCAGAACAATAGAAAGTAGTAATATTTTACAGA 
TCAGATATTTAAAAATACACTTTGAAATAAAAGGACTGTTTTTCTAGGTCTCAAGGCATTACTGGGCTTGTAGTGTGACCAGGTAGCTCTCTTA 
AT CATT CTTAAT C AGATTTT CTTTAATTTGTAATATTG AAAAGCACT ATAAAACAAAAGGTCAAGTTCTGC C ACTC ACAAACTGTATCCTAATG 
TAAGCATCTTACCTTTTTTGCCTCCTTTTCATTTTTGATTGATTTCCTGCTAAGTAATTTAGATAATGATGGTGATGATGACAATTATAACAAA 
ACCTAATAAAAGATCATGTAGATAAATTGCAACTGTCAGTTTTTGTAGTGGAATCTAACTCAGTAGTTAATTATTGATAAATCTGATTTGGAAC 
TAGGACTTTTTAGTTATTTCTAGCTTTATAGTTGAGTACTATCATTGCTTTTAAGATTTCATGGTGGAGGCAACCTTTTTGTTTGTTTTTGCAG 
ATGTTGGTTATCAAACTTGTTGATTGTGGCTCTTTTTTTTTAAAAAAAAAATCTTTTTATTCATTTAATGTATATGAGTACACTGTTGCAATCT 
TCAGACACACCAGAAGAGAGCATCAGATACTATTACAGATGGTTGTGAGCCATCATGTGATTGCTGGGATTTGAACTCAGGACCTCTGAAAGAG 



AAACTAGTTCTATAGGCCAGGCTGACCAGCAACTCAGATACCCTCCTGTTTCTGCCTCTCAAGTGCTGGGATTGAAGACATATATCACCACACC 
CAGCTCATGGAGACAACATATGAAGCTAGCCACTGAAAATAGTTACGATCACAGAAGGATGAAAGGATAATGGGTAAAAAAAGAGGTATCTGGT 
GGGTACAGTGGTACTTGACTTGGGAGGTTATGGCAGAAGGGTGACCAAGTTCCAAGCCAAACTGAGCTATAACTGTCTCAAATATAATTAAAGG 
AGCCTTTCAGATGATAAGAAAAGCATGAAGAGGTTAAGGAATGTAGCTCCGTGTTAGTGTGTACCCCGTAGAATATACAAGCCCTATGTTTTAT 
TC CCAATATC AC AAG AAACAAAACATAC ACAAG ACATGTTACTGTTGTAGCATGCATTTTGTTTC AG AATGG AT C CAATTAAGTGGATACTTTA 
GTTACAAAGTGTAGGACAGAAATGAGGTCTAAAATGTTGTCTTGAGATAAACTACTGCTGAAAACTGTTTTAATTCAAGAAATTGCTTTAATTT 
AAAGAAGAGCTTTAGTTTTTAAAGGGAGGAAGAAGCTACTGGAAACAGTTCAGAAAGGGGAATTTATAATACAGAAATGGTTCTTGTTTTGGAC 
AATTGGGCAGCTTTTTATAATAAGATAGGTAGCCACAAAAGGCTGAGCTGTAAACCAGAATATAACGTATAAATTAGAACTTCGAGAAGGAATA 



TTCAAACTAAC CTAATAGAAAATTCCTCGTG ATAAAC ACTAAATGAGTTTTGTTTGTTT ATTTGT CTTGAAATAGTTACC CAGG CTGGATTTAA 
TTAAGATCTTATGGATTATACTTATGAATGTAAGTTTAAAATGTTATGACTTTCTGAGCACCCTTAGGAAATACAACCCTGGGACTTAATTCAT 
CTCTCTGACTTCTATATTCAAAATACATACATTCTTATCCGTTTGTCAATCATAATTGAAAGTTGTGTTCAATTTACCTTTATTTAATGCCTTC 
AGAGTGAGAGTGTGGTGATTCAGCAATTGGGATATACCAAAAAGCGGGCAGTAAGGTGTTTCTTGTAAGTGGAAAGCAAAAGTTCTCAAAGAAG 
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AGCGTGAATGGTTGTGTTGAACTCC^.GAAAATGATGGCTGTGTATTAATTCCTTATACCCAATTTATAGGCCAAAATTTATAGTAGATATGTTT 
GTATAAGGAAATCAACCCCCACCCGGACCTC(^CCCCAACGCTGCCCTTGTATATAGAGTTGGGTACTATCTGGTGTC^GGAATTC^CTACATC 
CAAGGTGGGCAAGTGTCCTTGTGATTTTGCTTAGTAGCCTAATGATGATGGACATTCAGCAGCCGCTATGCTTTAGAGCCTTTTGAAAACTAGC 
TGCTGTACTATTGTCTGGGAGACAACTTAAAGTTACCCGGAATTCTTTTATTTAAAGCATTTAAGCTTTATTTTGATGCCTGCTTTCCTTGTAA 
ACACATTAATTTCTTTCCTTCTGTATTGTTAAAGCCTAGTCATTCTCTTATAGGAGTGCCTGAGATGCCATTGTCTGTCACCCTGTCTGCTGCT 
TTGCATAGTTGGCAAATATTAGTGGCTAAGTTCTCTTCTCAGAAGATGAGCAGATTCTACCTAATAGTGTTTGGTTTTTGTTTGCTTTGTTTGG 
GAAGAATAGAATAGAATAGAAGTAATAGAATGGTTAATTTCATGACTGGAGACAAACTGCCTGAGTTGAACTCCTCATTTTCCCTGGACAAGTT 
ACTTAAGCATTCTGTGCTTTTAATTTCCAGATGTGCAAAGTTTAGATACCAGTATTCATTTCAGGGTTTTGTTGTAGCAAGATGTGTATAATAT 
TAGGTGGTAATAT CGTTGCT ATTTG CT AAAT ACTTT AATTG ACC AT AAAGT AAACTTT AAATTTTG ATGG CTT CCCAT AG CCAAC ATCTAG CCT 
TCCTGAGTATCAGACTCTGAGTTTTGCAGGAGTACTACTACTCTCTATATTTTTTTTCTAAAGATTAATTACTTTTCTAGTGCAAAAGAGGAAT 
GCTTTATTTTCCCATTTTACTGCCATCCCTCACTTGTCCTTTCTCATGCCTTCCTTCTGCTTAAGGTCTTTAAAGAAACCCTGCCATTTTTTTC 
TTTAGTTTGTTTAGCTTCTATGAGAATCATAG ACCAG AAGTTT CATAATTGTC ACCTAAGAAAT AGCATGGCT ATTTT CT CCC AC CATCTTT AT 
CATTAGTTTCTTCTCCTCCTCCTCTTCCTCTAACTCTTCCTCCTCTTCCTCTTCTTCCTCCCCCCTCCCTTCTTCATGATCATCATCATTAAAA 
TTCAGTTGTTTGAAGTATAAGTCAAGCATGCACATTATGAAAAAAAGGTTTTAAGAATTTTTATTATCCTTCTTTTAAAAATTATTCTTAGAGA 
TTTTGAAGACATCATTATCTATCACCTCTTTGTCTTTCTTTCTGCGCTCTCTTCTGAAGTGACCCTGAGATTTTAAAGGAGGGGGGTGCGTGTG 
TTGCGTGTATTCCATTTAGGGCTATGGATATTGTCTATTTACTTTCTTAAACATGACTTGCTTATTCAACCGGTGTGGTACAGTCTTACAGAGA 
AACATGAGTATTGAATCAAGGAGTCAACCTCTGTTCATAGCCATTCATTAGGATTTTTTTTTCTTTCAGAGTGCCTCATATCTGTGGTGTTAAT 
TTTATATTTCATCCAAAAGTGTAACCATTACAGAATATCCATGTAGGTCCTGAGCACTATGTTTTTCAAGTTCCTTCCTATGCTTGTTCCTAAG 
CATTTCTTTTATGTATTTAATTTCTAGAAGTCTTTTCATTGGTAAAGTTGGCCACTCTCTAGCCTCTGTTGTAGCCTTTGGTTGTTAAAAGTAG 
CTTTGTGACTTTGACATACTGTCTATTGCTGAAAAAGTGGCAAGATCTCCTGCCCAGGTGGTGCATGCCTTTAATCCCAGCCAGCACAAAGGAG 
GCAGAAGTAGGTGGATGCCTGACTTTGATATCAGCCTGGTTTACATAGTGAGTTTCAGGACAGCAGAGTTATGGGGAGAAACCCTGTCTTAATA 
CCCAACTGTAAATTATCTGAGTTTAACTAGTTCAAAATACAAACCTAGTTTATGATATTCCAAACAGATGGGTATAAAGGAGACTTAGTCTGTT 
TAAAAAATAAGGTTGACATTTCATCCGTTTTACTGTTATTGGTACACAAGAGGATTAATACTCCAGGAGGATCTTTGAGTTTTCTACATAGATT 
CTCATTAGGCTCCCTCTTCAGAGGAAGTAACAATTTGTGTGTTTTGTTTTATTACCCTAGAGTAGTCTTGATATACCATTACTAGTTACTGATT 
CTTTTAGTTTGGTGTTGTAATGAATAACAAAACTGAAATCTAGAGACTCAGGTTTGCATCCTCTGATTGCCAAAAGGTCATTTTTCCACTAAGG 
CAGATTAGTTTTCTAATAATTTTCATTAAGAAAGAGAATTGAGAAGAGTAGTGTAA^AACTAAAGGAAGACAGAGCCTGAAGCACTCTAATTAG 
CCATTTATATTTTCATAAGAAGTAATCACAAAGGTTTGATGTTTTCAAGTATTTAGAAAATACCTACTTGGTGGCAAGATATGTCAAATCTTAG 
ACTTAAGTACAACAGCATTTATATCTGAGGTTGAAGAGGTGGTTCAGCAGTTTAGAGTACTTACTACTTTTCAAGAGTACCCCATTACAGTCAC 
TTGCACCCACATGCCAGCTCACAGCTTACTCTAGTCCCAGGGGATCTGACACCCTCTGTCTTCCTCAAATACCAGGTGTGCATGTGGTACAGAC 
ATACATGCAGGCAAAACACCCACATACAATAAAC^^TATTTTTAAAAACGATTTAAGTGGAAATGTAATAACAATGTACAGGTTTTCTAAACT 
TCTAAATGGAAATACTAAGTTTAATCCTAGCATTGTCCTCTATAACAGAATTTGCATTAGTTTTTTGTCTTGTTTTTTTGAGACAGGGTTTCTC 
TGTATAGCCGTGGCTGTACTGGAACTCACTCTGTAGACCAGGCTGGCCTTGAACTTAGAAATCTGCCTCTGCCTCTGCCTCTGCCTCCTCTGCC 
TCCTCTGCCTCATGCTGGGATTAAAGGCGTATGCCACCACTGCCTCCTTCCTTCCTTCCTTCCTTCCTTACTTCCTTCCTTCCTTCCTTCCTTT 
CTTTCTTTCTGATTTATTTATTAATTTTATTTATGTGATGAGTACACTGTAACTGTCTTCAGACACACCGAAGAGAGCAGCATCAGATCTCATT 
ACAGATGGTTGTGAGCCACCATGTGGTTGCTGGGAATTGAGCTCAGGACCTCTGGAAGAGCAGTCAGTGTGCATCAGTTTTTTAAGTGACCATT 
TCTTCTGTATATACATTTGTCTAAAAGAAAATAAAACCTCTTAGAATTATTACAGAATTGAGTAAAATAAGGGTTGTAAGACCAAGTACAGCCA 
GTCAGGTGTGGCTTACACCTTTAATCTCCCAACAGGGGCCAGCAGGTCCCTGTGAGTTTAAGAACAGCCTGGTCTACATAGTGAGTTATAGGCT 
AGCCAGGCTGCATATTAAGACCCAATCTCAAAGACAAGCCAAAAACCCAAAGCACACACACCATGCACACATGCTACACACACTAGTCTGTACA 
TAATACTTTCTCAACATCAAAAAACAAGTGCAATGCTGTAAGGATGTTGTAAGGAGAAGATGTGTTCATCATCAAAATGCCTGCGATTGTTTCT 
GGAGTTTATTTTTATGTAAAATTTGTGTAGGAGACTAAGGGTTTTTGTTGTTGTTGTTGTTGTTATAGGTTTCTATAACTATTACTATAGTACC 
TTTATAATAGAAGCTAAACATGGTAATATCAAAACCATGCATATTATCATGTGTATGATATATAGTGAGTCTAGTTTTAGTCTTTGCACTATAT 
AAAGGATTTTTTTATACTGATAGAAACACATCATGAAAACACAATGAGTGGAATGATGTACTGTTGGTAAAATGTGGTCTCTGTGTGTGCCATT 
AGCATTCTGTGTGCCATTCAGCCTTAATGAGTGGAAGGTTTGCTGTGGAAACTTGCCCTTTAATGTATAGCTCATATAAGTAACAGCTAACGAG 
TGCTGGAGGAGAATGGAAATGAGGGAGTATGTAAACAATGCAAAGTGGGCCCTCCTTCCCTCCCATCTGTGATAGTGCTGGAATCCTCCTAAAC 
CTGTAGTCCTGTATCTGCTAGTCTTTACCTTCTGGTTAATTTTCTAAGAATTTGTTTTTTTGAGGCAGGGTTTCTCTGTGTGGCCCTTGGCTGT 
CCTAGAACTAACTCTGTAGACCCGGCTGGCCTCGAACTCACATTTGCCTGCCTCTGCCCACCAAGTGTTGGGATCAAAGGTGTGCACTACCACT 
GCTCAGCTTCAGTTTGTGTTTATAACCCAGATGCCTGTCTTAGTTATGGCTACTTTTGTGCATAGAAGTGAGTGTAACAGTAGGCGATTTGATA 
TGTATTCTGTTGCTTGGCTTAATTAAATGCCATTGCTTTTTGTCTTGTTTTTAATCTTCTTTATAGACAAACACCTTTTTTAGGAAAGTGTTTA 
AAGGAAAATTCTTGGGTCTCTTGAGATCATTGCCAGTGAGGCCAGCTTTTTCTGCTCTGAGTCAAACAAGTGGCAAATGAGCTGTGACAAATCT 
TATAGTCGTGACTGTTTCTATTGTTTGGGCTTACAGTTAGCAATTCTGCACCTGTGATGAACCCCTAATTCAGACCACTTGAGCTTGAGTTCTG 
TTTTGCTTAGCTGTGGAATAATCCAGCAGGGAGCAGGTGCCTTAACACCAAAGAAAATGACTATCCAGATTGTTCTGGAACATGTGGTTTTTGC 
TGCTAGTCTCTTGTCTTTATCTACATTTACAGTCAAAGGTATTTTGTATAGTCTTGTTGGGATCTGTCAGTAGTATTCTGGATGTGTACTTAAA 
ATAACAAATATTCCTTAATAGTTATCTTATTTCATATAACACAGTTTCCTCTCTGGTTAATCATTTAGATTGCATCCATTTTCTCATTTTCTTT 
TT CC CTTTGG AT ACT AT AGTAAGT ACC AAAAT AAAC AT CTTCCCT AAG AG AC ATTTCTAGAAGATCTTATATG AAC ATGTATGATCATTTTAAT 
GACTCTTGCCTTGTGATGTAATATCTTGCTTTCCAAAATAGAAAAATGTACTTTTACGGGGCTACTAATATGACACATACCTCTTTCAAATAAG 
ACTT AGAAAT ATGATG AACATAGACCTTGTC CTTG CTTTCAGGTGGGT CTTATTGTGAGGAAGAGGCCTG CAGG ATCTACAAACTTCATCTGTT 
TCTTCGTAGTTAGTGAGAAAGCTTTTAGTGTGTTGGGCCATTCAGTTTACAATGTTTTGTCCTGAGTCTGGCACAGTCAACAAATACTTTTTTG 
GGTAATTTGGATTGAGTCCTCTTACAGCAGTTGTGACTGTTGGAGATAGACCTTTCAACTGTATATTTTATTGTTAGAAAGTTACAGAAATAAG 
ACTAAACCTACTGTATATTCTACTACCTTTTAAAATGCTTGCAGAGCTTACATTATGTAGTGCTTTAGAGTTTATCCACCTGCTTCAGTAAGAC 




GAACATGCCAGCCTAATTCAGCAGCATAGATTTTTTTTTTCTTGGTCTTCCTCTTTTCTCTTTCTTTTCCTCTGGGAGGTACTGAGATTTCCAC 
CTGTGTGCCCTGAACTTCCTTCTGAATCTCTTAAGTTTTTTTGTTAATGAGAGTGGGAACTCCGAATTTCCATGTAATAATTAGTCAACTATGA 
AGGCATCCTAAAGAAGCTCTTGTTAGGATAGGAAACAGGTGACCATGTTCAGGATTCTAGCAACTTTATTTTTAAGGGACTTGATTGATTGCTG 
AATCAACAGACACATAAAGGGCCACCATCCCCCAGGTCTCATTTGTTCCATGATAACCTCATTATGGGTCATGAAGCAAGGTTATGCCATGGAA 
TCGTTTATATTTCCAGTTGTTCATGTGTTCCTAACACAGCAGTGCAGTTATACACTGGGTACATGTCTTTGTCTCTCCTGGATCACCATGGGCT 
CCTGTCCCAGCAGCAACTTGTACCTAGGAGCTGAAGGGAGATCAATACAAACTCCTTATGACTTTTAGTGCTTTCTGGTTACACTCGGTGAATT 
TAACCCAGGAGGTCCCCTCTGATACAGCTAGCAGTCTTTGAACCTTTTTTCAGGACTGTGTAAGCATTATAAGTTTTCATGGTGTATGGCTTTT 
GAGTTGATTTTGTTGTTCTTACTCTAGGCTAACTTTTTATGTCTTATTTTTAACAGTGAACATAAAGATTCTGAAAAGAAACACAAAGAGAAAG 
AGAAAACCAAACACAAAGATGGCAGCTCAGAAAAACATAAAGACAAACATAAAGACAGAGACAAGGAAAGACGAAAGGAGGAAAAGGTACAGAA 
CTTTGCCTTAAGGGGAAACAAGAGTTAAGATGTACTTTTATTTTGAATACTTTAGAAGTGGTAATGAAAGTAACTTTGTTATATCTACCCTTGA 
CCCTGTAGCAGACTTCAAAATTAGCAGG TAG TGCTATAGCAAAAACTACAACT AAAC ACTGGCTTCCTTGCAATG TACT CATTAAACTCCTCAC 
TCC C CAAAC AAAAAAG ATTTTAG ATTCAAT CTGTCTG AAGCT ATG AT AACC AAATT ATTTAACACC ATGT CTTTAACAATG C AATAAGTATGTT 
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T ATTTTATACTAC AGTGTG C CTATAATGTTTC 
TCTCCTCTGATTGAAGATTCTGGGGCTGTGTCTATACTTAGTTGATAGACTGACTAAGTTTGACTAGCATGAAGGAAGTCTTATGATTTCCAGC 
ACTACTACCAACAGTTGTGTTTGTGTGTGCCTGTTATTCTAGCACTTGGGAGGTGGGGAGATAGGGCGAGTAGAAACTTAAGGTCATACTTGGG 
CTACAGAGTGAGTTCAAGGTGATCCCNNNNNintfi^^ 

GTTTTTTTGTTTTTGTTTTTTAAAGTGAAAAAGAAATTTGTAGGTGGGCAATCATACACTAGAGAGGGCAGGAAATAGACTAGTCTATTTTATG 
GTACCCTCACCCCACTGTGAGGCTCGCAGCAAATTTTTGAGTAGTGGATATATTTATTGGGGAGATGAAATCTACTGTTATTTTAAGATTAAAA 
AGTTGCTGTTTTGAGGAAGAACTTTCTCGATTAATTTCACCAGAATTGTCAAAAAACAGCCCTGGGAAAATGTCTTTAGTTGACCCACTTCAGT 
TTTGCTAACAAGAAGAGTCAGTCCAGGATCAAGATGCTCCAAAATAGCCTGGCATGATCTTGCCATTCCCGAACACTCAATGACTGTGGTTATC 
AGCACAGGACACGAGCAGTATTGAGCCTGTCAGCATTCTGTCTTGGAGAAGGGTAGATGAGGTCTCrTCCTTGAAGACTACCATCCATTAATGG 
TTATTAGAGGAAGTTGAGACATTTTCTCAGGTGGTATAGTCACTGTTAAGGTGCCTATCTACACTCCTATAAGCAATTCTGATTCAACTCAGTG 
GGACATCCAAAAAGCAGGAAGAAAAGACAAGTGATGGCTGGGAAGGGGATCATTAGGAACGGGGAGTGAGTAGATCCGAGTACCTCATATACTT 
GCATATAC C ATAATGAAACCTGCTTTATGTATAATTAGTGTATG CTAACAAATTTAAAAT CTCC C AAATTGATGGTAATCTT CTTG AATAAG AG 
TTTTTTGTCTTGTTTTAGTATTAAAAACTTTCAAAGTACTTACTGAGAGGCTGTGGTTTTACCTTGCAGATTAGAGCTGCTGGGGATGCAAAAA 



CTAAGCTTTTCCAACATGAACTGAACTAGCCACCTTGACAATTCAAAAAAAGTCAGTATTAAGAGCACTTGACCTAGGCAAACTTTGGTTTTTT 
AATAGTTCTAGTTAGTGAGACTGAACAGCATTTATCCAGAAATCTACCAGAAATGGAGAAGGCTATCAGAATGAGGTTTTTTTTTGGTTTTTCG 
AGACAGGGTTTCTCTGGCTGTCCTGGAACTCACTTTGTAGACCAGGCTGGCCTCGAACTCAGAAATCCGCGTGCCTCTGCGTCCCGAGTGCTGG 
GATTAAAGGTGTGTGCCACCACGCCCGGCCAGAATGAGATTTTAAAAGTTGAGGTATATACATACCACAAAATTTGCTATGCTAGCATATATAT 
AGCTTATGGGCTTTTATGGTATTTACCTCACTATTTCCCAATATTTCAAGAGAAACTCCTTGGTAGTAATTATGGAATTTCTTAGTCTTAAATT 
AATTCCTCCTTTGTAATATAAGACATACGTAAACCCTTATTGGACTTAATTTTTTAATATAGTGTATATTACCTATAGGCTGTTTTTACACTCT 

ATATTCTGATGTCTTCCATGGAACCACGGAATGGATTTGTTAAGACTTGTTGAAAGCATTTGCCTTATTGACTGTAACAGAGTTTTAAGAGCTT 
TGGTTTGTTGAGACTTTGTATGCAGGTCCTTTAGAAAAAGAGAAGCAGGTGCCTTTTATAGGGATATTTTACAAA'TGGTGTAAGAAAGCAGAAT 
AATAAAGTTGAGTAAGCATTCTACAAAGTACCCTAGGAATTCTGTTAAACAATAAAATGAGGCTCACGATGTCTATTCTTTGCCAAGAGATCCT 
GCAAGATATGAATAGATTATTTGAACTTTCGTCATGAATTCACTTAATGACTTGGGGGATTAGAAGGACAGGCGTGTGTGCTTTGCCCCCGATT 
GTCGTTGCTGGCCTGCTTGTCAGCAGTGAGTCCTGTAGAGAATCCAGATGCTTCACTTGAACTTCATCTTCGAAGTGTGGTAACTCACTATTTG 
CTTTCACACACGACACTTAGGATGGGGCATTAACTTTGAACCATTGGATGTTGTAGTGTCTTCTTTGGATCTCCAGGGCTTTGTAATTGAAGGC 
GAAACAGCTGTAGAAGTGGCATTTAGGAATTGGGGAAAATGTGCTGGAATAAGAAGAGCTAATCTTTTTAAACCTTCAGATTTTGTTGCAAGCA 
AACTGGTTTTAATGCTTTTAGAAAGAAAGGAGAATACATTATCTATACTTCATGCTGTGAATATATTTTACTGTTGAGACTAGATACTTACACT 
TCAGATCCACCACTTCATGAATGGCAGCTTTATTTTGGGAGGCCATTTTCTTTACTGAGTTAAGTCAGTGAGGTCTAATTTGAAGAGATGTAAC 
AAGCCAACCTAGGAAAGAACATTCCAAGGTTTCTGAGTGTTTGTCCGTGTCACCGGCAATTCTCCTTCCCCTTCCCCTTCCCCCATCATCATCA 
TCACTACCACCACCTCCTCCTCCTCCACCACCACCACTACCAGCATCACCATATCACTATAAGATAGCTGACATACACGCTCCCCTATCTCATT 
ATTAGTAAATGGCAGAGTCTTCTGAAGTTCAGAGTGGGTTGAACCATTACATAAACCAAGACGAACCTCCACTCCTGCTCGTCCTCCTTAATTG 
TTGGAAGTGTTGAAATTACAGAGGTGTGTACCCAACTTAATTTAAAAAAGAAAAAATTAGATATTTAAATTTTACGTGTATGAGTAAATGTTTT 
GCTCATATGTATCTGTGCTTGCCTATTTCCATGGAGGTAAAAATGAAGTGTTGGATATCCTGGAGCTAGTTATAGGTGATGGTGAGCTTCCTGG 
TGAGTGTTGGATAAATCTGGGCTCCTTGCAAAAACAAGTGCTCTATAAGTGCTGAGCCATCTGTCCAGACCCCCAGTTTATTCTTTCTAGTTAG 
TACAGGTTTCATAATGTCATTGTACTCTGGCTCATAAATTCTCTAGATAGATAGAGATTTTGCAAAGGAAAGAAAATGTGACATTCTTTTCTCC 

CCTGTGCCTAGTCACTAAAGAAGATCCCCTGGAACTTGGGTCTATGCTTTCTGGAAGATTAGTAAGTGCTCCTAAACATTATGCCATCTCTCCA 
TCTCCTTTCATGCCACATTTTTAAAAATTGAGGGTTTTTTGCATAATAAAGAAAACATGTTATTTCTTCTATTTTTCCCTGCAAATAACAGAAT 
TTTATTCTTTATGCCTGAATAAAATTCCATTGTGTATATGCCATATTTTCTTTATCCATTCATCTATTGATTAGCATCTACACTGGTTCTGGAT 
TTATACTATTATGGATTTACAGAGAGATCCATGTTTTATGGTGTACTGACAAAGCTTCTCTTGGGCATATACCTAGGAGTAGTATAGCTGGGTC 
ATGTTGTGGAAGACCTCTATAGGATTTTCATAGTGACTGTACCAGTTTAGATCCTCAGTTGCATTTTTTTTTCACATCACGTTTTATTACTGAA 
GGAATTCAGGGCAGGAACCTGGAGCTAGGAGCTGGCGCAGAGGTCATGGAGGGGTGCTGCTTACTGGCTTGCCTGTCATGGCTTGCTCAACCTG 
CTTTGTCAGTGCTCAGGAGCAGGAGCCCAGGGGTGGTCCTACACACAATGGACTGGGTTCTCTCACATCAATCACTAATTAAAATGCCCTACAA 
CTGTATCTTTAGGGAGGTATTTTCTCAGTTGAGGTGCCTTCGTTTCCAATAACTGTAGCTTGTGTCACTCAGGTGGACATTAAACTAGGCAGGG 
CACCTACTTTATGTTATTTAACACAATTCTGACAATTTAGTAATCCTTAACTAGCTGCTTTGTTCTCTCTTTAGTGCGCCACGAATTAAAGATG 
AACCTG AGG ATG ATGGCTATTTTG CT CCTC CAAAAG AGGATATTAAGC CATTGAAGAGGCTTCGAG ATGAAGATGAGTATGTATTTCTT C C ATT 
TTGATTAAAGTGGAACATATAAAGAAATTTCAATTTTGAAATAATGTTTGTTGCTGCCTGATTAACAATGGTAAAATTGGAATCAACCTTGTTC 
ATCAACAAATGAATGGCTAATGGACGTGTGATCTGTGGGTGGATAGTAGAATGTGCTGCTCATCTCTATAGAAACATGAAATTAATAGTTTTAT 
AGGAATATGGATGGATTTAAAATATGTAATAGCAAGCAAGGTCATATAATCTCAAAGAAAAAAACTCACATTCTCTCCTGGAATTCTACCAATA 
CTTTGAAGGAAGAGAATAGGAAAGGCTAAGTAATTGAAACAGATGAGGAAGTACTGAATGCATTATAAACGAGGATATAAAGCTAATTGTTTTT 
CTACTTCTGTTTTTATGTGGAATCTTCTTTTTTTCCTCCCCCACCCTCTTTTTCCCCATTTGGTGGTAGATAAGGGCATAAACTACATTCAGTA 
TTGAAAATGTAAAATTGAACAAAGCTGTAGAACTTCATTCTGAGTGCCTGTTTAAAATATAAATGTTC^^ 

ATGGTAATTTGGAAGAGTTTATATATACATGTGTGTATATATATATATGTATATATAAATTTATAAAAAATTATAAAATTATAAGAAGAGATAC 
TTCATAATTTTTATTTTATTTATTTTTTGTTTGTTTGGTTTTTTGTTGTTGTTTGTTTGTTTGTTTGTTTGGAGACAGGGTTTCTCTGTATAGC 
TCTGGCTGCCCTGGGAACTCAGAAATCAGCCTGCCTCTGCCTCTCAAGTGCTGGGATTAAAGGCATGCAACACCACCACCGGACTACTTCAACA 
ACGTTTAAAAAGAAAAGGCCAGAGCCAGGCATGATGCCACCGCCTTTAATCCTATTACTCAAGAGGCAGAGGCAGGGGATCTCTAAGTTTAAGG 
C C AG CCTGATCTATAGAAC AGGGTCTAGG ACTG C CAGGGCTAC ACAGAGATACCTTGT CTTGAAAAAATAAAC AAAAC AAAAC AG AAGGGAAAA 
TCTGTTTTAAGAATAAATATGTGTATATCTATAATTAATAATAATATATTAATTGGCATTTGTGGTTAATGGACTAATTTATGAGAAGTGGGTT 
TGCTAAGCAAATTAATTTATGGGTTATGTGTAATGTGTTTTTTCTTACTAAAAAAATAATGCATATTTATTATAGATATTTCAAACTATTTCAA 
AATAGAATTAGTGACGGGTAAACTATTTTAGATCCTTGGGAGTTTTTCAGTTTTGTACCACAAGTAAATTGAGAAATATTAGGTTAGGGATATA 
T AGCTC AGTTGGT AG AATGCTT ATCT AC CAC AC AAAAAGCC AGGGGTTG ATC CC AG AACCTC ATAGAACT C ATACAAACCT CATATACC AACAT 
TTGGGAAGTGGAGGCAAGAAGATCAGAAATTCAGTCATTTTTGACTACAGAGTGAATTTGAGGCTAACTTGGGCTACATGAGACTCTGCTTCAA 
TTCTTTTTCCTTCTAGGATCTATGCCTTTTGATATAAGGGAACCTTCAATGTACAGAGATAGTGAAGTTGATATTGTTATTTAAGGCTTACATT 
TAC CTC CAATGATAATGTATTC CATTTT AC TAGTTTTGAGTATTATATTATATAATTAT AT AAT ACTT ATT CT ATT CTATG AG AT AGTC AC AGG 
ATTTAAGATGGAATGGCTGAGGCTGTAGCACAGTTGATAAAGTACTTACTTTACAAGCATGAGGACGTGAGTTTGATCCAGAGCTCACATACAA 
ATTTCAGGTGTG CTAGAG C ATG CTAGG ACTTGG AAAGGC AG AGACCGG AGACT CC CTAGGACTG CTGGCAATTTAG CTT AGCTTACTTAGTG AG 
CTCCATGCTCCTGAGAAGCCAGGTCTCAATGGAGCTTGAGAATGTTCTTTAGGAGGACAGTACAAGTTGTCCATTGGCTTCCACATGAATATGA 
GCATTCAGACGTGTGTGCACTTAAATAACATTTAAAAATCAAATAATGGCTACAGCTATAGCTTAGTTGTTAAGAGTGCTTGCTGTTCTTCTAG 
AGAACTCAAGTTTGTTTGCCAGCATCCATATTAGGCAGCTCTTTATAGCCTCTAGTCTGTTTCTGTCTGTCTTTTATATTTATTTCACTTTTTA 
T ATT ATGTC ATGATCCTGAACATTTAT ATGTATAC C ATATGCATG CCTGGTACCT AC AG AAG CCT AAAG AGTT CATC AG ATT CTTTAG AACTGG 
AGTTATAGATTGCTATGAGCTATCCCATGTGGATGCTGATAACTAAGCTGAGGTTCTCTGCAAGAGCAGCCAGTAGTCTTACCAGCTTGAACAT 
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CTCCCCAGACCTTAATCTCGTCTTCACTACC^TTGAATTCCTATCAAGAATAACAGCAGTCACCTGCCATGGACACTTTTCAAAGAGTTGGGAG 

ATCCTAATTCTATAGGTGAGATCTCTTGAGTTGTAGTTGCAATAACTGCATATTCATGTTCTGCTTTCTAGTGCTGATTATAAACCTAAGAAAA 

TTAAGACAGAAGATATCAAGAAGGAGAAGAAAAGAAAATCAGAAGAGGAAGAGGTTAGTAAAAGTTTTTGAGGCATACATTTATTTGTATAAAA 

TAGCCTTAAAAAGCATGAGATTATTTTTAATTGTGGGTATCATGATGCACATGTGGAAGTCAGAGGACAGCTTTGAGAAGTCGATTCTCCTGGA 

AATTGAACGGGGGTTAAGTTTGACAGCAGGTACCTTTAAGTGCTGCATCATCATCTCTTATGTCCTAAAATAGATCTTGAGGCCAAATGAGCTT 

TAGAAAATTTTTGGTTTGTTGTAGTAGTTAGAGTGGGGAAATGTTTTGCAAACAAGTTGTGGTTGTGCTGAGTTTGCCAAGATTTTGAAGTATC 

CAG ATTACT CG C CACCCTTG AGT CTATTCATAGCCTG CGTTGATGTTG ATAAAGTATG C CACCTGTAGGTATG CAG AAAAATGTTC ATAAGG AA 

CAACTCTGAAAATTCTGTCTTAACAATATTTCATGACCAATGAAGCATGCTCTTTCCTCATTTTAAATAAATGTAGCTCTAATTTAATCAGTGC 

CCTCTTGGTTGTAGGATGAAATCTAAGCACTGGAGTACCTTTCCTCAGTCTGGCCTTTGCATGTTGTGCCTTGCTTCATTTTGTCCCTCCTGAG 

CTCACCTTGCTCTGGCCATACTGGGTGCCTCTGTTTGTTTTTCACACCAGATTTTGTACTTCAGATTTCGGTGTGTAGTACATGTTGTTCTTCT 

GTCTGGAACACACATTATTTATTCCGTTCTACTGTTTTATAATCTTCCATAATTTCATAACTTTAGTTCAAGTACTTTTTTGCAAGGATCCTAT 

TTGGTGCTTGTGGTAGATATAAATAGAATAATGTAGTTATTTTCTTTATTTTTTTAATTACTTGTATTTACTTGCAAGAATTTTTTTTAAAAAA 

ATCAGCAATTCTTTAGGCTCTTAAGTAGAGTTCTTAACTTTATGTTCATTCTGTGAGGTTAATCAATGTTGTGGACAAAATAGGCTTAAATGTG 

GTTAGGTTAAAATGTACCAGCAGTCATAATAGTGATAATGGGGCATGGGCTTTTGAGATTGTTATCTCAGGGTGAGTATGGTGACACACACCTC 

TAATCCCAGCACTCAGAAGGCAGAGGCAGGAATACATGAGTTTGCGTCTACAAAGACCTTGTATTCAGGAGGCACAGAGAAAGTAATTTGATCA 

GTTATGGTGACTGCAAAATTGTAATCTCAGTACTTTGAAGAGTGAGATGGGAGAATTATGAGATCAAAGTCTAGCCTGGGCTACACAGTGACAA 

CTAAATATGCCATTTATTAAGAACTTGATATGCAGGCTGGAGAGATGGCTCAGTGGTTAAGAGCACCGACTGCTCTTCCAAAGGTCCTGAGTTC 

AAATCCCAGCAACCACATGGTGGCTCACAACCATCCGTGATGAGATCTGACTCCCTCTTCTGGTGCATCTGAAGACAGCTACAGTGTACTTAGA 

AATAATAAATAAATCTTTAAAAAAAAAAGATTTTAAAATTTTTGTATATGAGACCCGCTTGTACCATGTTTGTCTCAGATGCCTGCAGAAGTTA 

GAAGAGAACATCAGAGAGAGAGAGACAGAGACAGAGAGATAAGGAGTTTTACTCTGTGACTCCTGGCAATCCTCCTATCTCCCCCTTGACTATA 

GGTATTTTTAGACTCGAGCCACCAACAGAGTATTTGAATGGTCTTGTACTTGCACACTTGTATTCCTCATTGTTACTTAAAATGCAATAGCATA 

GCATTTGCTTTTTTCATCCTTAAAATAATACTTAAAGACCTTCAAGTTTATTACTACTTTGATTACCATCTTATTACAGACTCACAGGATATTC 

TCTAGCCATTTTCATTCATCATATTCTGTTGGTTTTTGTTTGTTTGATTTGAAAATATACTTAGGGTTTTATTTTGTTCAGCAGCAGTTATATA 

AACTTGATCAAATGGAAACTGATTTTAGAAGTATCTTGATTATTGCTGGAAGAGAAGAAACCAAATAGTTTCCATTGCATAAACCATCTTTCAT 

TGCTATATAAAAGTTACCAAGTAAAGGCTCATGTGATGCTGAAAATGTAGATCAAAGTTAGGTTCTTCAGAAGAAAGTAGATTCTCTGGAGTCT 

GCCTCTTTACCTGTTGAGTCACATTTTTGTTGGGATGTGTTTTGGATTTGTCTTACTCTTGGGTTTGAAGCTTTTTTTTTTTTTTGTTTTTAGA 

GTTACACACCCACGGTTGACCTCAAACTCAAACGATCCCTTTGTCTCTGTCTCCTGAATACTAAGATTGAAGGCATATGCTATCCCCAGCCTAT 

TTTGTGTTTTTAAGATTGGAATGTGGCAGTCTGTCTTTGAACTCCTGTGGCTAAGTTACTACTGTTTAGACACACAAAGACAGGATACTCTCAA 

CTTCGGTCTCAACCTCGAACTTCATCCCCTCACTCCCTTCCTTCCAATTCCTGTCCTACCTCTCTCCTAACTTTGCCTCTCATTTATTGTCTTA 

ATCCACTGAGCCCACTTAGTATTTTCTTAGAACATGGGTGTGGTGTGAGCATAGTTAGCCTCTCAGGACCTCAATCCCTGAAGTAAACAGACTC 

TTCCCTAACCTAGCAGTAAAGGTTTTTTGGGTTTTTTTGGGTTTTTTTTGGGGGGGAGGGGGGGAATAGGGGTTCTCTGTGTTAACCCTGGCTG 

TCCTGGCCTCAAACTCAAGAGGTCCACCTGCTTCTGTCTCCCTAATACTGGAATTAAAGGTGTACGCTACCACTATGCCTGACTTTTTTTTTTT 

TTTTTTGGTATGCTTTTACTATGTATGTATCATGACAGTTCCTGCTACAGCTTCCTTTAGTGCTAGAATCAACAGGTGTGCACTATCATGCTTG 

AG C AATAGT AAC TG AAT C AC AG AAAT C TC C T T T CAG AT C AAAT AC T AAATTTT T CTT G TAT TTCTTTTC TAT ACT TT G TT AT ATT T AAAG AG AT 
TAAAGATGAACACACTTTAAAATAAATGAAGAAAATACCCTGGGATTACTGTTAGTTCCCCAGGCTTTCCCTTGTGAAATTCCTAAATAATTGT 
TTGCTAGAGGGACTGCGGGAAGTATTTACTCAATTGTAAAATATCAATAAATTTTTCCCTTGATTTCGGGGAGGAATTAGATATACGATCTTTT 
CCAGTTCCAGGACTTCTTGTTCATAGTTTTTCTTCCTAGTGGCTTCCAAAAACAGCTTCCAGGCGTGTAAACAATCCTGATTTAAGTGCTTTCT 
GTTTTTTTGTAGGATGGTAAACTTAAAAAGCCCAAGAATAAAGATAAAGATAAAAAAGTTGCTGAGCCAGATAATAAGAAAAAGAAGCCGAAAA 
AGGAAGAGGAACAGAAGTGGAAATGGTAACATCTCAGCACTGGGTTAAGATGTCAGCACTTTCACTGTGCAGCCCAATTAAACAAGAGTTGAAA 

tattaaggttaatttcttgacatttgatggag'aagtacttacagactcttttgaagaacagataagttttcagatcctagtaatttaccagctc 

TAAATCTAGTGGATCTCAAAACTAGTTTCTTCTCATTGAATCGGATTGAATATAGCTTATATATAGAAGGGACTTCAAAATGAATTCATTCATT 
CATTCATTCATTCATTCAATCACTTCAAATTGTACCTAGTAGTATTATAATATATCAGTGTATATATACTTTATGTAATGTTTAAATCAGGCTA 
AGTCTAC CTAT CTCATAATACATTCTATCTTTATGCTGAGAACTAC CAGCATACTTTC CTGTGT CAGTTTATTATTGCTCTTAGAAATGTATTC 

CTCTCAACTGACCTCATAGAGCCAAGTTTACTCAGATTTAAGAAAAGCATGCATAAGCTTAAAGTGTACTAGAACACCTGCTACTCTTGCAAAG 
GACTTATGTTTAGTTATCTTCTCATAATCCTCTATAGCTCCACCCTCTTCTGGACAAACATCATCTTTTTCCCCAAATAATCCATCTTTTAAGA 
CAACCAAAAACAAGAACAAGAATAATTCTAAACAGATAATTCTTTACCAAAAGACTTGGAGAATGGCCAGTTCATCACCTATGCTAGGTTGAAG 
TTTCAAGTCTTTGGGCAAAGAAAAATGTTAAAAAAGAAGCTAGGGATAAATAATATTGTATAGGAATTACTGTTGAAAGACCAGGACTTAACAG 
TCTTAACAATGACAATGCTTATGCAATACATACATGCATACATACATAATTAAGAAACCTTAAAGAACAAGCATTATCATATCTTCTCCAAATC 
AGAGTCTGTTCTTCATTCTAGACAGCTTCCAGAAATCTCTAGTTTTAGATTTTTATCTACAAATCTTTATTTTTCATAAATTATATAGTCTGTT 

CCCTTAGCCTCCCAAGTTACTGGAACTGTAAGCCAATCCCAATCCCATTATGTCCAATACGGAATTCTTTGTGTATTATATTAACTCTTTATAG 
GATTTTTAACTTCTGAGCTATTTTCTATTCATTTTTAGACTGTTAAACTTTTTGTCTTTCCAAGGAAACTTTTTTGTTTTTTTTTAAATAAAAC 
TGCTACCTAACTTGAATTTATAAGCCTACCCTTCTTTAGTTGGTGCTGGTGTTGGACTGTTAGAAGGCCAACACTACAGTTTTATTTGTATGGT 
AGTACCGGTCTGTTTAAACTCAAGGTTTTGTGTTTAGTGATTCATTGAATCTTTGCTTAAATGGTAAGGAAGTTGTTATTTGTCCTGAAGAAAA 
AAAACATGTTGAATTTGGAGGAATTGTGAAACATGGCTTGGAATCTTAATTTCAAAACAATGGAGTTGATGACAAGAATATAAAGGGAATGGTA 
TTCTGAATCACTCCCCGGTTACTATATGACTATTAAAACAGATGAGTCACTTGTAGGTGCTTTCACATGCTTGCAAACATTTTTCTCTGATTTG 
GAGAGTAGTAAATTTGAAGGTTAGGTAGTTTCTATCTGGGCATTTGACATCAGCTAGTATAATAACGTTTTATCTGTAAAGTGGTTGTTGATTA 
TACAAAGTCTTTATTGTTCCCTCTTTTTGTTTTTCGAGACAGGGTTTCTCTGTAGAGCTCTGGCTGCCCTGGAACTCACTTTGTAGACCAGGCT 
GGCCTCGAACTCAGAAATCCGCCTGCGTCTGCCTCCTGAGTGCTGGATTAAGGGTGTGCCACCACGCCCGGCTTATTCCCTCTTTATAAAATCT 
TTAAGAAAGAAAATAATACTTCTTTCTTACAATGTAATTTAGATGTATATTTACATTTTGTCATCTTATTGTAAATAAGCTGTAATGAGAAACT 
GTACATCCATTAAGAGGCAACAAAAAGAAGTTTTGGTGGGACTGAAATAGAAAAATTGGAATCTTGGAGAGAATATTGTATAGAATACAGGGAG 
GTACGTCTACCAATACTCAGCTTTCCTTTGTCCTTACTGCTGTTGCTCAGGCTGGCCTTGGGTTCCTGGCTTTTTTTCCTTAGCCTCCCAAGTT 
ACTGGAACTGTCAGCCAATCCCATTATGTCCAATATGGAATTCTTTGTGTATTATATCAACCCTTTTTAGGATTTTTAACTTATGAGCTATTTT 
CATTATGAGTTACCTCTTTTTTTCTTGAATATTGCATTTGATCCATAGGGTTTTTTGTTTTTGTTTTTGTTTTTTAAATTTTGATGTAACCCAA 
CTTATGTGGTTTTGTTGCTGTTACTTTTATATTTATTGTATCCAGGAAGTCACTGCCAAATTCAGTGTGATGAAGCCATTCCCTCTTATTTTCT 
CCTAATGTCCAAATGAGCTTTAGTTTTTATAAATTAGAATTTTAATTCCTGATTCATATAGAGTTAATTTTTGTATATAGTATAAAGGACTTGC 
CCCAGTGTCATTCTCTTCAAACTCCAGTGTTGAAACTCTGTCATCTCTAACCATAACATGATGATAATTCCTGTTTAAAATGACTTGCCAATAT 
ATGTTGACAGTAATTTTATATAACAGTATTGTTACAGCTTAAACGGATTCATTTATCTCTTACCCTGTGATTCTGAATGTTTAAAATATGGGAC 
TTGGAATTCATGGAATTAATTAACAGCAGAACAAGGCAGAACTATCCCAGCACTCAGGAGACAGGCAGATCAAGTTCAAGGCCAGCTTGGTCTA 
CAGAGCTATTTCCAGGACAGCCAGGACTACACAGAGAAACCCTGTCTCAAAAGACAACAACTACAAACCCAAACCAAAACAGGAATCCATAAAA 
TTC CTTTTGTGTAGAAGTAG C AGTAATAAGTTTG AG AAATTTAAAAGTAGTCTGTATGTATC AG ATGGATT C TTTTACAACT CTG AG AGGGGTG 
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GTAAG AT CTGTTTATC AGTGTAAAGGGTGTGTTAGAGACAC ATC C ATATGTAATG C C CAAAATC AGTAG ATTTGTACTTGTAAAATACTGGATC 
TCATTGGTGAATTTATAAAAAATAAAGTGACACAAAAAAAATCAATCTGATGTTATAGTTCTATACAAGATCAGTTTTATAAAGATAATTGCTA 
TAATATTTATTGAACTTTCACATCCaAAACTAATTTTGAAGTGATCAGTAAAAGTAGAAATGTAATAAATTTTAATAATTCTTTGTATATATTT 
ACAGTTAATTGTTTTTATATGCTTAATTTTTTTAAACTTTTTTTAAAGATTTATTTATTATTTATTATTATATGTAAGTACACTGTAGCTGTTT 
TCAGACACACCAGAAGAGAGAGTCAGATCTCGTTACGGATGGTTGTGAGCCACCATGTGGTTGCTGGGATTTGAACTCAGGACCTTCGGAAGAG 
CAGTCGGGTGCTCTTACCTGTTGAGCCATCTCACCAGCCCCCTATGCTTAATTTTTAAAAAATAAAATGTTTTAGAAAGATATTTATTCTGCAG 
TTTATTTAGATTTTTGTCAAGTATCTACGGGATAGTTCCCTGTATTTCAGAAGTGCCTTAAACTTAGTGCACCTCCATTAGAATCTCCTCAGTC 
CTCTTGCGTTTGTATTGTTGGTTTTCTTGAGTCCAGGTCTTACTATGTAGCCTTGGCTGTCCCAGAACTCTACCTTCTGCTGGTCTCAGAATTC 
CACACTCTGGAACTGAAGGCATCCAGTCTGGTTGTGCTTTGAATTTTCAAATAGGGCTGCTTTGTTCTAAACTCTCACCTGCATGTGCCATCAG 
TTTAGTAATGCCTCTTTTGCATGTACCACTGTGGCATATTTTATATATAAATAGTTTT'ATATGGGTTTTTTGAGTGATGGATGGTCTTTTAATA 
CTTAGTATCTCTAAATTGAAACTGTTGAAATGAAATTTTTTTAATTACCATATTCTTTCAGTTTGCTTGAAATTGCTGCTCTTTTCAGTGAGAC 
ACAGCCTTTGAATGGGCACCACAAATTGATTAGTTAATTATTTTGAATTTAATAGGTGAGGATCTTTTTACTAAGCCAGGTGATCACTTAATGA 
GCTTGTGCCTTGTCTTTGAAAGGTGGGAAGAAGAACGTTATGCAGAAGGCATCAAATGGAAATTCCTAGAGCATAAAGGGCCTGTCTTCGCTCC 
ACCATATGAGCCTCTGCCAGAGAGTGTCAAGTTTTACTATGATGGTGAGTTATTTCAGGTTGTTTGAATTTTGGCTAAGAATGGTTTGTTTCTA 
TTCAGGGTTAGAAAATGAGGGCACTGCCTATATTGCACAGTCCTAGCTAGTTATTTCACTTTGTTTTATTGTCTATGTGTGGCTTGGGAAAAGG 
AATCTCAGGTGTTTAATTCAGAAGGACCCCTTTGCTGCTTGAAAAATATGAAAAAGGGGGCTGTTAATGTCTTATCTGTAGTCTAAAAAGGTTT 
ATCTGTTTGGCTCACAGCCTATAAAATACACATTGAAGGTTTTTATTTTGAGTGTGTAACTCAATAGGAAGCTGTTCTGTATTGAGTTCTCATT 
TAAATAGTAGCACTTAGTGATAATATAGTATGCCAACATGCTGCTTATCACTAGAAATTGTATTAGGAAAGGATTAGTGGCCATCATTCAGCTT 
ATAGGTAAGAAACCTAAGCTATGTCACTCTAAGTAGTGCAACTGTGCCTTTGACAGGTGAATTTTAAAGAAACGCTCTGCCTAGGTCTCTTAAT 
TTTATTTTTTTGAGACATTTCTAACTGTGTAGCCCTGCCTGGCCTGTAACTTGATAATATAGATCAGCTGTCCTTGAATTCAGTAGATGTACCC 
ATCTGCTCCTGAGGCACATGCCACCTTATCTGGCCTCCTTGGGTCTCTTGGAACTTTCTAAAATGTCTGAGAGTTCCACATCTGTGTTTTTGTC 
CTTGGGTTGAGGGATCTGAGAGTAGCCTCTCACAATCCTTCGACTGACTGTGTATCAGGTAGTAATGTCCAACTGACTCCTTCATTCTAAGAGT 
TCTGTCCAGAGATGCTAGAGTTCGTTCTCAAACTCTCTATGTATTTATAATTCACCAGGTTAATAGATGAGAGGTAGGACTGGGTGTTTATGAA 

TTTTTTTTTTTTTAAATTTATTTATTTATTATATGTAAGTATACTGTAGCTGTCTTCAGACACTCCAGAAGAAGAGGGCGTCAGATTTTGTTAC 
AGATGGTTGTGAGCCAGCATGTGGTTGCTGGGATTTGAACTCTGGACCTTCAGAAGAGCAGTCGGGTGCTCTTACCCACTGAGCCATCTCACCA 
GCCCCTTGGTGTATCTCTTTAACCGCCAGCAATGGCTTTAGGAGCATAGATGCCTGTGGGTTTAGGATGAGAGGGGTTTATTAGCATCCAATAA 



ttttttgagataaggtctcatttttgtagtcttagctggctttgatctcagaggcctgcttgtctctgcctgagtgctggaattaaagattccc 
atcactgattactaataatacccaacctgataccttatttttacaaacacacccccacataccgtcattctccaaaatctaggggtgaaaaaaa 

g ac acccaagt c ccag atagatagagactactgatttaatctatgtagg aagtcagtgg c ataaaac acttggtggtgtgactgg c aagttttt 
ag attagctaac c agtttgac c agaaactgt aag ac ac cct acac actag atcattc ctg aagatttacg aaaat acac aaatttaaactt c ct 
agtgaagagaaaaggccttaagaccttgaaaaagacaattgctgtattctgtagcctgacctgagctcactaactttagacagctcgctggaaa 

gtccctacctctagtttccttttctctgttggtcctcctaggatttcctccctttggttataaaactcctccaaataagtcaagagtgtttgac 
ttactagtgcaaactgataagtaagtactggtaggcaggacattgctgccttgccctggacttccccctggccgcctctgcacaggacatgagt 
tggctgaagcacagaattgcagccgctgttaaggacctgccatttcaactctgactcaacagtttctttttgtttccgggagctcaacttttcc 
cacaaagtactacgatgattgctgggaacctacacaccctccaccactccggtgctatagctgttacttaatccttccacagcccatttaaaac 
aaatcaagtaggttctttgtgggtgggacaaagccagtgcagtgcaaaggctccccacccaaaataagaacactattggggaatatttagttta 
tgaaaacaaacataccagggaacacattccttaaaatttccttatctatttttattttttgttttgagatgctgattttgtagctgagaccagt 
ttcaaatgcacaatcctcctttcccagccttccgaatgctacaattataggctactgctaccttgtctttttgcccccatttgtttgtttgttt 
gtttgtattcccctccattatatttgaatcatgttgctgttttgctggcaactcttgttcagactgagtggggaaaacaggaaacaccttactc 
aaaaaatccttttccaacacagaatcttgagtgtgctgaggaagagctacaccacctatttgccttttaggttatgtcttctaagctgataatg 
tacctgtagcacaagtttgttttgtgatgtattccctatgtttcatacagtctggttgagcaatactacccattatgagatgagatgtctctca 
attattacaatgagtaggcttctggttaagttttagatttctgtaataaattttaattcttttgaattattattagtacttacatagttgtaag 
tgtgagatattaatctcatttagaatgcagcaaaatgctattgtggcataaattgtttctatataatattataaagttgatttttttttttttg 
agaaaagatagaaattggccctaggagtgcaatattctctttgaatattttgtagattaagcttttaagtacttttctttcactgtcagttatg 
atctatctgaggacacaaaatcacttccaggatttattaactattgtagtggctttccttgtgaaccacaggcttttttggacagtctttacat 
atacttacttgctgcctaacccaccctcacctcatgctgtggaatgattagactttcctgaaagaagtgagttcctggtgctattcccagtgtt 
tcaggtgcatgtgtacctgtatttcactctgaatacactagtgctccaaaagtgcttttctggctgggaggctggctcagtgggtaaagtacct 

ggaagtggagacgagaatggatgagtccgtgccagctagcctctatatatatatatagcagtgaacaaagagaccttatctcaaaataagatgg 
aaggcaaggactgacacctaaggctctgaccttccatgggtactgttgtAcacatacaaccccacacatagacatacagtgcagtttttgattc 
taggtataggactgaggcccaaaacttggtatttataacaaacttgcttgtgatggttttggtctgtgaactacttgagtagcaaggttctaga 
ggaaggtcttatttacgctttttatgtgggaaatctgggcttgcctgctatgaatatatattcttattcatattccacccacgtaactttgaag 
aagaaagatgcctatttcttttccccacaattcctttcttccactccctgcccctatcctttcctccccttcttgaacagaggctgcttagctt 
agcagtggcaggagtccttctgaggatttgatttttaaaaaccattgaagaggtgtaaaggaccctgcttgctgaaaggaaaaggaagagtggc 
tgggccttccccaggtcatccctgtcctgagcaggcacctgggaacaattaactggcatagtctccaaaaaaagacccaggtaaatatctacta 
aag ag aaggagaaatttttaagtagatct ctg acagtatgttactctgttgttgttat cactgtgtgtcag cagac ctttgtacaccttgg aaa 
ggtg agccat cagtcatgac ct ctccagtgtt cagtgc acatag aatatgaatagtgtgcct cactgtttggaac catttt cttc cttcaggta 
aagttatgaagctgagtcctaaagcagaagaagtagctacattctttgcaaaaatgcttgaccacgaatatactactaaggaaatattcaggaa 
aaattt ctttaaagattgg ag aaaggtattgtggc c c atgtgttcatatcttaatcatttataaaagtgctg acttagaggtatagctcatttg 

TTAATGTCTTGTTTGTTTAAAAAATGCAAAGTATAGTTTAATGTATATCTTTTTTCCCTTACTATTTTAATGTGGTTTTTGTTCAACAAGAATA 
. TATCCCTTCTCAGCTTTCATGTGACTGCAGGAAGGAGCTTATCAGATTAGGTTAAACAGAAAACCTCAAATCCAGTTGAGCAAAGGAAGCATTG 
TTTCTGCAGGGACTGTCCTCTGATGCCTTTACACAGGGTCAGTCTGACCATCTATTCTGTATTGATATAAAAAAGTACCATTGTTTTCAATTTG 
GATAATTTTGAAAAGAGGTTGAATTAAAATTCACCATCCAAGGGCATTCTAAATTTAATAAGAGCAGATTAGTGTGCATGGGAATAAGAAAGTA 



ATGAGTAATTTTCTTTGATAAATGACTAATGATATTTTATATGAAACTAATCATCTTATAACAGAGCAGCACCACTCCCCAGAAGCAATGGTTA 
TTGAGGTTGGCTTCCCTTCTAGACACCTTTGATTAAAGGGGAAAAAGGATGAATTTTGAAGAGACAGGAAGACTTATTAATATATTTAATTTTC 
TTAACCTTTTTACTCAATTAGGAAATGACTAATGACGAAAAAAATACGATTACCAACCTAAGCAAATGCGACTTTACACAGATGAGCCAGTATT 
TCAAAGCGCAGTCAGAAGCTCGGAAACAGATGAGCAAGGAAGAAAAATTGGTATGATCGTCTGCTAAACTAGAAAATCTTGGATAGTGATTCTT 
TGTATAATTTTTTGCTTCTTGTGACACAACAGTGAATTCATTACTTTTATATTTTTCTGTGTTAAAGATTTACTTAGTAAAGTATAATTACATG 



595 



WO 03/039484 



PCT/US02/36071 



SAGRES DISCOVERY 02-31 



TATGTGTTGTGCTAACTGGCAGCTATCTGTGTTGGCACATGCCTGTAATCTCAGCATCTAGACTTGAGCAAGAACTATGATGTGTCCACAAAAC 
AAACAAAATATTGCATTAGACTTCTTTAAGTTCATTTTATCTGTAGTTTTCCAAATCACTGAAAAAAAGTGATTCTGAAAGTGTGCATTAAATT 
TTACACTTTCACCATCAAATGCATGTTTTATGGACTTATCCCCTACCACAAAATAAACCAAAACAAAATCCATGACAGTGTTGAAACTAAAAGG 



CATTTAAAAATACCTAGGAAGGGCTCAGTTGGTACAGGGCTTTCCTAATGTGTGTGGAACCATGATTTTGCTTCTGAGCACTGCATAAAACCAT 
GTGTAGTGATGGTACATGCTTAGAGTGTCAGCCCTTGGGAAGCGGGGGATCAGAAATTCACTGTCATTCTCAGTTACATAGAGAGTTTGAAGAC 
ATCTGGGGTACATG AG AC CAG ATACTTAAACT AAGCTACACTGAAAATAAATGACATTTATAAGTCTATAC C CTTTGTAATGAAGATTAAGTGT 
TGAAG C ACTAGTTCACTGGTAG ACACAGTT CTGTAATACTACAAAAGACAAAAGTTG AGAATCTTATTTGTGTAAAGTC AGTTATT CTTGATAG 
AT CTTTTGG CAGTTTATTTTATATATCTGTAATAATATATGTACGTTTAAAATACACTAG AC ATTTTCCTAT ATTTTAGTTTGTTT CTGAGTGA 
" TTTTAAACTTTACCTTG AT CTTTCTTCTG C AAGAGATAAAAATATGTAATTCTTAG CATGTAGGAGTTTG AATC C ATTTTGT ATACTTCCTTGG 
T CTATTTTAG AAAATCAAAGAAGAAAATG AAAAGTTATTGAAAGAATACGGCTTTTGTGTAATGGATAAT CATAGAG AGCGGATTG CCAACTT C 
AAGATAGAGCCTCCGGGGCTTTTCCGAGGCCGAGGGAACCACCCCAAGATGGGTATGCTGAAGAGAAGGATCATGCCTGAGGACATCATCATCA 
ACTGTAGCAAGTGAGCACAAAACTCTTTAGGGGGGAGAAGTGGGTGCAGGGCTATTTCCTCAAGGCTGGTTATTGGGACTATTCCTAGTGTTAT 
GAGAGCGGTGCAGCGCTTGCATGGGCAGGTCTCCCAAGTTTGTTCAGGATTGAGGGCAGGATGAGAGGGGACATGGTTTGTCACTTTTCATTTC 
ATTTTCTTTCTGAATGGTTATGTTCATAGAGACG CAAAGGTTCCTTCT CCC CCTC CTGGACATAAATGGAAGGAAGTCCGACATGATAACAAGG 
TTACTTGGCTGGTCTCCTGGACAGAGAATATCCAAGGTTCTATCAAATATATCATGCTGAATCCCAGTTCACGAATCAAGGTAAGCATAAATCT 
AGGCCACATCCATTGGTGGAGCTAATATAGTAATCTCATTCTCTTTTGGTTGTATTGTAATGTGCTTTCTAGACTCATTTTAACAAATGATACT 
CATTTCAACAAATTAAAAACCTACCCTCTCCCTGGCTTCATGGTTAGTTAGCATTACCTAGTAAACTCTTATTAAAGATGTTTTACATTTGTGT 
CCTATAGTAATCTTAGCTGTGGACATTCTCTGAAATCCCATTATGTTCTGAGTGAATGCATGTGGTAATAATGGTTGTGCAGGTGCTACTGTCT 
GGTGGTCAGGATGTGATGAAGTGGCTAGTAGGCTTATGTGAGAAATGTAGATACTATTTTTCTCTAAATATAGAGACAACTATAGGACCTAGAG 
CTTTATATACTTTATGTTTTCTGATAAAACATACTTTGTCTCATCTGAGTAGGTTCCTTTAGGTTGTGATTGAAATATTGCTAGCCCACCATGT 
ATACATACT C AATTGTTTT CAATTGTTAG ATTTACTGAGAGGG ACTGTCTCTGAT CTTGTTAGCC AGGTAGCTATAAACTCTGTGTTCTTTAG C 
ATTTTATAAGCTCCTTCCATCAGACTTTATGGATATATGAACTAO^AATAAAAGAGACATTGGGTTCACAAAAAAACAGCCAAGAAAATTGGCT 
CTGTGTAGCCTATAGAACTGTTTTCCATTGAAGAGTCTAAAGCTAAAGAAACCCTTGTTCCTAAGGATTTAGCTTCTGTTAAGATCCAAGAGTC 
ACAGATGAAAATGCTATGTAAATTTACATGCTTTCTAGCTTATATCCTGTGTTCTGACATGTGTCTCTACCTTCTTAATGAAAAATACCATCTG 
GATACTTTCTTCAAATAAATTGGAAAATAGTATCTGTTTCAGAATAAGAAAATAATCAGAAGGGAGAACTGAGACTCCTTTATTCCTTTCTTCC 

GTGTTAGAAGAAAGGTAGTCGTTCTTGTACATAAGAGTAGTTATTCTTAACATCAGAATGGACTTTTTAAAGGAAATTAGATTAAAATGAGCTC 
TTTAAAGAGGTCTTCTAAATAGACCCAGGTGCTTATGGACAAAAGAGGAAGGTAAGTTGGTCTACAGGGATGTGACAAGTACCACACAGTGTCA 
AGTAGGGCTGGGGAGGAAGCTCAATGGATAAGAATCCTTTTTGTAAAAAAGACCTGAGTTCACCTCTCCAGCACCCACATAAAGCTACACATAG 
CCATGCAGACTTCAGTGTTGGGAACTGTCAGAAGCTAGGAGCTCCTGGCTGATTGTGGTCTTCAGTTTCTTAATCAGGTGGAGGGGCTAACGAG 
ATAACTCAGTGGCTAAGTGTACTGGCTATTTTTCGTGATTGCCGGTGTTTGATATTCCTAGCGCCCATACATACAACAGTATGAGGTAGAGAAT 
CTCCTCATGCTTACAGAGTTGTATGCCTACATGCATACATACATACATACATGCATACATGCATACATACATACCACACCCTGTAATGTGCATG 
TACCACATATACCACAACTACCAAGTAGTAGTGGTTCTATATATAATATTATTAATATACTAAATGTCACATTAATGGTACATTCTATATATAT 
ATATTCACCACAGTCAGTATATTGTCAGTCTGTGATGAGTATTATTTTAGTGTTAAAAAGCTTTTCATGTAAGTTGACATTTAATAACTATTAC 
AGGCATATATTCACAAATAAATTTAGTCTGTGGGAATTAAAAAAAAAGTCCTACATCTGATAGCTGGCAACTCTTCTCAGTCTTCTTAGAATGT 
AATTTAGATCTCCAATCTCATGCTTTCCCATGACATCCTGGTGTCAAATTGTGGCCAGTCTTAAATAACATGCCCAAGAAGACGGTCTTCTGTT 
CCGGGAAGAGAACCCTTTAAGGACTTTGAATGAAGGCTCTCTTAAACATGGGTTACCAATTTCAGCAAGATTAGCAAGTTATTACACCAATAAA 
TATAAACTACGAGAAATGCTGCTGCACAGAAGTATCAGTACCATTTAAGAGCATACCTCAGTGCTCAATCTTAGCTCAGTTTCAGGAAAGGCTT 
TTCCACAAAGATAATATTTAAGGTTGTATTTGTGAGATGAATAGGAATCTCATTTGCCACTGGAAAGAAAAACAAAGGGAATTAGCATTTCAAA 
GAGGGAATGAG AACTTTT C AAGTTT CTG C C ATGAGAAAG AG CTCACGTGTTTGG AGAAC AGAGTGCTTTG AG CAGTAAGAG AAATG AAGAAGGC 
CCCGCAGAAGCAGACAGGCCAGGACTTCAGTTCCAACTTTTTAAATGAGTCTAAAAGGAAGCTACCGACCTAGACAGACGTAAAGAAGAAAATA 
GGACTGGAGTGGTGACATAATTGATAGTTTTGACTACTACTTGGTGTATGTAGCCTGTATGTATTGAACACAAACAGGAAGTTAGGAGGCCTCT 
AGATAGCTCTTCTTCAGGCAAGAAACTGTAGTGATCAAGGCAGGTGATAGCAGTGAGAGTGGAGGAAAAGGAGTAGATTTCAAGTATGTGGCTG 
TTGTGTCCT CCTATAGGCAAAATCAC AGGAAACTGTAGTTCTC AC AAGAGTG AGAT AGATACCTGCTAGG CAAGCC AGAGCAGCAC C CCAAGG A 
CAGAGGTGCTTAGTCTAGGCAGTAATAACCAGATAACTGCATAGTAAGGATTTTTCTAGGTTTCTTCAAGATGGTTTTGACCGTAAACTTGAAA 
ATC ACCC C ATGATAGAATGCTTGACTTGATAC AACTGGG ATGAG ATTCC AAG AGTAGTC ATC AC AGGTCTG GAAAGGTGGAACTG CTGGCAACC 
AGGGGTGAGGAGGCAGTGCCTGTGGCTTCTTGCAGTTGCTCTCAGTCTTGTCATAGGCTCCTTCATCTAGCAGAATAGCAGTGGCTTCAGAGGG 

GGGAGGGGGCATGGGGTTGTTGTTGCTGTTGTTGTTTTATAGGCTTCTTTATTTTTATGTGTGAGTATTTTGCCTGCATAATGCATGCATACTG 

TTTTATGTCCCTTGTGTTTGCAGAGTCCAATAAAAGGTATCAGATCCCCAGAACCAGAGGTAGTTAGGGACAGTGGCAAGCTCTTCATGGGTGC 

TAGGAACCAAATGTACTTCCTTTTTAAGGGCAGAGAGTGCACTTAGTCTCTGAACAATTTTTCTAGGTCTGAGTTTTCTTTTAATGAAATAATT 

CAAATATGTAAG AATGT CTTGTCTGC CATTGT CAG ATCTTAG C ACTTTGT C C AATATACTCAAATC AGTTAATTAAAAAAACTACTCTTG AAGG 

GGGGTTGGTGAGATGGCCCAGAGGTTAAGAGCACTGACTGCTCTTCCAGAGTTCCTGAGTTCAAATCCCACCAATCACATGGTGGCTCACAACC 

ACCTGTAATGAGATCTGAAGACAGCTACAGTGTACTTACATATAATAAATAAATAAATAAATCTTAAAAAAAAAATACTCTAGTGGCATAGCCT 

TTATTTAACCTAATACTTGGGAGGCAGAAGAGTCGCTTTGAGCTGGGCATGGTGGCACACGCCTTTAATCCCAGCACTTGGGAGGCAGAGGCAG 

G CAG ATTTCTG AGTT CG AGG CC AGCCTCGTCTACAAAGTGAGTT C C AGG AC AGC CAG AG CTAT ACAGAGAAACCTGT CT CAGAAAG AAAGAAAG 

AAAGAAAGAAAGAAAGAAAGAAAGAAAGAAAGAAAGAAAGAAAGAAAGAAAGAAAGAAAGAAAGAAAGAAAGAAGAGAGAGTGTGTGTGTCG 

TTGAGTCTAAGGCTATCCTGGTTTTTGTAGCAAGTTCCAAGCTAGCCAGGGCTACTAGGGAGGCCTTGTTTTTTTTTTTTTCCCTAGATTCTGA 

GAGATTTCACATGTTCCATCAAGTGTTACCATGCAAATATACACATGGAGGATTTATGGGTGGCACTAACTGTTCATAAAACCAAAAACTTGAA 

GTAGTAGGGGGGCATGGGGGACTTGAGGAGAAATGGATGATAGATATCATTTTATTATATAAATGTATGAACATTTCAAAAGTAAAGATAAAAT 

ATGTGGCAATTCAAATTATTTTTTAAAAGCTGGGCATGGTAACACTTGCTGGTAACTCCAGCACTGGGGAGATGGGAAGGGATCCCTGGGCCTG 

GCTTGTCCAACAGTCTGACCTAAGTGGTGAGTTCTGGGCCAGTGAGAGACCCTATTTCAGGTACAAGCCTCTGAGCAACCAGCTTGAGTTTGTC 

TTACTCACAAACTCAAAGTATATTAGCAAATGGCATCTTCCTCAGTACAGGTCCTGTGAAGAGTTAAAAGCAAATGACTCACTTCCTGTTCTGC 

CTATATTATTGAGTGGATAAGTATCTACATTTAAAAGAAGTATGGTGGCCACTGGTTTATAACTATCACTAACTAGTTTTTTCTCCATTATGGA 

GAAGTTGC CAACTAGGGAAAGAGGAAAAGG AGTC AG AGACTCCTACAAT ATCT ACCTTTGTTTTACC AAACTG ATTTT CTACTC C ATACTAGTA 

ATGTGCTGATGTAGTAATAGAATTTGAGGGAGCACATTTCTGCCAGTGTCAGGAAGGTACTTTTTATGATGGCTTTGATGTGACTCCCTGGAAG 

ACCTAGGTGGGTATTTTTTAGAAGCAGTCCTAAAGGGTTTTGAGTCTATTATCATTTTATAGGTTCTGATCAGCAGCGCTGTAAGCCACCAGGA 

TAAGCGTATTTGGGAACTAGCCCTTGCCTGCTAGCCCTTCACAGGATGTCTCCTCTTCTTGATCCTCATCCTAGTGTTCTAGAGAAAACTTTGA 

TTTGTTCCAGGAGGCCAATCATGTCAAGGAAACACTCTTTAGTGGTTTCTTCTATAAATTACTTACTTGACTTTCTCAAACTTTGTCTGCCTGA 

CCACAACCAATGCTTATGTGTTTTGTAGTGGTGAAAAGAGTCCACTCCTGGCTAGATAGTGTATTTTAGTGAGTCTCTCAGGTGTCTTGGTGGT 

GGTTTATGTAAGAAATTGTGGTAGAGGTACACCTTGCTTTGTAGCTTTGTACCAGGAGGATAGCTTGTATTGTACATTTTCTAATTTATTCTCT 

TAATGTCAAGTTGGACTTAGAGAAATCAGAGAGAAATTTTCAGCTTCCTGAAAGTTATTGAACCCCTTGTTTAAAAGCCAAACAAGCCCATACA 
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AATAGTACACACTCAGTTGTGAGGAAATGTTGACGACTCCCTAGCACATCCAAAAAAGCATTACTTTCTGAGCATTTGTTAAGATCTGGAAGTA 
AGCCTTTTTATTCCATGCACCCCCATGCTTTCATGTGGTCCTATGGGTTAGGTCCTTTTGTCTTAGGTGGAAAACAATATACAAAAAGAAATCA 
CTACCATCTCCTCTTTGTTGTAGGATCTTTAAATCTCATGTCTGTGTAGGGGCATGTGCGTTTGAGTCCTGCAGTGTGGGAGGCATTAGATTCC 
TCTGG AG CTGGAGT C ACAGGTCACCTCTGAT ATG CGTATTG AGCACAAGTCTTCTGG AAG AGAGC AGC ATGGGCTCTCAATTGATAAGCC AT CT 
CTAACCCCAGATTCTTAGGGGATTTTCAGCTTGTAAAATTCTGCCTTGTGGAATTTTCCTGATCTTTCTCACTTGACATTATTGATCCTTGCTT 
TC AAGTC CTTTT CTACT C AGGGTGGTAAC AG AAATCTTTTGTTGTTTAATATC AGT CTTTATTTTTTTT ATAATATTTTTTATTTAGTATTTAT 
ATATTTTACATAATGTACAACTCCACAGTTCCCAACTACTACCAGATTCCCTACACACATCATTCTCTCAACTGTGACTCAGTTGAAATAGTGG 
TGTCCATATATGCATACATAGGGGCTGTCCAATGGGGTGTGGGAAAGCTACCAGGTATCACACCTCAAAAGAGACCACTACAAATACACACTAG 
CAGCTATCAAATGTCAATAGCTCCTCAGCTAGGAGTTGGGGTTTATGTATCCCTCCCCATTTCATGATGGAATGTTGATACTGTGCAAGCAACC 
AGAGCAGTTCCTGAGTGCAGTGTGGCCCTACCATGTTTAGAAGACACCTTGGCCCCAGTCAAGTTTGTACCTCTTTAAGTCTTTCCATCACCTT 
TTCCGATGCTTCCTGAATTTTGAGGTCAGAGTGTGTGATGTAGGGGTTCAATTCATGCCTGAATATTTCACAGACATTCTGTTCTCTGTAATTT 
GACCAGTCGCAGCCCTGGTATTAACCAAATCCATTGCACAACTCTTCTGATGAGGACCAAGTCTGGGGGTGTACAGATATGTGTTTAGAAAGCA 
GCCTGGTGC CATGT C CATTTAGCAAAGTCTCATCAGTG CTTTT CTTAACC CAT CAGACCTGTGAGTTC C CCAGCTATAGGTTCT CAGATAGGTT 
TATATTACC!AAGCACGTGTGACATTTTCATGGGCTTTAGGATCAGATCTCAAACTTTATGCCAAAAGCTCTTTTGTTATGTTTTTAAAGAAGCC 
AGGTAGTCGTGGTTGGTGTACACCTTTAATCCTAACATTTGGAGGCAGAGGCCAGCAGATCTCTGAGTTCAAGGAAGCTAAATCTATGGAGCTA 
GCTCTAGGACAGTT AGGG CTATATAG AGAAAC CCTGTCTTGAAAAACCAAAG AAAG AAGG AAGGTGTT C C CAGAAACATTTTTTTTCTCAGT CA 
AATCAGAGACCATTTTAAATGCAGAAGTGAGAAAATGGTGAATAATTACGCCTATTCATGGAAGCTTTTGTCTTCCTTGGTAATTACATGTTGT 
TGTCTTGGGTTCTGTTTCTTTGATAGGTCCCTGAAACCGCTATGGCTGTCTTGAATTTAATGGAATTCAGTGCTAGCAGAGAACTGGAGCATGC 
ATTCCACAGCAAGGCTGTGGTGCTTCTGAAGCAATGGAGATGCTTACATCCTTTATGTTGACAGAAGTCAGTTTGGGGGCATGCTTGGTGGATC 
TCACAAGAGTGGGAACCATTTTTTAGATAGGAAAGCTTTCTTAGCAATTATACAGGACGGAGTCAGTAGAATAGCAAGTATTCTTGTCATGTTA 
CATGCCCCAGACTTTCTCTTCAGTTCTATGCTTTTCCAGCTTTGGTTAAAATCAGGTTCCTGTTTTGGGGTTCAGAGCTCTAAATATTCAATGT 
GTTGCTCCACTGCAGGGTGAGAAAGACTGGCAGAAGTATGAGACTGCGCGGCGTCTGAAGAAGTGTGTGGACAAGATCCGAAATCAGTATCGGG 
AAGACTGGAAGTCCAAAGAGATGAAAGTTCGTCAGAGAGCTGTAGCACTGTACTTCATTGATAAGGTGGGGACATGTTCCTTTATCCACATTGG 
ACAGTTCTGTTTACAGGTATAGGGAATGTCTACAGTATAGGGATCAGGAATGTATATCTGCTGTGTGACTTATAATCCAAATTTACTTAAGTAG 
GAAGAGTAGATGTGGATACAAAGAAAGAGGCATGTACAGTATGTTGGCTATTGAGCAGTCTCTATAACAAGAGGATCTGCATAAACTGAACATT 
ATTAGTTAGTTTGTTTGTTTGCTTGTTTTTGGTTTTTCGAGACAAGGTTTCTCTGTGTAGCCCTGGCTGTCCTGGAACTCACTTTGTAGACGAG 
GCTGGGCTCAAACTCAGAAATCTTCCTGCCTCTGCCTCCCAAGTGCTGGGATTAAAGGCGTGTGCCACCACTGCCCGGCTGTTTGTTTTTTTAA 
TAACTGTGATGCTCAAGATTTTTGACCATAATCTGCAAAAGTACTTACTTTATGTCAAAATCCAACATAACAGTTTTATTTATGTGAAATTAAA 
T CGAAAGTTG CACAAAC CACTGGTTAACTAGTAGC ATTGAATT CTGGTGGTT ATTTCT C ATTTC ATTCTTTTAG AAAATGACAATTATAACCTA 
TACAATTCTTAAAAAAGTGTGATTTATGATAATTGCAGTTTGAAAGATAGTTTTTTTAGTGCTCAGATTTTTTTCTTCATTTTACACTTAAATT 
TTAGCCCAAATTCTGAATTCACACAAAATTGATAAGTTTTTAATCTGACTGTTCTCATGAAAATATGGTCTCATTTGTTGCCTTGTTTTAATTT 
TTTTCTTCTTCTATCTCTACTCTAAGGATGGAGTAGAGAAACTTGGGTCTCTGGGTATTCTGTGACTGACCTACCTACCTACCTACCTACCTAC 
CTTCCTTCCCTCCTTCCCTTCTTACCTCCCTCTCTCCCTCCCTCCCTCCTCCTTCCTCCTCCTCCTCCTTCTCTCCCTTTCTCTCTCTGTCTCT 
CTCTCTCTCTCTCTCTCTCTCTTACTCTTTTATTTGTTACTATATTTAAGTACACTGTAGCTGTCTTCAGACCTGAAGAGGATGTCAGATCTTA 
TTACAGATGGTTGCAAGTTACCATGTGGTTGCTGGGCTCTTAACAGCTGAGCCATCTCTCTAGCCCTGTGACTTTCTTATGAGTTGAGTTTCTA 
AGTTATGTAGACTGATGTTCATTCCATCTACAAAATTGGGGGCTTCTGGTTTAGAGTGTCATTGAGATTATATGTGGTCTATGTTTCTTCACTC 
ATCTCTTTCTGAACAACTCTGTTCCCTTTCTTGCACAGCTTGCTCTGAGAGCAGGCAATGAGAAGGAAGAAGGAGAGACGGCAGACACTGTGGG 
CTGCTGTTCACTTAGAGTGGAACACATCAATTTACACCCAGAATTGGATGGTCAGGAGTATGTGGTGGAATTTGACTTTCCTGGGAAGGACTCA 
ATCAGATACTATAACAAAGTCCCAGTTGAGAAACGAGTAAGTTCATGTGGCCTGTGCTTCTTTCTCTAGCTTGCTCTTTTTACATGTTTGTTTA 
TTCAGCAAATATTTTTTGAGGGCTTTTGCATGTTCTGCATTTTGATGAGCTCTAGTAAAATTGATCTCAAAGAAAGAAAAGAGATAATATTTGG 
TATATGGTGTGCCTCATTTCATGCCTGCCCTGCAACCTCTGCTACATTGCTGGGAACCTGTGGCCATCTCTGGAAGCAGTTTATAACAGAGTCT 
GCAG AG AGTTAG C CTTTATAGCAAACTC AATGTT AAG ATTGAAC ACAGCCGCTTTAGTG ATTTAAG CATC ACAGCATCTGCTGATC ACTTGTTA 
TCTTGTGGTTTTTCTTAGCCCCAGTCCAAGCCCCAACTGAATAAAATGGTAATCTTTCAGTTCTCAGTCTCTGAGCTCATCTCTGTAGACCCAT 
GAGATAGACATAGGTACCTACTACTTTCGCCCATTCGATAACAGTGGGTGCCAGTTCAATCGAGTAACTAGGGTAAGCATAGGTTGGCTATAAG 
GGAGTGTTTTTGTTCTTAGGAAGTAGATGCCAGGATGTTTGATGCTAACAAACATCCTATTTGAGTTACAATATATACCACAAATGGCTGAGAA 
CTGATACTTAGGTATTTATGTAAATTTACACATGCAGAACAAGAATTTGGGTATAATATATATAGGTTGTCTTTGTACCTTTTCTCTTTTTTGA 
AAGTTATTGTGAGTTTGAAATTATTTCTAAAAAATTTTAAAATAATAATTGGACTTGTTTTAGGTTTTTAAAAACTTACAACTGTTTATGGAGA 
ACAAGCAGCCTGAGGACGATCTTTTTGATCGACTTAATGTGAGTAAACACAGGACACTAGGCTAAAGTCCAAGGCAATCTCAAGCTCCTGGGGT 
CAAGAGTTGTCAAAGGGTATTTGGACTGTCCATTCAGTCTAGATTGTCCAGTGACATTCTACATATCCCTCCTCCCTTGGGGCACTCAGTCATC 
TGTAACCAGCAGCAGACCCTCCCTCCTCCCACCCTGTGGGTGGTGCTGTGGATTCCTACCAAAGCTGCAAGGCAGAGGGAGCTGAGCTTTCCAT 
GGATCTTCCCTCTTCCTTTCATCCTTTCATGCTTTCATGAGACGCCCAGCTGCCTTTGCTACAGACCTAAGGCTTTCACTTGCTTTCTTTACTG 
GGAGAGATATTTATAAGAAAGAAAAAATTTGTTGTCTTGAACTTAAGATTAAAGTACTTTATAGAAAGGCACTATGCAATCCTTCCTGTATTCT 
GGAATTATTTTCCCTCTTTGCTAACTTCCTCTGTG AAGG ACAGGACAGTAACTGGCAGGATGGTGGCAGCACTGGCACAAGG ACT CCTAGTATT 
CACTGTAAGGGAAAGGGTGATTTGGTGTTTACCTCAGTTCCAATATCCTCTTTGTTGTCGTGTTTAATGCAGACTGGTATTCTAAATAAACATC 
TTC AGGAT CT C ATGG AGGGCTTGACTGC C AAGGTGTTC CGT ACCTACAATG CCTC CATC AC ACTACAGCAGCAGCTTAAAGAG CTC ACAGCC CG 
TAAGTAATACTCTGTATGGTTGTCCTTGGGATGGTGCCAGTTTCCTTCTCTTCATTCTTTCCCGCCAACCTCTTGAAGAGGCTTTGCTGTCTAA 
GCAAAACCAAGGCCTTTCTTCCCACTGCTGCTGCAAACTCTAGATTAATCTCATAGAATACTAACAAGAGCTTTGCATCTGGTCTAAAAATTTT 
TATGTTTTATCTGTGTTACTTACAAGCTCAGAGGGTATAGGCAGTGGTGTTAAATTGGGGAGAATAGAGTTGTCATGGTTACCAGAAAAATGTA 
GTAGTAAATCTTTTTCTTTTTTTCTTTTTGGTCTTCATAATAGTATGTAATAATTACCTCTGGGACCTTAGAACTTCTTTTCCTCTCCATTTAA 
AACAAACTGTCACACTGTAGCTAAAGGCTGGGCACATTCATCATGTGATCCAAGCTAGTGAACCTTCTGCTTCAGCCTACCCACAGCTGAGGCT 
GTAGGCAACCCTTCTGCTCCTGCCACTTGAATTTCCACTGCCTTCTATAAATGTATCAAATGCTCTTAGACGAGCCAGAGATGGTATGCTGGAG 
ATCAGTAATTAGGATTGGTTTAAACAGTGGCTAAAAAGCCTGGATGTGTTGGTGGCAGCCCAGCACTTGGAAGCAGAGGCAAACAAATCTCTTG 
AGTTTGAAGCTAGCGTGGTCTATAGAGCAAGTTCAAGGACCCTGTCTTAAAAGAACACCCCATCCCCACTCCTACCCCTCC^CAAAAAAGAAAG 
AAAGTCAGATCCCTAGAACTAGAGTAATAGATGAAACCAAACCCAGGTTCTCTGCATGAGCAGCAAGTATTTTTTAACCACTGAGCCTTCTCTG 
CAGCCCCTGCAGTATAGCTTAGGATCCCTTCATCTCATTCTCCTGTAGTCATTTCTTCTAGCACAGCTGCAGCATTTGCTACATCTGCCTAGTA 
AGTGGGAGACAGGGAATAAGAAAAGCAGTATAAAGGTCTGGGGGCTTTGGGTTTTTGTTTTTTGTTTTGGTTTGTTTGTTTGTTTAAAGATTTA 
CTTGTTTTATGTGAGTACACTGTCACTGTCTTCAGACATACCAGAAGAGGATATTGGATTCCATTACAGATGACTATGAACCACTGTGTGGTTG 
CTGGGAATTGCACTCACAACCATCTGGAAAGCAGTCAGTGCTCTTAACAGCTGAGCCATCTCTCCAGGCCCAACTCTTGAAGTTTTTAAGAAAC 
AAAACCAAAAATATAGATTTCCCTGTAATGTAGACAAGCTGGGCAGTAGTTATAGCTATTCAGGAACTTAGCAGTTTAGAGACCACCTGGACTT 
CATAATGAGACCTGGACACAAAATCCAGTAAGGGTAAAGAAAAATATAAAAGAGAGGCT(^GAATTCCTCCTGTGACAGAAACTCATTCAGGTT 
TATGTAGAAATTTACTGCCTTTGACTCAAATGTTGACCTTGAAACTTGGTTATGATAAACTGAAGGTTTGTAAAAACATCTAGAATGCATTTCA 
TGTGTATATTCTTGGTATACAAACTGACCCAGTTACTATTATATTTCTTTGTAGCTGATGAGAATGTACCAGCGAAGATTCTATCTTATAACCG 
TGCCAATCGAGCTGTTGCAATTCTTTGTAACCACCAGAGGGCGCCACCAAAGACCTTTGAGAAGTCAATGATGAACTTGCAGTCTAAGGTATGG 
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TGGGTCCAAAGGTAGGGTAGCAAAGGGAGTCCATGTCTGATGTCTTCTGACAAGCAGAGGCTTCTGGAATCTGACATAGTATGGCCTGGGATAA 
CAGCAGGCTAATCTGGGTCGGTTTAGAAAGATTTTTTTTCAACAAATGGAAATAATTTGATAGTATCATTGTTTTTTTTTCCTAAAATATTTGT 
GCTGGAGACACAAGTTCTGTATGAGCCACTTTCTGTTTTGAAGTGCTAACTTTGACATACCACTGAATTGCTAGTTGTTGTCCTTGTTATACTT 
AGGGAAAATGGAAATCTTCGTGGTAGAATGCTTGCCTTGTGTGCAGCATGCTCTGGGCTCCATCCCTAGCATGACAAAAATAAAGTCTCGGTGA 
TCTGGCTAAGAAACATGACAGAAAGATACAC CTCAGTGGCAGAACCCACCTTTGCTTGTCTACCATATGTGAAGCCCTGGGCTTGATCCCCAAA 
GCAGAAGCAGGGGAAGGGAGAGGAATCCTGTTACATTGTTTGAAGTTTAAAAGATGGTGAAGCAATGGGATTTAATTCGCTCCTAATCCTAGAA 
CAACTATTTACATCGGTTGAGGTGTGTCAGATATGAGTGTGTCAGGTTGTGCCCTATTGGGAGAGACTGATACGAGAACAAGTTGTTGTTTCTC 
TCTCGGCACTGGCTGCTTAACTATGCATTTAAATCCACAGTGAACATGTTAAAACAGACACAGAGGGTTACAATGGAAAACATTTAATACACAC 
AGTCTGTGG CTTAGGAATAAGTAT C CT C ATTT AAG ATCTTG AGGTGATCCTAAC AATTATAAAGTTTAAG ACAATG AT AAT AAAAGTG ACATTT 
C CAGAGTTCTGCAAC ACTGC AATG C ATAACAGG AAAGTATT CACCATCTGTTGG CAATAGTC AC AAG ACAAGTTATTTCTTTG G ATTCTTGCTC 
ACAGTTAAAGAGGAAATAATGTCAACTAGAGAGTAGCCAAAGTACAGATGCATTTTTTTTTTAATCCAAATTTATAGAATTCTATACTTGGACA 
ATTTACTTTTAGAAACTGCTTTGCAATGAAACTTAACACATATTTTCAGGCTTAGAATATTCCCCTATTGAGATTTCTGCAAGATGAGAACACA 
GGC ATAATGTATATT AATCTAAAG CTAC AAC CTAG AG ATTCTGAT AC C CCTGGCCTG AAAGGATCT C C AGATC C AC AGGGAGTG AAT CT C AAAT 
CTGCACCTAAGGTCAGCAAAGGACGACGGTCAGCAAGCTAAGAACCCCACAGACTGCCTTTTGAGCATGAGCCTTTGCTTTGCCCTGTTAGATG 
GAGATCCTCTGATGCTGCTTACTTTCCTCATGTGTTGTCATTCCAAGCCCAGAATAAATAAAGTATGAGTACCAGGTGCTATTTACACAGTTCA 
GGAGACCCTTCCTGGAGAATGAGGAGGTCATTTGTTGCTCTCATTTGAAACCACTGTTTGAGCAGCTCGGGCTGTCTGCCAAAGAAGCCCTCCA 
AGTGTAGGAACCTTCTCCAGTGTGCCCACAAAGTAAACACACGCCCAGTTGCCTAGTCAGTCAATGGAGTCTTTGAGAGAATTTGACATAGCTT 
GCCAGTTTAGCATTCACAGAAATGGTTACGACTGTGATTTGCTGTGTTTCTAGTCTAAGAAGCCTCTGCCTAGTTGTGGCTCCAATGCTTTTGT 
GTGCAAAGTCAGTTCTAGTACAACATAGATAGTGGAAGGAAGCCACTAACAGTAAACATTTAATGATTCTCTCACAATGGTGAATTGTTTCTAA 
TCTTGGGCTGCATTTTATGTGGGTCCCCTACCCCCACCCCCGGAAGGGTAGAGGGTGGCAATGGGTGTGGTGTTTTTCTAACAAATTTTAGGCT 
CAGTCAACAACAACCCAATGTGTGTAAGTCAACATGTATTCACTCTGGGATATTCTCTTGACCTCATAGGTCAGCAGGGTGATTATGGGGATAG 
GATTCTTTAGAATCCAGCAGCACAAACTCACCAGCATTAGCTACAATATCATCATATTGCTGTTTCTAAGCAACACCCAAAGCAGAATTTAGGT 
TTTGTGGGTTCAACAAGCAGGAAAGAATGATGGAATTATTCTGTCTCTTCCTTGTAGATATGGATTCCATAAGATTTCCTCTGTGGAGGGAAAA 
CTTCAATTGATGCTTATTGAATGATGACTAATTTTCTTCTCACTTTAGACTCCTTTACTTTCTAAAATAGTAAGCCAAGTTGAAGCAATTCCTC 
ATTGATGTCTACTTGCCAGTTTATAATTTCCTGTGATATCCTCTTTAGTATATCCTTTCCCAAAGCTGGCAATTCTTTCCCAGATTTGGCAGGC 
TTGCTTAGTAGATGTGTGTATCTCCTCTGGTAGTCTCAGAAGGAATGCTAAAGGCCCAGAGTGGTGGCCCACGCCTATAATCCCAGCATTTGAA 
AGTCAAGGACAGGAAGATCACTGATCACTGAGTTTAAGGCCAGCTTAGTCTACAGAGTGAGTTCTAGTCTCTTCCTTCCTTCCTTTTTTTTTTT 
TTGAAACAGGGTTTCTCTGTATAGCCCTGGCTGTCCTGGAACTCAACTCTGTATACCAGGCTGGCCTCAAACTCAGAAATCTGCCTGCCTCTGC 
CTCCCAAGTGCTGGGATTAAAGGTGTGCACCACCGGCTCCAGTCTCTTTCTAACGAACTAACTAACTCATAAACAAACAAAAGAATGCTAAAGT 
CTGGCATAGGATTAATTTGAAAATAGCTGTCATCTGGGTCCTCCTCTGTTTTCTAAAGCTAGTGTGTTTTCCTGAAAGAGTACAACCAGATTTC 
CAGGTTACTCTACAGAACCTTATATTGTTCACCGAAGAACGTAAATGAGCAGCAGACAGCAGCTGGATTGTTTTCTGCAGTCACTGTCCACCAT 

AACTGCACTGCCGTTTTTCTCTGTCTATCTAGATTGATGCCAAGAAAGATCAGTTAGCAGATGCTCGAAGGGACCTGAAAAGTGCTAAGGCTGA 
TG CCAAAGTCATG AAGG ATGCAAAG AC CAAG AAGT ATGT AC CTG AC ACTGTACCAAGGGTTGGATAAGGG AG AAC AGTTGG CACCATC ACTC AG 
AGGCCTGAGTGTTCCAGCTCACATGGTCTCATTATGTAGCCTTGGCTTCCTAGGATAAACCACCATTCTCAGCTGTTTTCAAATACTTCTTGAG 
GAAATTTTCCATGATTTTCTCCTTTAAGCAGTATATAGGATACTTGTTTGTTCTTGTCCAGAGGTCAGTCTTAATGTATGATTCTGCCATTCTT 
CCAGGGTAGTAG AGTCAAAAAAG AAGG CTGT AC AGAG ACTAG AAG AGCAGTTG ATGAAGCTGGAAGTT CAAGC C ACAG ATCG AG AGG AGAAC AA 
ACAAATTGCCTTGGGGACCTCCAAACTCAATTATCTGGACCCTAGGATCACAGTGGCTTGGTAAGTCTTAGGCCTGTGTAGATTTCCTGCTTTT 
GGTTAAGGAAAGGCAGAAAGTCTCTTGGATATTGCCAGCTCCTTCATGCCGTGTCTAAGTTTACATTTCTTCCAGGAGAGCCTACAGCTCTGGT 
TGCTGAGGTACATGGAATATCCTAGGTGCCCCATGGGCACATTAGTATAGTAGCCCATGCCTGCTTTCGAGATCTCTGAGATAAAGAATGAGCT 

CTCCATATTTATTCGTTTCTTTTTTCTTTCTTTCTTTCTTTCTTTTTTTTTTTTTACAGGTGCAAAAAGTGGGGGGTCCCAATTGAGAAGATTT 

ACAACAAAACCCAGAGGGAGAAGTTTGCTTGGGCCATTGATATGACTGATGAGGACTACGAGTTTTGACCAGTCTCGGCAGGGGTTCTGTGAAA 

AGGAACAGTGTGGTTTGGGGAAGATGGATAAACTGAGCCTCACTTGCCCTCACACCCGAGGGAGAGGCCACAAGTCTTAACAAACCAACATCTT 

TGCAAAAAGATAGACCTGGAGATACTATAAGGGAGAGCTGAGCCAGTTGTCCTATGGACAACTTATTTAAAAATATTTCAGATATCAAAATTCT 

AGCTGTATGATTTGTTTTGAATTTTGTTTTTACTTTCAAGAGAGCAAGTGGATGGGAATTTGTCAGCATCCTGCCAGGCAAATTCAGTTTTGCT 

GCAATGTTTGGATTCTCTCAGCTACTGTATGTGAAGTCTGATTATATTGGTGCGTTTTTACAGTTAGGGTTTTGCAATAACTTCTATATTTTAA 

TAGAAACAAATTCCTAAACTCCCTCCTCTCCCCTATTTCAGGAATTTAAAATTAAGTAGAACAAAACAAAAACCCAGCGCACCTATTACAGCTG- 

TCATTCTATCGTCATGGGAATCAGTTTTCATTAAACTTGAAGCAGTTGTGACTTCGGCAGTGTTTTGGTTCAGACACCTATTCACAGAAAAGCA 

TGATGGGAAAATATTTCCTGACTTGAGTGTTCCTTTTTAAATGTGAATTTTTATTTCGTTTTAATTATTTTAAAATATTTAAGCCTTCTTCTTG 

ATCTTAAAGATCGTGTAGCTTGGGGTTGGGGAGGGATGAAGGGCGAGTGAGTCTAAGGATAATGTAATAATCAGTGACTGAAACCATTTTCCCA 

TCATCCTTTGTTCTGACCATTCTTTGTACCCTTTAAGAGATCCATCTTTTTCTTTGGAAACCCCAGTCTTTCATTTGAAAGATGTTATTGTATA 

AAAACTTCCACAGGTCAATAAATTTAGAGGAAAATGAGCATTTGGTCCAAGAAAAACAAAAACCAAAACAAAACAAAAAAGGAAAAATAATC 

GATTTTAGGGCTTTTATTTTTTCTTTTGTAATTGTGTAAAAAATGGAAAAAAAAACATAAAAAGGAAAATTTTAATGTGAAGACTTTTTTTTTG 

CTATAATCATTAGTTTTAGAGGCATTGTTAGTTAGTGTGTGTGCAGAGTCCATTCCCACATCTTTCCTCAAGTATCTTCTATTTTTATCATGAA 

TTCCCTTTTAATCAACTGTAGGTTATTTAAAATAAACTCCTACAACTTAACGGAAACTTAGCGTCTGCCTGTTTGTGAATGAGGCCCCAGGCCA 

GAGTAAAGGCTCAGGGCTGAGATTTAGTGCAGTTCATGGTCTATTCATTCAGGTCAGCAAGGGTCGGTCCCTCCCAGTGGGAAGGTGGTATGGG 

CTTGTCCTGGGAGTACATCTGTCCTGATGTGGGATAAAGAGTATCAGTTTCCATCCCTAAAGACAGCCCCAGAAAGCAAGGGAATGTACAATAA 

ACCTTTAGGAACTGCCTAATCCCAGTGTGGGCAGTGCCTACTGAGTGGGACAGCCTTGTTTATTTGAGAAACAATCGTAGAGAGCTTTCCATGT 

GT ACTGAAC AGAAACAGGATAG CTAGCTTAT ATGGAGAAG CCT C C AG ACGG AATGAAG ATTCTGAATTG ATTG ATTGAAGGACTTAACTGTTAA 

GTGTAACAAGCCCAGAGCTCTGGATACCCCAAAGTAGCCATGATCCCTACCAAGTGTTCCTTCTGTTACCCTAAGTCTGAAATTCAAGGTGAGA 

AAGTGAACTCCAGACTAAAGGGAAGGTCCGAATGGGCCACCAATTGAAGGGCCCACACCTGAGCTTGCTGG CATC CGCAATCTATTC AGAAC CG 

CCTTTCTTAGTGGTCTGCGTTATCACTGATGCTGGGACCACAGCAGCAAACTCTTGGTCCCTTGAAGCTTGAACTTCAATTGGCTATTGAAGGC 

AGCACTTACT C CTG AG AATAAAAAC AGT ATAAC C ATC ACTGTTTGG AACC AAGAAC ATTATAGCC AGGTGTTTTTGAATTCTGTAGTGTTAG AG 

TTAGCCAGACAGAATGTTAAAACGGGAGGCCTTTGGTAACCAACCAATACTCTCTGGCTGGTAGCTGGTAAGAAATGAACCTTAGTTTTAGGAC 

CTGGTAACAAAGACAACAGCAAATAGCAAAGTGCATTCCAGGCAGTGGTGGCGGGCCTCTTGAGGAAAGCCACAGAGCACACATGAATCTCAGC 

TGATCCTGACTGGGACTGAGAAGAGGCTGCCAAGATTGGGGGAGCTGATGAGTTTTAGAGGTATATAAGGCTTGCGCTTAGAGAATGGGAGTAA 

ACCTGCCATCCTTGATGACCCAGCACATCTCAATTGTAGCCCATTATGCAAGAGCAGAAGCTAGGTGGGCAGTATCTGGGAAGCCCCTTTCTGT 

GGGCAAAGGGCAGTGCTTCTATGTGGCACCAAGCTACACATCATCCACACTCTTGCCATCTGTGCAGCAAGTGCACTGTCTCTTCCAAAAGCTG 

GGACCTAACAACTGACACATTTAAAAAGTGAAAAGAGACACTTCACACACACACACACACACACACACACACACACACACACACACACACCTCA 

GCCTTTCCAGCCACAACCTCTCTTCAGTTTCACAATCAAGTAAGTACCTGCGATGAGTCACCCACTGCACTGTCTTTTCCCACCCTCTGCATCC 

AGTGTCTACCACAACCCTCTCCCTGGGTTCTAACCCTGGTCACCAGTGACCACGCAACAAGGAGAGAGTGCAGTCTTCATTCACCATCTTGCCT 

AAGCTCTTTTTGGGTGGAATTGAATGCTGTTACTTTACATGCCATAAATGTAACATTTTAATAAATGATTTTTAGTAACTGCTGACAAGTTCAT 
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CCATCATCATGGGTCAGTTTTAGATCACTTTTCATCCCTCACAGCCATTTGCAGCTATTCTGCACTCCCATATGCATCCTCCACTGGTCTCAGG 
TTTATTCTCTAAACATGTCTTATGGATGTTTTATTTGAAAGAGCTCATAGTATATGTCCACCCCTTGTAAAAGTGCCTCTCTGGCTCCTGTAAT 
GTCGCCCAGTTTCACTCCTATTTCTGTCAGGCTGTTTGTGGCTGAGACATTTTTAATGTAGCTGCCATGGTCCTTCTCATTTCATGTAGCCAAT 
GCAGTCACACTCCTGAGGTCTGCACGCACAGTCAGCCACACAGTTCTGCAGGATATCCACAGAAACCTCTGGAGGACAACTCAGGACTCGCTGT 
TCTAAGCCTGCTGGGTCTGGGTTTCCTGTGTGTGAAAAGCACCTCACTGAACCAGGCAGACTCAGCCCTTGGCCCTTCCTTCCAAGCTCATATC 
TAGTAATTTGTCGACTTTGAAATTCTTTCCTAAATACTTGTACCACATATAGGCATTTTCCGAATTTTTAAAATTTCTTACATTTTTTTAAACC 
TTTTTTTTTTCTAGAACTTTTATTTCAGCCCTTGCAGATCCCTCCTATAAGACATTTTCAATTTGTTCGGAACAAAAGAGCACTTCTTGGAGAA 
CATACTG CC CTGAAATGACCTCAGTCAAGCTAGTTTTGG ATG CTTATG AGTAGTCCCCTGATGACAAAT CAGTAAACAGGGAGGGAGGGGAGAT 
TTAACAG ACTTTCCCC ACAACCCTAAGGAAG CAG CCTTTTTG AAATTG C C ATAT AGATTTTTTAGGTTAAATAATTACG CTGTACTTACAT ATT 
TTAAAAAATCTTTCAGAGAAAATATTCCTGGAAAACAGTGCTCATCAGTGCAGAGGCTGGGGCTAGTGGTGTAGGCCAGAGGCAGGGCCCGTGA 
CCGTGGGGTCTGCCCATAACACTATAAAACCACCACCACCAAAACCGTCAATGTAATCAGTTCCCAAAGTTGGGTGGAGGCTCACTATACTAAC 
TGTCATGCCTGTACTTACATTGGAAAATCCTTATAGCCGGGCAGTGGTGGCGCACGCCTTTGATCCCAGCCCTTGGGAGGCAGAGGCAGGCAGA 
CCTCTGAGTTCGAGGCCAGCCTGGATGTTTAAATTAAGGCAATTATGCTTAAATTAAAATTCCCAGTGACCGCAGATCTGCCCTATATACTGTC 
TGGGTAGAAGTTACAAGGAGTATATTTTTCAAACTCAAACTTCACACGTAAGATGGGTGCATCTTAGGGCTAGAGAGATGCTTAAGGGGTTAAG 
AACACTTGTTACTCTTGCAGAGGATTGGTGTTTGGAACCTAACAACTACATGGTGGCTCACAGCCAACCAAGTAACAATTCCAGGTGATCCAGT 
AATCTCTCCTGACCACTGTGCACCGGGCACACAACTGGTGTGCATGCGTATACACAGGCAAAGCACTCATACACAAAGTAATTTTTAAAAGGTA 
GGTACAGCTTACGTGTAAATTATTCTTCAATAAGTCTGGGCTTTCAGAAGCAGTGGGGACGATGTGCTTTGATAACATTGGATGGTTCTCTCAT 
GGTG AAAAAGAC AGACTC AAGGCTGGAGAG ATGGCT CAG C AG ATAAGAGTCCTGAATTC C C AG CAAC C AC ATGGTGGCTCACAACCAC CTGTAA 
TAATATCTGATGCCCTCTTCTGGTGTGCCTCAAGACAGCAACAGTGTACTCATCTATAATAAATGAATAAGTCTTTAAAAAGAGAAAAAGACAG 
ACTCAAAGATTCATGCAAAGTTTACTGATAGGACTGAATGTAGGGAATCAATATTTATAAATAGTTTTTAACAATCCTATTCAAAGTATACACG 
TGCCACTGAACACATACTTGGCATTTTAATCATTCATCTTTAAACCTTTGTACTTCCTTTGCAGAAACACTCCACAAAATACCTTGGGGTGACC 
TTATTGTGAAAGGAATAGTTACCTCATTTGGAGAGGCTGTTTGTCATGAATACACAGCACCTCTCACTTTGTTCTCTTCCCATAATCACTAAAG 

TTCTCTAGAAGGCACAGTAGGGATGTGTGCTGGAACAAAGGGGGCGAGAGTAAAAGCAAGTCCATGCTGGTCTCAGTTTCCCCTGTCTTCAGCA 
CCACATGCTTGACCTCAGTGAAACAAGCACTGTACCGGCCGTTCCTGGCTGAAGAGAGCTAATGGTAACAGTCAGTAGTGAGGCAGCCAGGGCT 
GTGGACACAAGAGGTTGTTGGGAACTGTTGGCATAGATGTGAGTTATGGAGCTTTTGTTCTACAAGACAGGGTTTCTCTGTGTACCCTTGGCTA 
TCCTGGAACTTGCTCTGCAGACCAGGCTGGCCTCAAACTCATAAAGATCTGCCTGCCTCTGCCTCCCAAGTGCTGGGATTAAAGGTGTGCCACC 
AC CACC CAG CAGGTACGATTTTTAACTTGAGTAAAAACAAACAAAACCCCTAAAGTTCCTTTAAGGGACTGAGAATGCAACTGACTTAAGGAAA 
GGAGCCCGGAGGTTATGATGTCAGAAGGGATGGGGCCCTAGATAGGTTTGCAGGTCAGAGGACAAGGGCTTATACTGCAGGTTCACTGAGGTGT 
GCACTTAGGAAGTGCTTGCTGCATGTACAGTTAACAGCAGAGGAAATAAGGGACGGAACACAGCTTGATGAATGGATTAAGCAGACACTTCAAG 
TCTAAGTCTTTGTCTCCCTCTGTGAACGGAACATCACTATGCTCTGACATGATGACTTCTAGAGTCAATCATTATAACGAAGAAAAGTGTGTTA 
GCACTTGGTACTAGCCTGCT AAGAATG CCCT CTGTTATTTTAAT CACATACATAGT CATGTG AGAATATTTTCTTATAATTTAATT C C AGG AAA 
ATGTTATTC CCTTTC CACAGAACTAGTTAGC AAACATTGAG AGT C ACTACTTTAGCTACTATAGAGCT CAG C CAC AGCTGCCTCTT AATCGCAG 
CAGCTCCATTACCACTCAACCATACTGTGATTGCCCTTATAATCACATCTCCCATTTCAACCACACAGCATTTTTGTCCTTTTCTGTTTTAAGT 
GCCCTCTATTTTTCCTAAAGAGCTTGGTGCAGTGGTGCCCACTGGATGTCTCAATTCTTGGGAGGCTGGGGAGGCCTCAAGTTTAAGGCCAGCC 
TGGGTTCTACAAG C AAG ACCATAC CTGAAGAAAAATG C AGTGAACATAGC AG CGTAC CTG CTTCCTGTTCAAGG AAAGACTTGTC ATC ACTTCT 
GGAAGAAGTGTAAATAG AAATC C ATCTGC CAGTC CGTCAGCT CAC AAAGAG C C AGG AGGCTGAGG ATG AACGTTTTG CAG AAC AATGAAC ATCC 
ATTCCAGGATAGCACTGCACAACACAGTTCCCTGGAAGTTGTCTGAGGCTGTTCGCACTCCCATCTCCTTCCTGTTGCTTCCACAATGCTGACC 
TTAGGGCTGCTCCCTAAAAAGTATTCTACCCACTAACCTATCAGAGACAGCACCCTAAAACAAATTCCGACCTAGCCGGGAAGCACAGTAGCTC 
ACATTTTTAATCCCAGCAAGGCTGAGTTGCTGAGTCAGGAGAATAGCTAAACTCAAGATGAGCCTGGATTTGTACAAACTTGTACAAAATAACT 
AANNNNNNNNNNNN^ 

CACTTAGGATACCCAAGATATAAGATACAATTTGCTAAACGCATGAAATTCAAGAAGAACGAAGACCAAAGTGTGGACACTTTGCCCCTTCTTA 
GAAATGGGAAC AAAACACT C ATGGAAGGAGTT AC AG AG AC AAAATTTGGAGCTG CGACG AAAGGATGG ACCATCTAGTG ATTGC CATATGC AGG 
GACCCATCCCATAATCAGCTTCCAAACGTTGACACCATTGCATACACTAGCAAGATTTTGCTGAAAGGACCCAGATATAGCTGTCTCTTGTGAG 
ACTATGCCGGGGCCTAGCAAACACAGAAGTGGATGATCACAGTCAGCTATTGGATGGATCACACGGCCCCCAATGGAGGAGCTAGAGAAAGTAC 
CCAAGGAGCTAAAGGGATCTGCAACCCTATAGGTGGAACAACAATATGAACTAACCAGTACCCCGGAGCTCTTGTCTCTAGCTGCATATGTATC 
AAAAGATGGCCTAGTCAGCCATCACTGCAAAGAGAGGCCCATTGGACTTGCAAACTTTATATGCCCCAGTACAGGGGAACCCCAGGGCCAAAAA 
GGGGGAGTGGGTGTGTAGGGGATTGGGGGGTGGGTATGGGGGACTTTTGGGATAGCATTGAAAATGTAAACGAGGAAAATACCTAATAAAAAAT 
AAATTAAAAAAAAGAAGAAGCTCACAATATGCTTACCACTGTTCTAAGTAGTTATTAAACGCAATATGAGATCAGGCCCACAGGCCAGAGGGGC 
AGCTGGGCAGTCTTTCCTTGACTCCAGGAACAGGCTTGGTATAAGCTAAGGTTGAAGCATGAGTGTTGCCTGAAATAAGCCCCAATCTGGGCTA 
GTCGGGGTGACGTCACAGGCAAGTGCCTTGTGTGGGGGCTAGAGCACCTCCCAGACAGCACAAATGTATATACATTACCAGTGACACCTACACA 
TGCTTATATATGCTGAGCTGGGGGAAGCCCATACTGGCTACACCCTGTGTGTGCCCTACTTTTCCCAAACTTCCTTGGGTAGAAGGAGACACCT 
AAGGCCTAGGAAGCTAGGAAGAGGAAATGAGGCCCTGTTTCCCAATTATAGGCCTGGCAAACAAATTGCTGTTGGAAGAAAATCATGGAGCCCC 
TGGGGGTGGGGGTGGGGTCTTGTTACAGACACAAAAGCAAAAAAGGTTTGGGCTGAACACAAGGAAGCTCCCAGAAAATAGAATTTTAAAGCAT 
ACTGTAGCCTCTAGGCTGCTGGAGTTGGCACAGAAAGCTCAACAACGATTACAACATTTTAAGAGGGTGTCTCCTGAGAGAACCGGCCAGACCA 
GGCAGGCAGGGAAAGGCCCTGTTCAGCTCCATCTGCCCTCTCTGTCTAATCATCCTGGCTGGCCATTCCCCTCCACTGAGTAAAAACCCCAGGG 
CCTTTGCACATGCTGTTATTCATACCTGGAAAGTACTTTCCTCCAGCCTTCCCTTCAAAATACATATGTCCATCTCTTTACACCATTTGGCCTC 
TCTTGAAGTCCTACAGACATAAGACACAGCTCCTCTTACTTAATGATTGGCCAGCTAGCCAATGGCCACCAGGATTACCTCTCACCCAGTGGGC 
TCTCTTGTGGAACACAGACACTCAGCTTCCCACTTATTACATAGCCTGACTTCAAGTCACGGGGCTCTGAAACCTTGATTAGAAGATAATTAGG 
ATCATGAGTTGTGCAAGCCAACCTCAAGTCCAGTTTCCGCCTACATCAGAGGCCTGTCACTAGGTGGCAGTCAGTCTATCTCAACTCCCCAGTC 
CCTCAGGACAAAGTTCCTCAGTGGTATACAGAATTCGGACGTTCTTGAGACCACCCTCAAGGGAAATAGCGCATCTGTCACTATTTGCCTGGCA 
AAGCGAAGGTGGCCCAGGTGGGTGGGTTGTCCAAACCCATACATCACAAATTCTAGTCTCAGGAATCCCAGGGGAGCTTTCCTGCAAGGGGATG 
TTGTGTGGGACTTCTCACCTCTGAAATGCAGATGCTGTCCAGAGCTGCAGGGTAGCTGTCCAACTAACTGTCTGCTCATCATTGGCCAGACGGC 
AGGATCAAGGGATGCCCTCGGGTTTACCCGTGCTGTTCAGAGAACGGCTTTTGGAAGATTGATTTTAAGTTATTTAACAGTCACAGACAGGTGT 
CATGTCTGGAGAATAGAGGCAAAGTCCGCGGTGAGGGATGAAGCAGGAGAGATAGGGGAAGGCAAGACAGGACTGCTGGGCCACGAAGCTGTGC 
TGATTTGAAGCACAGTGGGAATTCACGTACGCAATTTCAAAGGCTTTAGTGGTAAATTCTGAAGCTCAGATGCAGGCAAGACCCAAGAGGATAG 
TGTAGACAGAGAGAAGAGGGGTCCTCAGGATCGTGCGTAGAGTGGAGAGAGCCCCAAAGGCAGGAGGGAAGAGCCTCAGTGGATTACTTAGGGA 
TGAGGGAGAGAAGAAAAAAGGTTCTTGCAAGGTGTGGGGTCTTCCAAATTCAGGAGTTCACTGCCATATAGAGAAGGTGTAGCGGGTGAAAGGG 
GCCATGTGATGAGGATGGCAAGCAAGGCTGTGGCGCAGATGACGAGATGCCTGGGTCGGGAGGTCAGGGGAGACCCAGGATTGGGGTCACCTGT 
GTCTGCGCAGAGGGGAAGCCACCCTGCAACTGGCCCAGCACTGAGTCCAGAGGAAAATGAGGCAGAGGACAAACCAGAGCTTCGGAGACTAXGT 
GCAGGTAGGGCGCGGGCGGAGCGTGAGGAGGGCAGCGGACCACGCGAGAGGCCTCGAAGGCCACCGGACCCGCGTCCGAGAGTCTGAGGGCCCT 
GCCCACACCTGCGTGGCCCCCTCCCCAGAGGCCACACTCCAAGGCCACCCTAGAACCCGTCTGTCTGCTCAAGCCCTTGCAAAAGACGTCTGCG 
CAGAGGGGGCGTGGCAGGCGTGCTGTCACTCACGGCCTGTTAGCCAATGCACGAGTGCGCCCCTCCCCGGAGAGGGTGCGCGGAGGGCCCGCCC 
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CCGCCGCCACCGCGGGTGTGAGGAGGCCAGGCTGGCGCGGCTCCCTCCGCCCGGCAGCCTTGCCAGGTAACCGGGTTCGGCGGGAGGGCTGGGG 

GTCGCGCAGCCCCCTCGCTCCCTGGGAGGCGTGCACACTGCCGCGGCGGGTCCCGTGTGGGCCGGAGGCCCGTGC^^ 

NNNNNNNNNNNltfNNNN^ 

NNNNNNNNNNNNNNNNNNNNN^ 

NNNNNNNNNNNNNNNNNNNNN^ 

NNNNNNNNNNNNNNN^ 

TCGCGCCTGCCCGCCTCCCAAACAGTTGGGCAAACTTTCGGGCCTCGCGCCTGGCGCCCCGTCTCCGCCCAGTCCCTGGTGGTCACTCTGGGGC 
GGGTGGAGGGGGGCATGCGGGTCTTGGATCACCTGATAGGACACCCCCTCCCCCAGTAGGGGGGGAGTGTTCCAGGCACTTTGCCCTGAGGCCT 
AAGAGTCCTCACTGGTTGGACAAGTGGAGTGGGATTCCGGCCCTTAGCATCGGGCGGCTGTCAGTGGCTGTGAGGGGAAGCCAAGACAGGGACC 
CCCTCATCCAACCTGAGAACCTGGGGAACCGACAAGATCTTCCTGCCCACTGCCATTTCTCCAGAGTGTGCTGTCTGTGAAAACTCCTAAGAGC 
TCCGGGATGGGCTTATTGGCGCAAGAACCTTTGGAATCCTCATGTAGAACTTAGGCAGATGTTGGGGTAGGGCTGGTTGTGGAGCAGAGCGGGC 
CTACTCATCTCCCTCTTCTTTGGGAGGATGGGGTATGAAAGCTAAAACCGTGACTGCTTCCCCCTCCCCATGTCCCGTGGATGGTTTTTTTTTT 
TTTTTTTTTTTTGCCCCAGATCTGAATTTTGGAGGTCCA 

MOUSE SEQUENCE - mRNA 

ATGAGTGGGGACCATCTCCACAACGATTCCCAGATCGAAGCGGATTTCCGATTGAATGATTCTCACAAACACAAAGATAAACACAAAGATCGAG 
AACACCGGCATAAGGAGCACAAGAAGGATAAGGATAAGGACCGGGAAAAGTCTAAGCATAGCAACAGTGAACATAAAGATTCTGAAAAGAAACA 
C AAAGAG AAAG AG AAAAC CAAAC AC AAAG ATGGC AGCT CAG AAAAACAT AAAG AC AAACATAAAG ACAG AGAC AAGG AAAGAC CG AAGG AGG AA 
AAGATTAGAGCTGCTGGGGATGCAAAAATAAAGAAGGAAAAGGAAAATGGCTTCTCTAGTCCGCCACGAATTAAAGATGAACCTGAGGATGATG 
GCTATTTTGTTCCTCCAAAAGAGGATATTAAGCCATTGAAGAGGCTTCGAGATGAAGATGATGCTGATTATAAACCTAAGAAAATTAAGACAGA 
AGATATCAAGGAGAAGAAAAGAAAACTAGAAGAGGAAGAGGATGGTAAATTAAAAAAGCCGAAGAATAAAGATAAAGA 

CCAGATAATAAGAAAAAGAAGCCGAAAAAGGAAGAGGAACAGAAGTGGAAATGGTGGGAAGAAGAACGTTATCCAGAAGGCATCAAATGGAAAT 
TCCTAGAGCATAAAGGGCCTGTCTTCGCTCCACCATATGAGCCTCTGCCAGAGAGTGTCAAGTTTTACTATGATGGTAAAGTTATGAAGCTGAG 
T CCTAAAGCAG AAGAAGTAG CTAC ATTCTTTGC AAAAATGCTTGACCACGAAT AT ACTACTAAGG AAATATT CTGGAAAAATTT CTTTAAAGAT 
TGG AGAAAGGAAATG ACTAATGACG AAAAAAATACGATTACC AAC CTAAGC AAATG CGACTTTACACAGATG AG CCAGTATTTC AAAGCGCAGT 
CAGAAGCTCGGAAACAGATGAGCAAGGAAGAAAAATTGAAAATCAAAGAAGAAAATGAAAAGTTATTGAAAGAATACGGATTTTGTGTAATGGA 
TAATCATAGAGAGCGGATTGCCAACTTCAAGATAGAGCCTCCGGGGCTTTTCCGAGGCCGAGGGAACCACCCCAAGATGGGTATGCTGAAGAGA 
AGGATCATGCCTGAGGACATCATCATCAACTGTAGCAAAGACGCAAAGGTTCCTTCTCCCCCTCCTGGTCATAAATGGAAAGAAGTCCGACATG 
ATAACAAGGTTACTTGGCTGGTCTCCTGGACAGAGAATATCCAAGGTTCTATCAAATATATCATGCTGAATCCCAGTTCACGAATCAAGGGTGA 
GAAAGACTGGCAGAAGTATGAGACTGCGCGGCGTCTGAAGAAGTGTGTGGACAAGATCCGAAATCAGTATCGGGAAGACTGGAAGTCCAAAGAG 
ATGAAGGTT CGT CAG AGAG CTGTAGCACTGTACTTCATTGATAAGCTTGCTCTG AGAG C AGGC AATG AGAAGG AAG AAGG AGAG ACGG C AGAC A 
CTGTGGGCTGCTGTTCACTTAGAGTGGAACACATCAATTTACACCCAGAATTGGATGTTCAGGAGTATGTGGTGGAATTTGACTTTCCTTGGAA 
GGACTCAATCAGATACTATAACAAAGTCCCAGTTGAGAAACGAGTTTTTAAAAACTTACAACTGTTTATGGAGAACAAGCAGCCTGAGGACGAT 
CTTTTTGATCGACT.TAATACTGGTATTCTAAATAAACATCTTCAGGATCTCATGGAGGGCTTGACTGCGAAGGTGTTCCGTACCTACAATGCCT 
CC ATCAC ACTACAGC AGC AG CTTAAAGAGCTCACAGCCCCTG ATG AG AATGTACC AGCG AAG ATTCTATCTTATAACCGTG CC AAT CGAGCTGT 
TGCAATTCTTTGTAACCACCAGAGGGCGCCACCAAAGACCTTTGAGAAGTCAATGATGAACTTGCAGTCTAAGATTGATGCCAAGAAAGATCAG 
TT AG C AGATGCT CGAAGGGACCTG AAAAGTG CTAAGGCTG ATG C CAAAGT C ATGAAGG ATG C AAAGACCAAG AAGGTAGT AG AGT CAAAAAAGA 
AGGCTGTACAGAGACTAGAAGAGCAGTTGATGAAGCTGGAAGTTCAAGCCACAGATCGAGAGGAGAACAAACAAATTGCCTTGGGGACCTCCAA 
ACTCAATTATCTGGACCCTAGGATCACAGTGGCTTGGTGCAAAAAGTGGGGGGTCCCAATTGAGAAGATTTACAACAAAACCCAGAGGGAGAAG 
TTTGCTTGGGCCATTGATATGACTTATGAGGACTACGAGTTTTGACCAGTCTCGGCAGGGGTTCTGTGAAAAGGAACAGTGTGGTTTGGGGAAG 
ATGGATAAACTGAGCCTCACTTGCCCTCACACCCGAGGGAGAGGCCACAAGTCTTAACAAACCAACATCTTTGCAAAAAGATAGACCTGGAGAT 
ACTATAAGGGAGAGCTGAGCCAGTTGTCCTATGGACAACTTATTTAAAAATATTTCAGATATCAAAATTCTAGCTGTATGATTTGTTTTGAATT 
TTGTTTTTACTTTCAAGAGAGCAAGTGGATGGGAATTTGTCAGCATCCTGCCAGGCAAATTCAGTTTTGCTGCAATGTTTGGATTCTCTCAGCT 
ACTGATATGTGAAGTCTGATTATATTGGTGCGTTTTTACAGTTAGGGTTTTGCAATAACTTCTATATTTTAATAGAAACAAATTCCTAAACTCC 
CTCCTCTCCCCTATTTCAGGAATTTAAAATTAAGTAGAACAAAACAAAAACCCAGCGCACCTATTACAGCTGTCATTCTATCGTTATGGGAATC 
AGTTTTCATTAAACTTGAAG CAG TTGTGACIATTGGCAGTGTTTTGGTTC AGAC ACCTATTC ACAG AAAAGCATGATGGGAAAATATTTCCTGAC 
TTGAGTGTTCCTTTTTAAATGTGAATTTTTATTTCGTTTTAATTATTTTAAAATATTTAAGCCTTCTTCTTGATCTTAAAGATCGTGTAGCTTG 
GGGTTGGGGAGGGATGAAGGGCGAGTGAGTCTAAGGATAATGTAATAATCAGTGACTGAAACCATTTTCCCATCATCCTTTGTTCTGACCATTC 
TTTGTACCCTTTAAGAGATCCATCTTTTCTTTGGAAACCCCAGTCTTTCATTTGAAAGATGTTATTGTATAAAAACTTCCACAGGTCAATAAAT 
TTAGAGGAAAATGAGCATTTGGTCCAAGAAAAACAAAAACCAAAACAAAACAAAAAAGGAAAAATAATCAAGATTTTAGGGCTTTTATTTTTTC 
TTTTGTAATTGTGTAAAAAATGGAAAAAAAAACATAAAAAGGAAAATTTTAATGTGAAGACTTTTTTTTTGCTATAATCATTAGTTTTAGAGGC 
ATTGTTAGTTAGTGTGTGTGCAGAGTCCATTCCCACATCTTTCCTCAAGTATCTTCTATTTTTATCATGAATTC 

MOUSE SEQUENCE - CODING 

ATGAGTGGGGACCATCTCCACAACGATTCCCAGATCGAAGCGGATTTCCGATTGAATGATTCTCACAAACACAAAGATAAACACAAAGATCGAG 
AACACCGGCATAAGGAGCACAAGAAGGATAAGGATAAGGACCGGGAAAAGTCTAAGCATAGCAACAGTGAACATAAAGATTCTGAAAAGAAACA 
CAAAGAGAAAGAGAAAACCAAACACAAAGATGGCAGCTCAGAAAAACATAAAGACAAACATAAAGACAGAGACAAGGAAAGACCGAAGGAGGAA 
AAGATTAGAGCTGCTGGGGATGCAAAAATAAAGAAGGAAAAGGAAAATGGCTTCTCTAGTCCGCCACGAATTAAAGATGAACCTGAGGATGATG 
GCTATTTTGTTCCTCCAAAAGAGGATATTAAGCCATTGAAGAGGCTTCGAGATGAAGATGATGCTGATTATAAACCTAAGAAAATTAAGACAGA 
AG ATATC AAGG AGAAGAAAAGAAAACTAGAAG AGG AAGAGG ATGGTAAATTAAAAAAGC C CAAG AATAAAGATAAAGATAAAAAAGTTG CTGAG 
CCAGATAATAAGAAAAAGAAGCCGAAAAAGGAAGAGGAACAGAAGTGGAAATGGTGGGAAGAAGAACGTTATCCAGAAGGCATCAAATGGAAAT 
TCCTAGAGCATAAAGGGCCTGTCTTCGCTCCACCATATGAGCCTCTGCCAGAGAGTGTCAAGTTTTACTATGATGGTAAAGTTATGAAGCTGAG 
TCCTAAAGCAGAAGAAGTAGCTACATTCTTTGCAAAAATGCTTGACCACGAATATACTACTAAGGAAATATTCTGGAAAAATTTCTTTAAAGAT 
TGGAGAAAGGAAATGACTAATGACGAAAAAAATACGATTACCAACCTAAGCAAATGCGACTTTACACAGATGAGCCAGTATTTCAAAGCGCAGT 
CAGAAGCTCGGAAACAGATGAGCAAGGAAGAAAAATTGAAAATCAAAGAAGAAAATGAAAAGTTATTGAAAGAATACGGATTTTGTGTAATGGA 
TAATCATAGAGAGCGGATTGCCAACTTCAAGATAGAGCCTCCGGGGCTTTTCCGAGGCCGAGGGAACCACCCCAAGATGGGTATGCTGAAGAGA 
AGGATCATGCCTGAGGACATCATCATCAACTGTAGCAAAGACGCAAAGGTTCCTTCTCCCCCTCCTGGTCATAAATGGAAAGAAGTCCGACATG 
ATAACAAGGTTACTTGGCTGGTCTCCTGGACAGAGAATATCCAAGGTTCTATCAAATATATCATGCTGAATCCCAGTTCACGAATCAAGGGTGA 
GAAAGACTGGCAGAAGTATGAGACTGCGCGGCGTCTGAAGAAGTGTGTGGACAAGATCCGAAATCAGTATCGGGAAGACTGGAAGTCCAAAGAG 
ATGAAGGTTCGTCAGAGAGCTGTAGCACTGTACTTCATTGATAAGCTTGCTCTGAGAGCAGGCAATGAGAAGGAAGAAGGAGAGACGGCAGACA 
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CTGTGGGCTGCTGTTCACTTAGAGTGGAACACATCAATTTACACCCAGAATTGGATGTTCAGGAGTATGTGGTGGAATTTGACTTTCCTTGGAA 
GGACTCAATCAGATACTATAACAAAGTCCCAGTTGAGAAACGAGTTTTTAAAAACTTACAACTGTTTATGGAGAACAAGCAGGCTGAGGACGAT 
CTTTTTGATCGACTTAATACTGGTATTCTAAATAAACATCTTCAGGATCTCATGGAGGGCTTGACTGCGAAGGTGTTCCGTACCTACAATGCCT 
CC ATCAC ACTACAGC AG C AG CTTAAAG AG CTCAC AGCCCCTGATG AG AATGTACCAG CGAAGATT CTAT CTTATAAC CGTGC C AATCGAGCTGT 
TGC AATT CTTTGTAACC AC C AG AGGGCGCCACCAAAG AC CTTTGAG AAGTC AATGATG AACTTGC AGTCTAAGATTG ATG C CAAG AAAG ATC AG 
TTAGC AGATGCTCG AAGGGACCTG AAAAGTGCTAAGG CTGATG CC AAAGTC ATG AAGGATGCAAAG AC CAAGAAGGTAGTAG AGT C AAAAAAGA 
AGGCTGTACAGAGACTAGAAGAGCAGTTGATGAAGCTGGAAGTTCAAGCCACAGATCGAGAGGAGAACAAACAAATTGCCTTGGGGACCTCCAA 
ACT CAATTATCTGGACC CT AGG ATCAC AGTGGCTTGGTGCAAAAAGTGGGGGGTCCCAATTGAGAAGATTTACAACAAAACCCAGAGGGAGAAG 
TTTGCTTGGGCCATTGATATGACTTA.TGAGGACTACGAGTTTTGA 

HUMAN SEQUENCE - GENOMIC 

TTCAAACTCCTGGGCTCAGGTAATCCCCGCACTTCAGTCTCCTGCCTAGCTAGGACTACATGTGCATACTCCCATGCCTGACTAATTTGAAAAA 
CATTTTTGCGGGGAGAGATGAGGTCTTGCTATCTTGCCTTGTCTGGTCTTGAACTCCTGGGCTCAAGCAATCCTTCCACCTTGGTCTCCCAAAG 
CATTGAGATTACAGGTGTGAGCCACCATGCCCAGCCAAGCCTCAAGTCTTGAATACTTTAAATCCATTTTCTTTCTTTTTTTTTTTTTTTTGAC 
AGCGTCTTGCTCTGTTGCCCAGGCTGGAGTGCAATGGTGCAATCTCAGCTCACTGCAACCTCTGCCTCCCAGGTTTAAGCAATTATAGGTGTGT 
GCCACCACACCCAGCTAATTTATGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTATTTTTAGTAGAGACGGGATTTCGCCAAG 
TTGCCCAGGCTGGTTTCACACTCCTGAGCTCAGGCAATCTGCCCACCTCAGCCTCCCAAGGTGCTAGGATTACAGGCATGAGCCACCATGCCTG 
GCCTGTAGGTAATATTTTCTAAAACACATATTATGTTCCTCCATTGCTCATAGCAACTCTCAGTGACTTCCCAGTGCTATGAAGATAAACTGCA 
AATGCCTTAGAGACCCTGCATGAACTGGGCCTTGCTTACCTCTCCAGCTTCATCTCTCACTACTCCTCTTCACCCTCTACCCCTTAGCCATACT 
GAATTACCAGCAGTTCCCCACATAAACCCTGCTCTTTCCAGTTTCCAAATTTTTGCCCATCTGTTCTCTTGGCCTTGAGTGCTTGTCTCCCTCA 
CTTGCCTTCTTTATTCTCCCCAACCTTTACCTGGCTGACTTCTGTTTCCATTTTGAGACCTAAGTTTAAGTGCCATTTCCACTGGAAATCCGTG 
CCTGACTCTGTAATTCTGGATGGCAGTTCTTCTAAAGGGCTCCTACCGCAAACACACTGTACTTTATCCTCGAGGCACTCATCACAGTAAGTGA 
CAATTACTTGTTCCCTTCTCTGTCTCACCCACCAGACCTGAGCTCCTTGAGAGCAGGGGCCTTGTCTTTCTAGTTCACGGCTGAATTCCTAATA 
CTAGCTTAGTACCTGGCTTATAGTTGATTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGATGCAGGGAAGCCAAAGAAG 
GGTCAGGATGCAATGATAACCTGGGGAAGGAGGGACAATTACAAAGGAAAGTCTTGGGCAGATTCCATACAGGTAGTAGCCACCAATGGGATGT 
GGAGGACAGGATCAAGGGTTAACTCAAGAGGCTTCAAGGTTCTGAGCCTGAGTGACTGGGAGGAATAGAGCTATTCACTAAGCAGAGACCATAG 
AAGCGAAGGGCAGTTTCAGGAGAAAAGCTGAACCCAGGACCAAAGGGCTGTGGGGGTCATCAAGTGGACACATGAAATAGGCATATGGGTAAAT 
ATTTCTATGGTTCTAAAAAGGAGTCAAGGCTGGAGACATTCATTTAAGAAGCTACCTGGCCAGGCACGGTGGCTCACGCCTGTAATCTCAGCAC 
TTTGGGAAGCCAAGGTGGGCAGATCATTTGAGGTCAGGAGTTTGAGACCAGCCTGGCCAACATGGTAAAATCTCGTCTCTACTAAAAATATAAA 
AATTAGCCAGGTGTGGTGGTGGGCACCTGTAATCCCAGCTACTCGGGAGGCTGAGGCAGGAGAATTACTTGAACCTGGGAGGTGAGGTTGCAGT 
GAG CTGAGAT C AC ACCACTGC ACTC CAGCCTGGGCAAC AGAGTG AG ACTCCGTCTCAAGATAAAAACAAGGCTACCAAG ATGGGGG CATAT AGA 
G AG AAGACAAGTGTG ATG ATATAAT CTTGGGG ATG C ATT AAATTGTG CTG AAAGAAG AG AGGGAG AGAG AAATGGTATTTGG AC AGGTAAG AAA 
AAAGCCAGGAGAATTAATGGTCATTGGATCCAAATGCAAAGGACCTCAAAGAATGTGCTCATCCACCTCATTGAGTGTTGCAGGAAGGTGGAGA 
AGAATAGGCTACTCTACTTGGAAACTAGGAAGTCCCTGATTAGAATAGAAGCCIAGACCAACAGTGTTAAAGGAATGAAAAATAAAGCAGAAAAG* 
GCAGCACATGTAGACTGTCCTTTCTGAATCTTTCAAACACAGGTGAGGGCAACAGTGACCTAAGGACAACTTGGGAAGCAGGTTAGGGGTTCTA 
AGACTGGGCTCCATACACACACTGCTTAAGTTCAAATCATAGCCCCAACACTCAATAGCTGTGTGACTTTGGGCAAGTTAACTTACTTAACTTT 
CCTAAGTCTCAGTTTCCTTGTCTAAAACGGTGGGACAAGTAGCCCCTGTTTCATATGGTTATTGCAATGATTATATGAAAATGTATGTGAAGCA 
CTCAGCACAGGGCAGAGACGTGGTAAGCAACCAATTAACGTGAGACATGAATTTTAACAGGGTCAAGGAGGAAAACTGGGAGGAGGAGAAGTTG 
CCATGCAGGAGGGAGAGAAGATGCTCGGGTGAACTAGGCTTTGAGGAGGTGGAAGGGAGGGGACTGAGGACTTGGAGGGCTTGTGGAGAGGGAG 
GATGGGGAAGTAGGCCTTTTCAAAACCCAACTTTGGCTAAAGGATCACCTGCTGGTTACTGAATGAAGCAGCTACTTCTGTTCCATTTTCTTGG 
GGAGTCATGCTGAGGCATCTCTAGGAGCTTCTCTCACTCCTAGAATCTTCCAGTGTTTCCTGGAGCCTGGTCTCTGCCTCTATGCCTCCCACTG 
CCTGCTGGTTCTCTAGCTGGAGGCAGCTGGACTCAGGCAGCCGCAGGATGTCCCAGCAGCACACATTGGGAGAGGGGGATTCAGAGAGAGCTGC 
TTCACAACTTCTCTTTGGGCTATACCCTTGACACAGGCCAAATCCTTCTGTCCCCGTCACAGGTACAGATACTTTCTATCTTCAGGTATTCCAA 
ATGATCTTCCATGATTAAGGTTGCTTCTGAAACACAATGGTCTCCCTGGACCTCCGAGCTAATCTGCCTATTTCCAGTGTCAGTTCCACCAAAC 
TGTTCCCCCTCTGCTGCCTGTGATTGTTCTCATACCTGTTTAAAACCCTGTCATAATTCACCTTGCAGTATCTCCACCAGAACTGGGAGGGCCT 
CTCCCACCTGCCCAGCCTACATTGGTTATATCTTCACTTTTACCCTCTGCTCCATCCTGACCAAAGCTATGGCTCTGCATATATTGCCTCTCTT 
CTTGCAATATCTTTTCTTCTCTTCCACGGGCTAGCAACCCCTCATCTTTCAAGAATAGTGTCCAACTAGAAACCTTTCCTAATATTGCCCCCAC 
CACCACTGGTGAGTTGGATGTGCTCCTTTACTCAAGAGTTCCCACAGCAACTGGTGGCTGGCCTCCTCTTCCCTATTATTCCTTATACCTTAGT 
GTTACAGCTGGAGAATAC CTCTGTCT C ATTAT C AGACTAGG CACTCTT CC AAAATGAGGATTAGGTCTTATAAATAGCTGTATCT CTAGGG CTT 
AGTATAGGACCTACCAACCTCAAATAGGTAAGTAGTACCTATTTGCCTTCATTCCTCAGGGAATACTGGTTGAATGAATAAATGTCCTCATTTA 
GGATGTATTCTGGCAGGAAGACAATGGAGATGCAAGTGGACTACTTTTCTTGCCCCAAGCCACATGGCCAGGATCCTACATCTTTGTTGCTTGA 

CCCAGGCTGGAGTGCAATGGCGCAATCTCGGCTCACTGCAACCTCCACCTCCCAGGTTCAAGCAATTCTCCTGCCTCAGCCTCCCTAGTAGCTG 
GGATTACAGGCGTGCAGCACCACGCCTGGCTAATTTTGTGGTTTTAGTAGAGAGGGGTTTCTCCATGTTGGTCAGGCTGGTCTCGAACTCCCGA 
CCTCAGGTGATCCTCCCGCCTTGGCCTCCCAAAGTGCTGGGATTACAGGCGTGAGCCACTGCGCCCGGCCTGATTCTGACCTTTTTATTCCACA 
CATCTCAACTGTTGCTGAGCTGTTTCATTCTAGGAGGCAAAGAGCTTTTCTGGTTGTTCCTGAGATCACCAGCCTGAATCTCCTTTCTTGAGCA 
CCCAGCAGTTTCTTTTCCAAGGGTATCGGAATCTTGAAAGGGCAGCAGATTCTTAGGCATGGGCGGGGAGAGCTGCTAGAAGACATCACTGTCA 
AAGAATTGGCAAAGTCAAGAATGTGCCAGCATCCAAGGGTCAAAACGTCAGGTGGGACATCCTGTTCCACAGCATGATAGCCCCAGAGGGGGTG 
CCAAAAGGATGACAAAAGCCTTGTGAGTGCCCAGGAATCAAGTAGAGATTAGGACCAACCCATCAGAGTGCAATTAAGCAAAAGGGGGAATCAA 
TTTAAAGGTGCCAGAACAGGAACCATGCAACCAGGCTTCAGGAGAAAGTAGGAACGAGGGTCCTGAACTTCATTCATCAGGGTCCTCTCTCTCT 
CTTTTTTAAGACAAGGTGACACTCTGTCACCCAGGCTGGAGTGCAGTGGCACGATCTTGGCTCATTGCTGCCTCAGCCTCTCAGGTGTTCCTCA 
CCTCAGCCTCCCTAGTAGCTGAGACTGCAGGCACACACCACTATGCCCAGCTAATTTTTGTTTGTAGAGACAGCATTTTGCCATGTTGCATAGG 
CTGACTTCAAACTCCTAGGCTCAAATGATCCAGCCGCCTCAGGCTCCCAAAGTGTTAGGCTTACAGGTGTGAGCCATCTGGCGGGAGGGACTTC 
TATCTCTTATCTCTTCTCTTCCTCCACCCACTTTCTCCTATATCCTCCCCCACTTCCAGGTTTCTCTGGCCCTTCCAACAGCAAGTATCGCCAG 
GAGCAGCTCCCTAATCTACATACTACAGATCTATCCACAAGAAGACAGATGGAACCACTCTTTTCTTCTGAATTCTAGAACCTTAAGGAAGTTA 
ACCTGAGTGGCTCAGCTTGGATCAAGTGCCCATCCTGGTCCAAACAACTGTAGCAGCACATCTGTGTATTTGTGTATCTTGTTGCTCCATAATC 
TTGCAGTCCGGGGAAAGTGTGCAGATGGATGGGTCCCTGAAAAGCAAGAGTTGTTTAGACAACGCTAGAGGTGTTCAGTTCTGGGAGACAAGAG 
TTGGGCCAGGTTGATAACTAGCCTAAGAGAGTCGGAATCAGATGAATAAGAACTAGATCTTGGGTGACAACCTAGATCAAGAGTCTTGAGGTTC 
AGTCATTTCAAAAAGCTCAAGTCTCATTGCTTCTTGGCCTTCTGGCTAAGATCATGTGCAGTATCTGTTCTTACCAGTTTAATATCTGATACAT 
CCTCTATCTGAGGATAATATAATAAATAGATTTTTGGAGCAAGGAGATGGAATAGGAGCTTGTTCTGTCCACTCTACACATTGGCCTGGATTGC 
AGTACCTCCAGGAATGGTGCACCCTCTCTACCACCCCCAAAAAGCCCAAGTCTCAAGAGGTAGTCTGGAAAAAAGTGTTTTTGGATTTACCTAC 
ATTTTTTTTTCCAAGATGGAGTCTCGCTCTGTCACCCAGGCTGGAGTGCAGTGGCGCCATCTTGGCTCACTGTAACCTCTGCCTCCAGGATTCA 
AGCAGTTCTCCTGCCTCAGTCTCCCAAGTAGCTGGGATTACAGGTGTGTGCCAACCATGCTCAGCTAATTTTTCTATTTTTAGTAGAGACAGGG 
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TTTCACCATGTTGGCCAGGCAGGTCTCAAAGTCCTGACCTCAGGTGATCTGCCTGCCTTGGCCTCCCGAAGTGCTAAGATTACAGGCGTGAGCC 
ACTGCGCCCGGCCTAATTTTTGTAATTTTAGTAGAGACGAGTTTTCACCATGTTGAGCAGGCTGGTCTCGAACTCCTGACCTCAGGTGATCCAC 
CCCCGCCCTCGGCCTCCCAAAGTGCTGGCACTACAGGCATGAGCCAGCGCTCCTGGCCGGGTTTGCCTACATTTTGGAGATGCTGCACACCATG 
TCCCTCTTTTCAAGAGTCACGTAAGTATTTAC^TATGGAAGACCCTGAGAAGGCACCTGGGAAAAAACCTGTTTAACTGTAAATATAATAATGT 
ATGTATTTGTATGTGGAGCTCTTCTTTTAGTGGATTATCTATAAACCGTCCACTGTTCCCAATGCATACTTTGGAGACAGACCTACACTACCAG 
TTTTCACCTGCTAGTTATTTTTATAAGGGTTGGGATGGTCCATGAGTGAACAGTCTTGATTTAAAGCAGTGTTTCCCAAACCTCATTTATTTGC 
CTATAGCCTTCCTGGAGTTTGTCTTATATGTCCGCTCTGTGCACTATTCCTATATGTTTTTATGTAAATCAATCACTTTTTTAAAAAGCCTCAT 
CCCAGTTATATCCTTAAAACAATGGTTATTTTTTCTCATACACATCGAAATACATATCTATTAGAATTAAAATGCTTGTCCATGCACTATCAAT 

AGCACTGCCAGCCACACATGCTGGCAGAGAAGTTCAGCCTGTGACAAGACTGCCCGGATATTTCCATGTCTGTGCACGGGGATGTCCTCGGTCT 
GCCATTGTGAAGTCTGTGCTGTTTTGATGCCTACCTAGTC1TGTTTGGAGGGGCCTGGAAAGCAAATGCAGGCTGGGTACAGTGGCTCATGCCT 
GTAATCCCAGCACTTTGGGAGGCAAAGGTGGGCAGATCACGAGGTCAGGAGTTTGAGACCAGCCTGACCAACATAGTGAAACCTTGTCTCTACT 
AAAATTGCAAAAATTAGCTGGGTGTGGTGGTACGTGGCTGTAATCCCAGCTACCCGGGAGGCTGAGGCAGGATAATTGCTTGAAGCCAGGAGGC 
GGAGGTTGCAGTAAGCCCAGATGGCACCACTGCACTCCAGCCTGGGTGACAGAGACT^ 

ATGCAGATTCTCCCTGGGAAACGGGGGGTTGGGAGAGTGGAGTAGTGTGGATGCATTGTTATTCCTGAAGGCCGTCCJCAAATTATCTTGGACT 
C ACTG CAG CAAGC AGATGCCTCATCTTCTGGCCAGGG ATTG AT CCTG AG ATGGG AAGAGT ATGAGAAG AG AC ACC AAC AGCAAGGCAAAACTGG 
CTCTGGCAGCTTGCTTCAGAGAAAGAGTATAGCTTTGGAGTCAGGCCGACCTGAGTATGAATCCAAGACTCAGCACTTACTAGGTGCCTGCCCT 
CAAACCATTATTTTTTGATAGTCATTACATACCCACAATGATCACCATGGAGTGGATGAGGAAACAGGGACTCAGAGAAGTTAAACAACTTGCC 
TGATATCACACAGGTAACAAACAGCAGAGCAGAATTCAAACCTAAGTTGATTTGAGTTCCAAATGTGTGCTCCTAACCAAAGCAGGGTAACCTG 
CTTTGATTTGCCCATTTCTTGAGCACCTCTTCTGTAGGAGGGCCTGTTGCTGGGTGCTGGGAATTCAGTGGTAGGCAAGATGGACAAGATTCCC 
CCCTCTCACAGACCTTGCTTGCTATAGGGGAAATAGACAGGAAACCAATTACTACATTTGTAACTTAATAACAAGTGTCATAAGTGTTACAAAG 
GAGATAGATACTATAAGGCACCTTTTATTTTTATTTGTTTATTTATTTTTTGAGACTCACTCGCTCTGTTGCCCAGGCTGGGGTACAGTGGTGC 
GGTCTCGGCTCACTGCAACCTCTGCCTCCCAGGTTCAAGCGATTCTCCTGCCTCAGCCTCCCGAGTAGCTGGGATTACAGGTGTGAACCACCAC 
ACTCTGCTAATTTTTGTATTTTTAGTAGAGACAGGGTTTCACCATGTTGGCCAGGCTGTTGTTGAACTCCTGACCTCAAGTGATTGATCCACAT 
TGACCTCCCAAAGTGCTGTGATTACAGGCGTTAGCCACCGCGCCTGGCCTATAAGGCACGCTTGGTCAGCCAGTGGAAGCAGGGTCAGTAGTGC 
GCCGGAGAGTCACTTTGAAAAAGTGATATTTAGGTTGATCTTGAAGCATTCACAAGATGTGGTAAACACATCTAATGGTAAACATGTGATGGTA 
AACATTAGATGTGATAAAGATACTGATGGTCCACTGGATGAACAGTTTTCATATTTACTTCCAAATGATTTCATAGATATTATTTCACAGATAA 
CACTTAGGATGAAGGTAAATAAAAAGGAGATCAATTAAAATATGAAATAATAATAGTGAAAGTGGTAATAGATGTGGCAATATCCACAAAGGAG 
TAATGGTTAGATTAGCATATTGAGAAGATCACTTTGGCAATTGTTGGAATGCAGTTTACGAGAGGGCCAAGAATGGAAGCAGCAATCCCTGTTA 

TGCAGCCTCGACCTCCTCCTCGGGCTCAGGTGATCCTCCCACCTCAGCCTCCCGAGTAGCCGGGACTACAGGCACATGCCACCACACCCCGCCA 
GTTTTTGTATTTTTTTGTAGAGTCAGGGTTCTGCCATGTTGCCCAGGCTGGTCTTGAACTCCTGGGTTCAAGTGATCTGCCAGCCTCGGCCTCC 
CAAAGTGCTAAGATTACAAGTGTGAGACACCACCCCCAGCCAGCACATTGTATTAATCCAAGCAGGAGAACGCAGACTTCAAAGGCTTATGGGC 
AG C AGAGAGAAGTAGATG AAGCAAAGAGATGC AAT CAGCGGG ACTAGTGGGAAATG AGGG AAAGGAAGGTGTC AGG ATGGGG CTTTTT CTAGCT 
GAGTGGAGTTCAGTTCATTCCCAGAGAAGCTTGAGAGGTATCCAACTATAGATGCAAGGTAGCTGGCTGTTGGTCCCTTGTCTTTAGGACAGTT 
TGACTTTTGTAATACAGGCGACCTCACAGAGCTATTGTGAGAATTCAGAGCTGGGCACAGAATAGATGCTCTATAAACGGTAGTTCTATTCCCC 
ATTTGCCCCGTCCTCCCAGCATGCCAGGGATACAGGGGCGGATAGAGACAGGTTCAGTTCCCTTTGGTCTCTTGCATTCCCCCTTCCCTCAGCA 
CAATTCCTGGGCTCATAGCGGATGCTCAATAAGTATTTGTAGAATGAACCAAAGAAATCAGACCCTTGGTGACCCAGGGCTACATGTACTCGGC 
GGAAAACTGGGGTTAAACCGGACCCTTGGTTGGTTGAAAAATTAAAATAATTTTTAAAAAGTGGGCGTGAAATAA'rCCAGAAGTTGGAGGGCCT 
GGACAAAGGCTGGGGAGGGGACTCCTCCCACCAGGCGGCCTCAGGGTCGGCTTAGCAAGAAAGGAGGCGCTGGGGAGACCTCTGGGGTCCCAGC 
TGCCAAGGTACTCGCCGCTCCAAGGAGATGCGGACGCCGGATACCAGCTCTGCCCAAGATTGCTGGGTCCCGCCGCGGCCTTTAAAGGCCCACC 
ACGTGGCTGCGCGGCCAGCCCTGGTCGGGAGGCGGTGCCCGGGTGGCGCCTGCGCACTGCCTAGCAGAGGGGCTGGGGTTCCGAGAAAAAGCGT 
CTGGAGAGGAAGGGGAGGCTGCTTGGGGTGGGACGCCGTGGGAGGAGTCGGCTCCTTATGCAAATCACAGCGGAGCGCGCACGGTCCGGAGGCG 
GGGCTTGCGATGCAAAGACAGGTCCGTCTGGCGAACAGCGAGGGGGCGGGCCGCAACCCTCTGCCTCTTTCCGCGAGCGCTGACGTCGCCGACG 
TGTTGTTTAAAAGCGGCCGCGCAGGCGCAGTGAGCCCAAATGCGAACTTAGGCTGTTACACAACTGCTGGGGTCTGTTCTCGCCGCCCGCCCGG 
CAGTCAGGCAGCGTCGCCGCCGTGGTAGCAGCCTCAGCCGTTTCTGGAGTCTCGGGCCCACAGTCACCGCCGCTTACCTGCGCCTCCTCGAGCC 
TCCGGAGTCCCCGTCCGCCCGCACAGGCCGGTTCGCCGTCTGCGTCTCCCCCACGCCGCCTCGCCTGCCGCCGCGCTCGTCCCTCCGGGCCGAC 
ATGAGTGGGGACCACCTCCACAACGATTCCCAGGTACGGCCCGGCCTGACCCTGGCGGCCCCGGACCCCGGCCTGGCCGTCCCGCGACCCCCGG 
CGCAGGCCCCGACGCCAGCCCCGGCCCGGCAGCTTTGACAGGCCGGAGCCCCCGG'XGAGGGGCCGCCTGCCGGAGTAGATCGGCTCGCTAGGCC 
GCGAGCGAGGGCCGCGAAGTTACAGTTCGAGGCAGGGATGGCTGCCCTCTGTGGCCACCCCCGGGTCCCCGTCCTCCCCGGGGGCGCAGGGTGA 
GCCAGACCCCGGCCGCGCGCGCTCGCCGCCGGAGGGGTTAAAGTGGCTGTTGTTTGATATTCTCTCCTTTTCTTTTTCCAGATCGAAGCGGATT 
TCCGATTGAATGGTGAGTGTGCCCCCTGCGCCGACTCCGGGGCCCCCCAGCCGCCGGCCGCCTCCCCCGCGCCCTGCCGGTGCCGGGCAGAGGA 
CAGACATGGCGTCCCAGAGACTAAGTCCCGGCTCCTCGCTCACCGGCCCCATTGTTCCCATCGGGCCGCCTCTTGACCCCCTTTCCGGGGACCC 
CAGCTCCTCCAGATCCCGGCCCTCCCAAGAGGGGACAACGGAGACCCCGTGTCGTCCGCCACCGGGCCTCGGGCGGTCTTTCCGGGCCGGGATT 
CCTCCCGGGAAAGTCGCCTTGTCGACGGTCGGGACTTAGTCTCTGCGCCATTTTCTTTTTCTCTCTCCTCTCCTTTCTGTGCCTGTGTCTCTTT 
CTCTCCCTCCCTCGGCTCTTTCCTTGAGCTGCCCAGAATGAGCTTTCTGCAGAGCAAAGCCGTATAAATCACATACTTCACCAGAGAGGGAAGG 
CTGGGGGACTGAATTATTATTTTTTAAACTTTATTTTGGGGGTTATTCCCTTTATGCTTCATGTTTGTTTCCTTTTCTGCTTCCAGAATGAAAG 
ATTTCCTTAAGCAACTGTTAATTTTTTTTTTGATAGGCTGTTTATGATAGG AATTATGG CTCTAAAACTAAAG C CACGCTTTGTGGAGTTCTTT 
ATATTTCCAGGTTGTTTTTCCCAAGTTACGT^^ 

GTAAATGTTGGATTTTTAAAAAATTATGTTAGTCACTGGAACTTTTCATTGTGGTCGAGGTTCCCAATGCAGTGTTTTTCTGGAAACGCAGTTT 
AGTGTACTTGTTGGAAGGAAAGATTGTTGAGCATCTCTTGTGGACCTGGTGTGTTGGCCTTTTCGTTTGGGTTGTAAGGAGGAAAAAAAGATTT 
TATTTATTGAAGCAAAGAGTGTCCAGTACCCACCCCTGCTTCCTGTTCATTCTTTTTCACGAGCCACTGTTTTTCAGGAATCAAGAACTGGCTT 
TTTTTTTTTTTCCCAATTCTTTATGTTTTTGAACCCTTTTCAGCCAAATCAAGGCATTTATTCTTACTGTATTTCCACTTCAGTTACCCAGGGA 
AGAGTCCTCCAATAAAAAGCTCATCCTTGCAGGCTTTCGAACAACCCTGTTGAAGGAGAAGTTACCTTCTGTAGTGTGCTGGGAATTCCCACTG 
ATTTTGATGGTACATAATCCTGCTCAATTGAGTTTGGGTTCCGGGAACCTCTCCAATGGGAGAAGTTGATGAGTAGGTTTTCTAATGTTGTAAT 
CAGCAGTCCATCATGTTAGCCTGCTCTACTGAGAGCAACCTTATGTTCAGAGTTTGAAGTGGGGCATCCAGCAGGAGATGGTACTCAGCCAGGA 
GAGAATCTGGTTTAAAGTATGGCATTTCTTGAGCACCAGATATGTGCCAACCACTGTGCTTGGTGCTAGAGCTGATCCTGTAACCATAACACTC 
CCTTGCTCTCAATTCAGTCTATTGGGGGAGACATAATTAGTTAATTATAAGGTAACTACTGGGGCATATGTGTACCCAAAATGCTTTGAAGTAT 
AGGGGAGTT'AATTTTGTCTGAGGGTGGGGAAATTTCTCAGAGGAGGTGACTTCTGAGCTGGGGGTTGTGGAAGACTGGGCGCAGAGAATTGTCA 
GGGGTTGG AGTGTTTCTT AAGTACGTTT AACC AACCTAT CACGATTTTAAAAG AGGG AGG AGGTG AGG CCTGC AGTTT AGAAAG CC AC AGTATA 
GACATGTTTCTTTGGGATACAGGAGCAAAGAAAGGATGTGCAGGTGAGGATGTAAGAAGTCCTTTTGACCTTGCTAGAGGAAGGTGGGATCTTT 

TTACATGGTTCTCACCTAAGTCACGTGAATGATTGTGAGCTGGCTAGGTTATTGATCTTTACTGACATTTTTATAGAGGCTGAAGTAATCTGCG 



602 



WO 03/039484 



PCT/US02/36071 



SAGRES DISCOVERY 02-31 



TATGTTGACTTTTAGAATGTGTTGGCTCACATTTAATAGCAATAATAGCTAATATTTATTGAATACTTACTGCCAGGCATGAATCTCAGCTCTT 

TCCATGGATCATCTAATTAAATGTAATCCTTGGAAGGACCCTTGTGAGTTAGGTCCTGTTATTTCTGTTTTGTAGATGAGGAAACTGAGGCTTC 

AGTGTATTTACTAGCTTGCCCAAGGGCTGTGAGTTGGCCACTCTAAATCCCATGAGCTGAGCCACTATGCTAGAGTGATACTATATGATACTAG 

GATGAAAAAATAAAAAGCCACAAATCTCTATTTTCTTACAGAGCTGAAAAAGGAGAGAAGGAAGGATTTGATAATTTGTCATTTGCTTTTTATC 

TAAACATGCTTTTTGAAGAGAATCTGCCACCATAAAGTTCTGACATTGGTGTAATTATTCTTTGTGAATATTGTCTGGAAGATGTGGTGTTGGT 

AACTATG CTTG CTAT CTC AAGTAATACATTGTTAACCAGTGATTG ATTTATGTAACT ATGAAAAAAACTTTAAAAAAAGTAGAAATCAATGTTT 

AATTATGCCCAGACATGTCATTATTGAACTTTGTATTAAGAGATTGTTTAAGCGTGATTTTAAGAGGGCCTAACCCATCTTACAGATTAACTGT 

ACAAGTTCATATATTAAAATCAAACGTCTCTCATTTTGCCTGCCCTCATCCCCTAAGATATAAAAGATTCCCCCCCGTCCCCCCACTTTGGAGC 

T C ATTCTTCGC AATATTTAAAATTGT AGCT CTTTGC ATGT AATTT AGAACATTCTGACCCATACT C AACTG CTGGGAG ACTCTGTTATTTATAT 

TTAAAATGTTGACAGTGAGTTAGGAATTTGGAGCAGAAACCATATCTAAGTCTAAGTGAAAAGACTTCCTAAGTATTGGTAGAACTAACTGTAG 

TGGGGCTGAGTCATTATTACAGTACTGTACAGGCTGCGTAGCTATCTGTAGAATTGATAATGGTAATACCAGGTTAAAGTGTTAGCGATTCTTC 

TGCTGTTTCAGAGGTCTTGAAGTTTTTGCCTGTCTGCTATGGAGATAGGGAGTTCTCCCCCATTTGACCCCCTTAGCAAAGCACAATACTTGGC 

TCCATCAGTCTTTAGTCTAAGAAGTGATATATAGGATCATGGTTTGACATCATCTTGTGCTGATTCTGGTTGGCTTAATGGAATCAAATTGGAT 

GAAGGTAATTAAATATGAATTGTTTCTGATGCTAATAGATAGTTGTACTTCTGTCTGTTGGGTATGGGTTGGGATGGGCGGTAGCATAGCTGAT 

TGCGGTGGGGGAATTTCAGATAGCTGATGATGTGGCTATCTGAAAATTGCCACTACATTTTTAAAACTGAAAAGTGATGGTACCGCCAAATGAA 

ATCTGCAGCATCCTCAGACTCAATCAGGAAATACTTAAGCATTATGCTCCAGGGTGGTTTTCTTCCCTTACATTGCAACTGGACTCCTTGAGGC 

ACCTTTTTAGAATTAGTGAGCCGCTAGGATTTTTATACTATGCTTTGACATAAAAGAAAGTTGCTTGTCAATATGTGTTTTTTTAGTTTACCAG 

C ATATCAGATCT CAC AAACAAATTTTAGG CTCGGATTGG ATGTTT CTAGT AAAAACAAG AAAATCCAGG C ATC ACTAAAAGAAT CAG AAATACG 

TTGTGGCTTGAAAGGTGCAAACTAAATAATATAGCTAGCAGTAACGGTCACCAACTCCTGCTTTTCTTTGGTTCAGTAGATAGAGTAAAATGGA i 

AAATAGGAAACCAAGGTCAGTCCCCAAATCTCATTTTAACCAATAGCAGCAAAAAAAAAAAAAAAAAAAGGAATTGAGTGTGACTTTTTCCCCT ' 

TGCTGTCAGCATAAAGATGGGGAATTGAGAGAGTTGGAAAGACATTCATTAGTTTGTTCAGATTATTAAATAACATGTCTTAAAGTTTATATTC 

CAAAATTGGGCTGTGAGGTTTTTTTGTTTTGCTTGTTTTCAGTGCATGTGTGGGGTGGGGAGGTGCAAAAAAATGTTTGCCTTCTAATATACAG 

CTTTGTTGTATATTAATTATATAGTAACAGTTGTCCCTGCTGCTAATGGTATGGAAAATGATTCTGTTGTGCTTTCTGAATACATATCATTTTA 

GAAGTTTCAGATTATACTAAAACCATGTTATTTCATATTAGTTGGACATGAATGCATATTTATATGACACATCATTATCAACTTTTGCCTTTTG 

CCATGTTTTTAGTGCAAAGTAAAACTGATATTCTTCAAATCCAAAGTCGTTTCCTCAGAAGTGTGTTTTGTGAGGGATTGCATCTTTCCCATGT 

GAAACTGTGTCGAACTCCAGTAAAGTGTGTTTGCTTGGGAAAATGAATTCAAATGTAATTAGTTTGAATGAAGCTGTGGAAA'TGTTTGAAATGA 

GTATTTTGACATTGGACCTGGAGGTTTAAAAAAAAAAACCCTATTGAAAGAATAGTAAAATATATTGGATGTGGAGGTGAGAGTCAGTTGAGTG 

AATTTTCTGTGTTGTATGGTTTAGATTATCTGACTATCCCTTAATTATTTTGAAACCATTAACTTTGGATAATAAGGGCATTTAGGCAAACAGT 

TGACACATGGATTTCTTAAGGTAAAAAGTTTAGAGACTTCCAAACTAGTCCTTAAGAGGCGAATGGGTATTGTGTTTAAAGGAAGCTTTCAGAT 

TGTGTTTAAACTTCGAGTAGTAATATTTGGAACTGTCTTTTCTCCCTATTTCCATGCCTCATACATCTCAAGTTTGAGCAGCAGCTTTCCATCC 

CCATGGCTCCAGGCCAATAGCTGCAGTAGAAAATGTAAAATAGAGGCCAGGGTTGGAATAATTAGCATTTTGCCAACCCCCACGCTCCCTGCCA 

CCTGCCTATCTAGATGTGGACAGTATGTGCTGTGTTGATAGCATAGGGCCTGGGAAGGGTGGAGAGGGATGTAAATGAGGGCAGGGTGGACAAA 

GTTTGATTGGGGGTTGCGGGGAAGCTTGTAGAGGAATGTCTGTTAGATATTGATGGTATTTTGGTGGCGTTATGAGAAATGGCTGATAGTTTGC 

TGAAATGATTTAATAGTAAATAGATATTGTTGAACATTTTCTGTGTGTATAGGAAAGATCCTAGATATTTTTCACACTGGGAGAGAAGTGATGT 

TACTGGTATCTGATGCATATCTCTGGAGTATATAGATCGTAATATCAACTTTGGCTATCTGTATCGAAGTTTGTATTAACTGTCTTTATGTGTG 

GGGGTGGGGGGCAGACAGGGTTTCTGTTTGTTGCCCGGGCTGGAGCGCAGTAGTGTGATTGCAGCTCACTGCAACCTCTGCCTCCTGGGCTCAA 
GCGATCCTCCTACCTCACCCTCCCAAGTAGCTGGAAGTACAGGTGCATGTCACCACGCCGGGCTAATTTTTGCATTTTTTGTAGAGACGAGGTT 
TCTCGCCATGTTGCCCAGGCTGGTCTTGAACCCCTGGGCTCAAGCAGCCTGCCCACCTCAGCCTCTCAAAGTGCTGGGCATGAGCCACTGTGCC 
TGACCCTTAATTTCTTTTTGGTAGGTATTCATTTTTCATTTGTTGTGTTAAGCTTCTAGTTTCACTCACTTACCTGTCTGCTAAATTTTTCTGA 
AATGTGTAATAAATGTTTTAATTTACCATCTCCCTTCTACCCTTCCCATCAGATTTGGGGTGGGGAGGCATCTGTACCAGGCAATTAATTCCCC 
TCTGAGGGTTTGAAATTAACATTTTTGTTTCTGTGGATTCAAGGAGCCTAAAGAACACAGTTCATTAGCATTCCTAAGAAACACCTAGGTAAGC 
TCCAACAAAAGATGTTAAAGCAATCAGTATTTTTAGGGACTTCAGATCTCCTGTATTTGTTGTTGTAAATGATGATGTTGGGAAAAGAATTTAA 
CAGATCCCTGGGTATTCTGACGTTTTCGTATATTTTAAGAACGAAACCGACCCAGCCAGCTTGTGGTCCCATTATTCTTTATATTGTTTTTCTT 
AGCACACGCTAGCAAAGATAGATGCCTAGGACTTTTCTTGGCTATTGGAGTTTATAGAAAAAAAGTTCTTTGTTGAAGGTTAGTCCTCCACCAG 
AATAATACACCCTTTTTCCCCTTAGTAGAAGTCCAAATGTTAATCTTGCTATCATATATGTATGAATGCCCAGATTTATAAAGCTTTGTAGGTA 
TATTACTGATTGTGCAGGAGACTAATCTAGGAGGCTTGAGGATCATTGTCATTTGTGGATCTCATTGGCTAAGACCTTTTACTTAACCTGACTC 
CAGTAAGGTAGCCCCTTTGTTTCCTTGTAGTTGACTATGTGAGCTCTTGCCAAGCAGCAGAAGTGGGATGAAGGGAACTAATTTTGAAAACTTA 
TTAGGCAGCACATTTTTATGTGCATTAAATCTGAATTGAATAAAGATAATATAGATTGCATAGGCTTATGGGGAGAACCAGAGACCAGGAAAGG 

GTAATTGGTAAGCTTCTAGTACAGATGTCAGAACCTGCCCTTGATTATCTGCTGTTAGAGATAGCTTGGACCCTTTGTATGTGGAATGTTAGGT 
CTAGGGGAAGAGTGGGGGTGTGAGGAGACAGCTGTGGTAAAATAGAAAATTGGTGTAGGATTCCGAAAAATCGAGATAAGTCCCTGTTCTTCCT 
ATG AAACATGATCTGAC C ACTG AAC CTTGTTTT CTTATCCATAAG C AAGGATAATATTT ATGTTT CACAAACTGTTGAGAATTAG AT AAG TATA 
TGAAGGTGCCTCTCTGTCCTCATTGTAAAATGTAAACTTTGATGAGACAGCCTCTATTCTCAACTGGATCTTTATTTTGAATGTTAGGTTTGAA 
ATAGTGATTGATGTTGGGGAGTCTGTCTTTCATTGGTATTCCCTGTTAAAGTTTTAAATCTTCTTGACATTTACACAGTGAATTGTAACATGTA 
ACTAGTGTTGTTGAGTCTTTACCTAATTGAATCAGCAGAGCCTACACTGATGTCTTCCAGTTACAAAGGGGTCACTGTAAAGTAAAAGGTGTCT 

TACCCAGGCTGGAGTGCAGTGGCGCAATCTGGGCTCACTGCAAGCTCCGCCTCCCAGGTTCACGCCATTCTCCTGCCTTAGCCTCCTAAGTTGC - 

TGGGACTACAGGCGCCCGCCACCACGCCTGGCTAATTTTTTGTATTTTTAGTAGATACAGGGTTTCACCGTGTTAGCCAGGATGGTCTCGATCT 

CCTGACCTCGTGATCCACCAGCCTCGGCCTCCCAAAGTGCTGGGATTACATGCATGAGCCACCGCGCCAAGCCTAATTCCTACTTTTCTAAGAA 

TGTTTACAGGAAAGTGGTCATTGCCAAAGGAACTTGTAGCAGTACAGAAGATGGGCTCAGAAATGAAAGAAGTCTATTGATGTGACTAATTTCT 

CAACCATTTAATAGAATTATGGATTTTCTATTAAAAATAACTTGACCCTTTTCGATGCATTTAATAAAATGCCAAGTTCATTATTTGTTAATTT 

TTTAAAACCACAAAATTCAATATGTCTTGTGTCAGCATATTTTTTCAAAGGCCACTATTTTACTTCTCGCCCAAAACGTTTTTAAATTAAACAG 

AGAAGTCTCAAAGCACCTGAGAATTACTTCAGTTTTTCATTTATTCAAATAGTTGCTTAAAGTGACCAACTTGGTTTTCTTTGAAATAGTAATT 

CTTGGGAATAAGAATACCTTAAATAATATAATAAAGCTTATGTGTGAGAATTTAGTACCAAATGCCGTGTTAACAGTTATGGGTGAGTATAGGC 

ATTTGGGAGATTCCATGAAAAAATTTGATAAAGTCAGTAGAAATTTCAGTAATGGCTCATAAGTCTAGCTAATGCTGAATATTGAATTGCCTTG 

AATTTGTTTTTTTGGAAGTGTTACTTAAAGGAAATAAACAAAAGTCATTTAAGGATGTGTTCACTAGTGTTCATTAGGTTTAAGCCAAATGGAT 

CTTAGTAGAGATCTTACGCCATTCAGCAAAAGGATTATCACAGAAGCATCACAACAGGCGCAGACTTAAATTCAATTAAAAGTAGGCAGGAGGA 

CATAATTTTGTTGTATAGAAATTATGGAATAGGGCCTAATTTTAAAGAGTCTTCAAAGATAAACATATCAGGAAAAATATAGCTCATAAAATAT 

GGGGAAAAAAATCTGGGAAGATGAGTATTTGTTAATGCTCTGTAGCTCCATTGCCCTCAGTATACAAGGAATGTGCCCACAATAGGGTTGGATT 

TAAAAGTCTTCAAAGCTTTGGTCTCTTTTTCTTTCGTTTTCCTGTGATACAGAATGCGAATAGTCTCCCGGCCTCCAACCCCCTCTAGATCCCC 

ACCACCCCATAATAGAGACTTAAAGGGAATTTAAATTCGAGTTCTTGAGCTTCTGCTCAATGGCTAGGTCTTTGAACAAGTTAATATCAGAGCC 

TTAGTTCTTCAGCTATAAAGTAGGTTTAATACTTACCTTACAACATTGAGGATTAAAGAGCATGAGAGGATTACTTTATGAAAGGTGAAGCTTA 
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GAACAGAATTTTTAGTTCCTTGCCAATGCTAAAAAACAACAACAACAACACCTTTTTCAGAAATTGCTTTATTAGGCTTTTGTACAAAGGGAAC 

ATCTTTACTTTCTTT AAATTTG C ACATATATCTATTGTG AAAT.TTT AAC C AAG CTGGAGGGGTCACTAGGG AGCATTGAGTATGAT ACT ATTGC 

TGTAAATCATAGAAAGGCTGGCTCAGGAGGGTACTGACTTGCTTTGACTTTGCGGCAACTTCAGTTGTCCAGTGACAAGGCTTGCTGCATACAC 

ACCACTTTGTTTGTTTCTCATACCTTAAATTGTGGATTAAAAATCTTTGGGGCAGGCCTGGAGGCTCATGCCTATAATCCCAGCACTTTGGGAG 

GCCGAGATGGGCAGATCACTTGAGCCCAGGAGTTCAAGATCAGCCTGGGCAACATGGGAAAAACCTGTCTCAACAAAAAAAATACAAAAATTAG 

CCAGGTGTGTTGGTGCATGCCTGTAGTCCCAGCTACTTAGAAGGCTGAGGTGGAAGGATTGCTTAAGCCCCGGGAGGTGGAGGTTGCAGTGAGC 

CGTGAGCATGCCACTGTACCTACCCCGTTTTGGGCAACAGAGTGAGACCCTGTCTCAAAAAAAAAAAAAAATCATCATCATCTTTGGCAGTGAT 

TAACTTTCTCCTTTCACACTTGGGATGGTGCAATATTTGGCATCTACTTAGGAAGCTAAAATTTTCACGTTTAATTGTAAATGGAAAAGTTTAA 

GTTGCCATATTCATTCATACAAACATTCAGAAAGTGAATATTGTGACTAGACACAGATGAACAAGACAAACCCACATGCCTATCAGGATGAACT 

TTG AAATTAGTACGTTGTAGGTATATACAGTCACTTCCTCTGTTGAG ATTTTTCATTAGGCCT C AGTACAAAGG CTG CTGTC ATACAACATGAA 

TGGGGACTGGAGGTACTTTCTGGCAGTTAATATTTCACTATCAGTGCAAGAGAGTGACGTCTCCATTTAGTCCTAATCGTGAGTTTTTCCCCCC 

TTAAAGAAATTGGAGACCTAGGACCTTGGATTTCCAAAGATTTCCAAACTCTTATTTCTTAAAATGTTACAAAAAATGGTTTTTTTTTGTATAC 

CTATATACCCATTAAACTTTTTTGCCTGAAATAGGCAAAAAGATTTAAGTTCTGTGTATTTATTTCCTGTTATCTTTTTGTATCAGACATCCAT 

GTTGCATGAATTTTAGAAAAATAGTTTTCAGCTGGGCTTGGTAATGGCTCATGCCTGTAATTCCACCATTTTAGGAGGCCGAGGCGGGCGGATC 

ACGAGGTCAGGAGATCGAGACCATCCTGGCTAACACGGCGAAACCCCGTCTCTACTAAAAATACAAAAAACTAGCCGGGCGTGGTGGCGGGCGC 

CTGTAGTCCAGCTACTTGGGAGGCTGAGGCAGGAGAATGGCATGAACCCAGGAGGCGGAGCTTGCAGTGAGCCGAGATTGCGCCACTGCACTCC 

AGCCTGGGCGTCAGAGCGAGACTCCATCTCAAAAAAAAAAGAAAAATAGTTTTCACATTTCCTGAGCAGGTAGGTTGTCGGAATGGCTAGAGAT 

GGTCACATTCTGTGTGAGAAATCATGTGACAATAGCTAATTCAAGTATTTGAAATAATTTAAATCCTTGAACTGAATTGATTGAAATAAAGTAT 

TTAAAATCACCATCTTCACATATTTGAAGAACTAAAATCTTAGAGAATAAACTCTACTTAAAGTCCTGGGAAACTAATTTTATGAAACTATTGA 

AAT ATTATTG CCC CTT CCTAAT C C ATGAAGTAT CTTG ATATGGGTAAT AC ATAAAAG CTGTTAAAG CTCTT C AGAGAAAG ATGCAG AGTACATA 

GTGGTATTACTTACAGTGGTTTGAATACTAGAAAAGTGATCGGGACAAAATGTTAGACTTACTGTGCCTTAATCATACAGTCAGTGCATTTTTG 

CAGGAATGGATGCAATGTAAGTAGTTCTTACTATTTAATACCAGAAATGAAGAAACAGTAGCTTCTTAGGAATTGATTGTGGCTCAGGATCTAT 

TTCTTAATTTTTAATGCTTCCACTTAACCAGGAGAGGAAAGGGAGGAGAAGGAACACAAATTTGTTAGTCTTTATAACTACTGGCTTGTTACAC 

TTGATTTCCAAACCACAAGTGCTCCAGGGCCAGGCACCCCACACTGAGAAGTCCCTAAGAAGTGCATTTATTGGAAATTTGATTTTTAAAAAAA 

ACCTCATCTCTACTAAAAATACAAAAGATTAGCTGGGCCTGGTGGCGCATGCCTGTAGTCCTAGATACTCAGGAGGCTGAAGCAGGAGAATCAC 

TTGAACCTGGGAGGCAGAGGTTGCAATGAGCCGAGATGGCACCACTGCACTTCAGCCTGGGAGACAGCGAGGCATCGTCTCAAAAAAAAAAAAA 

AAAAAAAAGACCATGTTAGGTTCTGTTTAAGTAGTATTTCTTATACCCTGGAATGAATGAATGCCTCTTAGTCTTTAGAATTTCATAAGGTTTA 

GCTAGGTATACTCAATACTTCTCCATTTTACTACATATTTTTAGGAAGGCACTAGGTATTGTGAACTCCTTGAGAGTTCTAAACATCTCAGAGC 

CTGTTTGAGTATTGATGGCATAGTCACAGATACTCCATTTCCTTTCTAGGGAAGTCTGCCTGCATTACCACGTAACCCCAAGCCAGAAGTGTAA 

CCACTTTTCTCTGACTTGCATTGAGCTTTTGTTATCCTCTTTTAATATTTCATTCTGTAGTAGTCTGTATTTATGTGTTTTCCTTATTAAGAAG 

TGGCCAGCACTTTGGGAGGCCAAAGTGGGTGAATTGCTTTAGCCCAGGAGTTCTAAAGCAGCCTGGGCAACATGTCGGGACCCCGTCTCTACAA 

AAAAATAACAAAAATTAGCCAAGCATGGTGGTGTGCACCTACAGTCCCAGCTACTTGGGAGGCTGAGGAAGGAGGATCAGTTGAGCCTAGGAGG 

TTGAGGCTGCAGGGAGCCATGTTTGCCCTACTGTGCCCCAGAACGAGACCCTGTCTCAAAAAAAAAAAAAAAAAAAAAATTAAGAGCACTGTTT 

CATCCTGTATGGTCAATACAGATGCTTTTACCAAATGTTTCAGTTGTGAAGTGCAAACTCCTTTCTCCCCCCAGCTGGTTGAAGATCAAGTGGG 

AGACTTTTGAGAGCTTAACAGTAAGTTTTCCTTGTTTTTCTCAAGCTGATATGCCTAAAAGTCACCTGGGGATGATTGGTGAAAATACATATTC 

CTACTCGTACACCTTGAAGTTGATTCTATAGTGGAAGGTACTGAAAATCTGCATTTTTAATGTATCTTCAACAATCCCAAATGATTCTGACTAA 

TGCAGGTGACCCATAACCTCCTTTGGAGAAGTTGATCTATCTGAACTTTACTATCTTATTTGGCTAAAGATCTATATTTTGCTTCATTCAATTA 

CGATACTCCACAGGTTAAGGTATAAAGCTTACAGGGTGATGATGATGATGATGATGATGATTATTATTATTATTTGGAGACAGAGTCTCCCTTT 

GTCGCCCAGGCTGGGGTGCAGTGACACGATCTGGGCTTGCTGCAACCCCCACCTCCTGGGTTCAAGCGATTCTCCTGCCTCATCCTCCTGAGTA 

CCTGGGATTACAGGCACACCACCACCACACCTGGCTAATTTTTGTATTTTTAGTGGAGACGGAGTTTTGCCATGTTGGCCACGATGGTCCCAAA 

CTTCTGGCCTCAAGTGATCCGGCTGCCTCAGCCTCCCAAAGTGCTTAGATTACAGTAGTGAGCCACCGTGCCCAGCCAAGATTACAGGATATTT 

TTAAAGGACCAGAACAGTATTTTTTAATATATGTTTATAAAAGCTTGATACTTCACTCTAAGTTATAGTTTCTACCTTTCAGTGAGCATTTACC 

AAATAGCAGATATAGTTAACTGCCTTTGCAGCTGTTTTACTGTGTGTCAGAATCCTAATCCTTTCTCCTACTTCAGTGTTTAACAAGCCATTTA 

ATTCTGATGTTACTTTTTCGGATTGGGTGACAAGCAGAGCACAATGAGCAGGGTTTGTTTTCATACTAATACTAGGATGGTTAAATCAGGACTT 

TAGAAAGTAAGTGGAATAATTTAGTGGAATACTGAAAATCCAGTCTGTGGAGCTCACTGCCTTTAGATTAAATTAGTTGGGGACTTCAGCTCCT 

GATGGTACTGATTGAAATGGAAGCATTTGAATAAAGCAGTATAGTTGACGCTTGAACAACACGAGGGTTAGGGATGCTGACTCCTATGCAGTCA 

AAAATTCGAGTTATAACTTTTGACTCCTCGAAAACTTAACTAATAGCCTACTGTTGACCAGAAGCCTTACTGATAACAGAAACAGTCAATTAAC 

AC AC ATTT T GT AT G T T ATATG TAT T AT ATAC T ATG AT C T C ACAATAAAG T AAG C T AG AG AAAAG G AAAT AT T AAG AAAAT T G T AAGG AAG AG AA 

AATATATTTACCATTTATTAAGTGAAAATGGATCATCATAAAAGCCTTCATCCTCATTGTCTTGTTGAGTAGGCTGAGGGGGAAGAGGAGAGTT 

TGGTCTTGCTGTCTCAGGAGTAGCAGAGGAGAAAGAAAACCCTCATGTAAGTGGACTCAAGCATTTCAAACACATATTGTTCAGGTGTCATCTG 

TGGTTCTCAATGTGTGGTTTCCTGATCAGCAGAACTGCATTGTTTGAAAACTTGTTGGACATGCAGATTCTCGGGCCTCACCCATACCTACTGA 

CTCTTAAACTCTGGGAGTAGGGTCTTAGCCATTTGGGTTTTAATGAGTGTCTACCAGGTGATCAGATGTGCACTGAAGTTTCAGAACCAATAGA 

ATAGAGCAAGATACCAGTTTTGTAGTAATTCAACCTCTTAAGCAGTATTCCTTGTTCTTTCACAAGGAACCATGTATGGAGTTCATTACTTGTG 

CTTTCTTACAGTTGTGAAGTTGGAGTAATTCATAATCGGGGGAGGATCTTCTGGAGTATAAAAAAATTTAAGGAGCAGTTATATGATTAACACC 

AGAAAGGTTTCTTGTATTTCTACTGAATATATGCCACTTCAGTAGGAGAGGTGTGTTCAGTCTTATTCTTTCTACAGCTAGTGGCCCAGAGAAT 

GGCCTGCGCATTTCAAGCCCTGTCAATGAGAATTGTCTAGACAAAGAAGGTCCCTTGGTTGAATTAGTAATAGGATACATGAAACAATGTGTCA 

GCACACTTAAAGTCTTTATGGCCAGACAAAGTATGGTCTTAGTGTGTTTGGAGGCCCCTGACCATTGGAAACAAAGGCAGTTTAGGCTGAGCTG 

T GG AT C CG C ACGT AGG C C AG AG GTTTGT AGT CACTCTCACTCTTCC C AG G CAT T AAG C G TT C CT T AAT G G AAG C AAAGG AG G AC AAG C CTA CAG 

GAATGGGCCTGCCCTAATTGAGCTGGCCTGAGAAGATACATTTTCAGGTTAGACAAGTCCTTTTTCCCTTTTAAGTTGTGCCTCTTGGGAAAGA 

AGATGCATTTGTAGTGCAGGGATGTCCTTGTGAAAATGTGACTTGTTATAGAGCAGTATTTGAAATGCAAGTGCCCAGCCGGGCGTGGTGGCTC 

ACGCCTGTAATCCCAGCACTTTGGGAGGCCGAGGCAGGCGGATCACCTGAGGTCGGGAGTTTGAGACCAGCCTGACCAACATGGAGAAACCCCA 

TCTCTACTAAAAATACAAAATTAGCCAGGCGTGGTGGCAGACACCTGTAATCCCAGCTACTCGGGAGGCTGAGGCAGGAGAATCGCTTGAACCC 

TGGAGGCGGAGGTTGCAGTGAGCCAAGATCATGCCATTGCACTCCAGCAGGGCAACAAGAGCAAAACTCCTTCTCAAAAAAAAGAAAAAAAGAA 

ATGCAATTGCCCATCTTAAGGGTCTTGTACTAGTTAATTACTTTCAGAGATAAGTAAAAAAATTCCAGTGTTGTCTTCTATTAAGAGAGCAAAG 

GTAGTTAGTAAAAATGGGATTTGTTTGCCCTGCTCCCGAAGCTTAAAATAATTGCTCTATCTCAGTTTTGTCTTATGCTTCGGCAGACTAATAA 

CTTCAGTTGAAATGTTTTCTGGGCAGGTGTTCATTGAGGGCCTGATTCTCCAGAGGTTCTGTGCAGAAGCAGGCTGCTTTGAGATAGCCAGCTT 

AGCCAGGCCTGGGAACCACACAGAATAGTGCAGTACCATGTAGGGAAAAGTCCTTGACTGGGCTGCAATAGGCAGAGTGGAGAGTGCTAGGAAG 

CAGAGTATTTTCCTGGATAATTTCATCCAGTAGAACTTTTTGTCATGATGGAAATGTCCTATATTTGTGCTGTCCAATATGGTAGCTATTAGCC 

ATATGAGGTGTGTCTGTGTGTGTGTGAGTGAGAGAGAGAGAGAGAGACAAGAGTCTTGCTCTGTCATTCAGGCTGGAGTGCAGTGGCGCGATCT 

CAGCTTACTGCAGCCTCTGCCTCCCAGGCTCAGGTGATTCGACCCTCAGCCTCCCGATAGCTAGGATTACAGGCGTGGGCCACCACGCTCAGCC 

AGTTTTTTTGTATTTAGTAGAGACGGGGTTTTGCCATGTTGACCAGGTTTGTGTCAAACTCCTGGCCTCTAGTGATTCACCTGCCTCAGCCTCC 

CAAAGTGCTGGGATTACAAGCATGAGCCACTGCACCTGGCCTATATGAGGTTTTGAGCCCCCTTGAAATATGTGGTAAGTGGGACCAAAGAACT 

TAATTATTTTATTTT ATTTTATTTTAATTTAAATATAAACTAGC CAATAGTGG CT ACC AT ATTGG ACAGCT CTAG AT AAAATTT AGGT AAGACC 
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CAAGAGATTGTGGTTTAGATTCTGCTTGGAATATGAGTGATTGGGGCTCTTGGAATTTAAAAATCCAAAGACACGTGTGAATTTGATGTTATGA 
GTTTGAATAACAGCCTTCCTTCAGTATGTCTAGATTGTTTTATCCTGACTGACATTGTAAGTCCTAAGAGGACTTACAACTGGTAAGTAAAGTT 
GTGTTTACCAAAGCAGTTGGAAGTTCAGGCAGTTGTACGTTTTATTTGACCCCTTAGAGCTAAACAGGTGAAAATTTCAGGTCCTTTGGATGAA 
GTAAGTTCTCATTTTATCTCAGCAACCCTATGAGGTAGGTTATGTCTGTTGCGTAGTTGACAAAACAGATGAACTTATATTTATGTACACCTTT 
ATGGATTAGTAGCCTTTAAAATGGTTAGTTTTAT C CC ACAACTTGATTTGAAATTGTAAGTTTCTAGC ATGTTG C CTATAAC AAGAAGGTAATT 
T ATTT CTATTTGTT AAATTGTT ATCAGTAATAAGTC AATATC CTACTATAAGTGGTAG AG AAT C AAAGATTGTAGACTACCAAATAGCACCC AA 
GAGGCTAATTCATGCAAGGTGTTG'CTTATAGTAAAAGCAGATCAGAACTGAGCTGCTGTATGCCATCTGGGGTTATCTTCTCACTTGCACGCTG 
ATGAC C AGTGTAGG CTG CATCTTAT AAGTAAT CTGG CT CACAGTTAGCTAGACAT ATATTAGT CTGATGGAACAAAATCCGATTGTAGCTTTGA 
CC ACTATG AGGAC C ACTGTCATATAAGGTCTTAGATACCAACTTG AGT AAATTGCTT AAGG ACTGGG AAT AGATCC AG ATT CCTC C AGGTTTAG 
CTTCAAGTTGTG ATCAGTTTTCGTGGG ATG CAAGGAGAAAATG AATAGGAATG AAATAAATAG CTGATATTTGAACATTTTTAATGC CCTAGGC 
AGCGTCTTAAGAATTCTAAGCTTTCATTTATCAATCCTGAGGTAGTTAACATTACTATTTCCAGTAATGTTCACTGGGCCAGTTTACTTTTGAA 
GAAATTGAATCTCACGGTTTAAGTAAAGTAACTAGCTCAAGGCTATATAGTTATAACTAAGCCACAGAGCAGGGAGGCTAATCTAGGCCTACCT 
CATGCCACAGCCTGAGTTCTTAGTTGTGATACAAAACAAGGTAAAGGGGGACCTGGGGTGACTTAGTTGCCTCCTGAGAATTCTGGGCTGTGGT 
GGAATTACCCATCAGACTGGGGGCGCCCATCTCTTCACTTATGATGTGTCCTTAACAGACTAAATGCAGGCTCTGCTGCACTTTAATGTAATTC 
TTTCCCTATTAAGGGAAGCTTGCTTGCCTTTGCAGCAAAGCCCCCTGGATAGTTTATTTTTTAGCAGTTCAGCTTGTGCTTGGACCCAGTTGTT 
CCAGAAATCAGTAAAACCTATTTGAGTATTCAAGAAAAAGGATCTTTTTGTTAACTAAGGATTAACT^^ 

AAGTCTGCTTATTTACTAAGGAATTTCATCAGAGGTGGTTAGCATTTTGTGAACAAGTATGATGTTGTTCCCACTTCAAGGGGAATAAATAACA 
AATTTAACCAGCTTGCTGCTTAAGAAGCAGAATTAGCAGTGGGCCAGTCATTGGCCTCTCTTCAGAGTTCTCATGTGACTCACTTAGTTTTGCA 
GAGTGAGGTAGATTTTAACCACTTTCAAGTCAAGTTGATTGGCCATTCATGAGCTGTGTGCAGGGAGAGAAGAGAGACGAGAACAAGTTAGCAG 
AAAGCTGAGGTGTGTTAGACGGGAGTTGTAGGTAAGTCAGGGAGGATATTCTTCATTTAGACCCTGAGCTTGAGTAAGACACCTTTCTACAGGA 
GACATTGCGGATACTTTCTAGTTAGTACTAGCGCAGTGTTCTGCAAACTACACCTGCTTTTGTGTGGTCCACGAACTAAGAATGGTTTTGTATT 
TTTAAATTTAGGCATGTGCCACATAACAAGATTTCTGTCAACAATAGACCACTTATATAATGATGGTCCCATAAGATAGAAGGTGGTATTTTTA 
CTGCCTCTTTTCTGTGTTGCAGATACGTTCAGATACACAAATACTTAACACTGTGTTACAGTTTCCTACAGTACTGTAACATGCTGTACAGGTT 
TGTAGCCTAGGAGCAACAGGCTATACCATATAGCCTAGGCGGTAGTAGGCTATACCATCTAGGTTTGTGTAAGCACACTATGATGTTTGCATGA 
CAAAATCGCCTAATGACACATTTCTCAGAATGTAGTTGGAGGAAAAAAATTGAAAGGAGAGTATTACTTCATGACACAGGAAAATCATTTGAAA 
TACAAATTCCAGTGTCCATAAATAAAGTTCACTAGAATGTGGCCATGCTCATTCATTTACATGTAATCTGTGGTAGTTTTTGTGCTACTGTGGC 
AGAATTGAATACTTGCAGTGGAACTTGAATGGGCTACAAGGTGTATTTAGTACCTGGCCCTTCACAGAAAAAGTTTGCTGACCTGATTGAATGT 
GCTTGTGTGTATCACAGGAAGCTCACCAGGACTCTTGGTATGTAGCCTCTAGCTCCCAAAGGCATCTGAGCCCCACTGGCAGGACTCAGTTACC 
TGTCTCTGTCTAAGCATGACTCCACCCATTAGCGTCCAGACAACGAAGAAAACTTCTATTTTAAAGAGCTTGACTAACCCCCTCCTTATTATCT 
AAGTTAG AGT AGCTGTG CC ACCC CTT AAGT AGCTTTT CCTTCTTCCTTTCAAATAGGGGTTGGAAGAGTAG C AGGTGAGAACAACCTCTTTCTT 
CCTC^TTGTAGAGACTCAATAGTCTAGGCTATAAATTAAAAAAAAAAAAAAAAAATTCCCCAGAGGCTGACTCAGCACATGCCTGCCTTTTAA 
AGGAACAGAGAGACCCAATTGGAATAGAAACTGAAAATAAAATCAGCAGCACATGAATTTTTGTAGGTGGCTCGTATTTGCTATTAATATTGCT 
CAGAAGACTCAGGAATAAGAAATAATAATGCAGGGTTTCTTCAAAATATGGTTCTGGACAGTGGATTATAGTTACCrGGAGAGCTTGTGTTAAA 
ATATCTGAGGATGATTCCAAGTACCAGGGCTTATACACAGGAATACTTGAGAACCAGTGCACTCAAGCATTTAAAATTTTCCTTTTACCTAAAT. 
CCACATGGGCCAAGACAATTTTTAAAATTCATAGAATTCATGTGACCAGACGTAAGGGGTCAATAAAGGTCATTTTATAGATCAGAAAACTGAG 
ACCCAAAGCTGAGAAATAAGTTATCTAAAACCCCACCAGGACATTGCATTAAAGGAGTTGCTCTAAGCGTGTCTTCTTACTATTAGAAAGTGAA 
ATTGACTTTTAAATCTGTCACTTAGTTTTTGGCATAATAATAAAACAATGAACAGTCTGTTCTGGCTCTAATTGCGCCTAGAATCTCCAGATCA 
GAAGACCTTCTTGTAGATCAAGTAACATACTTCTCTGAAAGACAGTTTGTCGGTCCTATCACTGAAGTCTGAATTATTTTTTTGATTTTTAAAT 
ATAATTAATTGGTCCCTGGAAATGAGAACCAGAGGAAGATAAGAAGATGAACTTGAATTTAAGGACCATAATGGAAGGAGTGGGATGGGAAAGA 
AGGCTGTAAAATAAGACAGTGGTTGTGGAGAGACAGATTAAGGTAAGGAGAGAAGGTTGTAAAATAAGACAGGAAGGGGTTGTGGAGAGACAGA 
TTAAGGTAATTGTGGTGTTGTAAAGCCATAAAAGAAATTTAAATGCGGAAGTGGCCTGGAAGAGAAAACATTCTCTGATCATTTAACCCTTTTG 
TGTGTGTGTCAGTTTGAGGCGTAAAGTAGACGAATAGCCTCCTTCTTGTGTGTCTTTTCCATGGCAAAGCCTTTAAGGATAATAGCTGACCACT 
AATCTCACACAGCTGCTGATGTTTAAGAACCTAATTCTTGAAGTGTTTTTAAGTCAGTTTGTGGCATTTCTTCTGAACACTTGGGCACTTTGGA 
AATTGTAGTGACAGGTTTTAGAAATTTGAAGTTGTGTTGCAGAGGTGATAACAAAATTGGGTCTTTGAGCAACTCTGAGTCTTTTAATGCAGTG 
CACTTCTAAGTTTCCGATGGTATTTCCCCAAGTTTTGAATATTGAAAAGAAAGACCACACTTTGCAAAATAATTGGCAACTTTCATTTAATTCA 
GTTTGACCCTGTCTTGAACTTGGTCTTTGTAACTTCTTATGAGGGTCTTTTCCAACGGTAACATTAGAGGCTGATTCTGGAACTTCATGGAGGC 
AAGTCCAGTGAAACTTGGGCAGTTAGGGGGACCCTTTCCCTCTCCCTTTTCAAAGTTACTCAGTCAGCAGCTGCTACTGTTGGGATGGCGTGGT 
CAGGTGGGTATTATGGTTATTATGAAACTTGATGAGGGCAGGGACTCAGTTTTGGGGCTGAGTTGTATTTCAACAGTTAAGTGGCACTCAGTAA 
AT ACTTGAACAAATG AAT ATTGTG AAT CCC AACTTCCTTAAGGAC AGAAGAACTATTTATACTTGT CTGC C ATCTTCTTAG CTAGAGATTTTTT 
TTTTGTTTGTTTTGTTAGCTTTCAAGTTGAGGTCCCTAACAGGGGAATCCCATAGTTTCAATGATGAACAGGTCCATGACAAAAATTCTTGTTT 
ATATGCAATACACATTTAGGGAGAATAAATGGTCATGTGGACTTTAAAAATTGGAAATGTTACTAGTGTCTTCTCTCATTCTTTTGTTTTGTTT 
TATGTTGAGGCAGAGTTTCACTCTTGTTGCTTAGGCTGGAGTGCAATGGCACGATCTTGGCTCACTGCAACCTCCGCCTCCGGGTTCAAGTGAT 
TCTCCTGCCTCAGCCTCCCAAGTAGCTGGGATTACAGGTGTGCATCACCATGCCCGGCTAATTTTTGTATTTTTTAGTAGAGATGGGCTTTCAC 
CGTGTTGGTCAGGCTGGTCTTGAACTCCTGAACTCAGGTGATCCACCTGCCTTGGCCTCCCAAAGTGCTGGGATTACAGGCATGAGCCACTGCT 
CCCAGCCCTCATTCATCAGTTTTTTAAGGGTTTCTTTAGAGCTGAATCCTCCCAGCAGTTTTCTTTCCTTTTGAATTCCAGAGCTCTTTGGGCC 
TTTAGCCAGAAACAGTCTCTGTCCTGCTTACTTTGAAAGGCTGTTAACTATGCCCTGGAATTTTGGAAATGTTCTCCTTGAGAATTGCTGTAAA 
GTAGTGATAAGGACTCTTCTGTAGGCTACAAATTGAAACCAGCCACCATTAAGATGGCTCACAGACAGGGTGTCCTGGATTGAAACTGGACCAA 
CGTTGGTATAGTCTGAATTTGAGGAGTAAAAAGAAATATGCCCTTCCCTCTCCCCTAACAGTTGGGGAATACTTGTTTTTACTCCTCAACCATT 
CCCCTTTTAATGATGACAAGTTTTCAGGCTTTTTCACTGCCTTTAGTTTTGCATTAAGTTCCTGGGAGATTCACACACCCCTGATATTTACTGC 
ACTCCTGGATGCCAGTTTTTTATCACTCAAGACCAGCTTGTTATCTGTCCTAGACAGAAGCCATCTTCTTTTAAAAGTATTAGAACATACTGGG 
TATAGAGTGTTAAAGAGAATGTTGATTTTTTTAAAACTTCTGCTTTTGGGGATGTGATATGGGTTTGAAAGTCAGGGAGGAAGTAGAAGATGTA 
AGGGTTTGCCCCAGTACAAGAGTTTTAATAATGAGGTGATAAATATTTTCTTTAAATAATTTATTCACCCATTGTGTTCACTCAAGTGGTTCTA 
GTGTTCACTTTCCTTATGCGCTAGTTGTATATTTGTATGTCAGAGAAGAGCAGAGATTATCTTTGACAGAAGTTATATTGTGAGTGTCTTTTTG 
G AGAAGGTAGGTTTTGATTGTGTAACTATG CC ACACCTCCATTC CC CATACACTTG ACTTGATG ATT AT CTTTGAAGGAGG AGCCCATCATATT 
ATACAGCTGCCCTAAGTCTCAAATCTATCATCAAAAGGCAGTGTAAAGGGGACTGGCTCAAAACATGGCAAAGAGTCTCCTTTATATCAGAAAG 
CTCTCTGCCTTTGCTTATAAGGCAGCAAAGGACTCTTCTTCCTGCCCTGATCTGATTACCCTAAAAGCTTTAAGATCATGGAATAGTTGATAAA 
ACAGTCAGTATTCTGTGCTGATGACTTATCCTTTTCTCCCTTAAGAAAGAGTAAATGTTTTTGCTTGGATTGAGTTTAGAGACACCAGATAGAA 
TAAGATTGGCAACACTGTTAGCCACCTGCTGACCACAGCTAAACAGGCATATGTGCTTCTGCATGGGGAATGCTATGGCGTTAACAGTGCCTTC 
CTTAAAACCTGTAAGTTCGTTAGGCTTCCGGGTACCAGGGTTGTTAGAGTAGGCCACAGTTTACTTCCTTTTTCATAAGTGCTTTTCTTTCCTG 
GATCTCAGTATAGGAAGGAAAATCAGACAGCATTTCTCAGTTGTTGGCTCGGTGGGCATTGTGAATGGGTATGGTTGCTGCCTCAAATGCACAT 
ATACAACCTGAGCTAAGTTGTATGAAATGATTGAGTAGGCTGACTTCAGTTCTATGTAAATTAATCAAGGAGAAGGTTTAGGAATGGTTGTACC 
GCATTGACAGTTGTTAACATGTTTATAATTTCTTGGAGATTAGCCAGGAATTCTGTTACAACTACACACAAATATTGATTGACTTTCAAAATAA 
AATTCTTTAAAATCACTGAAATTTTCTGAGCCCAAGTTTCTTGATCTGTAAGATAAGCAAATTTACTAAGGTCATGGGTATCTAGTACATGATG 
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GACAGAGATTTGAAGCTCTTTACCACTGATTTATGCTACCTTCTCATAGATCTAGTAGTTAAGTGACTTTTACCCAAGGTCATACACTGAGTGA 

TAGAACAAGGATTTTGAATAAGATATTTTTCACTGTTGCACTGGTCTGCTTTCTCCAGCTTCCTTCAGAGGTCCCTAAAGGGGACCTCTGTGCT 

GCTCTGGAGTGCCTCTATCACATTAGGGTTTGGTCATGGTCTTTTGTGCTCATCATGTTTGAACATGTTTATCAAAGTATTTTACAGACTTGGT 

TATTTCTTCCCCTCATGTAATTTGTGTATTTGTCTGTTTTCCCTATGGAGAATGAACTTTTTATCTTATATATGCCTGATGTGACATTGATTTG 

GCCACTTGGGGTTGACCTTGTACTTGGTTTCCATATCTGCAGCTTCATTGTCATTTTGGGTTTAGGCCAGCTTTCAGGAACTTTTTAACAGTTG 

GATCAAATTTTGTTGGATTCATTTGATACTGAGTTTCTTATTCCTGTATATTTTGTTTCCTTTCTATCTAAGCAGAGAACTAGGACTCTAGAGT 

T ACAAG AAGTTAG AGTATAT CTATAACTTTTTTAAAAG AAAAAAAAAGG AC CAGG CATGGTGGCTCACTCCTGTAATC C CAG C ACTTTGGGAGG 

CCAAGGCAGGTATATCACTTGAGGTCAGGAGTTCGAGACCAGCCTGGTAAACATGCTGAAACCCTATCTCTACAAAAATACAAAAATTAGCTGG 

CCATGATGGTATGCACCTGTAATCCCAGCTACTCGGGAGCCTGAGGCAGGAGAATCTCTTGAACCTGGGAGGCGGAGGTTGCAGGGAGCTGAGA 

TTGCACCACTGCACTCC^GCCTGGAC^GTAGAGTGAGACTCTGTCTAAACAAACMCAAAAAAAAACTCTGTTTTGGACACATGACTTTAGGGA 

GATAAACATAACTCTGGGATTTTATTTTTTAATATGCTCCTGAAAACAGTCAACTCTCCCATTTCCTAGCTGGGAGAAGTATGTCTCACTTAAT 

TTTGCTC ATTCAGG AG AGGATGAATTTTT C AGC AATG ATAGTAAT AGCTGGCTGTTG CAACTCATTTCTTG CTGCAG CGT AGCACATCC AC C AA 

GAATGCCCTTTCACCTTCCTTTGTCTTGCCAACTCCCTCTTAGCTTTCAGTAAGACTTGGCTCAAACTGCATCCTCCAGGAAGCCTATGTTAAC 

TCCTAACTGCCACTCTTGGATCCAGGGTTTTTATTTCATCTTGTTCGCTGGTGGAACCGGGCTGTTTTATCTCATTATATTACTCTTCACTTTG 

AAAC AAGGAG GC AGTTAACCTAG ATTC AGTATTTTTACTCTTAGACTTTTTTTC C C C CAAAATGCCC AT AAATTAAGCAATCTTACTGCCTTAC 

TGCGCTTACTGAAAAATAGCAGCACAGCAGAAAAATAGAAAATCTTGCTATCATGTAAGAGATGTGGAAGTAATGGTGCCCACATGCTTCATTT 

GGAAAATGTCTATTACCTTTATAAAGAGTTTGTATAGTTTCTAAATACAGGAGCATTATGATGCGATAGAAACTGTTACTTTAATGTTAATTGA 

CGTTCGAAAATTTGAGTTTCAAATGTTTCCTAAAACATTTTTTCTTAACCCTTTTGCTATTCCATTGATCTGCCATTCTACATTCTGCCTCCTT 

TGTTTCCCTGTCACTTATTAAAAATACTGCCTCTTAACTTTGTTGTCATCCACTTATTTCTCTAGATACACCTTGGAGTGTTTTTTCAGGCTGA 

ATTGTTAGGCATGGGATTGCTGGGTTTAAAGAGGGAGTGTGTGAGTTTGTTTGATTTTGCCAAATTCTTCCTTCATGGGGGTTATACCAACTAG 

ATGCACCTTATTTTCAGAGATGGTAAAATGAGGCAAAAAGTATCTTAGATTTGAGGAAATCGTTACCACCCAGAGTTGTGAAACTTAGAGGTGA 

TATATGTAATACTGCCTTGCACAAAATATACATTTAGTAAAGGATACTGATATGGTTTGGCTGTGTCCCCACCCAAATCTCATGTTGAATTGTA 

GCTCTCATAATCTTCCTGTGTTGTGGGAGGGACCCGGTGGGAGGTGATTGAATCACCCGGGCAGTTACCTCCATGCTGTTCTTGTGATAGTGAG 

TTCTCATGAGGTCCGATGGTTTTATAAGGGGCTTCCCCACCCCGCCCCCGCACCTGCCCCACTTTGCTTCACACTTCTCCTTGCTGCCATCATT 

TGAAGAAGGACGTGTTTGCTTCCCCTTCCACCATGATTGTAAGTTTCCTGAGGCCTTCCCAGCTCTGCAGAACTGTGAGTCAATTAAACCTCTT 

TATAAATTACCCAGTCTTGGGTATGTCTTTATTAGCAGCGTGAGAATGGACTAATACAGATACCTAGATACCCATTATTATCTTTTGTGAACTG 

GGACTATTTCTCTATCGTAAGAGTGGTAAGAAACTTGAGTTGAGATAGTGTTTGAAAGCACGCTAGCATGGTGCTGGCACCCGTATTAGTGCCC 

TTTTCTCTTGTGTGCCTTGGGCAGCCAGCTACTTGAGATTATATCTTAATTACCTTAATGGATTGTAAACTCCTTGAGGGCAGAGTCCTTGTCT 

GGTGAGTCTTTAGCAGGAAGCTTTGGAGTTGAATATATTTGGTTTTAAATTGAATTAGTCTTCAGAATATATTTCTGAAACAGTAGGAAAAGGA 

TTTCTTTTTTTTCTTTCTTTTTTTTACACATTAGCCCTCAACTCCTGTGTAATGCTACCTAACATCTATTCCTACAGTAGGAAAAGACAGAGAC 

ACTTTCCTTTTGTCTGTCGGAAGCTTCTTTACTTAAAAGCTTTTTAAACCCCAGGGAATACGTTAGGTAACAATAGCAAAAGATGTTGATTCCT 

GTTCTATCTGTTTAACTTATCTGTCCTTAGGGAGTAACTCCAGTTAAATTACAGTGAAAGGAGTTAGTTGCCATAAGTCTTCTGTTTTATCAAG 

ATTGCTTTATTGCAGGGGGCTTCCTCCCATGTCTTCATCTAGAATTTTCACTAGGAATTAAAATATTTGTTACTAGAAAGCATTAGTTGGCCTG 

AATTCACAGTGAATTAGGTTTTCTGATGATTTAATGTGCACTGGTTTGCATCTTTCATATCTGTCAGTTAAATTCAACACATTTCTTTTTGCAC 

TTAACAGGTGCTTGAAGTGGCAGGGTCCTTCCTCTAAAACATTTTAAATAACACTAGTAGATGAATTCCAGTTAAGGGGAAAAGGTATGTGCTG 

AAAGTAATCTTCAAGGCCACAGTATGTTCTCTCCAAACACATGTTTTCACCACGAGGGATGTAGATCTGTGTGCCCTTATTGGCTTTACTTTTT 

CACTTACTGGCATCTCTTCTGACCAACATCTTTAGTCAGATGTCCCACTGTTACCTTAGATACAATATGGCTCAGGCTGGTCCATCATTTCTCC 

AGTATTTTTCACCATCTTTATTCTGTACAAGTTTCTTGTTTTTGCCAAGGCCCCTTGTTCCCCCAGTCACCTGGACGTAAAGACTTTCTCTGAC 

TCTTTATTACACTGCATTTATTACACATAGTAGTGAGTTCCTGGAACTGGGTTCTACTTCCATTTTCCCAAATGTGCTTTTACATTTTTTCCTT 

CCTTCTTAGTTCCTTTGCTGTCACTTTTTTTGTAGATTGCTTCAGAAACCTCTAACTATTTATTTTGCTTTTACTTTTATCTCTTACTATGCCT 

TAACACAAACCCTCTCTTGGAACTAGGCCAGTCTTCTTGCCATGCCCTCACATAATAACACAAAAATGAAGGGTTGGAAAGGAAGAAGCTTAAA 

GATAATGTTTAACTTATGAAAAGTTTCAAGCATACACATAGAGAAATATAATGAACTCCCATGTGTCTGTCACTCAGCTTCAGTAATTACCAAC 

CTTTTGCCAGTTGAATTTTGTCTATCCCCGTATCCCTTGGTGCTCCCCCAACCACCACCACCAGAGAGTATTATAAGCAAATTCCAGGCATCGC 

TTACATGGAAGTACTTCAGTATTCATCTTTAGAGATTCTTTAATCTGTCAGTTTACCTACTGCAGAATATCTCTACAGTTTCCCTTTCAGTTGG 

TTATTTAGTTTGTTTAAATGCTTTTGGCGTTCAGAAGGCATCCCATTCTTTTAGTGGTTAGTTCTTTTGTACTGACCTCAATTTGCCTCCCTAT 

CATTTCTCAGCAGTAATATAAATTTATATTTACTCAGAAATTACAAATTTACTGAGTAAATTTATATAATACAATATAATAGTCATTAAGATAT 

TTGAAGAAGTTGCCATGTAATACACTTTTTGACACACCTTTCACAGCACACATAGCACATGTAATAACTTTTATTTGTGTTTTAGAGAGAGGGT 

CTTGCTCTGTAGCCCAAGTGGAGTGTGGTGATGTAATCATAGCTCCATCCTTGAACTCCTGTGCCCAAGCAGTCTTGCCACCTCACCCTCAGAG 

CAG CCAGTATTAC AGGTGCACC AAGATGCC CAATTAATTTTTTAAAC AGTTTTCGTAGAG ACAAGGTCTTG CTATGTTG CC CAGGCTGGTCTCA 

AACTCCTGGCCTCAAGTAAGCCTCCCACCTTGGCCTCCCAAAGTGTTGGGATTGTAAACATGAGCCACCGTGCTCAGCCATTCCTTTAAAATAG 

GAATACTTGGGGTTCAGATCTTTGACCTAGGTCTTATTTGTATCAATGAGATTAATGAGCCACAGCCCCGAGTTTCTCACCAGACATTTTTGAT 

TTGCATTTTTAGACAGCAGTTGCTTTAAAAAACTTGGGGACCTGGCTTAAAATCAATTTTGAAATTTTGTGCATTAAAAAAAAAATGTGGC 

GCGCAGTGGCTCACGCCTGTGATCCCAGCACCAGACTTTGGGAGGCTGAGGCAGATGGATTGCCTGAGCTCAGGAGTTCGAGACCAGCCTCGGC 

AACACGGTGAAACCCCATCTCTACTAAAATACAAAAAATTAGCCGGGCATGGCGGCATGCACCTGTAGTCTCAGCTACTCGGGAGGCTGAGGCA 

GGAGAATTGCTTGAACCCGGGAGGCTGAGGTTGCAGTGAGCCGAGATCACACCACTGCACTCCAGCCTGGGTGACAGAGTGCACCTGTAGTCTC 

AGCTACTCAGGAGGCTGAGGCAGGAGAATTGCTTGAACCCGGGAGGCTGAGGTTGCAGTGAGCCGAGATCACACCACTGCACTCCAGCCTGGGT 

GACAGAGTGAGACTCTGTCTCCAAAAAAAATAAAAAAAAAAAAGTTATTGGCAGACTGTTATCTGAAACCTGCCTGGAATTACTTTCAATTTAT 

CCTTTACTTAATTTCCTTTTTAAGTTTAGAGCTTTTTAGTGATTTAAGCIAAATTTTCCTATGTACACTAGTATTTGTCAAGATAAATTTTTAAA 

G CTTGGTC C ATTTTTTACTATAAAAGT AATTGTGGGGAAAACTAGAAAACAAG ATG AAGTATATG CAC AAAAACTC AAGTT ACTCATAAATTGA 

CTACCCTAAGATAACTGCTTTTAATATTTTGATGTCTGTATTCCAGTCTTCTTCATATGTATTTATGCGTTTGTTGAATTATACACAGAGTAGT 

TTTTTTTAATGTGATGTCCTTTCCATACTCTAGGGCTGTATTAGCAGATCTTGATGTTCTGAAGCTTGTTTATTGCATCTGGCCTGCAAACAAA 

ATTAATTGACACACATGCTTTATTCCAGATTGTGGTGCTATTACATGTATTGTCATTATTATGATTTTAGCCATAAGTGTTTGGTTTGAGGCAG 

AAGTAGTGGGATATTGCTGTCAAGTAAACTGGGGCCACTAACCTTGTGGGAATCAACTTAGCATTTTAAAATTATAGACTCGAGGTTTTTAGAA 

GAAGCTGAAGGGTTCTGTATGCTGCATGGAAGATTGAGTTCAAATCCTACTTCTGACACCATATGATATTATTTTTCCCATCTCTGTAGGATGG 

GAATTTCTTAC AGTT AGTACTACGGTCATG CAGATTTCTATTTTC CCAGGGC CTGAC ACAGAATAGATG CTCAG C AGATTATGACACATGTGG C 

TTCTTTTGCTGTGAGCCAGTCATGGGATGAAGACACATTGCCTATGCATTATTAATTGATTGCTATAAAACATGTTGCCTCAAAATATAATAGC 

TTAAAACAACAGACACTTATTTTCTGATGTAGTTCCTGTGAGTCAGGAATCCAGACATAGTTTATCTGGGTGGCTTTGGCTTACCATCTGTAGA 

TTG CAGT CAGTATGT C AGC CAGGGCTG CAGTCATTTG AAAACTT AATTTAGGCTAGAAGGTCCACTTCC AGGATGG CT C ATTC ACATGGCTAAT 

TGGCAGGAAGCTTAAGTTTCTTACTACATGGGCCTTTCCAGAGGGCTTCTGAGTGAGTACATGACAGTGTGTCACTGGCCTCCCCCAGAGCAAG 

GAGAGAGCAGGAAGGAAGATCTAATACCTTTTATGGCCTAGTGTCGGAAGTTGGCCCCTCACAATTCCACTTCATCTTGTTTGTTAGGAGTGAG 

TCACAGTGTCCAGCCCACAGTCAAGGGGAGGGGAATTAGGCTATACCTCTTGAAAAGCGGAGTAACAAACAATCTTATAGTCAAGATTGTGTTT 

GTGTAAGGTTAGAATAGAGGGTCCGGAAATAGACCTATAATTATATGACCGCTCGAAAACGCCAAGACAATTTAATGGGGAAAGGGCCATCTTT 

TAAAAAAT AATG CTAGGCT ATTC ACAG TAG C AGAAAC ATGG AATC AAC CT C AATTTT C ATTAATGGTAG ACTGG ATTAAAAAAAAG AATGTGGC 



606 



WO 03/039484 



PCT/US02/36071 



SAGRES DISCOVERY 02-31 



GCATGTACACCACGGAATACTGTGCAGCCATAAGAAGAACGAGATTGTGTCCTTTGCAGGAACATGGATGGAACTAGAGGCCATTACCCTTAGC 
AAACGTAACAGAGGA&CAGAAAACCAAGTATTGCIATGTTCTCACTTATAAGTGGGAGCTAA 

AGCAGATACAGGGGGCTTTTGGAGGGTGGAGGGTGAGAGGAGGGAGAAAATCAGGAAACATAATTAGTGGGTACTAGGCTTAATTCCTGGGTGA 
TGAAATAATCTGTACAACAAACCTCCATGACACGAGTTTACCTATATAACAAACCTGCACATATACCCCTGAACTTAAAAGTTAAAAAAAAATG 
GTGTTAGAACAACTTGAGGTCTTTATTGATTAGAAAAAAATGAACACTGGCCCTTAACTCTGCAAAACTGCTAGAAAATAAATAAATAAATAAA 
TAAATAAATAAATAAATAAATAAAT AAATAAGGTGGTGGTGGTGATATG CC CTTGTAATC C CAGCC ATTCC AAGGGCTGTGGCAGGAGGATTGC 
TTGAGCCCAGGAGTTCGAGAGGAGCCTGCGTAACATCGTGATATAAGAAAATGAGACTCTTTCCCTGCCTTTCCCTGCAAAAGAGAGAGAGAGA 
AAATCTGTGTAGCGCTTGAGTAGGCAAGGATATCTTGGGGCACAAAACATACAGACCCrAAAAGAGAAAATTGATGAAGTGGACTTGATCAAAA 
TTTAAAACTTTTGCTCTTTGAAAGACACCATTAAGAAATAAA 

ATTGGTAAT C C AGAATGTATAAAGAGCTCTTAC AACTAGGTAGTAAGAAGACC AAG AAAGATTTG AGCAG ATACTTC AC CAAAG AAGGTATATG 
AGAGGCCAAC!AAGCACACCAAAAGATGCTTGTCATTAAACATCATTTAATCATCAGA 

CACGTGCTAGAATGGCTAAAATTAAAGACTGATAGCAGATATTGGTGAAAATTTGTAGCAATTGGAATGCTAATGAATTTTTGATGGAGATATA 

CAATGGTACAATTTGGCAATTTCCTGTAAAGTTAAACATACATTTTTTATATTACCCIAGTAACTTTTCTCCTAAGTATGTACCCAAGAGA 

AAAACATGTCTATAGAAATATTTGTATATGAATGTTTGTAGCAGATAAATAATAACCAATGCCTGGAAACAACTAAATTGTCCAGCAGGTGAAT 

GGGTAAGTTACAGTATATCCACACAATGTAACACC^CTCAGCAATAAAATGGAACCAACAACTGATATATCCAACAATGTGGATGAATGTCACA 

AATGTTATGCTGAGAGAAAGACATCAGACACAAAAAGAATAAATCCTATATGATGTTATTTACATGAAATCTAGAAATCTAGACAAATCTAATA 

TACAGCACGATCAGATCAGTGCTTCCTTTGGGCAAGGGGTGGAAGATGGGGAATGACTGGGAAGGAGCACGAGGGAAACTTTCTGAGATGATGG 

ACTTGTTCTAAATCTTTATTGTAGTGGGGATTGCACCTGTGGGTGTCTTTGAAATGTTTATTATTACAGTTATTTCTTAATATTTGTAGGGGAT 

TGGTTCCAGGACCACCCCACCCCCTGTCCCTAGTATACCAAAATTTGCAGATGTTCAAGTTTTTTTGTATATAAAATGGCACAGTATTTGGATA 

TAACCTACACAATCCTTATATATACTTTAACTCACCACCACATTACTTAGATTACCTAATACAGTGTAACTATATAAATAGTTGTTATATTGTG 

GGGGGATTTGTATTTTTTTGGTTGTATTGTTATTACTATTTTTATTTTTCCTTGAATATTTTCAGTCTGCAAATGGTTGAATCTATGGTGCTGA 

ACCTGTAGATATGGAGGGCTGATTGTATTTTATTGTTTAGACATTACACCTTATTAACATTCATTTAAAAACATCTGTTGAGGTTTGGATTTTT 

CAGAAGTTATAACATCTGATCTTTAGAGTCAGTGTTCAATACTATCCCTTTGTTATCATTTATAGGTCAGGCTTAATAGTATTATGTCTAGGGA 

GAAAAACGCCAAACTGTGGCTTCTTTCCACAGAATAATTGGCTCTCATTTCCTTATCCTCCCCATATTAGTAACTTGTCTTGATTGTAGAAGCA 

GGCTAATGGGAGCTTTGTCTGGGCTTCTTTGTGAAAGCTTTTTTTTTCAGTGGCATGTGCTATTATGCCTACCATGCCATTTGAATCCTGTCAT 

TGTACTTCTTGACCAGCTTGTCAAGGTAGGCATACAGAAGATAGCTCATGACTCCTGTTAACTGACTCATCTCTTATGGTTGCAGATTCTCATA 

AACACAAAGATAAACACAAAGATCGAGAACACCGGCACAAAGAACACAAGAAGGAGAAGGACCGGGAAAAGTCCAAGCATAGCAACAGGTAAGG 

GTGGAATCAAGCAAGTCCCTCATCATTCAGCAGTGGGTTGGCCATTGCTTGGCTTACCTGGAATAGGTCTTAACTTGAGCTACATGTAAAGATA 

GCAAAGTAAGTAGAAACTGTATTTGATCCTAGAGTTGCTATGAGGATGGCCATGATTTAGGCCTTAAATGGGATGCCATTGTTCAGATCAAGAT 

GTATAAAGCAAGTATGTTTAATTTTCTTTTAATATATACCTCATTAAAAATACAGTTGTTCACTAAGATAGGTAAGGATTCATTGTGACACATG 

ATGGCATTTAATCAAGTCTGTAGCAAGCTTGCCTTGATAAAAGGTAACTGGATTGGAGACCTGATTTTTTTTCTTCTTTCTATATTTTAAAGAG 

TTTACATTAAAAATTCTTAACTTGGGCTTCCATGGTCTGTTAGCCCCTGAAATTATATGCAAATGGTTGAGTATATGAGATTTCCTGGAGAGAC 

TATTTGTAGCTTTCATCATGTTATCAGAGGAGTTCGGCTCCCACAAAAGCCTACAATCACCAATATGAATGAAACTCAATAGTGCTGCCTTTTG 

GGATGCAAGCCTCAAGAAGATGTTTCTTTTGTTCATTTTGCTCCCATTTTTTTGGTGTAGGAGGCAAGTGGTTAAATCTAGTTATTGAAAATGA 

GGACTTGTACTTCCATTCTGATTTAAAGACAGTTGTTGGTGAGAAAGCCATATGGTATTCCCATTCCCATAGTGGCCTGAGCTAGGTTAGGGAA 

TGTAAAGATCTGTCACACATTAGAACAAGTGTCTCCATTGTAGAGTTCTTAGAACTTCTTTATTAACTTGTCTGATTGTCTGTAGACAAGTTAA 

AGTGAG2^TTGCTTTCTAAGTCTGTTCTTTTTCGCGAATCATTAAAATAACCAGATTTAATTTTCTCTATTGGGGACATTTCTTTGGGAATCAT 

GTATCATGCCTGTGGCCTTTTTTCCCTATCCCTCACTTATCTCTTATCACTTGATCATCTAGTTTCCATTTTCATTATTCTGGTAAATTTAATC 

TCAGTAGTTGAATCTACTCTACATCTTTTCTAGTTTATAGTTGTCTAGCTTATGTTAATATCTACCGTACAGCAAAGAATATTGCCAAGGATAA 

AGAAGTTC ATTGCATAATGATAAAAGGG AC C CATTAGG AGAAC AT AGCAGTT AT AAATGTTT ATCC ACT AACGT CAC AGCCTCAAAATACATGA 

AGTAAATCTGATAGAGCTGCAAAGAGAAATAAACATTCATAATTATGGTCAGAGATTTTACTATCTTTCTCAATAATTTTTAGTCCAAATAGAA 

AATAATTAAGGATATGGAAGACTTGAACAGTATCAACCAACTTGATCTAATCGACATTTATAGGTTTTTCCCATCCAACAATATTAGAATTTTC 

TCTTTTCTTTCTGTCTACTTTTCCGCTTTTAATTTTTTTCAGGTTTTATTTTAGATTCAGTGGGTACATATAGGCAACTTTGTTACCTGGGTAT 

ATAGCTGTGATGCTGAGGTTTGGGTACAAATGATCCTGTCACCCAGGTACTGAGCATAGAACCCAACAATTAGTTTTTCAACCCTTACCGCCCT 

CTCTGCTCTAGTAGTCTCCAGTGTCTATTATTGCCATCTTTATGTCCATGAGCACCCGATGTTTAGCTCCTGCTTAAAAATGAGACCATGTGGT 

TGACCGTATAGTATTCCGTGGTAGATATGTACAACATTTTCTTTATCCAATCCATCATTGCTGGGTACCTAGGTTGATTCCATGTCTTCCCTAT 
TGAGAACAGAGCTGCAGTGAACATGTGTGTACATGTGTCTTTTTAGTAAAATGATTTGTTTTCTTTTGGATACATACCAAGTAATGGGATTGCT 
GGATCAGAAGGTAGTTGTTTTTTTAAGTTCTTTGAGAAATCTCCAAACTGCTTTCCCTAGTGGCTGGACTAATTTACATTCTCATCAACAGTGT 
ATAAGTGTTCCCTTTTTTCTGCAGCCTTGTGAGCCATCTGCTGGTTTTTGATTTTTAATAGCCATTGTGGCTGGTGTGAGATGATATCTCATTG 
TGGTTTTGATTTGCATTTCTCTGATGATTAGGGACGTGGAGCATTTTTTCATACATTTGTTGGCCATTTGTATGTCATCTTTTGAGAAATGTCT 



AGACGCATAGTTAGTGAATATTTTCTCCCATTCTGTAAGTTGTCTGTTAACTCTGTTGATAGTTTAATTAGATCCCATTTGTCAATTTTTGCTT 
TTGCTGCAATTGCTTTTGGCATCTTTGCTATGAAATCTTTGCTCGTTCCTATGTCCAGAATGGTATTGCCTAGGTTGTCGTCTAGGGTTTTTAA 
CAGTTTTAAGTTTTACATTTAAGTATTTGATTCATCTTGAATTGATTTTTGTATGTGGTGTAAGGAAGGGGTCCAGTTTCAGTTTTCTGCGTAT 
GGCTAGCCAGTTATCCTAGCATCATTTATTGAATAGGGAGTCTTTTCCCCATTGCTTATTTTGGTTGACTTTCTTGAAGATTAGATTGCTGTCG 

TTACCATGATGTTAGAATACATTCTTTTTAAGTGCACACGAAATGTGCCAAAATAGCTCATACTTTGGACCCCACTCTCCTTAAACCATCTTCT 
TTGGCTTTAATGCTTCCATGCCTCTCCATCTTTCTGGCCACCTTTTTCACCTCTTTCTAATGCACAGTCATTCCTTAACAGTTTTTGGCTGTCT 
TTTCTCTGCTACCTGTTTTGCTGTTTATCCTTATTTCACATTCCATATTTGGTCTTGTGAACTTCTTTTCAGTTCCTTAAACATAGCATGTTTT 
CTGATGCCGCTAAGCCTTTAAACATGCTGTTGGTTCTGTAATACTCTCTTGCCCCTTTGCTGTCATTCTTTTAGTTGCAGCTCAGACTTGACTT 
GTTCCAGGTATCCTTTCTACCCTCCTTCTCATATTAAATGCCACTTTTGTGTGCTCTCTGGTGCCTTGAATATATTCCTAGTGTAATAATTATT 
ATATTTAATTGTGTCTTTACTTTTCCCTATGGCCTCCTGGACTCTAAAGTCCCTGAAAGCAGAATTGGGATCTTTTTTGTTTTTTCTGGGGTGG 



GCTCACTGCTATCTCCACCTCCCAGGTTCAAGTGATTCTCCTGCCTCTGCCTCCCAAGTAGCTGGGATTAAGGTGCGTGCCCCGACACCCAGCT 
AATTTTTTGTATTTTTAGTAGAGACAGGGTTTCACCATGTTGACTAGGCTGGTCTCAAACTCCTGACCTCAAGTGATCTGCCCACCTTGGCCTC 
CCAAAGTGCTAGGATTACAGGTGTGAGCCACCACGCCCAGCCTTTTGTATTCATTTTGCATCCTTCAGGCTTAGTATGGTACCTGGCAGATAGC 
TGGCACTTACTAGTCTATATTTATTGAATTAATGAGTGGATGATCTATGGGTACATTAATTCCCATCTCTCTTTCTTCTCACGTACTCTTAATC 
TTCTATAGGATAGTTATTAAGTCACTTTGGCTTATCTCATTTTTCACACAATTGTGTGTGGTAAAATAAACATAACAAAATTTACTGTTTTAAA 
GTAGCATTTAGTACATTGACAATAGTATGCAACTGTCACCACTATCTCCAGAACTTTTCATCATCCCAGTCTTTGAATTCACTAAATAATAACT 
TTTCATTCTGTTCCCCTGTCCCAATATCTTTCTACTTTGTCTTTTTTTCTCTTTCCCTTCTACCTTTTATCTTTATGAATTTGCCTATTCTAAG 
TACTTCATATAAGTGGAATAATACAATATTTATCTTTTTTAAATCTGTTCTATATTCCCTTAATATGTTTTCAAGGTTTATCCGTATTGTAGCG 
TATCAGAAATTCATTCTTTTTTATGACTGAATTATATTCCATTGTATGCCTGTAATCACATTTAAAAAAATCCATCTGTTGATGGACACTTGGG 
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TTGTTTCCACCCTTTGGCTACAAATACATGTTTGAGTTCCACTTTCATTCTCCGGGGTGTATACCTAGGAGTAGAATTGCTAGATCATGTCCAA 
CAATGGGTGGCTGCCTGCTATGTTTTTACTGTGCTAATTGATGTGGTGTGAAAAAAAAAATTAGATAACCTTTGACCGTGAACAGTATCATCTG 
AGGAGGTGAGAGACCTGCTTACAGATCAGATGAAGAATGTTGATTTTTATATTACTAGGCTGTAAGAAGAAATTCCAAAAGACTTTAAGAAGAA 
AGAGGTTAATATTTAAAACATAAGGTTTTGAAAACTTATCTTCTCTAACACATTCTACTTTGTTTTGGGAGGAAAGATACAGTAAAAGTGACAT 
AAAGGGCTTTGAGACATATAAGTTTGGCCCTGTCCTGTTTTACAAAAATCTTCTCTTAAAAAAAAAAAAGGGATGTGATTTTTTTAGAAGAAAT 
CCTCATCCTTGTACATCCATTTAAGTCTCGTGATCTTGGCTAGGTTACTTAACCTTCTTCAACTCAGTTTCTTCATCTTCATCTTGATACATGC 
TTCACAGGGGAACC ATGGG AGT CAATAAATATAGAAGCT CTT CAGTTGTGAACTG CTCTACAGATGTGCAGAGATGACACTTTTACATCTATTT 

TTGAGACAGTCTTGCTCTGTCGCCCAGGCTGGAGTGCAGTGACACAATCTCGGCTCACTGCATCCTCCGCCTCCCGGGTTCATGCCATTCTCCT 
.GCCTCAGCCTCCCGAGTAGCTGGGACTACAGGTGCCCGCCACCATGCCCCGCTAATTTTTTATATTTTTAGTAGAGACGGGGTTTTACTGTGTT 
AACCAGGATGGTCTCAATCTCCTGACGTCGTGATCCACCTGCCTCGGCCTCCCAAAGTCTTGGGATTACAGGCGTGAGCCACCGCGCCTGGCCA 
CTTCTGTGCCTTTTAATATTTTCTTCATTCCTATAAAAATAGAAGCCTTTTTGCCAAGAGCTATTGGAAAAACCTGGCCCGAGTTTCTGTTTAC 
ATATGACATGACTAAATCTAGCCCTTGGTTTCTTATTCACATGAGTAAATTTTAACAGTTTAATCAGATGATCTGTTGTAAGCAAACTTTTAAG 

TGAGATGGAGTCTCACTTTGTCACCCAGGCTGGAGTGCAGTGGTGTGATCTCGGCTCACTGCAACCTCTGCCTCCTGGGTTCAAGCGATTCTCC 
TGCCTCAGCCTCCCGAGTAGCTGGGACTTACAGGCGCCTGCCACCAGGCCGAGCTAATTTTTGTATTTTTGGTAGAGACGAGGTTTCACCATAT 
TGGCCAGGCTGGTCTCGAACTCCTGGCCTTGTGATCCTCCTGCCTCAGCCTCCCAAGGTGCTGGGATTACAGGCTTGAGCCACCACACCCGGCC 
TCCAGTAAAATTTTATATACACTGTGATCCTTTTAAAGTAGCTCTGATCTTTTTAAATAGTTTAGGGTTTGTTCGATTTCTTCTGTAGCAGATT 
AAAG AAATCTGGGGG ATTATTTAATCACATCTG AAC C CC AG AATAATTAGTATTTAGCATGTTCTGTTC CAAAATGCTTTC ATTTATT C C AATC 
CTTGCTAATCAATTGTAGCTAATTTTGTGGCCATTTGTTAGGAGAAAACAAGTGTTTCAGATGTGTTTCTGTGTCGCTTCGTTCTCTGCTAGAT 
ATTAGCACCAATCATTTGTCATCAGGCTATACTTAGGACCCAAGCCCAGGAGGCATTTACTGTCGTGTGCAGTAGCAATACTGCAGACTTGGAG 
TGGGAGAGTAGCCATTATGTGCAGAAACAAAATGGGGCTATGGATCCACATCCCAGAAGATGCCATTTGGTTTCCTCTTTATTGTGCTCATGCA 
AGGTGCAAAACAAGGGAGTAGGTATTAAGAATCATTTCATCTTGTCTTCTCTTTGTGTGGACAGGAGTCTGAGGTCACATGCTCTAAGTCCCAC 
AGTGATGTGGTAGCAGAAAGAAGAGGATGTGAGACCAAGGATCCTGAGTCCCCACTACATTATTCCTTCCAGTGAAAAATACGTCCCTGTGTAA 
AAAGAGTTAGTTTTGTAGCTAAACTGTCTGTTTAAATACAAGCACCCCTTACTTGTATGCATATGGTAGGCAGCTCAGGTTTAAAAATGTCAGA 
TCACCTCAGGCACTGGCTTTATCTCTCTTTGTCCCCAAATCCCTGAAATCTTTGGCACTGAAAGTATTAATGTCATCAAATTCTGAACCTATGA 
AAACTTCATCTCTGTCTTTCTCTTGTCTGGCCTGTAACATGACAAGAACAGCTCACACCAAAGTTAGAAGATAATTTCATCAGTCATCACTTAT 
CTCTTGACACTGCTTCTTTCTGTTAGCGTTAATATTTTGCTCCTCAGATCCTTTTTCTTTTTTTTTGGAGTCAGGGTCTCATTGACTGCTAAGC 
TTGGGCGCGGTGGTGTGATTATAGCTCACTGCAGCCTCCCTGGGCCCAAGGGGTCCTCCCACCTCAGCCTCTTGAATAGCTGGGACAATAGGCA 
TGCACCACCATGCTTGGTTAATTAACTTTTTTGTTTTTAATAGAGATGGCGGTCTTGCTATGTTGCCCAGGGTGGTCTGGAACTTCTGGGCTCC 
CACATTGGCATCCCATAGTGTTGGGGTTACAGGCATGAGCCACCATGGCCGGCCCTCTTTTAAAAAATACATAAATAATCTCAAAAGGAATACT 
CTTCTAGATGCCAAGGAATTACGTAGCTTGTAGGATCTCACGAGCTACCTTTCTTAAAGGGTTACATTGTTATCCATTGTTTATCTTTAATAGT 
AGATCTCTTGTATAAACAGAATATTATTAAAAGCAATTTGGGAGGGGGGCTTGATTTTAGAAAATAAGAGAATCGTGTGAAATGAAATTCCTCC 
TAGTTTTCGACTCTGTGCATCTCTTGCCAATTTTAAACCTGGCATTCACACTGGAGTGACAAATTTGTGGAAAGCAAGGGAAGACAGAAAACTG 
CTGTAAAATAGCAAGGGAAGTACTTTTCCAGCCATATTGGCAGTGCTATTCTGTACTGTCAGTGTGAGAAACATCTGAGAATAAGGATGCTTTT 
GGCTTCTGCTTTCCTTTTAGTTCCAAATCCTACCTGAATTGTAATTGAGAGAATGTAGGATTTTAGGAATATGCACTTGAATTACGCATCTAGT 
TGTCAGATTAGGGGAGATTTTTCTGAAATTAATAAAATTTAAAAGATATGTTTGCTGCTTTCCTTGTGAGTGGTTTGCCAAAGCCCTCCCTTTG 
TCTACACATCACTATATCATCCTGTGTGTGGGAAATGGACAAGTAACATGGGTAGGCAGAGAAGATTGAACAGTTTGGAAATGAGGAAACTCAG 
TAGCACCACCATTCACATGGGAGTCAGTATGATATATTGAATAGCACACTAAGATAAAAGTTAAGAGGCTGGGTTGTGTCATTTATAAGCTACG 
TGTCGTGATCCAAGGTGCTTAACTTCTCTGGGTCTCATTTTCTGTTTTGGTCAAGGGTTGATAACAGTACCTGCTTTATCAATCTTTCAAGTTT 
GTTTATGCACATGACAGCTCTTTGGGAACTGTAACATACTAAATAATTGAGATAATGATGGTGATGATGATAATTACCGCAAAGGCTAGTATAA 
TAT CATG CAG AT AAATTGG AG CTCTTGAGTTTGGTAGTTGAAT CTAATTCAGTAGTTATTGATAGCATTC AATTTGG AGCC CTG ATATTTT CAA 
TATTATATTTATCCCTATCATAGTACGCCATAATCATTGTTTTTAAGATTTCATGGTGGAGACAGCATTTGAGCTAGCCATTCAAAGATGGTTA 
AAATTTTGCTAACGGAAAGTAATGGTTAGAAAGAAAAACATAAGCAAAACATAGAGGCATTGTAGTATATGCTTTGTTCTGGGAGGAATCTAGT 
TAGGTGGGTTACACAGGGTGGAATAGTAGAAAATGAGACCCAAAAAAGTGGCTTGAGGCAAAACTATTAAATGCCATTTCAAAAAGTTGGAACT 
TGTTACTTACACTAACTAAAAATCGGGGGGAAATGTTGGGACTCGATTGTGAGCTGAGCAAGAAGCCACTGGAAATACTTGAGCAAAGTGGATA 
TAAGACTTAGCTACAAATGACATGAAGGGTCTAAGAAAAAGGGTTCCTGTCTTGGATAACTGGGTGGCTGTTCACGCTATTAATAGAGACAAAG 
AAGTTAAGGGAGGAATGGGAGTTAGAATGGGTATCGGTTTTGCCATCTTTGGGCACATCCTTTTATCCTCTCTGGCCTGAAAACAAAGGATTAA 
ATAATTTGTAGGAAATTACATTTACCTTGAAGTTTTGATACTTCTATAATATAAAACGCCGGAGTCCTTGTGATTTTGTTTAGAGATATATAAT 

CCCAGAGGCAACTTTTGAAGTTACTTAAATATTTAATTTAACAAATATCATTTAAGATTTAACTGTCTACTATCGTTGAAAGGGTCATGAGTTT 
CCCTCCTAAACCAAGACTTTGAAGCTCTCTGTGCTGTCTCACAGGAATCCCCATGATCCAACTTCATGTGACCTGCAGAGGTCTGCTGCCTTGA 
GGAGTAGACAGGTAGCTGGGCTGTTAGTGGCTAAGTCCTTTTCTCAGAATATGTGGAGGCTCCTTCTACCTTTAACAGTGCTTTTTTGCTTTGT 
TTGGGAAGTAACAGAGTAGTCAAGTGCATGACCCTGGAGCCAGACTGCCTGAGTTTAAATCCTGTTTCTCTCTTTAGAGGTAGTTCCTTGGGTG 
AGTTACTTAACTTGTCTGTGCTTCAGTTTCCACATCTGTGAAATGAAGATACCAGTAGTTACCTGAGTTTTGTTACCGATATCAAATGTGCTTA 
GATGAGTGCTTGGCACTGGGTGCTACTCAAGTATCTGTTAAATACTTTTATGGGGGATAGAGGACAGATTTAAATGGTTTCCCATAGCCAACAT 
TCTAGCTTTCCAGAATATCAGTATTTTGTTGTGGTAGCGGTGGTCTTTTTTCCTAAAGAAACAGTGCTTCGGGAGAAGGGAGACATTGTTCCCT 
ACTGGCTCCCTACTTCCACCGTTTCTCCCACTCTTCTATATAAGTGCCTTAGAGAAACTCTGGTCACCCTTTTCTGTGGTCTGCTTAGCTCCAA 
C AAG AATC ATAGAC CAAAGGTTTTGCTGT CATCACTTTAAAAAT AGTGTAAGTTATTTTTTTCTTT C CTTTTTTT AAATTTTTTTTTTTTTGAG 
ATGGAGCCTCAGTCTATCGCCAGGCTGGAGTGCAGTGGCGTGATCTCGGCTCACTGCAGCCTCTGTCTCCCTGGTTCAAGTGATTCTCCTGCCT 
CAGCCTCCCCAGTAGCTGGGATTACAGGCATGTGCCACCACGCCCAGCTAATTTTTGTATTTTTAGTAGAAATGGGGTTTCACTGTGTTGCCCA 
GGCTGGTCTCGAACTCCTGACCTCAGGTGATCTGCCCGCCTCGGCCTCCTGAAGTGCTAGGATTACAGGCATGAGCCACCACGCCCAGGCAGAT 
TATTTTTTCTTTAGTGGAATTCAGCCAATTGAAGCATAACACATGGCATGAACACTCTGGAAAGGTGGCTTTGGATCTTTCCATTTGTTCTCTT 
TAGCGCTGACTTTTGCTTTCTAGTCCCTGCTAGTGTGTTGGAATCTTACCCCATACAGATGCAAACTATGAACCAAGAAGTCAGCATCTATGCC 
TAGGCAATAATTGGTTGTTTTCTCGTTCAGAGTTCCTCATGCCCATGGGGTAAATTCATATTTCATCCATAAGTGTGACCATTGCAGAAGTTCT 
AGGACTGCTACTGTCTGTATTTTTGTCCTTCAGCATATCCCAGACTAAACTTACTCTTAAAATATGTTTGTCCAAGCTTTGGTTTCCTTCCTAT 
GGTTGATATTAAGCCTTTCTTCTACTCTTAGAAGACAAAATGGGGAGACAAAAAAGGCAACCCTGAAGGTTTTTATCCTTTCAGGGTATCTAGC 
ATTTTTCTAATTTAGCCCTACTGAAGTTTCTTCAGTAATTAATCATCTGTTTTTCAGCCTCTAACCTGGCTAATATTATAGCCTACAATTGTAC 
TTTTAAAGCCCTTTTGTGACTTTGACATATTGTGTCTATTGTGTATGGAAAAGTAGCAGGATCAGTATGAAGATAATACAGTATCTCTTAAAAC 
AGGCAGCCAGCAAATGAACTTTCTGCATTGGTCAGAATTTCCATCATTTCACTGTTAATGAGGAAAGTACAGTTCTTTAGGTACCATGAAAGTC 
AAACATATCCTAAGCCTTTTGGAAAAAGACATACATGTTAGAAAATCTCAAATGGATGAGTCAGCCTGACTGACCCCACATTGAGTCCATTTTA 
TATGCTGGCCAAATCCTGTTTCTGACTTTCCTGGCACAGCCCTGGACATGCTTCTGTATCATAGGACTTGTTCCCCAGCGCCTTTGGTACTTCC 
TTCAGGCACATTCCTAGGAAAGATTGGCAGTGGGGTTTGCTCTTTGCCAGCACTCCTGCCGGTTTGGGGGTTATGGATGCCAGGTTGGGCTCCA 
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GGCAGTCTGCTCTCCATTTGTGGAGGCAGGGACGGTAACAGCACCTGACAAGTAGGGATGATCACATTGTATTCAGAAGCCTGGTGGAGCTCTA 
TAAACCCAAATTTCTAACAGTCTCCAATGTAATGCCCTGTAATAGAAGCTGTCCTTAACCCTCAATCATCTGTATTCAGCTAGTATAAAAATGC 
AAATCTGCTCTTATGCCTAAACAGTTAGGAGTAGAGGAGACTTGGCTTGCTTTGGAAAGTCAGGATGATAGCTTCATGCCATTCTGGTTTTTGT 
GATTAATTGTGACCTACAAAGGGGTTTACTACTCTAGCAGGAACTTTGAATTTCCTATATACATCTCTTTCTGGTTAGCAGGCAGAGGAAATAT 
CGTTGACTTTTGGCTTCCTGGCAAATGTCTCATTTGCCTTGTCATTTGTTGATTCCTTTTCCCTGATCTCTGTTTGGTGTGATAATGTACAGCA 
AAGCTGAAAACCGCAGGGCTACATGTACACTTGTAGGTACCTATGTTGTGATTGCCAAAAGGCTCAGAAAGCCAGTTTTCTAGTGAAAATGGCT 
AACATTCTAAGAAATGCTTTCACTGAGAAAGAGAACGGGTCAGGGGAAGGTGGAACTTAAAGGAAGATGGAGTGTTCCTGAATTCAGATTCCTG 
AATTAG C CATTTATAGTTTCATGGGAAGAC AATGAAAAAAAAAAAAAAGAAAG AAAGAAAAGAAAAGAAAAGAAACAAGC AACCCCAAAGGTTT 
TT AT CCTTTC AGGTATCCAAACATCTTTATTCTAG AAAGTTTCTC CT CGATGGTAAAATAAAG CT AGGAC CTTATAGCAAGTCTCAG ACTC ACC 
ATGGCTGTTTCTTAACACCAGTATACCTTAAGCAGTAGGTATCAATTTAGTGGAAATATAAGGGTATTGATATGTAGTGGAGGCTGCTCTGAAC 
TTGGAGGTGGAAATACTAAGTTTAAATCCCAGCTTTTCTTTTAACATTGCAACTTTGAGAAGTCTTTTAACCATTGTCTCCTGTTTGTATCAGC 
ATGAGGGGATAGATAATAAAACCTGCCTCACAGGAGTGTTGTGAGAATTGAGTGAAATAATGTATGTGAAAATACCAAGTACAATGCTTGCTTA 
GAAAGTAGAATTTTGTTTTGCCATCCCCTCCCCCACTATAGTTGGCAGGGCAGGGGGAGGCAGTATATTCATCCATCAATATTATAGATGCAAT 
TGTTCCCAGATGTTTTGCTTTTAGGCAAAACCTTGTATAGATGACTGTATACCCTCTTACAGTTGATGCTTAATAAAACAAAACTACCATGGTT 
TTATAATGGAATGGTAAGCTCAAACATTTTGCTGGTAGTATAAAAACCAAGTGCCTGTGATTACCTATACATTAACTCCTGAAGAATCAATTAT 
AATCTCAGCAACCTTGCTCTTTGACCATTGATTCTAAAGCTTGGCGAAGTTAATGAGAACAGATAATAGGAGTGCTAATGCAATTGGAAGACTT 



AGGAACATCATATTGATTCCAAGAACAAAAAGCATGGTGGAGAAATTTTGTAACCATGCAAATCCAGTGTGCTCTGTTCTCATGAGTTAAAAAG 
AATTTTCCTCCTATAGAAACTTGTTATTTAAATGTGTGTCACATGTAAATAACAGTCTAATGAGAGCAATATAGAGGGAGAAATATGTAAGCAA 
GGGAAAGTGGGCATTGTTTTGTTTTTTTTTTTCTCCATCTATTTCAATACTTGGGTCTTTCCTAACCTATAGTGTGTCCTGTTTCTCCCTGGCT 
AGATTTCTTAAAGTTTCTGCCTATTCATCACTCAAGTACCTATCTCAAGTTGTAGCTACTTTTGTGTGCAGGGTGTAATAGCAGATGTTCTCCT 
GATCTAGATTTTGTTGCTCTGCCTAACTGCATGCCATCATTTGTTTCTCCCTTTGTGATCTTCTAGTGTAGTCAAGTGTCCCTTTAGAACAAAC 

CTGTCCCAGTGTACTGAAAAATAATAGTGTTCTCTCACCTTAAACTACAACTTGTGGTTTTTGCTTATTGCTTCTTTAGTCTTTGACCACATGG 
ATGTTTTTACATAGTTGCAGTTATTTTATTATATTCCTTTTTCTGTCATAAACACTTTCCAAATGTGTTTGTGGTACTCAAATTATAGCTTAGC 

TGTTGTTGTTTAAGGGAAGCACCAAAATAAACCTCTTTTTAAAATTAATTAATTAATTTTTTTGAGGCAGAGTGTCGCTCTTTCGCCCAGGCTG 
GAGTGCAGTGGCACTATCTCGGCTCACTGCAAGCTCCGCCTCCTGGGTTCATGCCATTCTCCTGCCTCAGCCTCCCGAGTAGCTGGGACTACAG 
GCGCCTGCCACCACGCCCGGCTAATTTTTTGTATTTTTAGTAGAAACGGGGTTTCACTGTGTTAGCCGGGATGGTCTCAGTCTCCTGACCTCGT 
GATCCGCCTGCCTCGGCCTTCCAAAGTGCTGGGATTACAGGCGTGAGCCACCGCGCCCAGCCCAAAATAAACATCTTTATATGTAATGTTATTT 
C C CTAAG ATAAATTTCC AGG AGCTTGAT CCCAGGGTAAG AAGCTATG AAC ATTTTC ATGG CT CTTGCCTTATAATGTC ATATTTTGCTTTTTAA 
CCTTTAACAAAGAACATTCCTATGCCCTTGCTTTCAGATGGGTCTTTTCTTATTGTGAGGAAAGGGCTAACGTAAGTCCCATCTAGAAGTGACT 
AACTTGCCTAGTTAAAACTAGAAGGAAATATCCACTGTATTGGGCTGTTTACTCCATAAACCCTGGCTTGGCTACATGTGTGGTATGTTTCAAG 
TCTGGCACAAAGCCACCAAACACATTTTTGGTGAGTTGGTTTTAACCTGCTCACATCAGATATGAATGCTGAAGTTGGAGCTTTCATTATTGTT 
TTTGTGCTGGTAGAATGTTGCAGAAATACACAGGGCTGGCTGTGTATTCTTAGTCACTTTAAAAAAAATGTCCTGGTGTGTCTAGAATGATGGT 
TTCTGTTCTTTGCAAAAATAAAAACATCAAACAAGATAAAGTCCGATGTAGCCAAGACCCTCTACTTGAACCTTCTGTCGGTACTGTTTGTTTA 
AGTACTGTAAGTTTCCACGGTTCATGTTATCTTAGGATATCTTGTGAAACGAATCCTTGTGGTCCCTACTCTGGGCTAACGCTTTGTGACTTAA 
CTTTTTACAGTGAACATAAAGATTCTGAAAAGAAACACAAAGAGAAGGAGAAGACCAAACACA 

ACATAAAGACAGAGACAAGGAAAAACGAAAAGAGGAAAAGGTACAGAGTTTTCTAGTAGGGGAGGAAGGAACGTGGATGCACTTTTGTTTACCT 
TTGAAAGCAGATATCTTAATTGCATAGTAAGATCCCTTGGTCTTGAAGTGAAAGGTTTCTTGTCAGGAGAATTTAGAGCAAACTGTAGTCTTAA 
ACTATAAAAACTAAGCCTTTTACCACCATATGTTTCACAGTGGCAGATCTGTCCATATCATTACCTTTTTTACTTTATATTGCCAATGAATACA 
TTGAGAATGC ATTAGGGAAAATTAATTGTTTTTGGG AGAAGGCCTAATG C CTTGATGGTCTTCTGTT C ATTAAAGGTTCTTC CCG AGTG AAAAT 



GTACTCTGTATAGTTTTAAAAAGAGATTGTTTTTATTTTAGCTTTGAAAAAGTAATTTTTGTACTTGGTAAATTCAGATACTATGAAATAAGGA 
ATATGGTGAAGAAGACATCTCTTCACCCCTGACTCACTGTCTCCCATCCTTCTCAGAGGCAACCGCTATACTGATTATGTTTTGTATTCTTCCA 
TAGATACTCTGTATATCTGTATGTGTGTGTGTATCCCTTTGTGTGTATATATGAAGATTTTTTTGAAAGATAAATTTTCTGACGAATCTAGAAA 



TAAAGATGGGGGTCTCACTGTGTTGGCGGGGCTAGTCTCGAACTCCTGGCCTCAAGCAGTCCTCCAACCTCATCTTCCCAAAGTGTTGGGATTA 
CAGGCATGAGCCATCACATCTGGCCCAGTTTATATGTTTTGTTTGTTTGGTTTTTGCTTTTGTTTCCTCTCTGCACTGCCAATGGCAAATTCTT 
GAGTAGTGGAATGTATTTATTGGGGAAAAGAGACCTGCCACCACTTAAAAGTAAAAAGCTGCCATTTTTAAGGGAAACCTTTCTCAGTGAGTTG 
GACAGTTTCACCCAGAAGAATTGTTAAAAACGAGTTTTGGACACATTTCAGGACCTTTAGTTCATCTGTTCAGTTTTGGTAACATAAGAGCCAG 
CTTGTGAT CATGATGT CCCAGGAACTGATGCT ACATATTCTCAAAAAG AGGTTTCTT CAAATTTAGTCCTTT CAAGGTACTAGTT ACTGTTGTT 
TTACTTTTCAGGTTCGAGCCTCTGGGGATGCAAAAATAAAGAAGGAGAAGGAAAATGGCTTCTCTAGGTAAGACTTTGCTGCTGCGTGGGCTTC 
CCTTTCTCTGGGTGGACAGCAGGCCAGCTGCCTGTGTTGTAGTGTTGTCTGAGTTAACCCAAAACCCACTGACCTGGCCATCTTGATGGTTCCC 
AGAAGCTCAGCAGTGAGAAGACTCGGTCTAAGCCAACCTGAGCCTTTCTACAGTGCCATATAGTGAGACTGACCAGCACATTTTCCAGAAGGTT 
ATTTCGAATAGAGAAGGTTGACAGGAGAGATTTTTAAAAATTGAGATTTGACTTGCATATCACAAAATTTGTATTTTAATGGTATACAGTGTAC 
CATTTTTTTTTTTTTTTTTTTTTAGTATATTCACAAGGTATTGCAGCCTCTTCACTAATTCCAGAACATTTTCATTTCTCTAAAAAGAAACTTC 
ATATTCAGTAGCGATTATGGAGTTTTCTGAAAAATCACTTAGTCTGATTTCATCATTAGTAATATTGGGAGGCTTATATATAAAAGATCATTTG 
ACCTACATGTTAGGGATGAGTGTAGATTTGGGTAGAATTATGTTATCTCTTTTCTAGAAGGAGAGGAAAATGCGCAAAATCTAGAGGTTACTTC 



TTTATTGTTACATATTCTCACTTCACTGAATGACAGAAAGGATTTATTAGAAATGGTTGTAAGTGTTTGCATTATTGACTGGGACAAAACACTT 
TGAGAGTTTTGCTTCCTTGAATCTTTGAACTTTCAGTTTCATTTGTTAAAATTTTTGACAATTGTGCCTGGTACTCTGGGGTCCTTTAGACAAG 
GAGAAAAGCAGGTGCCCTCTTCAGGCATGTTTCATAATTGTTCTAGGAATGCAGAATAATACAATTCAGGAAGCATTAGAGCTGCAAGCTGCCC 
TAGGAATTTTGATTTCTGAGATAAAGTGACTGAGGAGGCACTGCTGGGCTAATCTCTGCCAAGAGACTGCCTTGGATTTTTATTAAACTGATAT 
GAATAAATTTTTTGGACTTGGTGCATAGTCATGAATTCATTTTCAGACTTTTTGGGTTAGAAGATTAGGAACACAGCCTTCTTTGAGGCAGTGG 
TCTCTATGTTCACTTTGCTGGACTCCTTGCTGGCTTGTGTATATGTCTTTGTAGAGAATCCAGATGCTTCACTGGAATACAGTTTTCAGGTAAA 
TTGTTTTAGGACTTCTTCCTTCAGACCTAAGTAACCCTTCCCACAGTTTTTGTGTTCAGTGTGACAAACTTAGGATCTAGCATTTACTTAACTA 
GTTGGGTAAATGATAGGCTTTCTTTCCTTCTGGACCCTAGGGTCTGTGTCAGTATTCAGGCAGGAGGGGGAACAGCTGTAGAAGCTGGCATTTG 
GTTAGGGTGCTAAAATAAGTTCTTTAAACATTCAAATTCTATCACAAGCAAGGGGACCCAGTATGCTTTTTTTGGTCGGAGGTACTCTTGAAAC 
CCTGTGAATATACTTTGCAGTGGGGTCGGGATTCTTAATCCTTGGATCCCTCCACAGGGGGCAGCTGCATGTAAGGAGGCCATTTCTTGTACTA 
AGTTAAGGCAGTGAGGTTCTGAAGAGATGTGCCAGGCCAGGGAGCATCCCATGGCTGCAGTGATTGCTGGGCTCTATGGTGTTTTTTACTTGTT 
CCTTCTCTGTTTTGGTTCAAGATGTTTGTCTCAAAGGATTGTCTTTTTATATTTATATTTTGAAGGTAAGATCTTAACAAATAGTAGTGAGACA 
CTCTTCTGTATATAAAGTAAACCTAAGTTAGGACGTTGAACAATGAATAGATTTGGCATAGGATACCTTCTGTTTATTCTGGTTTAACACGTGC 
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GCTACTTTTGTTGTJ^TGTTGTCAGCTTGGTTATTTTTCCATGTAGCTAGATATACATGTACGTTATTGCCACATTTTTAGAACTTTAAGGTAC 
TAAGTTGGGGAAATCAATGTTTATTCCTTTCCTTGTAAAAGCTGTACTTTAGCTTTTAGAGTACTGGAACAATCAGTTCAGATTGTGGGGTCAA 
ATATATGGTAGGTTTCCATGTAAGGCAAGAAAACACCTTAGGTTTATTTCTGGAGTGGTTCGTGCCATGCTGGCAAAGATAGCTAAGAAATAGT 
GAGAAAGAATTCTG ACTTAG AATAAAGAGT GTTGATCCC AAATCCTG ATATTGCCC ATT C ACCTGTAC AATGAGGACAAATACTATCTACTT CA 
CAGGATTGAAGTGAGAAAAAGTGCTCACAGAACATCTTCATGATATGTACGTGGTTATCCTTATTTCTGTTAGCTTCTTTTCAACGAAATGACA 
TATTCCTTCTTTGTATTAATAGAATACAGATGTTCTAGCACTCTGACCAGCAATTTTTTTTCTCTTTAGTCCACCACAAATTAAAGATGAAGCT 
GAAG ATG ATGGCTATTTTGTTC CTCCTAAAGAGGATATAAAGC C ATTAAAG AG ACCTCGAGATGAGGATGAGTGAGTATTTT CTTAAAACTTTG 
ACTTTTGAAAACAAAAAGGAGGAGTTTAAAGAATAAATGTGATGTGTTTCTTTATAATACATATAGAAACTGCATTAATTGGCTTTTACTCATT 
TGGAATTTGTGATTAATGGACTGATTTCTCTGAACTATGAGAAGTAGAGTTTGCTAAACAAGTAGTATACCGAAGGGTTACATGAAGATTATAT 
AAATTTTTATTACTGAAAAGGCAATAGATATTTATTGTAGAAATTTCAAATAATACAGAATTCATGAAGAATAAATTATTTAAGTTACTTAAAA 
TTTCTTATTGCCTACCACAGATAACTTAAAGCAGTTTCTCTTAGACCTATTCCTGTCAGACATTCTAAGTGAAGTTTCAGTGTGTAAAAATAAT 
AAAACTGCTCATAAAACGGTCGAGGCTTACATGTATCTCTTTCCCCAGATTCAATGAGATTAAATTATATTCATTATTTTCACTCTTATATAGC 
TTACTATGCTATTGTTATAGTAGAAATTGGATGGAAAGGGAGAAGGGAAATACTTAGTGAACTCATTTGTATTCATTCAATATAGAATTTCTTT 
GCTCCACATTCCAGTGAGTTACTGCTATGTGGTAGCTAGTGTGCTGTGTGTTTGGTTCCCAAACTTTCATCTTTTATTTTTATTTATTTTATTT 
TATTTTTTTTCCCAGACTTTCATCTGATAATGATATTTATTTCTGCATATATCCCCCCACCCTATTTTGCTTCCAGGCCGGTGTAAGTGGTTTG 

ttttgttctatatagggctataactattactctttggtgtgaccttcattattttctctatttctgttagtcttgaccgtagaatgcccagcca 
agaataacagtgattactcttgccatggaggcatccaagagtttgtaggtctcctatgagtgagaactcctgaatcataattatgttaactgtg 
tattcatgttcccgtttgtagtgctgattataaacctaagaaaattaaaacagaagataccaagaaggagaagaaaagaaaactagaagaagaa 
gaggttagtaaagagacttaggtcctttggggcttgagtttggaagtgggagttttccagtaagcaacttcttaagacaaatgagttttagata 
tttattggcttgttataacattagggaaaacaaatttaataagtggtggctgtggcactggtagttttaagatctctgtgaatccccacagtgt 
cttaagttaagcacaaccagcagtgattctggtctcagccttcctgggtgtctgtctacccacagctaggctgccaacagatgttgttccaaaa 
actatgtcatcttcatatatacagaggcagtgttaacaagaaaccacattttggcttataaccctgaagaaatttccctaagaattttttgctg 
atcattcactttaggtaaccattcctatctaaagttctttaatgggtacccctttgacatataattgacacccaaactctttactgcagctcct 
cccaatctggcccctgcatcttgtgtctctcttcatcttgtgcctcttctctagcttacttgtaccagtcacactagcctcctttgtttgtttt 
ccacacgagattctttcaaacttccgagctttacgtagcacctgctgttcctctatctggaacacacatgctcccttctttatgcttttggcct 
ataagcttcctcaaaaaactcagttccgtttaaatgctttcctaaatgttcttgttgatgcttgtggtagattgaaaatagaatcatatgcttg 
ctccttttgacacttttgagttcttgtaccaaaaaattgttagcaggtaattcaagaaaagAtgtcagaaattcacaggggtcttaatgatgcc 
ctcccctaagacaagaaggggttgggtgagttcttagctcttatgctagatttgaggttagccagtgtcatgggcaaaatgggatcacaaatgt 
aaagtggacagtttgaagtaccagcagtaaagagaatgatagtgaaggggcagggagtgttaagaggataatctatcataatagaatgatgtta 
ataatcacaattaaatgtaataggtgcttaccatgtgccaggcactcttctatatatgtatcatttcatttaatccttacaacctgaataggtt 
gttacatccctattatcatctccattttgcagatgcagaaatagagtatagaaatatttaatcatttgcctgaggtcacatagctactaaggtg 
gaaaagccagcatttgatcccatgcagtctgacttcagtgccagcacaccagctactatattatcctacctcccctgggactttgctgatgctc 
t aattctgcaagg agggag aagaaaggt ctttaatg aaatcatatgaagac catt agtgagtg agttg agc c atag ag agatg atc aggt cctg 
aatttagaaggttgccgtttttttgacaactagtctattcttggccgaagttcaaattaataagcactaattcaaggaattgagagtgaaatgt 
taagtagtgattatggtagccaatcactccacttgcatataccaaatcagtacagactagtcagtaaaggaatataaaacttgagttgtccaag 
tgtttttttttttatgtttatattgcatttatgcaaaaataatactctgagtttgttaaaccattgggaaaaaagaacagttgacttcatttgt 
tattatt ct attt agc ag cgct acc ag at aggggg aaaaatgctggctgaaag actgaattaatac aatcttactgtggcagggac cccagatg 
gcagaatctgtcattaaacctcactcgccaactatagtttttttgttttttgtttttttctcttgtttttgagaattgttctgaggtctcttag 
tgactgacaccccaatttgaggcttgaaaacatacaatgtagccagtagtttcctgatgggaccagctggatgcctgctcagaagctgtttaga 
gtatcttcactgaaaaacatttccctttcctgtggtgtgtttcaccctaaatagtaaacattatctgaattaatgtgatcctgtagtaccttct 
cccaaacatacccacatatttatattctccgtgcctgttttaaaatatggatggtactgtaagctttcctcttttttctattcctatcttgatt 
gccatcctattatgaggatctaaaatgtttattccagttattcccataagtcacattctgttatttttctcataaagttaggctcttatcatag 
ttaataacagctatatgaccttgatcaagtgacaaaatatgtttcaaagtccttgattgtaactggaagtggttaaatgaacccatccatacac 
tttccagctgtgccactctttaattgattttaagatggttcaaaaccacctttcattgctatataaaacttgttgaataaagactgaataagta 
gttaaattatgttgaataggcaggacaaaggaaaatattcttcaaaagagttcagattctgagtgggatcttcacttgttgaatattacatttt 
tgtttgggttttgtgtgtatgttttgagattcatctcctgtattggtgaattgtgcctgtttaggtttgatgcccgtttattgtgtcactgtga 
tcagctcatttagattcagagttcaaagaagagccataaagaaataccaccataggaattggtgtcattttagaacctatcaaatacttgctta 
ctgcatcatgactttgtgtatacaagcagcagcgatagtactatactccactaaatcaactgggaattttctttgatcctgaatactaaatatc 
taatgcaaagccccgtctagccgttatttgattgtactggaagaggtttaaagatgagtaggattaaacataagtgaggaaaatacactcggat 
tactctctagagcagtacttttccaaactcctttgaggttaaaaaaaaaaaagtttcccagtctcttcccctgcagagtgttttttaactactt 
tctcaagtagttgtttgtcaggaaattttaggaaatactgctgtagaacagagcaccagtacattgttattcatctgtcaaatgagaggagtac 
taagatcttctttagttctaatactctatgattagaatttttcttcctcatggctcccaaaaactgcctccagaagtgtgatcagtctttattt 
aagtgctttctcaccatgtttctttgtaggatggtaaattgaaaaaacccaagaataaagataaagataaaaaagttcctgagccagataacaa 
gaaaaagaagccgaagaaagaagaggaacagaagtggaaatggtaacatctcagcactgggttaaaatggcaccttttttattgcatatcctta 
cgaagcaagagtattgagttattaaaattaatatcctgatatttggggggaaatactttaaacaatttctctagagtaactttctgaagtaagt 
ttt ccaagttctagtgaaatc attaactggttct aaat ctattggatct c aaactggtttcc accactgtgaacagaatggactgtag aagcag 
acctatgtataggtgggaatttagcatacgaagagagtacagatgcatttaaaaccatacggaaaggacagattattatgtaagtcgtgttggg 
aaaactgcgtgttcaacaacagaagaaacctcaacaagaaaacgtgggtgaatatttttataattgtgcagtagtgaagatcctttgaagcaag 
acataagcagagccataaggaaaggtgttttacatttgatacatcaaagttcaatttatggcaggtggacaccttcatgccatttaaaaaaaaa 
aaaaaaactcaaggcaaaatatttgcaatacaaagggctgatattcctaatatgaaaaaaagctcttttaaaacaaatatgaaaggaatgatct 
aat cag aatgtg agg aacagtcagtttagtaaaatagttaataagc at ct aaaaatgtg at c aagtt c at aagt aatc aaagatgc aaaaaaaa 
tgataaatctttttgtttaatgcctctcagattgggaaagattaataagtgaaaatatctagagttgcaaatgtaagaaaacaggcattcgcct 
tccctataggagtgaaaattcagtctttatgaaggacagtttagtcatagctggttgctcttgagaagtgtatttaggtggagaacttttctac 
ttttgctgtttagaatcttgaaataaacatgtttttaaaaaatacttatttgtgttaacatgttctatttaactactataccagcagtacatga 
ttttgtgtttatgatgaaaaaact caaatgattgacagatttaatagttag aataaaaatcaaagtcacctttac ctgtcttctc ccattctca 
ttttcctttccagctttccagctttgaggtaatcactgttcataatttgatgtatagccttccaaacctgtttatgtgcctttatggcttttgt 
aatttagaactttgatgtccacagcacctctgaggaaagggagaaagagcactgaccaggaaggtggcagagggaaggagagccacagtggcag 
aaatgtggccacacggtgacagctatgtgattcgcatgttgctatggcatcatgggattaaatgggaagtatagaaaaggaatatcacagagca 
gagcaaccctgcctctttctagaggtcagagtcagaaagtaaaaggccaggcacagtggctcgtatctgtaatcccagcactttgggaggccga 
ggctggtggatcacctgaggtcaggagttcgagaccaacctggccaacatggcgaaacctcatctctgctaaaattacaaaaattagccgggcg 
tggtggtgcgcacctgtagtcccagctacttgggaagttgaggcaggagaattgcttgaacctgggaggcggaggttgcagtgagctgagatca 
cgccaccgcactccagcctgggcgacagagcgagactctgtctcaaaaaaaaaaaaaagaaaaaaaaccccacatgggtttattttcctcattt 

TTATTTCACTTTTCTTAAGAACTAATACATTTTCAGTGATCTTGACCTTTAAGAAAATGATTTTTAGAAATAAAGTGATTGTGTAAATTAGAGG 
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TTATTATTGGGAGTTAAGAGAATGGTAGGTTAGTAATTCATCAGTCAGGGTTCTGTGGTAGTTACTCAATAAATGCTTGTTAAATGAACAAATA 
CATTTCCTTATCAGGAGCTCCCTGCTGTCTCCCCTTTACTTCGGAGCTTTGGCTCTTTTTGGGATCCAGGCAAGTGCGCTGGGTCCAGCCTTGT 
ATGTGTAGAATTAGGTGCCCTTGAGGGGTTTAGGAGCCTAATTTTGCTTTTGTGGTTGAAATCCTTATCAGTGTTGCCACACATTCACTCTGAC 
AGACCATGACTTTTGGTTTTTATTCTTATTTTGGGTTAAAGGGGAACTGGGTAGTCTTTAACTAAAAGTTGTTTTTTGAGGAATGAGCAGACTT 
TGCTACAGCTTCTAACGCATGCATTTCTCAGGTGTGATGGTTAAACCTTGCACATTCTTTTCAAGCACAGTGCTTGAATGGCACACCGAGTTTT 
TGGTGTTGAAAATATGAATGAAGAGCCTCTTAACTGATAGCTAGAGGCTGTGTATCATACTCTGAAGTCAGTTATCCAGTCCTCAGTGACTGCC 
ACTGATGACCTAGTCGGGGAGTTAAATGGCAGATACCCTTATTTTTACTATTCCTTATGCTATCCTACTAAAAGAAGTACACACTTTACAAGCT 
TGACAAATTTGCAGATCTTTTTCTTCCCTCGTAAGTCCGCAGACCTGTTTGTCTTTACCAGAAAAAACCACTTACTCTGATCTTTATCTCCCTC 
CTTTGGTAATTGTTCAGTTGGAAAAGGTCCAGGTCCCTCAGGGTTTCTTTGCTATATCACGTTATCTCCATAGAAACATTGTTATAAGTGGTGG 
CAGTGTGCTTGGGTTCATACATGAAATCCTGTTTATCCCAGATGTCCTGATTTTTAACTGTTGGCCATTGTAGCTGAACAGGGTTTCAGCACTG 
TTGGGTTAATTAAGTACACTTTTGTGTCAGGGCTGACGTGGGAATATAAGTTGCCAGTTAATTCTCAACAGATGATTCTTCATAAAGAATTACC 
TGGCGAGTTTATTGCAGGTGTTAGGTGTGACTTTAAATGGAGTTTTCAATCTCTTAGCAAAGGTAAAATGCTGTGATGAGTCAGGAGTATAATG 
TTTTAAGGAATTAGTGTTGCAAGACCAAGACTCATAAATATATGGTCAATGATAGTGGTAAGAAATTTATGGAATATGGATTATTGACATTTTG 
CTCAAACCAGAAAAACTTCCCTTAATTTCAAGGATTAGCATTCAGAAGCTACAGCATCTGACCTTTATTTCTAAATTTAAAAAAATTAAATATG 
AGTTTTATAGCATACTGTGAAGTGCTTGTTAACTGCAAGGGAACTTGATATCAAACAGCACATGGAGTTTACTTTCCTGTCTTTATATTTCTAG 
CACTTTTCCACCTTTCCCCCTTCAAGCAAATTTTATTATTAAATTGGTACTTGATTATTCAAGTCAAGCTGCGAAAGGGAAGCCATTTCGATGT 
CTAAGTACATGTTTTTGTTTGTTTATTTGTTTTTAAATTGCGGGGGGCGGATATATGCACTpATGGGGAGGCTAAAAGGACAGAACTGTTTGCT 
TTTATTTGTATAATAATAGCTGTCAGCCCAGTCACATGAGCTTACTGAAACAGATATTCTGTCTTTCTGTTTAAACTGAAGTTTAGTGTTGTGA 
TTTGCTGAATCTCTTAATTTGCTTAAATGGTAAAGAAGTTGCTGTGGGTCTTCAGGATACACATGTTGAAATAGGAGTCGTAAAAACAGTTTGG 
AGTCTTGATTTAAAAACACTGTAGGGCCGGGCGTGGTGGCTCACGCCTGTAATCCCAGCACTTTGGAAGGCCGAAGCGGGCAGATCACGAGGTC 
AGTAG ATCG AGACCATCCTGG CTAACATGGTGAAACCCTGTCTCTGCTAAAAATACAAAAAC AAAATTAG CTGGG CGTGGTGGGGGGC ACCTGT 
CGTCCCCAGGTACTCAGGAGGCTGAGGCGCGAGAATGGTGTGAACCCTGGAGGTGGAGCTTGCAGTGAGCGGAGATCACGCGACTGCACTCCAG 
CCTGGGCGACAGAGCGAGACTCTGTCTCAAAAAATAAATAAATAAATAAAAACACTGTAGTCGATGAGAAGAATGGTGCCAAAGTCCCAGGATA 
AGGGAAAGGGTGGCGTTCGGAATCTCCTCACGGTTACTCTGTGACTGCTGCAGACAGGCTCCTTGCAGATGCTCTCATACACCTACATATATAT 
ATATTTTCTCTATTTGGAGAGTAATAGACTGTAGGATTGGGTGGTTTCCTGCATTGAGATCCTTCTATTAATATATCAATGACTCTGCCAATTT 
CATACCTGAAAAAGTGGTAGGTTAGTTATAGAAGATCTTTAATATTCCTTTGAGGTCTAAGATTCTGTTAAATATTTTTGTT'rAAATTGTGTAA 
AATACATATGACATAACATTTATCATCTTAAGCATTTTTAAGTGTACAATTCGGTGGCATTAAGTACATTCATATTGTTGTGCACCATCACCAT 
CTCCAGAACTCTACATCTTGCAAAACTGAAAGTCTGTAGTTATTAACAATTCCCCACTTCTCTGTTGCCGCAGTTCTTTTTTTTTTTTTTTTTT 
TTTTGAGACAGAGTCTCGCTCTGTCGCCCAGGTTGGAGTGCAGTGGTGTGATCTCAGTTCACTGCAACCTTCGCCTCCTGGGTTCAAGCAATTC 
TCCTGCCTCAGCCTCCCAAGTAGCTGGGATTACAGGCTCCCACCAGCATTCCCGGCTAATTTTTTATATTTTTGGTAGAGACGGGGTTTCGCCA 
TGTTGGCCAGGCTGGTCTCAAACTCCAGACCTCAGATGATCTGCCCGCCTTGGCCTCCCAAAGTGCTGGGATTACAGGCGTGAGCCACCGTGCC 
CAGCCTATTCCCCCAGTTCTTGGTAAGCACCATTCTACTTTCTGTCTCTATGAATTTGACTACTTTAGGTACCTTGTATTAATAGTCATACAGT 
ATTTGTCCTTTGTGACTGACTCATTTCACTTAACAGAATGTCAACGCTCGTCCATATTGTAGCATGTTTCAGAATTTTCTGACTTTTAAAGGCT 
AAATAATATTCCATTGTTTGTGCTGCATTTTGTTTATTCATTCATCTTTTGATGGACATGGGTTATTTCTGCCTTTGGCTGT'rGCAGATAGTGC 
TGCTGTGAAACATTCGTGTACAAGTATTTGTTTGAATATTGAGTATATTCCTGGGAATGGAATTGCTGGGTCATGTGGCATTTCTGTGCTTAAC 
TTTTTGAGGAACTGCCATACTATCTTTTCCACATTGGCTGCACCTTTTTACGTTCCTACCAGGACCACACGAGGGTGCTAGCTTCCCTACACCT 
TCACCAACACTTGTTATTTTTTGTTTTATTGCCATCCTTATGAGTATGAATGGTATCTCATTGTGGTTTTGATTGGTATTTTCCTAATGATTAT 
TGATGTTGCATATTTTTGCAGGTGCTTATTGGCCACTTGTATATCTTCTTTAGAAAAATGACCATTCAAGTTCTTTGCCCCACCCCCACGTGTT 
TTTTTTTGTTTTTGAGATGGAGTCTTGCTCTGTCGCCCAGGCTGGAGTGCAGTGGCGCAATCTTGGCTCACTGCAACATCTGCCTCCCAGGTTC 
AAGTGATTCTCATGCCTCAGCCTCCTGAGTAGCTGAGATTACAGGCGTGCACCACCACGCCTGGCTAATTTTTTGAATTTTTAATAGATACAGA 
GTTTTGCCATGTTGGCCAGGGTGGTCTCGAACTCCTGACCTCAAGTGATCCCTCCGCCCGCTTTGGCCTCCCAAAGTATTGGGATTACAGGCGT 
GAGCCAGTGCGCCCAGCCCCTATTTTTAATTTTATCTTTTTTTTCCCCTCCACCTTAAGACTGAGACTTTGCCCATTTTTTTAATTGGGTTGTT 
TATTGAGATGTAGGAGCTGTTTATATATTTTGTATGTTAACCCTTTATCAGATACATGATTTACAAATATTTTCTCCTATTCTGTGAGTTGTCT 
TTCACTCTCTTGAAGTGTCCTTTGATGCACAGAAGTTTTTAAGTTCAGTGAAGTTCAGTTTATTTATTTATTGAGACAGAGTGTCTCTCTGTTG 
CCCAGGCTGGAGTGCAGTCACGTGATCTCGGCTCACTGCAACCTTCACCTCCCAGGTTCAAACGATTCTTGTGTCTCAGTCTCCTGAGTAGCTG 
GGATTACAGGCGTATGCCCCCATGCCTGGATAATTTTTGTATTTTTAGTAGAGACGGGGGGGTCTCGCCATGTTGGCCAGGCTGGTCTCGAACT 
CTTGTCCTCAAGTGATCCGCCCACCCCAGCCTCCCAAAGTGCGGAGATTACAGGTGTGAGGTACTCTGGCCAGCTGCAATTCATTTATTCTTTT 
TGTTACCTGTGTTTTACGTGTCATATCCAATAAATCACTGTCAAATCCAATATTGTGAAGCTTTTCCCCTATGTTGTCTTCTAAGAGTTTTATA 
TTTTTGCTCTTATATTTAGGTCTTTGATCCATTTTGAATTAATTTTTGTGTATAATGTAAAGACCCAGTTTGATTATTTTGCCAACACTATTGT 
TGAAAAAACTGTTCTTTCTCCATTGAATGGTCTTAAGCATCTTGTTGTAAATCATTTGACGATATATGTTGACTTTGGTTTTATAGTAATACCA 
TTGTTACAATATGGTTTGATACATGTAATTTTTATTTGATGTTTCTGAACTTTGTTTAAAATATTGGACTTGTTCCATGGCTGAATGATTGATA 
ATAAAATAATAAATAAAATATTGTACTTGGAAAGTAAATATGAGGGTAGTAAGTTAGTTATCTATTCGAGTAAAAGAAACTTGAGGCATAGGCA 
GTTGCAATTTGTGAGCGTGAGTTGGATCCTGGTGTATAAAATAAATTTAGATAAAATAGGGAAGTTTTTAATATGGACTGGGAATTAGAATTAT 
ACTAGGAGATTATTTTGTTAGATGTGATAATAGTTTTGTGGTTATGTGGAAGAATATTATTTTTATAGAGATACTTGCTGAAATATTTAGTGGT 

GATGGAGTCTCACTCTGTTGCCCAGGGTGGAGTGCAGTGGCACAATCTTGGCTCACTGCAACCTCTGCCTCGTGGGTTCAAGCAATTCTCGTGC 
CTCAGCCTCCTGAGCAGCTGGGAGTACAGGTGCGCGCCACCATGCCCAGCTAATTTTTGTATTTTTAGTAGAGACGGAGTTTCACCACATTGCC 
GAGGCTCCTGACCTGGATGACGAGCTCCTGACCTCGTGATCTGCCCGCCTCGGCCTCCCAAAGTGCTGGGATTACAGGCGTATATGGTGTTTAT 
TGTATTACTCATTTTTTTCTTATGTTCGACCATTTTAAAAATACATTTTCAAAAAGTTGTTCCCACTGAGCTTTAGATTCACTTATCAGTGTTT 
GCTAGATAGTTCCAGGTAATGCGTAAGTACCTTAAACTCAACATGCCCCAGTTAAGCTATCATTTCCTAGTCGTCTTCCTTTATGTGCTTTCTC 
ATAGGGTTGTTTTCTCCTCTACCTTCCATCTGACGTCACCACTCTGAGGAGGCCTTTTCCTTACAAACAATGTAAACAATCCCTCTGTCATGTA 
TGCCATTGTGGTAAAACAACTGTTTACATTTTCAAGTCCCTCACTTGTTACTGAGCTCCTTCATTGTTGATCTGTTCTGTCCAGTATTCTTAAA 
CTGAGCTGTTGAAATGTATTTTCCTTTATTCACGACAGTATTTCATCTTACTTGTGAGCGTTGGCTTTTTCAAAATGAGAGACACTGGTTCTTT 
TGATCCAGGCCTTGAATGTGAGGCCCAGAAGTCATTCCAGAGCAGTAATCAGTTGAGCGGATAATTATTTGGCATTTAATCAGTGATGATCCCC 
ATGTTAGACAAGGCGATCACTAAATGAGGCTGTGCTTTGTCTTTTAAAGGTGGGAAGAAGAGCGCTATCCTGAAGGCATCAAGTGGAAATTCCT 
AGAACATAAAGGTCCAGTATTTGCCCCACCATATGAGCCTCTTCCAGAGAATGTCAAGTTTTATTATGATGGTGAGTTGTTTCAAGGTTCTTGA 
TTCTTGGCCAGGAAAAGAAATCTGCTTCTATTTAGGGATAGAAAACAAGGAAGGATCCTATGTAATAGATAATCCTTTTTATTTCATTTTGTTT 
TATTGCCATGCAATTTTGAGGAAGGGGCATCAGGTGTTAACTCTTAAAGGCTCATTTGCTGCTGAAAAAGTGCCATGGAAAAGGGGCTATTCAT 
GTCTTCCCTACATAGTCCAAAAAAGGTTTGTCAACATGGCTAACAGTGTGTGGTCCACAAGCTGAAGGTTTTGATCTGAACTTCATTTCTAGGG 
AGCAACTCTTCGCAAGAGTTATTAGAAAAGCCTCACTTGAATGGTAGTATTTTATGTTAGCAATATAACAATGCAATCGGACAAGCTGCTCATC 
ACTAGAAACAGTATTAGTATATGGTCGAGGATTAATAGTCTGCCATCCATCTCTAGATAGGGCTGGTAGGCATCTGTCACCTATTCTGTGTAGC 
ATAACACTATGCCTTTGATATATGTGCAATCAAGTCTGATGAGCTGCTTTAAAGAAATGCCCTGCCTGGGTCTCTTAGAACCCTCAGAATTGTC 
CCTTATCTGTCGTTGGTATTTGTATCCTTGGGTTTGAAGGATTTGAGGGTAGCCTTTGACATGCCTCCTGTTGGCAGTGTAGCAGTATGTAGAT 
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GGTAATAACTGATTTTCTTCATTCCATGAGTTTTATCCAGAAATGGTTAGAGCATTGTTCCTCATACCCTTATGTGCTTATGACTCACCAAAGT 
GGATCTGAGCCCATTTAACAGTTGTGGGGTGGGCTTCTTTTCCCTTTCCCCACCGTCCCTCTTCTTCTTTGCCCTTTGCCAACCATCCTTCCCT 
CTTCTGTCCCCTTTCCTGACAGTCCCCCTTCTCCTTTCCCCAGCATTCCTCTTCCACCTCCACTTGTCTTACCACCGTCTTTTGGCCACTGTTA 
TTTCACCACCGCATTTCTCCACCATTTTTCCCACCCTCAGCCCCCCACTGTTTTCTTCTCACCCATCCCACCGCCCGCACTGAAAAGAAAAAGT 
TCTGGGGTGGGATTGAGTAGTTCTGAACCAAGTGGTCTGCTGACCAAACTTTGAGAAACACTGGGCAGGATAACTGCTGAAAAGCATCAGTGGT 
GAACACTCAGGCATTCTGGTGCATCTCTCTTCCCACCAGTAGTGGCCTTAGGTCCACCAATGCTTGTAGGCCTAGGTAGTAGTTTACACTAAAG 
GGCTGGGTCTGCAACTGAAGAAAGTGCCAAACTTGGCAAGCTGAAATTTGTTTTTTAAAATGGCATATTTATTAGCCAAGTGTGGTGGTGCACG 
CCTGTAGTCCCAGCTACTCGGGAGGCTAAGGTGGGAGGATTGCTTGAGTCCAGGAGGCAGAGATTGCAGTGAGCCTAGATCGTGCCACTCCCCT 
CCAGCCTGTGTGACAGAGTGAGACCCTGTCTCAAAAAATAAAATAATAAATAAATAAATAAAACATATTTATTGAATGTATT'XGTGGTCAGACA 
CCAAGACCCAGCAGTGGATAGTACTACTGACTTAGACCCTGATCTTGGGGAGTTTGCAGCCTAACAGGACTCCATAATCTCAGAGGCAAATGCT 
TATGTTATGTAAACATTTTGACCTGTTGACCAGAGAGCCTAAGACAGTTCTTTCAGCCCTCACGCTGGTCATTCCTGGAGACTCTTAACTATAA 
CTCAAAGCCAAAACTCCTAATTAAGAGAAAGGGCCTAGAACCTTGAAGAGCACCATCTCAAAGCGTAGGTATTCCGTAGGCCTGGTCTGGACTT 
ACCAAGAGCTTTAGGATGCTCAGCTGGTAAAGCCTCACTTTGAGGTTCAAAGTGATGGGAGGGAAAGCTAGATTCCCTAGTCCTGTGGTTTCTC 
TTCCTTTTCAAGATAGGAAGCAGAGGCCTGGTCTAGTTCACAGGTTGCCATAGTCCTTTCCTCCCATTGTTGCCCAGTCCTCCTTTACAGGATC 
CTGCTTTAGGGCTCCAGCATTTTCTCAGCTGGTCCTCTGCTGGGATTTCTTCTCTTTGATTGTGTGAACTCTTACTCTGCAGTAAGTCAAGAAG 
TCATATTTGACTTTACTTCAAACTGATACAGTAAGTGGTGCCTACTCTCTGGGGAGGAGAATTCTTAGACTCCTTTAGAACTTGCCAGGGAGGT 
GGGGCATGGGCTAGCTGAAGCAGTGAATTACTGCCTTCTCTGAGGACCTTCAGTTTACAGCTTTGATTCAGCAGTTTCCTTTTCCTGGAGCTCA 
GCCTTTTCCACAAAGTGTTAACATTGCCAGGAACCTTCCAGTCATCCTCCCACTACTCTGATGCAGGGAGCCATCATTTCATCTTTTGACAGCT 

TATATTTATTTATTTG AGACAG AGTCACACT CTGTCACCCAGGCTGGAGTGCAGTGG CACAATCTTGG CTCACTGCAGG CT CCAC CTC CAAGGT 
TCAAACGATTCTCATGCCTCAGCCTCCCAAGTAGCTGAAATTAACAGGCACGTGCCACGAGACCTAAGTTTTGTATTTTTAATAGAGACAGGGT 
TTTACCATGTTGGTCAAGCTGGTCTGGAAGTCCTGACCTGAAGTGATCCTTGCACCGCCTCCTAAAGTGCTGGGATTACAGATGTGAACCACCA 
TGCTCAGCCACATTTTTTTTTAAATGGTGTTAACAGTTTACATTTTTTTCTTGCCATTTTATTTCATTTATTTTATTCCTAATGACTTAATGTT 
TTCCTTTATATTGGAAAGATGTTACAGTTTTCTAAAGAAGTTCAGGGAATCTTTTAATACACAGCCTATCTTCCCCGAAGTGTCTTTCTTCCAA 
AGCAGAAGCTTGGGGGTTGATGGGGGCAGCTGCGCCACCTGTTGGCCTTTTAAGTTAATGGCGTCCAAAGTGGGTTCTTTCTATTATAACTGTT 
TCAATATTGTGCTACAGTTCTCTACACCCCTGCAAAGTCAGATTGCATATCATTATGAGATAAGATGTCTTCTGAGTTTTGAAATAAATGGATT 
TCTGGTTAAATTTTAGTTTTCTATAAAGAATGTGGGCAGCGTTGGTGAATTATTAATACCTGTGTAATAGTAAGGTGGTGGAATTATAGTTAAC 
CTCATTTTAAGTATAGCCAAATGCTCTTAGTATAGCATGGATTGGTTCGAGGTGATGTTGTAAAGTTGGATTTTTAAGAAAGAATGGAAATTGG 
CACTAAGAGTACTGTCAAAAGCATTTGTTTGAAAAGTGGATTAAATTCCCAAGTACTTTTCTTTCATTGCTTTATTAACTAAATCAGGTATATA 
AAACCCATAGGCCCTATTCAGATTTTCTTTACCAGTTAGCAGCTTTCATTGTGAAAACATCTGAGTCCCTTTAGACAGCTTTTTGTTTATTTGA 
GACAGTCTCAGTCTGTTGCCCAGGCTGAAGTGCAGTGGCGTGATCTTGGCTCACTGCAACCCCTGCCTCGTGGGTTCAAGCGATTCTCATGCCT 
CAGCCTCCTGAGTAGCTGGAGTTACAGGCTCCCACCACCACGCCCGGCTAATTTTTTATATTTTTAGTAGAGATGGGTTTTCGCCATGTTGGCC 
AGGCTGATCTGGAACTCCTGAGCTCAAGTGATCTGCCTGCCTCAGCCTCCCAAAGTGCTGGGATTACAGGCATGAGCCACTGCTCCCAGCCCCT 
TTAGACAGCTTTTACATAAACAATTGGATACACCAGGAACCCCAGTCATCCCTTGTGCTGTGGATGCATCCTGGTTCCCTGAAAGAGGCAGCAT 
CATGGTACCCATGTTCCAGAGCAGTGTGTCGGAAACTCTAGTGTGCATCCAAGTCTTGTTAAAAATGGAATTTCTGTATAGGATTCAGTAGGTC 
TAGGAGGGGGCCTGGGATTCTGCATTTCTAAACTCCCACATGATGCCAATGCTGCTGGTCTGTGAACCACTTGTTGAATAGCAAAGTTCTAGAA 
GAAGGTCTTATTAGGCTTTTCATATGGGAAATCTGGGCTTGCCTAGTATGGATATATATTTTTTTATTCATATTCCACCCACCTAACTTTGAAG 
AAGAAAGATGCCTATTTCTTTTCCCCACAATTCCTTTCTTCCACTCCCTGCCCTATCCCTTCCTCCCCTTCTTGAACAGAGGCTGCTTAGCTTA 
G C AGTGGCAGGAGTCCCTCTGAGGATTTGATTTTTAAAAAC CATTG AAG AGGTGTAAAGGACC CTGCTTGCTGAAAGGAAAAGGAAGAGTG ACT 
GGGCCTCCCCCAGGTCATCCCTGTCCTGAGCAGGCACCTGGGAACAATTAACTGGCATAGTCTCCAGAGAATGACCCAGGTAAATATATGCTAA 
AGAGAAGGAGAATTTGTACAAGTAGATATAAATCAGTATGTTGTCTTTGTTGTTGTTGCTACTATGTGTCACCAGACCTTTATATACCATGAGA 
AGGCAAACCATTATTAAAGAGAATTCGCTAGCCCTGGGTATTTATGCTTAGAACATGAATACTATACCTCACTTTTTGGAACCACTTTTTTCTC 
TAGGTAAAGTCATGAAGCTGAGCCCCAAAGCAGAGGAAGTAGCTACGTTCTTTGCAAAAATGCTGGACCATGAATATAGTACCAAGGAAATATT 
T AGG AAAAATTT CTTTAAAGACTGG AG AAAGGTACTGTAG CCCATGTGTTAATATC CTAGTACCTTG CAAAACAATC AAGTACT AAGTAATAAA 
TTATCATTTTGCAAAACATTTCCTGATGTAAAATTTGAGTTGTATGGATTTTGTTGTATTTAAACTTGCGTATTTTTTGTCTTCATTTACTATA 
TTATGTAGGGTTTCTGTCCAACAAGAGTACTTGTATATCTTTGCTATTGGCTCTCATGTGATGGCAGGTAGGTGGGGGTTATCAGATTAGGCCA 
AACAGAAAACCTCAACTCCAGTTGCGCACAGGAAAGTTTGTCGCTGCAGGACTGGCGCGTGTCTGCTGTTGCAAAGAGAAATGTTAATCTGATG 
TCCCTCTCGCTGTTAATTCTTGCTCATTTATTTTAGGTAGTTTCTACTCTTGAAACCACATATACTATATTTGCCTAGGTGATTTTTTAAAATC 
TCATTATTCTCIAATTTGGATAATGTGGACAGAGGCAGCAGTAAAGTTTACTTCCTGAACTAGCTCAGAAAAAGCAGACTTAATAAATGAATAGA 
ATAGGGGTAATGTTTCCAAGAGAGAATCAGTATGGGATTTCAAACTTGTATTCATAATGGCTGGGGGCTGTGTGCCACGGAGTCTAAGAAACCA 
CATAAGAATTCATTTTTTTCCATGATAAGTCATTTTAAAACATTTTAATATTAGTAAGTACATATTTTATAATAAAGTAATACAACTGTATTTT 
TTTGTTTTTTCAAAATTCATTAATTGAGATTGGCTACTTCCAGAAACGTTTGACTGAAAAAATGGTGCTTGGGTGTATTTGCAAAGAAAGCCAA 
GGACTTATTAGTGTATTTTCGTTGTTTTTCTTTCATCTCCCCATTTTCTTTTGACTAGGAAATGACTAATGAAGAGAAGAATATTATCACCAAC 
CTAAGCAAATGTGATTTTACCCAGATGAGCCAGTATTTCAAAGCCCAGACGGAAGCTCGGAAACAGATGAGGAAGGAAGAGAAACTGGTACTAC 
AGAATTTATTAAACCTCTGGAGAATTCTGGAATTGTGATTGGTTCATTTAACTTTCTTCTTGGTTGTTATGACACAACATTAACATCAGTAATT 
T C AC ATC ATTCT ATGCT AAAG ACTT AGAGTTCT C AAAGTCT AAATTTTCTTAAAGGTTTTAGTTAGACTG AAAATTGTGAACAAGTACTTTG CT 
CAGTAG CT CTGTAC AGG AATCTTGGTGCTTC AGTGAC CTAAAAACCAGT C AGTAACT CC AGCCAATAATATAGTAATTAAGGATGGG CAGACCT 
GTCCCACAGTGGCTACTGGATATTAAGGATTTAAGACAGATGAAATCATATTGGCCATGTACCTCCCTGCTCTTTGATCTATTTTACTCTGGAA 
TCTTGTGATGCTCATCCATCTCCATCTTCCAGCCTTGGCCATCCTCATTAGTGAAGGATCTTTCTGGTATCCAGCTGGGATGTCATTTTTCTTC 

CAACAATGACAGAGATGAGTAGTTGCAAAAGAGAGTAGTTGCAAAAGAGACTGTGTGGCACTCAAGCCTAAAATATTTTCTATCTAGAAAAAGT 
TGTCAGCCCCTGAACTAAAGGAATCCAGGCTAGAATTTCATTTTTACCAATCGGAAGTCCAGAAGTTAAGGATTTTAAGGAATTCTTTGCACTT 
CAAATTCCTGTAGTTTCAGTATTTTAAAGGACTTGCGTGTTTACGTAATTCAGACCATTGTATTGATATAACTCATTGTTTCATGGTACTTATT 
TGGTCACTAGTTTAAAAATTAATGCATTACTATAAGAATGTTAATTGCATCAGACTTTGTGTCTCAGGTAAATCTTATCCTCAATATTCCAAGT 
TAGTG AAATTTAGTATATTATTTACTT CAGGGG C ATTTTG AAACTT AAAAGATCACTTTGG AG CTTTGTTCTTAG AATATTGATC CAAAGATAG 
ATTTTATAAACATCCCCTTGTCAGAGCCTCTGCCAAGGACAGCTGCTGCCAGCAAGGTCTGAATCTGTTCCCACCCACAAGGCAGCAGAACTTA 
GTTAAACTGAATCAATAAGTATATAAAACGCAGAGTCAATAGAGGGTAAGGAGGCTCAAAATCTCCCCCACCATCCCTCACCTTTTTGGAGCAA 
GGATCATAGTATAGAGTGTATATACCTGTATACCTACAAAAAAATTAGTGACAGATCTGTCTGAGCTTAAAAACCCACGTTTTTAAGCTGTTTA 
ACTGCTGTTTAATTAAATGGCTTGAGCTATTCTTTTATGAGGCTCTATCAGAGACTCTTCTCCATTTCCTGTTTTGATAGTACTCAGTAAAACA 
GTATGAATTTTTAAAGTACATTTAAAAACACCCAAATAACATTTACAAACATATATCCTTTAAGACACAAGAATCAGTTTTGAATCTAGTTGAA 
ATC AATC CTTATAGG CAG AT CTTTTTGGGGAATTTT ATG ATATTTAAGTTTGAG AAAAC C ACTAGAGGTTTT C CTTTATTTG AATTTATTTTTT 
AGTGATTTTTCAGACTTTCCTCTACCTTGACTTAGTCTCCCACAAGAGATAAAATGCATTAGTAGAGAACAGCAATCTGAATCTATTTTGAGTA 
CTTTCTTGCTGTCTTCCAGAAAATCAAAGAGGAGAATGAAAAATTACTGAAAGAATATGGATTCTGTATTATGGATAACCACAAAGAGAGGATT 
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GCTAACTTCAAGATAGAGCCTCCTGGACTTTTCCGTGGCCGCGGCaACCACCCCAAGATGGGCATGCTGAAGAGACGAATCATGCCCGAGGATA 

TAATCATCAACTGTAGCAAGTGAGCTCGCACTTCATCCTATGGGCCAAAAAGGGGGTGGAGGGCGTGCTTTATTGTACTTGGGAATATTTCCCA 

GGTTACACAGGACTGTTTGGGAAGGGAGATACTTAAGAGCAGGACAGTATTTCATGCGTAGGTCTCCAGATGTTTTTGAGGTACAGTTGTCTCC 

CCTCATCCACAGGGGATATGTTCCAAGACCCCCAGTGGATGCCTGCAACTTGGACCCAATTGCTGTCACTTGGAACACATTTCTGTTGATGTCT 

TCCACCCCCAAATTTAATGTCTTTTCCATGTTTATTAAGTACTTATCACATAGAGTGGCTATAACTTTTGCAGTCTGAGGCACAACAGCAAAAC 

TAGCACGACTTTCTTTTTCCTTCTTCACAATTTCACAGATGGAAGGTTAATTCTTACCTTAGATCTrAGCAACTTCACCATACAGTTTTTTTTA 

TTAAGTCGATAATTTCCACCTTTTCATTTAAAGCACTCTGTGCAGCTTCTGTATGGCATATCCAAATTGCCAACATCACCACTTTCACACTTTG 

GGGCCTTTATTAAGTAAAAGAAGGATTACTTGAACACAAGCAATGTAAAACCATTAAAGTCAACCTGATAAATAAGGCAGCTACTAGGTTACCC 

ATGGG CAAGTG AC ATATAC AGCATGGTATGTTGTATATATGGTTCACGC ATCC CAGGTGGG ACTACAAG AGATTTC ATC ATGCT C CT CAGAATG 

ATGTGCAATTTAAAACTTACAAAATGTTTATTTCTGGAATTTTGTATTGAATATTTTCGGATGACAGTTGGCTGAGGGTAAGTAAAACCATGCA 

TAAGGTGGGACTACTGTATTGACTGTTAAGAAGGAAAGTTGGAAAATTATGCTCAGCAGATAGGTCCACTTGGGGTCATGAAAGGTGAAATTAT 

TGCTCACATCTTATTTCACTATCCTCGTGCTCTGTTATTTCCAGAGATGCCAAGGTTCCTTCTCCTCCTCCAGGACATAAGTGGAAAGAAGTCC 

GGCATGATAACAAGGTTACTTGGCTGGTTTCCTGGACAGAGAACATCCAAGGTTCCATTAAATACATCATGCTTAACCCTAGTTCACGAATCAA 

GGTAAGGGGATAGTTGAGAGCTGCACTGGTTCATGGTGCTGATAACCTTTTTTTGTTGAAATGTAACGTTCTCGTCCTCTAGAATCACTTTGAC 

AAATTAAAAATCCTCCCCATTGAAAGAAGGCAAGTACTTTCATAGTTAGCATTATGGTGATCTTCCTACAGTGCCTCCATTTTTTTGGTCACAT 

TGTAATCTTATTTATTAATTCACAAATATTTACTGAAATCCCAAATGTGCCCGACACAGTATACATTTGATGCTAGGAATTATGTTGGTAAACA 

AGATAGAGGTAGGCCCTGCCTTCATATTGCTTAACGTCCAGTGGTCAGAATGTGTTGAAGTATGGTGATTGTATATTGGGCTCTGCAGATGTCT 

TCTACTTCCTCACCTCTCTTGGTTATGAGAAGGGAATGTAGTT.TCTGTATATCCTGAAACAAGTTGTAAAATCTAATGTCTTACATACTTCTGG 

CTTCCTGCAGTCTCATCTGGGTAGGTTCACCAGGGCCAAATGAAATGTGTGTGAAAGCACATCATAAAACTGTGTTACATACCTATGCACTGTT 

ATTTATTGATAGTGTTATTGCAAGGAGATAACTGGCTTGGGGGAAATCAGTTTTTGTTTGCCAGATAGCTATGTATATCTAGGTTTGGAGAGTC 

CCACGAACTT CTTCCCTCCAACATACTATGAAATATAAACCTAAGAGAGACAAAAACACAGTCAAGGAATTAGTTCTATGTAGACTGTTAACTG 

TTTTATGTGCAGGAGAGCTGGGACTAAAGACCTTGTTGATCCTCGTTCATAGGTTATAACATCTGTTAAAATGTGAAAGCCACAGCTGAAAAGG 

CTATGTGAATAGGCAAGACTAAACTGTACATTTTCTGGCTTGTAGCCCTGTGTTCTTCTGTATATCACTACTTTTCTAATGAAAAATACCTGTT 

TATATATTTTCTCCAATTATAAAATATACTTTTCTGGCTGGGTGTGGTGGCTCAAGGCTGTAATCCCAGCACTTTGGGAGGCCGAGATGGGCGG 

ATCACCTGAGGTCAGGAGTTCGAGACCAGCCTGGACAAGATGGCGAAACCCTGTCTCTACTAAAAATACAAAAATTAGCCAGGCGTGGTAGTGG 

GTGCCTGTAATCCCATCTACTTGGGAGGCGGAGGCAGGAGAATCGCTTGAACCTGGGAGGCAGAGGTCGCAGTGAGCTGAGATCACGCCACTGC 

ACT CC AGC CTGGGCAAG AGACTT AGACTCTGT CTCAAATAAATAACTAAATAC ATAAATAAAAATAAAATGTAGTTTTTGTAGTTTAG AT AAGT 

ACAAAATCAGAAAGCGAACACTTATGTTGAGCAGACTAGTCATTTAAAGAAACATGTATTCCTCTTCTGAAGTATCGCAAAGCTGTATATATGG 

CT AC AAAAGC AGAAAAATAATAGTTTTAG C C CTTAAGG AACTT ATAGG CTGGTGGGCAAAT C AGGTAAGAATTC AGTTGTATT AG AAGAAAGAT 

AAAAGTAAAATGCATTAGATAAACAGAGGAGTTATTTGCAGCACCTTAGAGATC^AACAATAACTTTATGAAGAAAAGTAGGTTATGGTTGGGTC 

TTAAAAGTAGTATTTCAAACAAGAGAGAACTGTGTCGTGGACAAAGGGGAGGGTGGTAAGCAGAGTATGTTGAGGATAGGGGTTGAGAAAAGGT 

GTGATAAAAAGAATTATCAAGTGGTGACAGTTGCACAACATTGTGGATATACTACTAAATGTCACTAGTGGTAAATGGTATCAATGCATATTTT 

ACCACAACTTAAAAATGATCAAAATAACAGAGTTACTATTAAAAACATTTGCACATAAGTTAACATTTGGATCTTCTAAGCATACCGCACATAC 

ATATACTAATG CC ACCATTTAT AGATG AGTAAATTTAGTCTCTGGG AGGCCC AAAAATTTGCCC AAG ATT C AGTGGCTAGTAACT CTAACTTAG 

ATCTTCTTAGAATGTAACTTAGATCTTCAGTCTCTGCATGCTTTCCTGTGACATCCACTGCTAAATGTGGCCAGCTTTAAATGCCATGTTAAAG 

AGACTGAGCCCTTAAAGGACTTTGAACAGTGGAGTGTCTTGAACACAGCTTCACTTCAGCAAGATTTACAGGCATTATATGTAAATCACATCAG 

TAAATATGAACTGTTATAAATGCTGCAAAGGAAAAAGTACAGGGTGCCATCTGAGAGTATACCAGGGTACCTGATCCAGCCTCTGGGGTTCAGG 

GATGGCCTTTCTGAAGAGGTAACATTTAAAGGATAATGTAAAGAAAAAATTTTTTTAAATTAGTACCTGAAGATCTGGCTGGCCTCACTATATA 

GCTTCCTCTCCTGCCTCTTTCTTCCCTCAGAACGACCAAGCTCTTGCTCACCTCTGGGATTTCAAAAGGCTACTTTATTTTCTCTATTAGAAAC 

ACCCATTCTCCTATTCTTTCCAGGGATACAATCCTATTCATCCTGTAAATCTCATCTTAAATGTTAACTCTTCAGAAAGGCCATCCCTGAATCC 

TAGAGGCTGGATCAGGTACCCCGGTATACTCTCAGATGGCACCCTGTACTTTTCCTTTGCAGCATTTACAGCAGTGTAAATCTACTGGTGTGAT 

TTACATATAATGCCTGTAAATCTTGCTGAAATGAAGCTATGTTCAAGACAACTCCACTGTTCAAAGTCCTTTAAGGGCTCAGTCTCTTTAACAT 

GGCATTTAAAGCTGGCCACATTTAGCAGTGGATGTCACAGGAGAGCATGAGGAGCATACGCTCTAAGAAGATTGAAGAGTTACTAGCTGTTGGA 

TCTTGGGCAAGTTTTAGGGCCTTTAAGTTTAAAAGGAAGCCACCAACCTGGGATTTAAAGAGGGAAATGACACCAGATTTGTATTTTGGAAACT 

CGTTACATAATTGATCATTCTGACTGCTGCTCTGCGGAGACTGGATTGGACACAAACAAGAAGTAGAGAGATCAATGGGAAGCTGTTGCATACT 

CCAGGCAAGAAACAGCGATGACTTAAGACAAATGATGGCAATGGGGATGGAGAGAGGTGACAGATACATAATGTATGCTGAGTAGTTGTACAGG 

TAAGGATTAGAGTTAATTAATTGTTGGAGCCTCTCTGAGGGCTGAGATCCTTGTTAGATAGACCAGGTGAAATGCCTCAAGAGCAGAGAGCCAG 

TCAATTTTATTCCAGACAATATCCAGCTAACTGCTATACACAATAGACATTTGTGCAAGTTTCTGGATGATGATCATGGTAGTGAACCTAAAAG 

TCACCCAGAGTTAGACTCTGAACCTTATGCTCAGGAGAAAGTGCCTGACTTGAACTGCAATGGGATCCCAATAGGAGTCATTAAAGGCCTGGAA 

AAGTGGTGCCATTAGGAGAAAAAGAAATGATTTCTTGAGCTTGCTGTCAGTTCTCTTTTAGGCTGTCTTGTACTCAGCAGAATAGTGAGATCTT 

CAAAGGTTGGGGTTTGATAGTGCCTTGAATAATTTTTAACTTTATATTGCCAGCGGAAGAAGCATTCTCTTTTTAGATTTAAAAAATGTAGATA 

C AAATATTAGGGGTTTTATTTTTAGTGAAACATTTC AAACATAC AGG AATAGATAATTATGTAATGAAC ACTCGTATGT C CAC CATCTGGCTTT 

GTAAAATCTTAAAATTATGTCTTATGTGCTCAATTGTTTTATTTCATAAAAGATACTGATAAACATAGCTGAAGTCACTTGTATACCATTCACC 

TT CTTC C CTGTAG ATTACTATGAACTCGGTCTTTTTATTCTCATAC ATATTTTTTGTATTTTTGC AGTATATTTATGTGTT CATAAACAAT ATG 

TAATTTTACAATATGTAACACACTAGTAACATACTAATTTAAAACTTGTTTTTAGTTTACAATATGTTGTAAACTATTGTAAGCTAAAGACATA 

TTGTACAACCTATTGTAAAATAAAAACAGGTTTTAGTTTTAAATTAGGTATGTTACTGGGATCATTCTGCAACTTGTTTATTCCTCTCCAGCTT 

TGATTTTGTGGTTTTATTATCTTAACCTACACTTTTAATTAATCCATTTTATTTGTTACATGGTATTCTATTATATCATAAAAACTTATCTATT 

CTGTTGGTTTTTGTTGTTGGTCATTTGAGACCATGTCTTCGCTCTGTCACCCAGGCTGGAGTACAGTGGCGTGATCTTGGCTCACTGTGACCTC 

TGCCTCCCGGATTCAAGTGGTTTTGGTGCCTCAGCCTCCTGAGTAGCTGGGATTATAGGCGTGTGCCACCATGCCCAGCTAATTTTTGTATTTT 

TAATAGAGACGGGATTTCACCATGTTGGCCAGGCTGGTCTTGAACTGACCTCAAGTGATCTGCTCACCTCAGCTGCACAAAGTGCTGGGATTAC 

AGGTGTTAGCCACCATACCCTGCCTCTATTCTCTTGTTAAGAGGCATTTAGCATGGTTATACAGTCTCTTGCCCTCATAAACAGTGCTGGAAGA 

AACACATGTTTCTTGTGTATATGAATGAAAATTTGTTTTATACATTAGATATTTCCAAATTGTTCTCTTAAGTACTTCAGTTTACATCATTACT 

CTCCTCCTCCCTCCCCTCCCACCCCCACCCACAACAGTATTCCTCTTTTTCCATATCCTTGCTAATGTTTCTAAAGTTTTGCTTTTTACATTTG 

GGTCTTAGATCCACTAGAATGTATTTTTGCATTGGGATGAAGTTGAAACCTAATATATTTTCCAAATGAGTAAACTGTTGTCACAGAACTATTT 

AGTTGTATTACCTCCTCTCTTGTATATCAGATATATCTACATATATGTCAGACTGTTTCTGGGCTGTCTGTCCTCTTTAATTAGTTCGTGTATC 

TGTTTCTGCATCAGTAGCATACTGTCTTAACTACTGTAGCTTTATAAAGTCTATTGAGTAGGACAAGTTTGTTTCATTCTTCAAAATTGCTTTG 

GCTATTCTTGGCCCTCTGCTGTTTCATATTAACTTTCAGATAAACTTGTCAAATTCTAATGAAAACTGTTGATAAACTTGTTGATTAACAAATT 

CTAATAAAAACTGTTGAGATTTTTATTGGAATTGCAATACATTTATAGATTAACGGAGAAAGATATTGACAATACAATTGAGTTTCCAATTCAC 

GAACATGTTATACCTCTCCATTAATTCATGTCTTTTGAATGTATCCACCAATATGGTTTTGTAATTTTCTTCATAAAGGTTTTACATTTAAAAA 

ATTCTTATTTTTAAGTGATCTTATAGTTTTTATTGCTAATGTGAATGAGATTTTTTTCCATTATGTTTCTGTTGGTTATTCCTGAAGTGGTAAT 

GCTTATAATTTTGGGGTGTTGGTCTTGTATCTGGCAGCAGATACAAGAGGTGCTCAGAGTTGTTCAGGGTTGCTGAACTCTTAGTTCTAAAAGT 

GTCTGTCATTTGGGGTTTCTATGTAGATAATTTAATTATCTATAAAAACAGTTCTTCATTTTCAGTTCATATATTTCATATTTCTTTAAGTTTT 

AATTTTTATTTTTAAACACAATTATCCATAAAACCCTAACCCTTTCCCTAGTCAACAGCAGTCACAGCCAAATGTTTTATTAATTGCTATACTC 
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CTCACCTTTGTTTACCTGAAAATTTCTTTATTTTCATCTTAATTCATAGTCTGTCTTTTGTCCAGTCAAGGAAGTGTCTTATAGGGAAGATTCT 
GGTTTCACTATGCTGTATCCAGGGATATATATGTATTTATAGATAGACTTTTAATCTGAGGACTAATGTATTTTATCCTACAGTATTACCAATC 
ATTATTTCTTCCATAACTTCTAGACCATTCCTTTTGTACTTCTTTTTTAGAGTCCTATTAGATGAGTGTTGACACTTTTCAATCTAGACATCTT 
TTTTAAACTATATTTTCATAGTCTTTGTCTCTTTAGGTCTGATTTTTTAAGTTCAGGGGAATATTTCATTTTGGGTGAGTTGTAGCACTCACTT 
GGAATTCACTAATTCTAATTATATTTAATCTACAAGTTATTCCATCTATAATTTATTTCAATTACCACTTTTTGTTTTCAAAATTTCTAATTTT 
ATATCTGATTTTGTTTCATTTTTGTTTTATAATTTCATGTTCTTTCTAGATTTTACATCTTTTTATGCATACTAAACATACTCACTTGAAAGTC 
TTTGTAAGATTGTTCTATAAAATGTTACCTGAAGTGAATTCATGTGCTAATTACTGTTGGCAGTTTTTCTGAGCCATTTTCCTTGTGTCTTTTG 

TTTTTGTCTTGGAGGGAGTCTCTTAGCCCAGCTCAGCCCAAGCTAATAAGGCCCCTGACTTCAAGTCCCCCCTTCTTGCATGGAGCAAGAAGTG 
ATCCTCCTGTCTCAGCCTCCCAAAGTGCTGGGTAGGCGTGAGCCACCACATCCAGCCTAGAGCACTTACATTGCTACATATTTGGAGCAAACAT 
AATTAAAGTATGACTTACTGTGACCCAGCAGTCAATAACAGATACGTTTTTGTAATAGAATGTTGAAGGGTGGTAACTGGTGGTTTTACTTCAT 
GGAGGGCTTTAGGTCGGCTATATGGGAAGCTGCCATCATGATGCTTTTGTTCTACACATTTCTGCTCAGCCTCCAGAGATGTCTCCTATTCTAA 
GAGTCGTCTTTGTTTACTCTTGTGTCTATATTTTACTTACTTAATTCCCTCACATAATAGTGTATCATTGTATCCCATCTGTGCTCTATCAAGA 
AATGTAGCACAAGCATGATGTGAACTATGAATTTTCGACAATTTAAAAAATTAAAGGAATCATTCAGGGGTAAAAAGCACAAAGTTGTAGAACA 
GCTGAAGTGTGTTCTTTTTATGTATCCTGTCTTTGCCCCCTTTCTGGAAAGTTGGATTGGCCTACTTGCAGTCACTGTCACAGTTACACTACTT 
CTAGCCTCAAAGGTCATTGAAAGGATTGGGATTTTTGAGAACCACAATAACACTTGCTCTAGGTACTGAAAAGGTTGTCCTGAACTCATTCATA 
TCTTTTTATGTTCATCCCAGTTTGTTTTTGCTTTTCCCCCCAGGATTTTGATTACACAGACATCTTGCAAGCATATTTCCATTCTTTCTCTCGC 
ACTCTGTGCCTGGTGCCCGTAGGATCTGAAATAGCATTGGAATGACAGCTAGCCTTCTGGAACCTGCAGTTTCAACCAAAGAAACTGTGATTCC 
AGATAACCCAGGAGTTTCTTATCCTGCATAATCTAGGAGTTTACAAAAAGGCTGCTTATGGGTACTCACTGCTAAGTACAATCCACTGCCAAGT 
TTGG AAG CATTACCTGCT CTC ACAACC CAGGGAAAGTAGCC CTTAGTAAAATT CAGGTTTTTTC AAACC AG CCTT AACCTTAC AAAC AGAATTT 
ATCATCATGATTTTTCTTTCAAATGCAGTACAGCAAACTTTAGGATCAATGTTGACATCGTATTGCGTTTAGTCCTGTTAAAATACTCTCAGTG 
CCAAATACACACTTCTGCCTTTTTTCTCTTTAGAGTCTAGAATTCTGTGGGGTTCCAAAAATGTATGTGCTTACAACCTTTTATATGTAACCAC 
CTAGGGATTAAAGGGCTAAATGTGAAGGAAAGTATCTTTACAATATTCATCTTGGGAAGCTCTCATTTTGGTGAGTTCTATTAGAGAAAATAAG 
ACAGAAGCTCATTAAAAATATATATATATTCTGAGCCTGGCATCTTGGTATAAAATTCAAAACGTTTTAAATCTATTTATTAGTAAGACTAACA 
TAGACCTAAGTGTGAAGACTAAAATATTAAAGCTTGTAGGTGATATCATGGTTGAATATGACCTTAGAGTAGATTCCTTAGGACAGAAAAACAC 
CAACAAGAGAAACAATTGACTAAATGGACTTCATTAAAATTAAAAATTTATGTTCAAGAAAAGACACTGCTAAAATAAATACAGAATTTACAGA 
CTAAAAGAAAATATTTGCAAGATGTTTATCTGAAAGGGCTTATATCCAGAGTATACAAAGAATTCCTGTAGCTCCATAATAAAAAAACAGACAT 
CCCATCCGCATAATAAAAAGAGCAAAAGACTTGAACATATACTATACAAAAGAAGATACAGGAATGGTCAATAAATAAGCAAATGAAAGAGTGC 
TCGACATCACTAATTATCAGTGGAGTGAAGATTTAACGACAGGGAGATACGAATTCCAGTTCTAGGTATTTTTACCTCAAGTGAAATAAAAACA 
TTTATCCATGAAAAAACTTGTACAAGAATGTTCATAGCAGTGCTCTATTCATAAGAGTGCAAAACTGGAAACATCCCAGAATAGATAACACATT 
ATGGTATAGTCATAGAATATACTATATTTATCAGCAGTTAAGAAGGGAACTACTTATGTATTCAACAACATGGATGAATCTTAAAAACATGGTT 
AAGGGCCAGGTGCGGTTGGTGCATGGCTGTAATCCAAGCACTCTGGGAGGCCAAGGCGGGTGGATCACTTCAGGTCAGGAGTTCGAGACCAGCC 
TGGCCAACATGGCGAAACACCGTCTCTACAAAAAAATACAAAAATTAGCCGAGGGTGGCGCACACCTGTAATCTCAGCTATTCAGGAGGCTGAG 
ACATGGGAATCGCTTGAACCTGAGGGGTAGAGGTTGCACTGAGCCGAGATTGCATCAGTGTAGTCCAGCCTGGTGACAGAGCGAGACGCTGTCT 
CAGAGGGAAAAAAAAAAGTTAAAAAGGCAGACAGAGGAGTCTATATTGTATGATTCTATTTATATAATCTAGACTAGGCAAAATTTATCCATGA 



CCCATTACAAACGTCTGAGAAAGTTACTAGAAAACAGAATCCAATTTGCCTTCTCACCCCCAACTTTGTAATCTTGAATCCAGATCGTGATTCC 
ACCCAACCACTCTGCTGAATGGATAGCAGCTATATTAGAGAGACAATATAGTGGGCCTACTAGTTTTAAAAAGTCATCCAAAGAATGTCATCTA 
CAATCAGTTAAATTAGATTTTTACCCATTACTGAAGTGTGATTGAATTAGGGAAAGAGGAGAGGTGGTCAAAGGCAGCCTTGTCCAGTGGATTC 
CTTGTCTTCTTGAGATGGTTTTGTGAGACCTTGCCTGGAAGACCTAGGTGGATAGTTTATTTTCTAAAAGTAGTCAAGAAAGCTTGTTCAGGGC 
ATTGAACACTGCAGGGACAAGCATACTTCTTGGAGGCCAGCCATCTCCTGCTGGATCTAAGCGGGGTGGCTTCTGCCTCCACCTCCATCTCAGC 
TTATTTG AG AGAAT CCT AGATCCTTGGTG CAGAAG CCCAGCCAGCCTGTGAAGAAAAGTTGGTCTGGTAGTAT CCTGTGAATGACGTGCGGGTT 

CAGGCTTTGGTAGTCCATGTGCACTAGAGTGAGGGGAAAGAGGCCACTCCAGAGTTGGGTACTCTACTGTTGAAGGTGAGCCTTTTGTGTCCAA 
TTTTTCCGTGCATGTGTAAGAACAGTTGTCATGGAGATTTACTACTGACTTGTGCATGAGGACAGCTTATATCTCACCTTTTCTTATTCACCCT 
GTTAAATGTCAAAATGTACTAAGACTTAGGTATTTTTTCTGTGTCACCAACTACTAAATCACCGACCCATGATAGCAGGTAGTTACTGAAACTC 
TTGTAGCCAAACAAGTGCATAACACTGGTACACATGATGTGAGAGTGCAGATGACTCCTTAGCTTAACTGTGTAAGCTTTTAATTTCTGAGTAC , 
TTTTAGGATTGAGAAGTGGAAGACATTCTTGCTCTAGGTATCTCATGCTTCTGCACACCCAGAAGGCTGGTTGCGCCCCCACCCCACCCCCCGC ' 



GTCCACGTCATAGTCAGGAACCAGGCATGTGTGGGCAGAAATCACTACCACTTTCCTTTGTTGCGGGTGGGGAAATTAAGAGCAGAGATTCTTG 
GATTCTTAAATTCCTTCTCTATGTTTATGTCATCTAGTCTGTTTTATGCTGTTTTATGTAATTCCCTGCTTCTGGATTTCTTGAATTTTTTTCC 
CCTTCTCACTTGTCATAATTGGCTCTTGCTTGTGAGTCTATTTTCATTCAGCTTGGTAGCAGAAGTCTTCTTCACTATTGTTTAGATTCAGTTT 
TCACATGGTTTTAGTAACCCTTCATTGGGTTTAGAATCAACTTTTAACCCTTCCACCAAAAGCTCTTATTTTTTTAAAGGCTTCCCAGAAACAT 
AGTTTCTCTCAATCTCATCAAGAAATGCTTTTAAATGCAGAAGTTAGAAAATGGTGAATAATTATGGCTGTTCCTGGAAGTCATTGTGTCCTTA 
GTAATTACATGTTGTAGTCTTTGGTTCTGGTTCTTTGACAGCTCCACCACACTGTAATTTAATGGAATTCACTTAGATTTAATGGAATTCAGTC 
CTGGTAGAAAACTGCTATTGGGTCACAGAGTTGGCAGCAAGGCTGTGAAATTGATGTGGGAATGGGGGTGATTATGTGCTTTGTGTTGACAGAA 
GTTAGTTTTTGGGACATCCCATGTGGGTTTTTCCCAGGAACATAAACATTTTAGAGAATTAGAGCTAGAAACTTTCTTCTGGGAAAGCCTTAGA 
AGTCAGTTGTGCTTGGCAGTGAGATGGGACAATGTGCATTCTTAACAGGTTAAATGTGCCAAACTGTCTCTTCAGTACTATTCTTTTTTACGTT 
TGCTTAAGGTCAAGTTCCTGCTCTTTTGTTCAAAGTCTTGGTTTGTCACCCATGGTGGAGTGCAGTGGCGTGATCTTGGCTCACTGCAACCTCT 
GCCTCCTGCGTTCAAGCAATTCTTGTGTCTTAGCCTCCCTATTAGCTAGCTGGGATTATAGGCTTGCGCCACCTTGCCTGGCTATATTCAAAGT 
CTGTCTTTACTACACTGTCCCAAAGTAATCTACATTTGGGTTTGGGTCTTTACAGGGTGAGAAGGACTGGCAGAAATACGAGAGTGCTCGGCGG 
GTGAAAAAATGTGTGGAGAAGATGCGGAACCAGTATCGAGAAGACTGGAAGTCCAAAGAGATGAAAGTCCGGCAGAGAGCTGTAGCCCTGTACT 
TCATCGACAAGGTGAGAGCATCTTCCCATCGGCATTGTCTAGTGTTGAGCTTAACAAAGGGAGTTTCTGCTCTGCCCCAGGCCCTGTGCCACAT 
ACTGTATATCACAACTCAACATACATATATTTGTATGTAAAACTGAATCAAAAGTTGCACAAAACAATGCTTAGCCTTACTGTGAGCAGTAGAT 
TCTGATCTTTTTTTAACTCTATTTCATTCCTTTAGAAAGTTGGTTATAACTTATAAAATTGTTTAAATAAACCATGCAGGTATCACGATTATAT 
AGTTTTAAAGACCACGCTCTAGAGGAGATCAATTTCTTGGTACTCACGAGAAGAAAAAAAAGTTCATGTTTTTGCCCCAGTCTTGTATTTTAAC 
ATAAGTTCTGAATTGTCTCAAAATTCACACTAGCTTTTTGAGTTTGATTGCCCAGAGTAGCAGCACTCCCTCATTTGCTGCCTTATTTAATTTT 
TTTTTTCCTTTTCTCCATGCCTATTTCAGAGGACAGAATAGAAAGAAAAGGAGCATGAATATTTAACATCCCTATAGATTTCATAGTGAGTGGG 
GGAGGAAGTAACACTGCAGAATCGAGAGTTCCCAGGCCATGCTGACTGATGCTGTGGCTTCAAACAGAATTGGGAGGCTTCTGTTTTGGATGCC 
TAGAAATTGCATAAGGGTCAAAAGGCTGGGCGCAGTGGCTCACGCCTGTAATCCCAGCACTTTGGGAGGCCAAGGCAGGTGGAACACGAGGTCA 
AGAGACCATCCTGGCCAATGTGGTGAAACCCCATCTCTACTAAAAATACAAAAAAAAAAAAAAAAATAAAAATTGGCGTGGTGGCGGGCGCCTG 
TAGTCGCAGCTACTTCGGAGGCTGAGGCAGGAGAATGGCATGAACCCGGGAGACGGAGCTTGCAGTGAGCCAAAATTGCGCCATTGCACTCTAG 
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CCTGGCGACAGAGCGAGACTGTCTCAAAAAAAAAAAAAAAAAAAACACAGAACGAAATTGTGTAAGGATCATGTCTCTTCCATTCATGCTCATC 
TTTTCTTTCTTTCCTGGGCAGCTTGCTCTGAGAGCAGGCAATGAAAAGGAGGAAGGAGAAACAGCGGACACTGTGGGCTGCTGGTCACTTCGTG 
TGGAGCACATCAATCTACACCCAGAGTTGGATGGTCAGGAATATGTGGTAGAGTTTGACTTCCTCGGGAAGGACTCCATCAGATACTATAACAA 

GTTTGCACTTTGCTGGGCACCAGCAAAAGTGACTTGAGACAGGCAACATGGCACATGCCTGTAGACCCAGCTATTCAGAAGGCTGAGACAGGAG 
GATCACTGGAGACCAAAAGTTTGAGGCTGTAGTGTGCTGTGATCACACCTGTGAATAGCCACTGTACTCCAGCCTGGGCAAAATAGTGAGACCT 
TGCCTCTCATATTAAAATAAATAAAAATAAATGACTTGAAAGAGGGGAGAGGTATTATTTGATATCTTGTGTACCTCCTTTTAGTCACTGTTCC 
GCCCTGTGCTACCTTCCTGGTAAGGAGTGGCCTTCTCCTATAGCAGTATTCAATGGAGCATGCTGTAGAATAGGCCCTTAGAGCAAACTCAGCA 
TATGATTTAACTATATCTTAGTATCCCCTGGTCATGTGGTACATTTGTCACTTTTCATCTTTGCTCAGCCTTTCTCCAACTCCTGACTGAGTGA 
AAGGTTAATGTTAGTCCCC AGATCTCTGAGCCCATC ACTGAAG AGGGTACTATAGCT CTGTAGTCC C AAC CTAATCTTTT CC ATAGTATTGGGC 
TTG AACCAGAG ACTTACAGTGTG CAGG ATCCTAATAATCCAG C CCAG CAGCAGTC CT CTTCTTATAAAG ACAC CTCTTCT CATAAGGACACCAT 
AATCAGTAATCAGGTTTTGCTGGCTGTGGAAGTACTCTGGACAGATTAGATAACAGTATGTATCAATGTAAATTTTTGAAGCTGATACTGTGTA 
AATGTAAGGG AATAT CTATTTTTAGAACATACACACTGAAATGTTTAGG AC C ATATTATAAGTAAGTACTTAT AAATGTACTTTAGG AC CAT AT 
TATAAGTAAGTACTTATAAATGTACTTTAGGACCATATTATAAGTAAGTGCTTATAAATGGCTCAGAACAAACAATTATGTATATATATCTGTA 
AATATACACATGGAGAGAGTGAGCATACATGCACACTGTGCAAATGATGAATGGGGTAAAATGTTAACAGTGAATCTCGGTGACGGATGTATGC 
GTGTTCCTTGTGCCTTTTTCTTTGCAAGTTTCTTTAAGTTTGGGGTTATTTCTAAAGTTAGGATTTTTTTCAAGAGTAATAATTAGGATTCACT 
TATATCTTTTAGGTTTTTAAGAACCTACAACTATTTATGGAGAACAAGCAGCCC 

HUMAN SEQUENCE - mRNA 

CAAATGCGAACTTAGGCTGTTACACAACTGCTGGGGTCTGTTCTCGCCGCCCGCCCGGCAGTCAGGCAGCGTCGCCGCCGTGGTAGCAGCCTCA 
GCCGTTTCTGGAGTCTCGGGCCCACAGTCACCGCCGCTTACCTGCGCCTCCTCGAGCCTCCGGAGTCCCCGTCCCGCCCGCACAAGGGCGGTCG 
CCGTCTGCGTCTCCCCCACGCCGCCTCGCCTGCCGCCGCGCTCGTCCCTCCGGGCCGACATGAGTGGGGACCACCTCCACAACGATTGCCAGAT 
CGAAGCGGATTTCCGATTGAATGATTCTCATAAACACIAAAGATAAACACAAAGATCGAGAACACCGGCACAAAGAACACAAGAAGGAGAAGGAC 
CGGGAAAAGTCCAAGCATAGCAACAGTGAACATAAAGATTCTGAAAAGAAACACAAAGAGAAGGAGAAGACCAAACACAAAGATGGAAGCTCAG 
AAAAGCATAAAGACAAACATAAAGACAGAGACAAGGAAAAACGAAAAGAGGAAAAGGTTCGAGCCTCTGGGGATGCAAAAATAAAGAAGGAGAA 
GGAAAATGGCTT CTCTAGTC CACCAG AAATT AAAG ATG AAC CTGAAGATG ATGGCT ATTTTGTT CCTCCTAAAGAGGATATAAAG CCATTAAAG 
AGACCTCGAGATGAGGATGATGGTGATTATAAACCTAAGAAAATTAAAACAGAAGATACCAAGAAGGAGAAGAAAAGAAAACTAGAAGAAGAAG 
AGGATGGTAAATTGAAAAAAC C CAAGAATAAAGATAAAGATAAAAAAGTTC CTG AGC CAG ATAAC AAGAAAAAG AAGC CGAAGAAAG AAGAGGA 
ACAGAAGTGGAAATGGTGGGAAGAAGAGCGCTATCCTGAAGGCATCAAGTGGAAATTCCTAGAACATAAAGGTCCAGTATTTGCCCCACCATAT 
GAGC CTCTTC C AGAG AATGTCAAGTTTTATTATGATGGTAAAGTC ATGAAG CTGAGC C CCAAAGCAG AGGAAGTAGCTACGTTCTTTG CAAAAA 
TGCTCGACCATGAATATACTACCAAGGAAATATTTAGGAAAAATTTCTTTAAAGACTGGAGAAAGGAAATGACTAATGAAGAGAAGAATATTAT 
CACCAACCTAAGCAAATGTGATTTTACCCAGATGAGCCAGTATTTCAAAGCCCAGACGGAAGCTCGGAAACAGATGAGCAAGGAAGAGAAACTG 
AAAATCAAAGAGGAGAATGAAAAATTACTGAAAGAATATGGATTCTGTATTATGGATAACCACAAAGAGAGGATTGCTAACTTCAAGATAGAGC 
CTCCTGGACTTTTCCGTGGCCGCGGCAACCACCCCAAGATGGGCATGCTGAAGAGACGAATCATGCCCGAGGATATAATCATCAACTGTAGCAA 
AGATGCCAAGGTTCCTTCTCCTCCTCCAGGACATAAGTGGAAAGAAGTCCGGCATGATAACAAGGTTACTTGGCTGGTTTCCTGGACAGAGAAC 
ATCCAAGGTTCCATTAAATACATCATGCTTAACCCTAGTTCACGAATCAAGGGTGAGAAGGACTGGCAGAAATACGAGACTGCTCGGCGGCTGA 
AAAAATGTGTGGACAAGATCCGGAACCAGTATCGAGAAGACTGGAAGTCCAAAGAGATGAAAGTCCGGCAGAGAGCTGTAGCCCTGTACTTCAT 
CGACAAGCTTGCTCTGAGAGCAGGCAATGAAAAGGAGGAAGGAGAAACAGCGGACACTGTGGGCTGCTGCTCACTTCGTGTGGAGCACATCAAT 
CTACACCCAGAGTTGGATGGTCAGGAATATGTGGTAGAGTTTGACTTCCTCGGGAAGGACTCCATCAGATACTATAACAAGGTCCCTGTTGAGA 
AACGAGTTTTTAAGAACCTACAACTATTTATGGAGAACAAGCAGCCCGAGGATGATCTTTTTGATAGACTCAATACTGGTATTCTGAATAAGCA 
T CTTCAGG ATCTCATGGAGGGCTTG ACAG CC AAGGT ATTCCGTACATAC AATGC CTCCATC ACG CTAC AG CAG CAGCTAAAAG AACTGAC AGCC 
C CGGATGAG AAC ATC CCAGCGAAGATC CTTTCTT ATAACCGTGCC AAT CG AGCTGTTG CAATTCTTTGTAACCATCAGAGGG CAC C ACC AAAAA 
CTTTTGAGAAGTCTATGATGAACTTGCAAACTAAGATTGATGCCAAGAAGGAACAGCTAGCAGATGCCCGGAGAGACCTGAAAAGTGCTAAGGC 
TGATGCCAAGGTCATGAAGGATGCAAAGACGAAGAAGGTAGTAGAGTCAAAGAAGAAGGCTGTTCAGAGACTGGAGGAACAGTTGATGAAGCTG 
GAAGTTCAAG C CACAG ACCGAG AGGAAAATAAACAGATTGC CCTGGG AACCTCC AAACTC AATTAT CTGGAC CCT AGGATC ACAGTGGCTTGGT 
GCAAGAAGTGGGGTGTCCCAATTGAGAAGATTTACAACAAAACCCAGCGGGAGAAGTTTGCCTGGGCCATTGACATGGCTGATGAAGACTATGA 
GTTTTAGCCAGTCTCAAGAGGCAGAGTTCTGTGAAGAGGAACAGTGTGGTTTGGGAAAGATGGATAAACTGAGCCTCACTTGCCCTCGTGCCTG 
GGGGAGAGAGGCAGCAAGTCTTAACAAACCAACATCTTTGCGAAAAGATAAACCTGGAGATATTATAAGGGAGAGCTGAGCCAGTTGTCCTATG 
GACAACTTATTTAAAAATATTTCAGATATCAAAATTCTAGCTGTATGATTTGTTTTGAATTTTGTTTTTATTTTCAAGAGGGCAAGTGGATGGG 
AATTTGTCAGCGTTCTACCAGGCAAATTCACTGTTTCACTGAAATGTTTGGATTCTCTTAGCTACTGTATGCAAAGTCCGATTATATTGGTGCG 
TTTTTAC AGTTAGGGTTTTG C AATAACTTCTATATTTT AATAGAAATAAATTCCTAAACTCCCTTC C CT CT CTC CCATTTCAGGAATTTAAAAT 
TAAGTAGAACAAAAAACCCAGCGCACCTGTTAGAGTCGTCACTCTCTATTGTCATGGGGATCAATTTTCATTAAACTTGAAGCAGTCGTGGCTT 
TGGCAGTGTTTTGGTTCAGACACCTGTTCACAGAAAAAGCATGATGGGAAAATATTTCCTGACTTGAGTGTTCCTTTTTAAATGTGAATTTTAT 
' TTCTTTTTAATTATTTTAAAATATTTAAACCTTTTTCTTGATCTTAAAGATCGTGTAGATTGGGGTTGGGGAGGGATGAAGGGCGAGTGAATCT 
AAGGATAATGAAATAATCAGTGACTGAAACCATTTTCCCATCATCCTTTGTTCTGAGCATTCGCTGTACCCTTTAAGATATCCATCTTTTTCTT 
TTTAACCCTAATCTTTCACTTGAAAGATTTTATTGTATAAAAAGTTTCACAGGTCAATAAACTTAGAGGAAAATGAGTATTTGGTCCAAAAAAA 

ACATTTTTTGCTATAATCATTAGTTTTAGAGGCATTGTTAGTTTAGTGTGTGTGCAGAGTCCATTTCCCACATCTTTCCTCAAGTATCTTCTAT 
TTTTATCATGAATTCCCTTTTAATCAACTGTAGGTTATTTAAAAATAAATTCCATCAACTTAATGGAAACTTAA 

HUMAN SEQUENCE - CODING 

ATGAGTGGGGACCACCTCCACAACGATTCCCAGATCGAAGCGGATTTCCGATTGAATGATTCTCATAAACACAAAGATAAACACAAAGATCGAG 
AACACCGGCACAAAGAACACAAGAAGGAGAAGGACCGGGAAAAGTCCAAGCATAGCAACAGTGAACATAAAGATTCTGAAAAGAAACACAAAGA 
GAAGGAGAAGACCAAACACAAAGATGGAAGCTCAGAAAAGCATAAAGACAAACATAAAGACAGAGACAAGGAAAAACGAAAAGAGGAAAAGGTT 
CGAGCCTCTGGGGATGCAAAAATAAAGAAGGAGAAGGAAAATGGCTTCTCTAGTCCACCACAAATTAAAGATGAACCTGAAGATGATGGCTATT 
TTGTTC CT CCTAAAGAGG ATATAAAG C C ATTAAAGAGACC TCG AGATGAGGATG ATGCTGATT ATAAACCTAAG AAAATT AAAAC AGAAG AT AC 
CAAGAAGG AG AAGAAAAGAAAACTAGAAGAAGAAG AGGATGGTAAATTGAAAAAAC CCAAGAAT AAAG AT AAAG ATAAAAAAGTT C CTG AGC CA 
GATAACAAGAAAAAGAAGCCGAAGAAAGAAGAGGAACAGAAGTGGAAATGGTGGGAAGAAGAGCGCTATCCTGAAGGCATCAAGTGGAAATTCC 
TAG AACAT AAAGGT C C AGTATTTG CCCC ACCATATG AGCCTCTTCCAG AG AATGTC AAGTTTTATTATG ATGGTAAAGTCATGAAGCTGAGCC C 
CAAAGCAGAGGAAGTAGCTACGTTCTTTGCAAAAATGCTCGACCATGAATATACTACCAAGGAAATATTTAGGAAAAATTTCTTTAAAGACTGG 
AGAAAGG AAATGACTAATGAAG AG AAGAATATTATC AC CAACCTAAGC AAATGTG ATTTTACC CAGATGAG C C AGTATTTC AAAGCC CAGACGG 
AAGCTCGGAAACAGATGAGCAAGGAAGAGAAACTGAAAATCAAAGAGGAGAATGAAAAATTACTGAAAGAATATGGATTCTGTATTATGGATAA 
CCACAAAGAGAGGATTGCTAACTTCAAGATAGAGCCTCCTGGACTTTTCCGTGGCCGCGGCAACCACCCCAAGATGGGCATGCTGAAGAGACGA 
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ATCATGC CCGAGG ATATAAT CAT CAACTGTAGCAAAG ATG CC AAGGTTC CTTCTC CTC CTC C AGG ACATAAGTGGAAAG AAGTCCGGCATGATA 
ACAAGGTTACTTGGCTGGTTTCCTGGACAGAGAACATCCAAGGTTCCATTAAATACATCATGCTTAACCCTAGTTCACGAATCAAGGGTGAGAA 
GGACTGGCAGAAATACGAGACTGCTCGGCGGCTGAAAAAATGTGTGGACAAGATCCGGAACCAGTATCGAGAAGACTGGAAGTCCAAAGAGATG 
AAAGTCCGGCAGAGAGCTGTAGCCCTGTACTTCATCGACAAGCTTGCTCTGAGAGCAGGCAATGAAAAGGAGGAAGGAGAAACAGCGGACACTG 
TGGGCTGCTGCTCACTTCGTGTGGAGCACATCAATCTACACCCAGAGTTGGATGGTCAGGAATATGTGGTAGAGTTTGACTTCCTCGGGAAGGA 
CTCCATCAGATACTATAACAAGGTCCCTGTTGAGAAACGAGTTTTTAAGAACCTACAAGTATTTATGGAGAACAAGCAGCCCGAGGATGATCTT 
TTTGATAGACTCAATACTGGTATTCTGAATAAGCATCTTCAGGATCTCATGGAGGGCTTGACAGCCAAGGTATTCCGTACATACAATGCCTCCA 
TCACGCTACAGCAGCAGCTAAAAGAACTGACAGCCCCGGATGAGAACATCCCAGCGAAGATCCTTTCTTATAACCGTGCCAATCGAGCTGTTGC 
AATTCTTTGTAACCATCAGAGGGCACCACCAAAAACTTTTGAGAAGTCTATGATGAACTTGCAAACTAAGATTGATGCCAAGAAGGAACAGCTA 
GGAGATGCCCGGAGAGACCTGAAAAGTGCTAAGGCTGATGCCAAGGTCATGAAGGATGCAAAGACGAAGAAGGTAGTAGAGTCAAAGAAGAAGG 
GTGTTCAGAGACTGGAGGAACAGTTGATGAAGCTGGAAGTTCAAGCCACAGACCGAGAGGAAAATAAACAGATTGCCCTGGGAACCTCCAAAGT 
C AATTAT CTGG AGC CTAGGAT CACAGTGGGTTGGTGC AAG AAGTGGGGTGTCC CAATTG AG AAGATTTACAAC AAAACC CAGCGGGAG AAGTTT 
GCCTGGGCCATTGACATGGCTGATGAAGACTATGAGTTTTAG 
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TABLE 32 



MOUSE NOMENCLATURE 
ICSGNM DusplO 
Celera mCG15978 

HUMAN NOMENCLATURE 
HGNC DUSP10 
Celera hCG25031 

MOUSE SEQUENCE - GENOMIC 

TGTCAATT CAAATGTTAATCTCAT CCCCAAACAT CC ACAC AC AG AAGCAAG CTG AGT CACATCTGCT C ACACATCTG CCCCTGGCGGGCCTGTT 
AACACCGTCTGGGGGGAAGATGGCACTGGCTTCAACTGAAGGAAGAGAAATCTGCATCCTTGTAAGCAGGCTGCAGTGTTTGATTTTGGACTTC 
TAGGTTGGGGATAGAGTGTCTCTGATGAGCATGTCTCTAAACATCTGTCAGCATTGATACCCTCAATTTCCCTAGAGGTTTCTGGCCGTTTTTG 
TCTCAGAAGCCCTAAGGTCTGGGTGGATAAGTGATGACTGTCATTTGAATCAGGACACTTGCCCTAAAAACCCACCTTCCTGAGTGTCTGTTGA 
GTACCATCGCACTGAGTGTCAGATACAAGAATGCGTAACCACCAAGGACTCAATAGACCGGTCCATCCTTCTCCAGGCCCCGTGATAGTCAGTT 
TG ACTC AAG AC AGAT CTG AGTTGGATAACATATCTTCCACTTGTAT CG ACTC CTTG CCTT CTGCATTCTC AC ATATATC CTTTCTAAG C CAGGT 
ATTAAG AAATTAAAAACTCAAAAAACAAGT C C AGTG CTAGTC AGCTTT C CTTTGTT C CTGTGACTTGATG C CTGAGAG AAAC AGGCTAAAAG AG 
AAAGGCTTGTTTGGCAGGTGGTTTGACTCTACCTTGTTCCTGGGCCTGCGGTTACCTCAGAAGGCGCTCACCTCTTTGTGGCCAGGAAACAAAA 
AAGAGAAGACAAAAGGAACTGTCACAAAACACTTCTTTTAATGGCCCACTCCTAGTAACCTACACACTCCAACTAGACTCCACACCAACAAGTT 
TCTC CCAC C TTCAGG C AATACCTTAAACTT CTAAGGAATAAGAG AGTTAATCTGG ATAAG AGGT C AGG ACC CCTAC AATCC AATC ACCTC CT C A 
AAGCTCTTGG CC CTCC AAGATC AGAAAACAAAAG AAAAGTAGACAATTTTTATAGAGTCAATTT AAGG AAC CCTGT AGGCTGAGAGCTAAGGAC 
AACATCCACAAAATCACACAGAGGATGAACTACACAGCACAGGATGCTCGCGGGCAGTTGGTCTTATCTCGGGGTCACTTGCTGGTTCTGCTGT 
TTTCTGGCTGAATGCGCTTGGGTAGAACACTTTGTCTTTGCCGATCCCACATCAGTCTTCAGAAGAGAGCTACTTGATCTCTGATGCTAAGGTG 
GAGATTTAAATGTCTTTGTTTGTAAAACAATCACATGCTGCTCTCAGCCCAGAGAAAGGAGGAAGTCCCATCAAACTTCTTCTCCACACCCTAG 
ATGTTTAGAATCAGGTAGTGTCTTAGTCAGGGTTTCTATTCCTGCACAAACATCATGACCAAGAAGCAAGTTGGGGAGGAAAGGGTTTATTCGG 
CTTACACTTCCATACTGCTGTTCATCACCAAGGAAGTCAGGACTGGAACTCAAGCAGGTCAGAAAGCAGGAGCCGATGCAGAGGCCATGGAGGG 
ATGTTCTTTACTGGCTTGCCTCCTCTGGCTTGCTCAGCCTGCTCTCTTATAGAACCCAAGACTACCAGCCCAGAGATGGTCCCACCCATAAGGG 
GCCTTTCCCCCTTGATCACTAATTGAGAAAATGCCTTAGAGTTGGATCTCATGGAGGCATTTCCTCAACTGAAGCTCCTTTCTCTGTGATAACC 
CCAGCTGTGTCAAGTTGACACAGAACTAGCCAGTACAGGTAGGTTGATAACTTGCTTGTAAAGACAACAGAGCACATTGAGGCATACTGGGACA 
TCCTAAGAGTCTGCTATATCTGCATCCCAAGCAAGAGTTGCTAAGATTACATTT^ 

CCACCCCTAGTACACATCAAGTCCCTTCAGACAAGATGCATCCTCCCCCACTGAGGTCAGACAAAGCAGTCCATTTAGGAGCACAGGATCCATA 
GGCAGGCTGGCTGGTAGGCAGGCAACAGACTAAGAGACAACCTCTACTGTTTTTGGGGAACCAGCATGAAGACCAAGACCATCTGCTACATATG 
TGCAGAGGGCCTAGGTCAAGTCAGTGGTCACACTCTGATTGGTGATCAGTCTCTGGGAGCTCGTAAGGGTCCATGTTAGTTGACTCTGTTGGTC 
TTCCTGTAGAGTCCCTGTCCTTTTCAGGTCTCTCGGTTCTTCCCCCAACTTCCCCCAAGCTCCATCTATTGTTTGGCTGTGGGTCTCTACATCT 
CTTTCATCTCTTTTTGGCTGCTAGGTAGATCCTCTCAGAGGACAGTTATGCCAGGTTCCTATCTGCAAGCATAACTGAGTATCATTAGTAGTGT 
CAGGGACTGGTTCTTACCCATGGCCTGGATCTCAATTTGAGACAGTCATTGGTTGGGTATTCCTTCAGTCTCTGCTCTATCTTTGTCACTGCAT 
ATCTTGTAGACAGGACACATTTTGGGTCAAAGGTTTTGTGGGTGGGTTGCTGTCCTTCTCCCTCCACTGAGAGTCTTGTCTAGCTACAGGAAGT 
GGCCACTTTAGGATCCATGTTCCCCACTGCTAGGAGTTTCAGTTAGAGTCAGCCCCATAGACCTTCTGGAGCCTCTCCCCATCCCAGGTCTCTG 
GTATGTCCTAGAGATTGTGTCCCCCTCCCCCCACCCTTCCTTCTCCCTCTCCTTTGCTCCACTTCCTGTTCGCTCATTTGTGTATTTATGGTTA 
ACTATGTGAGCTCTCCACTTTCTGTTCCTGCTAAGCCTGTGGCTTGCTTCCATGCCTCTCTGTTCACCACGGTGGACTTTTATCCCTTTGGAAC 

GTGTGTGTACACATGTTCACATATGGGTATACTCATTCCTGAGGGATGTGTGGAGGTCAGGAGTGAACACTTGGGTTATTATTATTTTTAAAAT 
ATGTGTATGGGTGGTGTGTGTGTGTGTCTGTGTGTGTGTGTGTATGTATGTATGTATGTATGGCATGCCTGGAAACAATGAAGCCCAGAGGAGG 
GCAGTGGATTCCCCTGGGACTGAAGTTAGGATGGTTGTAAGCCACACTGTGGGTCCTGGGAATCAAATCCAGGTTCTCTGGAAGAGCAGCCAGA 
GTTCTTCCTCTTTGGTCTCTGGGATGCCATCTTAAATCCTTTCTCTACCTTACTTTTTGGGGTAGGGTCTCTCACTATCTCTCCAGCTCACTGC 
TTCAGTTAGACACACTAGGAAGTAAGCCTCTGGATTGGCCAGTGTTCCTCCTTCAGCTTACACAGTAAGTGCTTTCACCCACTGAGCCATTTCC 

GTCAGAAGAAGGTACCTCAGCATCTGGAACTGCCACTAAATTTGGTCATGAGCTAATGAAAGTAAATAAAACTTGAGACATGTGATTCATGTAA 
TTTATGTCAAATAGCCCAAAGAGTTGTTTGTGAGCTTTAAAACCTGGGGCTGAAAACATAGCAGAACAGGCCAGGACATGCCCGGGCAGGCCCG 
TTGTTACATGTCCTGACTGGCCTAGTGCCTCCCTATCTCCTGCCCTTCTGACAGTCTGTTGATGTTTAAATGGACCAATCATGTGAAACCGAGC 
CAATTCCTCCCCCAGCCCCACCCCTTTTCTATAAAATCCCCTAGCTTCCAAGGCTCGTGGTCGAAACCACTGTCTCCTGCGTGAGATACGTTTC^ 
GAGCCAGAGCTCCGCCATTATGGCTCCACCATGTGGTCGACACCTCTGTCTCCTGCGGGAGATATGTGTCAGCCCGGAGCTCCGTCATTAAACT 
ACCTCATGCTTTTACATCAAGATGGTCGTCTGTTCGTGATTCTTGGGTGCATGCCGAACGGAAATTGAGTGGGGGTTTCCCCACTAGGTTCTTT 
CACTACCACGTGTAGGTGCTAGGGACAGAACTCAGGCCCTCTGCAAGAACAGCAAGCATACTGTAGCAACTGAGCCATTGCTTCAGTTCCCTCA 
TCTATGTTTTATGTAAACCTTATACATATAACCTTAAAGATTTATTTATATATGAGTACATTCTTCCTGTCTTCAGACACACCAGAAGAGGGAA 
TC AGATTCCATT ACAG ATGGTTGTG AGCCAACATGTAGTTGCTGGGAATTGAACTC AGGAC CTCTGGAAGAGC AGT C AGTGAGTG CTTTTAAC C 
GCCAAGCCATCTCTATTTTTTTAATACTTTTTATTAGATATTTTCCTCATTTACATTTCCAATGCTATCTCAAAAGTCCCCCATACCCTCCTTC 
CCACTCCTCTACCCACCCACTCCCACTTTTTGGCCCTGGCGTTCCCCTGTACTGGGGCATATAAAGTTTGCAAGTCCAATGGGCCTCTCTTTCC 
AGTGATGGCCGACTGGGCCATCTTTTGATACATGTGCAGCTAGAGTCAAGGGCTCCGGGGTACTGGTTAGTTCATGATGTTGTTCTACCTATAG 
GGTTGCAGATTCCTTTAGCTCCTTGGGTACTTTCTCTAGCTCCTCCATTGGGGGCCCTGTGATCCATCCAATAGCTGACTGTGAGCATCCACTT 
CTGTGTTTGCTAGGCCCTGGCCTAGTCTCACAAGAGAGAGCTCTATCTGGGTCCTTTCAGCAAAATCTTGCTAGTATATGACATGGTGTCAGCG 
TTTGGAAGCTGATTATGGGATGGAACCCTGGATATGGCAGGCTCTAGATGGTCCATCCTTTCGTCACAGCTCCAAACTTTGCCTCTGTAACTCC 
TTCTATGGGTGTTTTGTTCCCAATTCTAAGGAGGGGCAAAGTGGTCTTTGTTCTTCTTGAGTTTCATGCGTTTAGCAAATTGTATCTTATATCT 
TGGGTATCCTAAGTTTCTGGGCTAATATCCACTTATCAGTGAGTACATATCACGTGAGTTCTTTTGTGATTGGGTTACCTCACTCAGGATGATA 
CCCTCCAGGTCCATCCATTTGCCTAGGAATTTCATAAACTCATTGTTTTTAATAGCTGAGTAGTACTCCATTGTGTAAATGTACCACATTTTCT 

CTTACCGGTTAGAACATCTTCTGGATATATGCCCAGGAGCCATCTCTATTTTTAACATACCTGCATTTAGAGATTTCCATTGGTAACATGATAT 
TGGTGCTCAAAATGCGTTGAATTTGGAAGCATTTTGCATTTCCAGATTGAGAATGTTCAACGCCTGTTTAGACCTGAAGTCCTGGGATGGTTAG 
CAATGTCACACAGTGCTTGTTTCCCTTCCAGTACCCTACCTCAGTAAGATCACCTGCAGCTCCGAGCCAGACCTTGGCAGTGACTTCTAAGGTT 
GAAACTCAGTGGTTCGGCTTGTTGGGGGGGCAGGAGGAATGTGGACAGCGTTTAGTGTGGCAACACATCGTACTCATTAGAAGCCATCAGTTCA 



617 



WO 03/039484 



PCT/US02/36071 



SAGRES DISCOVERY 02-32 



CTATGAAGTGGCTCATACGTTAGGCOTTATCAAGAGCGTTGGGCCTACCAGAATGCTCTTCTGACAAAGAGCAGCAGATATTTGTGACATCACA 
AGGCAGTGGCAGTCCACGGGGCAGGAGCAAAGACAGCTTCAGAGAAAGGGTCTTGCTGCCTAAGTGAAGACAAGGGGACTGGGCCTCACCTGTC 
CAGCCAGTCACCTCTGTGCGGCCAATGGAGGTCAGGCTTGAGTTTTGAAGAGATGTCTGGGCCAAGTCCTGTATCAAACATGGTTTGGGCTTAT 
GCTATGTTTATCTCTGGGCCTCTAATTGATCTCAAAGATACAGAGACAATACAGATGGAGCTGTCAGGCTCTCTCTCTTATGACAAAAGATGGG 
TTTGTGGTCTCTTGAGTAAAACATGCCCCTGGCCCCCATCTGTAGATCTATATACCTGTGAGGGAGTAAGGGTGTGGTCATATACAGCTGGTCT 
CCAGTGCGAGTCAGAAGGCCGCACTTCCTTCTAG f rrCATCTTGTCAGATAGCCTAGAGGGCCTCTGAAATCCTAGTAGAGTGGTTATCTTCAAC 
ATCCAAGTGGCTTCAGATGAAAGCAGCCGTGGCAGGTTCCAGAATGGTGTCATCCAGCAAAAATGGAGTAAATAAATCATCTTAGGCGCTCTCC 
TAGTCACATGTGAACTAAAAGATGAGTGAAATTGATTTTAATGACATGCTATGAAACCTAGTATATCAAAAAACATAAGCAACACAGACATAAT 

TCACATGTAAATGGCCACCATTCTACACTACAAATGTTTGCTCCTTACAGGTAGTAGTGAAGATAAACACTCCTGCCTCTAGGGCTACAACTTA 
CTCCTAATGACAGAGTG CAAG ATCTGACG ACT AATTC AGTCTC AGC AGTTAAAAACAGAACTT CACTTCC CAG AGTTCTTGAGTCTG AGG AGAC 
AGATTAAGGCCTCTGGTGAGGGCCTAGCCTCTGCTTCCAAGATGCACTGTCACCGTGTAACTGGGAAGAAATGAACACGACATATACACAGGGC 
AGAGAGGACACAATAATTCCCTTCCCAGTTCCATCTGCAAAGG'CCCTGCCCTCATGGCATTACCACCTCAGACAAGTGTCTATCCCTTAATACT 
ATCACACTGAGGACTGAAGTTCAACATGCGAGTGGACCTTCGTGGCCTCTTTCTCCAGGGGCTGCTCCTAGCCCAGGTCTAGGCTGGCGAGGGT 
TGTGAAGTATTTCCCAGGCGTACTCCTGGGACTTCATCTCCTACTTCCTCCTTTCTATTCCCCAGTGCCTTCCCTATTTGCTGATTGAATGCCA 
CCTTACCTGGGGATTTAACTTTGCCAAACTCCCTTTCGCTAACGGAATCCGGGAATCTATCTTGGCCTTCAGGGCTATTGAAGACCTCACCATT 
CTGCCACCAAGCACCTGACTTAACCTGTTGAACATGCCCTGTATCAGTCTGTTTTCTGTCTCTGATCTTGGCCACAATTAGCTTTGTCCTTCAG 
CTCTAACACACAGCACAAGGATCTGGTAGAAACTCTATGC'rcCTTTCAGTAGCAACAAAGTCACAGACCAGCATAAGTGCACTACGTGGCCCAA 
GGGCAGTAAAGAGGCTTTAGTCTTTCTCTGGGACAAAAACTAAACAGCAAGGTGTTCCTGGGTATGCGATTGTGTTCATGGCGCTTTGCTGACT 
GACTGATCCCATACATTTAAACTTAAGGGCTAAGTTTTAGAAAGTATTTTTACATTATGACTCCAAATTAGTAATTGAAATCACCTCCCTTGGG 
ACAAAAGCATCCTGGAGTAGTGAGTGGAAAAACCTACCTGGAATCTGACTTCTTTGAGTATAGCTACTGAAACTGCTGCCTAATTTAAAAAGCC 
TCCGGATCTTTAGCATATGTTAATGGCTGGTAATTACCATGCATATGTTAATGACATGGAAATTAGTCAATGGTTCGGGTTTGATTGATGAGTA 
ATTTTGTCAGTTTTCCCAATTTTTCAGCCTGGATGACAGACTTTTAGTTAACAGAATTACTATAACTTATTAGTCTGAAACTATAATAATCATC 
TCATTAAATGAGTTACATTTCTTTCTCACATTGCCGGCATCAGGCTTTGTGAATCACAATTTACAGGTTGTCAGTACCTTTAGACAGAGGCTCC 
T CC AG CCT AAAGC AAAC AC AACCTTC CC AAAGCCTTCGGT C AATAG AGAACCTCG CTCTACTATAC CC C AACCACTTCCACAAG CATCTTTTCA 
TCTTTTTCGGAGCAAGGACGGGAGTTTGCTGTTTACAAATGTACACAGTGATGAACACAGCAAATGTGGCTGGACAGACAAGCATCAGACCTAA 
TACCTAGAACTCAAACCGTAAATGGGAACCCCAGCATACATACATCCAGTAAATATTCAGGGATATAGATAACCTACAAAAGTGCTCTGGGAAA 
TTCTTTTCTGGGTTCCACGGAAAATGCGCACAGCCTACCTCCTCCACTAGCGTGATCCTGCTAATCCTCAAAGATCTAAGGACCAAAGGGTGCG 
ACCTGGACACTCGTGTGCAGACATTCGGGTGTGGGTGCTGTGTATTTGGGTGTGTAGACAGAATGGGGCTAAAGAAAATCCTTTTCCAACCCCA 
GTGTGCACTTGTGTAGAAGTGCTCAACTCAAGGGAGATCATGCTGAATCGACAGAGCTAGTCAGCGAAGGTGATGATGGTTGGACACCTTATGA 
TCCTAGATCAACAGCAATGGTGAATGTCTGGGGCCTAAAGCAAACGCCTCCCATCATTAAGGACATCTGAACCTGCCACGGAGCTGATAATGTT 
TTATTCCACTTCAATTACTTCACATTTTGGTCTTCCTCTCTGAGGGGGTAGGGAGGTATAAAAAGCTCTATTGCTTTAGGATTCTTTAACGCAA' 

GACCCCTCTGATGGACAAAGTTCGGGGAATCGGGAGAGCTGGCGTGGGCCCTTCCATGCTCCTCAAGCGCCGCTCATTCTGGCTGTTCAACCCG 
AGCTCTGGCTCCTTCCCGCCGGCGCTTGCTGTTCCAGGCTGGCGCTCCTTGGCTCGCCGAGGGCCGTGCGCCACTGAGGGCCGGGGGCGGCCCA 
GCACCGGGGGGCGGATGGACTGCGGGCTCCAAAACATCGCACAGGGGGAGGTGGCCGCGGGAGAAGCGGGGACCGCGTTGGGAGGAGGTCGGTG 
.CCTGGGCTGCGGGGCTTGTGGGGCGTTCGGAGGGCCCGGCGACGCCCAGCTCTGCGGGACGGCGCCCACGGTGCCCTTCAACACCGGCCCCCAG 
TGGCTGCTCTCACAGAGCCAGGCGTCCTCCTCCGAGTAGCTCTCCGGAGTGCCGCCTTCGGGATCGGAGTCGGGCTCCTGAGAACAGGTTGGGG 
ACGGCGGAGGAGTGACAGGGTCACGGAAGTAGGGGAACAAGAGCACGGCGCGCAGCCGCCGCGCGGGAGAGCAGTAGGGCAGCCGGAGGGGCAG 
CGACATCTGCGGGCCGGGCCAAGCGGGGCTGCGGGGAGGCCGGCCCTGTGCACGCTCACGTCCCGCGCGGCGCAGCCACAGCGATGGAGGGACC 
CGGCTTCGAGTCGTCTCCGGCCTGGGGAAAGTTGGATGGACACTCCACCTGGAGTCAAAAGGCGGAATGGAGACCCCGCGAGGCTGATGTCCTC 
AACAGGGGGCGGGGGAGGGTCAGAAGAACCAGTTTCAGCCGGAGCGACCAGAGCAAGCCATTGACACTTCAGTCCCAGGAAGGGTTAACCGCGT 
CCTGCTGCCTAGGTTTACATGTAAATAGAGAGCCGCTGCTCCAAGCGGGCCCGGGCTAGCACTTTTAAGTTTTTGATTGGTTGCCAATGACATC 
ACCACCCGCGGGTTCTAACACACCAAACCCACTAGCGGGTCCGAGCCGGCCTGCCTCCCAAGGCGAGGCCTCGCCGCTTTCTCCGGCCTCCTCG 
GCTTCTTATTGGTCAGAGACCACTGTGATGTAGCGGGCGGCAGCCTCTGGGTCTTCATTGGCGTATCGCGCCGTCGCTCGGAGGCAACCCCGCG 
CCCTCCAAAGerTACATTTACGCTGTAGCAAAAGAGAAAGTAACTCTGTGTTGCTGCTGGGGATCAATGAAGCTGAGTGAATGGGGGCGCACTG 
CGCGAG CGCATAG CTGG AGCGGG CGCCAGATGGTAGAGGGCTACG CTTATTG ATG AAGT AAGTGG AAGAC ATC ACGGGTC ACTC AG AGC CGG AG 
GGTGGAGGGTTCCGTGTGTGTGTGTGTGTGTATGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGAGTGAGAGAGAGAGAGACAGAG 
AGACAGAGAGAGAGAGAGACAGAGACAGTGTCAGAGAGACAGAGACGGACCTACGTCAGGTAAGGAAGATCCTAAGGTTTAGTCTTTTGGCTCT 
GCTTGCCCTGGGATGAAGAGGGGAAATGAGTTTTGGTTTGGTTAAGATGCTTTATGGCAGTTTTCAAAGCCCAAGGCTTTGCTCATGATGGTCA 
GTGGTGGCACGGAATAGGGATGCTACGTGCCCCAGGAGTGGGGAAGGAGCATTCTTTAAGCACTTGGTTTTTCTTCAGTCCCTGTTAGTGGTGG 
AAGGAAGATTAGCGAGAAAGGGGGTAGGGGGTTCGTGCTATTTTTGTGGGAGGTTTCCCGGGCCAGACTGGCTTTGGAGCTATCTGCTGCAAGG 
ATGCAGATCTCAGTGCGCTCTGTGCCCGTGTGTGAGCAGCAGCACAGTGAAGAGGTACCGGTCCCAGCCTGTGTGTCTGGAAAGTCGTTCCCGG 
GTTCTCCTCCTAGGGAATAGGCTACTAATCCTGGATGTCCCCTTACCAGGTAGGAAAATAGCAAAGACTTTGACTGCATTCATGTTCCAGCTGG 
GACACAGTTAACAGTTTTTGGAATAGTAGTCGCTCTGAAAAAAAAAATACTACGCAAGGGAGAGGGAAGGAGGGAGGGAGGGGAGGGGAGGGGA 
GGGAGGGAGGGAGGCAGGCAGAAGGTTTGATCCTTTGCTGCCAACCAAAGGTGGGTGAGAGAAACCCGAGTCAGTGGGGATATGCCTACACGGG 
TGGGGACGTGCTGCTGGGTGCGCGTGTGTGGATTTTGCTGGTGACACTTTGGGTCGGTCTCAGAGAACAGTTACGGTCATGAATAGACCGATGA 
TCCTTGATGTTTTTCCAGTCAGCTCTTAAAGTTCGTTTAGATGAGTGGCTCTTGCTTGGGGTTTGATTTGTCTAGTAGAGGAGTCAGAATTGCT 
ATGTTATAGGGTGGCCTTGTGCCTACCGGGAGGAGGAAAGTGATCCATTGCAGGCACCCTTGGAGGAGGGAAAGGCAGCCCCCGTGGGCTGTAG 
GTCTGAGCTTCCCAATTAGCCTAACTGTGGTAAAGGGACGAGTGAGGTTGCCCTCTTGGAATCCACAGTGTTTCCAAGAAGAATATCAGTATAG 
GGTTGAAACATTTTTTACAAAGTTGCCACTCCAGTGGAGATGCAAAGTCTGTCTGTATGACCAGATGAAACACATGCTCTTTTTTGCTTAGGGG 
CACAGCATAGAGAAGTGTAAGGATGAGTGGGGTCACAGAGGAACGGGCCATGGGTCAGCCTGGGGTGGGGTTCCTAGATCTGACTCCTTGGAAA 
CTTGGTTTCTGGATAGTTATTCGTAGTGTAAGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGGTAATGGCTTGATTTGATTTGGAA 
GAGTCTAATGTG AGCTCTG AATAGGATGACGTTGAG CTTTTCAAAGGAC CCACCAGAATGGAAAGG AAGATTAG CTC CTAG C CATGG AGGCTG A 
CTT AGGGAGAC AC ATTC CTT CTGATATG CAGAAGGTTAACAT CCAG CCCC CATGTAAATATAG CTAGCTG CCAAGCATCTCCGTGCAT CT CTGT 
GAGCTCCAACAGTGCTCTTGCTTGTCTCTTTGCCTrGGCTCTGGGGAAAGAAATGAAATACAGTACATGCCAGGGTGGAGAGATGCATCCATCA 

TTTACCTCCACTAAGGCTGAAGTTGGATGCATGTGTCTAACATTATGTGACAGGAGGTCTCTTACCGTTTCTAATGTCAAGTCTAATTTTAACC 
TTTGACTTAGCATCAGAATGGATGGGGCCCCTCAGGTATGCATCGTCTCTGAACAGATCAAAGTGAATTTTAGCCTTTGATAGTATCACAACCT 
AGGGGACCTAGAAGGACTTTGACTTTGCTCAGAGATATGCAGAGGTCTTCCCCCGGGGATTGGATGAGACTGGCTTTGTTTTCATGTGACTTTA 

TAGTAGTGGCACTATCTAGGCCTGTCCGACCTCAGGATCTCAACCTTTGTTTAGACTCAAGCTACCTTGGCTCTGCCAGCCCAGGTAGTGGTAG 
CCACGCTCCTGTGCTTGCCACCGCCGTTGTGACCCTCAAGGCTGCGAATCTGACGTATATGCCCTCATCCAGCGGCTCTGCCCGCTCCCTGAAT 
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TGCGGATGC AG CAG CACTAGCTG CTG CACTGTGGCAACCTACGACAAGGATCATCAGG C C CAGACTCAAG CC ATTG CTGCAGGCACTGCCACCA 
CCGCCATAGGAACCTCGACCACCTGCCCTGCTAACCAGATGGTCAACAACAATGAAAACACAGGCTCTGTGTfAAGTCCATCGGGTGGGGTGGG 
CAGC CCTGTGTCAGGGACTC CC AAGC AGCTAGC CAGC ATCAAG ATC ATCTAC CCCAATG AC CTGGCAAAGAAGATGACCAAATGCAGCAAGAGT 
CACCTGCCCAGCCAGGGTCCCGTCATCATCGATTGCAGGCCTTTCATGGAGTACAACAAGAGTCACATCCAAGGAGCTGTCCACATTAACTGTG 
CCGATAAGATCAGCCGGCGAAGGCTGCAGCAGGGCAAGATCACTGTCTTAGACTTGATTTCCTGTAGGGAAGGCAAAGACTCTTTCAAGAGGAT 
CTTTTCCAAAGAAATTATAGTTTATGATGAGAATACCAATGAGCCGAGCCGTGTGACACCATCCCAGCCACTTCACATAGTCCTCGAGTCCCTG 
AAGAGAGAAGGCAAAGAACCCCTGGTATTGAAAGGTAATGACTCTCCCTTCCCTCCCCACCCCCACCCCCCACATTCCTTCCTCAAATAATGTC 
CTGATCAGCTAGGTTTCCCTATGAGATTCTCTTACAAGTGGCAGCCTTCT-TCTAACCCCAAGGCACCATGAACCAAAATAAAATAGCCTGTCTT 
CTTGTCTCTACTTCGAACTTTTTCTTACTCTCTTGGTACATTAAGAAAGTCCAAGTAGCAATGAATTGATATAAGATCTGAGTCCCAGCTTTGA 
TCTGGCTGCCACTTTGGGTTGCCTATGACATTTTACTTGAGATGGTTTGCAAAAGGCACTTTGTACAACCAAGATGGTATCTCAAGCCATGCCT 
TCTCTGGTAGCTCTGTTTCAGTCCTCGAGTGGGTTGGAACTTTTTTGATCTCTCAAGGCCTGACAAATGTCGATGGATCAGAGGAAGCTGCGTC 
TACAGGTGCCAGTACTTTGTGGGAGAAACTCTTGCTGTTTCTCACCTGATTGTCTTGATGTTCTTATTGCTTCTAGTCATCTTCAACAAAGGCA 
TGCATCTTTATCTTAAAGCCTCATTGAAAGTGTGAATTCTCCAAATGCATCCATTCCTCTGAGGAAGCTGCAGGGGATAGAGATGTGAACCGCC 
TACAACCATCCTTCCTGGTATCACCTGACAAGAGTTAGCTTCTGTCTCTTCCCTAGAAGGAGTCATACATCATTTTCCCCTAGTGTAGAATAAC 
TGATGACTGGACACCCCCCCCCCCCAAAAAAAGGAATAGATGACCCAGTCTTCTCTGAGCTTCTAACATACAGTGTTGTCCTGACCATGGGCAC 
AGTCCACTTGCTCATCTTTGTCCTTTTGGGCTTTGAGCATTACTCTTCTGATAATATCTACCTAGTCATGATGGAGAGTGATAACTATCTTCGT 
TTCGAATTTTGAGCCATTGTGTGCATGGTGGGTGGGGTGGGGTGGGGTGGAGTCCAGAAAAAATAAAGGACCTGGGTAGTCATCTGTCCACCTC 
ACTGAAATACTGACTCTTTTCTAAACATTGAAACAAGAAGATCCTGGAAGCAGCGAAGATTTTCCTATTGCTTTAGTACTGATGTCAGATCACT 
GTATGGAACAATGCTACTTAACAATCCTCATTAAAAAAAAAAAAAAGAAGAAGAAGTAGATGGCTTATTACTATAAATTATTTTGTATTATAAT 
TATGTTGAGTTTTTAATC2AATATCACTCTTTACAGGCCAGACATCATTTATAGTACTTAAATAACCAACTATTTAATTTATCTTCCCTTGGCCC 
CATCCCTTGCCCCCACCCCACGTGAACATCGTCATTATCTC^ 

AGCTGAGAAAACACCATCTACAAATCCCCACACCTGTAACCAATAGCTTTGTAGGCATCTTTTCTGCCTCCTGAAGATAGGATAGGTTTGGTAA 
AAATCAACCCCTTTTGTCTGTGTCATCTAAGAAGAGTAAGCAGACAACGTAGTTTATGATGGCTCTAAACTCGAACACAGGGCTGATTACGATG 
CATAGATCCTATCCTAGCTCTTGCTGTGGAGCTTGGTGGGTAGAGGGATGGCCCATCAGTTGCTGAGAAATGTCTCTCTTGGGCAGTGCTGAGG 
AAGAAGAAGGGATTCCTGTACTCTTCTCCCATAGGTACATCTGAGGATCCCTGCAGCCTGGGTTTGCTCATGGGAGTCAGTGTAAAGACTGCCT 
CAGTGGGGCGGGGCTGCTGACCTCACCACCAGGCGCCCTGGGCAGCTGCGCTGAGGGCTCATCATTTCGGATTGGTTCGACCCTGGCGGCCGGC 
TGGGAAGACGCTCTGGTGGTAGAGGTTGGGTTATTTGTAGTTTTCGGGGGGGTTGTTCCTTCAACTATCTTGGAATTTGGTTGAAAATACATAG 
TTCAGGAGTAAAAGGTCTGGTCGTCTACTTTGTTGTCATTATTAAGTGGTACCTTTGTGAGGAATGGCCTAAAATCAGGATCAAGTTAGGGAAG 
AGCT AAAGGAG ATGGGACATGGAGTCCC CTGTTAGCCT CTT CTCTGCTCAG ACCAGAGGTTAATGTCAGAG CGCCCTTG AGGTAG AGATGAGAG 

ATTTTAGGATTCACCTTGTTGGTGAGCTGAGATTGTATTTCAGCTAGTGGGGGAGTGGTACCATTTTGGAGTGAGTGAATTTTGTAGGGAGCCT 

TCCCAAAAGATGCCTGATCCGTCTGAGGTTCTGGTTCATGTTTGTAAACACCGGTTGCTACCCTCCCGTTCCAACTTTTATGTCCCTCAGTTTC 
AATGCCACGGTCTCCATTTTTGGAGCTGCCTGTCGGGCCCGGTGGCGGCTGGGTTGCCATTTTAGTTAAGCAGTGTCAGGTTGGGACGAAACTG 
ATCGGAGGCACAGAAGCCCCTGGGATTAAGTTACTGTTCTAATTTATAGTCCCCGCCCCGCTGTGACCTAGGTCTGAGACGGTGTAGTCTCTGG 
CTTGTTCTTACCCACTGAAGGATATAGAGCACCAGGCCCTTGTTTCTGGTCAACCTCCTCTGAGTGAGCCACATGAATAGCTCTTTAGAGACTC 
AGTCTTTGAAAGGATTGTAACCTTTCCCAACCAGTGTTGATTGTTGTGATCATCTGTAACTTGCTCTCCAACCTCAAGGCTCGACAGTCCTTGA 
CCTTCTAAGACGAGAGGTGCTGTTCTGTTGTC!ACATCTGTCCTTTTTCACATCACTGGGGTCAGGGAACTTATTTGTCCTTTATATATGTGGGA 
AGGGCATGTTTTCTACAACTCTTTCTTGGTAGCCGTGGCCTTTAAACCGTTATGATCACAATTTTCAAAGTGAACCCCTTTATTCCCAACCAGA 
TTAAGTATATGCTTCACCTATTGGCCTTCCCTTCCTTGTTTTTGAAATATTTTATGTCTTATGCTATAGTCTACTGTTTAGAGTTAGTGTTATA 
TATTTAATTGAGCTGGGAGTATTTTACAGAGTGGTGTAGACATTTTTTTGTTTTTTTGCCCCCAAGTTAAACATGTAGTGTCATATACCTGCCC 
AGGAGTGTTCTCCAAATGTGGAATGCCACTGTTAGTGACTGGGTCTTGAGTCTCAGGAGAGGCCTCCCTCCCCTTCCTGGAGACCCTGTTTCAG 
GGCCTGTCTCTGCCTGTGCAATTGTTATGTCAGAGTCCAGGCCTGTACTTGCTGCATGCTCTCACATGCAATGGTAGACTGTCTGCTCTGGGTT 
TCCAGAGTTCTGCTCTATACCAGAGGCTTTTTGAAGGGGTTGTGGGGGTAGGGGTAAGGATGAAAAAGACGGTCAGGGAAGTAGCTTTGAAAGG 
TTGATGCAGAGGGGAGAAGTCAGGCAAAGGAGTGAGATTTACACTAAAAACTTCCCCCTGATCTCCACTGTGCATTTTCGTATTAGAAATACTT 
TCTATTAAAATATGC AAAC ATAGTTGAACTATTTTCACTGTAAAG ACGGCATG AAAGTAAAAATATGTAAGTTCATGTTATATAC C C ACC CGG A 
GCTCCCAAACCTTCCTCTTAATTCCCGAATAAAGAGCAAATGTGGTCTAACAGTTTCTCTTAATTAAAATAGATTCTGAAATATTCATTAGAAA 
GCAATACCGACTCTCACGACAGCGAATGGCTACGCCAGGAAACTAGAGACCCTGGGAAAGTCTCCTTTGTCTGCTTTCTTCTGGGGGAGTAATA 
TATCCGTCTTTGCTTTGTCTGCTCTTGTAAGACACATCTACACTGCAAACTTATTTTATTCTTGTAACTGTAATTCCAAATAGATCTGTAAGAA 
AAAGCAGAGAAATGTAGGGAGAACTGCAGATCAGCAGGCCTGAGGACACTGGGTCCCTCCATTCAGTGTCCTTGGGCAGGCTGCCTAAGTTTGC 
CTAAGCCTTTAGTTCTCTGGCTTCCTCACTGGTCACAAGAAGGCGCAGCACTGGTGTTGCACTTGGGATGTTCACTCAGGAATTCAATAAGCGG 
AGGCTTGCAGAGTGTTCGGCAGAGCACCCTCTCCACCGAGCTCAGCAATATTTCTGTGCATTGAAATGTGTCAGTCAAAAGGTAGTTTGTCCTC 
TTTGCTCCCAGGGGTACAACAACCTCGGTCTAGCTGTGTGCCTGCCTCTGTGTGTGTGTGTGTGTTGCTAGGGCCTAAAAATAACTTGATGACT 
GTTACCTAATTTAAGTAGCATACAGTTGTGCCAAGTAATTGCAAAAACATGTTAGGTCAAGGGGCTGAGTAATTTGGGCATACCCTAGAATTAT 
TCATTTGTAGGGGAGCTTAGGAAAATGGGATGATAAATCTGTCCAGCTAATGTCCTGGATAGGATAACAAAAGTCTAAAACTTTTCAACTTTGT 
CTTCTCTGGCCTCGCTTCGGATTTATTTTTGGAAGGAGGATTGTAGTCTGACTATAAAAGGGTAGGTGGAAGGAGGAGGGGTGTGGGCTGCTGC 
AACCCTGAGTGCCAGAGAGGAGCTGGAGTGTGAGGGAAGAAGAGGAGCTGATGCTTGCTCATTTGAGTGGGTCCTGAATGCTCCCCCCGAAGGA 
CTACAGGCTTGCCTGCCCTCCTTCCTTCATTGCAATCCAAGTGAAAGACAAAGGGACTTGAGCCCGCCCCTTTCCCATCCCTATTCTTACCCCT 
CTGCTCCTCATAGGTAGCTTTTCCATGACACTACAGTGCATATAGCCCCTATGGCTTTGAGATGCTTCGCTGCTTAAACAGAGGGGAAGGGCAA 
ATTGGTCTGAACCCAGGACTCTGGATCATTACCAGGTCAGATCTATGAGCCAAACTGGGTTGAAATGAACTGGGATCAGCCAGCTGGGTTGTCA 
AAGATGAGTTCAGGAAAGTCTTGACAGTGTGGTGGGTAGTAGTCACGGATTGCAAACCGAGAAACTGACAGGAAAGCAGTCCTCCTCGTTACAT 
TTCTAAAGCACATTTCTCCAGGAGGCATGAGTCGGGAGAAGGGTGACTGGGTGTTTCCCCGCTTAGTCTGTTTGTGCCAACCCATCAGGTGGTC 
TGATGAGATCACGAGGGCAGAAGAGGTTCCTGGGCGGAGGCCTCTGTAGCAGGCCGTGTTTCTCTATATCTTGTTGGCTGTGATCAGCAGTTAT 
CTCCATTCTCCAAGATTCCTGGAGAGCAGTTTGAGTGTAAATTAGGGCCACACGACAGTGCTTAGGCAACTTTATCCACTTTGGTACCAAATAA 
CTAACTACACACTTAACGATATTCTGTTTGTTTTGAGATGGGGGTGACTGTGGAGTTCAGGCCAGCCTGGAACTTGTAACGGTCATCTTTCCTC 
TGCTGCCAAATTATGGCCAAGTGCTACTACGTCCAGCTTAAGGATAGAAATTCTGATCCTCAGAGCGGTCTTCTAATCAATTCTGGAAGGCTGT 
TGATTCTATGCTGTCACTAGTGGATGATTGACACTCTCTGGNI^^ 

AACCTGCACACATGCCAAGATTTTGAAAAGCTCCCCAAATGATTCTCCTGCACAGTGAAATTGGAAAACCATTGATCTAGTTCGAGCTCGTTAT 
GCAGTTATGGAAATGAGGCCTGGAGAGGTTTATGACTAATCCAAGGTCACACGCGTGATTAATTTCAGAGCCTTGGTCCTTTGTGCTAAAATAG 
GTCTTGTTAGGGCTATAGACTGATGTATGTGTGGTACATTATTACCTCAGAGCCTCCCATGTATAGTGTAAGACATGAAATAAAATAATACACG 
TAGTCATTTTGAATACTAGTACCTTTTTGGTTTTCAGGTTTCTATTCAGAACAACAACAATAAAATAGACTTAAGTCAAAGGATTTTGGAAAGC 
CGTCCCTGATGGTCGAGATTTTACCTAGGTCCTGGAATATGGGCCAACTATTAGCATCGATTTAATCCCATTTTCTTAGGAACCTAATATTTTA 
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AGGGAGAGCTAAAAAGTAATGCCAAGGTACATCCAAATAAAGGGTTGGGGAAGGGCTAT^ 

CCTGGGCTTGATCGCCAGAGCCACGAGCTAAAAAAAAAAGACAGTTCAGCATCTCAGATGCTAACAGCTCGTTGGCAGGTAGCATCATGGAGTA 
CAAACTGGTGGGTAGAGAGGTTAGACCATAGGTCGCATCACTGCTAATAGTCCCGTCTGTGTGTGGTGTGTGAAGCACTGTGTGAGTCTGGAGA 
CTGTGTTCTGTCAGTGTTTGGTGAGCTTGTGCTTCTTTTCATCCCCCCACCCCCACCCCCACCCCCACCCCCAGCTTGTTTAGAGAATGGCTTA 
TCTTCAGGAGATGTTATTCTGCTAAGTATCTTTGTGCCATTTTTCTCTGCTTTCTTTTTCAAGAATGTTTCTAGTTTTCTCGACGTTCACTAAG 
GGCCTACAGAATTTCTTTCCAGGGCTGCAGTAGGCAAAGGAACGATGTATCATTTTGAATGGAAAGGGAAATATCACATGTTCTTTCTGCTTCT 
GCAGTTGTGGCAGACAGGGCCCCCCTGTGTAGCAGAGTGGAACTTTGTCATTTGAGCCTCAACTGTTTGGACATCTTTCTGATAGGAACAAGAC 
CTGTGTTTAATTTCACCTCGTGTCCCTTGTGAGGAAATGGGCAAAATGGGCACACGAAGTAAACAGACCACTCAAACGGTGCTTCAGAGACTAG 
GTTTGGGCCTGTTTTGTTTTATCTTTTAATTTTTTAAAAAAAATTTATATTTTAAGGACCATTCTGAGGTATGAGGCTAGGATGAAAACAGTTC 
TCATTGGTTCCAAAGCCTTTGCTCTTTCCCCTATAGGATGAAATTTCTCTGTATGAGTTTCTTTGTGCTGTTGCTGTGAGAAGATGCTCCAGCC 
AGAAGCCAGGAAGGGTTTCTTGGTACTCACAGTTTAAAGGGAAGATGTGGTGGCCAGTGCGTGAGGCAGCGGGTTCCATGGTGTCTGCAGCCAG 
, GAAGCAGAGAGAGATGCTTGCTTTCTCGCTTTTCTCCTGGGGCCCAGCCCCACAGGAACGGCGATACCCACATTGCATCTTTTCAACTTAACCG 
AGTCAAGTAATCCTTCACTCGCATGCCTGGACACTTTTATTTCGTTTTGATTTTAGGTCCCTTCATAACCCCTCTTTGGTAAATTTCCATTGGC 
TACATTTACCATATACCATATGTGCTATGTGATCTTACTAATTGAGAAAAATTAAAGAGGTGAACAAACAATGAATGGCCATTTATTTTCAAAG 
CCTCTTGTTGATGGCTGAGCCCCTGCCTTAAAACAAACTTTTATTGTAAAGTAAATGAAGGCACATTTTGCATTCAGCTTGCTAGTGCTTTCTA 
ATCATGAAGGGTTTTTGTTTTTGTTTTCTGTAGATGTTTTCATCCAGAACTCAAGAACAAAATCTCCATGTTATGTTTGTTTTCGGAATATATC 
TATGTCAGATATCATTACTTAACAGTTAGCAAATCTGTATTGCCCTTTCACCGGCAAGACCCGTATTTTATGTAGCTTAAAGAAAAGGAAGGGT 
GATTTGTCCTTGCATAGGAAATCCGCTGTGCCTGCTTGAAAGTTAGACAGGAGAGAAAGGCAGTGCCCTGTCAAGTCTTTGCTACCCTTCCCAC 
TGCTGTGCTGAAATTCCCAGTGGAAAGCAGGCTAAGGGAAGAAGGTTTTATTCTGGCTTAGGGTTTGATGGGGAAAGCCCATCATGTTGAGCAA 
GGCCATGAGGACGCTTACTGTTGTCTGGGCTCACCAGACTTTCTCCCTCTTTAACTTGGAGTGGACCTCCAGCCTATGAGGCAGGACCCTTACA 
ACTTTTTGCAGCATTCTTATAGACACATCAGAGGTATGACTCCTACTGAGTTTCAATCCAGTCAAGTTGACAAGATGAGAGACCCTACCATAGG 
TCTGTCTCTTGTCAGCTGGGCATCCAAACACATCCCTAGCAAACCATCAGTCCATGTTCTGCCCTGGTAAAGTAAAAGTGCCTTTACAAAGAGA 
AAGTTGGTGTAGATTCAATACATTATCTGACTTCTTTAATGTTTTATTTTTGACAAAAGCCGCCTGAGAGCCGCACCCCAGTCTTGAATTTCAT 
GGAAAAACAAACCGAGTCCAGCTGTTGTTTGTGTTTCCAGAAAGGCTTTGCTTCTTGTCTTACCCAGGGAGTAGAATCCCACTGGGTATCTGCT 
GCCCACTCCTAATATCAAGTATGTAGAAGAAACACACCTGATCCAGGGATGGTGTCAGGCCCATGTGACTTTACCTTGTGTCTGAAGTAAGCAC 
TGTGAGGGGTAGGACACTGCTGCCCAGATCAATACCTTCTATTTTATTCATTCCATGGAAGGAATCATTTCACACCCTTTGAATCATGGCCCTG 
AGCTCCACTACGAACCACTGCACTAAATAGTACCAGATGTTGCTACTGGAAAGAGAGAAGAAGAAAAAAAAAATCAGATGGGAGGAGGGGCCAG 
GAGGTGTGGGGGCGAGGGGGGTGGCAGGAGGGAGGCAGCAGGAGGAGCGCAGTCGTAACGTGGGGATCAGGTGACAGCTGCAGACTCCACCGTC 
AGGCAAGGGTTCAGTTCCAGACTGCTTTCACTGGTTCCCTCTTGAAACCGAGAGCAGACTTCATGGAGGACAGTGACTGAAGAAAAACGGACCA 

GTGATATTTTAATGCACCATTCCAGTCGTTGACTTCAGGAAAAAAAAAAAAAAAAAAAAGAGCAGGAAAGCCCAGGGGTGGGATGTGTGCTTGT 
TGAAGGAGCACCTGGGCCAGTAGCGGAGGACCCAGAAGATGGGCAGACATAAAAACTGATCTTTTGATTTCAAGTCTAAGCACCTTTCAGGCTG 
ATCACATTGCTATTTAAAGATGGGCCTTGGGTCTCGTTGATGAGTGCATTGTCCTGGAGGTGCATCCCATTAAATACAACTTCCCTTCCCCCAA 
GTCGTTGGCTGTGTTCAAGTGAAAATTCCATTGGTTTTTAAGAAGAGTGTCCTGCTCTGTCCTTAAAGCTGACTTTGCAAGTGATCTTAACCCC 
GGGTTGTGTCTCAGACTCTGGAAACTTTAACGTATGTATAATGTGTCAGAAGTTTTGGGTTTTCTGACTGTTTTGTTTTTAGTTTAATTGAATT 
AGAGAAACCTTTGAAAATGGTGATGTTATTTCTGGTATTTAGGAAGCATTTCCGTACTGTCAGTGTCTTGTGTCATCAGAATACCGGTGGCTTA 
GAATCAGAGATTCAGGCCTTTGGCCTGGTACACGGTGAACCCGGGCATCTTATGATGGAGCTTGTTGTTAGTATATATTTAAATGTCTGGAACC 
TTAATAGTAGAGAGGTAGAGGTGTTATGTATTAATCTATCCCACTCTCCGTAGTGGGAGCTAGATGGAGGAGAAGAAAGGCAGGTGTAAATCTA 
GGAAGAGTGAGTCAGGAGAAGATGTGCTTGGTCCCGGTGACTCCATCCATGAGTGCTCACATCTCTGGCTTTTGCAGTCTAGTTAGTGGGGATT 
GGGATGTTAATTACACATTTCCCATCCTTCCTGGCTGTCTCGTAGGCCTTCGTTTTGCTTTGAGAAATGGAATCCTCTGAGACAAGCCCACAGA 
CCCACCATCGGTCTGTTGCCTGGTTGCTGGGTTTTGACCTCTCCTTTCCTGTTCTGTCTGGCCTGAGATACTGCGAGGGGTTGGAGGGGGTAGG 
TAGTTAAGTGACCTCAGGAGCCTGTTATAGGGAGTAGCATGCTCTTAGGCAGGATCAGGTAGCCAGTTTCACGTATTGGAAATTCGGAAACTCA 
AAAGCCTAAGGTATCGCCTCACCGCAAACATCTCAGGTCCCTCTCCTCCCTTCTCTCCCCTTCACTCTCCCTCCCCCACTCCAAGTCTTCTTTT 
TTCCATTCTCTGTCTTTTTGACAGGGTTTCATGTGGCCCAGGCTGGCCTTGAATTCAGTTACTGAGGATGTCCTTGTGTTTCGACGACGTCCTG 
TCTAGCGAGGCCCGAGTCATGCACCAGCACACCACACCCTCCTGGGCTGTTTGGTGAATCTGTGATTCTGCCTTGCCTTATAACATACTCGTCC 
TTCCTATTATAAATAGACTTTTTCTCTTAGAGGAAGTGGAGGTTGGTCACTCGGAGACAAGATTCCAGGGCGGATTGATGACTTGGAATTTTGA 
TCTTGTCATTTCAACACTTGGACAAGGGAACTTTGCTGTGCCTCAGTTCCCCCAGCTGTGAGAATGGAGATAATGACGATGTTCACGTGGGGTG 
GGGGCAAGGGATGGGGCCAAGGGAAGATAAATTAAATAGTTGCTTATTTAAGTACTATAAATGATGTCTGGCCTGTAAAGAGTGATATTGATTA 
AAAACTCAACATAATTATAATACAAAATAATTATAGTAATAAGCCATCTACTTCTTGTTCTTTTTTTTTTTTTTAATGAGGATTGTTAAGTAGC 
ATTGTTCC ATAC AGTGATCTGACAT CAGTACTAAAG CAATAGGAAAATCTTCG CTG CTTC CAGGATCTTCTTGTTT C AATGTTTAGAAAAGAGT 
CAGTATTTCAGTGAGGTGGACAGATGACTACCGAGGTCCTTTATTTTTTCTGGATTGGTGCTATGTTGGAAAAAAAAATACATGCAATTCCTCT 
CAAAGAAAACTGCAGAAAATTGAGTGCTAGTAAAAGCTGTTAATATACACTT^ 

AAGATGTACGAGCCCTGCCCTGCCCACCCTGGTTTCACTTTTACATAACCTCTCCATCCCTTACCCATATATGTGCATGCTTTGCAGAGTCTCA 
TATAGAAACTTGAGCTGATTTTCACTTTGTGCTGCAGGGTCGGTCCCTTGCTTCCTGCATGGTTATTACAGATTTTGTTCTTCAATGCTGTCAT 
TTGTCTAGTGGCCACATTCTGCTCAACCGACGACCTCCTAATGGACATTACACTTGCACCCAGGATCTTAAACCCGAGCAAGGTGTGGGGGGGT 
GCCTGCTTCAGAAACCACTCAGTCTTCCTCTGACCCCCTTTAGAAGAATGAATGCTGGCTGTCAGCCCGTTGGGAGTTATCTTTTCTGTTGTCC 
TAATTCACTTTCACTTTTTAGATCCTGCTGCCAATCAAAGTCCTCAGAGTTAAGGGAAGTCCCTGTCCTTGACCCACTGCGCCTTGGCTCTGAC 
CTGTGTGTGTGCGTGCTATATATGTCATTCGATACATGGGCTGTGATCCTGGGTTTGTTCTTTGGTTGGGGCACGATGAGGCAGTTTGGAAACT 
CCAAGCAGCCAGATATTCTATGGAAGTAGAAGATTAGCCAGGGCTACAAACAATCCACTCTCTGAATCAGTCACAGTATTACATTGTTGATAAA 
AATATATTATTACCTTTGGGGCGTGTGTGTGTGTGATGTGTATGTGATATATATATAATATATAACAGCACCAGTGTGGAGGTCAGAATTCAAC 
CTGTGAGACCCTGTTCTCACTTTCCACCATGTGGCTGTCAGGATCTCACGTTGCTGAGCTTGGCAGCAAATAACGTTTGCCTTCTGTGATATCT 
CACTGGCCTTGATAAAACACACTAAAACATCAGTACCAACAGAAAAAAGCTAGACCCTGTAAGATGCTAAGTATATACATTTATTTCCCCCATG 
TCCCATTTTTAGGTCCACTAAGGTCCCCAAAATCTTTAAGCAAAGTCAGAAACACAGGGCCATGATATAATCAGAATGGGAAGAACTCCCACCA 
GTCCTTTCCTGCAAAGGTAAAACACCCTTTAAATAGGAGTTAATTCTCTAGCAGATAACTAGCTTGTGTTCGTTGATAAAGTACATATTGGGTT 
GAAATTATTATAATTAATTTTGCATGTCATATAAAAGTCCACTATGCCTGCGCTTATTCCATGGATCTCTTTATTCTTAGCCAAGGGAGAGCTA 
GACGCCCAGTCCACTGTGGTGAGGTTTCGTGGAACTAGGGAGATGCCCAGATGATGATGCCTGGCAGGCTGCCCACAAGTAGGGGATGTGACTG 

ACCAAAAGCCAACATTGCATGTCTATCTGTACTCTCCTATAGTTTTATA 

NNNNNNNNNN^^ 

NNNNNNNNNNN^^ 

TTTGACTACTGGGCGGTCTCCCCAGCCCACCTTCCACATCTTCTATAAAACGTTTGGAAAACGTTCTGAGGCCTGAGAACCAGATGCTCCAAAG 
TTGTCCAAATCATGACCTTGACATTCATCTCCGAGGGACCTCTGCTTTCCTGGTTCTCAGTGAACAGCTTTTCCACACTGTGGAGTGGGATTCC 
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TGGCTGGCTGGGACTGACTGGTGGTGGCTGGTGGCTCTGACATTAACCCTTGAGGTCCATGGACATCATTTTGTGACTCAGCAGGTCCCAGCTC 
CTTCGTTCCTTCAGCTTTTCTTCCTTACCTTCCCAGAGCTCTTCAGAGCTCTCAAATCTTTCAGATCTGGCCACATGGTGTCTTCCAGGGGTCT 
TTGCCCATCAAAAGCCATTATCCGTGGTGGCTTTGTTTTGTTAAGGATTGCAGTGTGTGCTGATGTGATGTACAAACTTGGGAACAGAACTCTT 
GTCAGATAATGGGGTGGAGTGTTCTTTTCTGGAGAAAAGTGGCTATTTCATCTATGGGGAGACAGCTCACTTTCTGGTGCAATGCAGCTTGTAG 
AACCATCATTTTCTGTTACTGGTTGCTAACTCTGTCCATGTGAACACATGCTTGCACATACAAACACATGCTCCTTTCTGTTAACATGGCCAGA 
TAGTAATGACTTTGGCACTCAGCAGGGACTCGTTGAATGGGGACATCACCTTTACCTGAGCTGTTGTCTCCTGGTAGCTATGCCCTGCCTGATT 
CTGGTCGCTAGAGCTAGTTGAAGCAGCTCTGAATCATACTTATCAGATTTCAGAAACCCTTCTTGGGTTGCAGTGTGAAAGACTCAGCTGCATG 
TTGAAACCATAATTTGGTCAAATATGTTATTAGTGTTAATTTTGGCCTGTTTCCCTTTACU^TTTCAGGGTAGTGACTAGAAAAAATAGTCTTGC 
CATGTAGTATCCTGCTGACATTTCTATCCAGTGAGGCCAATCTTTGTATAATGATAAGTTATCATTTCTTTCTAAGATGAGAAAATAGAGGCTG 
AGAGTGGTTCACAGAATCACTTGGAGTCACACCGAAGTCGCCTGAAGTCTAGGCTGACTCCCAGGTCCACAACATTTATGGCTATGGACTTGTA 
AATTGATTTTTTTTTTCTGCCCTCTGTCCCTGAGTTGTGGGAGATGATGTCTCACCCTGTGGAATCTACAGAGAGATAAGAGTGCCTGAGCTGC 
TCCTGCAGAGCCCCTTGGCTCACACCTGAGTTTATGTTAATGAGATGACTCAGGGGACAAGCTGGTCATCTATCAGAAGGGCCAGCCCTGTGAC 
TGGCCCGGAAGCTTGGAATGTAGCCAGCGTCCGCAGAAGAGGCAAGCTGGACTGAGGATTAAGTTCAGACACGGGGCTGATGATGAATCAAGTC 
CAGTTGCACCTAGTGAAACATGATCCTGAAGAACACAGAAGCCTGGCCCTCGAAGCTCAGGCAGGCATCGTCCTTGCACACAGGGACATGCCAG 
CAGGGTAAATAGAGTGTCTTCATTTCACACGACTGAACAGAGAAGTGCACGGTGTGGAATACTAGGGCCTACGTTGTGCAGCTTTCATTTTGCT 
GGCCCTGGCTTGCATCCTTTATAGTGAAGCCATTAATTAGCACAAACAAAAGTGCTTTCCTGAGTTCAGGGAATCATCCTAGTGGATTCTTGAA 
C CCCGGGTATTATGGGGAAG CAAAGAACTAGTG ACAATTTAGTCAG AGGTGT CAGAGGCCTGAG AGACAC CACACTTACAACTGG CAGTGAGGC 
CAACGCTGTTGGGGATTGTGGTGGCTTTCTGTAAGAGTCAATCTTGGAGTCGCTGTCAGAGCTGTGTCAGAGCTGCATTGCAGTATTCTGAGAT 
GAAAGCACCCAGTGTCTGCTTGAAGGCCCTGGTGGTGAGAGAACACCGTAGCACTTGGTAAGATAGCAAGACTTGTTTCCCTAACCCCATTTCC 
TTGGAGACAAGAGGCAGCCTTCACTCTAGTCTTACAAAATGATGTGGTGTTGGGAAGACTGCTTTAGACTGCAAGGCTTCCAGGTCAGCAGGAA 
GACCTGTGATATTTCTAGGCCCAAGACCTTCCCACCTTTGGAGGCCCCCTCTATTTCAACTCCTAGGTGTCACCTGAGGGGGTGTGGTGGCCCA 
ACATGCTGGCCTCTTTCTTACAAGAAATTCTTGAATATTGATGTTGAGATTTTGTTCCAGTAAGGAAAGCACTGTGTGGGAAAACCCTAAGTAA 
GGGATTTGCATTACTTGGTCATTTGCATTGTTAGGATTCATACTTGTGGCGTGTCTCACTTTGTTTCAAAAATATGGTGTCATATCCAACAGCG 
CCTTTTCTGTGGACAGCCGTGTTTGGATATTTTAGCCATGGTCTTGTATGGTTATTTTTGGTCTATTTTGTTTTGCTTTCTCCTTCCTGGCTTA 
AAATAGACAAGGTGCCGCCACCCCCAGGCCCAGCTCCAAGGGCATTAGTTTTTAGCTTTGCTCAGACTAGTCCAGTCCAGCAAAGCCTTCTTAG 
GTCACCAAGCTCGTAGAAAGTTTGACTCCTCAAGGCACGTGATAGGGCCACCCTGGAAAATGGGTTTCTAAGAAAAGAAAACTGTCATTACTTG 
GTGGGAGGGGTTCTACAAGAAACGGGAATGAAGCAAAGAGTATGAAGAGTTGTGAAATCTCCTGAAATCTGTTTAACCTGGTCTGGCCCTGGGC 
TCTGTGCACTCTGTCACCAACGCAGGCTTGCTTATTAGAAGTTTAATGGTGGCGATAGTCCAGCCAAATAACTGACAGTAGCTTTCACTGAGGG 
TGTCAAGCAGGTCCCTGCCCCCTCAGTAAGGGTGAGGATGGAATGTCAGCCTCAGTTTCTAAAAGAGATAGAACAGATGCTTAGAACTGACTGC 
CCTAGAGTTGGGTGCTGCCTTCCCCTGAGGTACTTCCAAATGTTTGCCTGTGGACTACAGGGTTCAGAGTACACCTTTCAAGACATAAGTATGT 
GCTACAGCCCTGTGAGAGAGCGAAGGATGTAAGAATCCCCTTCAGGAGAGAGGAAACTCTCGCCATTTAAGTCAAAACTATTAGGGGATAATCC 
CGGTGTCTTATTTACTTTTATTTTTGTGTGTATGTGTGTGTCTATATATGTCCACTTGTACATGCCTGCTCTTGGCTGTGTGTGTGTGTGTGTG 
TGTGTGTGTGTGTGTGTGTTCCTGTGCTTACQTGGTATATATCCAGCGAGCCCCTTGGATTCTCCTGTTTCTGCCTCCCAAGGATGGCTGGATT 
CTTCTGTGGGCATTGGATCTGAACTCACACTCTCATACTTACCCACTGAGTAAGCATTTrACCCATTGAGCTGTCTCTCCACTTCTTTGATAAT 
GTGAGTTTAAGTGACCTGAAATGTAAATAACTAGCCTGCCAGTTCAGAGTTAATAAGACAAATAAGAGGGACTCGAGAATGCCTGATTGTAGAG 
CTGGTATTGTGGGAGAAACAGAGCCACTGGGTCAGTGAAGACCCTGTCCAAAGTATCTGTGATTGTTGATCCTATTTAGATGGAAGGGCTGCTG 
CCAGGTCTAAGGGCCAAACCAGACCTTTCTTAGGCATATGCCTGGGACAGAGCTCTCTATCCCACTGTGAGCACTTCTTGAATGCATGCTGACC 
TGAATTCAGGCAGGGCCTGTTTCCAGACCTCTCTCCGCCTGGGTGTCCCTCTTGACCATTTTTCCTCACAACTCTTTTTCATTCACTTCTGTCA 
ACATTGCTCATAAGGGAAGTAGAGAGATGGGAGCATGTGAGAGGAGGGACAGGCTAGAGGCCGCCAAATGTGACAGATCTTATTCTCAACCTCA 
CCTATGGGCCTATTTGTCACATGTAAGGTCCAGCAACTGTTCTTTGCCTCTTCCTCAGCCTGGTACCAGCAGAGTTCATCTTCCCTGCACGAGC 
TtCCCATGAGCTGTGACCCGTGGTGTCATCCAGGCGAGTCTCCCAGTGTTCTCAGAACATTCTGGCATTGATACTTCGCTACAGTTTTTTCTAAT 
GTTTCCTCGTCCTCATCCCTTCTTTTTCTCTCCAATTAGATTTATCTTTGGGGACTATTTTTAATCTCCCAAATCCCTACCATAATGCGGAACA 
AC AC ATAATTAATGGCT CTTTCTGGCT CATTCTG ATGTTCATCTC ATCTAAAAATATTTAACGAGCACTTGCTATTCAGAG CAG ACGGTAC AGC 
CTGAATGAATACAATTTCTCTGAATAACTCATTTAGTAGTGGTTCATTTAATTATTGTATCAACTCTGCTGCCCATTGATGCTCTACTTTACCC 
AGAAGTAAACTAGGATCTAAAGATGCCAAACAACCTTCCGGAGCCTGTAGCGCAGAGGCGCAGGGCAGCCTGCCACCATTTCCCTGAGCAGACA 
TGCCTTGCCACCTAATAGCACCTTTGCTTTCCTGGGCTCCACTTTTTTTTTTTTTTAATATTTTTTATTAGGTGTTTTCCTCATTTACATTTCA 

ATAAAGTTTGCAAGTCCAATGGGCCTCTCTTTCCAGTGATGGCCGACTAGGCCATCTTTTGATACATATGCAGCTAGAGTCAAGAGCTCTGGGG 
TACTGGGTAGTTCATAATGTTGTTCCACCTATAGGGTTGCAGATCCCTTTAGCTCCTTGGGTACTTTCTCTAGCTCCATTGGGGGCCCTGTGAT 
CCATCCAATAGCTGACTGTGAGCATCCACTTCTGTGTTTGCTAGGCCCCGGCATAGTCTCACAAGAGTCAGCTATATCTAGGTCCTTTCAGCAA 
AATCTTGCTAGTGTATGCAATGGTGTGAGCGTTTGGAAGCTGATTATGGAATGGATCCCTGGATATGGTCCATCCTTTTGTCACAGCTCCATAC 
TTTGTCTCTGTAACTCCTTCCATGGGTGTTTTGTTCCCATTTCTAAGGAGGGGCAAAGTGGTCTTCGTTCTTCTTGAGTTTCATGCGTTTAGCA 
AATTGTATCTTATATCTTGGGTATCCTAAGTTTCTGGGCTAATATCCACTTATCAGTGAGTACATATTGTGTGAGTTCCTTTGTGATTGGGTTA 
CCTCACTCAGGATGATGCCCTCCAGGTCCATCCATTTGGCTAGGAATTTCATAAATTCATTCTTTTTAATAGCTGAGTAGTACTCCATTGTGTA 
AATGTACCACATCTTCTGTATCCATTCCTCTGTTGAGGGGCATCTGGGTTCTTTCCAGCTTCTGGCTATTATAAATAAGGCTGCTATGAACATA 
GTGGAGCATGTGTCCTTCTTACTGGTTGGAACATCTTCTGGATATATGCCCAGAAGAGGTATTGCGGGATCCTCTGGTAGTACTATGTCCAATT 
TTCTGAGGAACCGTCAGACTGATTTCCAGAGTGGTTGTACAAGCTTGCAATCCCACCAACAATGGAGGAGTGTTCCTCTTTTTCCACATCCTCT 
GGACTCCATTTTTTAGCAATAATAAAAAACTAAGGATGACATTGATGATTTCGGATAGTGGCAGATGTTCTGATATGTGGTCAAGGAGTTAGCT 
GAGAGAATACT C ATAATATCAGGAAGAGC CCTTCTGGGAGACCACAGTCACTGAGCCCTGCGTGCTGT CTG CTCTG CAATGGTTAGG AT AGG AT 
GGAATGTGGCCCTCAAGTGTCTATGTTTTGGAAACGATGTTTTCCCGACATGGTGATACTGCAAAGTTTGATACGTCATAGGAGGTCAACTTGT 
CACTGTCCCTGGTAGAGCATGAGACTGGTTTTGTGGAAACCTGACAGCAGAGTTGTTATTTAAAAAAAAAATGATGAGAAAAGAAGTGGGTAGT 
CCAGCCCAGCTGTTACCCTGGTTTTCTGTCCCCCCTATTTCCCATCCCAGCTGTGATGCCACCTGTCATGATGTGACACAGGCAAGGTGACCTT 
CACCAAAGTTAGCACCATACTGTAAGAGCTTTAGTCTCTGAAAGTAGGAAGTAAACAAATCTGTCTTTGTATCCCGCCTCAATTACTTTGTAAT 
GGGAACGGAAACAGATTCCTGCACCCTCCCCATATAGAATAATCCTGTGGAGGTTTCTTCTACTCCTTGAATAGTTCCTCAGCTGACAGCAGCA 
GGATGTCGTAACATTTCACTTGGAAATCATGTAAGATTCTCCCAGGCCAAAGGCTCAAATGCAGCAGAACTCCCAACTCCTGGTACTGGTTGCA 
AGTCCCAGGGTGTCACTGCACTTCTGACCAACTAGCTGGCAATAAAAGTTCTAGAACTCATTCTCTAGATTTGATTAATTTGCCATGACAGCTC 
ACAGAAATTGGAGAAACATTTAGTGAATTTGCTTAATATAAAGGATATTATAAAGCGTGCACATGAACAGGCAGACAGCAGAGCCATGTAAGAC 
GATGTGCAGGTCTTGTGTCATATGTAGGCATGCTATCCCTCCAGTCAGTTCCACATGGCCCAGCCATCTGGAAACTCACCAAACCTTGTTCTTT 
TGAGTTTCTATGGTGTTTTCATTAAGTCTGAATGATTGATGACATTTTTGGCCATAGGTGAGCAATTCACTTTCATCTTCTCTAGATCAAGATT 
GAGGGCTAGAGCCGAAATTCCCTAGCCTCTAACCCTGCTTTCTACTTTCTGGTATCACTTCCATCTGGAAGGTGTTAAGGGCTCCCAGACTGCC 
ACTCACCTTGTTGGCATACAAACAGTCACTCTTATCTCTTTGGAGATTGCCAGGGTCATCTGGGTGTGCGTTGCTTAGTATCACAGTATCACAC 
TGAGGGAATGACTTGAAAGAGTGGTTAAACACAGAGAGCCTTGGAATAGATCATTGATGTCTCACACCTTACCAACGGACTGTTCTTGCTGTGA 
CTCACCTCTGTCTGCTTTGTGTTGTAGTAGGGCTTTGTTGAGCTTAAGGAGTGCTCGAGGGGTGGGGTCAGGAGGGAAGAATGAAAGAATTAAC 
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CAATGAGCTTGCATCCAAGAGGTTGGCAATAAATGTCATARGCAAGAAGCCGAGTCCCTTTAGTGTGGAAAGAAGAGGTACTCTGTGATTCCCT 
GCCCTCAGGAGGTCTTCCCCCCGCTGTACCATGTTGGATATGGCCTTCAGGGAATGTGCCTAGGAAGTCCGACGGTGCCAGAGGTGGAGTGCAA 
ACAGGGTCAGGTTTCTGTTCTTCCCTCCTGGGCTGCAGGGATGGTTACTGGGATGGTTCTCCAGTAACCTTGAGCTTATGTTTATAATCTATGA 
TCCCACTCCAGACCAGCAGGCTGTATTGGTTGGACCATAATGTGGTCTACCAGATGGGGACACCTCAGCTTTTGACCCGTTACTATATCCTGGC 
ACTACAACAACCACCTCCAGAGGTTTCCAGACCCTTTCTCCTATCTCTTCGTGGGAATGGAGACCATGCCTGGTTTCAGTTTGACCTTGCAGAG 
CTCAGCCATTGCGGGTGATTTGAGTTTGGCATGTGGCTGCAGAGGCAGCTCCTGCCTTCCCTTCCAGGCAGTTGATGGTTAATATACTTATCGT 
TGCTAACTATTCTTGCCAAATATAGACTTATAGCTCTGACTTACAGAAGTCAGAAGTAGAAGCTGTTGCGATATATTTTTTGCGGACTGAAAAC 
ATTGGGTAAAGAAAGCATTCCAAATTGTGATAGGAGCAGTGGCGCTTCTCCCATCTCGCTTCCTGAATTCCCCAGGCCAAAGCCCTTTGACCTG 
CAGATCATTACAAAATCCATGGGTGTAAACGCTGTTGTTTGAGTGTGGGGTTTCCTTCAAAACAAGTTGAGTGGCTTACGGATTTGACTGGCCA 
GTTCTGTTCATCACCATTAGGCATGGGTCCCAACCCCAGTCTCCATTGTAACCCTCGTCTTTTCCTCCCCTCTCCTGACCATAGATGACTTTTT 
TGTTTGTTTGTTTGTTTTTTTGTTTTTTTTTTTTTGTTTTTGAGACAGGGTTTTTCTGTATAGCCCTGGCTGTCCTGGAACTCACTTTGTAGAC 
CAGACTGGCCTCGAACTCAGAAATCCGACTGCCTCTGCCTTCCAAGTGCTGGGATTAAAGGTGTCACCACCGCCCGGCCCATAGATGACTTCTG 
ATG ACTTTCT CTG AAT AT AATTTCCAGTGGGAATGCTTC ATGGTAGAAGAATGTAGT CTTTTG AAGCTTGC C CTTGATGTTTCTAG AGATTTAT 
TGGATTTTACTTAAATCCCATTGGGAAACATATTTTCGCTGTGAAGTTGTGATGTGTTTAATTTGGGGTATAAGATAAATATGGTCCTGGGGTG 
GAGGGATACATGGATAGTGAAGTAAGTTTTTCTTTTGTGCCATGCGCTGGTTTAATGAGTAGCTTTATCTGTTTGCTTAGCTATGTTTGATTAT 
TTAGGCTTCTTCTGCCTGAAAAGTAAAGAATATTTGCCCTGCCTTCAGAGAATTAAATGAGCAGCATAGAGTATGTGGCTGACTCTTGGGAAAA 
ATATGACTTTGTTTAATAGCACTACACTATTAACATTCTTCCTCTTCAGCTTTGCAGTGCCATCTCAGTGTGTCCCCCCATCCCTTCCCCTCTT 
GATTAACCAGAGAATGTAGGGTTTCCCAAACACACAAAAGGTCTCCAAGGAAAAGAGTTCTTGGCTCAGAAAGATACCTCAGGGTGAGCTTGAG 
CCAGGTCTTGTCCATAATGAGGTTGAGGGATTCTTCTGAGAAAGGATAACTTTTGTGAGTGCTGCCGGCGAAGAGAAGGTTCTACATGCTTGCT 
TCTT ATGGCTTG CCTGGTGGGTT AGGC AGCCTCCCACC C CC AGTACC ATCTCAAC CTTGGAC CATAT CTGG CTTGACTATAAGGTAATG ATAT C 
CTTAGGTTGGCTCTCAGGAGCCTTGTCTTAGGTAGCCCACAAGTTCTGGCATGACTCTTGAATAGCAGATATTCTAATATACAGACACTTATAT 
GGAGAGAGTTAAACTGAGAAATAAAATGTAAAGTGG CTCTATATTAG CTTG CTTGGGTTACGTATTAGTCAGTTTTCTGTTGTGATAACAAAAG 
TCAGTGCTGGATACTTTATAAAGAAAATATTGGTTGCTTTCGTGGTTTTAGAAGTCAGGAGTGTGAGATCCAGTGGCTCTCTCTGTTGGGCCTC 
TGGTGAGGGCTTTGCCATGGATTACGTGGATAATATTTCAGCTGTGGAAGTATGTGCCAAAGAGATCAGATGTCAAGAGTGGAATCCAGAGACA 
CTCAGGGCCTAGAGCTGCTCTGATTGGTACTCACATGGGTCATATAAGAAATGTGTTCACCCCTTCCAAGCCCAGCACCTGTTGACCTTACGAT 
CTCCCACTATGCCCCACCTGTTAAAGGTTCTAACATCTGTCAACATCACCACCCTACAAGGCTCTTAGTATTTGAACTTTTGATTCCTTGCTCA 
AAGAACATCCAAACCACAGCACGTTGCTATAACAAAACACCCCAGGCTGGGTAACTTAAGCAACAGGAACTAGCTCTCCCACAGCTAAAGGGCC 
CAAACTGTAAGACTTGTAAGATTGGAGTAGCCAGAAGGTAACTGTCCTTTTACCTTGTCTCACCCGCTCCTTCACGCAACCTATTTCTTGTTGT 
TTGTGCGGATGGCAGGCACGCACATGTCACAATATAATGTCCATGTCAGAATAGGGGAAAGGGGTGAAGCAGGAGGCAGAAGCCAGCTGCAGGT 
GCATGGGAAGGAGCCCGGGGCTGCTCCCCCTTGGAATCACACTGATTTGTGGAAAGCCTAAGCGGGTTCCTGGCAGGGGACTCAAAGATCTTAC 
AGTTTGAATCCGGTTCACATAAAAGTCATAAGCACGAGAAAGCAGGCCCAGAGCGCTTTAATTGTCATCGTTGTGGAAAGTTACATGACTGTCA 
TCAGCTGTTGGTTCTGGCAGTGCTTTCTGGACTAATGTAAATAAATGAGCTAACAGGTTTAAAGAAGGAGCGTGTATTTACATACTTGTGAAGT 
AGCGTCAAACAATCAGTCTGTGCTATTCAAACACACACACAAACACACACACACACACACACACACGCACGCACACACACGCACACAGACACAC 
ACACACACACACACACACACACACACACACACACACACACACACGAAATGTGTGGCTTCCTCAATGCAGGCTCCTCATGAAGGCCTGAAGTCTG 
AAGGTTATGATGAGTAGTGTGAGTAGTGGAAGCCCTGCTTTTCCCCTTCATGGGGTTTTGACCTGAGTCTGCCTTTTTGATGAGAACAGGCTCT 
CCTCAGCAGGCTGAAGTTTAATCTTCAGCCATTTCTATAGCACTTCTTTAAGGCATGGACTTGGGAGAGCCCCGGACTGCTTCAGAGGAGGGGA 
GAGTGAAGTGGCAGGGGCAGAAAGGAATCCCACAGCCTGTGATAAAACACTCCAGAGTCACCATGTCTTGGAAGTCTTCCAAAGGAAGCTAGAT 

ATATGTAGCTCTGTATGTGTGTGTGTGTGAAGGTCAAAGGTTGACATTTTGAACATTTTGTGTCTGATTCAATTACTCCACATTACTGAGACAG 

GGTCTCTTGCTGAACCTGACGCTCACCAACTTAGCTCTCTGTTTGCTAGCCAGGGAACTCTGGGGACCCTCCTGTCTCTGTCTGCCCAGTGCTG 

GGACTTGGGGCATCCAGCCATGTTTCTTACATGGGTCCTAGGGAATCCAAACTCAGGCCCTCATGCTTGCAGAGTAAGGACTGTGTAGTGACCA 

AGCCATCACTCAACACCCCAGGCATGATTGTTTAAAAGCACATTCCTCTGGAGGGTACTAATGATGCTATCAAAGGAAACAGCTGAAGAATGAT 

GAACAAAACATAAGCAACTGGCCCTCTAACTGCTCGTGGATGAGTCCATTGCACCACAGATTTAGAAAGAAGCCTCTTACTAAGGGCACAAGGA 

AATCAGGAGGGAGCAGTTACTGGTTTGGAGTCTCTCAGTGCCTTCATAGTCTGGGATAGC1TCTTTCCAGAAGGCTAGGTTTTGTTTGTTTTTC 

AACACACAGCATGATTCAGGCAGAGGAGTGGTAGGCACCAGGAGGGAAGCAGAAATACCCATGCTTAGAAGATTGTGCAGAGGTGTCTACTTCC 

TGTAAGCATCTATGGCCTGTCATATTCTTTTGTCCAACACAAGAATCCAAAAAAAAGATTCAATGAGTTCCAAATTCAAGCAAATTCTGGTATA 

GGTTTACCAGATTTTTCTCCCTTTACCTCTCTAAATGTTATGAAATCCAACTGAGTCAGATTCATGAACACAAAGAAGAGAAATGACCTTTAGA 

CCGAGGTGCAAAGATAGTTTGTGATGGGTTTTGTTTTTCTTTCTGAAATAGGATTTCATGTAGCTTAGGCTGGCCTAGACCTTTCTATATAACT 

GAGGCTGGCTTTGAAGTCTTGATCCTCCTACCTGCAGGCTCCCCATTGTGAGGGGAAATATTAGGTAAACATGCCTGGCCATACATGGCATTTT 

TGAAGTGGCCTCTACCTAGGATTTGTCACTAAAGTAGACAGGGAGAGAGAGGTTTACTTTATGTTTTAGTGTTCACAAATGGTTTTCATAAACT 

CAAACCATAGTTCCCTAGTTCTTCTGTGGCTCCTGTGGTACCATCTCACCAGGTTCCATGCCCCCTGTGGGAGACCCATGTGCAAGGGGACTTA 

AG AGTCCCTCTCCCCAAGAAC AGATCTTCCAC CAAAGCTATTAACCTGGAAATATAAACATGAAGTGATAAATTCAAAACTAG AATATT CTAG C 

ATTGTTTTAGTTCAAAGTTACACACAGGCATGCATCTGGTTGGTAAAACTTTTACAGAGTAGTTCTGAGAAAAATTGGTAGTCATCATCAACTA 

TTGAGGCATATACTACATAATAAATACTTTGTATATGTAAATAGTGTATTTTTGTTTACCCTTTCTATAGATTACCATTTCGTTAATGAAGTGA 

ATTTATCACAGAAGTTTTTAATTGTTGGTGTGTGTGTGTCTGTGTCTGTGAAGTTCCGTTTCCTAATTTCCTGTGTTTGTTTGTGACAGAGTCT 

TATGTGGCTCAGGCAGAACTTGAACTCACTCTGTAGCAAAGAATAGCTTCGAAGTTCTGATCTTCCTGCTTCCACCTTTCAAGTATTGGGATTG 

TAAGTATATGCCACTATAC C C AGTTT ATGTGCTGT CGGGTATTG AACC CAGGGCAGTGTGAGTTCTAGGTAAGCC CTCTAGCAC CTG AGCCATC 

TCCCT ACCCC AT CAT AAT CTT ATTT CTGGAATTTCT AAGACTATATATC ATATCCTT AC ATATCATTTCTAC AAATAC ACACATACTTCTTTCA 

TATAGTCTGAGCAAGTTTGTCAGGATTGCACTTTTTTTGTTGCTTGCCAATCTGAGCTGTGTTCCCCTTTCCTTGGTTTCTCGGAAACAAACAG 

TCAGACAGAAAGGGCTAGCTGGTGAGAGAGGGAGGGAGGGAGGGANNNNNNNNl^^ 

NNNNNNNNNNNNNN^ 

NNNNNWTTGTTTACCTAGTACTCACAAAACCACTGGGAGTCAGCCCCTTGCCCCTCCTTTCCTTTGCCTTGGCCTTTCCTCCATCCCTTATGTG 
CTAGAAGAGAGCACCTTCGTCCCTCTTCTCTCTTGCCAATATAGCTTCCCACAGGGCTGGATCCTAAGATAATTTAATCCATGCCTCCTTGTAC 
TAAACTTGAAGTCACTTGTACTGTCAAATGGCCACTCTCATCTATGGGGTATGTGGATAAGTTCATAGGAAATGAAATGTAGAAGGCCCCTTTG 
ATGGCTGTAGCGGCTGTTCCATGTACTTCTCATATTAAGGTGCTCTGTCCCCATCTCCGGACATTTTGGCCTTAGACACTTGACATCAGCTAGG 
TCTTATTCTTTCGCCTTATCTTTGTGCCTACAGAACCTCAGGATACTGCTTGATATAGTATCATTTCCACTGGGGGAGCTATAAAATAATATTT 
ATTATATGCCAATAATTCTGTCGTTTGTGAGCTATATTATATAGAACTGTGTCTGTGTGGAAGTCTGTGGATGAATATGTCCAAGTTACTGATA 
TGGGAACTGAGATGCGGGTATACTAAATAACCCACTGGAGGTGATGCAGATGGTGAGGGCTAGGACCAGACCGCGTTTTACTACAGACTTGCTC 
CATCCAGTCCCTATATTCACTGCTGCCAATGCCCTGGCTGCCTAGTAACCCAGGAGGAAAGCAAGGCTGTCACTAGTCGTCATCAGCATTCTTG 
CAGCAAGCAGTAAGAGTGCCCTTTTAGAGTAGGCAACACCCCCACCCTCCTGTAGATACTAATTCTATCTGCTGACAGTGTTCTCCTTACACTT 
CTAAGGCCACTTCTGAGCTTAGCATGAAGCCTGTGTCTGCAAGGTTCCTCTGTAAAACACCGGCGTTTCCTGCTTATGGGTTAGGCATGTGAAT 
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GTTCGTTCTTTAGCCCCACGGCCAGAGAATCAGATCCCAGAAGGCACTGCGGCAGCTAGO^GGACTGGGGCGGAAGTGTGGCTACAGACAGGG 
GTTTCTCCTGAGAAAGTCTGGCACTTCCAGAGGTTGCCATTGAACTCATTTGGTCTCTGCAGATGGCTATTAAACTGTGAAAATTCTAGAATGT 
TC ACTTGCCAAAGTTTTTGTATGT CT AAGGCTTTTCTTTT CTGGTTACTAATAAAGCGTT CATCATGTAC C CCATATGGTTTCAG CAAACTTTA 
TGTTTGTTAACTTATTTTGTTCTTAGAATAGTATTGCATAGGCACTATTTTCTACTCATCGGTAAGGGGAAACCAAGGAAGAGACGCATGAGAA 
GCCTGCTTAGGATCTCATGGCAAGGGTTTATCAGGGCCGGCTCAGCCTCCAGCAGCTTCTCCATTACTGAATGGAGTGTAGGTGGGGTCATGGT 
GCTGATGAGGAGTATAATGGGGTGGGATGTATGGGATGCCATGTGATGTATCTGTAAACCTTCATGTAGGTGTCCTCTACCCCAGCCCTGTGCA 
TAGGGTGTATTATGAATGATTATGTATTATGTAAGACAGTAAACGGAGCTTTCCTAAGGGAGAGGGATTCAACAAGTTCCTCGGAGGCTGAGAT 
CTCACTGGAGGCTGGGCCCATGTGTCTCCAGCCATCATTGCTCTTCCTCTACTCCAACCACGCCAACAATGTGTTAATGATGCTTTTATTGGGG 
TGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTTTTGTTTATTTGGCTACTCTGGCTGGCCAGTGCGGTACCAGGAATCTGCCCATCTCTTCCTCC 
CGAGTGCACATATCACAGACATATACTATTGTCCCTTGCTTTCTCAGGGACACTGGGGATTCAAACCCTGATCCTCATGCTTGTGAAGTGGGCC 
CTTTACTGACTAAGCCATCTTCCCAGTTCCCACCCCCGTGTAGTATTCTTCTGTTATCAGGCCAAACAAAATTACCCCCTCCCCTCATTAGGTA 
ATCATTTGATATGGTCTGCAGGGCCAAAAATGACCTCATGAGCTCTACTCTTACCTTCTGCTGCTCCCAATCCCATACTCACCCCTAAGAGGTA 
CAAACAACCCCTACGCAGATCCCTGTGAAATATCCCTGTCAGATACTGGTATTTCACGCAGCCTCCGACTCCACCCAGGAGAGTCTCCGTTTCA 
TCGTGACACTGTACAGCACTCTTGTGTGAGGACGGACGCCTGACATGAGCAGACAGAGCTGGATGCTGTCTCTTCTGACCCTCAGTGAGAACTT 
GCTTGTCCAGGTGAGATTTCAGTCACATGCGGCCTTTCTCTTTCCCTCCCTACAGATAGTAGTCCACAAGGGTCTTTCCCACATGGCTCAGACA 
TATAATAACACACATCATTTCACATAGATAGGCACACAGCACCCCATGGTAGAAGCGTTCGGTGTGTCAGTCTCGGACTCTCTCTGATCCACCC 
TTCCCCCATGTTTTTTCCCCCCACTAGGCAAATGGAAGGCCCCTTGCCACCTGTTAGCATTACGTCATTGGCTCCCCAGAACACAGTTGTACCC 
AAGGCCTTAAACAAAGTAGTTCTTCTTGTATTGTTTGCATTCAAAGAGCTGATATCATGCCAGCTGATGTCATTGTGTGTCTTTGTGTGAGTGC 
TATGGCAACTGGGCAGGTGGGGAGCCTCCGGCTGATGTCATTGGGGAAGGAGGGGCAGAGACTGAATTTTAAAAAGCTCTCTGCTGAGTTGTTT 
TGTGTCTGGGGGTGGGAGGGTGTTTTGGTATGCCTTTATTTTTTATTTTTTCAAACTAGCTGCTTTAAGACAAATTACAGCTCGAACACACTAA 
ATAAGAACAGAGACGCCTCTTCCCCCTTCCAGCCTCTTTTGAGTTTAGGTTCCCAGTCCTTCCTCCCATCTTACATGGAAAAAAAAAGGTTGCA 
AGTGCCTTTTTCCTTCAGAAAGAAGGGAATTCGGTTCCCCTGGCAGGATCAGCATGGGGCTGTTTACTGGGGGCTTTGTGGAGCCCAGGAGATT 
GCCACACAGCTCCTCCCTGTGTCCTCTGTGGAGTTTGCCACAGTGGCAGTGGGTAGTTTTGCACTCTAGTTGTTAAGTGTTCACTGGTGAGGTG 
GTTTTCCTCGTGTCTTGCATTTTTCTTTGTAGTTGGAAGGCTTCCTTTGGGCTAGCCACCCGGCTATAATGATTTCACCACAGAAGACAACAGC 
AAGGGCAGAGTGTAATTACAGAAATGAATTCAAATGAAGTCAAAGCTCTGACATGCTCTCCTAAAGACATGTTTGTCCCT'XCCCGTATCTCCTT 
TTTGACTGGTAGAGTAGACACAGGATGGCCCTCCCTACCAAGTGGACTGTGAATTGTTGCTATTCCCTTCTGAAAATATGATCTGTGCTCTGTT 
ATACAGCTGGGTGTGTGCATCGGTTCGGGGACACACTGTGTTCAGGTCACCTGCTCTAGTGGTCAAAAATGAGACTCGTGGTTTGAAAGGATGT 
GGTTTCAGTTCAGAAGCTGGTGGACAAGTGAACTTCCTGTCCTGGTAGCAGAGCCTCACTCAGTCTGTTCAGGCTTTGTGCTTTTAGCCTTAGG 
CTTTGGGACACTCAAGACCTCTGTTACTGGGAAGACATCGCTTCTAGGAACTTCCCAGGGTCTCACCCTTTTCTAGAAGACCCCACGTGTCCCA 
CACTCCTTTGGTGACCCCTTCCCAGGTTTCCTAATGTCTCTCTCATATACGTAGTAGAATTTGAGCTCCACAATCCTTCAGGTTTGTTTGTGTA 
TAAATATGTGTAGCATAAGTAACAAACTCTGACCCGTGCATTCCCTTAACCGTTCTTTTTTGTATGGCTAGGCATTTTTTTTCCAGAAAGTTTT 
AAATTAGCTCTTTTTCCTTTAGCATTAAATAGAATCATTTTCTTTGATTTTATAGTTATTCCTTTAGTGGGTACATAACATCCCATGGATGTAT 
TTAATAGTTTTATTTTTGGTATTTACTCAGCCTTTTCTTTCTTTTTAAAAAACTTACTGTTGTTGAGTGTTTGTTTGAGGTGATTGTGTTTGTG 
TATGTGTGTGAGTGTGGAAGCCAGAGGCTAGCTTTGTGGAGCCAGCTCTCAGCTTCCACCATTAGACAGATGGAGTTGCGCGAACACCCCACGT 
AGCTGACTGCACAGCTGTGCTTGTGCGAGTTCCTTGAGTGACTCTGTACTTATACAAGGCCATGTCTGCATGGTAAATGTGGGAAAACTGGTGC 
GGCTTTAACCTCAAACCTTTAAGAGTTCCAAACTCAAGCCTTGAAGTTAGAGCGGAGCCTTGAGCTCGGAGTGTGCCTTGTTAGATCCATCAAA 
GGTCACTGTTAATGGGTTAGTGTACCCACAATCCTCTAAAAGCTAAGTACAGGAAAATGGGCCACTCTCAGATGCCACTGTCTTGGAAGTCAAG 
ATCTACAAATGTCAAGGACATGTATGGAAGAAGTGAAAATGTAGATCCTGAGTCACTCTTCCAACCCTACGCTACATTAGCCAAGCCGCCCTCT 
GCGTTTTCTACCTTTGGGCAGTCGGAGAAATAAGATGAATAGAAATAGCTTGTTCTTGCATAGTGGCCATGCAAGGCTGGGGGTTGGGAATATA 
CTAAACACTTTATCTGTGTTTATCTGCATCTCGGACTCACACTCAGAGAGACATGCTTGTGCAACTCAGGTCAGTAGTGCAAGCCGAACACTAG 
GCTGTGTAAGCTGGCTTTTCCACAAGCCCTGCTAGTAACCGCTCTGCTACTGAGTCGACTTGTCCTTCTGTAAAGTGAGTCATAGAGGGGACAT 
GACATGTGTGCACAGTGCCAGGAGACAAACGGAAGTCCTCTGCAGGGCGATATCATCCCTGATTTTCTCAGCTCCCAAAGTACGAGTTCTATAT 
AGGCCAGGGACCATATGTCTGTTAGAGGCAAATCAGATTTTCAGTTGATGAAATTACGGGGTGCTGTGTGGAACTTGTTCCCAGGCACCTTGGC 
CCAGTTTTGCAATAGGGGTCACAGTGTCCTCTGAAGCTGGCTCTGGGTATCCAAAGAGGCTTCTGGCTCTTGTGTTTTATTTTAGAAATGTTAA 
AGTACGCACATAGCCATAGTGACACCCATTTCCATGGGAAAGCCGACATTTTTTAGCCCTTCCCCTCTCCTGCCCGACTGTGGGCTTCACTCAT 
ATGTGATTTCTGTGTTTTCCTTCTAGGGGGAGTCAGTAGTTTTAAACAGAACCATGGAAACCTCTGTGACAACTCCCTGCAGCTCCAAGAGTGC 
CGGGAGGTGGGGGGTGGTGCATCTGCGGCCTCGAGCATGCTACCTCAGTCTGTCCGCACCACCGCTGACATCGAGAACGCAGAGCTAACGCCCA 
TCCTGCCCTTCCTGTTCCTCGGCAATGAGCAGGATGCTCAGGACCTAGACACCATGCAGAGGCTCAACATCGGCTATGTCATCAACGTCACCAC 
GCACCTTCCTCTGTACCATTATGAGAAAGGCCTCTTCAACTACAAGAGGCTGCCAGCCACAGACAGCAACAAACAGAAGCTGCGGCAGTACTTT 
GAAGAGGCCTTCGAGTTCATCGGTAACTATCTCTCACAGCAGGGCGGGCGGAGAGCTTCCTCTTGGCTCTCTCTTGCCTCTACTTCTGGTTTTG 
ATATAAGGTCTGAAGTGTATTCCTATGTTAGGGAAAACAACAACAACAATAACAACAACAAGAACAAAACCTACCTAATGCATAGTCCTTCCTG 
TTAGTCTCAGAACTACCTGGATGGGCATAATTGAGATAATAAGCTTTCTGTTGCCATCATTGAAACACCTGAAAGGTTGTCTTAAACGGAGGAA 
TTATCTTG ACTT ATG ATCTTGG AGGTTTC ATGT CTTGGTGCTTTGATT CTTGGC CTGAGGTGAG ACAG AACATGG AAGGGAAGGAGTC AAGGTC 
AGGTGGAAAGTTCCTATACTCAGCTTCTCATCAGAGATGCCAACTGTCATCAGTGAGGCCTGTAGAGTACTGGTCTACCTCATGGCCCTCGGCA 
GCAGTGTTTCACTCCTCACTTCCACATACCCTGACCCTCCATGGCCATCATCTGGAAGGCACGGTTCCCAAGTAGCTCAGAATAGAGAGCAGCA 
GAAAGTGTTGAGTTTCATATTAAAAGCTTTGGATGCCTGTGAGCACTGGACAACAGTTTTTGTGAGATTTCTAGATTAAAACACATCCCCCAGG 
AAGTGT C CC CAG AGGAATGC AGGT CAATG ATAAGGTAGAGG AGAAGGG AGTAAAG AGACTTGTCCCTTAGCTTT AATCACCC ACACTGGCTGCT 
TCCCAGTAGACAAAGAAACAAACAGGATGTAACTATCTCTCTCACCAGTCTGTAGACAAGCTTGCTTTGAGAGACCCAAGAGTAATGCTTCAGG 
AAAGTCTCCCTTTGTGAACACTAAATGACCTCCCACACCAAGGCCGTAGGACATGGTGGATAAGAATGAGTGAGGTGCCCACTGCCATGTTCTG 
TGTCACCCCATGAAGGCTACTGACTTTTTGGCAAATAGGAAGGGAGGGACCGGGACAGCATTTAGCCTTGAGTGGCACAGTGTCTGAGCTACTT 
CCTCAGGCAAGCCTCTACCTTCTAACATTTTAGAAACCTTTGGAAACAGTACCACCAGCTGGGGATGAAGCATTTGACACATGAGTCCGTGGGA 
CCATTTCAC ATT C ATATTAAAG C AATAATCATCCT CTTTGTC C AACATCTGTC AACTGGAAGT CCCTATC CT CCATCCTCCCGTTAAC AAAG AC 
G CCATGG CGG AGGTTGGCACTTAGACACTGTATGAC CAGAAGATTAAAAGGG AG AGTGC AG AACTGCTC AGAGCT ATTCCTGCTGC CTAGTCTA 
TGTCCT CC AAGCCCTGAAGGAAGCAC C AAGTAGAGACGTGATGTCAC CTTAATTATTCCTAAACCTT CACATAG C AAATTGGTCAG CTTTATTC 
ACC CAGCATAGGGG AAG AGATTT C C ATTGGGCAC AGTG AGTTAT AGTGAGTC AC AGTGTATGG CTTATT CACTTGAGGTTGAGGCAAAGGCAG C 
ATCGAGAAAGGGCTGGCTCTGAAGAAACTTCTTCAGAAGCAGGCCATGCTGTGGTAAGTTTCTCCGTTCACTTTATCCTTGCAGAGGAAGAATG 
G AAGGATGGTGTGAATTGTCTGTC ATCTTCCAC C CAAGTGATCT C AGTTCTTAAAC ACTGAGTG AC AAGG ACTG ATGTTAGTG CC C ATGAG AAG 
AAGGTATATGTTTCCTTTGCCAGTTTGTCTCCTGCTGAGAGAAGCAGGAAAGATCAACCCCGCCCCCATAGGGCCCATGAAGGAAAATTCTTGC 
CAAGTAGGCTCTAACCTCAGAAGGAAGCAATCACCAGCTCAATGCTGAAGTTAGCCTTTGTAGCCTTTGTGGCACTGTGGCTAGACTCAGGATA 
ACTAAGACAAGAAGAGCAGGTGGCAGATGTTCAACATCATTTCCAACAAACTCCAGCCTTTATCAGCACAAAGAGGTAGCCCAATGCTCTACAC 
ATTAGCACCTCAAGTTGTCACAGGTCTCTGTCTCAGGAAGAAAGCATCCATGGTTGTTGCTCGTTTTGCCAGAAAAAAAATGTCACAAGTTTAG 
CAGCCACCAGGGTGATGGGACTTTTTTTTGGCAAGTTGGCAGCTCTGAACTGCCTGTGTTCCTTTCCAGCTTGTCCTTCATAGCTCGGCCATCC 
CATGGACTCTCTGGCAGGACAGCCAGAGCGGTCTCTGAACTCAGAAGTAAAGTAACCTTTCCATGTCAGAAATTCTAGTGTCAGGAAGGAACTG 
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GGGACTGGGAGGAGACACAATGGGGAAACTGTTTGCTGCTTAAGACTGAAGACCTGAGTTTGAATCCCATAGAATCCATGGAAAGTCAGATGCA 
AGAGTACACATCTGTAATGCCTTCTCTTCCGTAACAAGACAGGAGGCAGAGCACCCCTAGACAGTCACAGGACAGCTAGCTTGGCAATCTACAG 
CAGCACAGGAAATCCCATCTCAAAGGAGGTAGTAGGCAAGGCCCCACATTGACCTCCACGTGTGTGTCACGGCATGCCTATACCTGTGAAAACA 
GAGGACCTAGTGTTCTTGACTTCTGGCCATGAGTCTTTGCCGTGTTTAGCATGCGTGCCCCACTGATTAGTTCCTAACACTGGGTACAAAGATG 
CCCTGGGTTCTTTATTCATAAAATCTGAGCCAAGCCTTGTGTCCTGAGCAAGAAATGCCCGTCACCAGGGCGATGAAGTTCCTAGTTACTTGAG 
GCTGTTATAAAGAAGAGTCCCACCTGCTTAATTTCAGGTGGAGGAAGTTGGGAATTTGTTTTCCATTTAGCAAGTGGCATGGGATAGGCTTGTT 
CTAAGAGATTACAGC C ACAGTG CTTACATTCCTTCTGGATTATT CAGG CTTAC CTCCTCTTTTAG AAG AAAAACAAAACTAATG AC AAGC AAC A 
TTTATTTAGCCTGCAGAACAACTCAGGATCACGTGGGTGGGCATGGTTTTGTTCTCTGATTGGATAAACTGAAATTTTATAGTGTGGCTTTCAG 
GGGGCACACIAACAAGGTTCACAGCATAATAACATTCACCTGAGTTTAATATAAACTAAGCAATGTTCAGGTTTAGAGTTTAACAATGCCAGTTT 
AACCCCAGAATCAAATGACTTCATCTCCAAAGATCCAGAGGCTGGCTAGCTAGTGTCCTTTGCATTATCCGAGCAGGAAGACTGAAGTTCTGGG 
GGGGTCAAAGGACTCACAAGGTCACTCAGCTAGTGTGTTAGTGGCACAGATGGTCACACTCAGGGTGCACCTCAGTCATTCTCACCCACCATGT 
CCTACGGCCTTGGTGTGGGAGGTCATTTAGTGTTCACAAAGGGAGACTTTCCTGAAGCATTACTCTTGGGTCTCTCAAAGCAAGCTTGTCTACA 
GACTGGTGAGAGAGATAGTTACATCCTGTTTGNNKnSNN^^ 

GTCCCTTCTCCTCTACCTTATCATTGACCTGCATTCCTCTGGGGACACTTCCCTGGGGGATGTGTTTTAATCTAGAAATGTCACAAAAACTGTT 
GTCCAGTGCTCACAGGCATCCAAAGCTTTTAATATGAAACTCAACACTTTCTGGTGCTCTCTATTCTGAGCTACTTGGGAACCGTGCCTTCCAG 
ATGATGGCCATGGAGGGTCAGGGTATGTGGAAGTGAGGAGTGAAACACTGCTGCCGAGGGCCATGAGGTAGACCAGTACTCTACAGGCCTCACT 
GATGACAGTTGGCATCTCTGATGAGAAGCTGAGTATAGGAACTTTCCAGCTGACCTTTAACCCTTCCCTTCTATGAAGTTTTAGTAAAACGCCA 
TGCATTAAATGCTAACTCTTATAGAGAACAATCTGTAGGATAAAGGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTCTAGCATGTGGAA 
GATATTGCTAATAGCACTGCATGTATCATGTAGTCATATAGCCTGGAAAGTGGTATGAACATTGTTAATCAGAAGACCTTTTTGACATGGCCAT 
TTCTGTGCATGGCATAATCTCCATTCCTTCTCTCCTCCTTTCCCTACTTTTTCTTCCCTTTATGCCAGTGTTAAGAAAATAGAAAAGGAACAAG 
GTTGTCCAGAAAGAGGTCCGATAACTATGGGGTGCACAGTAGCTTGCTTCTCCTGAGTGTGTGCTGTTGTAGGTATAGGTTCTGCCTTCCCCAT 
CTCCTGTGACATGTGCTTTTCCCACCCATGACTTCCTTGCTCTATCTTTCTAAATGTAGAGCTGTAGGGGACTGGGCAGATGGTTCAACAGTGA 
AGCACTCATGACACAAGCGTGAGAATCGGGGCTAGGATCCCCACAACTCACGTAAAAGCCACATAGCTATAGCAGCTTGCCTGGAATCCCATGG 
CACAAGAGACTGAGATGGGGTGCCCCAGAGCAAGCTGGCTATCCTGACCAGCAGAAATAATGAGCTCCAGATCCAGCAAGAGATGCTCTGTCGT 
GTAACATGGAGGGTGATCAAGTAGACACATGATACGGAACATGGTCTTCCAGAGACACACGTGAACATGCATCAGCACTTATGCAAACATGCAT 
CCATACC CACATGTACATTATACACACAC ATATACATAC ACAC ACATAC CCTTC CC CGCTCAAAACAGTAAAGGGCC AATGAG ATGG CTC AGTG 
AATAAAATAAGGTACTTGCTGCCAAGACTGACACCCTGCATCCAGTTTCTACTAATTCATATTGTGGAAAAACAGAACTGACCCTTACCAGTTG 
TCTGCTGACCTCTCTATGCACACAGTGGCATGTGGACCAACCCTGATTTTTCTTTTTTTAATAATTTAAGAAAATGTAGACCAACAGCTCCAAT 
TTCTGATTGTGGCCCAACTCTATAGCTCGAGATTTGAACATGTAGAATCCATCATGCTTTGGAACCATTGAAATCCATTCTCTCTATGCAAAAG 

GAAGGGGCTTCTCATCCACTGCCAGGCCGGCGTGTCCCGATCCGCCACCATCGTCATCGCCTACTTGATGAAGCACACACGGATGACCATGACT 
GACGCTTACAAATTCGTCAAAGGCAAACGACCAATTATTTCCCCGAACCTCAACTTCATGGGGCAGTTGCTGGAATTTGAGGAAGACCTAAACA 
ACGGCGTGACGCCAAGAATCCTTACACCAAAGCTCATGGGCATGGAGACAGTTGTGTGACAAGGGGCAGGAGGGAAAGGGCTGTGCTCTCTCAG 
GAGACGAAAAGGAGGGAAGGTGGATTCTAGCTTGTCGCTCTTCTTTCCTTTCCTTTTGTTTTCTCTTCTCTTCTTTTCTTTTCTTTTCTTTTTC 
TTCTTTTCTTTCTCTTTCTTTCTCTCTTTTTTTTTAAGGTTGGGAGTGTTTGTGAAAGTAAACAAACTTGTCTAAAGACTCTATTTTTAATAAG 
TGTAAGAAGACTGTAACTTTTGATGCGAATGAGACCCACTTCTCTTAAACTGGTATTGCAGTTAGGTTAAAGAGGTCTTTTTTGTTTTGTTTTG 
TTTTTTTAAGCCAACAAATAAAAATATTATAAAACTTGTTTCTTCCCAGTTTCCCTTGTAAGCTTATTGTAGAGTTTTGAGTAAATAGTCTGTG 
CGGGCTCATAGACCGAAGATACCACCCTTCAATTACAAAGAACCAAAAGGAAATGGAAAAGACTCCAGACCTGGAACTGACTGCACAACCATGT 
CAAAAGCAAACCCTGCCAAACCGTGCCCAGTTGTGCTCACTGGTGTGAAGAAAGGGCCGGCAAGCTCAGTGGACTCGGCTCGCCTCACACCTTC 
TCTGGGGAGACAGGCTAGTGTCGGTTTTGTGTGTTCTATGCTCCGGATATCTTTTCCCCTTCTGTGGGTCTGAGAGAACTTTTTGTTTGTTTGT 
TTGTTTGTTTGTTTGGCAGAAGGAAACTGACCATTCTACCATGTGCCTTTGCTGGCACTCGTGCAATAAAAATGGTGTTTGGAGTGTGCAGCTG 
AGGGAGAGCTGGCAGCTGAGTGAGGAGTGGCGTTGGAGACAGGCATTCAACAGTACGAGTGGCTTCCCCTCCCTCCTTTCTCCTTCTCCCCCCC 
GCCTTTCTTGCTCATCCCCTTTTATTTGTCTTTCTTTTGATTTGATTCTGGTTACAGTGCCATACACCTTGTTACATATGTATATCAGAATGTA 
AAAAAACAAAACAAAAAAAAAACAAAAATTTATTTAAAAAATATTTTTCGCAAAAAAAA 

ATTTATTTTCATTATATAAATGAACCTCGTTTGGGGATGTGTCATTCTTTGTACGTGCCTGTCTTCTCTGGTTAGGCTCATACCTCTGAGGACG 
GGTTTGTATAAAGAGATGGGGATGAGAGTGTAAAGCGGGAGGGACCGCTCACGGAGGGAGGCTAAGGATCCCAGCACTGATGCGGTCCTCTGCT 
TCCTCCCCATCCTCTTTCTATGAGACAGCAGACTCATGATTGAGCAGCTTCCGCCAGACCTGATAACCAAATCACAGCCAAGCCGAGGATTTAG 
AATATACAGTTGTCTCGCTGGTAACTACATGTAAATATCAGTGACAATCTGCCTTGTATGGTTTTCACAGTCCCGTCTCAATTGACACTAGCTC 
ACATGACACTTTTTAGGGACATTGACCCTATAGTAACAATAGTACAAGCTGCAAAAGATGTACTCTTCCAGTGTTTTTCGCAGTCAGTAGAAAT 
CAGCTCTGTGTGCACACGGACTTTGACAGTGCTGGCTATTCAGCCCACAGACAGTTGGAAGTGGTGTGGGAAGGATATATAATCCTACGGTTTT 
GT ACGTTTTATT AGAGAAT ATGTATCTAGAGGG ACTTAGC CACTGGG AAGATTTGTAGTG C CC CAAAGTTTGCCTGGTGCGAGTAAGCG CTGAA 
GAATTCTGGCATGTCTGGCTCCCAGTGACTACATTTGACATAAATATTTTTGTGAACATTTGCTTACAAATGTTACACCAGAAATATTTTGACA 
TTGATTTCTTTATTCAAATAGCTTGCCTGCCAAGAGTCATTTAAATTTTTCTTTCATTAGAAAAGTGGAAATTGAACATAATAGGAACTGAGAG 



TTTTGTTTTGTTTCTGTCAACTAGAGCAAACTGAAAGAGTCTGATACACAGTGACTTGGGATGCCTGGCAGGCTTGTCATTTTCTAAGTCTAAA 
AGTTGGAGTCCTGGTGGGGTATAAAATTCTCTCTGTGTCTCTGCGCTCCCTCCTCTTCTTTCTCTTTGCTTTTTTATCATGTCTTCTGCAAACG 
AAGGGAAGGACTCAATAGGTACATGGACATGATTTGTGTGTTTGGAAGTTTATGAGCTTAGAGGAGAAGGTCTGCCTTGGGGCAACAGGAATCC 
TGCCAACCAGCATACCAAGAATTCTGAGAGGGACTCCAGTCTTTTCTCCTAATCTGCTCTGAGTCACTTCACCTTCGTTTCTTCTTGAGGAATG 
TTAATCACTT CATGAAC C CACTGGATCAG CAGAGC CAAGGCTCTGG AAAGCAGAGTC C C CAGCATTCTG AG CCTCTC ACT AGCTGCCTGCAACC 
TTCAGGATGGGGTTGGGAAGTGACTGTGTCTTCTGAGAATGCACAGTCTATCCACCTCAAGAGTCATCCCCAGGGCCTGTGCTGAAGGAATGCA 
GTGAGCTGGTGGAATGAATCCAGAGTCTATCTAATGCCCAGTAGAGTAGGCGTCACTGCCTTGGTCTGAACAGAACAACAACTCCAGATTGTCC 
ACATTTATTTCAATAGCTGATAGTTGCTTTTCCAGTGTCAATGAGTCTAGACAGCTTAGTTCACAGATGAGCTCCTGCTGGTGACATTTGGACC 
AAGGT AG ATGG AGTGG AG AG CG AGG ACGGAAGCTGAC AAGAACGTGTATG CAAAAT AATAG AGGAAACATTCTTAGGCTG CAGCC AT CACTGAT 
TTCTACTGACTGGGAAAAACACTGGAAGAGTACATCTTTTGCAGCTTGGACTATTGTTACTATAGTGTGAATGTCCCTAAAAAGTGTCATGTGA 
GCTAGTGTCAATTGAGACGGGACTGTGTGGGCAACAAATGAGAGATGACCCAGAAAAGGTAAAGAGAATAAACAGGGGGAAATGGGAAAGTAGA 
GTAACGAG AGAATGAGTACTCGTGTTGAATTGGGATC CAAATCATCTGAAAACTG AG AC ATAG AG AAGC AGTGTTG AT CT CTTTGGGTCTTCTG 
AGGGGTAAGCATGGTGAGCCAAACAAAGATCAGACTGTCTTAACTTTCACCTTATTTGAAACCTGTCTCTTGGACATGAACTATAGAGATACAT 
GTGGAATTATTTCTAACCTCAAATCTCAGCTGTTCTGGGGCAGGGCACAGTAGAAGATATCGAAGCTCTGGTACTCCAAAGAATGAGGAATAGC 
ATATTCTAGAACTATAGTGGTGCCAGTTTTACCCACCTGCCCTTTGGAGGCAGCAGGGACTGACAGCCATATTGTCAGTTGTTCCTGATTTCTG 
TCTCTGGTTACCTTCATCAATGGTGTGAAATAACCAGGCTTTGGAAACATTGGAAGACTCACTGGCAGAGTATTGCTTCTGTGTGACATGGCCT 
GAAAACT CTGTGTCAAT AAGG CCATGGG AGAGAAAAG CTG CAC ATG AAATAG AGGGGTGTAAAG ATGAAATTACAAAGGTGCTG AT C ATGTGAC 
TGGACGGTTGAGGAGGAGAACAGGGGAGAGCGTAAGAGCTGAGCTCATGGCTCCTGCTAAGTCAAGGTAAGTCACAGGGTCAAGGCAAAAGCAT 
GCTCACTATAATTCTCCCCATTGCCCTTCTAAAATGGGATGGCTGCTATTTGTCTTTGTTTGTTTGTTTCCCCCACAACTTGATGCAAATTTCC 




wCAGTCTTTTTG 
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tctcagacttagtaacccaatgtgaaacaggcaagggaaatgtgggaaaggcagttcatgtctaggatgattt^ 

tggaacctccctttctcactgttcatgctgttcctttgtcctcagtaagcacatccttcatcatggttctttgccttctgaatggcccagacct 
tgacaactgggcttgtattagattgttttccactcattttattatagtaacmagg 

ccaaatggacttttccttaacccagtaccagcccaggttactcgtgacaatcacaaccatgtcagtcagtatagtaaaatatatttttgcttgt 
ttttgaaaaggtttatttccgttttaatgtgtgtgtgtgtgtgtgtgtgtgtgtgtgtgtgtagtatgtgtatgtgagttcaggtaccttcaga 
agctagaagaatgtgttcgatgccatgaagctggagtaacaggcagttatgagctggctaatatgggtgct:gggaaccaaactccaagagcggg 

ATATGCTTGAACAGAGGAGCAATGTCACTAGCCTATGTCTGATTCTTAGTGTAAGGCACCCAAGGAAGTTTTAAGTGTCAACTTCTAGCACAAT 
GGATCCATATAGC^TCCCCCAGTAGAGGTGTCTTTACCTTAGGAACTAAAACTTCTACATTCCAGGGTAGAAAGAACAAGCTGTGTAAGTGGAT 
CATTAATGACATTTGTAAGAGACGTTTGTCCTGTTTCTGTCCCTTGATTCCTGCATTTAAGTATTCTTAGATAAGTGTTGGGGGTTGGTCTGGT 
G CTGCTATGTATTC AAATGATAAATACTGGCCCCAAG ATCTGGTTTATACCCC C CAGCTGATC CTAACATCAAATGATGCTATGAAAACCTTG C 
TCCCCAATTTAAAATATTGGTTCAGTAAAAATGGCTACAGTCAGTTACTGAGGAGAATAGAAAGAGGGAGCGTTTGCATTTACTGGGGCTGGGG 
GGTAGCAGGTAGGAGGGAAAATGAGTAAGAAAATGAAGATGGAGAAGACAGAAGGTGTCCATTAGATGTGATGGACCAGGAGCAGGTGCCTGAG 
TGAATAGTCGCCCTCCCCCGCAAAGGACAGATTGCTGGAGCAGAAGTAACTCAGGAGAGACTCAAACAGGAAGTATTTGGGGAGAGGTGATGGG 
GAAGTAGCCAGTCTAG C ATTTGAAAAATAG ATTAGGGGTAATCC C CCACTAATTGCG C AAG AGCTGATTAAATAAATCC ATAGGACTCTGCCTC 
AGTTACTGGCAGGCTGAGTGGGTCATATTAATAACTAATAGAGTTTATTAAACTCCATTGACAAGGAGAAACAACAACATATACTGACTGATGA 
CTCTGACTTTATTGCTTCTTAGGGGACATTACTCTAGCCCTGTAACATATTTCCATTCGTCCAGCATAGCAGTAGACTTGTTAGAACTCTCTGG 
CTTTCTACTGCTTGAAAGTGATAGATAACATGGTAGGACTAATGAACATGAATCTGTTTCCATACACAATTCACCACAAAGGAGGTTCCTTAAA 
GGCATAGTGTGGTATGTCGTGGTGGTGTATAAGAAGTACTCTCTGAGTGGGCAATTGCTGGGTTTGGCAAGGTGTTTAGTAGGAAAGAGAAACC 
CATATGAAAAGTCAGTTTCTATGAAATGAGAAGAAACTTGCCCTCCAAGATAGAAGTGGTTTTGTCATCAGATAGCTGAGTAATTCCCCCAGAG 
GGTGGTTTGCTAGTGCAGGAAATGAGTGCTGCCTCATTTGGAGTTGGTTGGACATGTATTAGTTGCTATAACCCAACTAGACTTTGATGAGTAG 
ACAATCATGTGCCTAATTGCAACCCCATGTTGAGCAGCATGGGGACTTTGATCAGAAGATCATTGATCAATAGAGAAGGGAGGCTGACAGAATG 
GCTAAGCTTATCTAGT CTTAAGATACTT CTATCCTAAATC CGTGTCTTGGTGGGCAGGCAAC AATC CATC CC ACTAGGAGAAACTGATTCCTTG 
CATTCGTTTCAAAACTTTCCAATCTGATTTACTCTGCCATGTTTCTTTAAAGTCTTTAATAAGCAATGAAAACTGT 

CCTCTTTTTCTGGATCATCACAGAGTAGAGATACAATGATGTAGCCTTTCACTCTGGATGACAAGCTAGTATGCAAAGCTTTCTTTAAACAGGG 
TTAATTTGTTTTTCAATGACTAGTCCCCAAGAAGTTCCCATGACTCTAGAGGTATAGGTTCTAAGACATATTGGAGCAGACAATGGGTCTGTGG 
GTCAGTGCTTATTGATTGGCTTGGGCTTGAGAGAGTGTATTCCATGCCCATTGATAATGAAATGATACTGTTCATGCTCTATGTAGATACATGC 
TGGGCTCAATAATGCTTAGCTCATAATGGGAAATTTGGGTTATATTGTAACTTTATGGTTCCAGATCAAGCTTCCAGTATCAAATGATATCTAA 
AGAAAGGATAGATTTTCTGAAAAAACAAAACAAACCAACCAAACAAAACTACTGCCATAGTATTGCTCCTGAATTCTAAATATCTATTCTGGCA 
TCTATTTTGTGATTTGCTTACAGGGAAATGGCTCCATGCAGTATTGCTGTCACACAGAGAGACCTTTAGTGCCACCAGATTTACTGGATCCGGG 
TGTTAAAACATCTAACATGGTAACCTTGAGCCGCAATAGAGACTCCATAGTTCTGGATTTTACTCAAAAAAATGATAACCTTTTATCACAGTAA 
ATGAATTAATTTTCCTAAATCTAAAAGGGCCCTTATGTTT'rCTTCTCTGTGGTAGGAAGTACCACAGATGGTAGAAATTTGTTACTTTGTCCTT 
AAAGAAGATGTATTAGC^TACTTATTTTAAAAAGATGTATTTATTATATTTATTTATTTTTTTAAAATTTATTTATTTATTATATGTAAGTACA 
CTGTAGCTGTCTTCAGACACTCCAGAAGAGGGCGTCAGATCTTGTTACAGATGGTTGTGAGCCACCATGTGGTTGCTGGGATTTGAACTCCGGA 
CCTTCGGAAGAGCAGTCGGGTGCTCTTACCCACTGAGCCATCTCACCAGCCCCTTGTTATATTTATATGAGTACACTGTAACTGTTTTCAGACA 
CACCAGAAGAGGGCATCAGATCCTATTATAGATGGTTGTGAGCCACCATGTGATTGCTGGGAATTGAACTCAGGACCCCTGGAAGAGCACTCAG 
TGCTTTTAGCCATCTCTCTAGCTCCCTACTAGCATTCTTAAAACCACTAGACGTCTATACATTCACTGGTGATAAGCCCCTGAGTGTTTCAGAA 
TGTGTTTCTCAACCTTTTCATTACTAAGTAGAAGATAGATAGGTTAAGAGCCAAGCTAAGCTCATTGAGAAAGAGATGACTCAGGTACCCATGG 
TCTCTGACAAATCCCTGTGTTATCTCAGCAGCATATCTACATCAGTTATTTCATTGTGCTCATCAGGCACAGTGAGTGCTATCATCCATGCATG 
GTGTCTGAGGGGATGGATACACACCTACGATCCCTGTGTACTCAATTATGATACAGGGATATCAAGTTGAAATGGACCTAAGGTAGGATAGTGA 
TGGTTACAATATTATTCATTCTGAAGGCAAACTGCTTCTAATGGCCTTAACTTGTGCTTCAGAAACATTTTATGTAAGGGAATAATAAGTAATG 
TAGGATTAGAAGGTGATATAGGCTGGCTAGCGAGGCTACTCTAGAGTTGGAGTACAATTACAGTCATAGACAATATGTAGAGGAATGGGAGTAA 
CTATATACTGTAAATACAG C CATCTGGATTT CGTCCATG CTCTATAAATAGCTAGTTCCTGGTCTTTTTAAACAGGTATAC AACAG C CATAGAG 
AGCTAAACATTTGCTTTACCAATAGGTACTTATGGGTTACCAGAGCCATGTTGAGTGGCTCCATTAATCAAACCATGTCTGGTATAACATCTGT 
AACAGAAACCAACAACTGAAAGACATCTTTAAAACCTACTGTTCCTTAAATTCATCTCTTTTTTTGTGTAGGACAAATTATTGCAATAAAGGAG 
GAACATGTPAGGAATGCC^TCTTTGCGTTTTGTCTCAGTTCCTGTCGCTGTCACTAATCTGTTCCATTCTTTAAGAGATCAGCATTGCTCTTGT 
GTTTGCTACCTTAGTAACTTGTAGCTTCATAACAAACTATATCAAAACCTAGTGGCATAAAAGAATTCAAATTGTTGGGTTTGTTAATGAATTT 
GTTTCAAGTGTGTTCAACAGACAGGTCACTTGAACTATAAACTCAGAACCAGAAGTGAGGCAGCTTGTTGGGGCTGGAGAATGTGTTTCCAAGG 
CCTTGCAAGTGCTTTTCTAACTGACTGGGAATTCAGCCAGGGTTGTCCACTAAATACCTTGGATCCTCTCCTCGAGGATGCTTGGGCTTTCTCA 
TGGTAGCTGCTTTCCAAGTGACTGAGATGAAAGTTGCAAAGCTTCTAAAATCGTATAAACACGGATGTCTCAGATCACTTCTGCAAAATCCTGT 
TACTAAATAATTTACAAGCTCAAGTTCAAATTCAAGGAGAAAGCAATTGGATTCTACCTCTTAATAGCAAGAATAGCCAAGGATCTGCAAACAT 
TCTTATCACACTGTAGCCCCCTTTGCACAACCAAATCAGTATGTGAAAAATAGTTTACAGGAGGCAGGGCTGTTGGAATGACAGTAAGTCAGGC 
AATGACATCAGCTTCCTCCAAATATTGCTTCAAATAGTGTTGTAATTCAAAGCTAAAGTTGAACTGTTTTTTTTTTTTTCTCCTCCCAAACCAA 
GCCCTGAGGATAAGGATAAAGATCACAAGGGGAAGGTCGCATCAGCTGATGACTGCCGCCCTCCTGCTTCTGATGGTATGCCAGCTCTCAAGGC 
CACACGACTCACAGTCTTGTCTCATCCAAATTGTATTTGGACAGTATACTACATTTTTAAAGTTACTGATCTAAGAGGCATGCGATACTCCATA 
ATTCGTGCCCAAATCCCTGGGCATCGTTGTGACCTTTAGCTTGCTAtATTTCAACGAGAAACATGAATGCACCCAAAGACAGACAGACAGACAG 
ACAAACAAATAAGGAACATTATGTGGATCTGTCCTGTCTCTACATATCATGTGATGCCTAAGGATTTGGGAACCAAAATATAGGTCTGCCATTG 
G CTTTTGG ATTG ATCCCTTGCCGTC ACTGGG AG AT AACTGT C AGATGTGTCTT CTGGCGGGGGGGAGGGTGTCT CAATTTTTTTTTATTAACCC 

AAAAGAAGCAGCTGATGAAATGATCCAATAAAACTGGCAAGGGAGAGTAGAACTGAGGCCAAGATGGAGGGAAAGGGATGGATAAACAAATTGG 
AAAGTAAGATCTTGTTTCCAATGTAGAAAGTGAAAGAATTATCCTAGTGAGGGTGGGAGCTGTTGCATTTGTTCATCAAGGTTCCTTAAGTAGA 
CAGATGATGGATGCCAGTCCCAGTACTTCCAGTCTTCTTAGAGGGAAGCCACAGAGGCCAGAGGAAGTCCTCAGGGAATCAGAACCACCCACAC 
TTCGTCCTAGGAATCATAAGTGATACAAAAATGAACTGAACATGAGTGTCTGGGCTATAGGCCTTACAGCAAGTAGAGTTCCTCTGAGCCCTTC 
ACTTCTGACCACTTTCCCAGTCCCATTGAAAAGGATAAGGAGAGGACTTGTGGGAGGATAAGGATGGGTTGTGTAGGAAACAGATCTTGTCTGC 
TTCTTTCCTTTCTTCTTGAACTCAAAGACATGATTTCTTAGCAGCTGGACTCTGAACCCTTTATTCTTTCATGTCCTGTCTTTTTCACCCTCTC 
ACTTTTCTTTTTTATTGAAAGAGTTAAACTTGCTGAAAACCCAGTGGGCTTCTGAAGAGTCTCTAGTCTCTAGTGTTGCCTTCCTACGTTCCCA 
CCCTAGGCCTCAGATTCTTCAGTTTCTCACTCATCCCACACCCATTCCCTTCGTCTGGCCGGTGTGCTTTCGGTAACTTAGATGTCTGTTTGGC 
AATATTGAAAGAGGGTAAATGGGGAAATGGGCTGAAAAAGAATTCATCAGAAAAAAACACTCTAGGTTTGGTACTAAACTCAGACCGAAGTCTT 
G CTCATCAGGCTGCTG AGC ACTC CACAGGC ATGC ATAT CAG ATTGATGATTACTTTAAG AAATG ATT AAATTATAATTATTTCCTC ATGACTCA 
AGTGTGG ATGAATGTGAAGTTTAAAGAGAAG CATGAAAACCCC AGTC AATG AT CTTTTCTT CATT ATC ACGTT 

MOUSE SEQUENCE - mRHA 

AAAGTAACTCTGTGTTGCTGCTGGGGATCAATGAAGCTGAGTGAATGGGGGCGCACTGCGCGAGCGCATAGCTGGAGCGGGCGCCAGATGGTAG 
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AGGGCTACGCTTATTGATGAAACTCTTGACTTCTTGAATTGCCAGTTTTCAGCCTCCTCATGCCTCCATCTCCTTTAGACGACAGGGTAGTAGT 

CCTGTCCTTGCCGCCGCCGTTGTGAGGCTCAAGGCTGCGAATCTGACGTATATGCCCTCATCCAGCGGCTCTGCCGGGTCCCTGAATTGCGGAT 
GCAGCAGCACTAGCTGCTGCACTGTGGCAACCTACGAGAAGGATCATCAGGCCCAGACTCAAGCCATTGCTGCAGGCACTGCCACCACCGCCAT 
AGGAACCTCGACCACCTGCCCTGCTAACCAGATGGTGAACAACAATGAAAACACAGGCTCTGTGTTAAGTCCATCGGGTGGGGTGGGCAGCCCT 
GTGTCAGGGACTCCCAAGCAGCTAGCCAGCATCAAGATCATCTACCCCAATGACCTGGCAAAGAAGATGACCAAATGCAGCAAGAGTCACCTGG 
C GAG CCAG GGTC C CGT C ATCAT CGATTGCAGG C CTTTCATGGAGTACAACAAG AGTC AC ATCCAAGG AG CTGTCC ACATTAACTGTGCCGATAA 
GATCAGCCGGCGAAGGCTGCAGCAGGGCAAGATCACTGTCTTAGACTTGATTTCCTGTAGGGAAGGCAAAGACTCTTTCAAGAGGATCTTTTCC 
AAAGAAATTATAGTTTATG ATGAGAATACCAATGAG CCGAGCCGTGTG AC ACCATCCCAGC C ACTTCACAT AGT C CT CGAGTCC CTG AAGAGAG 
AAGGCIAAAGAACCCCTGGTATTGAAAGGGGGACTCAGTAGTTTTAAACAGAACCATGGAAACCTCTGTGACAACTCCCTCCAGCTCCAAGAGTG 
CCGGGAGGTGGGGGGTGGTGCATCTGCGGCCTCGAGCATGCTACCTCAGTCTGTCCCCACCACCCCTGACATCGAGAACGCAGAGCTAACGCCC 
ATCCTGCCCTTCCTGTTCCTCGGCAATGAGCAGGATGCTCAGGACCTAGACACCATGCAGAGGCTCAACATCGGCTATGTCATCAACGTCACCA 
CGCACCTTCCTCTGTACCATTATGAGAAAGGCCTCTTCAACTACAAGAGGCTGCCAGCCACAGACAGCAACAAACAGAACCTGCGGCGGTACTT 
TGAAGAGGCCTTCGAGTTCATCGAGGAAGCTCACCAGTGTGGGAAGGGCCTTCTCATCCACTGCCAGGCCGGCGTGTCCCGATCCGCCACCATC 
GTC AT CGCCTACTTGATGAAGC ACACACGGATGACC ATGACTG ACG CTTACAAATTCGT C AAAGGCAAACGAC CAATTATTTC CC CGAAC CTC A 
ACTTCATGGGGCAGTTGCTGGAATTTGAGGAAGACCTAAACAACGGCGTGACGCCAAGAATCCTTACACCAAAGCTCATGGGCATGGAGACAGT 
TGTGTGACAACGGGCAGGACGGAAAGGGCTGTGCTCTCTCAGGAGACGAAAAGGAGGGAAGGTGGATTCTAGCTTGTCGCTCTTCTTTCCTTTC 
CTTTTCTTTTCTCTTCTCTTCTTTTCTTTTCTTTTCTTTTTCTTCTTTTCTTTCTCTTTCTTTCTCTCTTTTTTTTTAAGGTTGGGAGTGTTTG 
TGAAAGTAAACAAACTTGTCTAAAGACTCTATTTTTAATAAGTGTAAGAAGACTGTAACTTTTGATGCGAATGAGACCCACTTCTCTTAAACTG 
GTATTGCAGTTAGGTTAAAGAGGTCTTTTTTGTTTTGTTTTGTTTTTTTAAGCCAACAAATAAAAATATTATAAAACTTAAAAAAAAAAAAAAA 
AAA 

MOUSE SEQUENCE - CODING 

ATGCCTCCATCTCCTTTAGACGACAGGGTAGTAGTGGCACTATCTAGGCCTGTCCGACCTCAGGATCTCAACCTTTGTTTAGACTCAAGCTACC 
TTGGCTCTGCCAGCCCAGGTAGTGGTAGCCACGCTCCTGTCCTTGCCGCCGCCGTTGTGACCCTCAAGGCTGCGAATCTGACGTATATGCCCTC 
ATCCAGCGGCTCTGCCCGCTCCCTGAATTGCGGATGCAGCAGCACTAGCTGCTGCAGTGTGGCAACCTACGACAAGGATCATCAGGCCCAGACT 
CAAGCCATTGCTGCAGGCACTGCCACCACCGCCATAGGAACCTCGACCACCTGCCCTGCTAACCAGATGGTGAACAACAATGAAAACACAGGCT 
CTGTGTTAAGTCCATCGGGTGGGGTGGGCAGCCCTGTGTCAGGGACTCCCAAGCAGCTAGCCAGCATCAAGATCATCTACCCCAATGACCTGGC 
AAAG AAGATG ACC AAATG CAG C AAG AGT C AC CTGCC C AGCCAGGGT CCCGTC ATCATCGATTG CAGGCCTTTC ATGGAGTACAACAAG AGTC AC 
• ATCCAAGGAGCTGTCCACATTAACTGTGCCGATAAGATCAGCCGGCGAAGGCTGCAGCAGGGCAAGATCACTGTCTTAGACTTGATTTCCTGTA 
GGGAAGGCAAAGACTCTTTCAAGAGGATCTTTTCCAAAGAAATTATAGTTTATGATGAGAATACCAATGAGCCGAGCCGTGTGACACCATCCCA 
GCCACTTCACATAGTCCTCGAGTCCCTGAAGAGAGAAGGCAAAGAACCCCTGGTATTGAAAGGGGGACTCAGTAGTTTTAAACAGAACCATGGA 
AACCTCTGTGACAACTCCCTCCAGCTCCAAGAGTGCCGGGAGGTGGGGGGTGGTGCATCTGCGGCCTCGAGCATGCTACCTCAGTCTGTCCCCA 
C CACCCCTGACATCG AGAACGCAGAGCTAACGCCCATCCTGCCCTT C CTGTTC CT CGGCAATG AGCAGG ATGCTC AGG AC CTAGACACCATGC A 
GAGGCTCAACATCGGCTATGTCATCAACGTCACCACGCACCTTCCTCTGTACCATTATGAGAAAGGCCTCTTCAACTACAAGAGGCTGCCAGCC 
ACAGACAGCAACAAACAGAACCTGCGGCGGTACTTTGAAGAGGCCTTCGAGTTCATCGAGGAAGCTCACCAGTGTGGGAAGGGCCTTCTCATCC 
ACTGCCAGGCCGGCGTGTCCCGATCCGCCACCATCGTCATCGCCTACTTGATGAAGCACACACGGATGACCATGACTGACGCTTACAAATTCGT 
CAAAGGCAAACGACCAATTATTTCCCCGAACCTCAACTTCATGGGGCAGTTGCTGGAATTTGAGGAAGACCTAAACAACGGCGTGACGCCAAGA 
ATCCTTACACCAAAGCTCATGGGCATGGAGACAGTTGTGTGA 

HUMAN SEQUENCE - GENOMIC 

TACATTTTTAGTAATACAGGACAGGATTGCAGGACACTTGGTACAATTCTCATCTTTTAGGCTATGCTTTGCTCTGTCCACCAAAGGGGAAAAA 
GGGTGTATTAGGATTCTCTAGAGAAACAGAACCAACAGGATGTGTATGTGTATAAATGGAGATTTATTCTAAGGAATTGGCTCATGCAATATGG 
AGGCTGGCAAGTTCAAAATCTGCAGGGTGGGCAAATGGGCTGGAGAGCCAGGAAAGATCCAATGTTGCAGTTAAAGTCTGAAGGCTGACTGGCA 
GAATTCCCATTGCTCAGGGGAAGTCAGTCTTTTGTTCCATTCAGGCCTTCCACTGACTGGATGAGGCCCACCCAAATTATGGGGGGTAATCTGC 
TTTACTTAAAGTCCACCCCTTTACATGTTAATCTCATTCAAAAACACCCTCGTACAAACAAACACCTTCACAGAAACAAGCAGAATAACACTTG 
ACCACATATCCCATGATCCAGTCACGTTGGCCACAGAATTAACCATCAGAAAGGAAGATTGCACTAGCTTAAACATACAAAGGGGAAGTTCTGC 
ATCCACACAGAGAGAGACACAAACTACTCCTTATACCATGGGACTAGCGGAACTTGTCTTTGAGGTTCTCGTGGGTTTAAAAAGAGGGGCCCCA 
GGTGTGTGCTTGACATCCCTCAACTGTACAAAAGCAGTTGGCGCCTGTCTAAGCCAGTGCAGCCTTCCTTAACATGCACCAACACAGACAGCCC 
TATTCTTTCTTTTCTATCCCAGGAGGTGGTGGGGCCCAGTGTCTGCTGAAGTCAATCAGAATGAGTTTTAGTAATATCACATTTTTTTTTTTTG 
CCAGCAAACATTCAACAACCCCTCTGTAACCAGATCCTATTCTATTTAATAGCTTGTGAAATTGTAAATTTCTGGAAATAGCAAAATACCCTCT 
ACTTGTCTGCTCTTTGCCTTCTTTCTGCCCAAAGTTACCCTTCCCAACTCTGGAGTCAAAATACAAACTAAATTTTAAAACAAAAGCAAACAAA 
ACAAAACAAAAAACCCAGTCAGCCCACTGTTCTTTTTGCCTGCCTGCCTTACTTCTTTCAGTCCTTCTTTAACATGCTGGGCAAGTTTGATGAG 
TTAAAATGTCTGCCTTTAACTCCTCTAATCCATATTCGGGGGGACTCATGTATTACATGAAGATTAGGACTGTGTTGAAAAGGGAGTCCAAATC 
TATTGGCATTTCTATTCTGCAGAATATAGAAAAGACACTTCATTGGACTGTTTGCTATTATTAATCCAATTTAAGGTTTAGAATGGCGGTTCAT 
AGAGTTGCTTCAGTTTTCCTAATTACTGGGAATAGGAATTGCAAACTGAAGCATGAAGGAGCTAAGAGTCCTTGTGAATTATACATCTTAGTTT 
ACTACTGTAGAAAAATGATACAGTTTTTCTGTCACCATACCTGCGATGGTGAGCACTGGCAGATGAATGAAGCACAGCGCCAGCTCTCTGGCTA 
CTTTCTGATCCAATCTATTTATCTTTCTTGCATTCTAAATTTTTGTGACCTGCAAGTTAATGGCAAAAATAACATTTGCTTCTTTTCTAACATT 
TCTACTTGAACTAAAATTTTAGCCAGTTCCAATAAGGATTTTTCTCTTACCTGTTGAATAACTCGAATTGACTAGACCTGACCTGATTTGGATT 
AATTTGAATACCCCTACTATATGCCTGAGTGGTACTGTGGGCTCAGTATTTAGCATAGCATAGACACTTAAATTCACCCAGAAAGGGTTTCATC 
CACCATGTTTGTACATTCTTGGCCCTTGCTGGTCATGAGTATAATTACAAAGTGTTTGCTTTATTTACCAGCTAGACCAGGGAAAACACTGAAC 
CCTCCCCCTGGGTGTGAAATCCAGGTGGACTTGGGCCCATTCACAGAGCATTAGAAACAGGACTTCTCGGGGTGCTGCTCCCCACCTAACCCAG 
AATCAGTAGTGGCATTTCCTTTCAGAGCACAACCACCAGGAAGACGAAGAACTCACTGATGTCCAGGCTCAGGTCCTTGATTAAATGCCTTTCT 
GAAGAAAGCTATTTATTGGCATCAGTCACATGCTAGAGAAAATAAACACTGGACAATCCGTCTGTCAGGGAGATAAACACCAGGAAATGCATGC 
CTTTGAG AATTACAAG AAGGAAG ATGTTGAACG AG AAAAGG AAG ATACCTT CAT CCTC CTG AAACTC AGTGAACAAGAAGAGGAATTTTTTCTA 
AACATTGAAGACAATCATAATTGCIAAAGAGCATTGACCAAAACAAAAATCAAGTACGGTATGGAGTATAATGAGATGGATTATAATGAGAAAGA 
TGCTGATGTTTTGTAAATTCTATGGGAAAGAAATGGAGTTAAACTGTAAAGAGGGAAATATGATCACAACAAAACAAAACAAGTGGTGTGTAAA 
CAACGTAGCTCCCCAGAGATAGACACTTGGTTAATATCTGCATAAATAATTCAAAAGAGTAGTGAATTTAGGGACTTTGGAGGTTTCTAAGTTT 
CCAG CTATTAC AG AAGG C CAAACC AGTAG CTAGAAAG CTATC ATC AG ATGG ACCAGGGTATG C CTCTAG AAAAATG AATAATTCAAAGGTACGT 
TCTTGCTACAACCTGAATATTTGTGTCCCCCCAAAATTCATATGTTGAAATCCTAAGGCCCAAGGTGATCATGGGGGCAGAACCCTCATGAATG 
GGATTAGTGCTCTTATAAAAGAGGCCCTAGAGAGAACCCTCACACTTTCCACCATGTGAGGACACAGCCAGAAGTTAGTAGTCTGTAACCCACA 
AGAGAGTCCTTATCAGAACCTGATCATGCTGGCACCTTGATCTTGGACTTTCAGCCTCCAGAACTGTGAGAAATAAATTTCTGTTGTTCGTAAG 
GCATTCAGTTTATGATATTTTGTTATAGCAGTCTGAATGGACAAAGACAGTATGTTTAAAAAACATTCTCAGTTCATTCATTCATTCAGTCACT 
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CACTCACTGAACCGAAGCTTAATGAGTTCAAACTACGTGCTAGCTCCCGGGCCACCGGCTAGGGATGGGACGGCAAACAAGACATGGTTTTTCT 

AATAGAAGTGTCATAGGCTCTTCCTTGAATTTACCAGTCCAATCCGCAGTAGCAACCAAGCCATTGACACAATTTAGGGCAATATTTGAGACTG 

TTCTGGAAATAAAGTGGAGGTCTGGATCCATTCCCCAATGTGGAGGCTGCGGTTGTAAGAGTGAGACCACATGGAGATTCACGTCATGATGGAC 

TTAGAAAAGTTCAGAAGAAAACAAAAGAAAAAAACAGCAAATTCTTATGAACAGGCAATTAAAAATATACTGCAGTCTGGAGACTGAGGGGGAC 

ATGATAGAAGTTTATAAAATCACAACAAGAGTGAATGAAATAACACAAAATGGTTAAAAGCAGATGCTCTGGTGCCAGATTGTCTGGGTTTAAG 

TGTTGAGTCTGCTGCTTTCTAGTTTTGTGACCTTGGGCAAATTATTTACCCCATCTGTATTTCTGTTTTCTCATCTTTAAATTAAGCTAATAAA 

AAAGTACTTACTTATAGATCGATGTGGCTGTGAGGATTTAAGTGAGTTAATGCATGTAAATCACTTACAGCAGTGCTTAGCACAGAACAAAACA 

CTTAGTAATATGTTAC CTATGATTATTTTTTC CCAAATT CTAGATCTTTAAAATC AGTTCAGTTAATATTC AATTGTAAAGATAAAGTACGTTA 

TGATGCACTTTGTTGTCTAAAGGAACTTCTTATATGTAGAAGTGGTACAGTCTGAACCTACTAGGAGATGCTGAGAACGTTAGATTAATTCTTT 

AGTGTTAGACCTGAAACAAGTCTTGAGGGGGTTTATGAATGCTTTGCGTGCATGTTTACCTTATAACTTTGCATCCTTCAGTAACACAGTTGGA 

CCGAGCCTCCTGGGGTTGAGAAACTGGCGCTGACAGCATATCGTAATGATAAAACATGATTGCTCAGTTTAGTGAAGGGGAAAATGTTAACAGT 

CTTTGATGTAGCAACACATAATAATAACAGGCCATCCGCCACAGAGGAGGGCATTGTTGGAGACCCAAGGCCAGTGAATGTTTTGTGTGTGTTA 

TTTTCATAAAGAAAATAAGTTTACATCCATGGTCCACACACTTGGGCCTGAGGCAAAATCCTCTTCTGAGAAAGAGCAGCAGATGTTTGTGGGG 

TTACAAATAGGGGAGCAGTGAAGGGGAAGAAAAAACTGAAAGGGATCTGCTTGCCTAAATGAAGACAGGGAGCATATTAATTCCCCTAACCAGC 

CAGTCAC CTCTGTGTG ATCAGTAGAGGCCAG AGTGAAC CTTGAAAAGAGGTCTGAGATC AATCATG CTTTGG CCATGC CATCC AGTGAAATTGC 

TTTACAGGAAAAAAAAAAAAAAAAAG AG AG AGAAACAGG ATT AAAAAAC AAAACAG AGGATGGGCGTGGTGGC^ CCTGTAAT C CCAGCAC 

TTTGGGAGGCCGAGGTGGGTGGATCATGGGGTCAGGAGTTCAAGACTAGCCTGACCAACATGGTGAAACCCCGTCTCTACTAAAAATACAAAAG 

TTAGCTAGGCGTGATGGTGGATGCCTTCTAGTCCCAGCTACTCAGGAGGCTAAGGCAGAATTGGTTGATCTCAGGAGGCGTGGGTTGCAGTGAG 

CCAAGATCATGCCACTGCACTCCAGCCTGGGCGGCAGAGTAAGACTCCATCTCAAAAACAAAAAAAACAAAAAACAAACA^ 

AACCACCACAACAAAAAAATCCCAACCAGGATCCTTTCTTTAACTGAAATTTTACTTTGGAAGCCCATGAATAAGACATATATCTATCCATAGC 

TATATCTGCATCTGTCAAGTGTGAAGGTGTGGAGGACAAGATTGTGGTCACAGAGGCTCCACCAGTTCAGCCCTGCTCCCATTTGTATTGCCTG 

CCACTTGCACTGATGTCTTTTACCCTTTGTATATAAAGTTTTCAAGATCCAATGTGTATTTTAATCTTATGGCACATCTTAATTCAGACTAGCC 

ACACTTCGAGTGG CCGACAC ATGTGT CAAATG ACC ACC ACACTGGAAAAT AC AGATATAG AGCCTTAAATGGCT CAGAGC CTTTT CCTG AGTCA 

CAAGCACACCTGCCCATGAATTTTGTAGGAAAGAACTGCAGGCCTCTTGTGTCCAAACTCATAGATAGTGGGAGAAGCACATGGCCCTGCCTCT 

GTTTCCATC ATT AC AGT AGCC ACTGTCT?TAGT C C AGTTGTGC CG CTATAACAAAAT ACCTGAGACTGGGGAAGTTGTAAGGAACAG AAATTTAT 

TGCTCACATGAGTTCTGGAGGCTGGGAAGTCCAAGATCAAGGTGCCATCTGCAGGTTCACTGCCTGGTGAGGGTCCAATCTCTGATTTGAAGAT 

AGCACCTTGTTGCTGTGTCCCCACAGGGGAATGGAAGAAAACTAACTCACTCCCTGAAGCCCTTTTGTAATGGCCCTAATCCCTTCCATGAGGC 

CTCTGCCCTCATGACTTAACCACCTCCAAAAGGCCTCATGTCTTAATAGTGTCACAGTGGTGATTAAGTTTCAACATGTATTTTGGGGGAACAT 

TCAAACCATAGCAGCTCCTTCCTTCAGGGAACACTTCTTATCAGCCCTTCCCTAGGCCTGGAGAGTGTTGCTGGATGTTTTGCCAGGCTGGTCT 

CAATGACCTCAAACACTTACCATGCCACTTTCCTATTCCTCAGCTTATTCCCCACTCCTTCTGGTATAATATCATCTTTATGCTGGATGATTTT 

TAAGTTTTCTCCAAGCCATTCTCTGCCTTAATTCTAGTACCTCCAGAAA.TCTATCTTGACCTTGAGGATTATTTTGAAGGCCCCACCTTCTGCC 

ATTACCCCACACACTTAACCATTTAAGTGCACAAAAAAGAAGTAATTTAATTAATACATTTGGTAAATAGTATCCATATTATATCTTATATGTT 

GGCCTAAGTTATTGTCATCTTTTGACTTTAATACATAGTACTTCAGCTGAAACAGTCAATATTTTTCTTATGATGTTTGTGGGAACAAAGATAT 

GCTCAATACAATCATGTTACAACATCCAGACTGAATGAAGATGCTTCACTCTTTCTTTGGGACTGAAACTAACATTAACGCTCTGCTGGTGGTT 

ATTGATATAC AGATC AG ATTTGTAG C CATTGG CTGACTAGCATT ACG AATTTAAGTCTC AGGGC ATT AT ATTTC AGTGTAGT ATTTTCAC ATTT 

ATCGCTCAAAAACAGGAATAAAATCACTTCTTCTTGTCCAAAAGATGTTGTGAAGAGTAGTGAATGGAAAAAAATTCCATCTATAATCTGATTT 

TTTTCAGCAGTCTTATGACTTGAATATAAACTTAGAGATGCCTAACTTAAAAAATAACTACAACTTTGCTTATATTCATAATCTGGTAATTATT 

CCACATTTCAGGCTTGATATATGATAAGGAATTTTGCCATCTTTCCCAATGTTTCAGCCTGGATGGCTTAGATTCTTAGTCAACTAAATTATAA 

TAATCTACTACTTTGAAACTATAATAAAACAATCATCTCATTACAAGAGTTACATTTCTTCTTGAAATTACTTTTCCATTTTGGGGCTTGTGGG 

AAAAGCTGTTAAGAACTCTTCTGCAATTGTATAAATCTATACTTTGGGCTTAGATGTTGAGGCATTAGAAATGAATTCATGATTTATAGATCAT 

ATATACCTTTAAAGATAGGCACCTTATTTCCTAAAGCAAGTAAATTAATTTTTTTTTCCACTGAATGCCTTTTATCAGCAGGGGATCTTTTTTC 

CCCCCTGAGCGCTTGAATGAGTTCCCTTTTTCTTCTGAGTTGGGGTATTACCATTGTATGGATAAATGAAGACAGAGACTGGATGAACAGATAT 

AACAGATAGAGTCAGAATCAGAACTTAGAACTCTCAAACTCTGAGTTAATGAAAAATTTTCCCATAATTGTCTATGTTTAGGGAAAGGTAAGCT 

TTGAGCGTTCCAGCTCCAGATAGATCAAGGGTAGAACCTCTGGGAAGTTCTTTTCTGATTTGTATAGAAATTACCCAGAACCCAAGTTTCCTGA 

CCATAACCTGTTGATCTTCAAACATTTAAGAACCAAATGGTGTGCCCTAAGCACTCTGCTATTATCAGGAGGGTGAATTGACGTGTGTGTTGGT 

GTGTGGATGGAGAGAGGTGTAAACCAAAAATAAAATTCTAAGCACCCCCCACGGCGCACCCCCTGCCCACCCCGCCTTCCCAGGCAACCCTCTG 

AACGGACTAATTTGTCAACCAGGGCTCTTGTAAAATTTATCCTGAAAGACTGGTTCAGGGGATGAAGGGATGTGAGGGTGGGACGTGCCCCATT 

CATTATATATCAACCAACGGAGTAATTTCTCAACCCAGGCTCCTGTAAAATTTATCCTGAAAGACTGGTTCAGGCCATGAGGGGAAGTGAGGGT 

GGGATGAGCGCTGTTATATATCAACATGGAGTTCAAGTCTGATAAGAAAGATTTTACAACCTATTCTCTCTGAACCTGCTGCCTGGAGACTTCA 

TGAACCAGAAAATGTTTAAATTTACCTATAGCCTGAAAGCCCACCCGCTCCTTAGAGTTGTCCAGCCTTTTTGGACCAAACCAATGTATTTCTT 

AAATGTATTTGATTGATGTCTCATGCCTCCCTAAAATGTATAAAACCAAGCTGGACCCCAACCACCTTGGGCACGTGCTCAGGAGGTCCTGAGG 

GCTGTGTCACAGGCCATGGTCACTCATATTTGGCTCAGAATAAATGTCTTCAAATATTTTACAGAGTTTGACTATTTTCGTCAACAGACGTTAC 

ACAAAATCCTCTCCTATGTAAGACTATCGGATGTGTACGTGATGCCCGTCGTAAGAGTGGTGTGAAAAGCTGGACTGGGGGGTATGTGCCTGCA 

TGTAAGTGGAGGTGCCCAAGGGGATTTCTCTTCACAGCTCATTGAGCATAGCTGAGTTGCTAGCTATGGTCTGACACCTCCTGATTTCAGATCT 

GCCCTGAAAAGAATTACATGAATATGCCCCTGCTACTGAGTATACTACTAGGCTTGGAGTCTGAAGTAGACCTCCAAACCGCATCCAATCAGGT 

AAGGGAGAAAAACGATAGCCCAACATTCCCTAGTGCTCATAATGTATTATTGCATTATTTCACTTTTTATCCCTTCTCTCACAGATAAGAAAAG 

AAAAAGCTCTACTTCTTTAGGGTTCTTGGACGTAGACTCTCCACAGTTCATCTGGGGTTGTTCATCTCCACTTCTTTTTGTATCCCAGGGCAAC 

TTTCCTGCAGTTTCCCTAATGAGAATATTTTCCGGACTAGG 

NNNNNNNNNNNN^^ 

NNNNNNNNNNNN^^ 

AGCTGCGGCTGTTCCAGAAGCGGCGGGCTGCCGGTCCTGGCCTCGGCAGGGGGCGTGCGGGACCGAGGGGTGGCGGCCGAGGCATGTGGGGCGG 
GTGGGTTGCGCGCTGCTGGCACGGCGCGGGGACCCAGCGCGCCAGGCGGGAAAGGGGGGCGGCGGCGGGCGGGGACCCAGACCCGGAGGGGCAG 
CGGGCGCGTAGCGGGCCCCAGGACGCCCGGCCAGGGGATTGGCCTCTGCACCGCTGCTCAGGGCGCGTCCCTTGCCGCCTCTGGCGTCGAGTCA 
AGCCTCCTCCTCCGAGCAGCCCTCAGTGGCGCCGCCTTAGTGCTCTGGGTCGAGCCCCGGGAGGGTTAGCCTGGGGACGGCAGGGGCGTGACCG 
GGGCGCGGAAGTAGGTGAGCAGCAGGGCGGCGCGCGGCGGTCAGGCCGGGACAGCCAGAGGGGCAGCGACATCTGGGGGCGGGGGCTTCCCGGG 
CGGAGCAGGGCCCTCCGGAGGACGCAGGCCGCGTCGAGGCTGAAGGGCCTCCCTGTCCGGGACGGTCAGCTGCCAAGTTCGGGCCCTTAGCGCG 
TGGCCCCGGGCCGCGGGTCGGAGCGGAAGCGTCGCCCGTGGCTGCGCGCTCATGCTGGTCCTAGCGCAGAAGACCCGGCGAGGTCCGCGAATTT 
TGGCTTAGCGTTTGTCAAGTCACCTCGAGCGACTCGGAGAGAACCCGGCTTTCCCACTAGGGACGGTGATCGCAGTCTCTTTCCTTTAGAAAGT 
TACTCCGATACTTTTGATCATCTGTCCATAGTAAGGAGGAAAAATAGCGTGGTTTGTGCCCGGGTGAGGGAGTGTTGGAGGATCCCGTCCAGTG 
GGAAGAGCCAGTTTTAGCGGAGCAGCGCGTCCAGCGCGCTGACACTTCAGCCTGGTAAAGGGTTAACTGCATCCTGCCGGTTCGGTTTACATGT 
AAATAGAGAGCAGCTGCTCCGCGCGGCCCCGGCTGGCTCTTTTAAGTTTTTGATTGGTTGCCAATGACATCACCGCCCGTGTTTTAACACCGAG 
GACCCAGAGCAGCTTCGGATAAACCCTCCTTAAAGAGATGAGGCCAGGCCTTCTTACCCGCCCCCTAGGCTGCCCATTGGTCGCGGGGCTCTGT 
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GAGGTAGCGGTCGGCTTTCTCCGGATTCTTATTGGCCCAACCCGCCGTCGGTCGGCGGCGAGTCCGCCCCCTCAGAACCTTACAT1TACAGTGT 
AGCAAAAGAGAAAGTAACTATGTTGCTGCTGGAGATCAATGAAGCCGAGTGAATGGGGGCTGAATGTGCGAGTCGATAGCTGAAGAGGAGCGCC 
AGATGGTGGAGGAATACACTTATTTATGAAGTAAGTGGAAGTCACCGCGACTACTCCTGAGAGCCCGGGACTGGAGGTGGAGGATTGTAAGGCG 
GTGCTTGTGTGAGTGTGAGTGTGTGTGTTTGTGTGTGTGTATCTGTGTGTGTGAGAGAGAGAGACAGAGACAGAAAGATAGAGATGCGATGCTG 
ACGGAGGAGCTACAGCAGGTAGGGTTATAAGGTTCGGGCCGTTGGCTCCTGCTAGCCTGTGCGTTTACTCCCTGCAGTCTACTTGGATTTGGGG 
CGAAGAAAAAATGAGGTTTGTTGGGATGCTTTGCGGCAGTTTTAAATGCTCGGGGCTCATTAGTGCGCTGTGTGCCGAGGAGTGAAGCGGGGGG 
CGGGGGGATGTTAAGTGCTCCAGGAATGGGGAAGAAGCATTCTCTAACCACTTAATTTTCTCTCCAGCTCTTGCCTAGTGGTGGAAGGGAGAGG 
GGATAGCTCAGTATTTCTCTGGGAGATTTTCTGGGCCAGACTGGATGGTTTCACGGGCAGTATGTACGCCCGACCCTCTGCTGCAGGGATGCAG 
GTCTCTCTATACACTCCGTGTGTGTGTGTGTGAGCCTTGAACTCTGTGTGGAGGTGGGGGTCCCAGCGCGTGTCTCTGTGAACACGCTTATGCG 
TCCCTCTCAGAAGAAATGGTATGTTGATCCTGGACGTGTCCTACCAGGTAACACAATAGCAAAGACTTTCACCGCTTGGTCCAACCGGGAAACA 
GTTATAGCTTCTGGAATAGAACTCGCTCTTCAGAAAAAATACTACGCAAGGGAAGGGGGGTTGACTCCTTCGCTCCCATCCAAAGGTGGGTGAG 
AGAAACCCGAGTCGTTGGAGATCTGCCGACGTGATGGGTGCGTGCCCCGTGTGCGCGCGTGAGTGTGGATTCCGCCTGTGACACTTTGGTTCTG 
TGTCAGAGAATGGTGACGGTCGTGTGTAGACGGATGAGAATGGTGACGGTCGTGTGTAGACGGATGATAGATGGCATTTTTCCTGATAGCTCTT 
AAAGTTCGTTTAGGTGAGCGTCTCTTGGCGTGGGGTTTGGCGTCTTTGCTATGTGCATGTCTAATAGAAGAAGAAGAGTTAGCAAGCCTGAGTT 
GTAGAGTGCCCCTGTGCCTACAGGAGGAAGGAGCTGTCTTTTTGCAGACACTCTGAAATCAGAGATAGATCCGGTGGGCAACAATTCACTGTCC 
CTTTCAACGAGTACAGGCTAATTGGGAGGTCCTCTTTACGGAATGAGTACTCTTGAAGGGGGGATATCTGTATGGGATTGAAACCTTATACAAC 
GTGGCTGCCTCCCATTGAGAGAAGCTCTAGGATGCACAGTCTGTGCCAGCCAGGGAGATGAAGAGGGGAGGAGAGCCCAAGTTGTCCTTTCCAG 
GCAGGAATGAGGGCGGGGGCAGGTGAGAGAGCAAAGGGTGAGGGATTTGCCGGGGCTGGGGTTTCCAGGTTTCCAGATCTGGCTCCATGGCTTG 
AGATTTGGTTTTAGGACACCAGTTAGTAGTGAAAAGGGGAAATGCAGATTAATTTATAAGAGGCCAAAAGACAACATGTGAGGTTTTAGTATGA 
CT ATGTTGTG CTTTT C AAAGG ACC CCAATAG AGAATGG AAGG C AAGAATAGCT CC AAGTTAAAG AGATTC ACTT AAGGGG ATTTG CAGAAAGTT 
GACATCCACCGTGATGTATATTTAGCTGCTGTACCTTTCTGTGAACCATGCCAGTGCTCTTGGTTACCCCTTTGCCTTTGCAGCGAGTGAGGGA 
ATTAAATGGCAAGCATGCAAGGGTGGACAAATGGGTCTTTCTGAGATGTTTGCAGTGTACTTCTGCCCGAGAGCTGAGGTTCAGAATAGATGCC 
TGTTAAGAGCCTGCCTTCTGTCTTCAGCTTTTCTAATTATTTGTGGTTATACCTTCTCTACAGCTGAACTTTTATGTAGGTCCAGGAAAGGTTG 
TTCATTAACATTTACAACATTACATCCAAATTTAACCTTAGACTTAGCAACCAAATTGATTGGAGCCCTCAGGTTTGCATCCTCTTTGAATACA 
TAAAAATGAATTTCAAGTTTTGATAATGGTATGATAAAGGGCAATTAGGACGACTTTGCTCAGAGGGATGCAAAGGTCTTTCCCAGGGATTGGA 



CAGCCTCCTCATGCCTCCGTCTCCTTTAGACGACAGGGTAGTAGTGGCACTATCTAGGCCCGTCCGACCTCAGGATCTCAACCTTTGTTTAGAC 
TCTAGTTACCTTGGCTCTGCCAACCCAGGCAGTAACAGCCACCCTCCTGTCATCGCCACCACCGTTGTGTCCCTCAAGGCTGCGAATCTGACGT 
ATATGCCCTCATCCAGCGGCTCTGCCCGCTCGCTGAATTGTGGATGCAGCAGTGCCAGCTGCTGCACTGTGGCAACCTAGGACAAGGACAATCA 
GGCCCAGACCCAAGCCATTGCCGCTGGCACCACCAGCACTGCCATCGGAACCTCTACCACCTGCCCTGCTAACCAGATGGTCAACAATAATGAG 
AATACAGGCTCTCTAAGTCCATCAAGTGGGGTGGGCAGCCCTGTGTCAGGGACCCCCAAGCAGCTAGCCAGCATCAAAATAATCTACCCCAATG 
ACTTGGCAAAGAAGATGACCAAATGCAGCAAGAGTCACCTGCCGAGTCAGGGCCCTGTCATCATTGACTGCAGGCCCTTCATGGAGTACAACAA 
GAGTCACATCCAAGGAGCTGTCCACATTAACTGTGCCGATAAGATCAGCCGGCGGAGACTGCAGCAGGGCAAGATCACTGTCCTAGACTTGATT 
TCCTGTAGGGAAGGCAAGGACTCTTTCAAGAGGATCTTTTCCAAAGAAATTATAGTTTATGATGAGAATACCAATGAGCCAAGCCGAGTGATGC 
CCTCCCAGCCACTTCACATAGTCCTCGAGTCCCTGAAGAGAGAAGGCAAAGAACCTCTGGTGTTGAAAGGTAATGCCGCTGCTCCCTTCCCAAG 
CACGGTCCTGATTAGCCGGGTTCACTTTGGGTTTTCTCGTAGAGTGACAGCATTCTCCTTACCCTGGCTACCAAAGACCAAAATAGACTTTATT 
CTTCTCTTCCCTTCTATGCTCTTTATTGTTTTGGTTTAGTAAGAAAAACCGAGCAGCACTGAACTGGAAGCCAGAAGATCTGGGTTCTACCCTT 
CATTTGGGTTCTAATTTGCATTGTGCAAGTCATTTCACCTCTCTGGGACTGTTTTCTCATCTTTCTAAAAAGGGGCTTTATACACACCAGATGG 
TATCTCAAGTCATGCCTGGTCTGCTAGCTCTATTGCAATCAATCACTAGTTGGAAAGTTATTGTCTCTCAGACTTAACCAATGTTGATGGAACA 
GAGGAAGGAGCAACTATGGTGAACTACAAGTAAACCTACAGGTACCAGTTGTTACTGTGGGAAATTCTTTCTCTTTCTCACCTTTCTGACCAGG 
TTGACTTTTATGTGGTTTATAAAGTGACCTTGAAGAAGGGCAGAGCTTCTTATTCTAAGGCCCCATATAAAGTATAAGTTCACCAATTACATCC 
ATTCCTCTGCCAAGGCTCCAAGGGAACAGAGACGTTTTTATGAAACACTCCCCAACCCATTGTTTTTTCTGGCCTCACCTGACAACGGTTGGCA 
TCATGGCTGCTCCCAAGATGGAGTAATGGGTCACTTGCCGCAGTATACTGAATGCAGAATAACTGAGATTAGCAGAACTGAGCTCTGGCAGAAG 
GAATTATTCACCACTCTTCTCGGAGCACCTTCCATACCGTGTTGCCTAACCTTTCCAAGTAGCCTGCATCCTGTGCCCAGCCTAGTTGCACCTC 
TTTGCCCTCAGATACTGACTTTTGGGGCACTGTACATCACTCTCATTCGGGATCTTTTACCTGGTGGTGGTAGTGAGAGATAGTCGTCTTCTCT 
CTTGTCTCCTCTTGTGTTCTGAGCCAAGGTACGCAGTTTCTGGGTCACATCTCCAACCAGTCTCCTAAAGTGTGTTGACCAAAGGTGTTGCTGA 
GTTTGAACACATTGCATATTTAAATTGCAATAGGACATGTGGGTGAGCAAGTTAGTTATTTTGTCTCTATGGGACAGCTTTGCCATTCTCCTTC 
TTGTCTTCCCAGTGGGGCATTGTGCCTTTTGTTAAGCAGTGTTCTGGGAATTATAGTTCTGAATTGCACTGACACAATCTCCTCTTCCCACCCT 
CCGGTGTCCTCAAACTTGCCCTCATGGGGCTACACTAGCACAAAGGCACATCTGTCCTTAGGGCTGGTGGGCTTTGCTGGGAAGGAGAACATGA 
AAGAATTGTATGTAGAGAGTTCCAGAAGCTTCTAGACATTTCCTGGTCGTGGTGGTTGTGGTGGGTTTTCTTGAGGTCACAAATATGTTCAGAT 
TTCCTCCATATAGCTCTGTATTTTATTGTTTGTGTATTCTTGTATGGTTGACTTTGAGTGATTCCCAGGATATTTACCCTGCTATTGTCTTACC 
ATAATCTTGATGTGTCTAGCCTCTTACAAATGAGAAAATCCTACCGAGGAATTTCCCATTTGTAATAGTTTGTCTTGGGGAGCAAAGAGGAGGA 
TAGCCAATGATCATGATGATCTGCT CTTTT CTCACGCAGAGCAGGTGTTCATGATAAAAAGCAAGTCTTTTGTGTCTTCATGATCTGAAGAGAG 
GAAACAACACGGATCAAGATGATCCTAGACCTCCTAATCATGGGGATGATTACAAGGAGTTGCAGACCCTACTCTCTATTTTGCAGTGGGTGGA 
GTTGTGGATAGGGGTGACCCATCAGTCATTGAGAAATGAATCTCCTGGGTGCTACTTGTGAAAGTGAGGATCCTCTCTCCCTTTCCTGTGGATG 
CAGCTGAGATTCTGGACAGCCTAGACTTCTTCCTCAGTGTCAGAGTAAGATTGCCTCAATGGGGCGGGGGAGGACACACTGCTGACCTCACCAC 
TGGGCGCCCTGGGCAGCCACTGCGAGGCCTCGTCATTTTCGAGTTGGTGAGACACCGCGGCAGTGGACTTGGAAGATGCTCTGGTGGTAGAGGT 
TAGATTATTTGTAGTTTTGGGGGCCTTTTCTTCAAATATCTGGGAATTTCATTGAAAATATGTAGTTCAGGAGTGAAGGGGTCTATATTCTACT 
TTATAATTATCATTATCATTTTGGTATCTTTTGGGAGAATGGCCTAAAATTGGGACCAAGATGGAAAAGAAGGGAAAGGAATGGGTCAATATTA 
GAATGCCCTTCGTTATGCTTTCAACTTGGTAAAGCAGAGATTAATACCATAGCACCACTGTGGTGAAAGACGGGGTGGGCATTCCCCAAAGGCA 
TGAGCAGCAGACTTCTCTCAGATTCTTGAGTGGGTCAAGCAGACCATTCTGGTCTGGCTTCTCCTCTCAGATTTATTTGAGTAATCCCCTCCCT 
TGGTGATAAGATTGTGTTTCAGCAAGAGTGGTAGTGGTAGCATTTCGGAAGGAGTAATTTTTGCAGGGAAGTTGGTGGGAGGGGGGCATAGTTA 
GAACATAAGGAGGAAACTTCTAAAGGCTTGTTAGTTTATTTTCAGAGATTTCAGTACAATCTTGGGTAATTTATGGGTGGCCCATCTGATGCTC 
TGGTTTATGTTTGTAAACACTGGTTGCTACCCTGCCTGTCCAAGATCCTTGTCCCCCTGTCTCCATGCCATACTCTCCATTTTTGGTGCTGTCT 
GTCAAGTAGAGCGGCTGCTAACTTGCCATTTTAGTAATGCTGTGTCAGGTTGGGAAGAAACCGATCAGAGGCATGGCAGCCCCTGGGATTAAGT 
TACTGTTCTAATTTACAGTGCCCTCCCTGTTGTGACCTATGCTAGAATCTATGTTTTAGTCTCATCTTCTAAAGAATAAATGGCATCAGACCTG 
TGCTTGTGTTCAACCTGGTGAAAATGATCCAAATGAATAAATATTTAGGGATTTGTGAGGTCTTTGAAAGAATTATATTGTTTTACTCAAAGCT 
, GATTTTTAATCAACTAAAACTTGCTTTCTAGTCAAACTGAGTAAGAAAGCTGAACAATTCTAGACCATCCATAACGAGAGCTACCGTTTTTGCT 
' ATAAAGTTTTTCAGGCTCCCTTTCTTTTCAGTAAAGCTGGGTCCAGGGAAATAATTTGTCATTTACTTAGGTAGGAAGAAATAGTGTACTGCCC 
GTTTTTGTTAAAGACAGTATATGCCTTCAAAAATGTTATTATAAACATTTTCAAGCATATAGAAAAGCAGAAAAGTGTGTAATGAACATCCATA 
CAGCTATCAACCAGATTAAACAATTATATTTTTCCTATTTGCTTTCTCTTTTGTGTTGAAATATTTAAAAATATAGATAATGTTTTAATGTATT 
TAAGTATGTTTAATGTGTAAATTAATGTTTCIAAATTCAATAAAGCTGGAAATATTTTATAGTATACTATGAACATTTTCACTCGTAAACACTTG 
AGTGTCATGTACCCATTTTTAAGTGCTTTTCAACTTCGAATCCCTCTGTGACTGACTGGCAGTCAGGTCTACAGAGGAGCTTCCCTCCCTGGGA 
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GTAGGAGGGCTCCAGGTGCCTCCTTGGGGTCTGTGTGTCCCCCTTCCTCCCTGGTATGTCAGAGCCCATGCCTCTACTTGCTCTATGCTGTTGT 
AAAACAAGGAATGACCAACTGCTACAATCTTTATAGGACTGCTCTGTACCAAAGGCCTTTACTGGGGGAATGTGAGAAGAAGAGGGAAATGGTT 
TAAAAGGATGATCCATGGGGAGGATTTGATCATGCAGGCAGTTAGGCCTTTATACTATAAAACTTCATCACTCCTTAGAATTGAGCACCATACA 
TTGCACACTTTTCCCTAGTTGAAAAGAATTCTGAAATATACTCTTATTGGCAATAGAGTTCTATGACAAAGTGGATGGCTAGGCTCAGAAATCA 
GAGACCTGTGAAAAATATTCTGTTTCTGCCCTTTTTTCGGGGGTGGGGTGGGGAAGGGAATAAAAGTCTCCCCTTTTCTCTCAGAGATGTTATG 
AGGATTTTAAAAAATACCTGAAATAAAGACATATCTACATTCATAAACGTGCTGTTGTTATTCTGAGCCTCTGGTTAACATCCAAGGCTAAAAT 
GTCAAACATTAGCCTTGTAGCAAATGATGGAGAAATCAAGGCAGAACTTCGGATCTAGTCAGCGTGAATGCTAGCCTTGGCTCCCCTCTAACTA 
GGTATGTGCCCTTGGGGAAGGAACTGAATCCTTCAGTTCCTTAGTTACCTCATTAACAAAAAGAGGATATAACAATAGCTATCTCAAAGTGTTA 
GTTTCTGAAATAAATGAATTAATGTGTGTAAAGTGTTCAGAACTTTATACACATAGATGGTAAGCACTCCATAAATATGGTAGAATGTTTTTAT 
TGATATTGATTGAAAGGAAATGATAGTGCCAGTACAAAGGCAAATTTTGTTCCTAAGGAGTACAAATAACAAGCTAGGTATAGTAGAGTGTGTG 
TGTTGCTATGGCCTAAAAATAACTTGGTGACTGTTAACTAATTTAAGTTGCATAGAGTTGGAGTGCCAAGTAATTGCAAAAACATATTGGGCCA 
GGAGGCTGGAGTAATTTGGGTATATCCAGAATTATTTGTTTTAGGGAAATTTGTAAAAACATGATAATAATTCTGTCCAAATAATGTCCCATAA 
CAAAAGCATAAAACTTTTTAGCTTTGCTTTTTGTTGCCTCTCATCATCTCATCAGGAGGATTTATTTTTGGAATAAGGATTGTGGACTGACTAT 
AAAAGGGTAGATGGAAGGAGGGGTGCGCTGGTTCCTGAGCCTAGGGTTGTGTTGAGTTAGAATGTGAAGGAAAAAGGAGGGAAGGAGTTNNNNN 
NNNKNNNNNNNNNNN^ 

CTCACTTACACCTGGGTTCAAATCTAGGCATTTCCATTGACCAACTGTATGCCTTTAGGCAAATCAGGGGGCCTCTCAGAGGGCAGGTTTTCTT 
CATTGTAAAACAGGGACAGCTCCAGCATCCTAGGTTGAAACAAGGTGATACAAAGTACCTGGCATTTGATGGCTGTCAATAAATCAAGCCTCTG 
GACCCTGCTCTCGTACTCTCATGCACTAATGTAAGAACCTCTTACATTGCAGGGGCAGGGGTATTGGGGAGGATGGGCAAGTCGTTCTAAGCAC 
AGTACTGTGGGAGCCTGTTAAGTATGAATACTCTTGCCCTTACCAATTCAGAACAGTTAATTAACTTAATCATCCAGCTTGTCATGGACAAGTT 
CAAG AAACT C CTCTC CTGGCAATAGGAG AC ATG ATTTC ACATTAGAAAAGCAAAGCAG GGG AAGGAAACTGAATAGGTAAAG C ACTTTG CCTAT 
TTCTGTTTTCAAAGCACGTGTGTATAGGAGAAAGGAGAAGGGAGAATGGTGAATATGTACACTTTTCTACTTGGTCCTTTGGGCAAACCCATCT 
GAAGGTCTGACAAAATTACAGGAGCAGAAAAACTTTCCGTCACATACTCCTGGTGCATACACCCTCAGGGACTAAGTGGGAGCTTTTGACCAGT 
AGCAAAAATCTAGTTCCTTAAACCCTGCATTATCAGAAGCCAGAACCTCCAAGCCCCAGGATTGCTGAAGAGCAGTTTGGGCATGAATGTGTGA 
TAT ATCGGAGTG CTTAGG C AGTTT AATCC AAGTTGGTTG AAAAAGATAG ACTAC ATATT AAGG AGAG AAATTCT AGTT C CAGGAGAGGTC ATCT 
CACCTTTTTGGAACTAAAGAATCCCAGCTTTGAGAAGAGCAAGGAACTTTAGAGGGCCGCTAATCCAGTAGTTTTCAGTGCAGGCTGTTCATTG 

ATTTTTTTAAAGCTCCCAAAGTGATTCTAACAGGCAGCAAAGTTTGAGAACCATTGATCTAGTCCGGTATTCTCATTATGCCACTACAGGAATG 
GGGCTTGTCCAAGGTCACATGCATGATTAATTTTAGAGATTTAGTCCTTAATGTTAAAGTAGGTCTTGCCAGGTTCAACAGATTCAATAGATAT 
CAACAGACTGAGGTATTCGTATGTATCATTATTTAATAACAACAGAATCTAATATATAGCATAAAATATAAGATTTTTTGAGTACTGATGCCTT 
TTTTCTTGAATTTTGAGATTTCAGTTCAGAACTAAAAAGACCAAAGTCTGAGGACTTTCAAAACCAGCAGTTCATGGTCTATATATTTACCTGG 
ATATTAGAATATGGACCAAATATTAATGTTGATTTAATCTCTTCATCTGGGGAACCTAGTGGTTTAAGCTGTTAACCTAGTGGTTTCAGCTGTT 
AACAGCTATCAAAACAGGTATCAAAGAAGCCCAACCATCTTAGGCTTCTAGGGACTTTTTGGTAGGTGGTCTCCACAGCTGTACAAACTTGTGG 

GCTTATCATTCAAATGCAAGAAAGACAACATATATGGATGGGACCAGTCTTCCAGATCCTTTCCATCTTGGAAATTGTGTTCATGTTTCTATTC 
TTCATCTTCTTCTGCCACAGAATCTTATTTAGGGAGTGTTTCATCTTCACGAAATTTTGTTCTCCTGTGAAGCACATGTTTGTACTTTTTTTTT 
CTTTTTCTTTTTTAAGAAATAGCCAGCCGGGTGTGGTGGCTCATGCCTGTAATCCCAGCACTTTGGGAGGGCGAGGCAGATGGATCATGAGGTC 
AAGAGATTGAGACCATCCTGGCCAACATGGTGAAACCCCGTCTCTAGTAAAAATACAAAAATTAGCTGGGCATGGTGGTGCACACCTGTAGTCC 
GAGCTACTCGGGAGGCTGAGGCAGGAGAATTGCTTGAACCCGGGAGGTGGAGGTTGGAGTGAGCCGAGATCCCGCCACTGCACTCCAGCCTGGC 
GACAGTG AG ACTCTGTCGCAAAAAAGAAAAAAAAAAAAAAAAAAAAGGAAATAGCCTAGCCTTTTCTAAATATGTCATGGGCCAATAGG ATTTC 
TTTCCAATGTCTTGATCTGAAAAGAAATGATTCATTGGTTTTTAATGAAAAAATAAATATATATGCCCTCTGTGCCTCAAAAGCTCAGGGCTGA 
CAAGTCTCCTCTGTGTGGGAGAGTGAAACTTTGTAATTTGGACCCCCTAATTTTGTACATGTTGATGATAGGAATAAGGGCTTCGTTTATTTTC 
ACTGCATGCTCTCTATGGAAAGAGGATGTGCTAAGCAAACAAGCATTGTAAACAATATTTCAGAGGCAAGGTTTTGGCCTGCTTTAAAAAAAAA 
AAATGTTTGCAAGTACAATTAAAAACCAGTATAAGGGACAGGGGTGGGATGAAAACCTGTCTCTAAGATTACGAAGCCTGCGTTATTTCCCCTA 
AATCCCCTTCGAGGAAGATTTGAATCCCTCATCAACAAATTTTCATTGATTATGTTTCTATTATATATACTGTAGACTCTATATTCACGAATGT 
AATCATACTCATTCAGAAAAATATAGGAAGAGAAAATGAGTATGACCTGTAGCCTGAATTTCATTATAAAAGATTTAAAAATATACATTTTATA 
TTAAAATTGATGTAATCTTTTAATTATGAAGTCTTTGATTCTTTAGATGTTTTCATCCATAACCCAAGAGCAAGATCTTGGGATCAGTTTTTTC 
CAGGTTATGTCTATATCATCTATTATTACTTAAAAGTTGGAGTTACATATAGATATATAGATATATAGAGAGTTATAGATATATGTAATTTTTT 
TTCATTCCAGTCCCCCACCCGAGCAAGACCCATATTTTATGTAACTTAAAAGTAAAGAAAAGAAACTTTGAGCGTATGTTTTTGGATAAGGAAA 
TGAGCTGTGCAGGCCTAGTACTTTCATATAAGATAAAGGCTCTTACCTATTCTCTGAATCTGGCAAAGTAGAGAATCACTTACAGAAAGAAAAG 
GATTTGTGGATGCATCAAATTATCTGCATTGCCCTTAATGTTTTATGTGTGGTAAAGGCGTACTCAGGGCACCGCCCCCAACCCTGGCCCCCGA 
CTTGAATTTCATAGAACACAAAACAAAGCGCAACTGTTCCTGAGTGCTTCCACAACGGGATTTTGCTTTCTTGCCTTACCACTTCAGAATGGAC 
CACCATCAGGCATCTGTTGTCCATTGCACACATCAAGTAAACAGATTAAACTGCCCGAGCCAGGGGGTCGCATCAGGCCTGTCCTCCCTTTGAG 
GAGCTTAAACCTCTCGTGTTATAATGCGAAGTCGACTGATCTTATTTTGTGTCCTGAGGTAAGGAGGCAGTCACGGTTTTGCATCAGAACATCA 
CTATCCGGTT C CTT AATATCTT ATATTTATTTT ATGG AAG AAATAAT CTCAC ATT CTTTGTATC AC AG C C CTG AGCTTC ACT ACC ATTGAGCTA 
AATATTACCAGCTGTTGCTACTGGCAAGAGAGAAGCAAAAAACAAATTGAAAGGAGAAAGAGGAGGGGTGGGGGAGTGGACAGAAAAGAATAAC 
ATGAGGGTTGAGGGTCTTAGGGTGACAGCAACATATCTTCTAGCTCCCAGACCTGAGTTCTGGGCTCCAGTATTGAAGACTGTGAGTCATTTTC 
TTCAATCATTACAGTGTTTCTTCCTGTCTTAAAAGAATAAGACTAGACACAAACTTCTAAGAGGGCCTTCCCTGAAGAGATAGAGGACATTTTC 
TATTGTTTCTTTTAATTTCTATTTTTATTAAAATGCTATGTTTTTATGATAAGACTTTAAAGGAACGGGTCTTATGGTTCTCATGAGGTGATAT 
TTTAATCTGCCAGCAGAACATCAGTTAATCACATAGAACTACTCTGGCTCTGTGACCAACCTATCATCCCTGAAATTAGAAAATTATTTTCCAG 
ATAGTTTGGAAGAAAAACAAGTTAAAAGCTATTGAATGCTTTCTAGATGCTGGGCATTGGGCTGTCATATATGTGTCTTATTTAGTTCTCAGAG 
AAGCTCTGTGAACGTCATTTTATATCCTGACTTTTATAGCTCAGGAATCTGAGGAACAGATTAAATATTTTCTCCCTTGTTATTAACTAGTAAA 
TGAGAGAATAAGGATTGAAATCCAGTTCTTATGATTTCAAAGGCCAAATTCTTTTCAGGCTGGCCATATCTATTTGCAAGTCTCATTCCTTATG 
GTGGCTTTAGTTGTGCTTTACCTCTGTGGTGCCTTAGTTATAATGCCATCTTCCTTTCCCCATTTTTCTTGTATATCCTCAAATAAAAATTCCA 
TTGCTAAGGTGAGTAGCCTATTCTGTGTCCTTAGAGTAGACTGGCTTCCCAGTAACCTTGCCTCAAATTATATCCCAGCTTTTGGATACTTTAA 
ATTTTGGTCATGACAGTTTTTTAAGGAATAAAAATTTGAGCAAAACAAACTTTTGAAAAGTGTGATAATTCTAACATATATGAAGTATTTCTTA 
CATGCCAGACTCTATGCCACAAGTGTTATGTCTCATGATCCCTTTCCAATTTACATACGAGGGACTGAAACTCGGAGAGGTTCAGGCACTTGTC 
CAGTGTTACTCAGCTGGTGCCTAGTGGATCCTGGGTGTAGCTCTGGTATACTTCTGCTCAGTTTGCTTTTGATATCTGGAACCTTAGAATTCAT 
TCTCCTAGTAGCCTGTGGATAGAAGGATGATATTTCCTGCTTTTGCACACATTAATAAACCCACTTTCTGGAGTAGGAAGTAGATGAACAAAGG 
TAAAGAAAAGTACAAGTACAAAGTTAGGTAAAAAGAACAAGAAAGAATCTGTGACGAGTATGATGACTACATCCTAAAGACTCTAATGCCAAAG 
GTATTTGATTGTTTATGCTTTATATTCATTATCTGTCCTATTAGTGTGGATGATAATGAAAACTATAGATTGTTTTCCCTCAAGTAGGTGAAGA 
AAGAATCTCTAGTAGGTTATGATTGCCCTTTGGGAAGGTTAGTTATCAGGGATAAGTGAACAGATCCTATCAAACCATTTACTGTTTAGTTTCT 
CTCCTCTCCTTTCCTAATCTTTCTTATCTCTGTTCTTCCCTTCTACAGTCTAAGCCTACAAATATAGCTCAGGTAATCTGGAGGTGTGGCAAGG 
ACAGACCCTGGGAAAAATAATAATGAACACATTTGAAGGACAGCAGGATGGACTCCTTGGAATCCTGTGTTAGGGGCAGCATTCATAGAGGCAG 
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AATCTGTCTTCTGACAGAGCACCCAGCTTCACACAGTGAAAGTATGTGACTGTCCTCTCAGATATCAACTATAAGGTTTCGTCACTAAGTTCAT 
TTTATGCTGCTAAAACAGAATACCTGAGATTGAGTAATTTACAAAGAACCATAGGTTATTTGGCTTATGGTTCTGGAAGCTGTGAAGTGCAAGA 
GCAGGGTGCCAACATCTGGCAAGGTCAGCCCATGGTGGAGGGTATCACATGATGAGCAAGTGTGTAAGACAGTGAGAAAATGGAGGCTAAGAGT 
T CATC CTTTTTATTAGGAC CCACCCCTGTGATGATCCACT CCATGGAATGGCCATG CAATT ATGGTCTTAATCC ACTCTTG AG AGTGGAGCCCT 
CATGACCTAATCTCCTCTTAAAGGCCCCATCTTTTAATACTGCTACAGTC3ACAATTAAGTTTCCAATACATGAACTTTGGGGGACATATTCAAA 
CCATAGCAGTAAGGTCACCCCAAACACTCAGGTCCTCCAGTGAGAGGGGRAGGGAGGGGGACATGGGTGATCAAGGCAGTAGAATTAGTGAATG 
GAGAACAAAATTTAAAAATCTGAGCATTTTTTATTCTGAAATATAAAAGTAATCAATTTTAAGAAAGCTTAAAATAAATTCAAGGAGATTAACT 
TCACTGATCATAAGTTCTCACATTTACATGGCAAGGTGAGTTTTCTGAACCACAACAACCCCAGGATGACTTTAGAAATGTTGAAAAACCACAG 
AATTATAGTCCATTGCACAGCAAGCATTCACTTACTCTAT 

AGAGATCTTATCAAGCATTTGATCTAACCATCCCATTTTACAGACATAGAAACTGATTACTTATCCAGGAGGATATAAATAGCTATTAGCAGTA 
CTGGCATAGGATTCATGTTTCCTAACTCTCAGTTTAGGGTGTTrAGAAGCCCAACCAGTATATAATCCTTTGGATTAGTATCTGAGTTGTTGTT 
AAATAAGCAAATCTTGTGGGTTCAAGTATTCAGCCAGGTCATTCCATAATTTTTCTCATTACCTTTCTTAGGAGCGTATATAGTGACTAATTGA 
ATGAGCCGGCTGATGCTCCCTTATATTTGTATTCAGTTTATATATTTTCTTGCGAAGGGAGTATAGTTTGGAGGTTAAGGGCACAGATTCTGGA 
ACCAGGCTGCTGAGTTTGAATTCTGATTTTGCCAATTATTATAATTTTGGACAAATTCACTTTTCTGTGCCTCTGTTTGCTTGTCTATAAAATG 
GGGAGGGTAATGGCTCTTTTCTCA1GGGCTCAATTGAGAATTAGATAACATATGTAGAAGTGCTTTGAACAATAACGAATGCATACTAGCTAAC 
ATTTATTGAAAATCAACCATAATTATAATATTGAATCTCTO 

CAGTAAAATGCTTTGATGTCACCACTAATGCAGTACAAGTAGGAGATACTTTTCTGATGCTTGGTAGATCTTTTTGTTTAAAAGTTTGGAAAAA 

TCTATGTAAGGAAATCTTATAAAAGTCTTAGCAGAAACACTTTATGTATACTTATTGTTAAGATATTAAGAACATTTTAGAAAGAAAAACATAA 
TATTACTAATCCCGCCCTGACTGGCCTAGTTTCATTTTTACATTTCTTTTTGTTCTCTACCCATATATGTGCATGTTTTTCAGGGTTTCTCACA 
TAGTAACTGAAATTCATTTTCACTTTATATTGCATGTACTTTTGCTTCCTGTGTTGTGATCATAGATTTTCTTCTTTAATGCTGTAACCTGTCT 
TATTACCACATTTTACTTACTTGCCTATTAATATAAATTAAGATTGTTTCCAAGGTTTTGGTATGACAAGAGAAACCTCTTGAAGGAAACCCTT 
GTTTGGAATTTTCTCCACCTTCCCACCCAACTGCACTCCCCATTTAGAGAAATGGGTACTAGCTGCCATTTTGGGTGCTAGTTGCCAGTTTGAG 
TTTATTTTTCCCCCCAATTCTCTTTCACTTTTTAACTTCTGCTTTTCTTTCCTGAGTGTAAGATCCAAATACCTATCAAAGTTGTGAGTTTTTA 
GGGACATCTTTATCCTTGACCACAGGTCTTGATACTGATCCTGAATGTGTGTGTTTACCACATGTCCTGTAAGGCACATATTGCAGATCTTGGA 
CCTCTTTGGTGGATAGAGTGAGGACATGAGGAAGCACCACTCAGCGCrATTAAAAATCAGAAGCTATTGTGGAAGTGAATGATCTGGCAAGGCT 
AACAACGGCTCCTTATTTCATAAATATGAGTCACTCCCAGTTTTACACTGTAGATAAAACACTCTGAAAGGGACAATAAAAGCAGCAAGAGGTA 
GATTTAGTGAGATGCTGAGTAGATGTGTTTGTGTCTCCCTTCCTCTCAACTTTTCTAAATCCTGAGGTTTTAGTGCAGTGCTGAAGTCTTCTAG 
GGGCTTAAGCAAACACAGGCAGCAAAAACACATCAGAATGGAAAGATAATTCCCATTAGTTCATTTTGCCAAATTGAGGTAAAGTGCCCTTTAA 
ATAGGAGATAATTCTTTGACAGATAATTAGCTTGTCTTCCTTGATAAAATATGTGAATTGGTTGAGTATATTATAATTAATTTTGCATATTATG 
TAAAAATCTATTCATGTACACTTACTAGGTGAATCTCTTAATTCCTACCTTGAGGATGGCTAGAAAGCCCCATTTCTGCTCCAGTGAATAGAAA 
GAACTGGAGGAATGCTGTGGTTATGGAGTCCAGGAAGCCCTCTCTTACAAAGATTGGGAGGAGCTGAATGTGGTATATCA'TTATTAAAAGACAC 
AGAGACTTCATATTAATATATGCATTTATTAAAACAAACTTTGAGAACACTTTTAGGCCTGAGAATGAGATGCTACAAAGTTGCCTAAATAATT 
ACCTTGAAATCAATCTCTTGCTAGTGACATTCTTCTGGCTTCCCAATGTGGAGCTTTTTCCAGGGAGTGGAGTGAGTGATTGGCTGGGTGCAGC 
TAGCTGTTGGCTGGGCGGTGGCTGTGGGAAGTAGCCTGAGAGGGCACAGAACAGTTGCTCAATGACTCAGTGAGTCAAAGCTCCTCTCTGCAGT 
TTTTCTTCCCCCTACTCCTTAAGCCATTCTGAGCTCCTTCAGGCATCCCCATGTATCTGCGCACTGCTTTTGGGGTGTCTTTTCTCATTCAAAG 
CTATTGTCGTGGCTACTTGATTTGGCTCATATTAAAACGTGCACTGGGAGATGTTGGAGTGCTGAAATAAAAGAGCATGCTGTAGTTAATCGAT 
CAGAGAGCCTCTCTTCTCCAAGTTGAAGTGTTTCTTTTCCTGAAAATAGAGTGGCTATTTGATGTTCCATGGGAGCCGAATGACTTCCTGGTGT 
AGTGTGGCTTATAGCACCGTAGATTTTAGTCATTGGTCACTACCCCTCCATGTGCATGCACACACATTCACATGCAAACAAACACATATTTTAG 
TTAACATTTGTAGAATGGGAACAATTATGACACTGAGCATTAACTCATTTAATGGGGATAGCAATAGTATTAAATCTATCTGCAGCGTCCAATA 
TAGTAGCCTTGCTGCAAGCCAAACGTGGCCATTGAGCACTTGAAATGGGGCCAGTCCAAACAGAGATGTGCTGTAGGTGTAAAATATATACCAG 
ATTTCAAGACTTTATATAGAAAATAATGTAAAATATTTCATTAGTAATTGTTTTAATATTGACTCTTGAAATGATATTTGCACATGTTAAGAAA 
AATATATTAGCAATATTTTACCTGTTTGTTTTTACTTTCTTGAATGCAGCTACTAGAAAAAAAAAATGCTTGTTATTATAGTAGCCTGAATTCC 
ATGTCTATCAAATGTTGCCGATCTCAATGTGGTAATAACAGTATTATTATCCCCACTTTTTAGATGAGGCAATTGAGGCTGAGAGAGGTTAGGT 
AAGTTGCCCAAGGTCTCACAGCACAATGCCAAATTCAGACCTGCCTGACTCCAGAGCCCAC^CCCrTC^TCACTAAGAAACTGTTGTATAATAG 
AGAATTTGTCTGGCCGTTGTCCTCAGTTCCTGGGAAATAATTTCTAAACCCTTGGAACTCCCCGAGTGTTAGGAGTGTCTTTGTTATGCATGAT 

GCTTTGTATTAGTTCATCTTCTTCAGCAGAAGAGAGTGGGACTGAAGATTGAGTTCAATCACAAGGCCAATAATTTAATTATGCCTAAGTAATG 
GAACC(2AATAAAAACTCTGGACACCAAAGCTCAGTTAAACTTCCTAGTGAACACATTGCTGTGTCAGCAGGGCAATGTGTCCTGATTGCACAAG 
GAGAGGGCCTAGAAGCTCCATATGCAGGACCCTCCCAGATATTGCCCTGTATGTGTCTTTATCTGGCTCTTCCTGATTTGTAGCTTTTATAATA 
AAAACTATC7VTCATAAAGATAGGGCTTGTGTTCTGTGAGTCATTCTAGTGAATTATCAAGCCTGAAGCATTGTAGAAGCCACAGAATTTATAAC 
CAGTTGGCTAGAAGTGTGGGTGGCCTGGGAACCCCTGAACCTGTGGCTAGCATCTGGAAGTGAAGGCATTCTTATTTGAGACTGTGGCCTTAAC 
TTG GG GAGTCTG C ACTG ACTCTGCTT AGTC AGTTTC AGAATTATATTGC AGTATTGCAAGAATAG ACTG CCTTTTATTTGGATGTATGTATTAG 
GAGAACAGCAGCTGAGAGAGCTAAGTGCTGCAGCTTAACTTGCTTATCTCTGTAACACCATTTCCTTGGTGACAATGGCCATTTGCATTGTAGA 
CTTGGAAAATGACTCAATCTTTGAGCAACTGCTTTTGACCACTAGGATCAGTTGGGAGGCAGGCAGGCCTCTGAGACCTTCATACTCAAAACCC 
TTCACGCTGTAATCTCTGGGGCCTATTTCATCTCCCAGTTGGCATCATGTTAGCGGTGGTGACAAACATATGTGTTGGCCCCTCTTTGACACCA 
GGGATTCTTAAGTATTGGTTTTGGGATTGAGATGTTCATGGGAAGCTGACACAGGGTGATACTATGGGTAAGGAGTATTTCGATTTTTTGTTGT 

CTTTTGGGGCTTTTGTTTGGATTTTTAAGCCAAGATCCATGTGTTTTATTTATTTTGGTTTAGTTTCTTCATCCCTGCTTAAAATAGACACTGC 
CTCTTGTCTGTGGTCCTGGTATCCACTACTCT1CTGTTTCCTGCTCAGGCCTGGCCCATGTTCTGCAAGGCCCTCTTAGGTCACCAGCTCCTAG 
AAAGTTGACTCCTATGAGTATCTCTTGGGGCCACCTTAGAATGCAGATTTCTAAGAAAAGTCCAACATAAACTCTGCAGTTATTGGGAGAAAGT 
TTCCGTCACCAGTGAAAACTAGGAATAAAACAAGATTTTGGAATGTATAAAAGAAGCCTCTTTCAAAAAGAAATCAATATGACTTGTTTTTTCC 
TAACATGGGCCAGCCCTGGGCACTTTTCATCTGCCACCACACCAGGCCTGCTCTTCAGAGGTGTTCAGCTTTAAGACTAGGGACAGTTCACACC 
AGATAACTATGAGGCAGTGTTCTCTGCCACTCATTGACTGTGGAAGTCTCAGTCCCAGTTTCTGAGAGGGGGAGAGCAAATTCATCAGAACCAA 
CTGAAGAGGTACAGAACATGAGGCATTCACTTCTCACACAGTCCCTGAGCATCTCACCTTCCAGAATACCAGAGGCTTCAAGGCCCTTTTTCTA 
CCTTTCAAGAGCGTTATAGCGTGCTATTGCTCTTTGAGAGATCTAGGGCTGTAACAGCCCTTATTTTTAGAAAAGAGAGAACTCCTGTGTTTGA 
AG AAATAGCTCTT ATGATATGATCGTGTGGTTTC ACATGGTCTTAAGTTC AAGTAACTTGCC CAAAGGTG CAC AGTT ATTAAGAGG GATAAGAG 
GAACTCCAAATTACTGATTrCAGATCCAGTGTTGTATCCCTTCAAAAGGAGATAGAAGAAACAGGGCCACCCGGGGTTGGTGAAGATACTGTCA 
GAATCATCTGTTACTGCTTACCACATCTAAGTGAGAGGGTCAGCAAGCTCTTGAGAGGGCCCACCTAGATCTTAGCTTGTGTATACCCTATACT 
GAGCACTGTGCCCCCATTTCATATTTAGTGCTTAATAAATGTATATTAAACTGAATTGAGGGCCCCTCCTGCTGCTCAGTGACATCCCTCAGGG 
TGAGTTTCCCTCCTGAGCCTTCTTTTCCCTTTCATGACTACCTTCCATGCATCTCTACCATTCATCACTCATATAGAATGTCCAAGAAGTAGGG 
GCGAGGAGAGAGGAGAAAGGGGTAAGAGGCCACCAAGTGTGATTTGCCTTGGATTTCAGCCCTCCCTGGAAGGTGCCCATTTGTCACATTTAAG 
GGAGGCCCAGCACCCCTGTAAATTGCCTCTTCCTCATAAGTGTACTCAGCCCTCCTTCCCAGCCTTGGAATGCCAGGATTTCTAAATCCTTGTG 
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CTGAATTCACCTGGCGAGTCCTGCACCTGACTGTGTGAGTTACAGCTGGATGGCATTGTTCAGCTCAATCTTCAGTGTGTTCTGAAAATGTTTC 
TTCTTCCAGTCCTGTCACTGAATTTCCCTAAAGTTCCTTCCTCCTTTCCCTCATTAGATTTCTCTTTGGGGAGTATTTTTTTCAATCAAATCTC 
GCAAATCCATAGCATAATGCTGAACAGCATATAATAGATGCTTTACAATAAACTGGTCCTATCTCATCTGATTCCAGTGTTCAATGAATCTAAA 
AATATTTAATGAGCACTTACTATATACAATTCAGATGCTAAACAGTGAATACTTAGAATTTCTATTAATAACTACAATGTAGTAGCTGATTTAA 
TTCTTGCAATAACTATTGTTGCCTGTTAGGACTATTATTAGCTCCATTTCAGGGTACAAAGAGGTGAAACAGCTTTGTCAATATCATACTGGAA 
AGTTGTGGAGACAGTCTGGCGCTAGTGCACCAAACCATTACACTCTATTTCCTCTAAGAGAAAGAACATCTTGACTTTCTTGGGGTCCACACTT 
TAATAAGAACAATAAACAGGGAAGAAATAAATAGGTAACTTCAGATAGCGATAAGTGTTCTGAAGACAATGAAACTCTTAAAAACTTCATGATA 
TGATAAAAGAGATTTGGAAGGGTAGCTGTAAATTGAATGTCAGGGAAGACTTTTCTGAGAACACATCTGGTCTGAGGTCTGAATCATCTATGTG 
AGTCTAAAGAAAAATAAATTTTTATCCTACCATACTTTCGGAACACCTCTGTGGATTTATGCCCCCTACACACAGAGCAGTCTTCCAGCAGACA 
CTAGCAGAATGTCTTGCAACTTAATTTTGACTCTACCTGGTGTTAGCTTCAGACCCCACAAGTTGTGGCTCAGTCCTACAAGATTACCCCACCT 
TCCCCACACTGTTTATAAATCAGTATTTCTGCAACCCCCTCCCTGAGTCCCATTAATTTTCTAGGACAGTTCGCAGAACTCAGGGAAATGTGTT 
TACACATTTATTATAAAAGATATTACAAAGAATATAGATGGACAGTCAGATGAAGGAGATGGATGGGGTTTATGGGGGCTTCATTACATAGGCA 
TGATTAATTACATCATTGGTCATTGGTGATCAACTCAACCTTCAGTCCCTGTCTCCTCCCTGGAGGTTGGGGGATGCGGCTGAATGTCCCAATC 
CTCTAATTAAGCTGTTTTAATTCTGGTGACCAGCTCCCTTCCTGGAGCTATTTAGGGGCCCCCAGCCACTAGTCATCTCATTGGCATTCAGAAA 
ACACTCATAAGTTCAGAGATTCCAGGGGTTTTAGAAGCTATGCTACAGGAACCAGGGGCAGAGATCAAATATATATTTTTTCATATCACAGTAT 
CACAGTGAGGATCTACAGGAAGGGAGTTTGCGGAAGAGGGAACAGCAAATGCAAAGGCCTGGAAGTGGGAAGCAGAGCACCCAGGCTTTACACA 
AC CT CTGAC AGCTGATTTTGTT CTTGCCATTGTTC ATTCATGTCATATCGTACCATATC ATATCATATATATGGTTTAT CAAGGCT ATATTGAA 
GTTATAGAACACCAGAGTTGGGAGAAACTTAAAGATTACCCTAAGTCCTGATTGTATAGGGGTGGCAAAAGAGGTCACAGAGCTAGAACCCAGT 
ATCTTTTTAGTGTGGAAGGAAGGGCTGCCCTCTGAGTCCTTGCTGTCAGGGCTTTTGTTACCCTGTGCAAAGTTAGACATGGCTTCAGGGGAAA 
TGGTCGAAAGTCTGATGGTGCCAGATACGGGATGCATCCCAGGTCAGCGCTTCATTCTGCGTGCCCCAGGTTGAACTGACCATTACTTGGCTGG 
TCCTTCACTTAGCCTCAAGTCCATGTTGACAATATGTAATTCCAGCCCACCTCCTCAGAGACAAGCAGTGTTTTTAATTGTTTTGTTTTCCCCC 

CCTTGCTTCAGGTGGACCTGTCAAAGCTCAGCCCTCATGGTACGGTGTGATCATTGGACATGGCTGAGTCCATGTTTAAGGAAAGCCCATGCCT 
TTTCTTTCTGCAAGTTGATCCTTTAGTACTCAGCCTTGCTCATTATATTCACCAAACATAGAATCCAGCTCAGTGACTTGAGGAAGTTGTTGCT 
ATGCCTTTTGTGAAGTGAAAACATCGGTTCAGGAAAACAATTCAAATTTTGATGCTGACATTTGATCCTTTCCCCTACCACTTCCTGAATTCCC 
TAAGCCAGAGCTCTTTGACCTCCAGATCCTACTGAAATACACAGTTATACATACTGTTTGTTGGACATGGGGGTTTTATTCAAAGCAAACTCAG 
ATGCAGCATTTTTGGCTGGGCACTTCCATACATGATTTTAGCAATGGAACCCTATCCAGGCTTCACCTGTGTAACTTTGTCTTGCTTACTGCTT 
TCCCCCACCCCTCCTGTCATGGATGTTTCTAGAGGACCTTTTGTGAATGTAACTTCCAATGGGAATGTTTCACAGTAGAAATATGCTCTCCTGT 
GAGGCTCGCATGTGACATTTCTGAAGATTTATTTAATTGGACTTTACTTAAATCCCATTGGGAAACATACTTTTGCTGTGAAGCTGTGATGTGT 
TTAATTTGGGGTCTAAGATAAATGTTGGTCCTCGGGGTGGATGGTTGAGCAATAGTTTTCCTTTTGTACAGTGGGTTTGTGTAATGAATAGCTT 
TACTGGGCTTTCCTCTGTTTGTTTG^TTAGCAATGCTTCATTATTTAAACTTCTGCACTGAAAGGCAAGAATGTTTTTAGACATTCTTTAGAGA 
CTTAATGCAGAATATCTGGTTGAGCTCTCGGGAGAAATATGGCTTTGTGTTTTATAGCACTCTCCTCCTGTTAACATTCCTCTCTCTGCAGCTT 
CCCAGGATGATCTCATGGATTTTTCCCCCTCCTTTAATCCGTCTTGATGGATTAACCAGTATTAAGTTTGAGACCAGTGAGCAAAAAAGGTGGA 
GCCCTAACATGGTATAGAGTAGCCTCCCCAGTACGCAGAATGTCTCCAGCTAAAATATTCTTCCGCCCAGAAGGATGCCACATGGAGGTCATGT 
GCCAGTGCTGATCTGAAAGGGCATATATCTAATGAGGAGGGAAGTGTCTTTGGGAGAGGAGTGGGCTTCTGTGCGTGCATGTAGCTGGTTCATG 
GAACTAAGGTTCTACAAGGCTTACTGCGCTTGCCTTTTATAGGCATGCTGGTCCTTTCAGCACACCCCCACCCCCTGCTGCCCCCGCCCCCACC 
CCCACCACCCTGCCACCCCCATTCTGACCTTGGACCATTTTTGGCTTGGCTTTAAGGTATGACACCAAGTTGGGTTGGCTCTCAGGGGCTTTGT 
TCTCAGGAAGCCCACAAGTTTTAGTGTGGCTCTTCAAAAGTAAGTATTATACGTTGTATTTCTAAAAGTAAGCTACACTGGGAATTACAAGTGG 
CACTATATTCATTTGGGCTGCTTTAACCAAATGCCGTAGACTGGATAGCTTAAACAACAGAAAGTTATTTTCTTATAGTTCTGGAGGCTGTAAG 
TTCAAGATTGGGGTGCCAGCATGGTTGGGTTCTGGTGAAGCCTTTCTTCTTGGCTTGCAGACAGCTGTCTTCTTGCTGTGCCCTCACAAGGCAG 
AGAAAAAGAGACAGCAAGCTCTGTGTTGTCTCTTCTTATAAAGGTACTACTCCCATCACAGGAGCCCTACCCTCATGACCTCACGCTGGGGATT 
AGGG CTTC AG C ATACGAATTTGTGTGTGTGTTTG AATATGGGG AGG AG AG ATACAATC AGTCCAC AG C AGC C AC AAAAAATG C ATTCAGAAAAG 
GAAAGGGTATGAATTTTGCCCAGGATTTGGAGTGTATGTAAATTACACCATTTGGTAAATCAGTGCGTTCTCTCTCTCTCTCTCTCTCTGTTTC 
TTTTCCCCTCCCCCCTCTTTTCTTTTCAAACACATATTGATCACCTGTTGTGGACTTTGGAACACTCAGGAGCTTCCCACTGAACTCAGAATAA 

TCCCCACATTTGGCTCCCTTGAGTCACTCAGAGGTTCCCTGAGTTCCCTGCCTTTCCCAGTGTGGTGTTCCCTCCCTATGTTCTCCTGGATTCC 
GTCCCCTCTCATACCTCAGAGAGGCTGTCCATGAACCCCAATCTAATTAGTCCCCTCTCATAGCACCCAGGAACTGGACAGCGTCTTCCGTTAT 
GACTTATCTTAATTTGTGACTGCCTTCTGGAATCTGTGTTTATGGTTGTCATATGTTTCCTCCTGATGGAGTGGGGAGGGGCAGGGAAGGGGCC 
TCTGC AG CGTGT C ACTC ACCTCCT CAACTCCC AGAATGTTTGGGGAGGGTTTG AT CTTAAATACAAGAG ATTATAACAGTG AAAAATGTGTTAA 
TGTAACTGGCATGTCTGT.TAACAAATCCCAGACTTGATCTGAGTGTTTATGGTGTGCATTTCTCCCTGGGAACCAGTTGGTCTGTGCTAACATA 
GGTAAAGTTTAGACACGTACCAGAAAGAAAACTGAACTTGCAAGTTTTCAGGAACATGGGGGCTGGAACTTGGCTGTCTTTCTGTCGGCCCCTG 
ACCCCTCACCCCCAGACTGGATCTTGGTAGGCACCCTTCTTAGCCATTCACTTGATTGAAGCCCAAAATCCTTTCTTGGAAAGCAAAAATACTT 
ACTCTTATTTTGTTTAGTTGGCATTTTTGTTAGTGAGAATGGAGTTCAATAGAAGTAGACAAAATTCTGGTGGAAAAAAAAATGAGACTACACA 
GGCTGGGAGGAAGGTCTGTGGATGGAGGGGACAACTGGAACCACCAGAAACATCTGTTCTGACCCTTCTATTCCAGACTAGGATTAAGGGAGAG 
CAGAAGGCACTTCCCTGCCCCTCTGGCAGAGGGACTGACTTGAAGTCAACTATGCCCACAACCTGTCTTCAGGTGGTTCTTACTGAAACCTTTG 
TGAGACAGAATGGGGAGGGTGAGTTAAAGATGGTATTCTCTGCACTAGCAGAGCCTTACTGTGTGTTTGGCTGGCAGGGATGAGTGCTCAATCA 
CTCTTCCCAGCCCACCTTTGACTTTTTAAAAATAGGTCTAACAAATATTCTGTGGATTCGTTTGAAATTCAAGCATCAAAATGTATTCCAGGTA 
GAAGTCTCTCTTTCATGTTTTCTTCCCATCTACTGCTGATGGATTTATGAGAGACAGAGAAGGTGTAGGGAGAGGGAGAGAAGGGTAGAAGAGG 
GGAGATGGCAGGGACAGGGAGAGAAGAGGGAGAGGGGAGGGGAGGGGAGGGAGGAGGGATCAGGGTAGAGGAGCAAGAGTTGGGGAGGAGAGGT 
G AGGG AGAGAAGAGTGGAGAAGGGGGCAAAGGGGAT AG AGATAG AG AC C AAAC CCAAGGCCCTGGTGGGGAAGAAAC C AG AG AGAGTC ATAGAG 
TCTCACTGACTTCTGCAAAACCTGAGGGGCTTCCTGGCTCTGGGAACTCTTGAGATCTTAACAGTTCAAATCCTGCTCACATAAAAGTCATCTG 
CTCATTAAAATAACACAAAGCTGTTTAATTGTTGTCTTTGTGGAAAATTACATGACTGTCATCAGCTGTTGCTTCTGGCAGTGCTTTCTGTTCT 
AATGTAAATAAATGAGGTAACAGATTTAAAGAAACAGGCTGTATTTACATACTTCTGAGGTATCCTCTCAAAACAATCTGCCTGTGTTATTCAA 
ATACACACAAATTAAACTTGTGGTAGCTCAAACATTAGTTATTCATTAAAGCCTTAAAGTTGAAATGGTAGGAGGGGGGCAAGAGAACTGCACC 
TCCCTTCAGGGGGTAGGAACCAGAGGCTGACTTTTCTGTGTGGACTGAGCTACTCCAGCCGGCGGAAATCCAATCCCCAGCTCTTTTCTATAGC 
AATTCTGCCCTGAGGCAACTTCTGAGCCAGGAGGGGAGGGTGGTGAGAGCAGAGGGGAATCTTTAAAGCTCTGACAAAAACTTTCCAGGGTCAG 
CATTTCTTGGAAGGCCTCCAATTAAACTTTATTTTCAATTTTCATAAATCACAATTCCTAAATCATTGGATGTTTCTGACTCAGTTTACTTTTT 
TGAGGTAAATATGTGGGCAATAATTTTTTAAAATTCTTCCTATTGAGGGCATGGCAAAGGTTTTATCAAACAAGGAAGGAAACAGTATATTGGA 
AAAT ATAAGAAAAATGAC AAGAG AC C C CTC C AAT AAAC AAGTTAATG ACTGG AAAATGTAGAAGT ATATGG AAC AAAAAATGGAGAAG AAAGC A 
CACTGCTAATTATACAAAGATTAGGAAGTAGCGAAAGTGACTGTTTTAGTTCTTGGTAAGTGTCATTGTCAAGTATTAGCTTCTTTCTGGAATG 
CTGGGTTTTTTTTAACGTTGGGGTGGGAGGGAATGGCACATCATCTGAGAGAAACAATAGTAACTATTGAAGTGGCTACCTTGTCTGGGTTAAA 
TAACCGGGGTTCGTTGTCTCACACCAAGAAAATTTAGGACATAGACACACAAGAGGAGTTTAGAAGCAGAGGTTTAATAGGCAAAAGAAAGGGA 
AAGGAAAACAGCTCGCTCTTTAGTGAGAGAGAGGTGACTTCCCAGAGGAAAAAGGCCGACTGGTGGTGGATGTGCCAGATTTTATAGTCTGGCT 
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TG AGGAGG CAGTAT CTGATTTACATAGGGCT C AC!AGATTGGTTTGATCAGGTGTGAGGTTTACACAGC ACT CAGGGG AGGCTGGTC ACCCCACC 
CTAATCTTATTATGCAAATGAACTCTCCCCTTGCCTGGCGCCATCTTGTCTGCTCCTTACTGTACACGTGGCCGGCAGAGAAGGGAAGATGGAG 
CCGCCATTTTGAACATGTCTAGTCGCAGGTAATTCTTTCCTGCTGGCATCCACACGTGCGAGCTCTCAGTTTGCTTGTCTGTGTCTGCAGCTCA 
ACTTTACAGGCTGCTCTCTGTTGAAAATGATTTGGGGCTGCTTTTCATTAAAAGGAAAACGTTACGGAGGACTTCTGTACCCTCACTATCTGCC 
TAAGTAATTTCTT CTT AACT CCTGTAT CACTATG ATACC AAAGTTACTATACG ATGAC AACTC AAG C AATGT CT ATTTC ATGT AAGC CT C AGTA 
TTCTATATTATGTTGTTTTGTCCAGACAATCCAAAGAAAAGACTATTGTTAACTCAAAATTCAGGCAAATTCTGGTATCAACTTTTCAGAATTT 
TTTTTTCTCTTAAAACATTACTAAATACTACTTGGTTAGATGAACTAAATAAAAATGAACAACTTTTATTATTGGAAGATAGTTTTGGGAGGGC 
TATTCTGGAAATGATTTCAGCCTATCATTTATCACTAGGAAAACACCAGGAAGATCTTTTTATTTTATTAAGTTTTTGTAAATTATTTCCAAAA 
AGAAATTGACCACCTATCTCAATACCTCTTTCCCTGTAGCTCCTATTGGTATCTAACATATCAGCAGTCACCTGTCTTCATGTGACTTGGGGCT 
AATTCCTGTGTACAAAGGGATTTAAATAAGACTAGTCCTGCTCTCCAAGGACCTAAATTCTATTAAAGCTCTTAATCTGGATATACACAGAAAG 
GAAAATACATTTTAAAAGAATATGTATTAATAATGCAGTTATAGTTGTAGAATGAGGCTGCATGTATACATATAATAAGTTGTTGAAACTAAGT 
TTTTATAGAATGACTCTGAGAAAAACTGTAAACACCTCAACTTATTGAGGAAATTGAGGTATGAAAAAGTTGTGTGTGTGATAACTTTTCTGTA 
CGTCC ATTTCAAAAATTT CTAGAAGTATGCAT ATATTTTTAG AGAATATAC CAGAAATGTATTTTTGGCTATTCGATATG C CTAAAAAATGTCT 
TTTTTTTCAAGGCTTCTGAAAATCGTAGACATAAAGAACTAAATATAATGAGGTTTTCAAGGGAGACCACACTAACCACCAGCCCCAACCCCCA 
CTCTGCATGCCACTTCCTCCGGCAGTGATGGAGTGTAGACTAGGCTAACAGCACTGAGTACACTTTTAGCAGAGCAGAGCTACAGTGGGCTGTC 
CTCATGGCTCCTGCTTTGTCCTCCCTCTCTGGTGATGCCCTTGCATGGGGTTGCCTCTGCAGGATGGTCTCCTTTTCCTACTGCTCTGAAGCAA 
CTGTACCAGCATCAAAAGTTCATCTCTAGCAACACTGACATTGACCCCTGTAGTCTCTGGTCATCTTCCTGCATCTGACTACCTCCAGTGCTAG 
TTAGCTTTGCTGCTCCATTTGACAGTCATTCAAATAGCTGCAGGGTTTGAATGCCTTCTTAAAATACCAGGATGGCTATTGTACACACAAAATC 
ATTGAATC ATTACG ACAG AC CTAAGTAGTAGTATC CTATTTTAT AGTT ATGG AAAGAT AG CC CAGAATACTT CAATAACTTTCAAAAAGTCACA 
CACTTGGCATGTGGCAGACCCACTATTCTAAATCCAAGGCAAAGCTCTTTTTTTTTTTTTTTTTTTTTTTGCTGCTTTATATATCATCCACTGT 
CTTTTCTAGAGTTGGCTTTTAAGATATATCTGTAGATAACTGTGTCTCCTTCACACAGGAAAAACCCATGAATGGAGGGACTAACTTATTTTTA 
GATATATCTTCCTAAAAGACTTAATAATATAGCAAGCCAAATAATGTGGATGGGTACTCAATGGGATTCAAGATCCCATTATGTTATATGAGTA 
TATCTGAAGTTTTATGTATATGTGTGTATTTTAAGCTTGTGATACTTCCTTGTTTATGTCTTTTCAAACATAAGGCATCTCACATGTAAGCCAG 
ACCACACTGGTTTGAGGGAAGCAGTCAAATGACGTGATCATAAGAAGACTTCTCTCTGACTCATAGTCAGCCTCCTAAATCTCTTTCTTCCCCT 

CCTCCCTTTACTCTTCTTGGGAAAGAAATACAAGTTCCCTGGGGGCAAGATCCTAAGACAATTTAAGTAATACTTCCTTGGGTATTTTACAGTA 
GGAATGATTTTCATCTTGAACTTGAAAATACCCTACTGTAAAATACCCAATTCCTACTGTAAAATACCCAATCACATCTATGGAGTATAAAGAA 
CATTTCATAGAAAACAAGAAGTAGAAATAATCTTTGTGGATCGAGCTGGTACCCACCACCACCCCACATGTTTCTCCTGTTAAGATAGGTGATA 
TTCTGCCCTGAAACTTATGAAGTGACTCTGACCCTGTCTTTGAAGAAGATTTCAGCCTTGGCAGCCTGACATCAGCTCCAGTTCATCCAGGCTT 
TGTTCTTCCACAGATTCTTGTGCTTATAGAATCTTGAGTGGCTCTGATGTTCTGTTTCCATGGAGTATATCATAGCATCCATCTGTTCCTGGTA 
TAAAGAAAATAGTATCCAACTTACAGCAATGTCTCTCCCACTTATAATAAAACACCTAAC^ 

GTGAG ATAG AAATT ATT ATATT AC AAGT C ACAG AT ATGT AAACTGAG ATG CAGAG AC AT CAATAACTTGCT C AAGGTTAC AAGGTAAGTGATAG 
GAGTCAGGAGTTTTAACTCAAGCAATCTGGCTCCAGTCTATGATCTTAACCACTATCATCAAGGTACTGTTTTACTTTAAAAGACTGGTTACTC 
AGT AAGAAAAACTAGGC AAC AGAGAGGGGTGAT C AATATG CTT ATAGCAAACTGTAG AAG AGTC C AATTTTAGCCTACAC CCCTC CCCCTGGTC 
TTTGGACATTACTTCTGTTTGCTGACCTTCAGTGAGAGTGTTCCTTAAATTTCTGGAAACAGCTCACTTTCTAGCTTAGCATAAGACCAAAAAG 
GGCTGTCCACCTTTAGAGTATAAAAATCTCTTGCTTATAGATTCTGCATTTGGATGTGGTTTCTTTAACTCACAACCCAGCGCATTGCTTCTGA 
ATCACATTACAGAGGACTCTTCTGTTTCTAGGACTGCAGTCGCCAAAACAGCAACAGGAGCTGAAATGCATCTATAAAGAGAAGTTTCCCACTA 
AAACTAGAATCCATTGCTTCAGTAGGACTGTCACTGAACTGACCGTGTGTTAGAAGAAACTGGCAGGCAGTATTTCCACATATAGTTCTTTAGG 
GGTGCTAGGTATTCTTTGTTGCTGCCATTTAGAATCAATGTACTGACCATACTCATTTTGGCAGAGAACCTACTTTTGACATAAGCTTTGAAAA 
TGTTTGCTGCCCCCCCACCCCGCCTTGCCTCACCCTACCCCAGCATTGTTGCTCATGGCTACAATATGTTCGCACTAATAACTGCAGGCTCTTG 
TGCACATAAGGAAGTTAGCCACCTTGGTAGAAATTAGAGGAAAGGAAGAAGGAGGGAAGAACAGTTTTATTTTCAAAATCCAATTCTGTGGAAA 
AACCAGAAATGCAAAGACAGTGTTTGTTAGGAAAGCTAGGACCAACAAAGTGAAATCAGATATATTTGTTTAGGAAAAATAGGGAGCTGTTGCT 
TTCTTTATGTTAAAAGTATGTTTTGCAAACTTTAAAACTGCTCGGATACCTTGGTTCCTAATTCTTTTTTGTTAAATAAAATTTTAAAAGTAAA 
AACTCAGGAACATTAGTTTACTTATATAGAGTCTTTATATTAAGCAGATTTTTTTTTTTTTAGATCTTTAAAATGGTAGTTTCCCAAAGTGATG 
AAAAGAAAAAGCACTTACAATGTGCTGGACATTGTTTTAAGGTACTTTATTAACCACTTTAATCATTACAACAGTACAGTGAGGTAGGTACTAT 
TGTTATCCCTGTTTTGTATACAGGGAAACTGAGGAACAGACAGGTGAGAAACCTGCCCAGGGTCTCATAGCTAGTGTTTGGCTGTGCTGGGGAT 
TCAAACCCAAGAAGTCCAGCCTCAATACTCCTTCTCTGAATCACTGCACTGCACTTAGGGCTCTCATGGACTATGCGTGTGCATAGATCTGTTG 
GAATTTAGAACAAAGGTGATGATATTGGGGGTAATAAGACATTATTTATCGAATACCTGGTCGTGTATCAAAACCTTTACATAGGCTTCCTGAA 
CTATGACCCTGATGGGTAGATGATATTACATCCACTTAATAGATTGGTAAACTGAGGCTTAATGAGGGAACGTGACTTGCACAGGGTCTCACAG 

TAATTATCATGTTCTAATATTCTTAAATAGTAATAAACATAACATCATCAGGGTTCCTCATTAAGTGATCAGTCACTTTGGCCTCTGGTGATAC 
TTGATGGGGTAGGGTCGGAGGAAAGTAACTGGAAAAGAAAAACCAGATTAGCTTTACTCTTCCCCCTCCCCTCCAGATTTCAATTTCAACCCTT 
CCCCAAGAGAAGAAAACAATCCTTCCTGCAGACTTCTCTGGAAAAAGCCACCACTGTGAGCTTCCACTCGTTGTTTTTTACTTTAAGCACCGTC 
C AC AG AG AGAGTTTTTAACTG CAGT ACAG AGCTGTG CATAAGC CTTATGGAAAACTGATGCCC AAGTTG ATTAGCAGAGTGGCAGTTG AACAGG 
AGACTATTTCTTCAGACCCCTCAAGGAGAATTTCCTTGTTTACCTTATATGTTTAAATTGTAATATCTCCTTTTCTCTCCACCCCCACCCCTCC 
C AC CTC C AAAT ATTATAAGAACAGAGTTCCT ACATGGCTTAAAC ATAC AATGC ACC CATACTTTTG C ACATAAGC ATGCTCTGTG ATTTGGAGC 
ATT CTGTGTGTCTGTCTC AAATT CCCTCCTCCCCCC ACT CCGCCACGGGTTTTTTTCCCCCCATTAGGCAAATGGAAGGCCCATGCCACCTGTT 
AGCATTACATCATTGGCTCCCCAGAACACAGTTGCACCAAAGGCCTTAAACAAAGTAGTTCTTCTTGTATTGTTTGCACTCAAAGAGCTGATAT 
CATGCCAACTGATGTCATTGTATGTCTTTGTGTAACTGCTATGGCAACTGGGCAGGTGGGGAGCCTCCAGCTGATGTCATTGAGAAAGGAGGTG 
TAGAGGCAGAATTTTAAAAAGCTGGACGCTGCTTTTTTCTGTGTGTGGGGTTTTCTAGCATGTGTTGGTTTTTTTTTTTTTTTTTAAACTAGCT 
GCTTTTAAGACAAATTACAGCTTGAGTACCCTAAATAAGAACAGAGAGGTTTTTCCCCTGCTTTTAGAGCCTTCTTTTGAATTTGTTTTATTGT 
TCTTCCCTCTCATCTTATATGGAAAAATGTAACAACTGCCTTTTTTGAAGAAAAAAGTGAATTAGGTTCCCATCACAGAATCTGTGTGGAATTT 
GGGTTTTTGTGGAGGCGAAGCTGAGCAGATTTTAACTCTTCAGAATCCCTTTTGTGGAGGCTGTGATGATGACAATGGGTAGTTTTTATCTTAT 
TTATTTTTTAAGTCTTCACTGGTGAAGTTATTTTCCATATTTTCTTTCTTCTACTTCAGAATTATCTCTTCAGGTTCAAACTTTATTGTCATAA 
TTGC CTAG CAGAATAAACTATCATATGTAAGGGC AG AGGTTAATT CT AGAAAT C AACTGAAATT CGTATATAGCT CTTGTTTTTCTTTTCAAAA 
AGCTAGGGTAGGTTTTGACTTCTTACTTTCAATGAGTAAAGTGAACATAATATTGCCCTTTGAGTTTTCTTTGGATCATAACCATACCTTAAGG 
AAAATATGATTTCTCTCTTTTACACAGCCAGCTCCGGGTCCATTGGTTGTGAAAAGTCATGAGACTCGGTCTAGGTTATGGTCTGGAGTTTCCC 
GCTGTGGTTTGTCAAAGATGAGACTTGAAATGGAGAAGAACATATGCCAGGCTCAGAGGCTAGTGGACAGATAGACTTCCTGTCCTTATTGCAA 
CATAACCGTCTCTTGTTCATGCTTTGGGTTTTCTGCCTTATCTCCTGGAACTATCAAGACAGCCACAAGCCATCTGTCTTTGAGGGTAGATGTT 
GTGTTCTGGTGGCTTTCAGCTAATAGGACTTTTCCACTTCCCCCTCTTTTCAAAGGGAAAGCCAGAGTGTATCTAGTTCTGTTTGAGTAGGGTT 
AGAGCTC AGTTGG C ACTAATAATGTCAATCC AG ATTTT ATAG C ACTTAC ATGTATATTATTATAATTTG AG CTTTGTAATAATCCTTTGGGTTT 
ATCTGTGCATGCCATTGTGTGTAAAAATATTAGCAGAAAATTTAAACAATAAACTATGATCCGTAAATTCCCTAATTTAAACAATTGTTCGTTT 
TTTGTACAGTTCTTCAGCTTTTGGTCAATGTTTTTTACTTAGCTTTTAAAAAATTTAATATTAAACCAAAATGTTTTATTTATTTTCACATCCT 
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TTTTGCAACTACTCTTTTAAAGGCTACATAATACTCCGTGGAATGAATGTAATAACTTTTTTTCTTTTATTTTTGTGTTTTACTTGGCCTTTTT 
AAAATATATATAAAACAGATAACATTGTAGTG AAC ATCTC C ATATATCTAGCTAACTATCTTTGGTTAGATG ATTTC CCTAAG ATC CATTCCC A 
AAAGTGAGATTGCACTTGTTCAGGGGAAGGTTTGCATTTTAAAAATGGAGAAATAAGCACAGTTTATAAGCTTTTTATACTAGACCCATAACTC 
GTGGGAGGCAGAGCAGAGCCGTAAGGTCAAAAGCATGCATTCACACATCCAAAAGAGGTTTCTTGATGGGTTTATGTGCCCACAAGCCTTGGAA 
AGTCGAGGAGTAAGCAACCGCGCTGCTCTCACATTCTGTTCTACTGAAAGTCAGGGTTGATAAATGTCAGGGCCCTACGTGGAGAATATCAAAA 
AAGATTATAAGAGCAGTCCTTCACACCCCACCCTGGCTTGTCTTTTCCAAGTACTTCTCTGCTGATTTCACCTGTGGGCAATCATATAAATAAT 
ATAAATTAAAATAGTGAATGCCTGCTGAGTTCTACTGTGTGCCAGGAGATGTGCTAAGTATTTTACACGTATTCATTTATCTCAGGCTCACAAT 
TGCACTCAAAGGGAGACACCATCACCCTCAGTTTACAGATGGTGGAACTGAAGCACAGAGATAAATGAACTTAAGTAATAGTGTCAGGAAATGA 
TGGTACCCAGATTATAATCAAGATAACCTGTCTCTTCCAATGTTCCTGCTTGTAACCACTCTGCTGTATTGGGAGCAAACTTGTCCCTCTGGGT 
GAGGTGAGCTATGAAGGGTGCAAGACATGCTCCTGTGGTGCTGAGATTCCACCCGAGGAGGTCATCTGTGCCTTTCTTGGCTCCCAAAGCACAG 
GGTTCTATGTAGGCCACTGAGCATATGGCTCTTTGAGGCAGGTCACATTTGCAGCTGAGGAAGATTGCCTGATGCCGCGTGGAAQTCTTGCTAG 
GGGAACATGCCCTCATTTGTAGAAAGAGCACATTTCCAAAGTGTTCCATGCAGTGATACTCCCCGAAGCTTGTCTTGGGTCTCCAAATGGACTT 
TTAGTTTTTGTTTTGTTTTGTTTTATTTTTATTTTTATTTTTTTTGCTTAAATACATATTTATATATGTATTTAAAATATGCATGAGCTACAAT 
GCAAACTCATTCTAATGGGGAGGTGGCATTCTCTGCCAGCTCTGAAATCTCAGTCACACTCACCTTCTGTGTTTGTGTTCTAGGTGGACTTAGT 
AGTTTTAAGCAGAACCATGAAAACGTCTGTGACAACTCCCTCCAGCTCCAAGAGTGCCGGGAGGTGGGGGGCGGCGCATCCGCGGCCTCGAGCT 
TGCTACCTCAGCCCATCCCCACCACCCCTGACATCGAGAACGCTGAGCTCACCCCCATCTTGCCCTTCCTGTTCCTTGGCAATGAGCAGGATGC 
TCAGGACCTGGACACCATGCAGCGGCTGAACATCGGCTACGTCATCAACGTCACCACTCATCTTCCCCTCTACCACTATGAGAAAGGCCTGTTC 
AACTACAAGCGGCTGCCAGCCACTGACAGCAACAAGCAGAACCTGCGGCAGTACTTTGAAGAGGCTTTTGAGTTCATTGGTAACTATCTCCCAT 
AGGGAATTTTCATCCGCTGCCTTCCTTTTGCCTCCAGCTCTTGCTTTGATATCAAGTTCAAGGTTTATTCCTGTGTTGGAAAAGAAAAGCTGCC 
CTGGAGTTTTGGAGGGCTCTGCCACCTGAAACAGCCTAAGCATTCTCCTAAGTCATAGCCTGTGGAGTGTATCCAAGCCATCAGGATGGATATA 
AAAGGACAGTAATTGAATTTGTTGGGATGTGTTCAACTAGAAATCCTCATCCCTCAAGTTCTCAGTGAAATAGTGGTAGGGGTTAGCATTTATG 
TGCTCTGTAACCAGAAAAGTGGATGGAAAGTAAGGAATCGGAGGTCAGAGCTGGTGCTACTGGTACTTGATCTACTAGCGCCGTTGAGCACCTT 
GGAAGCAATATCTAGTGAATATGACACCCCTTCCAAACATACCTATGCCTTCCGGTCACCCTACTAAGCCTTATTCATCCAGCATAAGGGGAGA 
TGGTACTAGGTTTCCTTTGACAGTCTGCCCCAAACTCATTGAACTAGGAAAGATCAGGTTGTGTAGACGGAGTAGTTCCCAAGGAGGAAGTTTT 
AGCAACAGCACGCTTTGATCCCCAGAAGGAAGCAACTATTAGCCTAATCCTAATCTTAATTTCTGCAACTTCTATAGCCCCAAACTGCTATAAG 
ACTCAAAATATCGCCGGGCGCGGTGGCTCATGCCTGTAATCCCAGCACATTGGGAGGCCGAGGCGGGTGGATCACCTGAGGTCAGGAGTTTGAG 
ACCAGCCTGACCAACATGGAGAAACTCCATCTCTACTAAAAAAATACAAAATTAGCCAGGCGTGGTGGTGCATGCCTGTAATCCCAGCTACTCA 
GGAGGCTGAGGCAGGAGAATCGCTTGAGCCTGGGAAGCGGAGGTTGCAGTGAGCTGAGATCACGCCACTGCACTCCAGCCTGGGCAACAACAGT 
GAAACTCTGTCTCAAAAAAAAAAAAAAACACTCAAAATATCATTTTGGGAGCACCTGCAATATAGCAAAACTCAACATTTATTTTTTTTTACGT 
AACTTCAACTTTTATTACCATAAAGGGGTGGCCTAGTACTTTTCCTAAATATTACAGCAGGTTGTTATTCCAGGAAGAATACAGTTAAGTGGAG 
TGGGGTGTTCCTTTGTCAGAGAAAGAAAAAAACAGCCTCAGGTTTAACAGCCAGTGGGGTCTGGTGGATTTGCTGTAGTGTTGACATCTCTGGT 
CATTTTGCCAAGCTGTTTTCCTTGCTAATTATGCCGTCAGCACAGGACCATGGAATATTGAGTCTGAAAGGAAATTCAGGGTGATCACTGAACT 
TAGAGAAGTAAAGTGACTTCTTCAAGGTCATAGGAATTGTAGTGTCCAAGAAGGGGCCAGAATCCAGGGTTTTTGACTCCCAAGCCTGAGGCCT 
TTTCACAACACACTAAGGCAATGTTTATGATGCCCTATTAAGTAATTCCCAACTGGCAACAGTGAGGATGCAGAGATACTGCAGATTCTTTATT 
AATAAAATCTGAGCCAAACCTGGAGCGCTGAGGAAGAAAAATTTCTCAACAAGCATATGAGGAACTTCTGGTTGATACATGATGTGATGTTATG 
ACTGAGATTCCATCTGACTTAACTCCAGTTGGAGGAAGTTAGGAAATTGTTTTCTATTTAATGAGTAGGGTAAGATATACTTGTTCTAAGAGGA 
TTTCAACTAAAGGTCCTTCTCACATTCCTTATAGATTATTCAGGCTTACCTGCCTTTTTTTTTTTTTTTTTAAGGAAAACAAAACCAATAACAA 
ATAGCATTCAGCCCGAAGAACAACTCCATATCACAACCTGCATAGGCACAATTTTATTTTCATTGTTATATTATTGGATAAACTGAAATCTTAC 
AGTCTTGCTTTAGTAAAAACACAGCAGGTTTTATAAACATAATAGCTTTCACTGAGAGTGTAATATAAGCTGAGCAGCATCTAAGTTTAGTGTT 
TATACCAGTTTATTTATTCCTGAATCAAGTGTGTGTAGTGGAACCGGTGGTCCAGCCAGGCACTCAGAAGCTCATTCTCTCACCACCATGCTTT 
CTGGTCTTGACTTGGAGCTAAATACCGTGTGCTGAAGGGAAAAAGTTGAAAAAGAGAGATGCTTACTTTTCTTGAAATACTGTTGACTATGAGA 
AGTAAACTTCATCTGTAAATTTTTAAGATGAAAATTTACATCAGGTTTTTTTTCCTTGGTCCACTGGTGGGTAGCCAGTAGATGTAGTTTAGGT 
GAAATCACTACTCTCTCTACCCCTTCTCCTTCCGTACCTGTTTATCTAATTGGTGTTCCTTCAAGGAAGCTTTCTTAGGGATGTGTTAGAGTCT 
AGAAATGTCATTAAGAATCTGTTCAGGTAGTGCCCACATGCTATTGTCCTGAGCTTTTAATATATTTGAAAACTTAGCAAGTCTTCCTCTTTCA 
ATTGCTCTGGATTTTGAGCCATTGCTGGGATTCCTCCATCTTCTGCATTATTGCCACACTGGAATGTCATACATGGAAGCAAACGGGATTGAAT 
GCTTGAGAGGTGACACCCTCGGCCTGTATACTACTAGCCTTTAGTTAAGTTTGCAACAACTGGATTTTCTGGGGAGAAGCTGAACATAGTATCT 
TCCTAGTTAAGCTTTATTCCTTTAACCTTAATCAGGGTTTAGTAAGACTAAAACTCTTATCCATTTAATGCCCGTTCCTGTACAGAGCAATTGT 
ATAGAATAAAGAAAGTGTTTTTTCTCTATTACAAGTGAGAGAGTTGTTACTAGCACTAGGTTTGTTAAGTCACACAACCGAAAATTGGAATTAA 
CATCCTTAATCCAAAGAGGAACTGCATATATATATATATACACACACACACACACACATACACACACATACATATACATATATATGTGTGAGTG 
TATATTTTCATGTGTGTGTATAATTTTTCCGCTTGCTCTCTCCTTTTCCTTCATTCTTTTTTTTTCTTTCAGTAGTGTAATTCCAGAAAAAAAG 
AGAACAAGACATTTGAGAGAAGGTTCAGTGACTGTTAGAGTCGACTTGATCAGTAGCTTGTTCAACGTGAAAGTTAACTGTGTTATAGGTCTGG 
CTTGCGGCCACTGCTGTCACCTGTGCAGCAAACTGTTCCTATGAGCAATTCTTTCATTTAATCTTCTCTTTAAATGTAGATGTATAGCTTCTTG 
TTCGTGCTGATATCAACTTTAGCCAGTTCTGGAAGTTGTGACATAAGTATACGTAATGAACTAGTGGATTATACTTGGCTTTAAAACTGTTTTA 
ATTCATTATTTCTATACAAAATAAGGCATTGCAAAGTTGAGATGAAAGTTTCTCTCTCCGTGCCTCTCTCTTCCATCTTCCCTTCATCTCTTGT 
CTTTCTCCCTTTTTTCAGAGGAAGCTCACCAGTGTGGGAAGGGGCTTCTCATCCACTGCCAGGCTGGGGTGTCCCGCTCCGCCACCATCGTCAT 
CGCTTACTTGATGAAGCACACTCGGATGACCATGACTGATGCTTATAAATTTGTCAAAGGCAAACGACCAATTATCTCCCCAAACCTTAACTTC 
ATGGGGCAGTTGCTAGAGTTCGAGGAAGACCTAAACAACGGTGTGACACCGAGAATCCTTACACCAAAGCTGATGGGCGTGGAGACGGTTGTGT 

GTAGTTGGGAGTAAGTTTGTGAATGGAAACAAACTTGTTTAAACACTTTATTTTTAACAAGTGTAAGAAGACTATAACTTTTGATGCCATTGAG 

TTCCTTTTAAGCTATTTGTAGAGTTTATGACTAAATAGTCTGTGCAGGTTCATAGACCGAAGATACTACACACTTTAAACCAATTAAAAAGAAC 
CAAAAGTAAATAGAAAAGACATTGAATCACCAAGGCCTGGGATCAACCTGGGCTGTCCACACAGAAAACAAAAACCCAACCAAACCAAGCCCTG 
TTGTGCTCACTGGTGCAAAGAGAAGATCAGGGCAGCTTAAGTGGTCTAAGAATCCTTCAGGCATTCTTTAAGGAGAAAAAGGATACCTTTGATT 

TCACTGGCTT CTTGTGCAATAATATG ATGTTTTAAGTGTG CAAAC AAGTTAG AG CTGGC AG CTGAATG ATAG AC AAATAGTGC AAATTTGCCAG 
CTTGGAGATAGAAAGGAATTCAACAATATATCAAATACTTTCCTTCCCACCTTTTTCCTTTTTTTTTTTTTTTTCTGATTTGATTCTGGTTACA 
GTGCCATAAACCTTGTTACATATGTATATCAGAATGTAAGAAAAAAAAATTTATTTAAAAATATTTTTCGCAAAAAAAAAAAAAATCTTGGTGT 
GTTTCTGTTGATTGTGTAAAAATTTATTTTCATTATATAAATGAAACTGGTTTAGGATGTGTCTTTTTTTCCCCTCTCTTTTACCTTAACTCAG 
GTTCAAGCCTTTCTTAAGCTCTGGTAACTTGCATATACAACAAAGTTGAAATAAAACAGATTTTTATATAGGGAAAGAGAGATGAGGAAGGGAA 
CATATCCAGTTTTCTCACTGTGAAACAGAGTTAGCAAGGAAGTGGAAGAGCTCCAGTATTGATCTGCCCAGTCACTGTCCCTTATATTCTCACA 
ATGCTGTCATCCTCTCCTGCAAATATCATTCCTTTTGCATCGGGGAAGGCTTGCATTAAGGGGATCCCATCTGCCTTTGCGCCTTGGTGACCAA 
ATCCCTGCCAGATTGATTGGTGAGAATTCAGTGATCTCCCTAGTGGCTATTTGATAAATACTTAGGACAATCTTCCATTTAGGGATCTTGATGT 
TGCTCCCCCCACCCGCCCACCCCATTGTCACTTGCTCACTTGGCATCTTTGGTGACATTAACCATGTAATGCGTTGCAGCAAATTGCTATTGCC 
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TACTCTTTTCCCCAGCAAACTGAAACTCAGCTCCATACATGTGTACAGCTTCCTTATAACACTGGGTTAATGCATAGCTGGGTTCCCAATTCAC 
TGTTGATGGAGGGTTGGGGGTATGGGAAAAACACAATGCAAATATTTTCTGTGTTTCATTAAATTAAAAGTCTAGTGGGACTTGGCCATAAGGA 
AGATTTATGGCAAACTGAAATTTGCCTGGGGTGAATAAAAGAGTTGAAGAATCTGGCATGTTGGATTCTATGTGACAACATTTGACATAAATAA 
TTTTGTGTATGTTGGCTTGAAAATGTTAGGAAATATTTTTGAGATTTAAAAAAATAGCTTTTCTACCAAAAA'TAATTTAAATTTTTCTTTTATA 
GAAAAGTGGAGACTGAATTTAACAGGAATTAACAGCTGTTTTAGATTATTTTAATAGAAAGTGTTAATCAGGTGAAAAGCAAATCTCTGCTTTG 
TG CT TT CT ACT C CT C AGGCT AAC AATT T C CT T GGT GTT AG AGT ATTTAAGG AGTG AG G TT G AT AT AT AAT TAG T GAT T T AAAAT AC ATG GT AAT 
TTAGCAGACATTTCTTTTTGTTATTTTAAGTCTAAGTGTTAAATTTCTGATAGCATGTAAGGTATATTGCCTCCCTCTGTCCCTTCCTTCTTTC 
CTTCTGCTTTTTCTTTGTTCCCCTCCCTTCCTTTTCCTTCCCTCCCTCTTTCCTTCCCTCCCTCTTCCCTTCCCTCTCCCTTCCCTTCCCTCTC 
CCTTCCCTTCCCTCTCCCTTCCCTTCCCTCTCCCTTCCATTCCCTCTCCCTTCCCTTCCCTTTCCCATTTTCCCACTTTGCCTCATTCCCTCTT 
TGCCTCTTTCCCTCTTTCCCTCTTTGCCTCTTTCCCTCTTTCCCTCTTTCTCTCTTTGCCTCTTTCCCTCTTTCCCTCTCTCTTTTTTCTTTCT 
TTCTAACAAAACAGAGAAAAGTCAATACAGTTTCTCATCTTTATCCACATGGAAATGATTTATGTTTTTGGAAGTTTATGATTTTGAGAGAAAA 
GCCTATCCTGGGGCAAACAGTAATCCTGCCAACCAGAATACCAAAGATTCTGAGAGGGACTCAGGTCTTTTCTACTAATCTGCTGTGAGTCACT 

tagcctccatttgttcataaggaatgttaaccacttcatgaaaataatacagattaaccaagccatagctctagaaaccagactccacatgttg 
ctgggcctcactagctgtctgggagctataaggctgccctaggaaataattgtgtctccccaagaaagccaagtccctgaccaacgcatgaacc 
attctcagaatccagcaacggttgttttatattaaatgaatctaattacttagtagagtgaacctgtaactaatttaaagaaatacagcaagca 
ttgttatcttaggttgaacaaaacagtagctttaggtttctatatatattacatttatttcaatagttaatacttttccaatcaatgcatgtga 
accatgatagggagttttcatttcttgaaagagtttgtgccagtgtcttctggataaggaaaggcatcatgggaggtagggcaaggaagctgac 
aaaaaacatgtacaaggggaaatattcaagaaaaaatgtacacaaccacacaatcacatgctggcagtaaaggggaaacatggcctttcgtaat 
acgggaaacaggagaaaatgggaggctaaaatgaaaagaaaaaaacctatgtcagagtaaggaactaggacctgaattacactccagaagctga 
ctaagatagaatgctaataaattgctcaactagatattctgatggtaagaagtccaatgagccaagttaaatagagatcaatcaatgatggcct 
tcacattatttggggacaggctcttgtaaataggtcacaacacattttattttatgcttttttccccaaacatgaaatatcaggaaatatagtt 
gctgtttggtttcaagctctgattggagacagttgttgcatatgaatggaggtcagatgaagggtggtagaaaatgactattttagcactggca 
cccagaaggatgggtcataattcagaagtgccccaaatcacacctatctgtagaagacttcctgcctttttgaggtggtggaatatgaacacca 
gtgctttctgtggttcctgatttcttccttcgtgacaacctttgtcagtgtttgatacaaggtgcatgtatcggtgtttaataagaagcagaaa 
cagtgacatagaatgaggggtttattccagggattagacctcaggcaagtgtgggatctggtgaagaagtcaatgggagtgtgttgcatctgtc 
tgataatgggctgaactctccgggtcagcacagccaccagtaacaaaagctgggcatgaagtagagaagaacaaagaattggaattaggaggaa 
aaactggaacccacatcagccttttaccaacctcaatgggggtgacttccagaaggatctagtgccctctgccatggagctgaacatgtaccta 
gcataggacttggcaaagctgaagacagagctttgggagcttcaactacagctgctgcgctaagtccaggtgagtcaccacatcagggtaaatg 
tgtgcttgccatcatagagtttggtgcccccttcaaatggttgctgcttcaattctgcttttccaacctcatgcaaatttcccctaaggctaac 
cttaactcagtgtgaatcaggagaggaaattctggaaaatatagctcctgatttagccaatttgatactgtagaaagctaccaaagtccatccc 
ttgccaacttggcatccatgtccacttctcttaactaaatataacttcovaatgaagagattagc^aaacgatgcttctatgtagtatgatgca 
actatcagttctacagatgaaaacacatttaaaagacgactgggtgcagtgactcacaccagtaatcccagcactttaggaggctgaggtgggt 
ggatcacttgaggtcaggagttcgagaccagcctggccaacatggtgaaacctgtctctacgaaaaatacaaaaattagacaggcatagtggtg 
catgcctgtaatcccagctactctaatcacttgaacccaagaggcagaggttgcagcgagccgagattgcaccactgcaccagcctgggtgata 

ctaagatccactttcccttcgatgtcatgtcatttgaatatactgagatataatgatattatgggttgaattgtgtctgtcaaaaagccatgtt 
gaagtgctaaaccctgaaccttgtaaatatgatcttatttggaaatacggtctttgcagatataatcaagaagaggtcatattggattaagatg 
ggctctaattcagtgactggtgtacttataagaggaggggaatttgaacacagacacaaagaatgtcacgtaacaatggaggcagagattggac 
aaaggaacatcaaagattaccagcaaccatcagaggctacaagagactcattgaacagattctccctcagagcttctaaaaaggaagtgacccc 
actatcacattgatttaggacttttcgcatacagactgcagtaaaataaatttctgttgttttaagccacccaatttgtggtactttgttatag 
cagccctagggaactaatacaaagactattattaccccattttatattagatggtggatggggtagaaaaaagaattggttaatatacaaccaa 
atatatttatatcaaaaaataaatattcataattcttaccatcctaatttctataactgatcttgtggtcatagctggtatttataacttcctt 
ctttcactacccattccatatacttgtgtcctcagcaagcacatcacctagtcatggtttcttgcctgttggggtgatgtcagttttcattttt 
gagggatccaagcttttgcaattgagcctgcattgggttattttccacttactttgttcgttacagcaacaaaagtaattacaagacttgagag 
tataagatatgatcttgaattccaggcacactttttcttactcctataatctggtagtaatccaatttccccagtcatcccagccaatacacca 
atatctgactttgcttgttgattctttagcataaggagcccaaagtcggcagcagggagtatcaacttccatcttaatggaatcattgctgtat 
ctcctagtagaagcatctctcccttggggaccagaacttctagaccagcagagtctaaagttgagaatagaaagaataaattttgctgtggatc 
actatgggtaacagtaagaggagccctttccatttttcccccttgattcctggatctatgaaatctggataagagagaaacagcaacatgcatt 
gattgatcatttagagaatttactgcatctttcaggacattatcctagccctgcaaagtgtttccatccatctagcacagtaaatagttaaaag 
aagaattccacctttctactgctttagagtgatgaataacaagttaagactaatgaattccatgagcatgagtctgttattcttcatttgctgc 
aaagtaagttccttggtcaaaagcaaagcactgtggaataacatgaagggaaataagatataagaattctttaagtccacagatactgattttg 
gcaaaggtattacaggtagggaagacaaatccctataaagagtaagtttctatggagcaagaacaaaatactgccctttcaggccttgtgagta 
gaagttcatgttgctgaattcatgcataccctccatgtctaccatcatggctattttgttcacgagctcattggtcaagaacagaagaaactgg 
aaagaaaaacctgatagaggtctgcagaatgtgttctcttgtccattattaagattcttacatgctgaggttgagctttgatcaacattcacat 

atctaaacgttagcaagtgcccatgaagcaatgtagatttatacctctggctgtctttcctttgaggcaaaatgaacaattaggtacactgctg 
gaagttcttattactgggaaaatttttcttccccacaccaccagtatagggccacaatgatttagtcattcggttttggatgataccagaatat 
cacacsaaaatttctgtaaacaatgcc^aat^^ 

attgttgcacaaatagacaccatgggtaactgggtcacttgcttatttaatatacttgtgcttgatctcatatattctacttccatttgatcat 
tgaatgaacaacttagaggcttccatttgatcattcatgcacaacttagaggcttgatggatcaacaacacttagttcatcatgggcagttcag 
gttgcattataacttgatggcccatgatcaagcttccagtttcaaactggtattctaaagaagaattttgaagagaaaagaagaatatctgaat 
taaaagaagaatttttctgaagaagttgttatagttttgctccagaattctaaatgtctgctctatgattcatctatcaggttaatggcttcat 
gcaagattcctgcctaacagagacatttttagcaccatggaatctactggatctagatgtaagagcagtttgtatggcagccttgtattgtaga 
ggcttttcttgttttggacctcacacaaaactaatgaccttacatcttacttggtaaatggattgtagtagcatgcccaatgaaatatatattc 
tcttcaaaatccacaaaggcccattagacattatccctctttcttaatagtaggagaggtcagatatagcaacctgtcatcatgttcatgaaag 
gaatatcttggaatgctcaaaacaagtagatcactacaaatttcagtaacattcagtggatataaagtgaattttgtggaatttatcactctct 
ggtatgcaagtatcttaacatcatatctagaactagttactttatcctatttaccaggtacagtaatcatgatataatatcattaatataatgt 
gcctgcatggtatctgatggaatggatagacaattatggtccctgtggactagattacaacacagggctgtaaagttgaaatagccctgaagta 
ggacagtggaggtacattagtaaccctgttggctggaagcaaattgcttctgatagtatataccagaggttagcaaacattttctgtaaaaagc 
tagaaaataaatattttagaatttggaggacatatggtctctgccataattactgaaatctgctgttgcagcataagagcagccatacctaata 
tgtaaatagagaaatgtaactgtgttctaataaaactttatttataaaaatccagtagtctgaatttggcccatgagctgtaatttgctaattt 
ctggaatttattaacaggtatagagaaataagcatttgccagctcagtggctcctgaccaggtgccaggagccctattgatttgttccatcaat 
gaaactacagttggaacaacagctgcaattggagccaacatctgattgagatattaaaaattcactgtcattcttcaaaattcatctgtgttct 



634 



WO 03/039484 



PCT/US02/36071 



SAGRES DISCOVERY 02-3 2 



GCATAGGATAAATCAGCAAAATAAATGGG6AATTTGGTAGGAATCACCATCCTTGCATTTTGTTTCAGTTCCTGTTGGTGGCTCTAATCTTCAT 
ACTCCTTTAAGAATTCAATATTGCTTTTGTTTACTATTTTGGCATGTTGCTTATTGCTGCATAATAAAGTACTACACAACTTAGGGACTTAAAA 
CAATAACAATTGTTTTGTTCACTAATCTGTTTTAGGCAGGTTCAATAGGGAGAGTTCATCTCTGATAAACTCATGCAGATAAGAAATGTCTTCT 
GGGAAGGCTTGACTGGGGCTGGAGAACGTAGTTCCAAGATAGCTTGCTCAAATGACTGGCAAGTGCTTCTTATAGTTGACTTGGAACTCATCCA 
GGGTTATCCACTGGATACCTTGGATCCTCTCCACATGGACCTGTTCATAGGGATGCTTGGGCTTCCTGAAAACATGGCAGCTAGTTTCCAAGAA 
CAAGGATTCCAAAAGGCATGGATGAAAGTTGTAAGTCTTCTAAATCACTTAAATTCCAAAGTTCTGGATCACTTCCGCCAAATTCTATTTATTA 
AATGAATCAGTAATGCAAGCCCAGATCCAAGGGTTGGGTAATTAGACTTCACTTCTCAATGCATAGAGTAGCAAAGAACTTGTGGGCATCTTTA 
ATCCACGATAGTTCACTTTGCACAACAAAGCCAAAACTAGGAGACTGACAAAGGTTACTACCCCCAGAGGAGAGTTTTTGTAAGAAAATAATAT 
CGAATTTCACAGATCTACTAAACCACTGGGGGCTCCACTGAGCAGTATTTCAAATGGATTACACTCTACCAAGTCAGGAAGATAAGTAAGAGAG 
GTAGAGAAAAAGGCCCAAAGAAAAGAACAGAACACAAGTATTTATTCATTAGTCCTTATTCCTTATATATGTCAATTTCAAGGAAGTCATCAGA 
AAGACATTTCCTTTCTCGTAATCTGGACATGAGTCTCTGGGATTCTCTTGAAAGTCATCTTCCCAATGCTAGGCAGCACTGCACCTTAGCATTT 
ATCCATTTATTTGTTCATTCAACAAACATGTGTTTCATTGATATCTTTCAGTGGCCCAAACCATGGCAAGTGTTTATTAAGAAGACTCTACCCT 
TGAGGGGCCCATAGCCTCCCATGTATCTATTTAGACTATAGGTTAAAGACATACTTGGTCTTCCCTATAACACTTACGTCAGTGTCTTGGTTGT 
GGTATTGGTCAGTATTTTATTATTGACTCATCAGAGCATTTTTACTCCATTGGCTTTTGACATCTAAAACAGTTGTCAACTTATAAAACTCCAA 
AATATTTAACAATCAGGTCTCATAAGCTGGTGTGTGGGATGGTATCAAAAAGCTCTCCTCTACCTCGTAAGGTTGTCACTGCAGACAGTACTTC 
AAGGATTTTTTTTTTTTTTATCTTTAGCTAATTTAAAGCTGTCACTCCTTATTTTGGATGGGAGGGAGAAAATAGCTAATTGGAAGCAGAGGAA 
AAAATAGTTTCAGGATCAATGGTGGAAATAGCAGCAAAATAATTATTATTACAGTCGTAATGCTCTGCATTTATATGGGGTTTTTTTCCAAAGG 
TCTCAGAACACTTTTCTGAATATCACCTACAAATTCAAAAACAATTATGAAGAAGTCAGAGTAAAGCATAATTATACCAGAAATTTACTCTGAA 
ATGTAATTCAATACTCTAATACAATTTTACTCTCAAATATAATTCAGTGAAAAGTAGACTTATTGTAAACTGAATTATAGACATACATTTGGAT 

ACCTCCCGGGTTCACGCCATTCTCCTGCGTCAG 

HUMAN SEQUENCE - mRNA 

CCACGCGTCCGCAATGAAGCCGAGTGAATGGGGGCTGAATGTGCGAGTCCATAGCTGAAGAGGAGCGCCAGATGGTGGAGGAATACACTTATTT 
ATGAAAGTGTCTTGAGTTCTTGTTGAATTGCCAGTTTTCAGCCTCCTCATGCCTCCGTCTCCTTTAGACGACAGGGTAGTAGTGGCACTATCTA 
GGCCCGTCCGACCTCAGGATCTCAAGCTTTGTTTAGACTCTAGTTACCTTGGCTCTGCCAACCCAGGCAGTAACAGCCACCCTGCTGTCATCGC 
CACCACCGTTGTGTCCCTCAAGGCTGCGAATCTGACGTATATGCCCTCATGCAGCGGCTGTGCCCGCTCGGTGAATTGTGGATGCAGCAGTGCC 
AGCTGCTGCACTGTGGCAACCTACGACAAGGACAATCAGGCCCAAACCCAAGCCATTGCCGCTGGCACCACCACCACTGCCATCGGAACCTCTA 
CCACCTGCCCTGCTAACCAGATGGTCAACAATAATGAGAATACAGGCTCTCTAAGTCCATCAAGTGGGGTGGGCAGCCCTGTGTCAGGGACCCC 
CAAGCAGCTAGCCAGCATCAAAATAATCTACCCCAATGACTTGGCAAAGAAGATGACCAAATGCAGCAAGAGTCACCTGCCGAGTCAGGGCCCT 
GTCATCATTGACTGCAGGCCCTTCATGGAGTACAACAAGAGTCACATCCAAGGAGCTGTCCACATTAACTGTGCCGATAAGATCAGCCGGCGGA 
GACTGCAGCAGGGCAAGATCACTGTCCTAGACTTGATTTCGTGTAGGGAAGGCAAGGACTCTTTCAAGAGGATCTTTTCCAAAGAAATTATAGT 
TTATGATGAGAATACC AATGAACC AAGC CG AGTG ATGGCCTCCCAGCC ACTTCAC ATAGTCCTCGAGTG C CTGAAGAG AG AAGGC AAAGAACCT 
CTGGTGTTGAAAGGTGGAGTTAGTAGTTTTAAGCAGAACCATGAAAACCTCTGTGACAAGTCCCTCCAGCTCCAAGAGTGCCGGGAGGTGGGGG 
GCGGCGCATCCGCGGCCTCGAGCTTGCTACCTCAGCCCATCCCCACCACCCCTGACATCGAGAACGCTGAGCTCACCCCCATGTTGCCCTTCCT 
GTTCCTTGGCAATGAGCAGGATGCTCAGGACCTGGACACCATGCAGCGGCTGAACATCGGCTACGTCATCAACGTCACCACTCATCTTCCCCTC 
TACCACTATGAGAAAGGCCTGTTCAACTACAAGCGGCTGCCAGCCACTGACAGCAACAAGCAGAACCTGCGGCAGTACTTTGAAGAGGCTTTTG 
AGTTCATTGAGGAAGCTCACCAGTGTGGGAAGGGGCTTCTCATCCACTGCCAGGCTGGGGTGTCCCGCTCCGCCACCATGGTCATCGCTTACTT 
GATGAAGCACACTCGGATGACCATGACTGATGCTTATAAATTTGTCAAAGGCAAACGACCAATTATCTCGCCAAACCTTAACTTCATGGGGCAG 

CTGGATGGAAAGGATTGCTGCTCTCCATTAGGAGACAATGAGGAAGGAGGATGGATTCTGGTTTTTTTTCTTTCTTTTTTTTTTGTAGTTGGGA 
GTAAAGTTTGTGAATGGAAACAAACTrGGTTAAACACTTTATTTTTAACAAGTGTAAGAAGACTATAGTTTTGATGCCATTGAGATTCACCTTC 

TTTAAAGCTANTTTGTAAAAGTTTATGAG 
HUMAN SEQUENCE - CODING 

ATGCCTCCGTCTCCTTTAGACGACAGGGTAGTAGTGGCACTATCTAGGCCCGTCCGACCTCAGGATCTCAACCTTTGTTTAGACTCTAGTTACC 
TTGGCTCTGCCAACCCAGGCAGTAACAGCCACCCTCCTGTCATCGCCACCACCGTTGTGTCCCTCAAGGCTGCGAATCTGACGTATATGCCCTC 
ATCCAGCGGCTCTGCCCGCTCGCTGAATTGTGGATGCAGCAGTGCCAGCTGCTGCACTGTGGCAACCTACGACAAGGACAATCAGGCCCAAACC 
CAAGCCATTGCCGCTGGCACCACCACCACTGCCATCGGAACCTCTACCACCTGCCCTGCTAACCAGATGGTCAACAATAATGAGAATACAGGCT 
CTCTAAGTCCATCAAGTGGGGTGGGCAGCCCTGTGTCAGGGACCCCCAAGCAGCTAGCCAGCATCAAAATAATCTACCCCAATGACTTGGCAAA 
GAAGATGACCAAATGCAGCAAGAGTCACCTGCCGAGTCAGGGCCCTGTCATCATTGACTGCAGGCCCTTCATGGAGTACAACAAGAGTCACATC 
CAAGGAGCTGTCCACATTAACTGTGCCGATAAGATCAGCCGGCGGAGACTGCAGCAGGGCAAGATCACTGTCCTAGACTTGATTTCCTGTAGGG 
AAGGCAAGGACTCTTTCAAGAGGATCTTTTCCAAAGAAATTATAGTTTATGATGAGAATACCAATGAACCAAGCCGAGTGATGCCCTCCCAGCC 
ACTTCACATAGTCCTCGAGTCCCTGAAGAGAGAAGGCAAAGAACCTCTGGTGTTGAAAGGTGGACTTAGTAGTTTTAAGCAGAACCATGAAAAC 
CTCTGTGACAACTCCCTCCAGCTCCAAGAGTGCCGGGAGGTGGGGGGCGGCGCATCCGCGGCCTCGAGCTTGCTACCTCAGCCCATCCCCACCA 
CCCCTGAGATCGAGAACGCTGAGCTCACCCCCATCTTGCCCTTCCTGTTCCTTGGCAATGAGCAGGATGCTCAGGACCTGGACACCATGCAGCG 
GCTGAACATCGGCTACGTGATCAACGTCACCACTCATCTTCCCCTCTACCACTATGAGAAAGGCCTGTTCAACTACAAGCGGCTGCCAGCCACT 
GACAGCAACAAGCAGAACCTGCGGCAGTACTTTGAAGAGGCTTTTGAGTTCATTGAGGAAGCTCACCAGTGTGGGAAGGGGCTTCTCATCCACT 
GCCAGGCTGGGGTGTCCCGCTCCGCCACCATCGTCATCGCTTACTTGATGAAGCACACTCGGATGACCATGACTGATGCTTATAAATTTGTCAA 
AGGCAAAGGACCAATTATCTCCCCAAACCTTAACTTCATGGGGCAGTTGCTAGAGTTCGAGGAAGACCTAAACAACGGTGTGACACCGAGAATC 
CTTACACCAAAGCTGATGGGCGTGGAGACGGTTGTGTGA 
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MOUSE NOMENCLATURE 
ICSGNM Flil 
Celera mCG14021 

HUMAN NOMENCLATURE 
HGNC PLI1 
Celera hCG3 9646 

MOUSE SEQUENCE - GENOMIC 

CTGTGTGTGTGCAGCCTGAGATTAGAGGGGACAAACTGAAAATGGCTGCAGAGCGTATGATCCCTGCAGTCAGTCAACTGGAGTTGTCATTCTG 
GAGCTGAGGAACCCCAGGCAAGTCCTGGGTCTCTTTAAGGTTTGGTTTCCGTCTTGGTAGCATGAGGACCCAACTTACATTTTAAAGGGTTATG 
GTTACAAAATTGTCTTGGGAACATCAAACAATAGTTATTCTAGCTTTACTTTTTGACACAGATCTTGCTAAGTAACCTAGACTGGGTCCTCAAA 
CTCTGGATCTGTCTAGCCTTAAGCATCCCCAAGCGTTAGGCTACAGGTGTGAGCCACCAGGCCTGGCTATTTAACCTGTCTAGTTTAAAAGTGT 
GAGTTGGGGGAGTCGGGGGTGGGGGAGTACACACCTTTAATCCCAACACTTGGGAATCAGAAGTCGAAGGATCTCTGTGAGTTTAAGGCCAGAC 
TGCTCTACAAGTTCCAGGACAGCCAGGGCTACAGAGAGAGTCTCTGTCTTGAAAAACCAAACCAACCAACCCACCAACCAACCAACCAACCAAC 
CAACCAACCAGCCAACCAACCIAACCAACCAACCAAACAAACAAACAAACAAACAAACAAAAAATGGTCCTTGTCTGTTTGGTGCTTGGCTTTAT 
GGCACCGGAGATGAACATAGGGTTTTACTAACCTAGGTGAGGACTGTGTTTCTGAGCTACAACAGCTGTTGTCACCTGATGTCCATTGTGTTGT 
C CTTT CC AGAGAGTAATTCTAC AATATAGTGGTTAGAGG AGTTTATCC C AAC ATTG ATTCCCTTT C ACTGTGTGAACCTGG AATAGTTATTCTC 
TGTGCCTCAGTTTCTCCATCTGGTCCATCCTGGTAAAAACCACAGTCAAGGGATTTTCAATCACCCTTTGAGTATGGATTTTCTAGCACACACA 
CACACACACACACACACACACACACACACACACACACACACACACAAATGAGTCCCAAACTCACAGAGGTCCTTCAGCTTCTGGTTTCCAAGTG 
TTGGGGTTAAAGGTGTGCATCACCACTACCTGGCTCACACTTTTAAGTTAGAAAGGTTAAATAGCCATGTGTGGTGGCTCACACCTATAGCCTA 
GGCTTGAACGAACTACAGTGGCCCCCATCCACTCTATTTAATGGTTTGCTGTTATAATCTGGAGGTCAGTTCTGGCTGGTGGCTGGTGGCTGAT 
GACCGTAGGTCCTCTCTGTGTGTGCATGTGGTCCTTTCCATGCAGATTTAGTAACTTCTTTGGACTTCCTCATAACATGATGCTGATTTGTAAG 
GACTAATATG AAGTGGGTGGAGGCATTAGTACTTTTTATCAT CTAGC CTCTGAGGTCAAG C AAGAGAACTT CT ATG AC C CTG AATTTGTTGACG 
CAACCATGAAATTCCATCGGGCTTCAGGGGTATAATGGTTAACTTGCATTGTAATTTGGATGATTTATAGTCACCATGGGCGTGTGTCTCGGGG 
TGAGTCTGTGGAGATATTTCTGAAAAGGTCTGACTGATGAAAAATGCTTTAACTTGAATATGAATAGCACCATCTCACGGGCCGGGATCCGACT 
GGAGAAAGCGACCTGGATGCTAGCATTTGTCTTTCTTGGCAACGTGACCATGAATGCAGTGTGACCAGCCACCTCATTTCTACTGCCACCATAC 
CCTGCCCAGGATGATGGATGGGATCACCTTAAACTACAAATCAACACAAACACTTCCCTCTTTAATTTGCCTCCTGCCAGGTATTTTGGTAACA 
GAAATGAGAAAAGTTGCTGAGAAAAGGGAAGAGAAATAGAATCTGGCTCTTAATGGAGGAGATAAGACTGTACATATGGAGATAGCCGTTAAGG 
GGAACTGGAATTAAGTTTAGTAACTGGTGACTGACAGGTGTTTCACATGATCCTCCTTATCCTACTTTCCATTAAATTATCTTCTCATTCCTTC 
TTCGGGAATCAGAAGGCTCGCCCTAGAGCACAGCGGGGTCCCTCTCCGAAGTTCATCGCGCCCTGGAGACTCCCACTCTAGGCTGATGTTTCTC 
CCTGTGCAGAATGGTTCCCAAAGCAATGAAGGCAGCAAGCTCTGCTCCCAAGAAAGCTGTCAGCATTTTGTATGCCCTCAGGTTGACAAGAGAA 
GGAAGTTCATGTCGTTATGAAAAGAATGCAGCAAAATGCCAAAGCTCCGGTGTTGCCCACGGTGACCCTGAGGAGCGGATATGCCAGAGATTAG 
CTTTGCAGAGCACTAGTCTGGGAGCCGCTCTGTGGTCCCCCTGAACATGAGAAGTGACGGGAAACTTGACATTCCTTTTCCCCATCACCTCCAG 
CAACATTCATCAGCTACTGAAATTGTCCTTTCAAGGTCCAGGGCAGGACAAAAGCAAAAGAGGGATGGGTCTTTGGGAAATTACTGCCTCTTTG 
CCCCACATCTTGTGCCCTTCTCTCAGAAAAGAAAACACAGCTTAATAGGGCTGAGAATGAGCAGGAAATCCAGGACTTCTCTTCTGTCTTGTTT 
CAATCTCCCAGCTCATAGAAGGATGTGTGAGGAAAATTTCTTTGGAATATTCCTGAATAGAGTGTAGAGATAGATCGCCAGGCACTCTGGATGT 
CTGTCTTTGCCTCTCTGGATGTTTTTCCGTGTCTGTTTTAGCTAAGCTGTTTAAGAGATGGACTTGGTGGCTCTTCCTTCATCCTATGACAGTG 
TTTATTATTCTTCATCTGACATGGAAAGCACCTACTAACCTAACTAAGGACAACAAAAGGTAGAAGATATATTTGTGAATTTAAAAGGAATAAA 

tgggtatatgtatatatgtatgaacacacacacactcatatgtgacaaattcaaaAtaagtgaattttagctaatgaatcagatccctgcatgg 

CTTTTTCTGTCACTTGCCAAATCCGTATTATGTAAACAGAGTATATGCAAGCAGGCACTACCACTACTGTATCCATTACTTTGGCCATGGATGC 

ctcctacgttggttgtggagccactgaaagagccttgtctctgccacctagaagcccaaaatcaagctagaaaggggaagaagtcagggcctac 
ggggaacagcatccatcacttgaaatgaagattggaaatgcggaatagtaaagcactctgcttagaagaccagcatattcttgtttcagaatct 
aacagttatcaccaactgctagatctctaacctttgaaaaatgatctcttattttatgtcagtttttttaaaagaataccagtcttatttccaa 

TGGGTCCTGGCCATGTAAGACTCACTGAGCATCCGGCAAGTAGGATTTATTGGGTGGAGCGTACTTCTTCCCTGCTTCAGACAAAGCCAAGGCA 

aagagtttgccaagggcttctggtcagcattgggagaggtaaggcatgaaaatggaaggcccaagccagtcagaaggaggggtggaaaggaggg 

AGATAGGAAGATAGGGAGGGAGGAGGGAGAGGAGGAGGGAGGGNNNNNNNNNNNNNNNNNNNNA 

ttcataagggaaggtgctgtcagagaaacagcatcgaccatgggaaaagaggggaaaagataaaatagtagactttaagatgatgcagtagact 
tacagatgaccatgtcctttgctcaggagagtagcgattgggtgagaggaggacaagtcatcccaggagctacttgattccctcttgcaatgtt 
tctctacaaggactataaatgatatcataagtattgtggggagtcctgaaaaatggccacccatggtcagagagctacatcagattcggattta 
gctgcttgcttcccaagcaggtctactgagctttcttcgaacacctgctacctaatccatgcatacagcagacactcatcgagcaaacgagtgt 
ctaacacgctgggccctcgacagcactcagaggccaccctggtaatgaggcaaaggatgcctgctcccaggtacttccatcctaatcctacata 
atagtcaaaggagttctcattcacatgtctctttgtctccgtctccccccagcccccgactcattcattcggagacatgtgttcattacctact 
aggtgccagatgctattctaggcaaaggacttgcatggaatgatgccatgtcccctaagggtttaaatgtcatactcaggagattaacaagctc 
atgactccatgggcagtgatggttcatgattgggagtctggtttgacgtcactatgggaatgcaagatgactgcagctgtgtgtgtgtgtgggg 
gggggggggctgttgtgatgcaggaatcctagaaaggaatcggcttgttctaactgaacatttcagagcgtgcttctccatgcagggacaccgt 
gcccagtactgagggattgtggttaaagtaaaatagaagggacactgaggatacatagggattctcctagaattgccaacagagtctctaaggc 
ctgacgtattcctcattctcaggggaggaatctagccaggttctctggagctagctgcccatctgaattagggattccagaacagcaggactgt 
taggagccagaggttgatgactagattatagataggctctttaggagaattatctaacatgcttatggcggcttggaactttccaaatgcccat 
ttgcagactgtaggaccaaggaagttagtactgtggctgagaaagatggtcgagtgctgctattgtaagcctgcggctactgccagcccagcag 
tcccaaggccacatcctgggccctgatgtctaagggcagcaagggaaggctgtcccagatatgacaatgatggtgatggtggtggtggtggtgg 
tggtggtgatggggaagaggaggaggaacagcagaagcagcagcagccaatcaaagtggcctcttttcttgaacatttagggaaaaggcacagg 
gaagaaagaagcattgctcaggttccatccggtccgtccctgtctcatcatctccaccccaaacattttcaggctatctcttggtactggcttt 
aaaactaaagatgtaattatttactctgtcccaagaacactgaatagacaattaggcagtttacccagatgatgtcattttatcttcatttacg 
ccccaccaggttagggcttgttggcatccccaagctacagatgagaaaacggagctcctacagtataaagtcattgcactgggaactaaaggaa 
cagaggatgaagtttgggttggcacttagagcctccctggctccaaagattgtgcttgaagttctaaaacccacaaaaatcactttcaaagggc 
caattgtctaactggcaaaacaaaccttctcagtgagtggtagtgggtctgtgcccaagcagagggcatggatggaaaccccacatcatcttca 
ttttctgtgtgcatgaacaagttacttcgcttctccgaatatctgttttcttgcctaaaaaaaaaagaggtgaaaacacctctcatatcacttg 
gatggatgaattagatgtttcgtgtaaacataatttcactactagtaagtgctttgctaaattgtctactgtttctatttatttctataattta 
agacccagtttatttgaagtgatatgggaacgttaccttatctgtactaggaaagcaagctagttttcatcggagcctatgtatcagtcattga 
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TAGTATACATCTCCTAGGTCCAGCAGAGGATGGGGGGAAGTGTTGCCCTAGGCCTTAGCAGTCCACTGCTTTGTCTCAGAGCTCAGCCCGCTAA 

CTCAAGCAGTCCCTCTGAAAGGACTCTAAGGAAAGGGGTCGCCACAGAGTACCACTGTGCTAGAATATTTGACAACTTGGGGTAGGGAACATTG 

TACCACCTTCTAGGTCTGCAGGTCAGGGGTGAGGCACCAAGGCATCCTGACTAGGGGATGCAAAGGTGCTTCTAGTGAACCAACTGTTGAGCTT 

GTTCTGGGCTCCCTTGTAGTGATCCCTACTGGGGTGCTAAGAAATCTTATAGGTGGGCATTGTACAGAGGTAAAGAACCTAGTTTTAAGCAGCA 

TGG AACC AAC AGGTGTTT CCAAG AATAG CCTGTGTTTTCTG AATGAAAT C ATCATTG C CCCACGTTG ATGGGAAATG CAAACTC ATTAGAGACC 

AAGAACAGTGGTGAAGGTGAATCGCCCATTGGTGTTCCTTTTATATTTGGTCTGGCGTGCCAAAGACGGGTACTTCTCAATATCTCGCCACTAG 

AGCTGCTTTGACAGCAGCATAATGCTCATTCCTATAAAGAGTTTGAAGTACCCGTTAATAGCTTTGAGTTTAAGCATTAGGAATTTTAAGGTTC 

AAGTATAG AG CTTTG AGGAGC ACACATTAAGTAGCAACATC AGCTCATAAAG CTAC AAG AG AGAGG C AGTG CTC CCTGG C AC ACT C ACTCTCAC 

CTGTCTGCCGCAGCTGCACCTTGGTACTGGCTTCTGCATCTCATTGTCCATGGTCTTCTCAGTCCACAGAAGTGACACAAAGGCCTGCCACCAC 

TGCCCAGCACCCATCCCCTCCTCTGCACTCTCCCACTCTCCTGTTTCCATCCTGGATGTCTGTTATCTCCAAAGCAGTTTTGAAAGGGTCCTCA 

CTCTCGCCCGGAAGCAGCAGGGCACCCAGGGCATGGTCTCAGGCTTGAATGACAAAAGGGGTCCTATTTCCTGGCAGGTGTGGCAAGAATGTCC 

TCCCCAACTGTAATTTTCACATGGGGAAAATTAAATCAGCTTCTTTGGCACCTCAGCCCCCAAATATTTTTACTGCATTGCTGTTGGCAACTTA 

TCCTAACTAGGTTGATTTTCAGATTCAGTCCAAAAGCCAAACAGGAAACAAACCTTTTTCTTCGGTTCTTTCTTTCCAGCCTCACTCATCTACA 

G AGTCTG CTTT CC ACACTACT ATGTGGGC AGAAAGCC CTTTGCTATCAATGATTGTAAATACAATAAATC C C C CAACTGTGTGTGTG CAC ATAA 

AGGATGCATGCATGCTGTATGGAGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTATGTGTGTGTGTTTTAA 

AAGATCCAGAAATTCAGGACATTTTTCAGGAAGGTTTTCATTGAGTTAAAAAGCACCCCAGTGAACCAGTTAGAACTGTACAGAGGTTGTAGTG 

GCAACTCGCAAATGGTTTGACAGATAGGGCAAGGCTGGGTAATTGAAAACCAAGTGACTGAGTGTAGGTTTTTCCATGGTAGAAATACAGCAAG 

TTCTTGGGGGAAGAATTGACGGGTACAAGCTGTATTCACAGCCTTTGGAGGAATGGGATCTGTCTGAGATTAGGCACAGGAGATTGGGGAAGGG 

TAAGAGCAGTGTGAGGAGAGATCTATCAGTGTACGTGCACCTGGCCGGGTCAGGGGTCAGAGGTGTGGGGCATTTGGGGATGAATCGGGATACT 

CTCTTCCTGTGATGCTGCCACTTGACTAAATGACCTTTGATTGGCTCTTTGTTTTAAATAAAGTGTTTATCCTAAAATGGGTTCTAAGGGGATC 

CATCCCTTCTGCTCTTGTGCCAGCCCCATGCTGTGCTGCTGTTTCTTCTGCCTGCAAATCTCACTTCCTTAACAAGCCTCCAAGTCTTAGCTCT 

CCCATTTGTTCCCTGGTGCAACCTCTTTGCTCTGCGTGCTGTGCATGCTGCACCATCTGTATGTCCTCCTTGGGCTCAGCATTCCTGCCTTTTG 

CTGCTTTTGACCTCCTGGTTGGATGGCAGTGATGACAAGGGCCTTCCCTTCCCCCACAGCATCCCCAT.GTCCATCTCTGCCTCCCAGATCGCCT 

CAACTCTGCCATTGTATGATTTTGCTGGAACTCTCAAGACTGACTCATGACTAACTAGAGGCATAGTCTGTTCTCTGCCGCAGAAATCTGCTTA 

GATGACATCTCTTTCAACAACAGATCTGGGGCTTGTTCTGCATTTTTTTTTTTTTTGTCAAAGAGACTCTGATGAATCTTTGGTGACACCCATA 

TAATGTCAAAGATTTATGCTCAGCCTTCTGAACAGCCATAACTTCACAGTTTTCAACTTGGAGTTAAACACTAAGTGTCTATGTAAAAGTTTAA 

GTTTGTTTGAGACACAAAGCCAGAGCAGAACCTTAACCGAAATGAAGAGTGGATCTAAGAACCAAAATACAAGTAGACCAGAGCCACAGCCTTC 

CCCTGACCCTGCCCAGGGGCAGCAGGTGAAGCCAGAAGGGCTCCAGCAGCCTTTAGGTCTGAATGAAGGACGTCCAGACATAGCGAGGGTATTT 

GCTTTAG AGAAGGCATTCC AGG C AGAGATATG AATTATGT AGGGAGAGTAGG CAAACCTC AAGATTTAAAAGGGT CTCAT CATCTATCATTCTG 

TTCTTAAGTAAAGGCAGGGTTGCCATAGCAACACACCACAGGCTGAGTGGCTTAAACAACATAAATTTATTTGCTCACAGTTCTGAAAACTGGA 

AACCCAAGGTCAGAGTGCCAGCAGGGCTGGCTTCCTCTGAGGCTTTCTGCTCTGGCTTACAGATAATCTGTCTCCCTACATGCCTTACATGGTC 

AGTCCTTGGCACACAGCCACCCTTAGGGTCTTTGTGTGTCCAAATCTCTTATTATAATGAGTCAGTTGAGTTTAGAGCCCATCTTCACATTCTA 

ATTTCAAATTAATCATATCCTTAAAGGTCTTATTGCCAAGTGGAATCACATTCTAAGTTACAGGTGGTTAGGGATTTGATATATAGATTTCAGA 

GGAAGCGGAATTCAGCATAGAACAAGAACCCAACAGAACCCTTGTTTGAACACAAATGGTCATCACTGCTAGTCTTTCTGGAGTTTTGTGCTGT 

GCCTAGTGTTGCTATAGCTATTTCCCATTGATTAGTCCATCTTTCCTTCACAGTCGGGTTACATGGAATAGATTATGTAGATGATGAGGCGATT 

ATAGATGGCTGCCATTTCTTCTGAAACATGGTCAGCTTGCTTTTGTGTACTGCGTGGCCCTGGGGAATACTGTCCTCCAGCCTTGAATCCCTGC 

TGCTAAATGTGATTTGGAATAGTGGGGGGGGGGGGGGATCTTATCTCCATGCTTTGATCAACAGACAGTCTCTGGAAGGAGTAAGACTATGTTT 

CTCAAC CC ATTACC AAAAGCCTCC CCTG AGTC AGG AG ATGGTACAGTATG AATTGGTAAACCATGGT CTCTTAC AG AGAC CTTACACTAACTGC 

CTTTTCT AT ATATC AG AGCTTCCT CCTGAATTATTTGGCTGAATCATCAAC ACTAAG ATCTGCAGG ACATACTC ATTC CCGCTAG C CAGT C CTC 

AGCACACCACTGTTCACTCTTACCAAACACTTGAACTACAGTTGCTAATTTAATTCACCTAGTAAGCCAGAAGGGAAAAAAAAAACAAACAAAA 

CTATTCATCCTCACTGACTGGGTATACTGAAATCGACCTAGCTGAAGTTCTGGATTCCCTGATTCCCTTACATAGCTTAGGTCTAGACAAGCTC 

TCCGGTGGCTCTCCATGACCTCACCTGTGGGATAAATTCTCATTTTCATCTCTCCTAGCAATGTGGCTATGGCACACAGTTAGTAAAATGTGCT 

GCTGTCTGTGTCTGGAAGCTAGAACCAACACTGGTATCACCTCTTGCAACTCTGTGTTTAGCCACCCTGTCTCCATTCTCCTTTGTGGGGCTTC 

TAGCTCGAACACTCAACAAGTACACCTGTTCTAGTGTTCTTCCATTCCAATGTTCAGACTCCTTTCTCCCCACGCAGGGGTAAGCCTGTGCTGA 

CACTGTGAATCTATTACCTTGAACAGTTACAGCTTCATGAGAGGACTGCCCTGTGCCACTGTGATATCTGAGAGTTGGGGTGTCGCTGGCTCGG 

GTGACAATTGATACTGAATGTCCTATCTCTTCTCCCCTCTTGCAGGAGGCTCTGTCTGTGGTGAGTGACGATCAGTCCCTTTTTGATTCAGCAT 

ACGGAGCGGCAGCCCATCTCCCCAAGGCAGATATGACTGCTTCGGGGAGTCCTGACTACGGGCAGCCCCACAAAATCAACCCCCTGCCACCGCA 

GCAGGAGTGGATCAACCAGCCAGTGAGAGTCAATGTCAAGCGGGAGTATGACCACATGAATGGATCCAGGTGAGCCTGCCAGAGTTGGCCAGTC 

CTCATGAAGCAGGGAAGCCTGGGCGCAATTCCTCCTAGGACCACCCTGTCAAGCCGATCTGCACAAAGCAGCAGATGGGTCAGGCCCCAAGGCC 

CTACTGCAGTACTCAGTGCGTTTGCTGTCAAGCTTAGGCCAGGTCCAGTCCTGCAAGGAAAACGCATAGCAGTAAGATGCTCTTCCTGTGCTCT 

TGAGGATGTTTTAAGGTCCTCTGGGTGGCACTAACCAGAGCAAAGGTGACCCAAAAATTCTTCAAGTAAAAGTGGAAAAGTGGTGAGAAAGACA 

GACTGTGTGCCAGGAAGCCAGCCTCACACATGGGAAGTGTGGGGGTGGAGTGGGGCGGGGTCATTAGGAAAGGCCAGGTACAGCCTTGTTTATG 

GAACTGGGAAGGGGAACTCAGGGATAAAGAGCACACGAACCAACCCATTGTCAGGCAGCCCCAGCGACAGGCACTACCTCAACATTTTGGCTAA 

ATTATCTAAACCCATCTGAATACCAGCTTTCTCTTGTCTAAGCCAGAGTCAGAACACCAAACATGTTTATCAAGTGTGTTGTAGGGAAAGGACC 

C AGG ACATTGTCTAGTTC CAAAGTGCT C AATGAGTTAGTG ACCACAGACACACAAG AGGG AAAACTTTAG CCT AGTTTATTACCTG ATAATT CC 

CAGTGGATTCCCAGGTAATCCACTTAGCCTGAAGCAAACAGACATGAAAGTAAAAGCAAGTGAGTAAATACAAGACAAGACCTTGGTTGATAAG 

CTAGGAATCCAGTTTATTCCACCAACAGAGGCTGACCCTCAGGACTGCCAGGACACTAAGCATCATCGGACCCATGAGACAAAGCTGATGAGGT 

GACAATCATTGTCCTGCAGGGATTGTGGACAGGAGTGCAAAAAGATAAGAAGTTACTGAAATAGCCCAGATAAGGAATCGAAGTTCTGGGCTAG 

GGTGACAGTAATGATGACAGAAGCCCAGGGGAGGTGCATAAAGAGCATATCAAAGGGATGGCTACAAGAGCTCGGACTTAATAAACATTGAGAG 

GTGGGGACTGGATGCTGCTGAGTCTGGACCTTTGAAAGGGGATGCAGTTAGTGGCGACAGGCAGGTGGGAAGGGGTGATGCCTTGAGGAGGGGA 

CGTCCTTTAGCACCCTTTGTGAGCAAGTGGTACAGTCTCTAGATTAAAATGTCTACTGGATTTAGGAAGCCAAAGCCCGTAGGATTGGGACTGG 

AATTGAGGCTTAGGCATCCTCTCTGGGAGGCTTAACTGAAAGTGAGTCATGAGGGAAACTAGTCCAGAGAGGCAAGAGGAAGCAGGGAGGGGGC 

TACTGTGGCTGCTGTAAGGGAGTTCCTCCTTGCAGCTGTCTCAGAGCTGCCCTCTAGAACCCTCAGCCCTGCCACGCTTCCATCCCATGAACTA 

AAACCAGGAAGTGGGACCTTGGCCATCCCTGCAGGGTTCTAGGGTTAGGGGAGCTCAGAGAACCTGAGCCTTGAGCCCTCCATGCAGAATGATG 

CTTATACCATGATTCCGGTCAGTCCATTCTCAGCAGAGTGTAGTTTATCAAACACTTGTATCTAGTCTTGTATCACTGCTCCCTACTAATCTAG 

AAGGCCAATATTCTCATCCTGTTACCGTATAGAAAGGAAGTCGAGAGAGGCTAAGCTGGCGCCAGCCCAGCCTTTCCGATTGCTTGGGCATCTT 

GCTGCCTCTCCCTCTCTGCCTGTGCGTCATGGTTCTGTACCACGATCCCATTCTGCCAGCACCCTCTGGTGATGAGGCCAGTTCAGAAAGGACT 

CCCAAGCTGCCTGCACCATCACAAGGTGTTCCTGATCCCTACTGAAAAATCTAGATGCTAATATTGGAGAGTCTATAGTCTTGATGTACCCTGT 

ATCTAGTTATCATTGCCTGCCAAGCCCACAGTGTCTCTCCCAGCTGCCACAGAGACATCTGTGCTCCACTCTTCCCCTTCCCTGCCTGAGACCT 

ATTCTCTCAAC AGG C AAC AGTG AAAGTCATCCATC CTTT CAC AACAGTAACCTTCTTGCTCAAAAACCTTTAG CATCTCATGTC AG AAT CTAAA 

GTCTTAGCTAAGTCCCAGATTCTCCCTGGCTCCTGCCTTCCTCTATGCCATCACACAAGACTCTAGCTGCTCCTGGAAACCATAGCACACCACT 

ACCTTGGTTTATCTTCCCCAAGTCCCTTCTTTCTAAAACATTTCTTCTCCATTTATTCATACAACTCTCTCGGGTTTTTGCCCATATACCACCT 

CTTCAGAATCCCTGACACTCCCCGAATCTGAAAGAGCACCCTATCGCTCGCTCTCCCTGGTGGGTTATTCAAGTTGTCTTCTCCCTCACTAGAA 
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TATGGGCAGGGCTTTTGCTCACTGGGCAGGGTTCATGTGTTTCTTCAGGAAAAAGCTAAAT^ 

CTTCTTCAAGGACATGCCATGTAGGTATGAGTTGAGTCTCCCTTACCTGAAACATTTGACATGTGTTTCAGGCTCTTTCAGATTTTAGCATGTT 
TGTTTGCACAGAGTGTAACAGATATCTCAGTATGATAATGGCTGTTTTGTATGCACGTGTGCTCAGTGCCCAACAGTAAGACTATAGCCTGGTG 
CATTTGCATTGGGACTGTGGGCTCTCTTGTGCATCAGGTATGGAATTTTCCTTCTGTGGCCTCATGCTAGTACCCAAACCATATTTCAGATGGA 
GAATCCGAGGAACAGATGTCCATATGGGTGATCCCCAAGGTCACAATGCCCAGGCAGGACAGCCCAAGCTCTGCTGAGTTCACCCTGTACTTTT 
GAAGCATGGGTTCCCTTCTAACATATGTGTATCACTGAGCTACCTGTTCCCATCCCTGCCACCTGGGTACTGCTGGGCCCTCCAGGATGCTGTT 
TAAGAG CTAAG AGAATCCTTCAAGGAAAAAG ACTCTGG ATCCATTTCCAGGTCATG CCTAGCATTAGTCAC C CAG ACACTAG CTGGAAGAAGCC 
CGTGTAAGTATTCCCATAAGCTGGCTGAATATTTACCTGGCTTTGGGTGTACAGTCTCACCTACTGTGCTGAAGTAAAGATCTAGTGGAGTCTA 
GAGCCACCCAGGTAGGCATAGCCATGGTTTTCACCTAATCAATACCCTCAAAGCACGCACAATAAAGAGCCAGGATCAAAGACTTTCAGAAAGA 
TGCTTTTATTTGGGATGAAACCATACCTAGCATTAACTTAGCATTATTTAACTATGTGAGAGAAATAACATGTAAAAACACCAGGCATGGTGGC 
ATGCTCTGGTGATCCCAGCTGCTGAGGAGGCACACAGCTGGATCTCCTAGGCTCACTGGACAGACAGCCTGCTAGGCAAGCTGCAGATCTTATG 
CCACAAAAAGGTAAATGGTTTCTGAGAAACAAAACTCAAAGTTGTCCTTTGGTCTCCAGAGGTATGTACACCAGCATAGAACTGCATGCATATA 
TTTATACACAAAATACAGAGACAGGCATAGAGACAGACAGGCAGACAGACAGACAGACAGACAGATTTAGAGAGACAGAGAAAAAAACAGGGGC 
AGAGACAGAGAAGCGGGTAAAGAGACAAAGAGGCAGAAGCAGAGGGCTAAAGAGGCAGAGAGAGAGAGAGAGAAGACAAATGAAATGAATACAT 
AGATGTCAGTCTGTTTAAATTAGTGATCCTGAACAGTGCAACTTTCTTATTTTCTGAGTAACACGGGACTTTGTTAGTTTTGTTAGTTGCATGA 
TTTTAAGATACATATATACAATGTATTGGGATTCATAGATATATGCAGTGTATTGTGATTCTATTCGCCCATTAGTCTCCCTTGGTTTGACTCC 
AAGACCCTTCTTTTACCAGCTCATCCCCCAGGCAGGAAACAACACTCCCCTCTGCAGCAACTAACAGTTAATATCTCCTTCAGATGGGGCAGTG 
TCTCATGAGCACTTCCTCTATCAGTGAAGGAAGTTGACGGGTTCAGTCTTCCACCAGTATCCATTGCTTCTGTGTCTCTGTGGTTGGAATGGCC 
ATGTTTTATCTGTGGGTCAGCATTTTATGACACCCCTCCCCACTCCCAGCTCTTACATCACTTCATCTCTTCTTCTGCAGGGTTCTATAGGCTT 
AGGGTGTATATAATATAGATTTCCCAGTTAGGGCTGAGAGCTTATCGGTCACTTAGCCTCAGCATCTGATGAGGTATGAGTCTCGACACTATCT 
GT CACTCTCTGAAAG AAGCTTTCATGTTCTAGACTGAAAGGGATACTAG CCTATGGATATAAATATAAATATTCTGGAGACTTAGCAG CATGTC 
C ATTT AGGGAAAC AAC AGC ATTATGTTCTCATTGGGTCCAAG ACT CCACCAG C CACAGGCTTTTTACCAGGTTTATGGTACCAGATGTGT ATCT 
CCTCTCATGCAGTAGGCTTCCAATCACAGAGTGGCTGGCTACCCACCATATGGTCAAGCCACCGTTGTACCAGTGGATTTATAATGCCTGTCAA 
GTTGTATTGTGCAGCAAGCATGAGCACTGGTACACTTCCTCCTCTAGGAGCCTGCATAGAGCCTCTGGCACCACAAATGCCAGCCAGCAGGGAG 
AGGATTCCCAACTCAATCCCAACTATTTCTTTGTGTCTTGTGACCAAAATGTGTGTCATCTTCATCAATAGGGTCATACCTTCTATATCTGGTG 
GGTATCAAGAGTTGCATAGCATTTGATAATTTTCAGAAAGTCCAGTTATCATAACACAAAATGTAGAGGAGGGCCAATGGAGACGGTTCAGCAG 
AAGGTGCCTGACAGACACCATGCCTGACACCATGCCTGACGACCTCAGTTCTACCCCCACAGAGCCTACATGAAAGAATGAAAGAACCAACTTC 
TTCTAGTTGTCACCTGATTTCAATGCCCATGCCATGGCATGTACCCACGCATGTAGTTTGCTCAAGCACAGATGCACACAATACTATTTAAAAT 
GTAGAGGAGGGTGTGTCAATGCTCCAAAGAAGAAAACAGAGCAGGGCAGACAACTTGGAAGTTCTTGGCTTATGGACCAGGTCTGTGGCACCCA 
G CACTCTGATG CAGTGG CC ACT AACTAG CCCCATGTTG CTG AGCACTGGG ACTGG AG CTACT CT ATG AGTTAGATGTGCT AT AATGTAATATGC 
ACATTGGACCTAAAAGTCTTAGTATGATAAAATGTAAGATATCTTGGTGACTGTTGATTCTGCTGAAATAATAATCTTGTGGCTGTATTAAAAT 
ATTAATGCATTTATCATATTATCATATATAATATTTAATATATTTAATATGTATTTCTTATCAAAATATATTTAATATAATAATCAATAACATA 
ATATATTGATATGTTATGTTAATGAATTTATTCAAATTCATTTCATCTTCTTAGATTTATTTATTTACTTATTTATTTATTGTGCGCCGGAGGA 
GTTCGGTGTGCAAATGTGT ATGCGCTTCACGTG CATG CCTGATGCCTATAG AGGCCAG AAAAAGGCATCAGATAGATC CC CTGG AATGG AAGTT 
ATGCATGGTTGAGAGTCACCATATGGCCCTCTGCAAGAACaAGAAGTGCTTTTAACTGCTGGGTAATAATATCTCTGGCTTCTCACTTTTTCAA 
TTTTAAAAATACACCTACTAGTAAGGTGAAAGTGACCCTTGTGTCTCAAATATGTAACTCACAATCTACTTGGAGTGGACCGTGATGTAGCAGA 
ACATTTCCGATTGCTCAGTGATTCACAGCACATCCCTACAAAGTTCTTTCAGAAGCATGGGTCTCTGGGTTCCTTCTTCACGCTTATTTACACT 
CC^TAGATGTCCGTGTCTCTGGCAGGAAGGAAGTACTCCTTGTCTCTGAAGCTGCAATACGCTCTTCCCTTTTACCCTAGCAGCAAGCCCTCTA 
GACCAGGGTCAAAGGGTCATTCAGAGGGGCTGAGATCTGAGGCAAGAGAGATTGTCTGGGTTGCCTGGGTCGTAGGAGGTTTACTCTGTCTCCC 
TTCCACTCCTGTTGTGGTTGAATCTGGTGCTCTGGGTTGCCCTCCAAACAGCACAGCCCATAGGTTCTGTGTTGGATATAAACTTCAGAAACTT 
GATCCAAGCTGTGGTTTGCAAATAACTCTCAGCTGCATCCTGTCTCGACCATGGGAATTGGAGAAAACAGTGCATGAGGGAAACACTAACAGTT 
TGTGAGGGAGAAAACAGAACTAGTTTTAATACCTGGCATTCAGGAGCTAAACTCAGCATCACTGCCCTGAGACAGGCTGGACTGGCCAGCGTTA 
TCAGGAGGCATCGAACATGCAGAGAACCCTGTTCCACTCTCAGGAAGATGAGCCTCCCAGGTACCTTCCTAAATTTCTAATTCTAAACCTTGCA 
TGGGGAGTAAGACACATATCATCTGTGTTGAAAGCCCAGGTAGTGGGGTTTTTGTATGGGTTTTGTTTTGTTTTATTTCTTGAAATTATACTTC 
TATATCAAAAGCAACATGCCACTTCTACACATGGAAGTTTCTCACAGAAACCCTAAAGGCGGCCTAGATTCCTCAGGTGTGCAGTGTGCATGCT 
ACATGAATGACACACAGACAGATTCTGTGACCGTGATGCTCAGTGGTCCCTTGCTGGCTGCGTGGGCATCGGGTGGTCCTTGGCTCTCAACAGA 
CCTGTGATCTCTCCAGGCACTGTGATCAAAACGGGAAGGTAACTTTGGGAGAAGTTTGAGATCCCAGTTAACCCCTCTCAGGGTTTCACATCTC 
CCTTTATATTGCCTTGGAGTCTGAAGACACTTCTATGGACCCCTAGCAGTCTTAAAGCAGTGCTCAATAAACACACAGAATAGATGCTTATGTC 
TAAGACGGTTACGCTGTACTGCTGAGGCCTGCTGCCTGTAGCCTCCCGGGGGCCTGAGGTGGAGATGCTCTGAGTTATACCCATCACTTCCTCC 
TGCTCTATTGTGGCAGCCTTAGGCCCTCCTGTCACCTGCCCCAGTACAGTCAGCTGTCTGTGGGCCCAAACCTCTTGCTCTCTGTAAGTGCGGG 
TCTCAATACAAATTAGCTGCAGCCGTATGGGCIAAAATGAATGGCCAAACCTCTTACCCCGCCAGGGCTCCCGCCTCCCCTCCCTCTTGTTCTCC 
TTAAGCCCTCTTCACAGGCACCAGCTGCCTCATTAAAGAGCAGCTTTTATGCTGGGCTTCACCTGGGTAGGCAGTGGTCACCAAGCCCATGGCT 
GGGCTGGCTCGCTGAGGCAAAGGATAGAGACAAACCTGGCAGGCAAGTGTGCAAGCCAGTGAGACATGGCTTTCTCCTTTATCACCCTGAGCTA 
GACTAGGAGGGTGAGCTCTGTAAGGGTAAAGGATAAGGGTATCAGGTCCTTGTCCTAAGGAAGTCCCTTTGAAGACCTTGATGGAAACTGTTTG 
GGACCAAGAAAGGGGCCTCATTCCAAAGAAGGCCAGGAGGGACGCTCAGGCAGGTAATCAACCACCAGGGGTCATACAGCTGAAGGATAGATGG 
AGGAGGCTAGGACTTCTGTGGGCTAGTGATGCTACTTACTGGTCAGCCAGGCACTGCCAGCGATGGAGCCCAGGGGGCCCCAGCTCCTCTGCAC 
CTGCTTCTTGGCCATGCCTAGGGCACCCTTGTTGCCATTCATCCCCACCAAGCACGCTTGGTTTTATGTCTCATCTTTTCTTTGTTATCAATTT 
TTTTTTTTTACTCCAGGGAGTGGAAGCAACCTTTCCACCCATGGCCACCGTACACAGCTCCAAGTCAGGGAGATCCACTAGTTTGGGTGCTTCT 
GAGGTTCTAATCTCTGCCTGGAAAGAGGCCAATTTTAAATGCAGAAATTCCAAGGCCAGACACCTATGAAAAAGAACATTTAAAAAACCCTTCT 
CTCCAGTATCCGTAAATGGGAGACTTTGAAGTAGGCACCTCCTCTTTTGCTACCATTGATCCTGGCTGGCTGGCTCTGGGCACCCTGCATGGAA 
AGTGTGTGTGCTGTCCACTCTCCCCACCCCCACCAGCCAATGAAAATTCCAGTATCTTGGTTTCAGGCCAACTTAATTCTCCAAGCTTCTCTGG 
TATTTGGATGGTTTCTCATCTGACAAGAATCTGGGGAAGACAACCAGTGTGTGTGTGTGAGTGTGTGTGTGTGTGAGTGTGTGTGTGTGTGAGT 
GTGTGTGTGAGTGTGTGTGTGTGAGTGTGTGGGGGTTTTACACACACTAGCATATAGGTGCACATCTGTGCTGGAGGGTGTGTATTTCTCTAAC 
TATATGTGTGTGATAGCCTATGGATGTGTGCATGCATCCCTGCATACATTATATGCATACATTATATACATGTAAGTGGTAGAGTATATATGCA 
TGTGTGTTTTATGGGATGATTGTATGTATGTACATATTGTATGTAGAACTATGTGAATGTGTGTGTGGAACATGTGAACATATTTGTATTGTGT 
GTGTAGACCTATGTATATAAGTGTGTGTGTGTGTGTGTGCGCATGTACTGTGTGAAGTAGTGTGTGTGTGTGTTTGTGTGTGCATGCAGACATG 
TGCATATCTGTGAATATGTCTTTTGATGGCCGAGTACATACATATATGTGTACATGTTATCACTGTGTATATGATGCCTGTGGTAAAGTGTGTA 
GAGCATAGTGAATTGTGTGTGTGTGTATGTGCATATGTACTAAAGTTAGAAGCTGAATGTTTTCATTATGTATGTGTGCTGTGTGTAGTGAAAT 
GTGTGCGTGTGAATGTGTATGCGTGCGCACACAGTTTCCTGGGGGACAGCAGTATGCTCTGGCCAGCTCAGCTTAGACACAGGCACCAGGGTCT 
GACTGGGGCTGCTTCATCTCCAGCCAAGTCCTTCAACAGCAGAAGCCAAAGGGCTGAGCGCTGGTGAAAAGCCCCGATGTGCTACTGCCTCTCC 
TCCGACTGCCATGGGGACATTAAACCTTCAACAATCTGGGACTCTGACGGCTGGGTCTTGGTTCTTTGCCTGGAAAAACAGTAGGCAAATAGTA 
AAACCTT AAATT CT AAC ATGTGT AAGTTAT AC ATCTTATTTTC ATTTT CAG CC C ATGTTCTCCT CGGTAAG ACATCAGG AAAAAATTACCGTCT 
GACTTCTAATATCTCAGTGGAGCATTTATCTCCCAGCCATGATAAGTGATCTGCAATATTTTTTTCCTTTCAGATTAAGAAACAAATTCATTTA 
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ATTTTCTTTATTGAATGTGTTCAGGCCCTCCCTGCTCTGCCTGACTCTCAGGAGCCCTGTACTCTTCTCCTTCTTCCTGGGCTGGTGACTGTCT 
CCTTGCTGTGGGATGGGTGACTCCCTAGTAGGCAAGGCCTGTTCCTTAAGGGCTCTCAATCTGTGCCTGCCCACTGCAGAATGACGGAGAGCAG 
ACTGACCGAGGGCAGCAGCCAGGCGAGGCACGTAGGGAGATGTTAGCGTGCAGAGCTGGCAGACTGTAATCAAAACCTCGTCTCATCCCCTTGG 
CCTGAAGGCCGGTTTGGCACTATCAGGAGAACTGGCCACTTCCCAGGCTGTTAGGATGATGCTTGCTGTGTGGGACTACGATAGTGCAGTATCC 
ANNNNNNNWN^^ 

TGTGAATATCCACTGCTAACTGTGCTTAGTCTTAGTGCAGGATGGGTAATGTGCCTTCTTCCTCTTGCACGTCCATATTGCTTCCTATGTGCAC 
TTCCATATGTGCACTTCCTCTTGCACTTCCATAGTGCTTCCTATGTGTGTTTACTACTCAGAGCTGTAAAAATGCTACAAGAGTCATACATAAC 
AGGTCACAATGCATTCCAGGGGTTACTCTTCTTTGCAGCACCCAGCTCCTCTGTATGTGGCCTTTAGTTGAGAAGTTTAACACTGGGACCTTGG 
GTCCTGCATCCATCTTTACTAGCCATGTGAAACCAGTAAGCACACCTTTCCTTTGGTAACCACAAAAGGGACGTAGTAACCTTTGCTGCAGACA 
T CTG AAAGGGTT ATCAGGAAACTCAGATAAAG CAAACAG CTTATGAAGATGT ATT AAAATGGT AC AC ATG CAGTAG AAATAGCTGGG CTAGCAA 
GTACTGATACCATCTCAAGAAACAGAAGAGACAGGGTAATAGGCTGCACAGAGCATCTCATGCTGGAGTCACTCAGTCCTGTAACCAAGGTAGA 
CATCAGCGTCTATAGGTTTGTGGAGAAGGCCTATCTATTACAAGGACTAGTGAAGGTGGGTAAGTGTTGACCACTGGCAATCAGGTTGAAACTG 
GACACAGCAGACAGTGGAGGAGGGCTGCAGGCCCCTGAAACAGGAACACCTAGGACACACAGGGTATTTATGACAGGATCAGGATAGGTTCCAC 
GAGGAAGGTGGCACTAAGAGTTCATTGTCATTGTTGTCATCATCCCAGGGATGTCTAAGTGACTGGCCAATTCTGTTGAGGCTGGAGTGACATG 
TCCCCATAATGATGGCTTCTTTTGACCTGTTTCCTCTCACTCCAGGGAGTCTCCGGTGGACTGCAGTGTCAGCAAATGTAACAAGCTGGTGGGC 
GGAGGCGAAGCCAACCCCATGAACTATAATAGCTACATGGATGAGAAGAACGGCCCCCCTCCTCCCAACATGACCACCAACGAACGGAGAGTCA 
TTGTGCCTGCAGGTACCTTGGGAGTCAGCTGCCTGGCCAACGCCCACACTTCCATTATTCAGGGGCTGTAATGGAAGGTTGGCCCATCTCTTAG 
AACATGAAAACCCAGCACCCTAGTCTTTAGTGGCAGACTCAAACCAGGGAAAGTTGCACATGATACGTAGCTACCCTCCAAGGCAGGATTTCAA 
ATGTCACCCGAGCCCTGGCATGCTGATTCCAGAAGCCCCACTGTCAAACATAACACAAGGCAGATTTTCAGTGAGCAGCCTGGTACCCCCAGGA 
TGAATCTTGGGCAGAGGCAAGGCTGCTCACCCCGCCATTCCTTCTTGTGAGAAGTGCAGCTCCCGATGTCCACCCTTCCCTCAGGCATGTACTT 
CCTGCCTTCTGCTAGATTCCACCTTCCCAAAATTACAGCCAACTCTTTCAGTTTTAAAATAGAAATAACTATATTTAACAAACAGAACGCCTCC 
ACGTGTGTGCCACAAGTTATGTCATTATGTAGAAATAGCCTTTTTTCCTAGGTATTGGTGCTGTTGGTTACGGAGTGGGGGGCCGGGGGGATCT 
ATTGTTAAATCCTCTAGCCTATTGGCTGGATGCTGCCTGGGCCAGGCCCAGTATGCTCAGGTGCCTAGGTATGGAGGGAATTCAAAAACTGCCA 
CTTTAGAGTGGGTGCCAGGTGGAAGGGGCAGAATGTCAGGAGTTTGAATAAAGTGAATTACAGGGCGGGAGCTAAAACTAACCTTAACCAAAAT 
AACTTCACCAGAGAGGCTGGATCCTTCCATTTGTAAATGTGTAAATGCAGTTGTGTCTTAGAACGATAGTTTGTCTTGTTGATCTGAAGGATGA 
TTTTTGTGATGAGCAAGTCTGTCCTGTCCCTAGTGTTTGTTTCCATGGGAAGTTGTATCTGCTATCCTAGTGTGACAGTCACATTTCTGAGCTC 
TGGGCTAAATTCCACATGGGAAAGAGTGCAGAAGGTATCAGAAATGAAGGCAGAAGAGGAAGGGCTCTTGCAGCTCACAGGACTAAAATCTGCC 
TGGGCTCAATCTTCTTCAAGCATAAGGGGCTGATCGCAAGGAAGGCGTCACCTGGTTTATTTGTTTGTTTGCTTGTTTGGGCTGTTTGAGAAGG 
GGCTTCACTGTGTAGCACATGCCGTCCTAGAATTCACTGTGTAAGCCAGGCAGCACCTTGCGGCAATCCTCCTGCTTCTGCCCCCTGAGTTTGG 
GAACTAACTATAGGTGTGCACCACCCACTCCTGGCCAGAAGGTCTTTATTCAGCCAGATTTCACAGGAGCCAAGTGCTTTCTCTTCTGTCACAT 
CATCTAATTGGTTTGTCACCACCCTCAGGAGAGCAGCTGGTGGTGGTTAGCTCAGGTGCGTCTTCTCTATTTTGAGGCCGTGATTGTTTTTAAG 
CAGACGTGGTGAGAGACTCTGTCCACCCCACTAGGCCAGGAGAGGCCTTTGCTATCCAAATCGCCTGCTCTAGCCTAAGAAGGAACTCTTAGGG 
GATGAACCATTAGAGGAATGGAGATTACCTCAGGACCAGGTGATTGTCACCACCTTGCTTTGGTCGTCATAAGGCAGACTGTTCGGTTGTCTCT 
CTACCCTTCAGGTAGTTAAAATGTTCTTACGGGGATTGGCAAAAGGTGGCTCTTCCATGAACCGACTTAATCATAGCAGTAAAAAACAAAACTG 
GCATGTTTATATCATGCTGTTTCAAAGCATTTGGCATAAGGAAGTCATGAGCTTTAGATCCGCrTGGTTATTCTCCTACTGGTTAGATCTGTAT 
GCATTACTCCTAGACGCTCTGGCTTCCTCCAGGTCAGCCTCCTGGACGCACGGGAAAGTCTCACTTGGGCAAGTCCACAAATCAAGGCAATAAA 
ACATTAGTGGAACAACCGATTGAATTTATGACGGGATTTTAAGACAAGTATAAATGAGGGTTCTAGTTAA'TCACCATTTCCACATCGAGATGGG 
AAGGAACAAGGGCTAAATCGTCCAGGAAATACATTTGGAAGAGTTTAGCATGATCCAGAGTGGAAGATTTATAATTCCTTTTACTGGAGAGGGA 
GAGAATTAACATTGTGACAGAGCCCAAAGCGAAGAGCGGAAATAATAAAATAAATAAAATATAGGGCATAAAATTGAATGTACAGTCTAAGACT 
CTAGTAAGTTCCTACAAGTAAGGAACTAGGGGAAGCTATGGATGAAATGATACACCACATAATCCAAGCCCCTGTGGGACATCTCCTTTTGAAT 
TCTCAGATTTCCATTCATCTATAACCCTTGCTTGATGGTTTCTGAAAAGTAGAGGGTTGGAAACAGAACCAGGAGTTTATCTGATAGACACAAA 
CCCCAACATGAGCAAGAGGGCTAGCTCGGGGAGATCTTCCGGGTCCTGGAACAAGGCCTTGCAGTTCGAAATGAGTTAAGGCGGGATCGTGACA 
AGACAAAGCTGGGGCGGGGGGGTGTTCAAGGGGCCTGCTTCTCCAACTATGTGACATCTTTGAAGGCTTCTGTAAAAACCCTAGCAGTAGTCAC 
GAAGGCAGAACTTCCACGGTTCCTTAGCCATCTACAAAATGGGTATAACAAGACCCATTTCATAGATTCTCATGAGAGAAAAAAATGGGTCAGA 
TAGAGAGCTGGCTTGTGGTAGGATCTCACAGATGGACTATTACTCAGTAGGTACATCTTGGAGTCTTAGTATGACATACAGAAGCTGTGACATA 
TGACAGATTTTTTTCTGTGCTCCCTCTCAACCTCTCAAGGGTTTCTTTTATAACCCCTAGAGATCACAGCACCTCACTCCCTCCCCACCACCAT 
TGCTGGCCATTTAGAACTGAGTTCTCTTAGCCTAGATCTTTTGCAGCCTCTAGAATGAGAGGAATATGAGTTGGTTTAAGAGGAGTACACGTTT 
TTC CTGCTAAAT AAGC ATG CTAAATGAAACAAT CAAG C AG AAAAGCAG AAGC AGG AG CAACCAG ACACCCTGTAATATAAAATAC CATCC CTTC 
TCCAGGAAGCCTTCCAGGACTCTCCAAATTCACCCTAGACCCTTCAACCCAAGGTTCATTGAACTACCAGCACAACCCATTGCTTAGGTATTGC 
TCTGATGGCTGCATATTTATGCAGATGGGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGAGGGAGAGAGAGAGAGAGAGAGA 
GAG AG AG AGAG AG AGAGAG AGAG AG AG AG AG AG AG AG AGTCTCAAAT ACTC AACCCTCCTG CCT CCGCTTCCCG AGTC CTGGGATTG CTTG AAT 
GTATCAGCATGCCTATGGAAGTCTGTCATTTATAGCATCTCCCACCTTAGACTGAGCAGGTTGAGAAGATGCTTCAGGGAATGATGAAACAGAG 
GGGGCTGGGAGAAGGCAGGTTTGGAGCAGAGGCCTCAGTCCTGTCCTGTTTCCGCTCATTCACAGTTAAAGAGGTTTCTGTCTCTAGAGCCATT 
TCTCATCTTTAAGTATTTAAATATCCTAAAAATGTTTAGGGGTGGTCTGGTAGAAATCTTAACACAGCTGTCCCCCCCCCCAAAAGGAGGAAAC 
CCAGATTGGATTTATGTCAAACAGTAACGCCATTGGGTTTTCCAGCTGCCAGGAGAGAATCACAGGAAAAGCAGGCTTGTGTATATTTCCCTTC 
CGGAGAGTCCGGAGGGATAAGTGTGCCCTCCTGAATTCACTGCTAGTCTTAAGATGCAAATGGGTCCCCTTCCCAGAAACGTTAGTTACTGGGG 
ATTATTTTCATTTTGATGTCACCATTTCTTGGGCCAAGCTATCACTTGACCTCCAGAAACTTTAAACACCATCCTGTCAGGGTATGTGTTGAGG 
CAGCTAAGAACCTTTCTGAGGCCTAAGTGGTTCAGGCAGTGTCAGAAGCCATGGAACCAGACGGAGAGTTCTGAGGGGACGATCTGGAAGGGAA 
GAGAGAGGAGGTAGAAAGAAAAGAGAAGAGGGAAGAGAGGGGCATAGGAAGGAAAGATGGGTGGGGGTGGGGGGGTTAAAGATACCATGAATCA 
GGAGTGAGAGAAAAAGAAGAGGAAAAAGGAGAAGACGGAAGAAAGAGGAGAGAGCAAAAAAAGAGGAGAAGAAAAGAGGGGGCTGTGGGGAAAG 
AGGACAGAGGTGGAAGAAGCAAAGAGGAGAAGATAGAGAAGAGAGGGTGGAGGGGAGCCTAGGCTGCTGGGCAGGCATGCATGCTGACCGTTGT 
TATCTCTCCACTGCAGACCCCACACTGTGGACACAGGAGCACGTTCGACAGTGGCTGGAGTGGGCTATAAAGGAATACGGATTGATGGAGATTG 
ACACTTCCTTCTTCCAGAACATGGATGGCAAGGAATTGTGTAAAATGAACAAGGAGGACTTCCTCCGAGCCACCTCCGCCTACAACACAGAAGT 
GCTGTTGTCGCACCTCAGTTACCTCAGGGAAAGTAAGTACCATGTACACCCCAGGGCTTGGGAGCAGGTCCTGCCAGGTCCCCAAGAGCCAGCC 
CAAGGGAAGGATACCCTAATACCAGTCATGGAAGACCTATGCCAAGGAACAGTTTCCTTAGGACAGGAACCCCATCAAGGTCACATGTGTTCCT 
ACAAAGCCTGCAAGGGAAAGATTTCATCCAGGAGTGGAGTGTCCAAAGGAAACAGATAAAAAATGGAAAAGTCACAGAGACCTGGGACATAGGG 
AGGATGACACCAGCTACTAGGTAGGCTCTGGGAAGATCTCTCTCTTCAGAAGCTTCTGCTAACCAAAATTGTACAGAGATAGAATCTCTGGTTG 
GAGGCTTTCTAAGGAAATGTTAAGAGTTCTTACCGGAAGTTCTGAACATAGATATGAGATCTAAGATTGTGGGAGCTGACAGACTACTCCTCCT 
ATTCTGGATTCACATTGATGCCCAACCCTAACCTATGGGGCTGCTTCTGCCCACTGCCACGAAACAACAAGAGCATCTAGTGGCCCAGGTCTGT 
TAGGAGGCACTGAAAACTTTCCCAGACAGAAACCCAGGGAAAGCTTAGTAAAGAAAGATCTACCCAATAGGAGGCTCCCTAGTACCACGCCCCG 
CCCACCAGTTCCATGTGAATTTTGATAGATATGAAAGGGAATACCTATGGACCTGCTAGTGACTCAGCCTTAACTCTCCATCAGAAATCCAGAC 
TATCCCCAAGCCTGGAAGTGAGCTCAGTGGTCTGCAAAGATGAACTGAAGCCACAGGAAGGCAGGCATGGGCTCATTCTGCATGAGAGCATCCC 
TACAGCCAGCCACGTCAATGATTAGCGGGGCAGAACAAGATGCACTGTCCTCTATGAACGGCCTAGTTTGCCAGAGGTATCGTAAGAGTTTGAG 
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AAGATTTGATTGTTTTAAGGCACCTTTGAATTCTCAGACCTCGGCCAACACTGTGGGGCTGCCTTTTGTGGGTTCACGGGCTCTGGAATGGTTC 

ACTTTGTATAGGATCTCCATTGTGCTTTCAGTTGTTATCAGTAAAATACATCGTCTCAGTGCAAGGGAGTTCTGTAGAGAGCAGGGCAACACTC 

TACTCACATGGGCTAGAAAATGAAAAGTTAAAATATTTAAAAATGCATTTGGAAGTTTCCATGGGTGCCTCTGGGCTGGCTATCTTGCCACCTC 

TCTAAGGCATCTGGTCGTGCTGGGAGAGGACACATTAGCTCCACTGCAATGACCTCATGTCTGAGTTGCTGCACCATGAGGTCAGTCCAAGAAA 

TAACACTCTAAGAAGGGG C C ATTTTCTACTTAGTCTCTCCTGACTTTC AGATG CTTAGCATTT AATAATGATTTGT ATTT CT C AGCCTTTAATT 

GCTTGGTGGAAGGAAAGAACAAAAGGATCTTTTAACGGAGTTCTGCCATGATCTGCACAAGCAGGAGAGGCAGTAGGCACAGAGCATGAGTGTA 

G AAAGCAG AGGC C AGG AGC ATAG CGCCATC AAG CCTGACTTCTAGG CTCCTCC CGC ATC ATCTATG CAAGAGGTTGAGTG ATCC CTAAGGAAGG 

AG AAATGTCAGAAG CT CCAGTGAGCTCTACACAAAGGGT CC AATAATCTTGGCTTTCACAGTAAATGCTTTGTG AGGACCATGT C CAAGAACGT 

TTGG ACTTC ATAAAAG AGAAG CCCATTAAGACCATGTGACTTTCAGG CCTGGATTTCTG ACC AAC CCGTAAAC AGCG CAAGTTTCTATTTCTTC 

CTTCTGTCACCAAAGAATGTGAGCCACAGATACTGACATGAGGCATATATCTGCTGCTCAGAAGGTCTAGGAATACTGTTAATCAGTCACTGCT 

TCCTATCAAGCCTTGGCAAGCCTGCTAGTAGACAAGGGCAGATAACAAGGCATGATGAAGGTATGAGCAGCTATAGAGGGAGCAGGGAATAGAG 

TTTGGTGTTTGGAGGCTAGTGAGAAAAACCATGTAGTCTGTCCTTTTAAGAACACATGTAATCACTATGAAAAATGTCATACAACACACGAAGT 

TTCCAGAAGGGGGATTTGCTATGAAGGAATTTCCAGAGTTGAGAAGAGGTAGTACATGTGTATGTTTGGAAAGCCTTTGAAAGGGCAGTAAGCA 

TGTGGTGATAACAGTTGGGAGTTCTACACAGGGAGAGTTTTGCTGCCACCAAAATGGAGGTAAAACATAAGTGTTGCATGTACTTTTATGCTCT 

ACCAGCCTTTGCTCCAGGAAGTGACCATGCTACCAGCCCCCTCCCAGCTTCCCATGAATCTGCAGATAAGAGACACAGACACTGGGCTGGAGAG 

ATGGCTC AATG ATTAAG AG CAACTACTG CTCTTC C AGAGGTC CTGAGTTCAATTCCCAGGAAC CAC ATGGTGG CTCAC AACCATCTGT AATGGG 

ATCTGAGTCCCTCTTCTGATGTGTCTGAAGACAGCAACAGTGTACTCATATGCATGGACGGAAGGAAGGAAGGAAGGAAGGAAGGAAGGAAAGG 

AAAGGAAAGGAAAGGAAAGGAAAGGAAAGGAAAGGAAAGGAAAGGAAAGGAAAGGAAAGGAAAGGAAAGGAAAGGAAAGGAAAGGAAAGGA 

GAAAGGAAAGGAAAGGAAAGGAAAGGAAAGGAAAGGAAAGGAAAGGAAAGGAAAGGAAAGGAAAGGAAAGGAAGAAAGAAAGAAAGAAAGAA^ 

AAAGAAAGAAAGAAAGAAAGAAAGAAAGAAGTAAGTCTTAAAAAACAAAAGACACAGACACACAGTTGTTCAATTTCAACTTGCCTTGTTGACA 

TAATTGCTGGGGATTACTATCTCCTGCCTGGAAAATGCACACTTCTCTATACTCTTAGCTCTGTACCTCCCACCTGCCCTGAACTTCAGTGGCT 

AGTTCCATCTAGCCCCTGCCAAACATCCCTGACCAACCACCTGTAGTTGTGGCCACAGGCCCCAGCTTCTCCCAAGACCTCATATGGCTGCTCC 

ATTCTTCTCCCTCCAAGGCTTGGCAAAAACTCCCCCTCTCCTTCCTTTCCTCTCCCTTTTAATCCAGCGACCCGGAAGTCCTACCTGTACCTTG 

TGTCTAGCGATTGGCCCATGGCTTTCTTTACTGACAGATCAAGAACCAATTGGGGAATAGGACCTCAGTATCAGACCTACCCTTACACATAAGA 

TGTGCTTATGACACAAAGTTGAGTCTGTGGGCCAAAACAAATATGATAATGGTTGCATTAAATTTAAATTTTCTTGAAATGTAATACAGATTGT 

CCTCTAAGACCCTGGTTATTGGGTACTACTTGGCTGTATCAACCCTAGAGGAGGCCATTTGTCAGACATTGTCTGCTCTGTGATGGCTGAAAAC 
TTTTGCCTGCTAACAGACATGCCTTCAAGCCTTCTCTGTTTTTGTTTTTCCAGACTGAATTACATGAGCTATTTCATGATAAAGAGAGAGACCA 
GGGTTTGGCTGCAAGGTTGGGGCCAGAGGAACAAGTGTAGATTCTTAGCATCATTGTGTTGGGCTTTTGTTGGGGAGCAGCTGGGGCTAAATGA 
TTCCCCTTTTGGCAAGACATAGAGGGAAAAGAGCTGAGACTCACAACATAGATGTAGGGCACAGCGTAGAGTAAAGGGAGATCAATACAGAAAA 
ACTGGGGACTAGCCAAAGCATGGATTGATGGAAGTCAAAATTGGCTCAGCAAGATGGGTCAGTGGGAGAAGATACTTCCTGCTAAGACTGGCAA 
TCATAGTTCAATCCTTGGGACCCATATGATGGAAAGACAGAACCAACTCCCATTAGATGGCGTCTGACATGCACATATACACTAAAGCATACAA 

TGTTTTTGTTTTTTGTTTTTTGTTTTTTTGTTTTAGATTCCTTGTAGGGCGCTGCATTCTTGCATCAAATTTACTTTCACAAGAGACAGTTGGC 
TATTCTTGTTGTCTGGGAAGAAAGGTCTACTTTAAGTTCTCAAAGATTAATCATAAGTTAAAGAGGAATGGCCAATGATAAGGAAGAAATAACA 
ATGTCCTCATGGATGAGCCCTGCCTAGAGGGTCTGGCTCTTCACATCTGGGCCTTTCTTTTGGCTGTTCCAGATGGGGTACCTGTGTAGCATTA 
GGAAAGAGATGAAGGGACTAGAACTGACTAGGGTACCTGCAGTTATTGGAGTTCAGCTGAAATATCTGAGACACAAGCAGACACCAGCCCAGGT 
GTCATTCACTTCCTGTGGACAGAACACCCCCTTGTGGAGACCATGAACAAAACTTTGATTCCCATTTCTTGACCGAAGGAACTGAGGCTGGCTA 
GTTTCAGGAGCCCATCCAACGGTATCTGGCATGTACAAAGCACCTGTCCTTACCTTTAGTCCTCGGACCACTGAAGCTTTCAGTCTGAGGTAAG 
GTCACTGCTGCAGAGGACTTGATGACTCTCATGCAGGATGCTTGAATATGCCTGAATTAAGATGCTGACACAGGCAGACCACACCTCATTTGTC 
TCCCTTCTCATCTCCAGGGCCAATGTCTTGTCCAGCCTCCAACTTGAGGGCAAAACCAATGTCCCCATATGGCTTTCCATTTGTGTTGCACCAA 
TAGATGCAGGCTTTGCAAAACTCCTCTGCAGCCTCCAGGAGTGAAGCCAATCAAACCAAATCCCTCCTCTCACGCACCCTGACCTCCTCGATTC 
CCCCAGACTCTGGGTGTGATTGGCAGCTCTGGCAGGATCTCGCAGATATGCCCACTGGACAGAGACACTGTTGGCAGCTGAGAATGGGCAAGTG 
AGATCAGTCCCTTCTCAGGCCAAGGCCAATGAGGCAACGCTATCTGTCTCCAACTAACAGTTCAGTCACAGAGCCACTGGGGGGAGTTTGGGGA 
TGTCTGGGAGCCCAAAAGCTCCTGGGATGAGTGGCCCAAAGCAGAAGAAAAGGGGTTTTGTTGTTGCTCCTGTTCGTTTTCAAAGGAAGTGAGT 
GG AATGTCC ATCTGGGCCTG AGCTGGG AAAC CTTCTAAGAAGGCACACTTTCAG AC AGTGG CAACCC C AGAGG ATGAAATACATCAAGTATCAG 
GGACACCACAGAAAAGGACTCCAGCTTGATTCCCATTTTTAATTTAAACGTAATGGAAAACACATTTTACACTCTGTGCTATCCCCATCTGCAA 
CCTCAGATGGCCATGCAAAGGTGATGGCCCAGTCATTAAGCCAAGGAAGTGTTAAACTTTCCATCTGGATCAGGCCAAGAAAAGAAGGCAGGCT 
TCCAATAAGATAAAGTGCCCAGTTGCCTGAAACTCAGTAGTCAGCTGGCCTGTTGTTTAGCGTGTAGAGCCTTAATTCCCTCCCCAGTGTGCAT 
TTAGGGCTGGGGCTGGCTGTAGCACAAAGAAAGTGAGCTAGGAATTGACTGGCTGGCTGGGGTTGGGTTGGGGTAGATGCTGCTGGGTTCTATG 
GTAACATGAATGG AGCC AGAGACAAAGG CT CTGGCACC AGGTC CC CTGTC CACACTG CTC CAGGTGTCCAGTTTGAAAAG CAAGTTAGAGAGTC 
CGCAGAGCTAAAGGAAGCTAAGGACTTCCCATCTGCAAGTCCCATCCTATGTTCACTTTACTAACTCCTTTCAGATCCCAAAACGGAAAACGAC 
CTTGCTGGGCTAGGGATGTCACTCAGTTGGTAGAGCACTTGGCTAGCATGCAGGACACTCTGGTTTTGATCGTGTGCACCCTAGAAACTGGTGT 
GGTGGTGCCTGCCTGTCATCTGCAGCACTTGGGTGGTGGGAACAGGAGTATCAGACATTTACGATGGTCCTGGGGCTGTGTAATGGCTGCTAAG 
CCAACCTGGTATACATGAGAATCTGACTTAACAAAGAAAAAAGAAGAGGAGAGGGGGGAAAGGAAGAGGGGGAGGAAAGAAGAAGAAGAAAAAA 
GAGAGCAGAGGAAAGAAAAAGAGAAAACAAAGTAATCTTGTCCTCGAGCTCTTAATCTTGAAGGACCGGGTCACTACCAACATTTTAGAGCAAA 
ATGTGTCTCAAATCAACAGACACATATATGTGCACATGAATGTATCCTGTCTCACACACACACACACACACACACATAACAGAGTGAACAACAC 
TTTAAATTAGGTATAACATGCAGGGAGTTATGAAAATCACAAGGTACAACTAGCCCCCAAGACACCTGCCCTCACCTTCCAGCACCTTTTCTTT 
CCCTTCTTCCTTCCCTCCCCTCCCTCCCTTCTTCCCTTCTGCCTTTACTACCCCCCTTACTATTTGTTTGTTTGTTTATAATTTCTGGGACAGC 
CTCATTGTGAACCTCAGCCTATTGGAACTCTCGGTGGTGCTCTTGCCTTAGTCTCTGGAGTGCTGGAATAAACGTGCATCCGTTCTTGCCCATC 
TTGCCTGCATTGATTTAACCTAAAGGATGCTCCTGCTTCTGAACTGAGGACAGGTCTTATAGAGCAGCCCATCAGTTGATCTTGTCTCTTGGCT 
CTGGTTCCTCTGGCTGTGTGATCGTAAGCCTTGACTTCCCTAAAGGTTGATCTCAGCTGTGGGAGGAGACTAGCATACGCATGCTTTGGGTGGC 
CCCTTCAAGGACTAAGTAAGAGAGATAGTGTCTGGGAAGAAGGGGGGATGGTTTAGTCAAGAAAGAGCCAGGCATGCTAGTGTGAAGACTTGAC 
TTTGATCCCCAGAACCCACGTGGAAAAAGCCAGTTGTGACAGCATACACTTGTCTCAGTTGTCCCTGCACTGCGGAAGTGAAGACAGGTGGATT 
CCTGAAGCTTACTGGACAGCCAGCCTTACGTATCAGCTGGCTCAGGTCATAGCAATAGACTCTGTACCCCAAAAAACCAAGGTGGATAGATAGA 

CTATATAGCCATTGATTGTGGCCCTTGCTTTCAGGAAATTCCTCAGGACTCAGCAGCAATAGAACTGCTTAGGTCAGATCCTCAGAGCAGGAGG 
AAGAAACTCAAAACCTCCAATGGGAGACCAGACTCCAGGAAGGACTTCCCTGTAACAGGGCAAGTTAACGTAATTTAAAAAAAAAAAAAAAGAC 
ACAAGGGGCACCCTTGGCATCCTGAGAACCTGGTGAAAGAAAACCCAGTGAAAAGAAAATGTGTCTCCCTGGGGAGAAACCAGCCCCACCCCCA 
TGTAGGTTGCCCCTCCCCTGTGAAACTTGAACTAAGACAGTCTTGGGGCAAAATCTCTCCCCTAGGTTACCATGAAATATGTATTTCATGCAGG 
CTTTCAGGAGGTCAAGCGACCCTTTCTCTTGGCATTCTGGGAGTTTCCTGTGGCTTCACGTGTGCCCAGAGAGGAACTCTGACCATGGGGGGAA 
ATTTAATAAATGTGGTTTATCTGAGCTCCGTCTCTGTCTAACTTTGTACTAATGACTGGAGTGGTTTGCTGCTTGGAGACCATTATTTTTCTTT 
ATTTGCTCTAGCAGCGAGGTTCTGCCTGAGGGAGAAAATGCCTGGGACTGAGGCACAGACATTCTTGCTCTTACCCCTGAGAGGTTTGGGGTAT 
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TCTCTTGGAACGTTTGATTCaATTTCTGAAGCTCTGTCCAGTCACGGAGAATTATCCCTCACTGCGGCAGAATCCATCCCTAGCTGGAATTCCA 
GCCGGCCAGCAAGGCCAGTGCCCGCAAGeTCTGTGTAAAGGGTTTCCATTCTGTGTAACTGAAAGCAGTCATGATAAGTGCTAGCCTCTGCTGA 
ATGTTTAAAACAAGCTAGGATCTCTGCAGCACACCTTCTGAGCTTAGTTTTATTGAAGCCACATTCTGTAGATGTCATTTTTCGCCCAGTATAG 
ACGAGGGACATGTGACCAGGGGAGCTATACCCAAATAAACTTGTTACTTTGAAGTAGGAGAGCTTAGACTAAGATGAATTTGTCACTAATATTC 
TTGGAAGATGGAATGTTGCCTTCGGGTGGCTGTGTCCCTTATGTAATCTACATATCTGCACTTTGGCATATAGCAGTCCCTAAATGGTACCCAC 
CACCTCCTGGTTTTCACCTAGGAACTGCTGAGACCTAGAAGTGATAGGTACCTAAGCCAAAGGTCTTATGTCCCATAAGAGGTGACTTTGGCTG 
CCCTGCTTAGACCCATATTTTCTGAGTATTCAACCAGAGCATCCGTAGCTAAAGGGGACACCCCTCTACTTCCCAGCCCCTCCTTGACTGGAAG 
CTAAGCAGAGGCATGGCTGACAAGCCATTCCCAGCCTGACCGTCAGTCAGTTCCCTTGGCCACATGTCGCAAGGAGAAGAGTTGTGCTTAGAAA 
GGCTTTGGTAGCCTCAAACACATGTGTTGAGCTCATGGCGTCCTTTGTAAAAGCAGATCGCAGCCCTCATTTTGAAGGCTTAAAAAAAAAAAAT 
C CCCAGG AG AATCATGAG AGG AATC CTAAAAATG CCTCC AATTTATAAAATAAACT CTTGGGATCACTTTAAACAAAAGG AC AGAT CTAGTCTG 
AGGAAAGAGAGGAACATATGTTTTACATGCAATCACAACAGAAAAACAATCGTCTATCCCAAGTAGCTCCACTGGACCTGGTGCAGAGACGTTT 
CCATCAAAGCTTCCGTTTAGAAGACCACACACCAGCGGGTTGAGATCTGCTGTTCTAGACACTGAGAAAATTGTCTGTTATAGTATCGACATCC 
CAGAGGTGGGGTCCCACAATCCACGGCCCACGCAAGGGTCAGCAGCCTCCTACTCTGGCCCCATTTCTAAAGTTTCCTCTACATCTTAATTCTA 
ACATGCTGGGAACCTTGGCTTTAACACACAGGCCTTTTGGAGAACGTTCTAGATTCAGACCGAGGAAGCTTGATGTTTCTGTTTTTACTTTCAT 
TTCAGGTTCACTGCTGGCCTATAACACAACCTCCCATACAGACCAGTCCTCACGACTGAATGTCAAGGAAGGTGAGTCTGTCCTCTCATGCGCC 
CAGGTTCCCTCCACTCTCACCACCGCACAGGTCCATACTTCTCAGACAGGTGGGGGATGCTATGTCTGGACACCAATTCCTTCCTCGGGAAACT 



GTCACCCCCACCCAAAGAAAGGGGGACTGTCCTTAGAGAACAATGAATCGGCTGACTTTCCAAGCTGACACTTTGGGGGCTCTCCTGGTGAAGA 

CTGAGGATTTGGTCTAGGATAAGTTGACCTGTTCTGGTTTGGGTTGGTTTAGTCAAACAGTTCATTTGATATAATTTGGTTTTGATCAGCGAGA 

AAAAAAACTGTCTTGAAAAAATGGTTTTAGTGAGGCGCCACAAGGATGCTTCTCAGAGTCTTCATTGGTAGGGACTGACGCTCCAGCTCTCTGG 

TGGAGTGC ATG CAC AACATGTGTGAGG CC CGGGGTTTGATCC AGCAACACACACACAC AC AC ATACACACATAAAAATGCACATACATATAAGT 

ACACACACATACACACATATACTCACAAACACGCATATACACATACACACAAACACTCGCATATATACACATACACTCACATATACACACATAC 

ACTCACATATACACACATATGATCACACACACATACACACACATATATTACACCCAAACACACAAATAAACACACATACACACACAAATTCACA 

TACACACAC ATGCATACT CACATATAC AC ATACACTTACACACT C ACAC ACACAC AC AAACTATCACC C AACCTAGTCTTGTTTTGG CCACCG A 

GTCCCCAAATCAGATGAATGATATTTTTGTGTGTGAGAATTGAAGCTCTGCCCACTCATTCTACAGTCTGATGATCTCCTGCCCCATCATGTTA 

CACATGCCTATAGCAGAGAATACCTATTTGCATGATGAATACACTGAGGTCTGGTTCCCTGGTTTTGTCACATCTCTGTCCTCAGACTCACGTC 

AGGTTCAGGGTTCTTCCAGGGAGGGTCAAGTCTTGACTGTAAAGCAATCAGCTTCTGAGGATGGCTGACAATGGGGCCATGGCTTGCAGGTTTA 

GAAAGAAACAAATAAGCCACTAAACAGAGGGAGAAAGGAGAGGAAGGATGGGAAGGAAAAGAAAGAAGAAAGATGGACGTGAAGGGAAGAGCAG 

GAAGGGAAGGCGAGTTTTGAACTATTGAATTAGGATTTACTGTACAGCGTGCTGGTACCATCAGAATTAACCAATGAGACTTTTGGGTAGACAG 

AACTAATGGTCTATCTGCTCTGTTCGTACAGGTTTAAATACTGGTTTAGGTTGAGAAACTGGTCTGCAGACAATGCAGTCACTAACCAAGTCCT 

CCTTGCTGCTGAGGAGTTCAGTGCAGCCCTGGCCCTGGGCTCTACCTGCCAGGCTGAGCCCCTCCTCCGCTGGCCCTTTTGTGTTGAGAGTGCA 

TTTGTCTCCCTGCCGCCTCATTCAGGCTGCTCGGAGCCGCCAGCTCCTACTGGGTAGCAACCCTCTTCTGAAATGAATTGACTGTAGCATCCAG 

GCAAACGCAGCACCGGCTGCCCCCATTCAGGTGGTGATGGGCATTTATCTCCCAGCCTCGGCCCTGGCCTCTAGAGACGATTAAGCCAGTGCTT 

TGCAGGTGCATCTTTTGTTCCCAGTAAAGCTCTCCACTTAGGCGACTGCCTTCCCCCTTTTGAGGTAGTCTGGCTGAAGGAGCCAGCCTGCCAC 

AAAATAAAGTACATTAGCAATACAAAGCTAACAAACTCCTCCCCCCTTTCACCCTCTTCCCACCTCTCTGCCTCTCTTCTTCCCTAATAGCTAT 

CTTTATTTTTTTAATATTAAATGGAAAAAGAAATAGAAGACATCAATGCCACCTTGACTATGTCTCTCTTTGAATAAGAGGCACACACGGCACT 

CAATCAGAGCTGGGTGTGTGCCCACGGGTGCCTTTGCTCCCTGCTTTGCAAAGGGCAGGTGCTAGCTGGCATCAGGCGCAAATGGGAGAAGCTG 

AGGAGATGAAGTCTATTAATGTATCTTCATGGTACTTATCAACTAGAGTGCTGCTTTAGTTCAGAATGGCATGATCGTCCTTTCTAGCCTGCCT 

ACCTCCTAAAACACTGACTGAAGCTATCTCAGGGTTATTTGTATGTAGAACGTAAGACAACATTTCAAAACTCAATTTCCACAGACCTGTAAAT 

GTGTTGTGAGTCTCAGTTATACCCAATTGGAACCATTGAACATTTTCTACCTTATTTGTCAAGTTTAATGTACTTAAAGCAGGAAGACAGCGGT 

TATTGTCAACCATTTCCATAGCAGCCTCGGCTGTCACTTAAACAGGATTTTGGAGTGTGCCTGGTGCGGGTACATACTTTGTTTTGGAGCTTTG 

CACCATTCTGTGAGTCAGTCCGCTGTTTTTGTTTCCTTTCTGTGCAGAGAGGTGGGACAACATGAAAGTGACCCCTGAATGGTTTGTAGCCCCT 

CAGAGTATGGTAAGGAAAGTTCCCCTTTCACTTAAGCCACTGTCATAAGAGAGAAATGGTTGTTACCAGAGTCTGGGAAGGCCATGAATGGAAA 

GGTTATAGAGGGTGAGGGGCCAGTGGGGACCTCATGCAGCTGAAGGAACAGCTTCTAAGGCAGAGTAGGAAAAGAATGATTGACAGCAGTCAAT 

TCAATATTTTCAAAACAGCTAATAGGATTGTGTGTGTGTGTGTGTGTGTGTGTATACATGTTTGAGGGCGTGTGCATGTTTGCATGCGCACACA 

TATCTGTGTACATGCATGTGGAGACTATAAGCTGGCGTCAGGTGTTTCCCTGGGTTGCTCTCCACTGAACCTGGAAGCCATCCATTCAGCTATG 

CTGGCTGTCCAGTGAGCTCCAGAATCCTTCCTACCTCTCCCTCCTTAGCTTTGGGATTTGAGAGCCACACTGTGGCAGGCATATGGCTTCTAGA 

GGCTGCCAGGGATCCCAGTCTGGACTCTCATGCCTGGTCCACAGGCACTTCACCAGCTGAGCTGTCTCCCCGGCCCCAGTGATTACTTTTGTGA 

CGTGATGGATGTGTCTGTGTCTTTCACCTGATTGTTACACATTGCAGATAAGCTTAGTAACATCACTCTGAGTTCTCAAAGTACTTACAGTCAC 

TATATATTTGAAATATTTTAAAATATGTATGATTTAATGGCCCTTATTGCCAAGGTTCCTCCTCAAAAACACAGTCTTTTCCCTCTAGCTATCT 

TTTCCTAAGTGTAATTTGGTGCAGAAATTTGAATTTCTGCAACATTTTTCTCTGCCTCTGTAGTTTTTCACTGCTGCCTCCAGCTACATCTCTG 

TTCCCTTTTCAGAAACAAATGTATACCCAGCCTCTACTAGACCTTAGCCTTCCGTCTTAAGGGCACAGAGAGCCCCTTGTAGACTTTGTAAAAC 

AATGACATCCAAGGACAAGTCCTCTGTAACTTCCTTCTCTGGAGCAACCTGGAGCCCTGGAGCTCACTGGATGGAAATGGGGGCTGGCTGCCAG 

AGGCTGCAGGTAGAGAGAAGTGCTTTGCGTTGACTGCTGACAGAGAGAGAGTACTGAAGCTGGAAGCTGGTGACGATTTCACTGTCTTTGAATG 

TGCAGAGTGTGGCTAAGTTATACACTTGAAAGTGGTTAAAACGGTAAATTTTATTTTTAAAAAATTAAATGCATAAATAAC^CAAATACTGAG 

GCTAAGGCCCAGACATAATGTGTTAATTCTAAATCTCTACTGGGTACCTACGGGGGCCTTGGGGATTTTTTTCTTAAGTTCTAGCTGGACAAGC 

CCTGCTTCGTTGTACTGAAGGAACGTAACCGGCACATCCAGGGCCACTCCAGGTCTTTCTGGATCCTTCTGACCTTCTCTGTCCCCAGGTCATC 

CTAGACAAAGACCTGTGGATATACTGATTGTAAGCACGGGTGGGTGAAATATCTCACAGTTGATGATGTCATTATTACTGTTATTGACAACTAG 

GTATGAGTTTAGCATCTTACATCTTAGAAACTCCCTGCTCCCATGCCTTCATTTGGCTCTCTAAAAACAGATCATGTGTTGCTAACTTGGGTAT 

ATGGGGGAGCACTGAGGCTCAAGAGACTAAGTGGCCTTTCCACATAAGCCTTCTAGAGCCAAGCTTGACCCTACTCCCTTCTTCCCTGTCCTGC 

ACACTGAAATCCAGTGTGACTGCTGATCCTGGGTGGTAGATCCAAGGTCCCAGCTTTCTCTTTGGTTTTCTGGGCAGCTCCTGCCCCAGGGCCC 

TCTGCAAGTGCTCCTTGCCCCCACAATAGGCAAGAGTAGGCACCTAACTTCAGAGCTCCCCTACATGCCTAAGGCCCTCATTTCCTTAGCCCTC 

ATCCTGCATCTATCTCAATACCTCCAGCTCTCCAACAGGCAGCGGATATAGAGCTCCTTGTTCACTAACTTCTGGACCTCATAGCTGACAAGGG 

CTGGCGGAGCTCTGAGCTTCTAGGCCCCCACCTAGAGCCTTTGAGACTTGATGCCGAAGGTGAAAAACTGAAAACCACTGCCCTAGCTGCCAAG 

GGTAGATGGCCTGCIAGAAGCTCCATTACTGGCACTTACCTTGACTGATGGATAAAAAGTCTGTCTTCATACTTGCCAAGGATTGAAAAGAGAGG 

GGCTAAATCGCCCCATGACACATATGCTGGATGCCCAGCTGCCCATTTATGGATCATGCTTAAGAGAGCCTCTCCTCTCAAGAATTCCAAGGAC 

AAGGG C CAAGCATGG AATAG C AAC CCTTCTGTAGTATCT ACTTAC C AAATATTTTC ACAT CCATTATC CATTATC CACAC AC C ATC AC C ATG AG 

ATCGCAGCTGCTACCTTCTTGTCCCCGTCCTGCAGTTAAGGATAATAGGGCCAAGAGCTCCCAATGTTCCTTAGATGTCACCCATATTTGGGGC 

AAAGCAAGACTACCCGTGCTCGCTTCGGCAGCACATATACTAAAATTGGAATGATACAGAGAAGATTAGCATGGCCCCTGTGCAAGGATGACAC 

GCAAATTTGTGAAGCGTTCCATATTAAAAAAAAAAAAAAGACTCTACCCAACATAGGTTTGATTTGCTCCCCATAAAATGTGGGAGGGGTGCTT 

CCCACATTTTAATCTCAACATCTTAAGTATTTGTTAATGAATGTTTTCCACTCACCTAAGGTAAGCACCCAGCTCCTCTTTCAATGTTATACTA 
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ATGAAGTTGCAGTGTGATTTTGGGCAAGGGTTTGCCTTTTCTGTCTCAGTATATTATTTGTATGGCTGTCACAATACCTGACAGAAACAACTTG 
ACAGGGGAGATAGAAACTTTGCGGTTTTGGAGAGACTTCAGTCCATTGTGGTGGAGAAAGCATGATAGAGGGAGTGTTTCGCAGAGATGAGAAG 
AATAGAACATTTGGTAGTGGGCGATCCCATGGTGGTGGACCAAGATTCAATGGTTAAGCTATAGCCTTTATCATTAGCCTACCCCTAGTGATCC 
ACTTCGTCCAAACAGTCTCTATCTGCTAAAGGTTCAATGAAATTGTACCATCCAGTGGGCAGCGAGCATCCAAAAGCTCGGAGCCTGTGGGAGA 
TGTTTCCGATTAAGTCAGAACACTCCATTTCATCATGTATAAAGTGAGGCTAATTTCCATGCCCTTGTAAATCAGCATGATGTCTGACATGCCA 
AAAATGCTTGATAAATTATATTCATAACAGTTCATTATTATGATTTATGACCCGAATTTAATAGTAATTAACATTATTGTTGGGGAAATATATT 
TGAGGGTTACCAGAGGCTAACAATGTGAAGATATTGTACTCTAATGGATGGTATAGCGCTGTGCAGGATGCTCCAGCATAGCTGAGAAGCCAAG 
CTGCTCAAAACCTTCCTAGGGAGAGACCCCTATAGGCGATGTCAGGAAGTGCTGTCAAATCACATTCATAAATGCAAAGTCACTTGTCAGATTC 
AAGATCTCCAAGGGGAAGGAAGGAAGAGCCACAGTTGAAAATACCTACTGAATATCTTTTATACAAAACAAAAAAACAAAACAACAAAAACAAA 
ACAACACCCCCC AAAAGAAT CAAAGG G CATAAAATGGTTGAGAC CAGC C AAAGCC ACCCTAACCTGAAAG ATACT ACAGAAGACTG AAAATACG 
T CAGACCACAAGCATTTAGTATATGAGAGATC CAAG CTGTATAGG ACTTTTTAGTATTATATTAGTTTACCTTTTGTGTGGTATGGGTGGTATG 
CCATAGCTCAAGGGCAGAGGTCAGAGACAACACATGCAGAGTTGGTTTCTTCTACCATGTAGGTTCTGTGATTTGAACTCAGATCTTCAAGGTT 
TAGTAACAAGTGACTTTTCTCACTGAGCCATCTCCCTGGCCCAGTGTGTTCATGCAAAGGATGTAGGTGGTCAGTGCCTTAGTAAAGAATGGAC 
CTGAATTCTGTGAGTCGTTCTGCCTTCTCCCAGTTGCTCATTGATTCTCTGACTTATGGAGGATTTGCTCCATACAATAAACCTTCCAGAATCT 
TGGAAATATGATAGCCAAGGGGCGCCAATCACACCTGCAGATGAGCAGTAGAGTCTCAGAAAGTCGTCCTGCTGCCTCCTGCACACACCCTCTC 
CATCGGAGTTCAGAATGACATCATCCGAGAGGTTATGGTGTAATGTGTGTGGGGGTGGGGGGAGGGGTGTATTCTGGAAAAGCTGGATGTGGCT 
ATAGAAATGTAGGAGGGGCAAGTCTGATTCTGGGGTGTGTGTAGGCACTGCCATATGCCTCCACGTGTGTTCTGGGTGGTATTTTGAAAAAGGT 
GAGTCCGTATACACGTGAACAAAGTGTCAGCGGGTGGCATGTGTGACCCTTGGGTAGGTCTCCAGCACTGGAGACAATGTGCTTAGGCACTTCA 
TGGTGAGACTGGAATCTCAGGTATGGAGCCCAAAGCAGGAGCCAGGAATTTGCCTCAAAATACTAAGGCCCAGTGGTAGTGGGGTGGAGCTAAA 
GTGAGATTGGCCATGGGTTTTAATTGTTCAGCAGAGCAATGGGCCCCAGTAAGGCTTCACTGGACTTTTTCCCTTTTATGTATCTTGGAATTTT 
TCTGTGACTGTAAAGACAATGATAAGTTTTATCTGAGTGGGAGGACAGTTAAACGAGCAGAATGTCTGCATTCCACACCTGTGTACAGTGAACG 
AGGGTGGCGTGCTCTTGGGAGGCCCACATTCAGACTGTGAGTCTATGGGGAGGGGAGAGTAGGTGAACATAGAAACAAGAATAGAAATGATGTG 
GTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGCCTGTCTGTCTGTATGTGTGTATGTCTGTGTCTGTATCTGTGTGTGTGT 
CTGCCTGTCTGTGTCTGTGTATGTCTGTGTCTGTATCTATGTGTGTGTGCTTGTGTGTGGGTGAGGGTGTGTAATTGTGTGTTTCTCAGCTATT 
TCTGTGGTCCAGAGGCAAGATTTGTGATTATAGATAAACAGTAGCTTTCTCTCTCTGGTTTGTATTTGGTTTTGTTTTTAACTTAAAAAAAAAA 
TCCAGAGTTAATGTCTTGTCTGTTTCCTATCTGACCCTCTTTAAGAGATGTGTTTGATTTTTAAAAATTTTTATTTTTACTTACTTATTTTCGA 
GAAAAAGTGGCAGAGAAAGAGAGACAGAGAGGCAGAGAGGCAGAGAGAGACACACACAGAGAGAGAGAGAGATTGAGAAACTGGAAACAAAGAA 
TCGTTGTCTCTGAGCCCTGGCAGGCAGGAAACCCCAATGTCAGGGGAGTCCAGCCAGCCAGCCCGGCCGTGGAGTCAGACTCCAAGTTTCTGAA 
TTCAATTTGACAGCTTGTCTGGGACACTTTCTAAGTAACCATTATGCTTCCTTTCTCTAAGTAAAAGAACTGTTATTCCTGTCCCAGGGTGTGC 
TGTGTGCTCTGTTATTGCACACGTGTGGCCATACGATGACGAGCACACGGTCTCTAAAATTACTGGAAACAGTTTTCATGTTGCCTAAGACAAG 
TGTAAATTTGTTCCAGGCTAATGAGCAAAAGATTTGAAGTCTCATTCCCCAACCTGGTGAGAAGTAGGTAGATGGGCGAGGGGGGATGAGGGGA 
GGGGAGCATTTGCCCTGGTGTTGTGCATGTACACACTATTCTTACTAGGATTTCTTTGAAGTACACACACACACACACACACACACACACACAT 
GCTTCACTGACCACTATCCTCAGCGTAAGCATAAGTTCTCTCCCTCTCTCGTCCACACTCACATCAGCCTAGAGCTGCAGGTTGCAAGGAGATG 
ACTCCTCTGTGTTCAATCTGCAGGCCCTGGAAGCAGGACCACACTGGGTTCTTTGGATCTTTGACATGGTGTTGTGAGGGATTAGGCAGCAGCC 
ACCCCCTCTGTTCATACTTGAAATCCAGGGGCAACGTGTAAGTTTATGTCACAGCACCTTCTGGACAACTGTGGATGGTTGGTCTCTTGGGTCT 
GCCCTCGAGTCTGAATGGAACTGTACCTACTATGCCTTCAGTCAAGCTTGGGACTGTCTCTCCAGTTACCCCACCCCTACCCAGGGACCTGCCG 
CCCCTTCAGAGGCCTTGGCGCTATAGCTTTGCCTGGTTCTAGTCTCCTCTGCCCCTTTTATGAGGTGTTTTGTTTGTACCCACTCTTTCTCCAA 

TTTAGTAGTGTTTAGTATTGGACAGATTCCAGAGGACAGTTTTTTCCTCTCAAATGACTAAAGCACCCTGGAGCTAGAAACCATTGGATGGGCA 
GATGAAAGTC!ACCCTTAACNNNNNNNNNftI^ 

CTCTTTCTTTCTTTCTTTCTTTCTTTCTTTCTTTCTTTCTTTCTTTCTTTCTTTCTTTCTTTCTTTCCTTCCTTCCTTCCTTCCTTCCTTCCTT 
CCTTCCTTCTTTCCTGTTTCTATCTTTTTTCCTTTATAACATATTTATTAAATACTTAGTCATGGAAGATTTTTCTATGCCATAAAACCTTATT 
AGTTTAATGCTATCATTATTCCCATTTTATAGATGAGAAGCCCAAATCACCATGTTGGTTTGAAGCAGGGCAGAATCTGTTGTCACAGTCTCCT 
CCCCAGCCGAGGTAGAAGACAGGCTCTGAAATTTCCTCTTGTATTTCGACCCAACTATGTCTTAATTACTACTGATGCTGAGGGGGAAAAAATG 
CCTTGACAAAAGCAACTTGGGGAAGTAAAGGTTTCTTTAAGCTCACAGTTTAAGATTCATCATGGTGAGAAGTCCTGGAGGTAGGAGTTTGAGG 
CAATTGTTCACATTGCATCTCCAGTTAGGAGTTAGCAGAGAAGAGCGACTGCTGTGCTCCACTGCCTTTCTGCTTTTAATCCAGTCCAGGATCC 
AAGCCTAGGGAATGGTGCTGCCCACTTCTACCTCAAGTAACCTAATCAATTGTTCCTCACAGGCATGGCCAGAAGTTTGTCTCCTTCATCTTGC 
CAAGTTGACATTAATAACATCACAGCATGCCAAAAGACCCATTTCTTTCAGGAAGCTGGGTTTGTCTAATTGTTAAAACCATGGGACTGCATCG 
ATTCCTGCAATGGTTCAAAATTTCTCAATGTTACCGGCATTTCTGGAGGCATATTAGTTTGTTTCACAAATTTTTCTGTAGATATATTTTTATA 
ATTTGCATGATGATACATGATTAAGCTTTTGAGCTTAATTGAACACTTAAGAGAAATGAAAAAAATGAGCTTCAGTAAAAGGCATATTACACTG 
AGTAAAACCATTTCCATGTGTTGCAATGAACTTAATCTGAAAAAACGAGAGTGAGACACAGACATGTCATTAGAAATCAGGTTGTCATGTTCCC 
CTTGGTTGATATGAGCATCAATCATGAAGACCTTCCAGGATCCTACCTCACCTAAGCTCCCTCCATGAAGTTAACTTTTCCTGCACTGGGGCAC 
TGAGGAAGGAAGCTGTAGCTGACTGTTGGGTCCTTAGAATCGACAGCTTCCATTGCTTCTGCAGTGTTTTCCCACCTGAACCTTTACAGCCCAC 
ACTTTGTTCTCACACTTAATGACAACTTTAGCTTCTTGGTTTACATCAGCATGCTTTCTGTCACCATAGGCTGGCCTCTCATGTCCCTGGGCCA 
GAAGACAGCACTCCCCTCAGATAGTCAGAAGTTCTCATTTAGATCAACATGACTTTCTTGTGCCTGTCTTTGCTTTTATGCATTTCAGAGCTGT 
TCTTAGAGGCTTCCAGAAGAAATAAATGAGGCTGTAGGTACCCATGTATGTGTTCTGCGCTGCTAATGACGGTAACGGGGAATGCACGTGCCCT 
GGTGCATCTCTATAAAGGAATGTGATTCCTGTAAACACTTGAAGGTAGAGGGGCAAATGTACAAGGCTGTGGGAAGATATTTGTGGGTAATGAC 
ATCCTGGGGAACTTTCCAACCTGACTCCATTCCTCCTCCTTCCATACCAGCAGAGAGAGGCCTTGACTGTAGTGCTCTGTGGCTGAAGCTCTGA 
CCATATCACACATTTCTTGGTAGCAATTCACACTTGCTAAGTAAGCTTGGCCTTCCTTATTCCTCTCCAGTCTTGGTGTTACTATATCAGTCCT 
GCCGCCTGTACCAAGCTGGTTCTTGCGTTAAAGATCTGTCTCACTCCACAGAGTGAAGCTAAAACTCAGAATGAAATTCATTTTAGTTCTTAAA 
CATCTTCACCATGTGCTCTGATTTGTGATGGAAACTAAAAGTGGTCCTGTTAGCTGATGTTGAGAAGGGTTTCAAGTTAACTGGCAAGAAAAGG 
GGATTGTCTACAAGTGCTGTTGATGCTCACTGGTGGCTACCTCAGCACAGGGTCGTCCAGATACGTGGGCTTTGCCCAATGTACTGATTTAGCT 
ATTCCAGGAGGTTTGTTTAGCTATACTGGAAAGTATAGCTGGCCTCTCCCATCCAGGGCTTCCACATCGGCAGTTTTGACCAACCATTGGTAGA 
GAAAAGAGCATCCTCTTGGACAAGCAAGCTCGCTGTCATTTCCTAAATGACACAGTATAGCAACGAATTACATTGTGTTAGGTATTTTAAGTGA 
TCTTAGATGTTC CTC CAGC AGTG C AGTG AGTTAGTGTGC CTTACTTACAC AGCAGTGTGTATGCATGGAAGTGATACCCCAGTCGTGAGATAG C 
GTAAGTGGTCCATCAATGACTGGAAGTCTTTGGGAGGATGATCATGCGTTCTATTTAGCACTGTACCATGAGAATTTGAGCATTATGGGTCATG 
GTGCATGATAGAGACTCTGAAACCATTTAGCCTCACATGCAAAGGAAAGACTATGGTTACAAAAAAAGCTTATTTTCCCAAGCCTTTATCTATC 
TTATGTCTGTCTGTCTGTCTGTCTGTCTGTCTGTCTCTATCTACCTACCTACCrACCTACCTACCTACCATCCCCGTAAAGAAAGGTATAGATC 
TGTCTTTTTTTTCCTCTCTATTTGAAGAAGGAAGAAGAGAGAGAAGCACAGACATGGAAGCCCCTCTTGACGCACAGGGAAGAAGTGTATCTTC 
TAGTTAAAAGGATGGGCTGTAAGCAGCACCATTTATTATTTTAATATGAAAATCTTTTATAGATGTAACAAATTCCTCTCTTTGGAGAAGCCTC 
AACTTAATATCACAAAGAAATCATTTCTCCTGTAGAATCCCCACGGAAGAGAAGGTAAAGTCTTTCAGGAAGAAAGTCTGAGGCTGGCATGGGG 
GTGTGAGGGCTTTCCCCTCTTTTGGGAATCCGCAGGTCTCACAAGTAAATTCTGAGACGCTTCTTCCGCCTCTTTGGTACAGCTTGAATTCATG 
TCAGGCAGAAG CCAC AG AGAGAATAATAACATTATGTAAGATAATTACTTATATGTCAAATCC C AAATCAATC CTAC CTGCT CAGTGTGTTTAC 
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CTTACTCCGAGGAACTGTGTCTCTTCCCTAAGCCCTGAACCCAGGAGCTATTTCTGAACCTAATTGCAGATTATCTTGTCATCTTTAATTGTGA 
CTTTTGTCCATTATTCTTTTCTCCCACCCCAAAGATTTTCAGTAAATAACCTTGACAGTTGATGGATTTGCTGGGAAAGAAAATCTAATCTTTT 
TCAATTGAGTTAAATATTTACTCAGTCTTGCTCTACTAAAGGAAGAATCAGAAGAAATTATCTTAGCACAAGAAAAAATTTATTTCTAGCCAGG 
CAGTGGTGGTGCACACTTTTAATCCCAGCATTTGGGAGGCAGAGGCAGGTGGATTTTTGAGTTCGAGGCCAGCCTGGTCTACAGAGTGAGTGCC 
AGGACAGCCAGGGCTACACAGAGGAAACCTGTCTCAAAACAAAAAACAAAAAACAAAAAAACAAAAAACAAAAA 

ACCTGTCTCAAAACAAAAAACAAAAAAACAACAGGAAAAAATTAAGTTCTTATCTCCTATGAATAAAAAAACCTGGAAAAGAATAGTTTGGGGA 
AATGTCTAATGGGTAAAATACTGCACAAAGGTGAGGTTAAATTCAGGTCTGCGTTACCCACATAATTAAAAAAAAAAACTGGGCAAGGTGGCAT 
GCATCTGTAATTCCACCCTGAGAATAGAGACAACTTGAACCTAGGGGCTCACTGGTCAGCCAATCACTGGCCAAAACAGTAAGCTTCAGGTCCA 
GTGAATGACCTTGTCTCAAAATAACAACACTAATCCTACTAAATACCAATAATGATATAGAATGCAGTAAATAGGAGGAAGATACTCAAATACC 
ACCTCTGGCATCCACATGTGCATACCAAGATGAGTGTACAAGCACACACACACACACACACACATACACACACACACACACACACACACGCACA 
CACGCATGCACGCACATGCATACAGACACACACGCACATGCACACATACACCAAAATGCTGACTGGAAAAGATTAACTACAATTCCATAGGAGA 
CTTTGGCGTGTGTGAAGGGTTTGTGTATACATGATCTTATCTATTCTCCAAAGACCCTTGTGAGGATTAAATATACTGTTTGCTCTTGCATGGT 
CTGAAATTTACAAAATAGTCAATTGTTTCTCACAAGAGTATACTTTTCAGAGAGGGGAAGTCACTCACCAAGGTGCACACAGCACATAACTGAT 
GATCTGGGAAGCAGGGTGCAGAGTTGGAGTGACGGAGATCCCGAATTCTTTCCTTTGCAGTGAATGGCTTTACTGTTTGGAAACCATGAGATTG 
CTTCCCCCAAATAGCTTTAAAGCTTTAAATGACACCCCAAAACAGTCCAGTTCTTGATAAGATTCAGTTATTCCAAAGAAACACAAGCTTCTCG 
GGATATAATTTTGAAAACTCTTTGAGCCTGAAAGCGTTGGCTGGCCCAGTTACTCACCAGTCCTGCCCAATAGCCTAAGATCAGTTTAAAGAAA 
GTCAGTTTTGATAGTCTGAGTCATATTTTCAATTTCTAATAAAATTCTTACATGGCCACATACGCTGTCTCCCAGCTTTGAACCTAGGGTCTCA 
TGCTCATTTGCATGTCTGGTTTAGATCATGTCTGGGATCCCTTGAAGTCTGAAACAGAGCTTGCCATTCTGTGATGTAGTGGGAATAGATTCTT 
ACCAAAACTAAGGCCATTTTCTCAGATACTCGGATGTAAGATTCCACGTTTGACATTGCCTGGTCACCTGCCAGACCAGAACAAAGTGATGCAG 
TCTCCCTTAGTCTGACCTCACCTGCCCACTTCTGCTATGATGACTCCAAAGACATGTCCCCTGGAACCCACTTTAGCATTTTAGCTGTCTGTCA 
AAAGGCCAGTCTCGGGAACTGCTGGTGTTCGAAGTTTCCTCATTAGAATAGTCATCTTAAGTCATGGATGGGGGAAATCAGACTGACTCTGAAT 
AACACGAAACCAGCAAACAATCAAAAGATGTTGTAGAGCTTTTAAATGTCACTGTCCTCCAATATCAACCCACTCATACTACATGTGAAATGAC 
AAAATGGAACTAGCTGTCCTGAAAGTTGTCACTGTCAATATGGGACAATCCCAGTACTTTTCAGAGGAAAACCATGGAGTTCCCAAGAGCTCCA 
ATTTAATCATGTTAGACAGTCCAAATGTTTGCTCAAATTCTGTTTTCTGAGGCCCTCCTACCCAGCCCTGCCTACTCCCTCTTCTGGCTTGCTT 
TGCTCCCTCACACCCAGCAGCTTCTTCTAATCTAGTGCATTGTTTACTATTTGTTCTGAATTAAGTTGGACAGAAGAAGGGAGTTTGCGTTGCC 
AGAGTTGTATTCTAGGCACATACGTGGGTCTGGCAACAGAGCAGGCATTCAACACAACTTCATTGAATGAGTGAGTATGTGGTAGGGTGTGTCC 
ACTAAGTCCAATAAGCTAGTACTGGGGTGGGGCAAGAGCAAATTTGTTGAGGGGGCAGAAGTGACTAAGGTCCGGTCCCTCTGCTGCAGAGATG 
CTCAC CTAG C CAG AGAGGT AACACACTTGACACTGGATGGTTGAG CAGAC AGGG ACAGTAAGC ACGAAAGC AATGGCC CGAAGGACTGGAAGG A 
AGGTGTGCAAAGGTCAAATCGTGAGGCAGATGCAGGATGCAATCGCCCATGGCAAAGGAGGACGTCGTATAGGCAGCGTGGCCTCTCTGTGTGC 
AGAGCCAGAGGGCAATCATAAACAACTCTTTATTGCCTAAATGAGCTGTTGTTTTGCCTTTTTTTTTCCTAGCTGGTTTTAAACCTGACATCCA 
TCTGACCAAAGAAGTATGCGATTGAGTCGTGTCTACTGTAACCCAGTGTGGAGGGGAATTTTGACAAATACCCAATTCAGCTAGTCAATCTAAA 
TTCCTCTTCCACGTATGGCTCAAAGCCCCACTTTGAGGCCTTATCAAAATAAATAGTTTATTTAGACATCTGTGCCATTTGGACAGCGAGCCCA 
CGGGGCAGACAAAATGAAAGAAGAGCCCAGGCTGGGCAGGATGCCTTGCAGGAAGGTGGCAAGGCTGTGCCCAGAGAATGTGCCTCTTACTTTG 
TCAAACTTTTTGTATTTCAAAGCCGCCCCGTGCCTTTCCAGCATTTTCCTCATGAATCTTCTTTTCCCTCTGCACACAGAATATCTTAAACACT 
ACGTCCATTGTGCTCCGCGCAGTGGTACTGGTCCTGAAGCTGAGGGGCTGCTTGAATTCCAGGACAAGATCCTTGAGAAGAGGAAACTTGAGCC 
AGGATGTTTTCTCTTGCTTCTTTGAGTTCCAAGCTAAAGCAAAGGATTCCCTTTTTAACTTCCTCTCCCTGCAGTCTTGAGGGATGCCAGGATC 
CTCTGTAGCTCTGTGGAACAAAAATCCCACTGGAGGGAAGGCTGGGTGAGCTTTAGGGAATGGATCAAATGAGGTAGAGGATTCATCCTGAGCC 
TCTGGACCAGCTAAAGAGGAACCTGAGCACTCCTCAGTCATGGAAGAAGCAAAAGCTGACCGCTCCCAGCTGCCCATCGCTGTCTTCTGAGATC 
ATGTTTAAAACCAGGGTTCAGGATGACCCACCACTTTCCTTGGAATGTATTCCTGGAATAACTGTTTGAGGGCGCCAGGTTAGAGTTGGTCTTT 
GGGGATTCTTGGGCCTCTCTTCCTTCTCAAGGCCTTCCTGTACGACCTTTATGACCTCCTGTTATTGTAGAGGTAAAGGCAAGATGGAACAGGC 
ATCTATATATCATGTCCAAAGTTCCCATCTATGGAAAACACAATTGATTCCCACAGCAGGTCTGTTAAGATCTGTTATCATGCTGTGTAGGGAA 
GCAGAGTTGAAGTTCAAAAGACAAAATAACCTAACCAGGGGATTCAGATGAATAGGGACAGAGCTGGGATTAGATTCCAGGGCCATGGATGGCC 
ACTGAGAGCACCATTAAGCCCTAGAAAAAAGGAGCACTCCCCAGGGACAGAGCCCTAAACTCTGTTTAGACTGCCCATTTTCTTCGTAAGTTTC 
TTTTGCCCTGGATTTAAAGTAGGATCCAGGCCAGTAAGTAGGTAAGATTCTTAGCAAATCAGAGATGATTTCAGATGAGAGACTGTTCCAGAGT 
TGTGAACTGGGGGTTCAGGAAGCATAGTTAGCTTTTGTAGGAGGTGTTCAGCCCAAAGGAGAGTCCAAAGCAGAGAATTCCAGTCAGGTTGGTG 
GTCAGAAACATCCATGCCTCTACTGAGATAGAACCTACTAGGAGAACATGACCTCGAATAGAGACTCCACTGAGAGGATCATGTAGGCACAGGC 
CCTAGGACATCTGAGCGTCCCCAAACACAGATGACACCTTACTTATTGGCATCACTGAGGTTGGCAAGCAGACCCAGGTTTTCCAAGCATAAAC 
AGCACAGACACTGCCAGCCTGGGCAGCAAAAAACAGAAATTCAGCGAGAAGTGAATCTTTTTTCCACTAAGCATAGAGAGCAGGGGGCCCAGTG 
TGGTGAGGGACTGAAAGAGAGGCTGGTGTGTGCTGCTGATGGCTGTGTGTGGGTGATGTCATGACAGGGTGTGAGCTGCGTACAGCCTGATGCA 
CCTGCGTCTTGGACAGTTAACTGGAGGCATCAGGAGAAAACAAGGTATTCTCAGAGATGAAGGCCATATTTCCAGGAGCAGTTTAAACACTGGT 
GCGTCTATGCCATGGTCACAGCCAGCAAAAGCGTTCCCTTTCCAACGGGGCTCAGAGCTCATATTACTCTACCCTAGGAGGCTGTGTTGGAATC 
TAAGAGACCATTTAGTGTCGCATTCAGCCACACTGAGTATTGCATAATGGAGAAACTGTTCAGGGCGCCGTAGATGGGAAGCAGAATTATCCAC 
AATGGCTGGCAAAGCCCAGAATCCCCGGCATGAGGCCCAGGTCTCTTTGCTTTGGCGAGAACTGACCTCAGGGCTGCCTGAAACAAGAAACCTT 
AGGCAAAGCCCACTGGTGGCTGCTCAGCAAAGGAATCACAATAGGATTTGTCATCTTAGGACTCCTTAAAGCCAGGGGGTGTCAGCCTTCCCTG 
AGGCAGAAAGAGAGTTTGTCAGAATCAGGGCATAATTTTCTGCTGATAAAGCCATCTGCCACCACAGAGAAGGTCTAAGAGCATCACCTCGGGT 
GCTGGCCGGGATTGCCACATTTTTGACACTGAGTCTTTGGCCACCTCAGACTTTTCTTCTCTAAAGCCAGATGTAGCTGTCAGGATGCGGGCTC 
CATGTGCCACATGTGGGGCGTCTGTATGTGTGCACTTGGCTGCTTGGAGCCGCCACAGCCCGCGGGAGAACGCTGCACTATCTGGCGCTGACCA 
TAGCCAGGCAGCATCTGGCTCTGGAGCCAGGAGTGTCTGTAGGAATTTGTACAGCAGGCTTGCCCCCTTCTCTAGCTTTTCCGAGTTGCTTACC 
GATATGTCTGTCAGTGTGCCTGGTACTGTAGCTGACCTCACTGCCAGGCTTTTATTTGGGGGACATTTAATAGGAGAAATCACAATCCCTCATT 
TTAACGATAACACTGGCCTGTGAATGATGGAACCAGTTCTGATAAATGCCGCCTCGCTTATTTTTTATCCCCACGTAAATATCAGAATATGCTT 
TCACAAACTAAGATGCCGATGACCACGCAAGATGACACAACATTACGGGACCACCATCCCTTGTGCTGTCCCCTGTTGATCCAGGCACATAAAT 
GAGTGGTGCCCAGCTCGTGACCTCCCTGAAGGAACATACTCTCAGCTTCCACTTCAAAATGGGTGGCTTGCTGCTCAGCCGGTGTTGACATAGT 
CTGTAGTCCTTATCACCACAGGCCTGAACTAGCTAGAGAGCTAGTTCAAGAAGGTAAGCGTCTTGGATTCTTTTCTGCTAGCTGACAACAAAAG 
GGATTGTGTGCATTTAACAAGGAGAGACACTGCTGATTCCATTCGTTGGTTCGTGTGTATGTATTGCATGTTTACCATGTATGGCTGTGAGGAG 
CTGGTGTTTGTGTGTGGAATACAAACAACAAAGATGGATGAATGAATGGAAAAGGAGAGTGAGAAGGATGGGGAGAGGTAGAGGGGATGCGTAT 
TTAACAAATGGGCCAATGTGTTTCTGCTCCAGGTGTTTTTCAGATGAGTGAGAACAGCACAGATCATCTCAACGCTAACGATATCTTTCTCCTA 
AAACATGGGGCACACTGGTCCTTGTGCTCAGTGGTAACTTGACCCTTTCACTTCAGCTCCAAAGGTCTCCAATGCTTTGAGCATCCGAGGCAGC 
TAGATGCCCTTGGCCTTGGGCTTTCTCATCTTGCCACCTGCCTCTCAAAACACTGGTTTTTCATTTCAGTCTTGCACGAAGGAGACATACCCTG 
CACCACAACTCCTCTGTGGTGCATTCACCAGCTTGTGCAGTAAATGGGCAGGCCCTCACACTGCTTTGCAGATTCAGAGGCCAGAGAAAGGACG 
TCTGCATATGTAGAGGGGCTGATGGGAGAGAAGACTGTATTTTCCATGTTTGATTCCACTCACTGGGTCACACAGTGACTGAAGATGCCTGGTG 
ATGGCATGGCCATTCATTGCTCAGTGAACTTCATAGTGACAGTGTTGCAAGGCTGGTTTATGGAGTGGCTTCTCCATCTGTATCACTTCTGCCT 
TCACTTATGGTAGGACCGAGTAGTACTGAGTTGGAATCCCCAGGAGATAGGCTTATGGGAGCATCTCCCTGCGAACTCAGCATCCCCCACCTTC 
GAGGTCTGCTGAATCTTAGACTGAAAATAGAATCTTAGAAAAGATGGGCTGCTGTGGCCTACCTCAAGCTTCAACTTCAAAACATTATTCCTCA 
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CCTAGAATTACCAAAGAATATGGTGACGTCCTAGGAAACTAATTCCTACATTCTGGGACAGCTTTCATCCAGGAGGAGGGCTTTCCGAAGCAAG 
TGTAGGTTGAAATTTTTAAGGCAGATTTTACAAGTGCTCGAGACATCAGATGGCACACATCATCTCCTGGAACATAGTGGGTCCTTCTCCTTTT 
TAGTTACTCAC CTGGCTAGTTTCACGC C AACTTG ACATAAG CTACAGGCATCTGAAAGGAGGGAACCT C AGTTGAGAAGG ATGTAAGTCTTTAT 
CTTAATTAGTGATCGATGGAGGATGCTGTAACGCCAATTGTGGGTGGTGTCATCCCTACATTGATGGTCCTGGGTTCTATAAGGAAGCAGGCTG 
AGCAAGCCATGGAAAGCAAACCAGTAAGCAGCACTCTTGCATGGCGTCTGCATCAGCTCCTGCCTCCAGATTTCCTGTTCTAGTTCCTGTCCTA 
AGTTCCTTCATTGATGGTCTTGTTACCTGGGAGTATAAGTGAAGCAAACCCTTTCCTCCCCAAGTTGTTTCACTGTAGCAATGGTAAGCCTAAC 

ACAGCATCTGGAATGTGTGGAAATGTCTTTGCTCTATGTCTCTCAGAGTCACTACATACTGGGAACCCCCTTGGCCGTATCGTTTGAATGATGA 
AGGCCCTAAAGGTGATAGGTTAGTTCCTACAAGGTCCCAAAGGGCCACCCAACCCTTCCTTCCTTGTCCTTTTCTTCTCTCCCTCTACATTCCT 
GTATGCCAGCCATGCCCACAGTACCACTAGCCTTTTCATGGCTCTCCCCCACCCCCACCCCCGAAGCTAGGTCTTGCTCAAGTCCCTAAGGCCT 
CTAGTGCTTCTTGCCTTCCCGTCCTTTGTCTCCAATAGTTATTGACATCTCAACCATTCTTTTGCACATGGTCGTAATACCTCATAGTCTTTCA 
GACTGTGTCATGTCTAAATGCAAGGACTTTGTTTTATATGACTGACTTCTCTAGTGCATGCACACAGCACCGTTCAGAATGTTGATTCTAAATG 
ATTG AC AGG AG ACCG AACTAATCATATTCC AAAACTTAG CTGG CTCCC CCTTGC CTG AGG CTTATC CTAAAG CTGAATG C ACCCTGTGGG ACTC 
CACAGATCCCCTCAGAAAGTGTCCATAAAGCTATCAACCTCACTCCAAGCTTATAACAAGGCTAGTTGAGTTAAGCTGTTTTCAGGAAACAAAG 
AAAAAAAATAGATCAAAAATGAAAAACATTCAACTTAAAGGAGCTGTGTCTCCTTGTCCTGTTCCCTGCCTCCCTCTCCAACCCCACCCCCATG 
CTCTGTTTTGCTTTTCGTGCCAATGGCTGAAGACTATAATTTTAAAAACTGAGCTGACTTTTCCAGACCCATGAAGAATGTGCGTGTGCACATG 
GATTTTTCCACAAGGACACTTCCTGTCTTTTGGGTTGTCTTAGCCAGTAATAGTGAAGCCAGGCAATCAGATGCATCTGTCCATTCGTCCATCC 
ATCCATCCATCCATTCATCTCCCCAGCCCTTCCTTATTCTAATTTGTTTGCGAGGCTCAGGACAGGCCAAAGGGGATGGTTTGTGTTTCACCCT 
GTCAGACAGTTGTTTGATGAGGTTTGTGTTCCATTTATTCAGATGGTTTTTATGGTTCCTTTGTTGTTAAGGGAAAGACTTTGAAAGTCATAAT 
TCTGTATCCTTATCCCTTCTGGTAGGCCTGTGCCATGTCTCAATGGCTTTCTCACAATGAGAAAGGAAATGAGTGTTTCCAGGCCGTTACTTGA 
GCAGTTTCTGAACATGGTTGTGGAAGAGAAAAGCTGAGTCAAAGTTCAGGGTCCATATAGTGCTGGCCTCTCCCATCTGAAAGATCTCTGTCGG 
TTCATTCTCTGATCAGCCCAAGTCCTCACCACAATTCTGGCCTGACCTCTCTGTGGGTGGTTATAAGACCCTGCCCCTTTCTGCTACAGACATG 
TCTGAGAGCCTTGGTCAGCCTACAATGTGGACACATGTCTGCATGTCATTCCATAGCACCAGGACTATGAGGTGCGAGGCTGGAGTTGGCCTTA 
CAGGAATGTCATGGGCCTGGACCTTGAGACGTTCTTCCTAGAGACCTTCATCTAGACATCACCTCTTAGATTTTCATCCTTGCCCAACATCCTT 
GCATCAGTGAAAAGAGTTTGTATTTTTCCCTTGATTTATAGTAGTTTATCTTTTTAGAAAATCTTGTAAAGTGGCTCACAAATATTCTCACTTG 
ATCCTTAGCATAACCCCAGAAGGTAGATAATTCATATACAATTTTGCGTCTACAAAGACACGGGTCAGGGGAGACCTGTGGGCTTCCCACGTCT 
C AC AACAAATAACAGCAGGGATAGCG ATTG AG CCAATCCTCC AACTTG AAGTTC AGGATTCTTCCTACTG CTTC AG CT C CCAGATTAGACAAAT 
AAGATATTAGAGTAAATATTACTCAGGGAAGACGATACTTCAGGAATGTAGTGGTGCTTAACAAGTTATTGCTGAAGTAAATTTAACTTCTTCT 
GGCCGCCAAGAGAGCATCTTCATAGAACGAACCTTCCTGCAAAACATACAGAGCTGATGTGTCCTCTTTTGTTCTTTCTCATAGACCCTTCTTA 
TGACTCTGTCAGGAGAGGAGCATGGAACAATAATATGAACTCTGGCCTCAACAAAAGTAAGTAAATAGGAAACCATTTGGGGGTGAGTCAAATG 
TTTCTGGAGAGCCAGAAGTTGGGGTGTGGGCGTAGGGTCATAAGACACACACTAAAAACAAGTGTTGGTCTTCATGCTGCCTGATTAGATGTCA 

cttataaggtttgaggttttctcggg'acaacttgatttataaaagaaaagtaactcgtctggattttgatatttcagtcaggacgttgaatctc 
tgggacatatattctccacatgacaaggctcagtcaggtcaatacccctagccctagttagagagattaacatgaaggataacctaagggatgt 
tgtgcatcacagacattaatttgaccaacagtgatcagccgatgatttgttgaaatccacccagtatcttccattaaggggcagtgaaagagag 
cgattcactcttcaaccaacgtgtccatnnnnnnnnn^ 

CAGGACATGACGCTATGGGACTCACAAAGTATAAGCCAGGCAAGGACCAGTTATTTAGGCAGGAGAGAGAAATCATGGACACACATATGTCTTC 
ATCTGGGTTGTATTAAAGAGTTCTTGCGCACCTGCTACCGTTAGAGCTACTCAGACAGGCCATGTCTAGGGAATGTCTAGGGAACAGGAGACAG 
GTAAACCTGGAGAGCTAGATGTCAGGGACGACCATGGTGGTATGTCTGACAGTGAGGAACCTAGGTTTATGGAGTTTAGGATGCAGAGTAGACC 
AAAAGATAAGAAAGGGATAGTGAATGATAATATGGAAGTAGATTCCAGATCTTCAGTCCTAAGGAGTGCTGAAGAGTATGTGAGTCAGTTTGAA 
GTATGAGAGGTCCAGTTACACCGAGCCACCCATCACACAAAAAGCAGCATACATTCAAAACTGGGGAAGCCAGAGGTCAAACATGAACAGCCTT 
GGAGAGGCTCTCACGAAACACAGTGTGACAGGCACCAGGTGGTCTGTGCTCAAATGACACTTTCTCAGGAGAGACCTCTGTATTGCCATGTCTA 
TTTGTGGGGGACACGTGTGTACATTTGGGGGCACAAGTATAGCCGTGTACCCATGCACATACATGGAGGCCAAAGAGAGACACTGGCTGTTCTG 
TTTTATCACTCTGTGCCTGGTCCCTTTGAGACACTCTCTTACTAAACCCTGGAGTTCACCATTTCTCGGCTAGCCTGACTGTCCATCAAGCCTC 
GGTAATCTTCTGATCTGTGCCAATCCCTCTCCGTTCCCAGGCACGTGTTAGAAGTGCACACAGACATGTCAAGTTTTTATACGGGGATGCTTGG 
GATCTGGGCCCATGTCCTCGTGCAGCAAACAGTCTTACCATGGAGCCATCTCGAAGCTCAAGGTCCTACATTTCAAAAGAATGGTCTAACCCCA 
TGTCAGCAGACATTGTTCAGTGTTTTCTCTTCTGTTAAAATATAACTTCATTGCTAACTCTTCTGCCCCGAGACCAGTGCCAGCGTAGCGGGTT 
TGATAGGTATTCAGGAATAAAATGAGTCTGTGAGTCCATGGGAGAGTGTGGTCCCGGCAGCTCATGTGCCCTCCTTCTGGGAGATATGTAAAGG 
GAGCATTTTCTGCCACTTTTCTTGATTTCTCCACAGGTCCTCTCCTTGGAGGATCACAGACCATGGGCAAGAACACTGAGCAGCGGCCCCAGCC 
AGGTATGTGATTCAAATATGTAGCCTCTCACTTGTGTGTTATACAGTTGTGGAGTCAGTCAATGGTGGAGCAAGACAGTGTACAGTTGGCTGTC 
CATATCTGTGGGTTTTAGGCCTGGGGATTTAACCAAACACAGGCCAATAATATTCAGGAAAGAATCTACATCTGCACTGACTGTGGACAGACTT 
GCTTTCTTGTCATTATTCCATCAACAATACAGTACGGCTCTTTGCATAGCATATGTGTCATGATGGTAATCTATGATTTAAGGAATGTGGATGG 
AT ATG ACTAG ATTGT ATGCAAATAACC CATTTTATGTAAAGG ACTTG AG C AG C CAC AG ATTTCAGTATCCTTG ACAG AC CTTAG AACAAAT CCC 
CTGTGTATCCCAAGAGGCAACTCTAGTTCACACATTGTCTCTTCTTTCCAAGAGAGTATCTGGGAATTAAGCAGCAAGTCCTGGAACCAGGGAG 
CGATCTGTTAAAAGGAACTTAAAACTGAAATGGTCCAATGCCTTATTTCGTGGAAGAAAACAGGGGTTCCGAAGGGTGAAAGGATTTGCTGAAA 
GACAAGCAG AGCTGAACTTCTTTAAGTTCCAG AGC CC C C ACTCCTTGTC C AAGC ATTTTACATTTTACG AAAC C ATACAG AACTG CCTTCACCT 
AGTAGATACGCAGTCAAGACATAAGACCTTTTGAAGCTATGGACCTGGAGACCCTTAATAAAGAAATGACTTAGAGACTGCAGTCTATAATCCC 
TCGGTAGCATGGCCTCTTATGATGGGATGCCCTTGTTTCTGACCCTGACCCCGCCCCTGCTCCTCCTTGCTTGCTTCAACAAACAGGAAGTTGA 
CAACCTACCTTGACTTAATCCTTTTCTGAGCCAGAGCCCTCTGTTCAGCTACCCCTCTGGCCACTTGTCTTCTGGGGAGAGGTCCCACAGGAAG 
ACCCTACACAGATCTGAGGAGAGCCATTGCACTCAGCTCTGCTGTCTTAATTAAGAATCTGAATTAAGATCTGAACAAGCTATTTGCTTTGGGG 
TGTGCAAACATGGTTCTTCATTTCCAGCCAAAATATAGAAAGAGAAATTGTAGTAAAAAGTGAAATTCAAGTGAAAACCAAGTCAGGTAGAGCA 
AATTTTTAAACAAGTTCCAACAACAACAACAAAATTGAATATCTACTCAAACAATTTC 

AGGCTTCAAGAACTGTTAAATCAATTCTTTTTAATTCATTAATAATTACTATTATAATTGAAAAAAGCAGTGTGTTTTTAAAAAGGAGTGACTT 
CATAGCTAAAATACAAATTCTGCTTAGTGTTGACATTTTCAAGCTTAAAATCACAGAGTTTTGGTAGAAGGGAAGAGAGCCCAGCAGCCCAACC 
C ACT CTT C ATAGCTG AG AAAACAAATACC CAG AGGTTGTC CAAAC CATG ATTTAGTT C ATG AC ATAGCTGGG ACTAGAAC CCAGGCTACCT AAT 
GGTTTTTATAGTCCATCGGAAAACTCAGACATGCGTAATGTCTTCAGCATTAGAAAGATCTATTAATGGCTAGTAATTGCTGAGGAACCTGCTT 
TAAGCATGTTTAATAAGCAATCCTTCAGTTCATTCACTGCCTGGTTGAATTTAGCCAGATGCTTTCCAAACGTGTGGGCGATTTTGTTTGGGGG 
GTAGTGACAGCATAATCTAAAAGTTTAGAAACCAGGTATGAAGCAAGAGTGCTATTACTCGTCTACGTTGACTGGGCCATAACTTTGATCAAGG 
CCTCTAATCAAGCTTTCCTATGGCCCTGAGATAAAAGTAGGAACCGTTGAAGTCTCCTTCATCTTGATGCTGCTCTCAGATTATTTGCTGAGGA 
ATGAAGTAAGCTTTTTTTTTCTTTCTAGATCCTTATCAGATCCTGGGGCCAACCAGCAGCCGCCTAGCAAACCCTGGTGAGTTAACTTGAACCT 
GCAAGCCTTTCCCTCCAGAGCATTCGTTATATCTGTAAGGTTACACAGAAACCTTACTCCTCGGTACGGTACAGGCACCTGTCTGGAGACTGCA 
TGGGCTTCCTTAGTCAAATATTCAACTGTGCACAAACAAGAGGCAGGGCCTGTTCATGAGTAGCAGGGTCTGCTGCCACAAGACGTTTCTGGAG 
AACAAGCACCTCTGGACAGAGGTTTATGTCCATGGCAAATGACTCAGATGGAAGCTCCCCGTTAGGGAAGCTATTCTCAGTTATTCCTCATCCA 
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GGGCTCATGGATAAATGTCCCCAAGTGTTGTGGTTTTGACTTGAGTGCTATAGTTATCCAGCCTTTGAAAAAGGAAGTGCAAGCATCCCAAGAG 
AGTTG C AC ACACAATG AACGTG ACAAGATGTG AAGG ATTCACTATTAAAAATAACT CTCGG ATGTGTTCTTCTAAACG CAAAC C ATGGAG ATGG 
GGAGCTCAAGGCAACAAAAGCCAGGCCCACGTGCCTGCTGCACCTGCAGTGCTACAAGCTCGCTGGGCCTCCTCCCTAACCTTTAGCTAAACCA 
TTCCTGCCCAGAAGATAAAAAGCCATCCAGCATCCAGCCCCTCCCGTTGCCTCTGCCCATGCGGAACTGAACACTAAGAGCCGTGCACTTTTCT 
GGAAAACAGCCCAGCTTAGTGAACCCCAATTCTATGAGGTGCCTTCTCTCTGCTCTACCCCACAGCCACCCCCCAAGAGGTTCTTGGATACTTG 
ACACTCTTTAAGGCCAATGTTGAATAGTTTGAGGGATTTCAGTACTAAATGGAGATTAGATAGTGACTCAGGTCTAGGTAGAAAGGTCTAAGGG 
G AGGGTC AAAAATCTTAACAAAAGGATGTGG AAAGTTGGCTTC C CTGAGATCCTAAGAGCTTGGG ACAAAG C CAGCATTCACC ACAAC CATC CT 
TTGGGACAATCTGTCTTAAGATCTAACCTTGCTTACTACGCTCATTTTGGCTGCGGCAGTAGAGTAACAGTATATACTGTACCCTTTTTTTAAG 
ATTTATTTATTTTATTTACGTGAGTACACTGTATCTGTCTTCAGACACACCAGAAGAGGGCATCAGATCCTATTATAGATGGTTGTGAGCCACC 
ATGTGGTTGCTGGGAATTAAACTGAGGACTTCTGGAAGAGCAGTCAGTGCTCTTAACCGCTGAGCCTTCTCTCCAGCTCCGTAATGTACCTTTG 
GAAACTAGCTGGATAAGCCGGTCTTTGATGATGAGCAAGCTTTTGAAGTGATGGGTGTGTGAATTGCCCCTCTGTGATTGTCAACCACTATGTA 
TGTCTGTCAAAATAT C AC CACATG CC CTGTAAACGTGTAC AATTATCATGTG C CTATTTCTGTTTTCTAAAG GAAAACATAAAGGGTTGTCTCC 

AGAGCCCTGGCTGTCTTGAACTCCTAGACCAGGCTAACCCCCAACTCACAGAGATCCACTTGCCTCTGCCTCCCAAGTGCTAGGATCAAAGGTA 
TGTGCCACCATGCCTAACCAATAAAGGTTGTGGTGGTGGTGGTTGTTCTTGTTGTGGGGAAAGGACATGAGTTGTCATGTTTAGGAATCAGAAC 
TGAGACTACTGTTCTTCTGTTTCCTCCTGCATGCAGGGAGTGGGCAGATCCAGCTGTGGCAGTTTCTCCTGGAACTACTGTCCGACAGCGCCAA 
CGCCAGCTGTATCACCTGGGAGGGGACCAACGGGGAGTTCAAAATGACGGACCCTGATGAGGTGGCCAGGCGCTGGGGAGAGCGGAAGAGCAAG 
CCCAACATGAATTATGACAAGCTGAGCCGGGCCCTCCGATACTACTATGACAAAAACATTATGACCAAAGTGCATGGCAAAAGGTATGCCTACA 
AGTTTGACTTCCATGGCATTGCCCAGGCCCTGCAGCCACATCCAACAGAGACATCCATGTACAAGTATCCCTCTGATATCTCCTACATGCCTTC 
CTACCATGCCCATCAACAGAAGGTGAACTTTGTCCCGTCTCACCCATCCTCCATGCCTGTCACCTCCTCCAGCTTCTTTGGAGCAGCATCACAA 
TACTGGACCTCCCCCACTGCTGGGATCTATCCAAACCCCAGTGTCCCCCGCCATCCTAACACCCACGTGCCTTCACACTTAGGCAGCTACTACT 
AGAACTAACACCAGTTGGCCTTCTGGCTGAAGTTCCAGCTCTCACTTTACTGGATACTCTGGACTTAAAAAGGCACAGTAGCCTTGAAGAGATA 
AGAAAACTGGATGTTCTTTCTTTTGGATAGAACCTTTGTATTTGTTCTTCTAAAAAAATTATTATTTTTATGTTAAAAACTTTTGTTTCCTCTA 
CCTG AAAAAAAAAG AT C ATT CCATGAG CCAGT C CAC C AGTTTGG ATTCTCAACCTCCTATC AT CGAATGAGTTAAATATTTAGGTTACTGGAAC 
GGTTTATACCATGATTCTGAGAAAGGAGTACGCATTTTCTTTACTCTTTTTTTTTTATGACCAAAGCAGTTTCTTATCAGCACACGGGTCTCAT 
CATTGTAGGATTCCCTACGATCATGAATCATGGACTTGACCAGGGTTGGTCTGGTTTGAGACTTAGTAAAAGTCAAGGCAGGATGTTTATAATC 
TTATCTTAGGAGGACTCAATTCAGTGGATGGCAACTGGAACACTGGCTCTGAGGCCAGTGAAGTTTTTTGCCCAACTGGAATTTAAAAGATGTG 
TGT CTATGTGTGTATTT AAGAAGCCATTATTATTAC AAAATTCCTC ACAATGGG CAGTATGTGTTTGGGTC ACTCTT CT C CTCAG AAATAGTCA 
GAATATGAACAAAGAAAGTTTAACACAAACTCAGACACTCCTGACGGGCAGAGGATTAAATAACATTTTTTTGGAGGGTTTAATAACATTTTTG 
GAGGGGTTTTTTTGTTTGTTTTTGTTTTTGGGGGTTTTTTTTGTTTGTTTTTTGTTTTTTGGTTTTTGGTTTTTTTTTGTTTTTTTTTTTTTTT 
TGGTTTTGATTTTTAATGACAGTGAGTCCCAGAACTTTGAAAAGTCATGGGGATTTCTAAACTCAGATTCGCAAACGCTGTGCGTTTGTCAGAC 
CACCAGACCAAGGTCAAACAATCAGAAGGCAACTAACTGTATAAATTATGCAGAGTTATTTTCCTATATCTCACAGTATTAAAAAAATAAATAA 
TTAAAAATTAAAGAATAAGTAAACGAGTTGACCTCGGTCACAAATGCAGTTTTACTATCAAATCAATCATTGTTATTTTTTTAAAATATAATTT 
GTACATCTTTGTCAATCTGTACATTTGGGCTATTTGTACGTTTTTGTAACTGTTTTTTTTTAATAAGCATAATGTGACTATTGAAAACGAGGAG 
TTAAAAGTCACTG AGTTTTTAGG AAG AAAAAC CTAAAAATACAGTTATTTAACACGCATGCC CAAACAAG AT CTGTTTAGAC CT ACAACGCTTT 
AGAAATGTTTGTAAATAACAGAGTTGCAATAACCTGAAAAGGACAAACAAACTTTTCTCTGTGCACACGAGGCACTCTCCTGCTCTATATATGC 
AATATATTTTTAGATGTGCAAATATATATATAATTTTTCAGGTAATCGTGACTTTTTAAACGATATTGTTAAGGTGACAACTCTTAGTCCACTG 
AAGACTAAGTTGTAAAATAATTTGACCTTAATAAATTGTGCCTTCTTCTTTTTCTTCTTCTCTCAGAACTGGTGACATTGTTTTCTTATTTACT 

ATGTAAGAACACACAGCACACATTTAAAGGTCAGAAGGCAGTTTTTATCAAATAAATCAGTTCTCTCCTTCCATGTTAGTTTTTGAGGCAGAAT 
CTCTTGGTATGTCTCCCACCCTGTGGACTCCAGACACACAAGCTTCCAAAAAGCTCTCCCGCTTCCACCTCCCCTCTTACCACAGAGCAGTGGG 
ATTGTCGGTGAATACCTCCACGTATGGCTTCTTTCATGAGTTCCAGGGATCAGAGTCAGTCATCAGGCTTACAACGTCTCACGTTTATCCACTG 
AGCCCATCTCATTGGCCCCGAGGAAAAAAATAACTTGCCTACTTATTCTTGTACCATCGATAATCTCCTAACTGCATGTGCTGCAGTACAGTGG 
AAGACACAGTATTCTGTGAGTTTCAGATGCTTGTTAACAATGACGATTTTAAAGCTTCTCTAAGCCATTAAGATACTGTATGACCTTTGTAAGT 
GAGAGACAGACCTAGGTAAANNNNNNNI^^ 

CAGGACCTGGCCAGGTAGACTTGACTCTGTTCCCCACAAGAAGGCGACCTGATGCTTCAGCAGAGAACAGGAGTCTAGCCTGACTTCAACCCCA 
CACTAGGGTCTTACGTAGACTCTCTGGCTCTATTTTTCAGCCCAATAGAGAAGCTTGCTTCCAACGGCTTCAGCGTTAAGCATCATGCTCCTCT 
CCTTTACAACAAAGATGACTAAAACTAGAAATAGCTGGTGTTGTTGCAGGGACTCTCATAGAACTAGTAGCTCTAGAAACCCCTTAAAGAAGTT 
TGCAGCCTCTGGTCCTCACACAGAGTAATTTCTAGACCAGGTAAGCCTACGTGAAGAAGATGAGAGGAGTTCTGAACACTGGTCTCCAACTTCT 
AAAACATGCACCCTACATTATAAAATACATTAAGAACATATCCTTTATGTTTATGTATATGCTGGTTTGTATCTTGCATTGACAAAATATATAC 
CATTATACATTTGTAGATCCCTCCAATCATGACTGAAAATATTCAGAAAGTGTTTTAAATTATTGGGTAAAGAGAGCTATTGAGGTTAAGAGCA 
ATTGCTGCCCTTACAGAGAACCCAGGTTGGGTTCCCAGAATTTACATGGGGTGACTCACAACTGCCTATAATTTTAGCTTCCAAGGATCTGTTG 
CCCTCTT CTGG CCTCCTC AG ATAT CTCTAC ACT CACAGC ATATGGTTAC AC AAAC ACACAC C C CTAT AC AC ATAAATGAATAGTTGCATCTTTC 
CTGAATATATACTGACTCTTTATTGGCATTTTAATCAAATCATGAGTGATAACAACTAATTACAGTGTTTACCTTGCACTTGATATGATACATT 
ATGTAGATGTGATTTAAAAGATAGGAGAAGAATATGTAAACAGTGTGCCATTTTAAATAAGTGATTTTGGCATCTATGGATTTTGGTGTCTTTA 
GGGTAGTCCTGGAACCCATGCTTATCCAGAGGAAAATAAGATTAAATATTTGTTATAAACAAAAAGATGAGATTTTAGAAGGTGATATGAAAAT 

ACACATATATTTACATTCATACATTTGCTTTCTAGCAAAGAATAACTACTTGGCATTAATGGCTCATGCATAGAAAGACATGAGGCAAGTCAGT 
TATGTTCATAAGTAGTCAACTTTCAAGTCTCATAGTCAACTTGAAAGGTCTCATGTCAGTTTGCAAATCTACAAAGTCCTATTAAGGGGGAAAT 
TGAGAGGCACATATCCCTGATGCACTGCTAAAAGAACAGGATGCTCACACCATTAGTTCACCTTTAAAAACGTGTGTGTGTGTGTGTGTGTGTG 
TGTGTGTGTGTGTATTTGTGCATGTGTGCCTGTGTGCCACCTGGGTGCTGGTAACTGGAGTTGCCAGATGAGGATGCCTACATCCTAACCCTGA 
AACTGGAGTTACAGGCAGTTATGAGCTGACTGCCATGTGAGCTGCCCAACATGGATGCTGAAACACATGCCTATGTCTTCTGTGAGGGCAAACA 
GTTTCAACTCCTGAGTCATTTCTCAGCCACTGGTTAGCCCTCTAGACAGTTTTGTTTCCTACACAAAGCTGCAATGCTTTCTCACAATCCTGTA 
CCCAGAGTGTCATGGTGGTTCATTCCATGATCCAAAAGCTGGTCTACCCTGACAGGAGCAGAGCAATTTCGTCCATCAAGCCTTCGCTCAGGGA 
GG AATG AC ATTTAGTG CC CAGATTGAATGGTCTC AGCTGACAAACAGG C ATTTATGTCAT CCTGACTGTGAGTC CCCT CTACCACT CTGC ACTT 
GTGCCATGAAGGCCATTACATCTGATAAACTGTGGCAGCAAAGCAGAGAGGGCACAGCAACCCTGTGAGGGACTCTAATGGAAACCGATCCTCT 
CCATGTCCCCACCTCAGCTCCGGACCTGTCCACAGCACTTCAGAGCAGGTGGCTGTCTTAGTCCATTTGAGAAGTCATGGCAGACTGCTGTAGG 
CTCGCTGGCTTATAAACAACAGAAACTCAGTGTTCACAGTTCTGGAGGCCAGAATTCCAGTGCCAAAGCACCAGCAGATTTGTCATTGATGGGG 
GACTCACTGTTTATTCCTGATTCACAGGAGGTCCCTTCGCACTGTCCTCTCACAGAGTCCCAGGCAGCAAGCAGCTTTCTGACATAGTGTGTGT 
GTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTATCTACGTTTATTCATGAGAGCTCCTCTTTATAGGTCCACCTCCAAATAGCCACACATTGGG 
GATTAAGCTTTAATATATGAATTTTACAGGGGAATGGAGGAATATTCAATCTACAGCAGAAATTTTAACTTCCTGGTGTCAAAATATTGTTGCT 
ACCCAAAGAAAGTTGTATTTTCAATATCTGTTGCTTTGAAAATTTTTTAGAAGTCAAAAAACACTAGTCATTTAAGAACAATTAAAGTGACCAA 
TAATACCTGCATGCAGTTGGGGAATGAGAATAACACATGAGTTCTGTCCATGGCAAATGAATGAGATGTGGTTTCATAAACAGAATATTTGCAC 
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TCGAAACCAAGTGGGAGAAAAGTATCCAGAATACC 

TGTGGATATTTTAAAAACCACTGCAAATCAAAGATTATTTTTAAAAATTGCATCTATATTCAATGTATATTAATATTTGATTACCCCTAAATAT 
TATTTCACTATTATATATAATAATATTTATAAATATATAAGGCATTATATATACAATATTCTCTTATTCCATAAATAATACAGTGCAACAATTA 
TTTCCACTGTTCTACTGCATTAAGCAATAGAAGTAATTTAGAGTGATTTAAATATATAATGCATAAAATATATAGATGCACTATGCCATTGTAT 
ATAAGGGACTTGAACAACCAGGGGTTTGGGTATCTCTGTGACTTTCTGAAACCAATACCCTTCAAATTTCAAGGTACAAATAATTAAAGTTTTT 
TTTAAGATTTACTTCTCTTACTTTATCTTATGTACATGGGTGTTTTACCTGCGTATACACATGTGTGCCACGTTGAGTTCCCTGTACTTAAGGA 
GGTCAGAAGAGAAGGGTTAGATCCCTGTTCCTGGAGCTACTGGTTGTGAGTCACCGTGTGTGTGTATTGAGAACTGAAGCCTGACCCTGTGCAA 
GAAGTGCCCTCAACAGGTGAGCCACCATCTCTCCAGCCTGCTTTCTATGAGAAAGTTTGGACTCTGAGGACTTGCTGTCACACCGCACTTTCCC 
TTGTCTTTCTTTATTAATAACCATAATGCAAACATGTTGCTTTGAAAAACAGCTGGGAAAGCACACTTTGGAAGAATGTGCCTGGGGACATGGT 
CTGTGAGCATGGCGTCTGCTGCCAGCCAGCATCCTGTACCTTGCTGTGGTCTGACTCTTCACAGGGGTTCCTTTATGTCATCGGGAGTGGGGGC 
TTGCTTCTAGAACTCAGGAGGTAGCAAAGAGGJGGAGTGTCTGCGGAGACCAGGAGCGAGGCTGTAGACTAGACAGGGGCAGGGGTGGAGTTCT 
GGTGAGCACAAAGGCTTCACTTTTATCCAAGAAGACTTTGTGATTTCTGAAAACATGCACCGAGCATTTATTTCATCACTAGAAGGCTACTGAA 
ACGGATAGTGCACGCCTTTAGGCATAGACCCTCTAGAGGATTAGAAGAGGTCAGCTGATTAGAATACTACAAATCCCAGGTTCCCTGGGAGGAT 
GGCCAGTTCTGAGAGGAAGTGGTTGAGCCAGGCAAACCCCCAGGGCTGCAGCCAATTGAGAAAGAAAATGAAGGGAAGTTTTTGAAAGAAATGC 
CGGGCTCATGTCTGGGGTCTGTCTCCCTCTCTCACTCCTACTTGGCCTCCTGTCTAATTGTTACAGCCTGTCTGAGCTGGCAAATTCCAAAGCA 
CATAGTCAATTTACACGTAGCTTAAAAGCTCTAGAGGAAAACACATTTGCAGTGAGAACATTCACTTGCCTACAATTGCTAGGTTAACCTTCTG 
GGCTTTCACCCAGTTAACTCGTGTGTTTTCTTAGTTGGGAGAGAGAGAGAACTTGGGGAGATTAAATGAGTGTGAATATAATCCCAGGGACCCT 
GCGTTCAAATTTTGACCCTTTCACGTAGTAGGCAAATTATCAATACCTACTGACTAGGGTATCATCTCCTGCCAGTGATCGTGTCTATACACAC 
ACATCAAAGAAACGACCTGGAAGTCCATTGCAAAATGCTGCACAGGATGTGTGTGTATAGACAGTGTCACGTGCTAGATTTCTCAGGGGACAAT 

TGTTTTGTGTTTTGTTTTTTTGTTTTTTGTTGTTTTTGTTTTTCAAATGAGTGAAAAGTAGGAGTAGATTGAGTTTTCCAGAGGGTATTTATAT 
GTCTGCCATCGCCAGCCTCACTTTGCCGTGTGGGTGCTTGTCCTTCACTGGCTCTGTATGGTCACCTCAAGTCAGTAGAGCATGCAAGAAGCTT 
TAGGGCTGCAAATAAAAGAGAATGGCCTAACGTGAGGCTGAAAGGGAACTTTGTCAGAAGTATTGGCTAGATTGTTAAATTGGGTAAGAAATAG 
AAGTTGGCAGGTGCAATTCCCTGCCTTGATAAGCTTGTGCCCAACATTCTCACAGACCTACATTTCCTCCGAGGCTTCACGGGAGGTGGGCATA 
CCGCTCTCTTGTTTGCCACTGTGGTGACACTGGTTCGCAGCAACTGGTCACTTGTAAATGTGGAGTGAAGCAGAAGAAAGCGTCCACAGTCAGC 
AAGACTGAGTTGTGAATCCAGCTGTCCCTCCCTGAGTTATGAATTCTTGTCTCTGAGGTTCACTTCCTCATGGGTAAAGCTAGGACTGTTGTAG 

ATGGATGTCTTAGTCGATTGATACTTCCTTTTTACATGGCTCTGGTCCCCCTGATATAATACAGAGTTAAATTAGGAGCTGAGAAGATGGCTCA 
ATGGATAAAGTGCTTGTTGGTCAAACATTAGAACCCGCATCCTAACCCCAAGCTCACAGTTAGGAAGCCTAGCTTGATATCTGCATGAGTAACT 
G AG CTGAGTC AGGC AGGT CC CTGAAGTTCTCTGGCCAATCAGGGTGCTC C AAGGTCAGTGT AG AGATCTGG C CTC AAAAAAAAAAAAAAAAAAA 
AAAACTATACTGTAAGAGAGGAAGAGAGGAAAACATGACATCAACAGGGAGAGAGAGAGAGAAAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGA 
GAGAGAGAGAGAGAGAAATGCGCTACTTTATTGTACATAACTATTTTTAGATTTCAATCACTTGGGACAGGAGAGAGATGCTTGGTAGGTAAGA 
GACTTGT CAGGGTAAGAGGACCTGAGTTGAAATCTTAGTT CCATACACAT CTTT AATC AACATTGTGTGGT AGG AAGTAG AGGGAGACAAGAGT 
TTGTATCCCTGTGCCTTGCCAGTTGTGAGTCTAGTTCCAAGTTCAATAAAAGACCTTGTCTCAATGGAGTACGATGAAGGGCAATAGAACAGAA 
CACCTGAAACCATTCTCTAGGCCTGAGGATGTGTGCACTAGCCTGCTTCTGCACATACAAGGTTGCATACACCACATTCACTCCGATGCATACA 
CAGTCACACACACAAAGACAAAAATTATAAAGCCTTGAGATCATCACAAACTTACAAAACAGCTGGAAAAATATAAGTGAGCGTCTTTTCTTGG 
GCTGTTTGAGAGGAGACTCCTGACAAATGCTCCATTAACTCTGGATACCTGAGTGTATATTTGTGTCAAACATCGGTCTTCTCCTAAGGAGTCC 
ACC ACAAGT C AGAG AACCAGAAAATTAAC CTGCATAGGTTACTTC CCTGAC ACTCTCTGG CACC AATCACTTTT CTTT CTGC ATGGATATTTTT 
TTCCAACTCTGGGAACTTAACCAACCCTGTCATATACTGCTCTACTCTTTATTTTAAGGCAAGACTTCACTAAATTGCCCAGCCTCTCCTTAAA 
CTCCCTTTGTAGCCAAAGTAATCCTTATGATCCTCCTGCCTCAGTTTCCATAGTAATGCAAATTAGCAGCTTTGTGCCACCAAGCCAGCCCATT 
ATCATGTGTTGTAGGAGAAGAAAGCACCACCCAGAATCATTTGGAATGCCCAGACTTCCCCTGACTTTCAGAATCTTGGGAATTTTAGAACCCC 
TTGGGCTGGCCACATTGTAGAATAACTCCCAGGGTTAGGTGCTCGGGTGTGTGTTCATGGTTAGGGCTGCCTTCCCTGTGAGCAGCAATCATAG 
AAGTCCTCCCAGGTTCCTCCCCTGGCAGCCTATGTGGAGGTACATGCCCTCAATGTATCTCGATATGAGGGGGTTCACTTAGATGGATGGTTGT 
GGAAGAGATGATGTTTTTCAGGTTCTTCTAAAAATTTACATTTTTCCTTTTGTAATTAGCATTTTGTGCAGTGTTCCTCATGGAATTATGGAAA 
TATCCCCCACTATTAAATTCTAGTGCATGTGTGTGTGTGTGTAAGTATAATAAGTGTTCCTAAAGGTACATCTCTAATTAGTCCTGCTTTCCAA 
TTTTATTGAGAGACTTGAATTTGTTCTTCTCATTAGTTTGATGATGATTTTGGCCCAATAGGAAACCATTTAAGTGGGTTTCAACTTTAGCTTA 
CGCATGCTAACTTCCTTACTTGTTCCTTCAAAAACACATTTAGGGCTCCAGTCCCTAATTCAGGGATTCCTGCATCATTTTAGTGAGAAATGAT 
TTTT CAAAGC CAATAT CTGTGTGCTAGGTGTG CC CATTGTTAGTGGT CTTATCTCTAAGATTTC CC AGAGG ATAGC ACTAAGC ATTATATGC AT 
ACATAATAATATGC ATATACTATGTGTTTATAT AC ATTT CC ATATGTTCATGTATACACATTC ATAAG CTAAT ATGTACTCACTC CATATTCAT 
CTCAATCTATATTGAAAATCCTGAGTTCATTCAGATGTGTCCATTTCCAACCAGGGAGCGCAGGATTCCTCTACTTCTTCCTTTCCATATTGTA 
ATGAAAACCATGTTTTTTGTTTAGACATACAGAGTATCCTTCCTTACCAGGCCCTGCCAAAAACCAGTTTTTCCTCTCTGGACTGTCCGCACCC 
ACACGTGACAGGCTCCTTCCCTTGCTTAGGCCAACCCCATGGCCCTTCCCTTCACACAGTGTATGCCCTCTTCAGTTGTTCAAACATAACACCA 
CATGCCATCTTCCCTCTCCACAAGGACACAGTCTCCAGCCTGTGGCTGTACTCTGACTCCCATACACAACACACTACCACAGCTTGCCTTGCCC 
TGCTG AG C ACT ACTGCTC ACATCGGG CCAACC CAGTGCCACTGCAC CTACAG CTTC AGGAGGTGAAGAG ATTGT CGAGGCGGGATAGATGTATT 
AACCTGTGGCTTTT AT CTGACT CTGT CTACACGTACAC ATATGCACC CATGCATGTGGGTACTTT CTG AGCT AG AAAATATTAGAAATGGGG AG 
AAC AATAATTATAAATTGG C AC CCTTCTAATG AT CTT ATGTTCCATTATGATATTTTTTTT CTAAATG AC 

MOUSE SEQUENCE - mRNA 

AAAGTGAAGTCACTTCCCAAAATTAGCTGAAAAAAAGTTTCATCCGGTTAACTGTCTCTTTTTCGATCCGCTACAACAACAAACGTGCACAGGG 
GAGCGAGGGCAGGGCGCTCGCAGGGGGCACTCAGAGAGGGCCCAGGGCGCCAAAGAGGCCGCGCCGGGCTAATCTGAAGGGGCTACGAGGTCAG 
GCTGTAACCGGGTCAATGTGTGGAATATTGGGGGGCTCGGCTGCAGACTTGGCCAAATGGACGGGACTATTAAGGAGGCTCTGTCTGTGGTGAG 
TGACGATCAGTCCCTTTTTGATTCAGCATACGGAGCGGCAGCCCATCTCCCCAAGGCAGATATGACTGCTTCGGGGAGTCCTGACTACGGGCAG 
CCCCACAAAATCAACCCCCTGCCACCGCAGCAGGAGTGGATCAACCAGCCAGTGAGAGTCAATGTCAAGCGGGAGTATGACCACATGAATGGAT 
CCAGGGAGTCTCCGGTGGACTGCAGTGTCAGCAAATGTAACAAGCTGGTGGGCGGAGGCGAAGCCAACCCCATGAACTATAATAGCTACATGGA 
TGAGAAGAACGGCCCCCCTCCTCCCAACATGACCACCAACGAACGGAGAGTCATTGTGCCTGCAGACCCCACACTGTGGACACAGGAGCACGTT 
CGACAGTGGCTGGAGTGGGCTATAAAGGAATACGGATTGATGGAGATTGACACTTCCTTCTTCCAGAACATGGATGGCAAGGAATTGTGTAAAA 
TGAACAAGGAGGACTTCCTCCGAGCCACCTCCGCCTACAACACAGAAGTGCTGTTGTCGCACCTCAGTTACCTCAGGGAAAGTTCACTGCTGGC 
CTATAACACAACCTCCCATACAGACCAGTCCTCACGACTGAATGTCAAGGAAGACCCTTCTTATGACTCTGTCAGGAGAGGAGCATGGAACAAT 
AATATGAACTCTGGCCTCAACAAAAGTCCTCTCCTTGGAGGATCACAGACCATGGGCAAGAACACTGAGCAGCGGCCCCAGCCAGATCCTTATC 
AGATCCTGGGGCCAACCAGCAGCCGCCTAGCAAACCCTGGGAGTGGGCAGATCCAGCTGTGGCAGTTTCTCCTGGAACTACTGTCCGACAGCGC 
CAACGCCAGCTGTATCACCTGGGAGGGGACCAACGGGGAGTTCAAAATGACGGACGCTGATGAGGTGGCCAGGCGCTGGGGAGAGCGGAAGAGC 
AAGCCCAACATGAATTATGACAAGCTGAGCCGGGCCCTCCGATACTACTATGACAAAAACATTATGACCAAAGTGCATGGCAAAAGGTATGCCT 
ACAAGTTTGACTTCCATGGCATTGCCCAGGCCCTGCAGCCACATCCAACAGAGACATCCATGTACAAGTATCCCTCTGATATCTCCTACATGCC 
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TTCCTACCATGCCCATCAACAGAAGGTGAACTTTGTCCCGTCTCACCCATCCTCCATGCCTGTCACCTCCTCCAGCTTCTTTGGAGCAGCATCA 
CAATACTGGACCTCCCCCACTGCTGGGATCTATCCAAACCCCAGTGTCCCCCGCCATCCTAACACCCACGTGCCTTCACACTTAGGCAGCTACT 
ACTAGAACTAACACCAGTTGGCCTTCTGGCTGAAGTTCCAGCTCTCACTTTACTGGATACTCTGGACTCTAAAAGGCACAGTAGCCTTGAAGAG 
ATAAGAAAACTGGATGTTCTTTCTTTTGGATAGAACC 

MOUSE SEQUENCE - CODING 

ATGGACGGGACTATTAAGGAGGCTCTGTCTGTGGTGAGTGACGATCAGTCCCTTTTTGATTCAGCATACGGAGCGGCAGCCCATCTCCCCAAGG 
CAGATATGACTGCTTCGGGGAGTCCTGACTACGGGCAGCCCCACAAAATCAACCCCCTGCCACCGCAGCAGGAGTGGATCAACCAGCCAGTGAG 
AGTCAATGTCAAGCGGGAGTATGACCACATGAATGGATCCAGGGAGTCTCCGGTGGACTGCAGTGTCAGCAAATGTAACAAGCTGGTGGGCGGA 
GGCGAAGCCAACCCCATGAACTATAATAGCTACATGGATGAGAAGAACGGCCCCCCTCCTCCCAACATGACCACCAACGAACGGAGAGTCATTG 
TGCCTGCAGACCCCACACTGTGGACACAGGAGCACGTTCGACAGTGGCTGGAGTGGGCTATAAAGGAATACGGATTGATGGAGATTGACACTTC 
CTTCTTCCAGAACATGGATGGCAAGGAATTGTGTAAAATGAACAAGGAGGACTTCCTCCGAGCCACCTCCGCCTACAACACAGAAGTGCTGTTG 
TCGCACCTCAGTTACCTCAGGGAAAGTTCACTGCTGGCCTATAACACAACCTCCCATACAGACCAGTCCTCACGACTGAATGTCAAGGAAGACC 
CTTCTTATGACTCTGTCAGGAGAGGAGCATGGAACAATAATATGAACTCTGGCCTCAACAAAAGTCCTCTCCTTGGAGGATCACAGACCATGGG 
CAAGAACACTGAGCAGCGGCCCCAGCCAGATCCTTATCAGATCCTGGGGCCAACCAGCAGCCGCCTAGCAAACCCTGGGAGTGGGCAGATCCAG 
CTGTGGCAGTTTCTCCTGGAACTACTGTCCGACAGCGCCAACGCCAGCTGTATCACCTGGGAGGGGACCAACGGGGAGTTCAAAATGACGGACC 
CTGATGAGGTGGCCAGGCGCTGGGGAGAGCGGAAGAGCAAGCCCAACATGAATTATGACAAGCTGAGCCGGGCCCTCCGATACTACTATGACAA 
AAACATTATGACCAAAGTGCATGGCAAAAGGTATGCCTACAAGTTTGACTTCCATGGCATTGCCCAGGCCCTGCAGCCACATCCAACAGAGACA 
TCCATGTACAAGTATCCCTCTGATATCTCCTACATGCCTTCCTACCATGCCCATCAACAGAAGGTGAACTTTGTCCCGTCTCACCCATCCTCCA 
TGCCTGTCACCTCCTCCAGCTTCTTTGGAGCAGCATCACAATACTGGACCTCCCCCACTGCTGGGATCTATCCAAACCCCAGTGTCCCCCGCCA 
TCCTAACAC CCACGTG CCTTCAC ACTTAGG CAG CT ACTACTAG 

HUMAN SEQUENCE - GENOMIC 

TACAGGGTACAGTCCTGGGAGGACGCAGAGATCCTCTTCTCTGTGCTCACTTAGGCTATACCCTTCATTTGTAAAACACCATTAAATAAAGTAC 

TTTCGTCTGCAAATAATTGCAATTGCATCTTCTAGGAATTCTTTCTCTGGGTCATCCACTGCTGAGCCCCCTCCCCAGGAAGTGGAATTGTAAG 

TGAAAGGGGAAAGGCACTTGGGAGGGGGAATGATGTTCAACAAGACTCCTTGAAAAGTCAGCCGGGGTCCAGGCACGGTGGCTCACACCTGTAA 

TCCCAGCACTTTGGGAGGCCGAGGCAGGTGGGTCACCTGAGGTCAGGAGTTTGAGACCAGCCTGACCAACATGGTGAAACCCTGTCTCTACTAA 

TTAGATGGGCGTGGTGGTGGGCGCCTGTAATCCCAGCTACTCAGGAGGCTGAGGCAGGAGAATTACTTGACCCTGGGAGGCAGAGGTTGCGGTA 

AGCTGAGATCGCGCCTCTGCACTCCAGCCTGGGCGACAAGAGTGAAACTCTGTCTCAAAAAAAAAAAGAAAGAAAGAAAAGAAAAGTCAGCCGG 

ACACTCTGAAGCTCTGTGGCAGATTTGGCTGTGTGCTACGGCCTAAAATTGGAGACGGCAAAGTGGAAACGGTTTAGGGGAGGAGTAGAAGCTT 

TGCAGTCAGGCCAGCAGCATGGAGACTCATGAGGTGAGGGGCCAGAGGCAAGTAGCAAACCTCTTTAAGCCTCAATTTTCTTTTCAATAATATG 

AGGATCCTAACTCATATTTTAAAAGGTTAAATGAGGTGATGATAGTAAAAGTTCCTTGGAAACTTCAAGTCATCAAATAATACATGTTCTATTT 

GATCGTTCTCATTTAAAAATGTGGTCCTTGTTTGGTTTTTGTCTGTTGTTTATTTTGTTTTTGTCGTTTGGAGATAATTCCACTATGTGTCTAT 

CAGAGGACTTAGACTTTAATTCTGAGATCGATTCCCCCCTCACTGTGTGAACCTAGAAGGGTTATGCTTTGTGCCTCAGTTTCCCCACCTGGAC 

AGTCATGGTGCTGATTCCTGCCAGCCAGTGTCAATAACCACAGTGAAAGGATACTCAGACAGTCACCTCTACAGCCTTTGAATATGGGTTTTCG 

GTTGCTGAGTAAAATGCTCGGAGACGTTCCGGTTACTATGGCTACATAAGAAATTACCCCGAAACCTAGTGGCATAAACCAATTATTAGGCTCA 

TGAGTTTTGTTATCCTTCACTGAAGGCTCGTTCACTCTCAAGTCTGGAGGTTGACGCTGTGGTTGGCTGTGGCCTCGGTTCCTCTCCTGCGGGC 

CTCTCCATACGGTTGCTCAGCTTGGGCTAATCTGAGCTTCCTCACAGCATGGTGGCGATTTCCACGGACTAGAGGCCCAAGAGAGAACAAGAAG 

CAGGTGGAAGTCATAATACCTTTATCACTTTGTCCCGGAAGTCACGCAAGGCCATTTCTTGAGGCAATCATAAAGTTCCATCTGAGTTCAAGGG 

GGAAGAAAATAAGCTCTGCCTTTTGATGGGAAGAGAGAGGCAAAGATAAGAAATATTCTGATGGTCATTTTGAGAAAATGCGACTGTGCCTCAT 

GCAAAGGAGTTTTCAGTTAATGCTTGATGACTGACTAATGTTTCCCACCTTCTTCCTTATCCAACTTTCCATAAAATTTACCTCCTCTTCCCTT 

TTCCCTCCCTGCCCTTTACGCAGTGGAAATGAGGAGCAAGAAATGCGCACATGTAGAGAGGAGAGAGAAGCAAAAGGCTTAGCCTTGCTAACAG 

CGGCCACCTGCTCTTGGCACTTCAGATGAGACTTGGAGTGACCCCAACCCAGGCTGATCACCCCCACTGCTGCAGAGCCTGCTGGTTTCCCAAA 

GCAGAGAACACAGAGGGCTTTGCACCTAAGTATCTTGTTCGCATTTCATATTCTCTCCGACTGGCAAGAGAAGGGACTTCGTGTCATTATGCAA 

ATAATGTAATAAAAAGCCAAAACTAGCGTGCTCCCTGTGGTGACCCTGGGTAATGGATATGCCAGAGATTAGCCTTCCAGAGCCCTGTACTGGG 

AGCGGCGGAGTGGGCCCACTGAGCAGGGCAGCCACAGGGAACTTGGTCTGGTTGCTTTTGACATTCCTTTCACCAGACACCTCCAGCCAAGCTG 

GTCAGCCCCAGACAACTGTCCTTAGGAGATTCAGGGCAGAACAGAGGGAAAGGAATGGGAAGGACACAATGGGACATTGGTGCTTCTCAGGCCC 

CATGTCTTGGGTCATTCTGTGTTAGAAATAAAGCTCAGCCTACGTATAAGGAAGAACAGAGGGAAAGGGTCTCCCACTCATGTCCACTTCTGGC 

ATTTTTCCTCCTCTAACTCCACTGGACTCATAACTGTGAAATATTTGTTCCTTCCCACACACAGGATAATGGCAGAAATTTCTGTTATGTCTTC 

CCGAGTGAAATGGGGAGATACTCAAACCACCCTCTTCTTCTTTCCTTGCCCCTCTGGAGGCTTTTCCATCTCGGCCTTAGCTAGACTGTTTGAA 

GATGCAATGGTTTGCTCATCGTTCATATCGGCCAGGCCACTGTGCGGCCATGCTCTGATCACATCCCATCACTCAACTCATGTGCACATGAAAA 

GTAACATTTGACTTAATCTAAGGAAAACAAATGTTGGAAGACACATTTGTAAGTATAACAAGAAAAGATGCATATAGGCACACATATGTGACAA 

ATTCC^W^TAAGTGAAATTTTTAAATTCGTGAATGCACAGATGTACCCACGCCATTCTTCTGATATTCACTGAGTATGTGGTGTACGAACAAC 

AGTATAAATAGGTGCTAGCCACCTACCATTTTCATTATCTCACAACAGATGCCTCCTCTCCTCATTCACAGGGCTATTCAGGCTATGTAACAGA 

GCCTTATCTATGGCACCTAGAGGCCTGGACTCAGAAACCAGAGACAGGCAGAGGACTGAGCCTGCAATGGAATGACACCCATGGTTTTAAAGGA 

AGAGTGGACACGCAGATTAGTGAAATCGGCTCTGTACTCTAGGAGCCCATGGGATTTGCATTTCAGGCTCTATCATCACCAAATCTACTTATTA 

GTAGTTTAGGCAACTAATCTTTTAAACAATCAACATTCGGAGAAGTAGGTATCGCTCTGGCTTTATCTGAACTCCCTCTTGACCCATCTCCAAC 

CCAATGGTTCTCACGCCATTTCTCAGCATTGGCCTTCATTAAAATTTTTTTTAACTTTTTTTTTTTTTTGAGACACTGTCTTACTCTGTTGCCC 

AGGATGGATGGTATGATCATGGCTCACTGCAGCCTCCACCTCCTGGGCTCAGGTGATCCTCTCACCTCAGTTTTCCAAGTAGCTAGGACCACAG 

TGTGATCTCGGCTCACTGCAAGCTCTGCCTCCCGGGTTCACGCCATTCTCCCACCTCAGCCTCCCAAGTAGCTGGGACTACAGGCACCCGCCAC 
CACGCCTGGTTAATTTTTTGTATTTTTTTAGTAGAGACAGGGTTTCACCATGTTAGCCAGGATGGTCTTGATCTCTTGACCTCGTGATCCACCC 

CCTAGGCTGGTCTTGAATGCCTGGGCTCAAGCATTCCACCCGGTTCAGCCTCCAAAAGTGCTGGGATTATGGGCATGAGCCATTGTGCCCAGCT 
TTTTAAACAATTTTTTTCTTTTTTTTCTTTGGAGACAGAGGCTCACTCTATTGCCCAAGCCAGAGTGCTGTGCCGCTACATCGGCTCACAGCAA 
GCTCCGCCTCCTGGGTTCAATCGATTCTCCTGCCTCAGCCTCCTGAGTAGCTGGGATTATAGGCACCCACCACCACACCTGGCTGAGTTTTGTA 
TTTTTAGTAGAAACAGGGTTTCATTATGTTGGCCAGGCTGTTCTCAAGCTCCTGGCCTCAGATGATCTTCCCGCCTCAGCCTTCCAAAATGCTG 
GGATTACAGGCATGAGCCACCATGCCTGGCCACATTTTTAAGTATTTACTTTGTCCCAAGAACTTCAGGTGCTTGATTTAGGTACTTTACTCAT 
ATTATCTCATTTTATCTTTATCCAGAATTACCAGATCAGGTACTGATATTATCCCCAACCTACAGATGAGGAAATGAAGTTCTTGGAAATTGTA 
CTAGATGCGTAATGAGCAGCAGATGAAGCTTGGATAGAAACTCAAATCTCTCTGACTCAAGATTTATGCTCTAAGTTACAATAAACACCGGAGT 
TACACTTAAAGAGCTTATGGTCTAATTGAGAGGACAGAAAATTCACAAGAAAGAACCTGTGAAGAGTAGTGGTTATGTGCTTAGGCTGTAGACC 
TGAATTTGGATCCCACATCACACTAACTTTCTGTGTGCCTGAGCAAGTTATTTCACTTTTCTGAATTTCCATTTTCTCATCTGAAAAAATAGAA 
TAC ATC C CTCATAGAATTG C CAGGAGG ATTAAATTAGGTTACTC ATGTAAAC AGTGTTTTGTATTTAATAAGTGCTGTG ATTATTAC CACTTTT 
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ATCTGTTTTCTGTAACGACGACAGAGGGTGTATTATATCATGTACTAAAGGCACCTTGCCCAAACTGGAGGAGAAAAAGTATCCCACCGGTTCA 
AGTGCATTACTGGTAGCAGGCCCCAGCTGGATCCAGGACCAGGAGGGGGTCGTGGAAAGCAAGCATTTCTATCGGCAAATGTGAGTGATCTGCT 
GTAGCTCAGATGCCACCCCAAGCAGCTTGCCTTGCCAGAGGTCTCTGGTAAAGGGGCATCATTGGGTACAAATGTGCTGGGGCACTTCCCTGCC 
TGGAACAAGGGAGGCTATGCCACCCTCTGGATCTAGGACTCAGTGGCTCTGGACCCACAGACCCAGCCTTTCCAGCATTCTGCAAAGGAAAGTG 
CTTCTCAGAAGCCAATGACTAAGCCAGCCCAGGGGTTCCTTTTACAGAGACAATTGTTGGGTCAAGAAGGAACCCCAGAGCTGAGGCGCACATA 
GGGCTAGGAGCCCACGCCTCCTGTCTTTCTCACTTGGAAGTCAATTTTACATAGCATGGTCTAAAGCCTCATGGACCCCACAAGTCTTTTAAAT 
AATAACTAACTTCTCTTCCCTTGAATAAAATAATCAGCAACAATAGGAGAAGCAAAGTCATGAGAAACGGAAGGAATGTAGTCCCTCTGAGGAT 
GGCTGGTGAATTTGCATGCTGGTGTTCTTCCTACACCCAGCCTATCACCTCAGTTAAGTACTTATTGATGATTTATCCGTGGAAAGTTCTTGAA 
CGCTAGCAAC^TGCTCATTTCTGTAAAGAGCTTGAAGTACAAGGAAGAGTTTTAAGTTTAAACTTTAAAAAGTTTTAAGAGTTTAAGTAAAGAG 
CTTTATAAGACACACATGAAGTAGCAACAGCTCCTCATGTGTAACAAGCTGCAAATAAGTGAAATTTCTGCCAGCTCAGCAGCTCCTCGCCTGC 
AGACAGCAGCAGCCACATCAAGTTGCCCAGACTCATTCCTCTTGTTTGCCTCCTCCGTCCCTACTCTGGTCTTCCCAGAGCAATTTGGAGAGGG 
CTCCCTACTACCAGTGGCATCATAAAAATGACAGTGTACTTGCCAAGGGCATGGTGTTGGGGTGCTCCTAAAGCTGTTGAACTGCAAAAAGGGG 
TGCCGTTTATTTGCAGAAGCCACAAGAATGCTCTCCTCCCCAACTCTGCTCTTTCACTTGGGTCTCAAATCAGCTTGTCTGGGGCCTTATCTCC 
CCAAATCTTTTATTCCACTTAGGGGCCCTCACCTCCCTTCCCTTGCCCATATTGGCTTTTCAAATTCAGCCCAGTGAGCCAGACAGGGAACTCT 

TGCAAATAGAAGGGGGATGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGCACATATGCATACCCAAAGCAGTATTCTCACGAGCTG 
TTAACAGCTCAAAGGAGTCATAGGTCATCATCAGAAAGGTTTCATGGAAACAGGAAGGTCTCAGGAAGATCTCACTTACCTTACACAATGGCAA 
AGATAATTGTG CATC AGGGTGAAAG AGTAAAGAAAGGTTACTTGCAG CAAAAGGAAC C ACAAAATTAAGG CAC AG AAGCATACCTGAGTAGGGC 
TTGT CTAGTGG AG C AGTGAG AATAGTTAGAATTGGACACAAGTTG CAG CAAGAGG AAGTTGTG CAATGTAAGTGTGG CAGGTGGG ACAAAG ATG 
ACCTTTGGAAGACAAGTGGCTGAGAAGAGATTTGCTGTGGTCCACCTCTAGGGAGCTCTCTGAGGTTTTTGAGCAGATTGTGGCAGGATGACAG 
CAGTATTCACAACTTGCAAGGGAGCTGGATCCAGCCAGGGAGCGCACAAGGTGTACTGAATGAGGGAAGAGCATGTCAGTGGGTCGTCAGGGAG 
GGAAGAGTCTCAGAGAGAAATGCCCAGACTGGACAGAAGTGTGAGGCATTCCCGGTGAACCGGGACGCTCTCCTCCTACAATGTTGCCACTTGA 
TTGGAGTTTCCTTGATTGTGAACTACATTCTTAAGGAAACTTCTATTCCAAAATGAGTTCAAACTGGTTTTGTGCCCTTTCTACACCTACACTC 
TATCTCATCACTTGTTTTTTTCTAGCTGTGTACCACTCACTTCCTTAAGAAGTCTCTCCTGGGTCTGCCTCCAGAACCGCTGGCTTTGTGTTCT 
CTGTGTATTCTCTTTGCTGTGAGTCTTGATTTTGCCGTCTGCATGTCCCCTTGGTCAGGACAATCCTGTGTTCCCTGTTGCCTGGTCCACCCTC 
CTTAGGATAATGATGGGAGGAACTTTTTGCCCATCTATGGAGCATCACTGTGCCCAGCCCTGCCTCCCGGGCTTCTTTGCCTCTGATATTCTGT 
CATCTTCTCCCCCAACCTAGAAGAGGGAAGGGAAAGAAATTATTTTACTGGAAACTCCAAGGTTCATGAATGATAAACTAAGAACGTAAGCCAT 
TCTCTACAGCAGAAGATGCTACCTGATTCCTGAAATGTCATCTGTTTTTGTAGCAGGACTGTGGTACATGTTCTTCACTCTTATCACCAAAAGA 
CACTTAGGGGTCATAGGTGGTAATGTGTCCTCTGCTTCCAGTGCGGAGCTCAAGGAATTTCATGGAGTCAGGGACAGCTGTCTGAAAGGTTGCA 
ATGTCACCCTTTTCAGCTCAGAACCATAATTCCTTGAGCCCAGATAACAGTTCAAAATTTAGGATATGAAGCCAAAGCTGAACTCTAGCTGAAA 
TCAAGAGTGGATATAATAACCAAGAAACAAATGGTTCTGACAAGCACAGCTTTACTCTGAGCATGACTCAAGGGCATCTGGTAGAAAATGAAGA 
AGGATCCCAGCAGATGTTAGGGCTAGGGAGATCCCCTCGGTTGGGGGATGTAAGTGTTTTAATATTGTGTGGGCAACTCTGCTTTGAATGTATG 
TCTGGAGGCACCTACACCATCCAAAGCCTTCTGGTGCAAAAGCAGGACTCCTAGAGTATATTCCAGTATTTTTTCCCTGATCCCAGCTGAAAAC 
AGCCATAGAAGAGCCTCCCTTTTTGAATTATGGCTGTCTGTCCGCTGGGGTGGAGAATGGCCCTGGGAGACAAGAGACAGCCCATGGAGCAGGT 
TGTAATTCTACAGGCATATGAAGAGCATTCATTCTGAAGAAGACATTCAATTCAGGAATGTGAATTACACAAGGAAGGTAGACAAATCCCAGCT 
TTAACAAGTGCTGTTCACCTATCACTACATTTTCAAGTAAAGGTGGTGTATCCATTTGCTAGGGTTTCCATAACAACATACCAGGGCTGAGTGG 
CTTAAGCAAAAGAAATTTATTTGCTCAGAGTTCTGGAGACTGGAAGTCCAAGATCAGGGTGCCAGCAGGGTTGGTTTTCCTCAGAGGCCTCTCT 
CCTTGGCTTGCCAATGACTGCTGTGTCCTCACATGGCAGCCCCTCTGTGCACACACTCCCCTGGGGGCTCTCTGTGTGTCCAAATTGCCTCTTC 
TTATAAGAACACCAGTCATATTGGATTAGAACCCACCCTATCAGCCTCATTTCACCTTACCTCCTTAAAGGTCCTATCTCCAAATACAATCACA 

GCTAATAATCATGATACCTAACATGTTCTGAGTGTGACTCACTATGTGCCAGAGACTTCTAAGTACTTTGCATGTATTATCACAACTATTATCA 

CAATTATAGATTATATAATTATTGATTATATAGATTATAGATCAATTATAGATGACTACCATCTTCTCTGAAGACTTACTTTGGTGTAATTATG 

TGACTGTAGTGAACACTATGCCCTGGTCCCTGACCTTGGATGCCTGTGATTCGATGAGACATGGAATAATGGGAGACTCTTACCCTCATGTTTT 

GATTGGTAGCAGATCTCCGGAATGTGCAAAGTTTTTTAGTTGTCGTTGTTGTTGTTGTTTCGAGACTGTCGCCCAGGCTGAATGCAATGGCACG 

ATCACGGCTCACTGCAGCCTCTACTTCCGGGGCTCAAGTGATCCTCCCACCTCAGCCTCCCAAGTAGCTGGGCACATGCCACCATATCTAGCTA 

ATTTTTTCTTTCTTTCTTTCTTTCTTTCTTTCTTTCTTTCTTTCTTTCTTTCTTTCTTTCTTTCTTTCTCTCTTTCTGTTTTTGTAGAAACACA 

GTTTTGCCACATTGCCCAGGCTAGTTTAGAACTCCTGGACTCAATAGATTCTCCCACCTCAGGCTCCCAAAATGCTGGGATTACAGGCATGAGC 

CACCATGCCTGGCCAAGGCTTCTTTTCTTAATCCATGATCTCCCAAAGTCACACCCAAGTCAGTGATGGGATAATATGAGTGGGAGGACCCAAC 

AACCTCTTTTGGAGGGTCTTGCCCTGACTGGCACTTCACGTGTCTGAGGTTCCTCTTTCGTCCTTTGGCTGGCTGAGTCATCAACATTGAGATC 

TACAGGATGCACCAGCACCTCCTAGAGGGCCCTCAGCAAACCACTGAGCAT'TTCTTACAAGCTACACCCCCACACCAGATCTTCTCATTTAATC 

CACCTATCGACTCTGTGCTAAAACTATTTTTATCCCTGTTACAAATAAGGAAACTGAAATTGGCCTGGCCACAGCCATGGGCACCACCCTTCCC 

TTGTGTGACCTTGAGCAGCACACCTAGCCTCTCTGGGTGGATCTCACTGGCCTTGCCTGGAAAATAAATGCTGGATCTCATCTCCCCTTCATTG 

CTGATGACTCCACT C AGCTCGTAAGAGG CATTT CTG CTTATG CCTGGAAAAATCT AG CATTC ACACACCACCACAATACTATATTCCATGCCAA 

GTCACCACTATTCTTGGCCTCCCTATCCCCACCCTCCTTTTTGGGGGTCCCAGACTACAGAACCAATAAACAAACCCACTTTCATGATTCCTCC 

ATCCCCACTCCACTGCCC^AAGTCCCTCCTCACCCAGGTAACCTGCAAACACCCATCTGGTTTGCATAAGGGCAAACCTGCCCCCTGGAGTGTG 

AGTCAAACAGGAACTTCCAGACAAGCTGTCCTGGGGCAGCCCTGGGCCACCTTGCCAGCTCAAAGCAAGAGTGTCACTTGCTTGGGTGAAGAGT 

GACACTGGGCTTTCTGTCTCTTCTCTGGCCCTGCAGGAGGCTCTGTCGGTGGTGAGCGACGACCAGTCCCTCTTTGACTCAGCGTACGGAGCGG 

CAGCCCATCTCCCCAAGGCCGACATGACTGCCTCGGGGAGTCCTGACTACGGGCAGCCCCACAAGATCAAGCCCCTCCCACCACAGCAGGAGTG 

GATCAATCAGCCAGTGAGGGTCAACGTCAAGCGGGAGTATGACCACATGAATGGATCCAGGTAAGCTCACCAGGCCTGTGCAGGATTGGGGGAA 

GGCACAAAGTCGCCAGATCTGCAGCAAGTGGCTTCTGGCACTTAAGGTTTTTGCAGCAGATGGGGCTCTAGAGCTGGGCCAGGAAGCCTGTGTC 

AGTCCCTAGAGAGCTAAGGCAGAGAGGGCCACAGACTGATGATGGGGTGGAGTAGGGCTAGGAAGCCCCCCTGGCTCTCTGGGGCCCACGAAGC 

CCTCAGAGGCCAGGTAGGAGTCAGGCCCCAAGCGCCTATGCAGACACTCGTGGAACACTTATTTCTTGTTAATCCCAGGCCCAGGTCCAGTCCT 

GTTGGGGACAGCTTAGCAATAAGCTACTCTTCCCTGTCCTGTTGAAGATACTTAACCCCTCTGGGCAGGTCTCAGCAGAGCAAAGGTGACCAAA 

CCATTCTTTAGTAAGAGTGGAGAAGGGATGAGGAAGGTGTCTACCTTCCTGTGGGGGCTCACTGTGTCTGGGAGGGGGCAGGCACCTGGAAGGC 

GTGCATGAAGTGGGTACAATACTGGGTCAGTTCGGGCTTTGCTTGTAGAAATGGAGACAGGAGGGTCCAGGGAGAGAAAATCACAGGGTCATGG 

AAGAGGACAGTGGACAGGCGGCCTCAGTTTTGCGTCCTGCCTCTGCCCCTTGGGCAAGTCATCGAAACCCCTCAGAGCACCAGCTTTCTCCCTT 

CTCAAACAGGACTGGGATATTCACTTCCTTATGGTCCTTACTCTAGCGTTACTCTGATGCCTCAGGGAAAGGACCTGGGATGGTGCCTGAGACG 

CGTTAGGAAAGTGCTCTATAGTGACAGTGATTGTTATGAGCAAAGACTTGAAAGACAGAGAACATCAGTCTTATTCACAAAATATCAGATAATC 

TACTGGGCCAAAGGCACAAAGAGATGAAAATAAAAAGCAACAGAGGGCCCTGAATGGCAGGCTGAAAACATGTGCCATTTATTCCACAGCCAGA 

GGCTGACTTTGAGCACCGATGTGACATTTAACCCAGAGGCTGACTTTGAGCACAGACGTGACATTTAACCTCATCAGAGCAGTGACTTAAGACT 

AGCGAGCTGACAGTCCTTGCGCACAGACGGTAGGATGGGAGAGTCAGAAAGACAAGTGAAGAAGTTAGTAAAATATCCCAGATAGGAAATAATG 

AAGTTCTGAACTAAGTGATGATAGTGATTTTGGAAAGTGAAAAGGACAGATACATAAGGGCGATAGCAAAGAGATGATTAACAGGGCTTAGGTG 

AGTAAAGTGTGAATGAAGGGGGTGCATGACAGGAAAGAATCAAAGGCGACTAAAGCCTGCACATTTTAAAGGCTGGTGCTGTGAGCAGCCGCAG 
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AAAGGTGGCACAGGAAATGCTTTAGGATGGGATGTCAGTGTTCTCTTTGAGATTCCTTGTGAGCAATGGGTAGAACATCCAGATAAAAATGTCT 
ACTAGGCTTTGGGAACTGAAGCTCAGATAATCTTTCAGGCCTGGAATTTACGTTTGGGCATCATCTCTAAGGAGTCTGAACTGTGAAAGTGGAT 
GAGGTCACCGAGGAAACTAGTCTAGATTGAAGAGAGAGAAGGGAATGAGCATGGTTGGGAGGGAGAACTCCTCCAGAGCAGCTCATGGCGTCAG 
ACCTGCCTGTGGGAACTCCCAGGCCTACCACATTTCAACCCTACTAACCAAAACCAGTGACTGGGATCTCAGCCACCTTTCCAGATCCCAGGAT 
TTCAGGAAGGCTCAGAGGTTCTGAGCCTGCAGCCCCTCAGATGAATCTCTCTCCAGATGTAATTCTGATGGTGCCGGAGCTCCTAACAGTCGAA 
GGACATGGTGTGTTGAACGTTTTGCCATATTATCTTACCACTTGTTCCTCACCACTATACTAAGAAGTAGTTACTGTAACTTCACTGTTACACA 
GGAAGGCAAGCAGGGCTTTCAGGGGACAGTGCTTTGTCTAAGGATTTAAAGGAGGCAAAGTTGGAGCCCGAACCCAGGCGTTTGGTTCCAGCCC 
CACGTGCCATCTGTTAGGCACCTTTCTGCTCCCTCTGCTTGTGTGTCATGCTTTTGCACCACCACCTCATTCCTGCCAATGCCCACCTGGTGAG 
GAGGCCTATTCTACGATGCCTCCTAAATGGGGCCCTTCTCCAAGGAGCTCCCAATGCTTGTTGAAGATCCAGATCCCACTGGTGGAGATTCCTT 

CAGGTTCAAGCAATTCTCTTGCCTCAGCCTCCTGAGTATCTGGGATTACAAGCACATGGCACCACACCTGGCAAGTTTTTGTATTTTTAGTAGA 
GACGGGGTTTTACTATGTTGGCCCGGCTGGTCTTCAACTCCTGACCTCATGATCCGCCTGCCTCGGCCTCCCAAAGTGCTGGGATTACAGGCGT 
GAGCCACCGCACCCAGCTTTGTTGGAGATTCTCTGGCCTGTTGTAAGCTGAATCTGCCTACTCCTTACCTCCACTGCCCCTGCCTGGTGCAAGC 
CAGCAGCACCTCTCCTAGGCTTCTGCGGGGGCATCCTGCTCTCCCCACTTCCTCCTGCCTTGCTGAAGTCTATTCTCCGGACAGCAAGCAGCCA 
GAGCCATGCTTTCCTCGTTTGTAATCCTCTTGCTCAAAACTCTTCAATGGCTTATGACAAAATGCAAAGCCCTTAGTGTGGCCCCACCATCCCT 
CTGACATCCTCTCTACTGCCCCCTCCCTCCCACTTCTTCCCTCCGCGCGAGCCTCATAAGACTCTAGCTGCTGCTCCTAGACCCCCAGGCACCC 
TCGTGCCTCAGAATCTCTTCCCCTGAGCTCCTTCATTCTGGAACATTCCTACTCCATCTAGTCATATGACTCTCTCCCTCACGAGTTTTGGGTT 
TCTCTACCTGAACCTCACCTTTTCAGAGGCCTCCCCTGGCCACCTGATCGAAACCAGCGCCTCCTCACTCTTTACCCTGCTTAGAGTGTCTGTC 
CTAGTTCTTATCACCTCCCTCACTGACACGTGGGCAGGGCCTGAAACGGTAGGTGCTCAATAAATTGTCGTCAAATAAATAACTGAGAACACAT 
GGCTGAGCAGACTCAAAAGAGAAGGTGCTTGTTTAAAGTTAGGACGCAGATCCAGGTCTGCTGACTCAGCCCCTTCAATGCTGAGCCTGAGTTG 
ATGCATGGGCTTCTGAGTTCCATCTTCATGCTCAATGGAGACCCATGGGTATTTGTGTCTCTGGTGGGAAGGAAGTATGCTGCTCACCACTCCC 
TCCCCTGCTCTCAGAGAATCCTCAAGCACTTCAGGATACTGATCCTGTGCAAAGAGGGTCCCCCAAGGAAATTGATTTTTCAGAACCCACTTGC 
CAGCTCATACCTGGCTCCAGTCACACCAAAAGCCAGCTGGAGAGGGCCTGTGTGAATATTCCAGTGAACAGACAGGATATTTACCTGGCTTTGG 
CTACACAGAGCAGCAACCTCTGCTTTTGAGTTGCTTGTCTTGACCCATACCATCAGCGGGTAACAAAGTAGGTTCAGAAAGACTGATATCTTCT 
CAGCCACCCTGGGCAAGCAGAGACAATCCTGTGGACTCTCAGAGCCAAGCAGCTTAGGCACAGCTATCGCCAGCACCCCACAAATATTCCCTAA 
GGGCTCACATGTAAGCTGGACTAGTGGCTAGCAGGAAGCAAGGAGTTTTAGAAAAATGTCATTGCTTACAGTGGAACCATGTCAGACCCTATCA 
TTTAATTATGCCAAAAGCAATGACAGAATGAAATAAATGCCAGGCTCTTTAAATGTCTCATCCTGAACACTGTGCTTCTCCTATCCTCTGAGTA 
TTATTGATAATGACAGTTCGTTACTTGCACATGATTTGATTGTTTGCAGTGGTCTAATTCGCCATAACACAAAAAGATAGGAGAGGATGTTATA 
ATGATTCTGAACTTCAGATGAGAAAACCAAGGCAGGGTATAAAATTTGAGACTGCTTGGCTCATGGGCTAGACCTGTGCTGTTCAATGCAGCAG 
CCACTAGCCACAGGTTGCTACTGAGCACTTGAAATACGGTTAGTTGAAAATTGAAATGTGCTCTAAATATAAAGCACATACTGGATTTAGAAGA 
CTTACTATGGAAAAAGTGTAAAATATCTCATTGATTATTTATTATGCTGAAATGATCTTCTTTTGGCTATATTGAGTTAACATATTAATATACT 
TTAATATATTATTAAAATTCATTTCATCGTTTTGTTTTCTTTTAAAAATCTGGCTACTAGTAAATTTAAAATTATGTAGCTCGGCCAGGTGTGG 
TGGCTCATGCGTGTAATCCCAGCACTTTGGGAGGCCAAGGCGGCGGATCACCTGAGGTCGGGAGTTCGAGACCAGCCTGGCCAACATGGTGAAA 
CCCTGTCTCTGGTGAAAATACAAAATTAGCCTGGCATGGTGGCGCATGCCTGTAATCCCACCTACTCAGGAGGCTGAGGCAGGAGAATTGCTTG 
AATCTGGGAGACGGAGGTTGCTGTGAGCCGAGATCATGCCACTGGACTCCGGTCTGGGCAACAAAAGTGAAACACCATCTCAAAAAAAAAAAAA 
ATTATGTAGTTCGCACATGTGGTTCCCATTCTACTTCTATTGGACAGTGCTGGGCCATGGTGGTCTGGACTGTTCTGTGATTCACAGTGCATTT 
TTTCTGCATTCCTTGACAGCATGGGCTTCTGAGTTATGTCTTCATGCTCACTGGAGACCCATTGGCATTTGTGTCTCTGGTGGGAAGGAGGTGT 
GCGGTGCACCTGAAGCTACCATGCCCACTTGCTTTTCACCCCAGTAGCAAACCCTCTGGCCCAGGGGCAAAGGGTCAAGTGCAGAGACTGAGGT 
CTGAGGATCTCAGAGACAGAGTGGCTTGCCCATGTTGAGGGAGTTTTGTGCTCTCTTTCTTCATATCTTCCTGTTGTGGTTGACTCTGTTAGGC 
TGGGTTGCCTTGAAACAGCATGGGCCATAGGTTCTGTGTCGCATGTAGACTTCAGCAACTTGATCCAAAGTGTGGTCTGCAAATAACTCTCAGC 
TGCATCCTGTGTCAACCACAGGGATAGGGGAAAACATCCCATGAAGAAAAGAATATCAGGTTATAGAGGGAAATGCAAGACTTGCCTTGTGAGC 
CTGGTATTCAGGACCAGAGTTCAGAGCTAACCTTCCTTGAAATTCCCTGGCCTGGCCCCCAGGGTCTGGATGCCCTGGACACCTAGGGACTCAG 
ATTCCACACAGAGAAGGATCAGCTCCTGTTCCCTGGAACTTGTGCCTCTCTGGCTGCGAGGCCCCTTTCTAAACTCTTGTGTTCTCAACCTTGC 
AGTATGAGACATGTCACACATAACCTGGGTGGGGAGGATACACAGGATCCTGGAAAAGTTAGCAGCATCTACTGTGTATGGGGATGAAAACAGC 

AAGTCACATCTATGTCCTACAGACTTCCTAAAGGCAATACAGATTGTTTAATTTTTGCACAGGGTGCATACTACGCAGGAGTTACACGCCGCGG 
GTCCTAATGCAGCCATGTGACTTAGGCAGCCCGCGAGGCCTGACTTTGGCCACGTGAACATCAGGTATCCTTTGACAGTGAGCCTGGGCTCAGA 
TGTGCGGGTCTGATGATATAGCCAAGTTCAGTTGCTCTGAGTTGACTAGGAAGGTAGAGAAGATCTTTGTACAGCCTAAAGAGGTAATCTTCAG 
GAGAAGTCTTTGAAATCTCCCTTCATCCAAACACCCAAGATGTTACACGTTGTTTTAAATGGCCTAACACATTGCAAAGCTTTTTTTGGAAACC 
AGTAGCAATGTTCACAGAACACACACAAACAGAACTCGAGGAGTCAAGAGCTATGTCCAGTGGTGGAAATGAAGGACAAGGGCTACCCTACCCT 
CGGCAGCTCTGCTGTGGCCTCTGTCGCCCTGAGATGGAGATGTGCTGAGTTATTACACCCTTGGGGCCACCGCCACGTCCCTGCTCTATTGTGG 
CAGCCCCAGGCTCTCTTGTCACCTGTCCCAGTGCTATCAGCTGCCAGTGGGCCCCAGCCCCATGCTAGCTGTAAGTGCAGGTCTTAATACAAAT 
TAGCAGCAGTGCAGGCAAGCTGAATGGCAAAACCTCGTCCCGCACTCCCCCTCCCTCTTGTTTTCATCAAGCCTTCTTCACAGGCGCCAGCTGC 
CTCATTAAAGAGCAGCCTTTTATGCTGGGCTTCACCTGTACCCACCCTGAGCGGCAGCCGTGGAGCGCCATGGCCGCACGCAGGGCTTGCGCTG 
GCTGGAGGAGGCACGGTGCTTGGGAGCTGCAAGAATGGAGGGAGGACTGGCAGGCGAGCGGGCGAGGTATGGCTTTCCTTCTTTGTCTCCCTGA 
GCAGTGGGAGGAGGGCCAGCTGGGCAAGTGTGGGGAACCAGGATGGTGCCAGCCCTTCTCCCTAAGGACACCCGCCTGCAGGTCGTAGTGCAGA 
AGCCTGGGACCGAGGACAGGGCCATTTTCCAGAGGAGAAACACCCTGGCGGGCGAGCGGCCAAACCGATCACCTGTCCAGCTGGAGAGCAGGTG 
TGTGCACAGGGCCGGGGGAGGGAGAGAGGAGGAGGGAAGCGGAACTGGGAGAACTTCTATGGGTCAGTGAATGAGGAGGTTCTGCTCAGGGAAT 
GAGTGGCAGCGGCCACCCCAGCAAGAGAGCCCCCTCCTCCTCTGCGTCCACTTTCCCTTCGTCTAGGTGCCCATGGCTCCTCTCCTTACAAGGT 
CACGTGTTAGGCAGGTTTGGGGAAATGTTTGTTTCAGCTTTTCACATTTATTTTCCTCCAACCCTGGCACCTGGGACCAGCCCTGCCACCTGTG 
CCTACCGTACATGGCCATAACCATAAAGGCTCACTCCATTTCAGTGAGTCCTGAGGTGCTGACTTCTCTGCACAGCAAGAGGTCAGTTTTTAAC 
TCAGAAATCCCCAGGGGCCCGGCTGATGTGGAAAAGAATTTTTCCAAATATCGTATCCCCACCGTCCACAAACGGGAGGAGCCCGGGGAGTGTG 
CCCTCCTGTCCCACCATCCTGCCCCCTGCTGTAGTTCTCCTTTCCGAGAGACCCCTGCCCATACGCTATGCCCTCTTGCTCTGGGGGTCCTCCA 
AGGGAAGAGCGTGCAGTGTGGAGCCCACCTCTCCCACAGAGGCCGCGTGCCAATGAAAACCTTGCTCACTTGGTTGCAGGCCAACTTAATCCTT 
CAAACTTCTGCAGCACTTGGACTGTTTCACAACTGACAAGGATGCAGGGAAAGGCTGCCAGACCATGTGCGTGAGTGTGTGTGTATGCGCGCGT 
GTGTGTAATGTGTATGCGTGTGTGTGCACTGTGTTTGCATGTGTGTGCATGTGTTGAATGTGTGTGCAGATGAAGTGTACGTGCATGTGTGTGC 
ATGTTCTCTGTGTTGAAATGTGTGCTTCCATGTGGGTGAAGTATGTGTGTTCCATGTTGGAATGTGTACAGTGCGTGTCTGTGCATGTGTGTTG 
AAGTGTGTCCATGCATGGGAGTAAGCATATGTGTGCACGTGTTCTCTGTTGAAGTATGTGCATGCATGTGGGTAAAGTATTGTGCACATGTGTT 
CTGTGTTGGAGTGTGTGTGCACATGTGCATGCATGTGTGTGAGTGTGTGCCTGCAGTTAGCCCCAGGGCGGGTGAGGGGACCCAGTGCACTCGG 
GCCAGAGCTCAGCTCAGATGCAGG'CACCAGGGTCTGACTGGGACTGCTTCATCTCAGGCCAGGTCCTTCCGCAGCAGAAGCCAAAGGGCCAAAG 
GCTGGTGAAAAGTCCTGATGTGCTACTGCCTCCCCTCGCCTCCCCTGCCATGGGGACGTTAAACCTTCAGCAATCTGGAACTCTGACGGCTGGT 
TTTTGGTTCTCTGCCTGGAAAAACAGTAGGCGAATAGTAAAACCTTAAATTCTAACATGTGTGAGTTATACATCTTATTTTCATTTTCAGCCCA 
TGTTTCCCTCTGTAAGACATCAGGAAAAAATTACCGTCTGACTTCTAATATCTCAGTGGAGCATTTATCTCCCAGCTATGATAAGTGATCTTCA 
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ATATTTTTTTCCTTTCAGATTAAGAAACAAATTCATTTAATTTTCTTTATTGAATGTGCTCAGGCCTCCCCGCCCTGCCTGGGTCTCAGGAAGC 
CCTGGGCTGATCTCCCTTCTCCTGGGTTAGTGACTGGCGTGCCTGCTTGTGGGATGGGTGGGTCCCTATCTGGTACGGCCCTGCTCCTCAAGGC 
CTCGCTGTGGTGCGTTCCTGCGCCTGGCAGGGGATGGAGGACAGTGGCCAGGCCTTTGGAACGTCCGGAGAGGTTATGCGGCCTAGAGTTGGAA 
GGCTGTAATCTGAACCTTATCTGAACTCCTTGGTCTGAAGGCCTGGTTTGGAGCTCTTGAGAGAACTGGCTGTCTCCCAGGCTGCCAGAACCGA 
TGCTTCCTGCTCAGTATAATGGCGGCTACAGCTTCTCCTTGGCCTTCCCATCGTCTCCTTTGGTCCTGCTGCTGCTGGAGTGGCTGAGCAGCGG 
GCACTGGGTGTGACAGGGTGGCACCTGCCCCAAGTATGCTGGAGGTGCGTGATGCTGGGCTGGAGGGCATGCAGAGTGTGTTTGCCAGCCAGCT 
TCAGGGCGCCAGGTGGCCATGGGTGGGACTTCACCCCTCCAGACAGCTGCCCATCACCAGTGCTGCAAAATACCAGGTGCTGATCAAGTTCTGT 
AGTTCTAGGCTAAGTTGGATGATCTGCTTTCTCTCTTGTGAATGTCCATACTGCTTGCACAGTGAGCTTGGGGCCAGGGATGCAAAATGCCACA 

TTAACACAGAAGACCTGAGTCCTGTTTCCACCTTGACTAGCTGTGTGACTGAGCCAGGCAGCCCCTGTCTCGATTTCATTAACCATGAAAAGGA 
GATAGTAACCCTTGCTGTGCCTATCCTGGGGGCTTATTGGGAAATTCAAATACAACAGTGCATAAGAAATGCATTAAACTTATATATGTGCAAT 
AGAAATAACTCACTGAGAAAGCATTTGCTGCTCACCTCCTGTAAGAATACTAGGGTTAAACAAAGAAAGTGATGACTATCCTCTCAAGAACTCA 
GCAGTCAGGGGGCGCAGGCCAAGCTGAGAATCAGACAGTGTGACAAGTCCTTATAACCAAGGCGGGCACCAAGTGCTGGGGGACTGTGGGGAAG 
GCGTGTCTGGGAGCATGGACTAGGTTGCCTGGCAGTGAGGCTAAAAATGTAAGCTGCAGTCAGACAGGGAGGGCTGCGATGCCACACAAAGAAG 
CTCAGACCTTGGTCTGAGGGCACTGAGGCGCTGCCAGCAGTTTTTACGTACTGTAATTATAGGATTGGGCTGGGATTTGAAGAAAACTCTGGTG 
G CAGC ATGG AGGATAG AAAG AGGG CAT C ATCATC ATCATGACACCAAGTGTGG CCGGGC AATGGCTCC ATGCTC ATC ATCGGAGCCCTGGGCT C 
ATGATTCAGAGGCTGAGGCAAGCTGCCCTGTCAGTGCTGACCGCCTCTGGGCTTTGTCTCTTCTCACTTTAGGGAGTCTCCGGTGGACTGCAGC 
GTT AG C AAATG C AG C AAG CTGGTGGGCGGAGGCGAGTCC AACCCCATGAACTACAAC AGCTATATGG ACG AG AAGAATGG CCCC CCTCCTCCCA 
ACATGACCACCAACGAGAGGAGAGTCATCGTCCCCGCAGGTAATTCGAGAACCAGGCTGCCTGGGCGCCATTCACTTCCCCACTCTCTGGGGGG 
CAGGGAGCATCTAAACCTTTATCTGATACTCTATTCCCTGTGGAATTGCAAAATGGAGAAAGCTGCACGCCAGCCGGGAGTGGTGGCTCGCGCC 
TGTAATCCCAGCACTTTGAGAGGCCAAGACGGGTGAATCACITTGTCAGGAGTTCAAGACCAGCCTAGCCAACGTGGTGAAACCTCATCTCTACT 
AAAAAAAAAAAAAATAC AAAAATTAG C CAGGTGTGGTAGTGGACGCTTATATTCCC AGCTACTCAGGGGG CTG AAGGAGGAGACTCG CTTT AAC 
CGGGAAGGCGGAGGTTGCAGGGAGCCAAGATCACACCACTGCACTCCAGCCTGGGTGATGGAATGAGACTCTGTCTCAAAAAAAAAAAAAAAAA 
AAAAGCTGCACATTTTACCTGACTTCCTAGCTGCCCTTTAAGGCAGTATCCCAGATGTCACCTGATGTGTGGGTGCTAGAAGCCCCACCCTTAA 
ACAGACCACATCACAGACTCTACATCAATGGCCTGGTCCTCAAGGACGGGCTGCTCAGAGAGCAGAGGCAAGGGCGCCTCCACCCAAAAGGAAT 
CCCGTGAGCTCTGGATGTGGGCATCCCTGCCTGTGAGGAGGAGGTCAGCTGCAGAGGCCAGTCCTTCCCTCCAGGCTCGTACTTCCCGGCATCT 
ACCAGGTTCCACCTTTCCAAAATTACAGCCAGCTCTTTCAGTTTTAAAATAGAAAGAACTATATTTAACTAATGGAGTGCCTTAACATGTGTGC 
CACAAGTTATGTCATTAGGTAAAAATAGCCTCTTTTTCCTAGGTGTTGGTGCTGTTGGTCCCAGAAAATAAAATCATCGTTCAGTCCTTCAGTC 
CATTGGCTGGACACTCCACCCCAGCTAGCACCAGCAAGCTCAGCTGCCTGCACAAGAAGGGTGTTTACAAACTGCCACGTGTAGAACTGGTGCC 
AGGTAGAAGGGGCAAGGATGTCCAAATCTTAAGCAAAGTGATTACAGGGCAGGGATTAAACCTGATCTTACCAAAATAACTTTACCAGAGAGGC 
AAAACTCCTTCCATTTGTAAAAGC^TAAATGTAGTTGCCTCTGAAGTCAAAAGGTTAGACATCTCTTTGAGGCAGTCCGAAGGCATCTGCTTGT 
AGGTCTAAAGGCAGAAATGTTAAGGGCTGCCTCCTGCCTTGGCCCGTGGTGTTTGTTTTCCCTGGGAAGCTGCATCTCACCATATCCCTGGATT 
ACAGCTGCCTCCCTGTGCTCTGGGCCAAATTCAAGAAGGTGTGAGCAAGAGTGAGGCAGCAGACGGGTGGGGCTTGTAGAAATTTCTCTGTACC 
CTTTAGGACTTAGAAATGACTCCTAAAGCAATTCTAAGTTTGCTCTTCCACAAGCATCTGACCTAACAAAGGAAGAGGAAGAATCACTTCCATT 
TATTGAGTGCTTTCTAGGTGC CAGGCACCACGTAAATTG CTTTAT CTC CATGGCATT ACTT AAAAC ACCTGTCAC AGG AGACC AGCT AGT AATG 
TTTAGCCCAGGTGTATCGTCTCCCTCCTCACTGAAAGCAGACAATGAAACTGTATTAGAACTGACAGGTGGGAATCTCTTTGTACAGCCCAAAG 
CAAAGCTGAGCCTCACTGGGTCTTCACTCAAA^GGTTTCAAACTCCCCTGCTTCAGTCAAACAGCTCCCAGCCTGGGAGGGAAAGCTTGCGGGA 
CTGAAGGGTTTGGGGATCTGAGATTGTCTTTGAACCAACCTTTGGCACCATCTCATTTTGGTCGTCATTTTGGGGAAGGAATCTTGGAAATGGG 
CAGAAGTGGCC^GACTGCTATGTCGACCCTCCAAACTTTCTTTGATCAGTGTTGAAATGCTTTCAAAAGGAATAGCAAAACATCAGGCTTGGCT 
GAGCCAAGTTACCTATAGCGCTGGTGGTGAAAATAAAACAAATTCATGTCAAATGATTTTCAAAGCACTTTCAGGCTATGGATTTACTTCATTA 
TTTTAGCTCCGGCTAGATCTTTTAGGTCCTCACACATTTTGGCTTCCTCCAGGCCAGGCTGTGGATATGAGGGGAAGTCTCATTTGGGCAAGTC 
CACAAATCAAGGCAATAAAATATTAGTGGAATAACCGATTGAATTTATGATGGGATTTAAAGAC^ 

AGCTCCATGTTCAGATGGGAAGAAACTAGGACTAAATCATCCAGGAAATGCATTTGGAAGAGTTTAGCATGATCCAGAGTTGAAGATTTATAAT 
TCATTGTGCTGTAGAGGGAGAGTAATAATATTGTTGCAGAGCCCAAAGCAAGGGAGGAAATAATAAAATAAATAAAA 

AATTTGAGG CCTTGG ATACTAAAAGTG AGG AACTGGG AGAAGTGAAGAATGAAAT AATATGCTACATAAT C CAACTCTC CCGAGG ATATGTTTC 
TCTAGAATT CTG AAAAGGTG GAAAATTATTT CC ATTTGCCAATGATCC ATGCCTAATTG CTTCTGGAGAGTAAAAGAGC AAG AAATGTATCTGA 
GAGAGAGAGAGGAAGACATACTTGTACAATGACACTTTAGAGGAGCTCCGCTTTCTGGCTTCAGAGCAGTGTAACTCACAGGTGAGGTAAAGCA 
GGATGGTGAGAAGAGGAAAGGGGCTTTGGGGGAACCCACCTCTTCAGCTTAGTGAAGTCCTATAATGGTTTCTATTGGAACCCCAGCCCAGATA 
CTTACCAGCGATGGGGCTTTGGGCAAAGGACTTAACCTTTTAAGACTCCATTTTGCATCTGTAAAATGGGGATATTAAAAGATTTCCTTGGTAA 
GTAAAAATAGGGCTCGCGGAGCAGGTGGCACATAGCACCCACCATCTGAGCCGTCACTGCTCACAGGGCATTAGGTTGTTGGAATGACATTCAG 
CAGCAGGCTGTGACCTGTGAACCCAAACTCTCCTAACTCCTCCCCTTTGCCAGCTCCTCCACCTTCAGCACAACACAGCAGCCACTCTCGTGCA 
TGGGCAGGGCCTGGGCACTTTACAAAGCAGACTACTCGGGCCCTGCCACCCAGATTCTCAC^CATAAAAACCAAGGTGGAATGGAGAGTCCAAG 
GACAGTTGGTGGATGCTTGTGTAAAAGTGCTGGGAAACTTGCCTCTGGCTGCCCAGCTGTGAAGCGTGAGCCTTGCTTCTTGCCCCACATCCAC 
TCCTAGTCATTCAATCCTGGTTCCCTGCTTTGCCAGGAGCCTTGATAGACGCTGTAGAATGAGAGGGTGAGTTGCTTGAGGGGTAGCACAGATA 
TTCCTGCCTAATAAATATGTTAAATCAAACAGGCTCATTAGAAGCCGGAGGCTAATGGCCGACTTACAATAAAATGCCGAGTCTCTCCTCCCCC 
AGGAAGTCTTCCTTGACTCTCCAAATTTTCACTATTCCCTTCCACTTATGAGTCCTCGAACCACCGCCACACAGTCCATTGCTTAGTAGTGGTG 
TGCTTGCCTACCTGTTTCATGGGAATGAGTATTTCTTGAAGGCAAGCGTCATGTAATTTTCTTCTATGATAAGGATATTTAAGGTGTTTATTGG 
ACCCACTAACCATTGGTTGCCAAGTGAAGAGATGGGCTTCAGACTGTGATGAGTGATAAAAGAGTTCTGCCTACTGTGGAACCTGCTGGAACTC 
ATCACTTGTGCTGAAAGTGCAACATCCCCACCACACACACACACACACACACACACACACACACACACACACACATACACACACTGAGAAGGAG 
GAGGAGGTATGAGTGTCCTACCATAGAGATGGCCTCAGTGGTTACCTTACCTGTGTTCACTCAAGAGCTAAAATGTTCTCCCCAACGTCATCTC 
TCATCTTTGGGTATTTAAATATCTAAAATATGTTTTGGGGATGCCCTGGTAGAAATTTCTACACAGCTGTGGTTAAAAGGAGAAAAATCTAGTT 
TGGGTTTCTGTTCAAGACTAACACCGCTGGGTTTTTCAACTGCACAGATGGAATTGCAGTAAAAGTCTCTCTGTTTCTTTTCTACAGCCATCTG 
AGGGATGGGTGTTGTTTCATGAAATCATTAATATTCTTAAAATACAGATGGTTCCCGTTTCCAGAGACATTGGTCCCGGGGTCTGTGAAATTGT 
GTTTATTTTCATTTTGATGCCACCATTTCTCAGGCAAAGGTTCCAACTGCTCTCCAAAACTTTAAAGAGTGCTCTGTCAGGATACGTAGTGAGG 
C AGCTAAGCAC CTC C CTGGAGTGCTAAGTGGTTC AGG CAGCGCC AGATG CC ATGGAGC CTG ATGAGTGTTCTAGGGG AAC CATGTGG AAGGGAG 
CTCTCCCAGAGAGAAAGAGAAGGGAAAGAAAGAGGGACAAGGGGTGAGGGAGGCTGCCTAGGCTCTCAGGGAGCCTCTACCTTCCTGCAGTCCT 
TGCTAACAACGTCTTCTCCTCTGCAGACCCCACACTGTGGACACAGGAGCATGTGAGGCAATGGCTGGAGTGGGCCATAAAGGAGTACAGCTTG 
ATGGAGATCGACACATCCTTTTTCCAGAACATGGATGGCAAGGAACTGTGTAAAATGAACAAGGAGGACTTCCTCCGCGCCACCACCCTCTACA 
ACACGGAAGTGCTGTTGTCACACCTCAGTTACCTC AGGG AAAG TAAGTGCCGCCCAAGTACCCAGGGCTGGGAGGAAGCTTGGCATGGAGCCAA 
CCCAGGGAGAGGAAGTCAGTGCTGCCCGTTCGTGTTGGGCAGATGCCGCCGGAGCAGCATCGTGGGGCCTGTAGTGTTGCCAAGGTCACGTGGG 
CTCCTACAGACCCTGTGAGGGGCAGACCCAATCCTGAAGTGTCAAAGGAAGTAAGACGAGAAATGGAGAAAAGTAGAGAGCTGTGACCTGGAGG 
GGTCTGGCAGAGGCTGGTTACACTCTTCCCATGAGACCGCCTTTCCAGAAACTATTCCAATTTGAAAATAGATAGAGATGGGTGGTGCCCTGGC 
TGGTGTTTTCCTAAGTGATTATTTAAAATTCCTCCAGGAAACTCTAGATTCAAGGCTTTTGGATTTAAGGTGTTGAAAATAATTTACATATTAG 
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CTTCCTCTTAATCTTGGGATACTCTGGCACACCCTAACCCCATTTGACAGGGCTGCTATCTGCACACTTCCTTGATAAGGAAGAGCAGCCAAAG 
GTGCAGGTGTGTTAGGATCCATTGGAGGCTTTCTTCTGGTACAGCCAAGAAAAGGAAAAGAGCTTTGGAAAGGGCGAGCTTAAGAAAGAAAGCA 
GGCAGTTGTCCAAGAGATTTATCTAGTATGAGGTACTCTAGCACCAAGCGCCCATCCGTCTGATATGAATTTCATTTGATATGAAATATACACA 
GAGCAGAAGAATGGAATTATTTTAGTCCTGCTGGTAACCTCAGCCTGAGTGCCCTGCTGGGAATCCAGGCCAGGTGGTATATCAATATCAGTGC 
TACCCCTAAGTATGGAAGGATTGTCCTGGGGCCTGAAAAGATGGTGCTAGGATCACAGGAACACAGGTTTGGGCTCACACTACGTAAGAGCATT 
CTAGCAGCCCTGTGCAAAGACAGGGCAGCCTTGAGATGCTATTTGTTGTGAATGGCCAAGGCAGCTGCGAGTCTTGCAGGAGTTTAGCTTTGGG 
CAGGGGCTTGATGATTTTAAGCCCCCTTCGCAAGTTCAGATCCTTAGACAGCAACTCTGGGACCTGCTTTTCCTGGACTGGCTGGCTCTGGGTT 
GGTGAGCTCTGTTTGCTCGCCATCGTTCTGTGGACCTTTAACTCCCCATCTTTGGAATCCACTGTCCCTTCAGCGACAGTGTTCCTCATGGGGC 
AGGGGCAACACGTGCTGGCTGGAGAAATGAAAAATCAAAAAACTGGCTTTGGCAGTTTCCACTGGTGCCTCTGTGGTCTCTGGTCACCTTTCCG 
AGGCGTCTGGTAACTAGTGCGAGAAAGTAGATGATGCAGTATTTGTTAGCTCCGGAGCAATTACCTCATGTCTGAGTGTTGCTGCAACATGAGG 
TC AGCC CAAGAAAC AATTTCAAAAAAGGGG ACAATTTT CC ACCCAGTTTTTCAG AG CTTTGG ATAATTAG CACTTTCTAATTCATATTTTCAGC 
TTTTAACTGTTTGTGGAATTTTAAAAAATAAGGATCTTTGAACAGAGTCCTGCAGTGATCTAGGCAGGCCAGGGTGGGTGTGTGGAGGTTAGCA 
TGAGAAGGAGAGAC C AGC AAAGCAACCTG ATTC CAG CAGGAGTTTGCAGGAACCCTAAGCCCTTT CCTTC ATTTGCC AGGAGTAGAG AGGAC AA 
C AGTAGCATAGAC AGCATG CT CTGAACTGTTAGTTAAAGGGCCCAGTGCTT CGAGACTCTTCGGCGG ATGC CCTTGTTGGG AGAATGTTCAAGG 
CATTGTCTCCATGTGGGGAAAGCCCATTCATGCCATATGACCCCGGGGCCCTAACCAGTCCATAAACAGCCCAAGGTCCCCTAGTACTTCCTGC 
CACCGAACAATGGGAACACAGATGCTGAAGTGAGACAAATGCCTGAGAAGGTGGTCACTGGTCGCCAGTAGAGAGACCTTCTATTGGAGAAGAG 
CAGATAACAAGGTTGAAGTGGAGGTGCAGAGGATGGCATTTTGGGGGGTATAGCATGGCAAGAAAAAGCAAATTGCTTCTTTCTTTTTAAGAAT 
ATTTATAG ACAGAAAGTGC C CCC AAATC AATAAAAATATTAGGTTTC CC AAAAGGG ACTT ATTAGTGGAG C ATATTTC C AGAGTGGAGAGG AGG 
TGGAATCCAGCTTGTATACTGAAGACATTTGAAAATGCAGGGCAGATATCCAGAGTTGAGGATGGTGGCGAACAGTAGTACATCCACAAGATGG 
GAAGTAGTTGTTCTGCCATTGAAATGATTATTGGGAAACACCATGAGAAGTGCTTAGGATACAATGTTGGGTGGAAAAGCTCATTATAAAGTGG 
TCTGTGCACTGATAGAAAAACC^TGTCTGCCTGCGAAAGCAAAAAATTAAAATAATCGTGTTAAATTAAAAAAAAAAAAACCTTGCCCCAACAT 
GGTATTGAAATATCCTTTTGAGGAACCTAGACTTAAAATGATCCACTGTCAGGGAAAAGGCTTTTAGATTCATGCTGCTTTTTAATTGGTGTCT 
ACCTTGGGGTTCCAGCCTTGGGGACCCTCTAGTGTGAGGTGGTGGCTGGCTGCTAAGCGCCTGCAGGAGGCCATGGGCTGGCGATCGTGTCTGC 
TCTGTTTCTGCTCTGGATTGCTGGGAACTCCCCCGTGACAACCAGCACTTTAAACGCTTTTAAAGCCTTCAAACACTTTATTGTTTTTCCAGAC 
TGACTTCCAGTGGATGTTTTGTGCTTAGGTGGAAGGCCAGTGCTTGCGGAGAGTTTGAGGCGATGAGTCAAGGCAAGGGGAGAGGGTGCTGATT 
CTTTGTG CTTTATCATCTTGT CCTTTC ATTGG AG AGGAAGGTGGGGCTC AGATATTTC CACTTTAGC AAG AG ATGG ATGGAAAATAGCTG AG AT 
CCTTCACTCCGGTGGAGGAAGTACTGCAGGGTGAAGGAAAGTTGATAGAGCAGAATCGGGGACCTGAGACTGTGGCTGGTTGGAAGTCAGTAGA 
GTCC AAGTTGGTGG C ACTTCT CTG AT CTAATCTTTCTGGGCTTTATAGAAAGTCTAGAAAAAGGAAAACTTCAT AGG ATAAGAAG CTTTGGCAT 
CAAATTTACATTTCACAAAAGGTGCTTGACTATTTATTCTGGTGGTTTGGGAGGGGAGCTAGACTTTTACATTTTAAATGCAAATGTATTTTCC 
AGGGTAGAGAAGAAATAGCAGTTCCCTGTGCCCCTACAGACCCTGTCTGATGGCCAGGCATGCTAGGGAGGTGCTTGTTCTTCACACCTGGGCG 
TGTCAGCTGTGCCAGAGGAGCTGTGTCACACGCCACACAGGCGCCCACCCCTCCCCCCCACCACCACAGGAAATGCAAGGAGGACTGTGATGGC 
TGGGGTGGCCACGGTTCTTGGGGGTAATTCCCATGAGTCCTGGGAAACTCCAGGGTTTACACCTGTCAATCCCAGCACTTTGGGAGGCCAAGGC 
GGGTGGATCACCTGAGGCCAGAAGTTGGAGACCAGCCTGGCCAACGTGGTGAAACCCCGTCTCTACTAAACATACAAAAATGAGCCAGGTGTGG 
TGGTGGGCGCCTGTAATCCTAGCTACTTGGGAGGCTGAGGCAGGAGAGTCGCTTGAATGCGGGAGGGGGAGGCTGCAGTGAGCTGAGATCGCAC 
CACCGCACTCTGGCCTGGGCGATAGACCGAGGCTCTGTCTTCAGAGGAAAAAAGGTTGCCCCCTTGTGGACAACTATCTACAGTACCCATTTTG 
AAGCTGAACCCACTGAGGCCCAGACAGCTTCAGAAATTGGTTCAAAGGCATCCAGCCGATTGAGAGCACCTGGCATCTCAGACTAGGGCCTCTG 
GAGTCCCAGTCCCTGGCCTCGCGTTGCCGACGTTCCCCCGGCCCTGGAGACAGCAAGCCAGCCTGCGCCACACAGGCAAGGCAGCCTCACTCCC 
GGCCTTCCACGTGGGCAGCCCGGCCACTTCCCCCACAGCATTTTCTGTTGTCATTTGTACCAAGAGATAAATGCTTTCCAAAAACTTTCCTGTG 
GCCTCCTGGAAGGAGGCCGATTAAGCCAAACCTATCACCACGCTAACTTTGTCCTTCTCTGGGCCTGACTGTCGGCCCCACCAGTATCTCTCCC 
GGACACACCCCGTGTGGCAGAGGAGCCTTCGCAGCAGCTGCTGCGGGAACGAGATTTGTCCCTTCTCAGGCCAAGGCGGGGAAGGACCTCGAAG 
AAACGGAGGGCGCCGGGCTGGCAGTTCAGGCTCAGGGCCGCTGGGGGGAGTTTGCGCAAGGCTGGGAGCCCCGAGGCCCCGGGGGAGGTGGGGA 
GGCAGAAAGAAAAAGAGCCTTTTTTAAGTTTTACAAACAAGTTCGTTTTGTATGTCAATCTGGGTCTGACCTGGAAAAAAAAACACTAAGAAAC 
TGCGTCTTCAAACAGTGGCTGCTCAAAAGAATGAAACTGCGCGACCGGGAGACCACGGAAAGGGTGTCTATCTTCATTCCCATTTTTAATTTAA 
ACTTTAATGGAAAACACATTTTGCATTTTCTGGTCTTTCCACCTGCAGCCTCAGATGGTCGGGCAGAGGTTTTGGGTCTGGGCAATTAAGCTGG 
TGCAATCTTATCACTTCCAGGCCTGGGTTTGACTGGTGAAGGAGAACAGAATGCCAGCTGAACAAAAGGCCAGGTTTCCCTGGACCCAGTAGTC 
AGCCAGGATTGTTGTTTAAAGATCCCAGAGCCTTGCACCCTCCCGCTCCTGCACACTCAGCCAGAGCTGTTGATATAGCAGTGCAGCCCAGAGA 
AAAGAGAGACCTGGATTCAATAGGCTGGCTGTGAGGGGGCACTGGTGAATTCTATGGTCACAGCGAGGCAGGAGACAAAGGCTTTGGCACTGGG 
ACGCTTGCGCCCCCTGGCCCAGGTGTCCCCGATGAAAAGCAGGTTAGGTTGAGGGAATGTGAAGCAGCAGAAACCGTGATTGTTGGGGTTCTAC 
CCCACACCTGCAAAGCCTCACACTGCTCACTCCCCTCTCCTTTCAGATCCAGGTACTGTCTCTAGCAGCACATGGATTCAAACATGGAATGGAA 
AATGATCTTTTCCCCATGCTTGCACTTTGGGAAGGCCATTCTATTCTCAGCAGGAGCTACTTTATGCTTTTTAGAGCAAAAATGCCCTCAATAA 
ATAGATATATGTATATGCATACACACCCATATACAAATATATACATACAAACACATATACAGAAACTTACAAATAACCAAGTAGGCAAATCTTA 
TACTTCAGTTTGAACTGAAGTACAACACAGAGAGAAGTGCAAAAATCATGAAGTGCGCTACGTGAGACATTATCGTGACGTGAATCCACCCACT 
CCCATAAGCACCTCCCGGGCCAAGGAGTAGAATTTCAGCCCCCTGTACCCTCTCTCCACCCCACAACCGCTTCCTCCACAAAACTAACCACCAC 
CCTGCTTCCCAGCCCCATAGGTGAGTTTTGCCTATTTCTACGATTTAGCCTGGAGGCAGTGGGATCTGCCAGATTGAGGACAGGTTTTGTGAAT 
AGACCACGATGGGGCTCCTGCCTTCTGCACTCTCTGGCTGTGTGATCCTGGGAAAATGATATGACTTCGCTGAGTGTTGCTCCTTTCATCTGTA 
AAAAGGAATAAGGGAATGCTGGCTCTGTATGGCTTATGCAAGGATTAAGTGAGAAAATAGATGGAAAGCGTCTGGCACACCGTGCATGTTCAGG 
GAGCACTGCGTCCCCACCACCACCTTCATCATGGCCTGTTTACCCTGATGTGCTGGCATCGGGAAGGTGGGGGAGCTCAGCAGCACAGGCCTGT 
GGCAGGGTCAGGCCAGAAAGAGCCTCAAGGCAGGAGAAAGCAGTCCAAAGCCACAGAGAGGGAGGCCAGACTCCAGGAGGACCTGCCTGCATCA 
GAACAAGTTCCTTAAGAAAACAGAGCCTGGGGAACTAATGAAGTAGAAATCGGAGAAGAGGAGGGAATCTAGGTCCCTTGGGAGAGAGGCCAGA 
TGCCCCCAACCAGCCCCTCCTTGGGGAAGGCAGCCTCTCCTTCTAGGAGTGAAACTTGAACCAAGAACAGTCTTTAGGGCAAAATCCTTTTCCT 
AGGTTGCCATGAAATATGCATTTCATGCAAGCTTTGGAGAGGTCAAATGACGCTTTCTCTCAGCTTTCTGGGAGTTTCCTGTGGAATTCATGTG 
TGCCCAAAGAAGAACTTTCACCAATGGGGAAATTTAATAAATGTGGTTTATCTAAGGTTCGTGCTTTCGGCTACATCTGCACTAATGACTCAGG 
CAGTTTGCTCCTCGGAGACCATCATTTTTCTTTATTTGCTCCAGCAGTGAGGTTTCAGCCTGAGGGAGAGAACGTCAGGGACGGAGAGGCAAGC 
ATTCTTGGTCCTACTTCTGGGATTTTTTTGTATTCCCTCCGAACATTTGGTTCCATTTCTTCACTTCCTTCCAGTCGTGCCGGATTATTTCTTA 
TTGCAGCAGAACCCATTCATAACTTTAATCAGAGGACAGGACGAATGTTCAGTAAACGCATGTATAAAGAGAACTATTGTATGTAATTGTGACA 
TCTGTGGGAGAAAGGATGTAAAAATAGTAACGATCATAGCTAGCATTTATGGAACACTTATGAGCCAAGGTCCATTCTGAGCACATTGCATGCA 
TTATTTGATTTAATCTTCATAATGCCATTGAGTGGTGTTAGCCCATTTTACAGATGAGAAACTGCTGGCTCAAAGAGATGAGGGAAATCAGTGG 
AGGGCACAAAGCTAGTCAGTGATAAGAGGCAGGTCTAATTTTAAAGTCTCCTTTGCTTAATAAACATACAGTCGTGCTTTGCTTCATGATGGGG 
ATAGTTCATCTTCATGTGAATACCACAAAATGTACTTACACAAACCCACATGGCATAGCCTACTACACACTGAGGCTGTATGCTACAGCCTGTG 
GCTCCTAGCTTACTAAGCTGTATAGCATGTTATTGTACTGAATATAGTAGACAACCGTAGCACAATGGCAAGTATTTGTGCATCTAACTTTTAA 
AAGATACAGT AAAAATAC ACTATTAC CGTTGTCGTATATGTGGT C CATCTTTGCC C AAAACATC ATTTTTTGGTGTGTG ACTATTAACAGGAAC 
TTGTCCCAGCCTTACTTTGTCATTGGTATTCTTGAACATGGAATAACCAAATGTAGCTGGCTCTTGGATGTTATATTCATGTGACTGTCTCATT 
TCTAAAATGGCATCCACATAGCCACACTTTGGCATACAGCGGGCTCAATACCACCCCCGTCATCCCCCTCCTTGTTTTCATCTGGAGCTGCTGC 
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AGAGCTAGAACTAACAGTCATATTCTAGGCAATTGGACAATTCTTATAAAATTCTCTTCCTCTGCCGGGTGCGGTGGTAATCCCAGCACTTTGG 
GAGGCCGAGGCAGGCAGATCACCTGAGACCAGCCTGACCAACATGGAGAAACCCCGTCTCTACTAAAAATACAAAATTAGCCGAGCATGGTGGC 
GCATGCCTGTAATCCCAGCTACTGGGGAAGCTGAGGCAGGAGAATCACTTGAATCTGCGAGGCGGAGGTTGCAGTGAACTGAGATCGCGCCATT 
GCACTCCAGCCTGGGCAACAAGAGCGAAACTCCGTTTCAAAAAAAATAAATAAATAAATTCTCTTCCTCATCGTCTGGCTTGGATAGTGCACAC 
ATTTTCTCTGAGGCACACAACCAAACGCCCACAGCTGGGTGAGGCGGCAACTCCATTTCGGCATCCCTTCCATGACTGGAGACTAAAAATAGGG 
GTGTGTCTGACAGCCCATTCCCACCCCTGGCACCCAAGCCAGTCCAGTCGGCCACAGGGAGCGGGGAAAAGGGTTGTTTAGAAGAATTTTCTTA 
GCCTCGAATACATGTGTTGAGCTTATGGTATGTTTTATAAAAGCAGATCCCAGCCCTCGTTTCAAGGGCTCTTTAAGATTTCCTTAGGAGAATC 
T C AAAGAGAATGGGAAAAATGCCTAAGTTT CIACAAAATAC AAC CTTGAATTC ACTTT AAACAAAGGAAAAAGT CT AGTTTTAGG AAAG AAGGG A 
GAATGTGTTTTACATGTAACAACAAATTGCTTTTTCAAAGTGCTGGGTACAGAAGAGGTATGAATTGAAGTTTAATTTGAAAAGATTGGATATC 
AGCATTCTGAGATTACAGAAAATTCAACGCGTGACTCCTCAGGTTCAGTGCGTGCTCTTAGACATAGGTGAAGGGAAGCAAAAGTTCCTATTGG 
AATACTACCACTCACCTCCTTCCCAACTCCCATTGCCCCCTGCACCAGTAACATACCTGTGTACCTTACCCTCACCTGTGAAAGGACCCATATG 
TACATAAACCCAGAAGATACCACAGCAGGAAGGAGTGATACTGGCTTCTCCTCCAGGCCATGGCAAAGTACAAGCTGCAGGCCAAATCTGGCCA 
AAAGTGGCCCATGGACAAAGCAAAACAAAAACTAAGAAGACTGTGCAACAGAGATTGTAGTTAGCCTATGAAGCCAAAATATTTACTATCTCCT 
TTTG ATAG AAGAAAT CTGC CAAC CTCTGCTCTAGTT C AAGAAAAAAAATCAAAATCTAGACATGT CAAGTCACTCACC AACTGTC ACATGGTGA 
GTTAATAACAACTGGAATAGACCCGGGTTTACTGATTCTCAATGCTGTGTTCCTATCATGATTATGGCACAGACCACAGCGCTTCAGAACTATG 
AATATGGCAGCTTAGGGGGCGTGGTGTTTGTTTCCCCAGAGAGCATTTCATTCCAAAGTATTCTGTCTCTTCAGTCCATAAAGCTATTACAGGC 
CTGTATGATTGTCTCCAACCAAATGGATTCCATTCGCTTTTCCTTTCTTCCTAGGAGTCCTCTGTCCCTCTTCCCCTCTCCCCATCTCTTTGCC 
TTTGTACTCCCTCCTCATGTCATCTCGTAGTCTTGATGTCAGAAGAACATTTTGGTTATAACCTGTTTATGTTTTGCCTCTCAGGTTCACTGCT 
GGCCTATAATACAACCTCCCACACCGACCAATCCTCACGATTGAGTGTCAAAGAAGGTAAGTTTGTTCTTTTGTGCACTTAAAATTTTCTTCTG 
TACCAGACATGACACAGGCCCATGCTGTTAAGGTTGTTGCAGAAAACCAGCTTGCTTGTTCCACTCAACTTTTCCTAGCATACAAAGACAAGCC 
AAAGATTTTCGCCACTTGTGCTACCAGTTGCAAAAATACAGTAAAGAAAGTTTTACAGTATCTTGTAATAATATCACAAAGATACAACTTGAAG 
TTGTCACTCCATGCAGGAAAACATGTTACTTTTAGAAAAAAATGAATGCTGCTTACTTTCAAAGTTGAAAGTTGGGAGTTTTCTCTGATGAAAA 
TAATGAAATGAAGAGTTCAAGGATTCCAGCATGTCTACCTTTAAAGGTTTTTTTCCTAAGAAATTTTAGCAGCCGGTCATGCTGGCTCACACCT 
GTAATCCCAGCGCTTTGGGGGGCCGAAGTGGGTGGATCACTTGGGGTCAGGAGTTCGAAGCCCAGCCTGGCCAGCATGGCAAAACCACCATCTC 
AGCTAAAAAATACAAAAATTAGCCAGGTGTGGTGGCAGGTACCTGTAATTCCAGCTACTCAGGAGGCTGAGACATGAGAATCGCTTGGACCCAG 
GAGGCAGAGGCTGCAATGAGCCGAGTTCGCGCCACTGCAGTCCAGCCTGGGCGACAGAGCAAGACTCTGTCTCAAAAAAAATTTTAGCGATGTC 
AATTCATTTTTAAAGTGGTGGCTTAAGGGTTTGGTCTGGTTTGGTTTGGTTTTGCTGAGAAAGAAAACTTCCTCGGCAAATGATTTTTGCCAGT 
GAAGATTTTAGTACACGTCACAATAGAATTGCTCAGCGTCTTTATGAAACATCGTGAGGAGTGGTTCAGATACTGTTAGATTTCAGGCATTGAA 
ACAAGTGAATAATTCATAGTACCTGGTTTAAAGGAGGAAAAGATGTGAACAAATAATTATTAGGAACCAGAGAGAGACTGGAAAAAATATTTGC 
GCGGCATAGCAAAAATTGCACAGAGGAGGGGACTTTTGAATAGGAGCTTGAAGAATAATAAGAGTGTGGCAGGCACTCTGTCCTCCTTGGCTCG 
CTGTCTGTCCCCAGTTTTTCTTTAACTCACCCTCCCCAAAATATATAAGAAAGGCAGAAGTTCTCAGGATCAGTTACATATAGCACAGCAGTGC 
AAAACCTTTGAGAGAAACAAAGGCTCTTCTAAGGGAAGGACCATTTGGCTTAAAATCCGCATGGGGTGTGAAGGAAACAGAGAGCCAAAGGCAC 

AGTGG AAG AATTATACAACATAATGAAT C CGCTTTTAAACATTTGTGTTTTTCATTTGTTTCCTTCTCTCCTATC CCAC CCTG AGC CAGTCCTG 
TTTCTGCCACTGTTTTTCCTTTCCAAATCAGATTTGTTGAGTTTTGTCATGAACGCTGAATTTCTATGGATTCATTCTACATTGTGAGTCAGAT 
TTCACTTTTTGACCTATTTTAATATGCTGTTGCAAATGTCTGTAAGAGAGAAAATACATTTTAGTGGCAAACGCATTAGATTGAAGGTCAGGGC 
ACCTTTGGCTTCCTGTGAGAAAAGCACTTCAGGCCCTGAACCTCAGTTTCCTGCAGAACGAAAGAGAAGAACTCTGTCAGCAAGAGGCCAGCCC 
TGACTCTGGAGATCTTGGCCTCTAAGGAGATGACAGGAGCACTCACATTGCGAGGGCTCAAGAGCCAGTGTCCTTTGATATGTTCTACATACTG 
AGTTTTATTTCATTTGTGGATAGGGATGCACTTTTTGGAAGGAAGGAAAAAAGAAGGGGAAAAATGACTAGAGGGAGAGAGAGAGAGGGAAGGA 
AGGGAAGGGAAGGAAGATAGGGAGGGAGAAAAGCAAGGCTATAAGGAAGGAAGGGAGGGAAGGAGGAAGGGAGGGATGGGAGGAACCCTAA.CCT 
GTGAACTGCTGAGTTCGGATTTTTGTAAGTTTCTCCAACACTTCAGGGTACAACCTGCTAGCAACATCAGAATTAGCCAGTGAGGCTCTGAAGG 
AGAGCTAATGAAATATTTTGTGATATTGGGCTTCAGATATAGGGTTTAGTTTAGAAACTGGTTTAGCCAAGTTGAAATGTGTTGCTAACCATCT 
CCTCCTCGTCCTCCTCCTCCTCCTGCTGTCTTATTGTTCAGCCGTGTCCTCTACCTGCCATACACATTTGCTTCCCTTGGCCCTTTTGTGTTTA 
GGGAGGAGGTTTGTAACACTGCTGGCTCATTCAGGCTTATTGCAGGAGCAGCTCCCTCTTGCTGGGTAGCAACCCCTCTTCTGAAATGAATTAA 
CTGTAGTATCCAGGCAAACACACGCTGCGAGGACCTCATTCAGGTGGTGCCGGCATTTATCTCCCAACATCGGGCCTGGCCTCTAGAGACGATT 
AAGCCTGTGCTTTGCAGGTGCATCTTTTGTCCCCAGTAAAGCTCTCCACTTGAGCTGTCTTGCTCCTCTATGCCTTCCCCTTGTGAGGTGGTCT 
GAATCTGTCTGAACGACCCATCAAGCCACAAAACAAAGTACATTAGCAAGACAAAGCTAAGCAAGCCGTCCCTCTATCCTCCCTGCCTCCTCCC 
CACCTCTCACTGGCTCTCCTGCTCTGCTGTAATCACTATCTATTAGCTATTAGAAGACATCAGGCAACCTTGGCTCCATCTTCTTTGAATAAGA 

TCCACAAAGGGCAGGTGCTGGCATCAAGCACAAAGCAAGGAAGTTGAGGAGATGCTGTCTATTAATGTCTTCAAAGCACTTATCAAATTAGAAT 
GGCTTTTTGCTTTAAAATTGTATAATCACCCTTCCAGCTTGTCTCTTGAAAATGGCTGCAATCTCTAGGGGTTATTTGTGCCCAGGAAGTAAGA 
GTAGATTTTAAAAATTAATTTAGAACAATCTTTAAGCCCCTTTAAATTAAATATTCTATGGACATGGATTGGATCCAGCTAGAGCAGTTATGCT 
CTACCTTTAGTTTATCAAGGCTAAGGCACTTAAAAAAATAAACTAGGATAAAAGCTATTGTTATCCATTTACAATAGCAGCCACAACTGTCATC 
TGTAAAGGGTTTTGGAATATATCAGACACCTCCACATGCTTTGCTTTGGAGCCTAGCACTGGGTCTTTGAAGTAGATATTATTATCTCTATTTT 
GCAGACAAAGAAAGTGGGGTTCAGCACTATTAAGTGACTCACTGAAGGGTACACAGCTACTAGATGGCAGAGCAAGGACTCAAACCAGGTTAGA 
GGATTAGACTAGAACCCCCTCACTTTCTGACAAATACAGCCTTTCTCTTCCAGCTGCCATTCTGCAAAAGCAATACCTAGCCTAAATGTAACTT 
GGGCAAAGATGTGAATGTTTTGCATTACTTGATTTCTGTCCATGCAGTTTTCCCACTGTCAGCTCCATCTCCATCCCTAAACTTTTCTCTCTTT 
GCAAAGATGAACGAATAAACAACTTATGCTTGGCACCAGCCCTTAGTTCTGACAGCACAGAGAATCACCAGGAGATCTTTCAAAATACTGACTC 
TAGGACAAACATTGCATGATTGCAGTCATAGGAGGTAACTGTCAACTTTGTAGAGCCAGAAGGTACATGGTGGTTACCAGGAGCGGCAAGGAGT 
GGAAATAGGGTGTTAGTGTTTAATGGGTAAGAGTTTCCATTTGGGAAGATGAAAAGGTTCTGGAGCTGGATGGTGGTAATCGTTGCATAGCATT 
GTGAATGTACTTAATGCCACTAAATTGTACACTTAAAATGGTTAAAATGGTAAGTTTTATGTTACATATTTTACTAAAATTTTGTAAATGCAAA 
AATTAAAATAAAAAAATACTG ATGCC CAAGTGC C AAAAAATGATGC ATTAATT CAGAACCTCCAAGGGTGACT C CTGGGCATTGG AAATGTTTT 
AGAGCTCTGCGGGTTATTCATATAAGCCAAGCTGCAGCCAAGCTAGAGAAGCCTGCTTTATAGAACAGAGACAAAGTAGAGAGAAATGAGGCCC 
ATGTTAGAGCTACTCCAGATTTTCTTGGAGACACACTGGGCGGTTGTGTGGACCCAGATTGTCCTAGAAAAGGAATAGCAGGCCCTACTGGTAT 
ATTGATAAAGGTATAGGTAAGTGAAGAGACTGTACGATCTTGATTAGTTTTTTGTCATTGTCATTGATGACTGATTTTATTGATGCATGATGTT 
AGTGATTTAGACAACTGTACGTTCGTACATCTCAGAAATTTCTTTCTGACGTGTCCTCATTCAGTGCTGTAAAAAGTAGATATGGTGTTGGTAA 
CGTGATTTTATAGGAAGGATACTGGGGTTGCAGAAGTTAAGTGGCCTTTTCAAGTGTGTAAGAGTCCTGGAGCCAGGGCTACTGACTTTCCACA 
CCTTGTTCTCTCCCGTCCTCCAGGCTGCAGATGTGCGTGTGTCTGCCCTGGTCCCAGGTCAGAGCTTCCCTTTGTTTTTCTGGGCAAAGCCTGC 
CGGAGGCCTTCCCAGCACACTCAGCTGGCCCAGCAGTGTGCAACAATCAGCACATCTCTTCCTCAGAGCTTGTTTGCATGCCTAAGCCCTCATT 
TCCTTAGTTCCTCATGCTGAATCTGTTTAAATACCTCTGACTTTCCAAAAGACAGAGGATATTGAGTTCCTTGTTTATTAACTGGTGGAACTCA 
TCAACCGGCCAAGGGCCTGTGGAGCACTGAGCTTCTAGCCCCAGCGTGGAGCCTTTCAGGACTGCCATTGAACACGGAAACTGAAAACCACAGC 
CCCACTGCAAGCGGAATGGGCATCTCCAGCGATTGCCTTGGCTGATGGATAAAAAGTCTGTCGGCTTGCATGCTAAGTATGGAAAAGAGAGGGG 
AGAAACTACCTTTCTGTGTGGGTTAGAGTGAAATGCCTGGCTGGTGCTGAAGCCCATGTTAAGGAGAGGCTGGCTTCTCTCCAGGAGAGTCCTA 
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GGTGGCAGGAGCCATGCACATGGTAACAACAGCATTTTGGCAGCCTGGTAGGGTTTGCCAA.GCACGTTCCTATCCATTATCCCGTTTGTGCCCT 
CTGGTGCCATCACCATGAGATGAGAAGGCTGGTAGTATTATTATCCCCCTTCTATAGATAATGAAAACAAGGCACAGAGAGATTTCAGGGTTCC 
TTAGAAGGCACCCAGGTCATGAAGCAGAACAAGACTCAAGTCCGGGCCTTTGGTGTGTTCTGTCCTTCCTCTAGGCTGCTTCTGGAATCATTAT 
CTCAGCATAGTTGATTCAAGCATCTGACAACATCTTAAGGATTCTTTAATACTCTCAATTTACCGAAGGTGGGCACTGGTCTCCTATTTCAGCA 
TTATAGCATACTGATTAAAAACTTGGGCTCTGGACTCAGACTGTGACCTGGACAAGGTGCTTACATTTTTCTGCCTCAGTTTTCTCATGTATAA 
- ATGAGGATAATTGTAGTGCCCCTTCAGGGATAATGTAAAACTCATAAATCAGCACAGTTTCTGACACACCAATAAGTGCTCAATAAAAGTTATA 
ATAAGGATAGTAAATTGTTATTCTAATTTATTATAGTACAAATTCTAATAGTAATTAACATTATTATTGAAAGCTAATTACAATTTTTTTTTTT 
TTTTTTTGAGATGGAGTCTCGCTCTGTCGCTCAGGCTGGAGTGCGGTGGCGTGATCTCGGCTCACTGCAAGCTCCACCTCCCGGGTTCACGCCA 

TTCACCATGTTAGCCAGGATGGTGTCGACCTCCTGACCTCATGATCTGCCCGCCTTGGCCTCCTAATTACAGTATCCCGCTAATTACAGTATTT 
TTGAGGGTTTACCAGATGTTAACACCGTACCAAGGGTCGTGAAGGATAGTATACATAGATAGCCAAGCTGCTTTAAAACTTATTCGGGGGCCGG 
GCATGGTGGTTCATGCCTGTAATCCCTGCACTTTGGGAGGCCAAGGTGGGCAGACCACCTGAGGTCAGAAGTTCGAGACCAGCTTGGCCAACAT 
GGTGAAACCCCGTCTCTACTAAAAATAAAAAATTAGTCAGGTGTGGTGGCATGTGCCTGTAGTCCCAGCTACCCGGGAGGCTGAAGCAGGAGAA 
TTGCTTGAACCCGGGAGGCGGAGGTTGCAGTGAGCGAAGATCACACCACTGCACTCCAGCCTGGGTGACAGAGTGAGACTCTGTCTCAAAAAAC 
AAAG C AAAAAAACAACTATTTAGGGAGAC ACACCTAGG AAATATGAAGGAAATATAAAACTGCATGT AAT CGAAAAAC AAC AATG CATGCTAC A 
CACAAGAAATTTTCTG AGTGT AATGAAG AGATGG AAAATC ATTAATGCTC AAGCTG AACATCTC CT CC AAAT C C CTTAT AG AAC AGGAG AGAT C 
TGAGGCC AG AGAAGGTGTGG AC C CAG C C ATGGTCACAC AGGGAGTGAAGAC AAATATATACAATTATTC CTATGTAGG CAG ATGTTATAGATAC 
ATGATACCTTAGTCAGGAATTGACCTAAATTCTGTGATTCATGCTCTCCTCCATTCATTCATTTCTTTCTTATGGAGAATCTTCTCTGCATAGA 
ATACCAGGCTGAGCCCTAAAACCATGGTGAACACAGCACACTACCTACCCTCAAGCAGGTTCTAGTCAAACAGAGAGACAGACAGCTAAGTAAG 
TAAGGAACTACTGTGCTTTAGAGTGAGGGCAATGCACGTATATTACCACGTCTTTCAATTTTCCCCTGCATTTAGCTCCTGTGTGGATGTCCTT 
TATGATTTTAGAGGTCATAGTAAAAGATGGAGGCCTCTAGCAAGCTGCAGCATGGCAGGGCTGGAAATAGATGTTGAAGCAAAGGGAAGGAGGA 
AGGCACCAAGGAAACCAGCGTGTTTGTTGGGGTGGGTGTGTGAGCTTTCAAGTTGGGTTTTGGAGACAGGAGCCCAGGTGAGCCCTTGCAGGAA 
TAACTGAGGCCTGGGTGTTTGATGTGGGTTTCAGGAAGACACCCTGGGGTAGAACCTGTGCACCATGGCTTCCTGGTACCTGGAAAACCGGGTG 
CAGTTGGATGTTTCATTGTGAGACAGGAAGCTCAGCGAAGGAGCGGAGAGCCAGGGACTTGTGTCAAAATCATTTGGCCGGGGAGGGCGGAGTA 
GGTGGGCATGGAGCTGAAATAAGACTGACCATGAATTCATGATTGTTAAAGCAGGGTGATGGGGCCTCAGGGTTCATTAGACTTTCCTCTCTAC 
TTGTATATATCTTAGAAATTCTCCGTAACTCAAAAAATGCCTCAAGATATCTTTGCCTTATTTCTCCGGGCGAAGAGTTTCCTGAGGAGGGCAT 
CTTTGTCCCTCGCGATATGCACTGCCTGTGTCAGGCTGATGCGCTCCCGGGTGCAGTACTTGGGAAGGCGGGCATTTGGCAGCCTTGTGTGTGT 
GTCTGTG.CAGGAGGGCGTGAGCTGGTGCTCAGTGTGGAGGTGGGCTGTGTGTGTTGCCTTGTAGAGTGCAGCGTATGGGGGCTAGGTCTGGAAC 
ATGTGTACCCAAAGGAAAAGGCCTGTAATACTGTGAGGTAATCTCCTGTTATTTTTAGGGAGTAAATAACATCTCTCATGCAGCAGGTTGTGTG 
ACCCC AC AGG C CC C ATCTACGTC AGCTCACACACACTTCAAATTGG AGGGTATCGCGG CCTC ACAGG AGAGC CTGTGAAGAAC ATTGTCATTAT 
ATGTTCTTCCTTTATGATGAAATGTGCCTAAGCCATTCTTAGCAAAAGCAGGGATGATTGCTGGATGTGTGTGTGTGTGCATGCATTCGTGTGT 
' GTGTGTGTGTGTGTGTGTGTGTGTGTGCACGCGCGCTGTTTCTGTGGTCCAAAGGCAAGATTTATGATTATGGGATAGACAGTAGCTTGCTCTC 
TCTATTTTATTTTTTAAAAACTGTTTTCCTTTGAAATTCCTGAGTTAATGTTCTGTCTGCTTTCTATCTGACCCTCTTCGGAGAGTTGCATTTT 
TTTTTTTTTTTTCACGAGAGAGAGATTAAGAGAGAGAGAGACAGAGAGAGAGAGAGAGAGAACGAGGGTGACAGAGAGAAACAGAGATCGGGGG 
AGGAGGGAGAGCGAGAGAACTGGAAACAAAGACTCGTTGTCTCTAAGCTGGAGCAGGCAGGAAACCCCAATCCCTCGGGAACTTAGCCAGCCCG 
CCCTGTCCTGGAGTCAGACTCCAGCTCTCTGAATTCAATTTGACAGCTTGTCTGGGACACTTTCTAAGTAACCATTATCCTTCCTTTCTCTAAG 
TAAAAGGACTGTTATTTCTTTTCGTGGGTGTGCTGTGCGAACTGCTATTGCACACGTGTGGCTCACACAGTGACTAGGACACACTTTCCTCAAA 
TTATTGGAAACAGCCCGTTTCCTAAGACAAGTGTAAATTTGTTCCAGGATAATAAGGCAAAAGACTGAGTATCAGTCCACTGCCTTATTAGAGG 
TGGGCCTATTCCATTAGAGGAGGAATTTTGTGTATGTAGGTTTTACTTCTTTGAGGATTCTTTTGAAATAGACACAAACAACAATATCTCCCAA 
TGATCATTCTCCCCAGTTTCTGTGTTAATTGGTGGATTAATTTAATGAAACGCATCACCATACATCCCACTGTGGAGGGAACTCAGATGTCCTC 
AAAGCTACCAGAGGTTGTGCAGGCCACGGGCACAACTAGGGGTGACCACCTAGAGTTCAAAGGAGGCTGTCTTCTGCCTGGGAACAGGGCCATC 
CTGGGGTTTCTTTTAATTACTCAGACCCAGTTGAGTCACCACCATAACCTGAGGGACTGTGAGGTGATCACCTGCCCTTCAATGTGTTCCTATT 
GGAAGACCATCCCGATTCAGCTCTGTGGGACCGCTAGAGACAAGTTCCAGAACTGTCTGGATCCCCCTGGAGCGTAGAGGTGTGATAGTTTTGC 
TCAGTAATACAGCTTTGCCCATTTAGGTTCTGACCCAAAGACCTGTCCTTCAAACATGACTTGGTTCCTGTCTACTCTATCTTCAACCACACTT 
TGGAATAATGTTTCCCCATTCTTCCTTTGCCGGGTATACCTTTCATCCGTCTCAGTCCCCACCCCCAGTCCATATTCTAGGAAACCACACTCAC 
CCTTTAGGGCCGTGGTCAGATCAGACAGCATCACCTCATTACGGTCTTGTGCACCCTTCCCCAGGATGCTTTGCTTATACCCACTGTTTTACCA 
ATACAGCATTCAATAGATTCTAGCCCAGCAGTCTTCTGTCTTGTGAGACGGGAAGCGTCTTGAAGGTAGGGACTATTGGATGGATGGATGAAAA 
TAATAGGCAAAGTACCTTAAACTGTTCCCCAGCAGTCTGGTGTAGAACTAACCCTTTGAGATGTTTCTACAAGGTGGATGTTTTGGCTCTATCC 
ACTGCAGCTGCTGGTGTGGCATTGCCTTTCCTCCCTACCCTGCCCTAAATTTCCATTGCATGGGACCCCAGGGTGGTTCCTTGGAAGCTGTGAT 
CAGTCCCATCCCTGAGCAGGGAAGCAAAACTGATAAAGAGCAGATTTCAATCACAAGATGATGGCACCAGAGCCCCTTCTTGGCCCAACCACCG 
CAGGATCCTGCTGCCAACTGGACTCCACAGGCCCTTCAGGTCTCTGCCCATCAGGAGGAGGCTGAGGACACGCCAAGCCGAGGAAAGGTGACGC 
TGCAGGGAGAATGTACCTTCTGCTCAATTCCACCTTCCTTTCTTCACTTATGCCCCAGACAGCCACAATAAGAGCTAACATTTGTTAAGCACCT 
ACTATGTGCCAAGAAATTTCCTATTCATTTCACATTTATCCTTCATAAAACCTTGTTAAGTTGGCACTATGATTATTCCCATTTTACCTGAATC 
AC AGGT ATGATGTT AAGC CTG AATC ACAAAGCTAGTATG AAACAG AAAC AGAAGAGAG CCTGTTC CTGT AGTCCC CTCC CCACCTAGG CAATGG 
C AAG G G CT C C AAAATG AC C C TTT C C T AC TT CAT C T AC CAC C C CCAT C ATG C ATT T C C C C C AAGT AG C T GAT GTT GTCT AGT TG CT AAG AT AT AT 
TCATCTATTGACTCCTGCTACCATCTAAAAAATCAGGAGCCTGACCCAGTGCAATCAATCTTATTTGCATTTCAAGAAGCAATCTAGCAATTTA 
GAATTTTAGAAATTCCACTATAAAGAGGTTGTTTGCCAGGTGGGATGGGGCGGTGGTAATGGAGCTGCAAAGTATATAAAAGAAACATGCTTTG 
TCCACGCTTATCAGTCAAATTCTTTCTTTCTATCCATCCCTGGAGAGAGAGAGGGAGAGGAAGCTTCTTCCATGCCACATGGAGACAAACGGGC 
TTCAGACATCTTCTAGTGAAAGACCAACGTATAGGAAGCATCATTTGTGGTGGTTTCACAGATTTTTTTTATTGTTACGCTTTATAATTTATAT 
AATTATACACATATCCTTTTGTGTTTAATACTACATTTAAGAGGATAAAGGAAAACAAGAGATTTAGAAAACAAAGTATTATATTGAGTAACAC 
TCTATTG ATG AG AATTTCAATAAACTGAATTTAAG AAAC CATCC AGG C ACAGTGG CTC ACACCTGTAAT C CC AGCACTTTGG AAACC CAAGGTG 
AGAGGATCACTTGAGCCCAGGAGTTCAAGATCAGCCCTGGCAACACAACTAGACCCCATATGTACAAAAAATAAACAAAAGTAGCCAGGTGTAG 
TGGTGTGTTCCTATAGTCCCAGCTACTCCAGAGGCTCAGGTGGGAGTATTGCTCGAGCCCGGGAGATCGAGGCTGCCATGAGCCGGGATTGCAC 
CACTGCACTCCAGCCTGGGCAACAGAACAAGACCTTGTTCTCAAAAACAAAGCAAAATAAGAGTGGGGGTGGATAAATTCAATAAATTTAATAA 
ATTTATTATTTGAGGGAAATAAAGTTTCCCTCAAATAATTTCATGGGTCTATCAGTTTCATGGGTAATCCTCTGCCTCTGTAAGCTTCATAAAC 
CCATGGTTCCCAAGGAGAAGAAGGAAGAGATGTCAAAATCAACTTAAAGCATCTTAAAGACACGTCCAGGATGCTCCAGCTGCCCCACCCTGCC 
CCGTGTCCCTCCATAAATTCACCTGTGCCCTTGGTAGATGAAGGAATGAGGAGAAGGTTGGAGATGAACACTTGTGTTCTTAGAATAATCTCCT 
TCCATTGCTCTGGAATGCCCCACCCCTGCCCTGCCCCAGTATTGAGAGCCAGGGCTTCATCCCAATGCTTAACTGGAGAAGAAAGGCACCTTCC 
TGCCACTACAGAGTTCGCCTCTTCTCACCCCTGTGCCAGAAGGCTCCAGGCCAGGCACTGCTCCTGACCACTCAGAAGTTCCCACTTTGCCCTT 
TCTGCCTTCCCTGGGCTGTCTTTGGTCTTTCTGCTTATCAGAGCTGCCCTTAAATGCACCCTGAATAAATCAAGACCCTCATAGGTGCCCATGT 
GCTCTGCTACATTAATGATGGTGACAATGAATGCATGAGCCCTGCTACATTTTAGTAAAGGACGGTGACATTAGGTAAACCTCCAAGTGGGGCA 
GGGAACTGGTGCCAGGCTGTGGGACTGTTGCTGGGGGTCTCCAGAGCACCCTCCCCATTCGTTCCCATTGGACTCAGCCCAACAATGACTCCTC 
CCGCACTGCCAAGAAGGGGCTTTCATGACCCTGAGTGCTTGGCAGGGTAGAGCTCCACTACAGTTCTCAGTGGCAGTTCACATCCACTGGTTGG 
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GCCGTTTGGGTTTTGCATGTCTTCTAATTTATCTGCAGACTCTGGGATGTTACTATTTTAGGCCTGCCATCTCTACCAAGTTTCCCCTTGACAC 
TACACGCTCATCCCACTCCAGACGACAGAGCGAGGACTGCAGATGCAGTTGGCCTTGCTTGATGCAGCTTCATTGCTATTGCTTGGTTCACAAT 
AGAAGTTAAAAGTGATCCCCGTTGGCCATTTAGAGGAGAAGGGTCCCAAAATACTTTGGGAAAAAAAAGGACAGGCCTATAATGCTCTGCCAGG 
GGCCACCTCAGCACAGAGTGTTCCAAATGTGTTGGTTCTGCCTAATATACTGATTTAGAAATTCCACCACATGGAGGTTATTTGAGGCGATTGG 
TAGCTGGAAGGTATTTAAAAGAAACTTGTTTCACCAAATTCTCATCAACCAAATTCTTTCTTTGATCTATCTGGAGAGAGAGAGAGACGGAGAA 
GCTTCTTTTGTGCCAGACAGAGATCTATGAGCTTAGGGCATCTTCTAGTGAAAGGCCAATGTATAGGAAACATCATTTGTTATTTTAATATAAA 
AACCTTTCTAATCCCTTTTTATAGATTGAATAACTCTCTCTCTTCAGAAGCCCTTATCTAAGATAATAAAGAGCATATTTCTCATGAAATATCC 
TTGTTGGAGAAAAGAAAGTCCTTGAGGAGGAAATATGGAGGCTAGAAACACTACCCAGGTTGTGAGTGGGCTTTTTCTTTCTTGTCTCAGGGAT 
CTGTAAGATCGAGAAGTTTAACATGGGTCAGGTGTGGTGGCTCACGCCTGTAATCTCAACATTTTGGGAGGTCGAGGTGGAAAGATCACTTAAA 
CTCAGGAGTTCAAG AT CAG C CTAGGCAACATGGGGAGAGTCAATCTCTACATCAAAT AAAAAAATTAGC CAGGCATGGTGGCACGGGCCTGTGG 
TCCCAACTATTTGGGAGGCTTAGGCACAAGAATTGCTTGAGCCTGGGAGGTCAAAGCTGCAGTGAGCCAACATTGCGCCACTTCACTCCAGCCT 
GAGCGACAGAGTGAGGCCCTGTTTCAAAATAAAAATATTAAACAGAGGCTTAACATGCCTCTTTGATAAAGTTTAAATTCTTGTATTTGGCATA 
TTCTAAAG AAAAG ATGGTAAAATT AAGTGGGACAATTACTTTATCTGT C AAAATCCAACAC ACTCTTCAAAAC CCGATTC AAGT C CT ATCTG C C 
TC AAGAT ATGTTTTT CTTC CTC CTTAAGACTATAGT CTC CTCTCGGAG CCTCACCTCATTCAC AGGCTATTT ATGGAC CTAATTAC AG ATTAG C 
TTGTGGTCTTTAATTGTGAGTTTTCTCCTGGCTCTTTTCTTCCAGCCCTGTATATATTCAGTAAATACCATTGAATATTTACTCAATCCTGCTG 
CAATAAAGGAAGAACCAGAAGAAATTAGCTTTGGTTGACACAAGAAAAATTAACTTCTTATGTCCCATGAACTAAACTCTGAAAAAGAGTATCA 

TCAGTGACGCTCACTGCAAGCTCCGCCTCCCGGGTTCACACCATTCTGCTGCCTCAGCCTCCCGAGTAGCTGGGACTACAGGCACCCACCACCA 
CGCCCAACTAATTTTTTGTATTTTTAGTAGAGACATGGTTTCACCATGTTAGTCAGGATGGTCTTGATCTCGTCACCTCGTGATCTGCCTGCCT 
CTGCCTCCCAAAGTGCTGGGATTACAGGCGTGAGCCACTGCGCCCAGCCCTAGAAAGCATTTTCATATGCATGGTGTCATTTATTCTCAAAAGA 
TCCCTGTGAGGATCCAGTGTGCTATTTGGTTTTCCAAACTCTTAAATTTAGGAATAATCACAGCACTCTCTCCCGCCCCTGCCAAGTATCTACC 
TTTTACAGAGAGGTTCAATAAGAGGTTCAGAGAGGTTAAGTCATTTGCCTCAGACCACACAGCTCATAAGTGACAGAGATGAGAGGCAAAGCAA 
GGAGTTCTGACCCCCCAGCCCAGAGTTCTTTCCTTTGCAATGAGCCATTTCCCTGTTTGGAATGGATTCACGAGAAATTATGGAATTTCTTCCC 
ATGAAGATCTTTAAGAGCCCTTAGTAACACCACCAACAGTCCTATGCTTGATAAATTTTAGGTATCAGTCTTCCAAAGAGATGAAAATCATTCT 
TGGTATCATTTTGAAAAATCTTTGAGCTTAAGAAGTCTTCGGGCTTTTGGGCCTGTCTGCAAAATAATTATCAGCCCTGCCCAATACACTAGAG 

GCGTCTGGGCCTGTGCTAATTTGCATGTGTGGTTTAGATAATGTCTGAGGTCCTTCCAGTCTAAAAAGGAGCCTCTGATGCTGTGATATAATAA 
GTGAGATCACATTCCACGTACCAAGACTTGATGGTTCTTTTTCTTTTAACTACTGTGCTCTGTCTGATGTGTGGATGCACAGCTCAGGGACGGA 
AGTGTTTCCTGCTCACCTGCCAGGCCACAAAAGAAGGAGTGCTCTTGGCCGGGCGTGGTGGCTCACGCCTGTAATCCCAGCACTTTGGGAGGCT 
GAGGTGAGTGGATCACCTGAGGTCAGGAGTTCAAGACAAGCCTGGCCAACATGGTGAAACCCCGTCTCTACTAAAAATATAAAAATCAGCCAGG 
CATGGTGGCAGGCGCCTATAATACCAGCTACTCAGGAGGCTGAGGCAGAAGAATTGCTTGAATCCGGGAGACGGAAGTTGCAGTGAGCCGAGAT 
TGCGCCATTGCACTCCAGCCTGGGGGACAAGAGCAAGACTTCGTGTCAAAACAAAACAAACAAACAAACAAAAAGAAGTAGTGCTCCTTCAGCA 
TGAACTCACCTGTCCACTTCTGCTACACTGAACCCAGAGACTTGTCCTTTCCTGCAAAGCATTTCAGACATAGGTCAAAAGGCAAATCATGGGA 
ATTGTTGGGATTTTACGTTTCTTGATTTGAATGGCCGTTCTAATTCAACGTGAATGCAAGACCACAGACTTGACAATCACCTGATTGAAAATAT 
GTGAAAAGTACTTGAGTCTTTAAAATATGGGGTTCATCTCACCTTTTACTATTCCTCTCCCAAACATCAAAGAGATGCTGTCAAGTTTCTTAGG 
TAACTTTGCTATCCTACAACATAAAGCAACTCTCATGCATAAAAAACTAATTAAAAGGAATTGGCTTTCCAGAGGGACTTTGAGACCAATGTCA 
GGCAATCTGTCACTTTTCAAAATAAAATTATGGAACTATGTAGAGCTGTATTTTCATAATGTTAGATCAAGTCTTTGCTCAAATTCTATATTTT 
CAGAGAAGACCTCCCATCCCTGCACTGCCTACTTCCCTCCTCTGGTTTTCTCTTCTTCATAGCATTCATCGCCTTCTAATATACAATGTAATTT 
ACTACTTGTCTTGAATGTCAGCTCCACAGAGGAAGGACGTTTGTCTAGCGATTGTTGTGTTGTCAGCATGTAAAGTGTCTGGCAAGGTAGTAGA 
CATTCAGTAAAACATTGTTGAATGAATAAATGTGTGGTGGGACATAAGGCATCAATTAAATCCAATAAGTTGGTGATGGCGAGGGGCAAGAATG 
AATTTTTGAGAGAAACAAAGGTGCTTAAGATACAACCCCTCTTGCTAAAGATGATCACCTAGCGAGGGACACAAGCGTACAAAGAATTACACTC 
AAAGGCTAAGCAGGACACGGGCAGTAGAGACAAGACAATTCACCAGTGAGCCTTGACCTGCAGAACTTTGAAAGCAAAGGACACAGAAGCTGAA 
TGTTACGCAGACCCAAGAGTGTATGCCCTATGGCGAAGGAGAAGAAGGGCAACCTCGCTGTGAACATTGCAACCTATGAGGGTCGGAGCAGGGC 
AGAGGGCGTTGCGTATAAACTGCCTCTCATTTATCCTCAAGCCTGATTACCTAAGTGAACTGTTATGTTTTCTTCTTTCTACCTGGAATCCTCT 
TAAACCAGAGGCAGATTTGACCTAAGAAGTATGCAATTTAGTTGCGTCTACATGACCCAATATGGAAGGAAGTTTTGGCAAACACCCAGTTAAT 
CTAGTCAGTATGAATTGCTATTCCACATGAGGCTGGCTCAAAAATCGCACTTTGAGGCCTTATCAAAATAAATAGGTCATTTAGACATCTGTGT 
CACTTAGACACAGAGCGTGTGGGAGAAATGAAATAGAAGAAGGTCCCAGGTTCAGCAGGGAGCCTCACGTGGCCATGGCAAGGCTGTGCCCAGA 
GAATGTGCCACTTCACTCTCCACGCTTTTCATATTTAAAAGTCAGCTATTTCTTCCAAGCCTTTTCCTCGTAGGTCTTTTTTTCCCTTTGCCCA 
TCTAATATCTTCAACAGTACCTCCATTATGCTCCACACAGCAGGGTCAGCTCCGAGGCAGAGGGGCTGTTGGATTCCAGGACAAGATCCTTGAG 
CAAAGGAAACCTGATCCAGGATGTTTTTTGCGTGTGAGTTCCAAGTTTGGGGAAAGCGTTCCCTGGATATTTTCCTCCTTCCAAGGTCTCAGTG 
GATGCCAAGCTCCTCTGTTGCTCTTTGGGATGTAAGACGCCGCTGAAGTGAAGGTTTAATAGCCGCTCTAGAATGGTGGGATGTAGTGAGGACT 
TGGTCCTGAGCTTCAAGGCCAGGTGGCCAGTGACTCTGGCACCTGACAGTGGGGGAGGAAGGAGGATGCTGGGTAATGCCTGGGCCTAACAGCC 
AGGCAGACCACCTGTAGCCATCAGCCCTCTCTGTCTTCTGGGATGGGGTTTCTCAAACCAGGGTCCAGGATAATAATCCACCTCTTCTTTTAAA 
AGAAAGCCACGATTTATTTTATTATATTATTATTATTATTATTATTTTTTTTTTTTTTTTGCTTTGGAGACAGGATCTCACTTTGTCACCCAGG 
CTGGAGTACAATAGTGTAATCATAGCTCACTGCAGCCTTAAACTCCTGGCCTCAAGTGTTCCTCCCACCTTGGCCTGCCAAAGTGCTGGGATTA 
CAGCCCTGAGCCACCACACCCAGCCTGAGAGCCAAGCTTTATTTAAATTTGGGAATCACTGTTCCAGGAGCACAGGAATAAAACTGTCCTTCAT 
CCTTTATAGCCCTCAGGCTTCTCTTCCTTTTCAAGGCCTTCCTCAATGGGCTTGGTAATCTCATCTCACCAAGATAAGCATGGTAGAGGGGCAA 
GCAGGATGGAATAGACTCCATGTATATGGTGTGTATTTTTAAAATCACCATTTATCACATGCTTATTTAATCCTCATAGCAACCGTAGAAAGCA 
CCTGTTATTAATGCTTTTCAGAGAAGCAGAACTGGAGGTTCAAAGCAGCTGAGCAACATGACCAAGGTCACTCCACAAGGCCAATGGCGGAGCT 
GGGATTTGAATCCCGGGTTAACTGATTCGAAGTCCTATCTCCTAACTGCCAAAATAATCCCCAGGCCCACCAGAGAGAAAGGATAGCTTCGTGA 
TGACATCCTAAGCCCTGCATCTACTTTGCCTCAGGGTGGGGCTGAGAGCGCGGACTCGAGCAAAGACTGCAGCAGATGAGAAGCTGGTCCTGAG 
GTGTGGGTTGGGAAGGTTCGGGCAGTGCAGCAGTTCTCACAGGTGGAGAGCAGGATGAAGGAACGCTTAGAGGAGAGCAGCTTCTGCAGGTTGG 
TGGCTGGGAGAGGCTGCTCCTCCCCAAAGACTGGACCTATTAGAAGCACAGGACCTCTGATGGAGATGGGGTTTTAGAGGATTTCCTAGTCCAG 
CCCTCTACCAGTACACGTCATAACCTGTCGGACAGCCCAACAACAAAGACCGCCGGTCACCTGCAGTTTCTTCCGTGTCGGAGTCTGGGAGTGA 
ATCTTCCTCCTCGTGGGCTTGGCTGTCTTGGGAAGTTGAGGGCTTTGGGTCTCAGGTGTGCCATTGATTTGAGCATTTCTCCTGTGCATCCTCA 
GTCTTTCAAGAAAGGAGGTCTGGATCTGGCTACCAAATGCCCCTGCTCTGCTGGGAGCATGAGCAGCGTTGCCCATTGCTCGGCTGAAAGGTCT 
G C ATTC AGAAGGC AGGCTTT CC AAGGAT AAAC AGGGTTAGGTG CTGC CAGCCTTCTT AGC AGCAAC C AG AAATTCAATGAGAAGTTTC AGGGAA 
AATTCATCTTTTTCCACCCAGTCATTGAGAGCAAGGTTTTATGACACAGAGGATGAAGAGAGAGGCTTTTGTGGGCTGATGTCGCTGTGTTGCT 
GGCCTCCGGTCAGGTCACAAGGTGGAGCGCTGCATGCCGGGAGGGACGTTTGGGCTTTCAGACAGCAGAGGCATCAGAGCAGAAGCAAATATCT 
T CC CAAAGATGTTTGG CC AT ATTTCTAGG AC C AGGTTAAAAG CTTC AC AC AGAAG CT AAGTTAACATTGGTATGTCTATGAG AGGGTC ATGT C C 
AGAAACAGCTTTCGCCTTCCAACAGAGACTTTGCGGAAAAAAATCTCCATGCTCATATTTCTCTACCTCAGGAGGCTCTCCTGGAATCTAAGAG 
GCCATTTAGTGTCAAATTCAGCCCCACTAAGCATCACATAATGGTGATACTGTTAAGGACATCATATATGTGAGGCTGAATTATCCACAATGGC 
TGGCAATGTCTTCATTCTCCAGACTGAGGCTCCGGCCTCTTTGCTTTGGCAAGAGTTGATCTCAGGACTGCCTGAAACCAGAAACTCCAGGCAA 
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AGCTCTTTGGGTCACTCTTCTGAAAAGGAATCACAATAATAAGATCTGTTATCTTGGTACTCTGTAAAGCCAAGGTGTCAGCCTTCACGACAGT 
GAAAAGTTAGTTTGTCAGAACCAGGGTGTGATTGTCTGCTGATTAAGCCATCTGCCACCACAGAAACAGACCAAGATCATCAACTGGTACACTG 
GTGCCGACGGCCACATTTTTACAC!ACTGGGCCTTTGGCTGCGACCTCAAGTTTGTCAGT^ 

GGGCCTCCATGCACGCTCAGGCTTCTTCTCATAGCAGGCACACCCTGCCTGAGCCGCACTCCATGCGCTGACGGAGAGTCGGGGCAGGAGCTCT 
CATGCAGCCAGGTGTTGGGCTCTGCAAGGGGGTTTGTGTGGGGATGTGAGCCACTGGGTCAGCTCCCTGGTTCAGGCTTCTGCATTCAGGTTAT 
AGACATATCTCTGTGTGTATGTTGGGGACTAGAGATGACCACACTGCTAAATTCTTCTTGAGTGACTTTTAGTAGGAAAAAAATATGAACCCTC 
ACTTCAACAATGACATTGTTAAAAACACATAAAATGCACACCACTTCACCGAGCAGCATTCAGGCCTTGACTTCCCTGTGGGAACAAGCTTTTA 
GCCTATGCCTCATACATAAATAGGTGGATTGTGGTCCACTCAGAGGGGACACAGGAGTGATGTAGTCTGTACCCCTCAACACCCCAGATGGAAA 
TCTTTTGCCTGGAGGCTTAATTTCGTGAAGAAGTCAGGGTAGGAGCACTGGGTTCTCTTCAGCTAGTGATATCATGAACAATAAGAAGAATTGT 
GTGTATGTAGCAAGTAGGAGAAAATATTGGCCAAGTTTATTCATTCAACAAATACTTAGAGTCTACTAACTCTGTGTGGGGCCCTGTTCTAAGT 
GCTTGGATGTATCAGAGAACACAACAGAGATCCCTACTCTTATGGACCTGATGTTCAGGAGGGAGGGGGATATGAACCATAAACGACAAATACA 
AATTAATTACTGATTAAATTATGTGATAAGTGAAAATGGAAGAGCAGAGGAAGGAGGATGAGGGAGTTGCGGGGAGGAGGGAATTAATGTGGAT 
TTGGAAGGCTGCCCAACATGTTTCTGGGTCTGAATATTTTTGGTCTGTGACACAAATCGTATTCTTGATTGCTAACATCCACTGAGGCCACCTC 
TGTGCTGGGCACTATGGTGGGTGTTTAGTTGGGTATCTCATTTACTCTGCAAGGCTGGCCTGGTTCTTCATACCCCTAGGGCAGAATGCAAGAC 
TTTAGTTCTTGGCCTTCTGCATCTTCATGCTTTTTCTTTGGAGCAGAAATTGCTCTGAAAATGCTGGGTTTAACTTAAATCTTACATTGACCAG 
ACGTCTCCTCGAGCCCCAGAGCCTACGGAGTGCTTTTGTTAAACCCCAGAGCCAATGTGCTCAGGCTGTCCTTTGTGCAGCCAGGTACCAGTGG 
GAAGATTTTCCATGCAAATACTTGGGAATAAAAAAGAAATGAGAGGGAGGCCTGTGGTCTTTGCTACTCTGACTCCACAGGCTGCTGGGATGGA 
CGTTGGATGAAGACACCAGCTTAGGGCATGGCCTGTTGCTATTTATGACTCTATTACTTCACAGTGAGAGCACAGTTCAGGCTGACTGCTGGGT 
GGCCTCTGTGTTTCTGTCACTTCCTTTTTCACCTATGTGAGGACTGTAGCATTGATTGGGACTTCGAAAGTCCTGTTAGCCAAGCTTCTGCCAT 
CAGATGGGCCTGTGGGCACATTGCCCCATAAAACTCTGCCTCCTTCCTAAGGCCCTGGGGCACCACAGAAAGATGGGCCTGCCAAGCCACTGCT 
CTGATAAGGCATGCCTTTAACCAGGCTCCATCACTCAGAGCTACAGGAAAATCCCATGGTCATCCGCCCTCTGTTGGTGACAGGGAATTCCATC 
ATGCATTCAGATTTTTGCATGCCTGCTCTGTCCCTGGAACTAGAATAAGAGAATAGGGAGAAAAGCCGATAAGAAGTCAACGATAACTATAGCC 
ATGGCCATAATTTGGGCTCCAAAAGAAATAATTCTGAGTGGTTACCAGATAGCTTTCAGAGAGGGTTGAAGCCTTCAGTAGACTAATGATTGAG 
CAGAAAAAAATGTTTAGAAAACTTGAGACAGATTTTATCCATGCAGTAAGTCAGAAGTCAAGTCAGAAGTTCAGATGACATGTACGATTCCTGG 
AATTTAGTGATTTTTTGTTTGAATGTGTTACTTCTCTTCTACTTTCTGTTCTGCTCCCACTAGAATTATCTCCTTCCCCCAGGCCCTCAGATCC 

GGTCCCAGAGTTTGCTGAGCTACCATCAGCAAGACCTTGAACATGCCTCGGCCCTCTCTCCTCTCCCTCCACATTGCTCTACTTCAGTGGTACA 
GCTCCTCCCATGGCTGTCTCTAGACCTCACCTTGACATCTCACCACCCACCTGTGCCTTGTTCCTACCTGATGCACTCTCCCCTCTCCAAAGAG 
TCACCTGGCCCTAGTTCCACTCACCTCTCTGTCAACGTGCAGGAACCCTTTATGTGTCCTCCATGCCTTAGGCACATGACCCGTGTTTCCTCAC 
AATCACAGTTACCCTCTCATACTCACATGCAAGGACGAGGAACTTGTTTGCTATTACTTCACACCCACTCCCTGGCCATGCACACAATACAGTG 
CAGAAGTTGGTCCCAAATCTATTACCAGAGGCCTAAGCAGCAGCCTCCTCCTGCTCAAAGAAAAATGTTCTGCCGCTGCCAACATTGCACTTCC 

AGCIAAGAAGAATCCCTTTAGAGG AGG AATTAGGAAAGAAAAAAAAGTC AAAC AG AAACAGAAGGAGTGGAGGTTTGTCT CT CTCTTTTGTCC C C 
TGCCTTGCCCTTCCTCCCTATCCCATCCCCCTCACTTTCTGTGTTGCTTTTCATGCCAGTTGCTAAAGACTGTAATTTTAAAACTGAACGGGCT 
TTTCCAGAGCCTTGAGGAATGTGCATCTGCACGTGGATTTTTCCACAAAAAAAGTGTCCCTGTCTTTTGGATGTTCTTAGCCAGAAACAATGAG 
GGCAGGCAATCAGAGTCCATCCGTCTTCCCAACTCTTATTCTAATTTGTTTGAGAGGCTCAGAAGGGGCTGAAGGGCATGGTTGTGTTTCACCC 
CGTCAGACTCTGTTGTTTGATGAGGTTTGTGCTCCATTTGTTCGGATGGTTTTTATGGTTTGTTTGTTGTTCATGGAATAACTTTGAAGGTCAT 
AATTCTGTATCCTCAAGCTGCTCTGCTATTCCTGCTCAATGTCTCAATGGGACTCATACCAAGAGAAAGGGAAGGAAGAAGTTTCCAGCTAGTT 
AGTTAAGCAATTTCTCAACACATTTATGGAAGCATGTGGAATCTTTCAAGAAAGGGGTTACGATCACAAAAGTTCGATTTGAGGAGTATTCTCC 
AAGACAACTGAGAAGCAAGCCCTTAGTCATGCCCAGGTGGGGAGCAGGTCTCCAACCTCTCATTTCCTGATCCAGCCCCTTTCCCAGCCACATT 
TCTGGCCTCTTCCCTTTCTCTGTGGTCATCAGCCCAGCCCTCTGCACTATCAATAGAAAAGCCCGAGAGCCCTCAGAGAGCCTGGAATGTGCTC 
CCACCGCTGTGATGTCATCCCACATCATCCATGTGCTGAAATCAGGGACTGGAGTCGGCCCCCAGGAATGTCATGGCCATGGGCTTTGAGACAC 
TCTTCTTATGGGCCTTTCACCCAATCCAGACCTTGCCTGCTCTTCAGAGGTGCTTGAAGGATTTTGCTACAGAACTATGGACATTTAAGAAATG 
TCTAACCTTGTGTCAGTTTATATTTGTAGAACGCTTCATAAGGTGCTTTTCCATATGTTATCTCATCTGATCATTTCCACAACCCCATAAGGTA 
GATAAAACATAAATTTTTATTTCCGTATTAAAATTGAAGCCCAGAGGAGACTTTTGATTCATCCCAGGTTTCACAACAAAGAGTGTCAGGAAGA 
GAACTTGAACCAATCCTCTGACTTCACATTCAGGGTTCTTCCCATTACTTTGGCTCCCAGATAAGAGTACAATCTTCTGAAAGTCAGAGTGTTA 
ATATTCCAACCCCAGGGGGTGAGTACACTTCCAGAATTTAGGGATGCTTTAAAAGCCATTGCTGAATTGAATTTTATTTCTCCTGATCACTACA 
GATAATGCTCATGCAACTTTTCTGAGAAGCAGGCGATGCTAATGTACCCCTATTTGTTATTGTTCATTAGAGCCTTCTTATGACTCAGTCAGAA 
GAGGAGCTTGGGGCAATAACATGAATTCTGGCCTCAACAAAAGTAAGTAAATGTTTTATAGTTCTTTGGAGGAAAGCATGTTTCTGAGGACAGG 
ATTGG AG AACAGGATC ATGAG ACACAGGAGAG C AG C AAG C ATTTGTTTC CCTG CTTTTTGAGTAG AC ATCAAAATTATTTG CCAATTTAGGG C C 
TTTCCATGATACCAGTCCTTGAAAGATGATATGGGATTTTCGTTTAGATTTTTGAGTTTTGTTTTATTGCGCTCGGTTTTAGAACATGGGAAAT 
TTGAAGGTTTTCTTGAGACAAGGTTCTGTACCAATGAATGGTCACTGTCACTGGGTTTTGCTTTTGTTATTTAAATCAAGATAATGACTCGCTA 
TAATTTTGCTCCCGTAACTGTTGAGGCTAAGTCGTACCAATTTCCCCATTCCCCTTGATACTGGGTAGATTTCCTCATATCATCATCTCACCAC 

GGTTCTCCACCAAGTGGTGAGATGATGACATGTCGAAGTCTACCCAATATCCCCCAGTAAGAGAATAAGGGGCAAGAATGACTCATGAACTCCT 
GTACCAGAAATCAAACTTGCCATGCCTAGGAAGCAAAATATGAAGCACATGAACAGGTGGTAAAGGGAATTCTTTCAAGAAAGAGGTTGGGGTT 
ACAAATTAATGCC CAAAC AATAAC CAAGACC CCTTCC AATTATGTGT ATTAATTATTTACTTACTCTG CACATGAC ATTTGG CAATATAAG ATT 
CACAAAGATGAATCAGACATGCACTGGTCTCATAAGCGGGAGAGAGAAATCAAGCACACACAGAACTCCTTTCTTCTGGTTGGTATCAAGGAAG 

ATGTCTGACAGTCAGTGAGGACCTCAGGTTCCTGGAGCTTAGGATGTGTGATGCAGAAGAAGTCTGGAAAGGTAAGAAACAGAATTGTAAATGA 
TGCTATGAAGATATGCCTTAGTTCTTTAGGCAATGAAGAGTCACTAAGGTTTTGAACACTGGCGTGTATGGTGGGTTGTGGGGAGACAGAAGAG 
TAATGAGGACACCAGTCAGACTAAGCCAGAAACCATGCAAGAAGCAATACAGATCTGTGATGCAGAAGTGATCATGGGAATGGAAGGGGTGTGT 
GAGAGATACCAAGGAGGAAACTCACAAGACAGGGACACCAGGAAGCAGCTGATCTTTGCTCAGATGTCACTTTCTCAGTAAGGACTTCTCTAAC 
TTTCCGATTTGAAAATGAAATCCACAGCCTCAGTACCATCAGTGATGCTATACTGTTAGTTTACTTTTTAAAAATTTGAAAATGAAAAGGTGAC 
ATTTAAGCAAAGACAAAATTTTAAGAATTTAAAAATGTGTTTATTATTGTCTCTCCCATTGGAATGCGAGTTCTACCAGGAACTGCTTGTTCAT 
TCCTGAATCTCCAGCCTGGAGAACAGGGCCAGCACATAGTAGATTCTAGGTAAATGTTTCTAAAATAAGATGAATAAATGAGTCAGTGGAGAGT 
GGGCGAAGGAATGAGTGAGAAAGCACATCTGTCAAGAGGTCTTGCTCCCCTCGGGGAGCTGGGTCCTACTCACTGCATTTCTTTCCCTCTTGCC 
ACAGGTCCTCCCCTTGGAGGGGCACAAACGATCAGTAAGAATACAGAGCAACGGCCCCAGCCAGGTACCTGCCCAGGATATGTAATCTCTCCTT 
TGCTTCCTGCACAGTTGTTGATTTCACATGGTCAACTGATGGAGGGTTTAAACAATATACCACATATGTTTTCTCTTATTTCTCTCAAAGAGGG 
TCTATCTTTGACCCTAATAGTCCTGTGAATGAAGTAACAGGTACTGACATCAAGTAGAGACTTGTTAAATATCAAAGGTGAAAGAACTTGAAGA 
TGAACTATTCCAATGCTTTATTTTGTTCAATAAAGAAACTGAGGCCCGGGGAGGTGAAGTGACTTGCTAAAAACCATACAGCTGGTTAATGAAA 
GAAATAGGGCTACAATCCCAGATCCCCCAAATTCCTGTCCAAGCCTTTTATGCTTCACCAAACCTTACTTTCAGAAATATCCCCATCCTGTGAT 
GAGTTGGCTTAACAATTAAGGCAGAGGAACTTTGAAAGCCATGGACCTGGAGACTCCGTATTGGAGAGGAACTTGGAGATTTCTGGGTCTATCC 
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TACCCTCACCTCTACCTTACTTGTGCTTGTAGTAAAACAGGGCGTTGACTTTCTAGCTGGGCTCAGTTCCACTATCTGACCCAAAGTCTGCCTC 
CTGGAATTTCCACTCAAGCTTTTCCTTCTGGAGAAGCCTTCCTCCTGCTTCCTCCGAAATCCTTTGCATATCTGAAGACAGCTGCTGTGCCCAA 
GCCCCAGCTCCTCTCTGTATCTTCTTATGTGATGCAGCTGAGATGAAGTTGTGAACAAGTCATTTGCTTTGGGGTAGGCAAACATTGTTCCCCA 
TCTCCACAGAAGGCAGAGCAAGAGAAAATCAACTGACATTTCACCTGGAAGGTTAAGAAAAAATTTGCTGACTGTGGATCATAAGTCAGATGTA 
GAGAGTTTTAAAGACTGTCCAATAACAACAAAATTATGCATTAGTCATCACCTGCCAAAAATAATTATCATATTAATGATGTGGATGAGAAAAG 
ATGGTCTCAATGGGCTTAAGGACTTTTGAAGGTAATTTATGGTTCTAAGTAGAAACCCAAAAATCATAGTGATATTTTTAAAACTGCAATTATA 
GTTGAAAAATAGCAAAATTTTACAAAATACATGACAATTTTGCCAAGTCGAGAC C CAGGT CTCTAC C ATGATTTCCTCAACTAACAAAAAAGGA 
GATAAAC CT CTCAC CT AAAC C AGTATTGC AAAGACTTTTT C ATGGCTAAAT AAAC AC ATACGTTTTG AGGAAAGTGAGATTTTAAG AATAGT C A 
TTTTATAGCTAAAATGTACACTCTGGTTTGTGCTGACATTTCTGGCTTGTGTGACATTTCAAATCACAGAGTGTTATACTAGAAGAAAACTGAG 
GAATCCA.GTAGCCCAACCCACTCATTTGTCAGATGAGAAAACTGATTCCCAGAAATTGTCCAACAAGTTATTTGTTTATCACATAGCTGCTGCT 
AAAACCCAGGCTGCTTGGTTTCTAGGCATGTGTTTTTCATGCTACATTCAAAAAAAAAACAGATTAATAATGTTGTTAGTATTAGGTAGAGTTA 
TTAAAG ACC AGT AAC CATGAGAC CTG CTTTAAG C C CATGG AGTCAGCTGTCCGTTGTAT CATTGAATATTAT C C AGTTC CTTTCCAAATGTTTT 

TAATTATTG AGATG AAGAC CACAAATGT CATC AAG ATCTTTGAGATCTGCAAATAAAAGCAGTAAAGTTTTCTG AAAT CAGT CTTTC CTGTGAT 
CTTGAAATAAAAGTATAAACCCTTATGGTTTTCTTATGGTTGGTACGGTTGTCATATTTTTTAAAAACACTGAAGCAAATTTCCTTTTTTATTT 
CCTTAGATCCGTATCAGATCCTGGGCCCGACCAGCAGTCGCCTAGCCAACCCTGGTGAGTTTACCTTGGCCTGCAAGCCTTTTTTGCCAGAATG 
TTTCGTAGCTTTGTGAAATCACAGAGACTTCTGTCCTAAGTCCAGACACCTGAGTGGGGAGTAACATGCACCTCTTTCCTTGAAATGTTCAATG 
TCTGTTTCTGGAGCATGTGAACAACAGGTCAGGGCTTGTTATGAGGTGTCAAGGTTGGTTAGCTGAGGATACTTCTAGGAATAAACACATCAGC 
ACTGCACATGTGCACTTAGGTGTAGATGAGTAATAAGTGGCACAGGTAGGTAGGCGTTTCAATCAGAGAAAATGGGCAAGAAAGAGAAGAAGAC 
AACTCCACTCAGCTCTCAGTTGTCTCCCACATGCCAGGCACAAGTTCATAAATATTCCAAAGGGTTTTATTTGTGATTTTAGAAAGTGTTGCCA 
AGTTATCTGGCCTTATAAAAGAGATGTGTCCTGGAAAAGTTGCAGATATAGTCAATTTGACCTTGTACTTTAAAGATTTAGTATCAAAAATAAC 
TCTCAAGAGGGTCCTTCTAAACCAAGTCCATCGAGATTGGGAGCTAGCAGGCCCTTGTCGCAGTGTGGCCCACTCACCTTCCCATCCCAGGGAC 
TCTGCCTACCCATTCCTTAGTGCCTGGTCATTACTGCCAGAGGAGAAAGCAGCCACCCAGCATATTCTGGGTATTTTTCTCTCTGCACAAGTTC 
TCTGTAGAACTTAGAGCTGCAAGCCAAGCTCTGGGCCTGCCAAGGGCCAATCCAGGTCCTGTCCATCCAAAAGCTAAAGCTCATGGCGCAGCTT 
CTCCCAATGACTCCCACAGTCATGeCTTGCCCCTGACTTTTTATTGCTGACAGGGAATTCCCTGGGGGACATGACCACTAATTAGAGATCAGTC 
AGTG ATTCAGGCCTTTCTAGATGAAG AGATT CAAAAGC CTTG C CAAAGGGATTG AGGGGGGATATGGCTC ACC C AAG ATCACACAGCT AGTTCT 
GGGCAGAGTTTGCACCTCACTTCCCACATTCCATTTACCAGGCCTTGGGGCAAAGCATCTTAGGATCTAACCTCGCTTATTATACCCATCTCCA 
AGGC AAGCAGAAAGGCAAATCAACAATGACATAAG AAGGG CTTGT CAAGTCGATCCC AATGT CGAAGGAAACAAAAGGTTT CTTTAAAAGGATG 
AGAAGCTCCCTGCATTTAGGGAACTGGGTTCTGCCTTCTCTGGGCTGAGGTGTTCTGTTCTCTCCCGTTTGCCTCACGGCGTGCAGGAAGCGGG 
CAGATCCAGCTGTGGCAATTCCTCCTGGAGCTGCTCTCCGACAGCGCCAACGCCAGCTGTATCACCTGGGAGGGGACCAACGGGGAGTTCAAAA 
TGACGGACCCCGATGAGGTGGCCAGGCGCTGGGGCGAGCGGAAAAGCAAGCCCAACATGAATTACGACAAGCTGAGCCGGGCCCTCCGTTATTA 
CTATGATAAAAACATTATGACCAAAGTGCACGGCAAAAGATATGCTTACAAATTTGACTTCCACGGCATTGCCCAGGCTCTGCAGCCACATCCG 
ACCGAGTCGTCCATGTACAAGTACCCTTCTGACATCTCCTACATGCCTTCCTACCATGCCCACCAGCAGAAGGTGAACTTTGTCCCTCCCCATC 
CATCCTCCATGCCTGTCACTTCCTCCAGCTTCTTTGGAGCCGCATCACAATACTGGACCTCCCCCACGGGGGGAATCTACCCCAACCCCAACGT 
CCCCCGCCATCCTAACACCCACGTGCCTTCACACTTAGGCAGCTACTACTAGAAGCTTACTCATCAGTGGCCTTCTAGCTGAAGCCCATCCTGC 
ACACTTACTGGATGCTTTGGACTCAACAGGACATATGTGGCCTTGAAGGGAAGACAAAACTGGATGTTCTTTCTTGTTGGATAGAACCTTTGTA 
TTTGTTCTTTAAAAACATTTTTTTTAATGTTGGTAACTTTTGCTTCCTCTACCTGAACAAAGAGATGAATAATTCCATGGGCCAGTATGCCAGT 
TTGAATTCTCAGTCTCCTAGCATCTTGTGAGTTGCATATTAAGATTACTGGAATGGTTAAGTCATGGTTCTGAGAAAGAAGCTGTACGTTTTCT 

TTTAGTGACAAATAGAGGTGGGAAGCTTATAATCTAATTTTAGGAGGACCAAATTCAGTGGATGGCAACTGGAACATTGATTGTAAGGCCAGTG 
AAGTTTTC ACC C AACTGGAATTTGATGGAAAGAAGGTTTGTGTGTTTAAGACGCCAAGGG C ATTGC AGAATCC CTCTCAGTGG ACAGT ATG C AC 
TCAGCTGAC CACTCTCT CT AG AAAT AGTC AAG ATATG AACTAAGAAATTTT AATGCAAATACAT AC ATTC CTG AAAGACGGGG AATTAAATTAC 

GCTTGTCAGACCATCAGACCAGGGCCAACCAATCAGAAGGCAACTTACTGTATAAATTATGCAGAGTTATTTTCGTATATCTCACAGTATTAAA 



GTAATTTGTACATCTTTTTTCAATCTGTACATTTGGGCTGTCTGTATGTTTTTATAGCTGGTTTTTAAAAAGCATAATATGCCTATAGCTGAAA' 

AGGAAACAGGGCTGTTTAAGTCACTGACTTATGAGAAAGCAAAGCACTGGTACAGTTATTTAACAGGCATACACAAGCAGGGAAAAGATAATCC 

ATTTAGATCTTTAATGCTTTGGAAATGCGTGTAACAGTACTGCAATAATCACAGCTCTGGGAAAAACAACGAAACTTTCCCTTGTGGAGAGGAG 

GGATTTTCCTGCTCTATATAAGCAACATATTTTTAGACATTAAAATATATATAATTTTGCAGGTAATTGTTGACTTTTTTAACTATATTAAGTG 

TTAAGCTG AC AACTGTCAAAG AAGAC CATGTTGTAAAATAATTTG ACT AAAT AAATGGTTCCTTCTCTCAGTGCTGAGGACAGTTTTCTTATTT 

ACCGCCCCCGTTAGGTCAAAGGGTTTTCCCTGGGGAACTTTCCTATTTACTTCTTGCACTATCAAGAATTTTTCGAATGTACCTACTGCAGTAC 

AGCAGAAGGTAAAAAATCAGTGTGGTTTTTCATTGTTGTTGATGATGTTTGTAGTGTTTTTGTGTGTGTTATTTAAATCTTCCTCCAGCCTAAA 

AGGGTTTTATAAAAC AG CAG CTAAGG C CATGG ATAAACCTGTATGTAAGG ACTGGAG CAAAGCGAG CTGGTCTATCCAGACTTGTCTGTGAGAT 

TTAACTCTGCAGCCTCCCCTGGGCACTTCAGACCCAGACGGCCACCTTCTGCCACTCCAGCAAAGAATAAGCGCCCTGCTTCCTTCAGGTCTCA 

GACCAGGACTTTATGGCTCATGCAGATTTTTAAGGTCATTTTTCTTCCCAAGGAAGAAACTTGCCTCCAGTTCCTTCACTGTTAGGTAGCTTAT 

TTTCATTTTCTCTATTTTACAATGAAAAGAGTGAGACCTGGGAAGTCCTTGATTTGCAAGGAATTAGACTCACAGCATTGGTAACCCTAGAACC 

CTTGCACCCTGCCATTTAAAAAGATGTGTAAAGCACATATTCTCAACATATGCACATTGATTTATAAATCATATATACAAACTGT 

CTTCATATTAGAAAACAAATACAAAATAGAACATTTTAAATGGTGATATAAAAATAAATTGAAACTGAAATTCTACTCTTTTCCTCCTATTTTC 

TCTATATTGAATATCCTCTGCTATTAACTCTCAAAACAAAGATGTTGGTCTTTAGTGAAAAAAGTGTATGCATGTACTGGATTTCTAGTGACTT 

CCAAGAAAGGAGAAAATTAAAACTTGGTATTAGTGGCCCAAGCATAGAAAGAGGAATGATGAAGGCCAGGTATGTTTAAGAACAAACTAGCTGA 

ATTCTTTGGCAGATCTCCATCTTAGCCACGCAATTTCCCCATCAATTTTGAAATCTGCAAAGTATTCATTAGGGAAAATGGAGGCATATATTTC 

TGAGTGCTGTAAGAAGATGCTCAGCCCATTAGTTCATTCTTTTAAAGGTTTTCTTTATGTGTCCTACTCAAACACTGGCTCAGGCTCATCTTCT 

CTACACAGTCATAGAGCTTTAGCCAAATCTCGCCCCCTGAATATGTTCCACAGTGATTTGTCCTATGCCTCAGAAGCTGGCCCACTGGCTGACA 

GGACTGGGGCACCATTTTCTCCTCATAAGCATTTGTACAGAGGGGGCACTGGCATTTATTCCCCTGCAATGCCCAGATTGAACGTTTGCTAGCT 

GGCTCCAGGGCATGAAGCGGACTAGTCCCAGAGGACAAACAGAATCTTTGCCCTCCTGTCTGCTAGTCCAGTCTTTTCCCTGCTGGATCATTGT 

GTGCCTGTGCCATGAGGTTTCTGCCATCTAACAAACAGTGCCAGCCAAGCAAAGCGGGCATGCAGGCCTGCAAGTGGTTCTCATGGAAGCTGTT 

CCTCCCCACAGTTTGGGACACTGACCAACAGTCCTTTAGCAGGAGGTCGTCTTAGTCCATTTGGTCTGCTATAACAAACTACCATAGACTGGGT 

GGCTCATAAAAACAGGACTTTATTTCTCACAGTTCTGGAGGCTGGGAAGTCCAAGATCAAGGTGCCAGCAGATTCAGTGTCTGGTGAGGGCCCT 

TGCCTTGGTTTATAGAGGGAACCTTCTCACTGTGTGCTGATATGGTGTAAGGAGCAAGGGAATGCTCTGGGGTCTCTTTCATAAGGGAATTAAT 

CCCACTCTTGAGTGCTCCACCCTCATGCCCTAATCACCTCCAAATACCTTCACATTGGGGATTAGGTTTCAGCATATGAATTTGGGAGAAGGGA 

CAGACACAGTCAGTCTATAGCAGAGGTCATCTTTTTTCAGTGTCGAAAAATGTTGTTGAGTCCCACACAAAGGAAGTTCTATTTTATTTTATTT 

TATTTTATTTTATTTTATTTTATTTTATTTTATTTTATTTCTGGAGATAGGGTATCTCTATGTTGCCCAGGCAGGTCTCAAACTCCTGGCTTCA 
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AGCAATCCTTCCACCTCAACCTCCCAAAGTGTTGGGATTACTGGCGTGAGCCACCACACTGGGCCTATTTTCAATATCTGTTATTTTAAAACAT 
TTTTAATAGTCAACAGCCACTAGAAAACGTAATGACACTTAAAAAGATTGTTATTTTACTTAACCAATAAGATCTGCATGCAAGTGAGCGATGA 
ACATACACAATGGGAAATGGATTAAGAGGTTCTCAGATAAGGTTTGCTAGTTTAGACCAAATGAGATCAGGAGGTTCTAGAACACAAGGGAGGA 
AAGCAGGATCTGTCCAGGCCAAGCCAAGTTACTGCCAACCCAAGGCAATGCTTAGTGGATAAATAAAAAACTGAACAAAATGCAGTACTTCATG 
TGAGAGGTGGTTTCTGTGGACTTGGATTCTTACCGTATTTCCTCTAATATCTGTTCATTACAAGCACCATGTAAACCTGTTGCCTTAAAAACTC 
TTGAAAAGGTGTCCTTTGGGGGAATGTGCTTGGGGGAAGCAACCCTTAAGCATGGCTGTCTGCTGCCCAGCCCCACTCCCACACCTTGCTCAGA 
AGTTCCTCCACCATCAACAGCACCACTGAGGTTGTGTCCAGAAGGCCCTCAGGAGGTCGAGGTAAGAGGATGCTTTGTATCAGTGGGGGCAGGG 
ATGGGAGAGGTAATAAGAGCCGGGATGGGGGCCAGGGGAGTGACTGGGTTCTGGTGAGCATACAGAAGCTTTGCTGTTATTCAGGAAGGAATGC 
AGGTTTTGCAGAAAGCACATTGGGCATTTCATCACGTAGAAAGGTACTGAAACTGACACTACACGCCTTCAGCCAGGGAGTCCCGCTAAGGGAT 
TATGAAAGGCCGGCTGATTCCAAAACTACAAATCCCAGGCTCCCCCGGGGGATGGACACTTGTGAGAGGAAGTGGGTTAGCCAGTCAAACCTCC 
AGGGTTTCAGCCAGTTGAGAAAGGATAGGGAGGGAAGTTTTAAAAGGAA'XGTGGGCCCACAAGCCTGGGATCTGTCTCTCTCTCTCAGTCTGAT 
GCGGCCTCCTGTCTAATTGTTTCAGTCTGTCCGAGCTGGTAAATCCCTAAGCACATAGTCAATTTACACTCAGCTTAAAAGCTCTAGAGGGAGA 
CAGGAAAAATTTCCAGTGAGACCACTCACTCAGGTACAACTGCTAGATTAACCTTCTGCATTTTAACTGAGTTAACTCATATGTTTTCTTAGTG 
GGAGGAAAGAGGCAATTTGAGTAGACAAATGAAAATGAATATAATGCCAGAAACCCTGGGTTCAAATGCTGGCCCTTCCACCTACTGGGTAACT 
TGTCTTCATCGATTAACTAGGACCTGAGTTATACGTCCTGCATGAGTTTCTGTGAGGCATCGGACGACAGTGTGGAAAACCCATTGTAGACTGC 
TGTACAGGAGGTTTATGGATAATCATCG'rTGTGTGCTAGTATTGGCTAGTATTTTTCAAGAACATTCATTAAGTCCTTGGTAGCTGGTGGGCAC 
CCTGTTTGGGGAGTTCAGTGCAGGGTCATTTTTGTTTTGTGGTCAGAAAGACATTTTCCAAATGGGTGCAAAGTAGAAATAAGTTGGGTTTTCC 
AGAGAGCCTTTGCATTTTCCCCATCCACGGCCCTCCCATTGCCCCACTTGGGCTTTTGCCCTTCCTTGGCTCTATGTGTGCACCTAAAGCCAGG 
GGAGCGTGTGGCCAAGCTGCAGGATGTTGCAAATAAAATGAGATTTTATAAAGGAATGCTAAAAATGTGCTTTGACAGCAATGTTGGATGGGAT 
TTTTCAATGGGCTAAGAAATAGAGGTTGGGAGCTGGGATTTTATGCCCGGCAAGCTCGGAGCTTGATTTTTCCATCTATAAAATGAGGATGATT 
TAATAACTATACAAGAGTATCACTGGAGTTAAGTAAGATAGTGTACATAAAAATGGTCTGTATGTTGAAAAGAACTAGGAAACTGCAAGATTTC 
CTAGGTATTATTGCCAAGGTCTTACTGTCTTCATCGAGAGGCAACTCCTCTTTACCTTCAAAACTCTGTACAGGTCTCTGTTCCTCTCTGATCT 
AAGATAGAGTGAAGCCACACTATTCTATTCTATTCTATTCTGTATTGTGAATATACATTGTGATTTTTTAAAAAACTGTAAAATCTTGAAATAG 
TCACAAACTTCCAGAAAAGTTAGAACAGTACGACGAACAATTTTTAGTGAATCATTTAAGAGAAATTTGCCAACCATGCTTCATCAACCCCAAA 
TGCTTAAGGGTATATTTCATTTAAACAACAACCTTTTCCTACATAGTCCAGTATAATCAAGAGAATCGAATAACTAATGCAAGCGGATTACTGC 
TATGTAATCCCGAGGCACCATGCACTGTTGGCTGATTGTCACCACTGCAGTCTTTTGGAGCAAAAGGTTCCCATTGTAAAACACTGATTGTGTA 
TAGTTGTCATCTACCATTAGTGTCCCTCGGTCTTTCAGGTCTGTGACAATTTTGAATATGACAGGTCAGGTATTCTGTAGAATGTTCCCCAATT 
TGGGATTGCTGGTATCTCTTCGCGATTGGATTGAGCCAAGGCTTTTCTGAGAGGACCATCGCAGAAGTCATGCTGCCTTCCTCTCCTGTATTCC 
ATTGCGTGGTACATCATTTCAACGTATCCCGTTATTGATGAAGTTCACTCTTTGTTTAAGGTGGTGCCTCCCAGCCTTCTCCTTTGAAAAGTTA 
TTCCTTTACCCTTTGTAATTAATAAGTATTTTGCGGAGGTTTACTTTCAAAATATGTAAATATCCCATTCAACATCAAATTTCAAAGTATTCAT 
TCATTTATTTATATGTCTAAGACTCATGGCTCTCTATTTTATTGAGTGGATATGATCTGTTCTTTAAAGATTACATTGTCCCAATGGAAGGATA 
TTCACGCTGGCTTCTGTCTCCTTTGACATGTTCCCATCAGTCTTTAAGTGCTTCCTTACTTTCTCGCACAACAACTTATTTTGGAGTTTCTGCC 
CTAGCCCTGGAATTAGTCATCTCCTGATGGATTCCTAGTTCTTTTTAGTGGAAAATGCTATTTAGAACCCAATACCTGGGGGATAGATGTGGCA 
ATTGCTAATGGGGTGTCCCTGCTCCCAGGCTCCCTCAGTGTACAGAGCCAAGCAATAGACGTAGATACATACATACACATATATTATGTATGTA 
TGTATGTGAGTATATGCACTCACGTACATACATACATATACAGTCATGCCTTGCTTAATAACGGGGATACATTCTGGAAAATGTGTCCTTAGGT 
GATTTTACGGTTGTGAATATCATAGAGTGTACTTCACACACCTAGATGGAACAGCCTATGACACACCTAGGCX'ACATGGTACAGCCTATTGCTC 
CGAGGCTAGAAACATGCACGGCATGTTACTCTACTGAATACTGTAGGTGACTGTAATACAATGGGAAGTATTTGTGTATCTAAACATGGAAAAG 
GTACAGTAAAAATAGGATAAAAGTTAAAAAATGGTACACCTGTATAGGGCACTTACCATGAATGGAGCTTGCAGGACTGCAAATTAATCTAGGT 
GAGTCAGTGAGTGAGTGGTGAGTGAATGTGAAGGCCTAGGACATAACTGCACACCACTGCAGACTCTGTCAACATTGTACACTCAGGCTACGCT 
AAATCTACAAAACCTTTTCCTTTCTTCAATAATAAATTAACCTTAGCTTACCGTAATTCTTTATAAAGTTGTAAATTTTTTAACTGTTTTACTC 
TTTGGTAATAACATTTAACTTAAAACACAAACACATTGTACAGTATAAAAATATCTTCATATCCTTATTCTATACACTGTTTTTATTTAAAAAA 

TTCTAAAGATGTAAGTAGGCATTATCTACGTATATGTAAAATCTATCATTCTAAAATAATGATAAAAATCTATCATTTTAAAGTAATGATACAT 
AAACAGTAACATAGTTGTTTACTATCATTATCAAGAATTACGTACTCTACACCTGCTAGACTTTCATAGACCGTCAGGGAAGTAGGTTTGTTCA 
CATCAGCGTCACCACAGACATGAAGATTGCATTGCACTTCCACAGGGCATGAGCACCGATGTCAGTGGGTGATGGGAATTCTTCACCTCCTTTA 
TAGCCTTGTGGCACCACCATTGCATATGGGGTCTTTCACGGACCTAAACATCTTTATGCAGTGCATGACTGTATATGCTTATACATTTATATCT 
ATATTTATTTCTGCTATCTATATGACTATGCATATACATCTATTTCTGTATTTATTTCTACTAGGTATCTATATTGAAAGCCTGAGTTCACTCA 
GAAGCATTCATTTCTAATCCAACACTGGATGTTGATTCCCCTTTTGTGTCTGTAATTCGTTTATTTGACAGTGAAAAGAATGGTTTCCATTAGA 
GATCCTATAAGCCCTTCCTTGTCAA'XCCTTCTGCATGCAGGCGGTCTTCCATCTCTGCTGCACCCCTCACCTCCATGCAACGTGTTCATCTCCC 

ACCCTGTTCAAGCTCTGATGCCCCAACCCAGGCAACGCCTCCACAGGCAAACCCTCCTCAAGCAGCTGTAGCCCTGACAGCCAGGACAGGCTGC 
ACGCCCTGCGTCCCATGCTCTCTTTACTCCACTTGGGCACTAACACTTCCCATCAGGACGCGCCACACGGAAGCCCTTCTCAGCCGGTTCAGGC 
TCTGATATCACTACCCCCTGACAGCTGCCTTGCTGTGCTGCACCCATGGCTCCTGGAGTCAAGACTTCAGTGGGAGGGGGAGGAAGAGGGAAGG 
AAGGGGAAGGAAGAAGGGAAGATGCGTGCTTACACATTTACAACAGCACATATCTCATTGGGTGTGTGTATGTGTTGCCCATGCATGGCAAAAA 
GGGACCACAAG ATCCATTAAACTGTAGTTTTGC CTGCTTC CATATTCTCT CTCTCAC AC ACACACACACAC AC AC AC ACACACACACAC ACGCA 
CACACCCTTGTGCCTTTTGAGATGCAGAATCTGGCAAGCAGTTAGAGAAAGGAGAGAAAGAGATGAAGGAGTAGTTAACCAGAGAGGCTAACAA 
GATAATAATAAGGAACGAGGCACAGACAAGTGGAGAAAATGAAATGTTAAAATCTTGTTTTAGGTGTGCAGGGGAGAAATTGGAAGTGTGGCTG 
GTAAGGATGAAAAAGCAATGTTCTGGGTTATAACGTTAATGTTTTTGATAGAGGCTGGGGTGAAGAATGCATGGCTTTTTAATTATTTTTGGTT 
GTTGTGTTCTGTCAAGAGAGAGTAATACAAGACCCCAGGATCTATTTGTATCTGAAGTCTGTGTCGTCCATTAGAGAATAAGGGAATGAAGGGC 
AGAAACTTTGTCTAACT CTTT CTTTATAAGCCAGTG CCTGGCTTCTAGAAAG ATC CAGAACATGT CTATTTGTCAAACTACAC CTACTGGACAA 
AACGTGTCC AAACCCAAT AC AGCTG CCC AG AAATT CJGAGGG AAGC ATGAGGTGTCCGTTCTGCTCAGTTACTGTT AATTC CGG AAATAC ACAG 
AGAAAATAAAAATCACGGAAGATGCAGTTAAAGTATGGAGCTAGACCACTG'rTAAAACTTGCCAGCAATTTTTACCAATCCAATCTTTGGTGTT 
AATTGGTTTCCCCAGAAGATGCAATATCTCTTTCCCCACTGATGATTATATTGCCCAGAGCCGCTGGCTTTCAGAAATGTTTAATCAAGCATTG 
CATATATTCAAGCAATACTTTCCAGACACCTCAGCTTXTCTTGACAGCGTTACCTTCCTTCGCTCTTTCTTTGTCTCTTTTAGGAACATCAAAT 
GATCCAGTGATTTTCTGCATAACTCAAAGTTTTGTCATTTAGAAAAAAAATCATAACAGAACAGATAACCATTAGGAAACCAATTTGCATCAGA 
CATCCATTTGAGAAGTTTAAAATGTGGGGAATGCAAACTCTACCCATAGGGACTTAGTCTGTAGGGAAGAAATATGAACT'TGCCAGTAATTTGT 
GAAAAGCAAAATTAATTCAGTTATAGCTAGATCTGCCTTCATAAGGATATTTCTGATGCTTCTCAGCCTGTTCCTTTTATACTGAATATTTACA 
AACTTCAGTGATCACGTGATCAGAATCCAAGACACAAAACTCAAATGAATCCAATTTTTCAAGTGGCTTCAACCCAGCAACCAAATCATAGGGC 
TGCCATTTGTGCTCAAAGCCAACACTCCAAGGTTTTGTGTAGATGAGAATGAAGAGGGAGAAGGCGAGAAAAGAAGCCATTTCGTGCCGGGGGC 
GGTGGCTCATGCCTGGAATTGCAGCACTTTGGTAGGCTGAGGCGGGTGGATCACCTAAGGTCAGGAGTTCAAGACCAGCCTGGCCAACATGGTG 
AAAGCCTGTCTCTACTAAAAATACAAAAATTAGCTAAGCGTGGTGGTGCATGGCTGTAATCCCAGCTATTCAGGAGATTCAGGAGGCAAAGGCA 
GGAGGATCGCTTGAATCCGGGAGGTGGAGGTTGCAGTGAGCCGAGATGGCAGCATTGTATGCCAGCCTGGGCGACAGAGTGGACTTGGTCTCAA 
AAAAAAATAAAATAAAATAAAAAATAAAGGTGTTTCCATCCCCACAAAGAGCT^^ 
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ATTTAGGAAACCCATATTCCTAGAAGATCAAAGCCCATTACCTCTGGGGAAGTTTGTTTAATTCCGGGAGGGATATTATGGGCATTTGTGGAGT 
TTCCAGAAAACTCAAAAGAGCCATAAAAATCGTATTTACATACAACATTCATCTAGGTTAAATTTCTTTGCAAGAAGTGTCTAATTCTCAAGAG 
ATCAGCTATTCAGCTTGCTGGGAGCTAATTACAAATGGTCCCTTAGCTTTGCTCAGTCAACTGGCCAAAAGGCAACGGAGAGGAAATTGGAGTT 
AAG ACAACTGCAGTTGGT C CCTGG AGGGAGCCTATT CTACTGCCAGCATT CTGG CTAATCAGAATGGATACAGATGGAC AAGTAT C CTTTATG C 
ATGAGGGCCTGCTGGTTTTCCTGGGCGAG 

HUMAN SEQUENCE - mRNA 

GAATTCCCAAACGTGCACAGGGGAGTGAGGGCAGGGCGCTCGCAGGGGGCACGCAGGGAGGGCCCAGGGCGCCAGGGAGGCCGCGCCGGGCTAA 
TCCGAAGGGGCTGCGAGGTCAGGCTGTAACCGGGTCAATGTGTGGAATATTGGGGGGCTCGGCTGCAGACTTGGCCAAATGGACGGGACTATTA 
AGGAGGCTCTGTCGGTGGTGAGCGACGACCAGTCCCTCTTTGACTCAGCGTACGGAGCGGCAGCCCATCTCCCCAAGGCCGACATGACTGCCTC 
GGGGAGTCCTGACTACGGGCAGCCCCACAAGATCAACCCCCTCCCACCACAGCAGGAGTGGATCAATCAGCCAGTGAGGGTCAACGTCAAGCGG 
GAGTATGACCACATGAATGGATCCAGGGAGTCTCCGGTGGACTGCAGCGTTAGCAAATGCAGCAAGCTGGTGGGCGGAGGCGAGTCCAACCCCA 
TGAACTACAACAGCTATATGGACGAGAAGAATGGCCCCCCTCCTCCCAACATGACCACCAACGAGAGGAGAGTCATCGTCCCCGCAGACCCCAC 
ACTGTGGACACAGGAGCATGTGAGGCAATGGCTGGAGTGGGCCATAAAGGAGTACAGCTTGATGGAGATCGACACATCCTTTTTCCAGAACATG 
GATGGCAAGGAACTGTGTAAAATGAACAAGGAGGACTTCCTCCGCGCCACCACCCTCTACAACACGGAAGTGCTGTTGTCACACCTCAGTTACC 
TCAGGGAAAGTTCACTGCTGGCCTATAATACAACCTCCCACACCGACCAATCCTCACGATTGAGTGTCAAAGAAGACCCTTCTTATGACTCAGT 
CAGAAGAGGAGCTTGGGGCAATAACATGAATTCTGGCCTCAACAAAAGTCCTCCCCTTGGAGGGGCACAAACGATCAGTAAGAATACAGAGCAA 
CGGCCCCAGCCAGATCCGTATCAGATCCTGGGCCCGACCAGCAGTCGCCTAGCCAACCCTGGAAGCGGGCAGATCCAGCTGTGGCAATTCCTCC 
TGGAGCTGCTCTCCGACAGCGCCAACGCCAGCTGTATCACCTGGGAGGGGACCAACGGGGAGTTCAAAATGACGGACCCCGATGAGGTGGCCAG 
G CGCTGGGGCG AGCGGAAAAG C AAGC CCAACATG AATTACGAC AAG CTGAG CCGGG C CCTCCGTTATTACTATGATAAAAACATTATGACCAAA 
GTGCACGGCAAAAGATATGCTTACAAATTTGACTTCCACGGCATTGCCCAGGCTCTGCAGCCACATCCGACCGAGTCGTCCATGTACAAGTACC 
CTTCTGACATCTCCTACATGCCTTCCTACCATGCCCACCAGCAGAAGGTGAACTTTGTCCCTCCCCATCCATCCTCCATGCCTGTCACTTCCTC 

CCTTCACACTTAGGCAGCTACTACTAGAAGCTTCTTCTAGCTGAAGCCCATCCTGCACACTTACTGGATGCTTTGGACTCAACAGGACATATGT 

TTTGCTTCCTCTACCTGAACAAAGAGATGAATAATTCCATGGGCCAGTATGCCAGTTTGAATTCTCAGTCTCCTAGCATCTTGTGAGTTGCATA 
TTAAGATTACTGGAATGGTTAAGTCATGGTTCTGAGAAAGAAGCTGTACGTTTTCTTTATGTTTTTATGACCAAAGCAGTTTCTTGTCAATACA 
CGGGGTTCAGTATGACACAGAATCATGGACTTAACCCGTCATGTTCTGGTTTGAGATTTAGTGACAAATAGAGGTGGGAAGCTTATAATCTAAT 
TTTAGGAGGACCAAATTCAGCGGATGGCAACTGGAACATTGATTGTAAGGCCAGTGAAGTTTTCACCCAACTGGAATTTGATGGAAAGAAGGTT ' 

ACTAAGAAATTTTAATGCAAATACATACATTCCTGAAAGACGGGGAATTAAATTACTAATTTTTTTTTTTTAAATGATGACAGTGGTCCCAGAA 
CTTGGAAAAGTTGTAGGGATTTCTAAACTCAAGCAGATTCGCAAGTGCTGTGCGCTTGTCAGACCATCAGACCAGGGCCAACCAATCAGAAGGC 
AACTTACTGTATAAATTATGCAGAGTTATTTTCCTATATCTC!ACAGTATTAAAAAATAAATAATTAAAAATTAAGAATAAATAAACGAGTTGAC 
CTCGGTCACAAAAGCAGTTTTACTATCGAATCAATCGCTGTTATTTTTTTTTAATGTAATTTGTACATCTTTTTTCAATCTGTACATTTGGGCT 
GTCTTGTATGTTTTTATGCTCCTTTTTAAAAAGCATAATATGCCTATAGCTGAAAAGGAAACAGGGCTGTTTAAGTCACTGACTTATGAGAAAG 
CAAAGCACTGGTACAGTTATTTAACAGGCATACACAAGCAGGGAAAAGATAATCCATTTAGATCTTTAATGCTTTGGAAATGCGTGTAACAGTA 
CTGCAATAATCACAGCTCTGGGAAAAACAACGAAACTTTCCCTTGTGGAGAGGAGGGATTTTCCTGCTCTATATAAGCAACATATTTTTAGACA 
TTAAAATATATATAATTTTGCAGGTAATTGTTGACTTTTTTAACTATATTAAGTGTTAAGCTGACAACTGTCAAAGAAGACCATGTTGTAAAAT 
AATTTGACTAAATAAATGGTT C CTT CT CTC AAAAAAAAAAAAA 

HUMAN SEQUENCE - CODING 

ATGGACGGGACTATTAAGGAGGCTCTGTCGGTGGTGAGCGACGACCAGTCCCTCTTTGACTCAGCGTACGGAGCGGCAGCCCATCTCCCCAAGG 
CCGACATGACTGCCTCGGGGAGTCCTGACTACGGGCAGCCCCACAAGATCAACCCCCTCCCACCACAGCAGGAGTGGATCAATCAGCCAGTGAG 
GGTCAACGTCAAGCGGGAGTATGACCACATGAATGGATCCAGGGAGTCTCCGGTGGACTGCAGCGTTAGCAAATGCAGCAAGCTGGTGGGCGGA 
GGCGAGTCCAACCCCATGAACTACAACAGCTATATGGACGAGAAGAATGGCCCCCCTCCTCCCAACATGACCACCAACGAGAGGAGAGTCATCG 
TCCCCGCAGACCCCACACTGTGGACACAGGAGCATGTGAGGCAATGGCTGGAGTGGGCCATAAAGGAGTACAGCTTGATGGAGATCGACACATC 
CTTTTTCCAGAACATGGATGGCAAGGAACTGTGTAAAATGAACAAGGAGGACTTCCTCCGCGCCACCACCCTCTACAACACGGAAGTGCTGTTG 
TCACACCTCAGTTACCTCAGGGAAAGTTCACTGCTGGCCTATAATACAACCTCCCACACCGACCAATCCTCACGATTGAGTGTCAAAGAAGACC 
CTTCTTATGACTCAGTCAGAAGAGGAGCTTGGGGCAATAACATGAATTCTGGCCTCAACAAAAGTCCTCCCCTTGGAGGGGCACAAACGATCAG 
TAAGAATACAGAGCAACGGCCCCAGCCAGATCCGTATCAGATCCTGGGCCCGACCAGCAGTCGCCTAGCCAACCCTGGAAGCGGGCAGATCCAG 
CTGTGGCAATTCCTCCTGGAGCTGCTCTCCGACAGCGCCAACGCCAGCTGTATCACCTGGGAGGGGACCAACGGGGAGTTCAAAATGACGGACC 
CCGATGAGGTGGCCAGGCGCTGGGGCGAGCGGAAAAGCAAGCCCAACATGAATTACGACAAGCTGAGCCGGGCCCTCCGTTATTACTATGATAA 
AAACATTATGACCAAAGTGCACGGCAAAAGATATGCTTACAAATTTGACTTCCACGGCATTGCCCAGGCTCTGCAGCCACATCCGACCGAGTCG 
TCCATGTACAAGTACCCTTCTGACATCTCCTACATGCCTTCCTACCATGCCCACCAGCAGAAGGTGAACTTTGTCCCTCCCCATCCATCCTCCA 
TGCCTGTCACTTCCTCCAGCTTCTTTGGAGCCGCATCACAATACTGGACCTCCCCCACGGGGGGAATCTACCCCAACCCCAACGTCCCCCGCCA 
TCCTAACACCCACGTGCCTTCACACTTAGGCAGCTACTACTAG 
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TABLE 34 



MOUSE NOMENCLATURE 
ICSGNM Tk2 
Celera mCG21547 

HUMAN NOMENCLATURE 
HGNC TK2 
Celera hCG164072S 

MOUSE SEQUENCE - GENOMIC 

AGAATCCAAGAGGACA1GACAAGTGCAGTGGAGGAAGAGGGGGCAGCTTCCTGTTTAGCCAAAGAAGGGATGGAGAGTCGGGGGGCGCACAAGG 
CAGACCAGGAGAGACGAGGTTCTGGGATGTGACTTGGGAGAGAAGAGGTAAAAATTAAGCTGTGTTTTACTTTGCTTTGTTTTTTGTTTTTGTT 
TTTTTCTAGAACTAACTTTGCAATCTCTTGCTGAAGGGCCACCTAGACCTCACCCGATGATTTCCATTTGTCTGTTTTGACAGCTGTGGTAGCC 
ACTGGAACAGTTGATGGTGCAAGCGTCCTCGATGGTGTGAGTGGGTCTCTTGACTCGTGTGCCTGCTCTTGGGACTCTTTTCCTCCCGTTGAGT 
TGTCATGTCCAATTTCAATATGATAGCTTTTGCTTCCACTTATTATATTTATTTTGTCATGCTTGGTTGTTATCTCTTAGAAGTGTATTCTTTT 
CTAATGAGAGACAGAAACAGAGTGAATCCAGAAGGAGGGGAGTTAGGGAAGAACTCGGAGCAGCAGAGGAAGAAGAAACTATAATCAGAATATA 
TTGTATGAGAAAAGGATCTTTCTTTTGTTTTTTTCTTTTTTTGTTTTTTGAGACAGGGTTTCTCTGTGTAGCCCTGGCTGTCCTGGAACTCACT 
CTGTAGACCAGGCTGGCCTCGAACTCAGAAATCTGCCTGCCTCTGCCTCCCGAGTGCTGGAATTAAAGACGTGCACCACCACGCCCGGCTTATT 
TTTAATAAAAGAAAAAAAGCAGAAAGAAGTGGGGGGGGGCCAAAAGTTAAAAACATGCTCTAATTTATTAACATGGTTCATGGCTCTAAATCTA 
AATTTCTTTAGGACATTCATACTTAAGAGAATTCTTCAAATGGAAAGGTCAGCCATACCTACTGGTACAAACAATAAAGAGAATTTATGTTCTG 
TGGGTATCCTGAATCCCTGAGAGCATCCCCCAAGCTTGGATTGATTAGCAGTGAGCAGAGATCACCTTAAATATTTAGGAGATCCAAGTAGTTG 
ACTAAGGTGTCTTCCTAAGGCAGGAAAGGTAGTTAAGGTTTAAGGTTGAAGTTCATCACTTACAAGCAAAGGCCAAAAGAAAGATCTCATTATC 
TTGTCAAGTCCACACGTGTATAAGACTAGGAAACAGAAAATAACGGTGACTTCAAACCCAGTGATGACGATATATGGTTCAGGGGCTTGTCCCA 
CGATGAAAAAGATCATAGATGTCACAGTTACCACCTAGCAGAAGAAAACAAAGACTTAGTCATTGATCATACAATGGGTTTAGTTCCTATGGGG 
AGGTTGGGTGCATGTGTGGTACTGGGGGTTGGATCCAGGGTCTCAGGTAGTGAGTGCTGTACCATGAAGTTACACATATCCCTAGCCCCCAAAT 
GAGGTCTAAAACCAATAAGATTTCTGTCACACATTGTAGAAAGGAGAGGCATGGCTAACGTGGGTACTGAGTCCTGCTTGTGGTTTAGAGGACT 
AAGTGACCTGTTCAAGTGCAGCTAATCACTGCACTGTGCTCTCAGGTCTGTCCCCTCCAATTGTCTCCTCTCCCTCTCGGTCTGCCCTCCTCGG 
CCAGCTCATCTCTTCGTCTTCCTCTAAGACATCTAGGTTGTCTTCTGTAAAACACTCCTCCCAAAGCCCTTTCCTTTCACCTCTTCCCCAGACA 
AATCCTATTCTGTTCTGCTTGTTTGTTGGTTTTCTGCTTCTTGCTGCTTCTCAAAAACATCTGCATCCTGGCTGCCTGAATTCTTCACCATCCA 
CTCCCTCATAACTCCTTAACGCTCAGTAATCTGCAATCTCCTATTGGACTTCAGTTGAATGTTGCCGTGAGGGGCAAGATGAAGGGGAGGGTGG 
GAGTGGCAGAGGAGGAGGAGATGGATAGAAACATTGTCAGAAGCAAAAATAAACCTGTGTGCATTTTCATGTAAGTCCTCTTACTAAATACATT 
GCCATTAGAATTAAGGGACAGCTGAAGTCTGGAAACAACCTAAATGACACCCAGAAGTGAATGGATAAAGAGCATGTGATCAGAGCTGGGATGC 
AGCTCAATGATTGGTGTGAGAGGTCACTAACTTAGCACATGTGATGGCCTTTGTTAATTCCCAGAAACACATGGACGTGCACATGCATACACAT 
ACCACATACATACATGTATACACCCACACACAAAAACATACATATACGCATGTACATACACACACACACATACTCAAGTGCATACATGCATGAA 
AGGCAGGGGAATAGGTCTATCCATAATGGAATGTTAGGAACAAAAAATTTGAAGTATTAATATGGATATACTATTGACATATGACATCGATGAC 
TCTCATAATTAGATGGATGAAAGATGACAAGATGAGTATACATCATGCTATTTATAGAAAATTCTAGGAAGTAAAAGGTCATCTGCAGTTACAG 
AAAAAGCTTATTTATACAAAACAGAACTAAATTTTATAGAAAATATAGTTACAGAGAGCACATGAGTGGACCCCTGGGGCTAGAGTAGGCAGGA 
AGAAGGGATTATCGTGGCCATGAGGAACATTTTAGGGGTTTGGGAGCCAATCATGTGCCACTTAACAAATAGATCCACTCTGGGAAATACGGTG 
AGTGATTTTGT CGTGC AAGTTATC ATAAAAATACAGATA CTAAGATGGCG CTG ATATC ACCAGGTG ACATCGT CT CATGGGACTGCTG ATATAT 
AAGCAATCAGCCCATACCTAAGAAAGTTTGCCAGGCATGACTGTATTGATTACCCTGATTATGGTGATAATTTCATTGGTTATATCTGTGTCCA 
ATTGATCCAATGACACACACACTGGAAATGCAAGTGTCTTTCCCATCAACTATGGCAACACGACCTTCTAAAACATAAATTTGTTCACATCCTT 
TGTCTATTTAAAATTCAAGTCTACATTTTCTCTATTATATAGTCCCCCTTTCACCATGTGTCTTGTATCTCAAAGTCAGCTACCATTTACTGTA 
GCAAAAATTCGCCTCTCAATTTGTCCATGAAAATTCCAGTGGTCACTTCCCAGGCCTCATTTACTTCTGTTCCCCCTGGTGTTTAATGCAGCTG 
ATCACAGCCTCAAGTTTCTTCACTTAGCACCCAGGACACCCTGACTTATCTTCTTCTACCTCCCTAACAACTCCCTCCCACTCTTTGCATGTTC 
TCCCTGCCCTGCCTTTACTGCTCACAGACTGCTAGAGTTCACACATCCCCTTGTATCTTCTATTAAATTTCTTTCTTCATGACTCCACCCACCA 
CTTGACTTTCAATACGACCATCTCTCACCCAAATCCAGCTCTATCCAGTTCAGTTTCGCTACTCATGGCTCTCACAGGTATCTCTAATCTACTA 
CTGCATTCAAAGCTGCCTGCTCCTCCTCCCACACTTGCTTCTCCTGCAGGGCTTCTGATACCAGTGTGTCGCACCTACACTTTTTCATATGTGT 
AGGCCCCTAAATTCCCAAATACCAGGACTAAAGGCAAGTATCACTGTGCCTGGTCAAAATGCAAAAATGTTGACTGCTGTGTGTGACAGCTGAC 
CTTTGATGGTTTAATGTGCACAAACTTTTGCTTCATGTATGAAATCACTAAAAACACTGTCTACTACCCCGCAGGCTATGTGTACGAGGTATCC 
ATAAAACGTAAATCAATTCTGTATTTAAAGTCGGGTTCTATCTTCGAGATATCTCATTACACACTTGTAGATACTCCAAATATCCTAGACAGTG 
CTGGTCTTAAGCATTTGGGATAGGAAATCTGTAGATCCCTGATCTGACTATTTGCTATTTGCTGCGCACTCAGTCACCCGACCCTTGCTTGCTT 
GGCGTGTCTTGCAGCGATGAGCTGTAACCCTGGTACATTCCCGCCTCATTTACTTCACATCACTGGCTTTTTCTATTCACAACGTATTCTCATC 
ACTAGCACTCCGTCTCACTTAACTCTGACCGATACCATCCCAGCAAAGTCTAACCCCAAGACTACAATCTGAAACCTTTGTCAAACTCCTCCTC 
CTCCTCCTCACGTTCCGTTCTCTGCCTTTTATTTCTCTTATCCCCTAGCACTTAGGCTTAAGATGCCAGGTAATGCACTGGGCTTGACTCTGCT 
GCCCTATCTCCCATCCCAATATGTAAATGTCTTGTTCACTGCGGACAGCAGGCATTCAGTAAGTGCTTGTTGGATGAGTACACGAAGCACCAAA 
CTTCTTATTGTTCAGAGCAGAGATTCTTAAGGTTTTCTTACTAGCCTTCATTCACGTGGGTTCTTTTGGGAAATTTTCTTCTGGTATATGTCTC 
GCTTCTGTATCCTACCTTTATCCTATCACATATAGTACCCCTTTGCTTTCATGTTTGTGTCCTGGACTAAATGGAAGCATTCTATGAGGCAAGA 
ACTTCTGTTCTGTGCCTGGCATAGAGGTGCATGCATTTAATCCCAGCCCTTGGGAGGCGGAGGCAGATCTCTGAGTTTGAAGCCAGCTTGATCT 
ACAGAGTGAGTTCCAGGACAGTCAGGGTTACACAGAGAAACCCTGTCTCAAACAAACAAACAAACAAACCACAAAAACAAGGGGCTGGAGAGAT 
GGCTCAGTGGTTAAGAGCATTGACTGCTCTTCCAGAGGTCCTGAGTTCAATTCCCATCAGCCACACAGTGGCTCACAACCATCTGTAATGGGAT 
CTGATGCCCTCTTCTGGTGTGTCTGAAGACAGCTACAGTATACTCACATTAAATAAATAAATAAATAAATCTTTAAACAACAACAATAACAACA 
AAACCACTACCACACCCCCCAAAAAAAGAAAGAAAAAAGAGAAATTTTGTGGTTGGTGACATGGCTCAGTCAGTAAAGCACTTGTTGAATAGTA 
TAAC ACTAATATTAAAAAC AAC AACAAACAAACAAAC AAAGAAAC AAAAACAAAC AAAAAGCC AAAGCCGGAC ATGATAGAAC AC C CTAACTCT 
GCCTGTTATCCTTGTAATCCTACCATTGTGGAGTTGGAGACTGTTTGCTGGCCAGCCTAACCTAATTGGTAAGCCCAGGCCAATGAGAAACCCT 
GTCTCAAAAGCCAATGTGGGTGGCTCCTGAAGAGTCACATATTTTGGTGACTAAATATAAAAGTTTTATGATTCAGGGATTTCTGTCTTGGTAA 
CTAAATGGAAGAATTCTGTGAGTTAGGAATCCACTTTTGTCTTGGTTGCTCTTTCTTCCAGCTACCAGCCCAGAAGCTGGAACACATTAAATAG 
TCACATCGTGTACAGCTTTGTGTCTCAGGTGTGCAGCACCCATGGTGGCCAGAAGAGGGCATCCTATCTCCTGGAGCTGGAGTTAAACAGTTGG 
CCAGGAGCAACTCAACATGGGTACCAGAAGTTGAACACTCGTTCTCTGTCAGGGCAGTAGCTGTGGCACTGAGCCATTACCCAGTCTCTCACAC 
TGAGTAGAGCGGTAATATCAGGGCTGGAGATTTGACTCAGTGGTTAAGGGCATATATTGCTCTGGCAGAGGGCTTGGATTTGTTTTCCAGCATC 
CCATGGTGGTTCACAACCATCCATAACTCTGCTGCCAGGAGATCTGATGCCCTCTTTTGACCTTCAAAGGCACCAAACACTCGTGTGGTGCATA 
TAAATACAGGCAGGCAAAACACTCTCACATAAACGGAATAGATCTAAAATAAATAAATAAAGCAAGCAAGCATCTGGGTGGTTGGGTGGTAGAG 
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ACAGATGAAATGCTTGTGAGTTTTTCAAGACCAGCCAAAGACATGCTATGCGAACCTGTTAAAACCCAAATGGGGCTGGAGAGACAGCTCAGCG 
GTTAAGAGCACTGACTGCTCTTCCAGAGGTCCCGAGTTCAATTTTTAGCAACCAGTTGGTGTGGCTCACAACCATCTGTAATGGGATCTGCTGC 
CAGCTTGTGGTGTGTCTGAAGACAGCTACAGTGTACTCACATAAAATAAATAAATCTTTAAAAAAAACAACAACAACCCAAAACCAAAAAAAAA 
CAAAACAGAAC AAAAAACAAGTTATATTAAACTTAAACTC CT CC CCC CTCCCC AACTATCTATCTGTTTCAATGTTCTG GAGCT AATGT AAAAC 
TCCAGGTGGCCAGTCACCTTCTTGATTAAATAAGGCAAAGGTAACCTCTCCCTCTGCTCCAGAGTCTTTTTCTGAATGTCTCATATGAATCATA 
ATTTGGAGCTACCTCTCCGAATCACGGATTTCTGACACGGGGAAGGTTTCCTATGCAATTAATTTTCCTCATTCAGTTGAAGTTTGAATCTCCT 
TTACAACATCCTCTTTAGTGCCCACCCGTGCCTTCTGTAGTCAGGGAAATACTGTCTTCTCTGGCGGTCATTTAAGTTTGTCGCCCCTTCAATA 
TAATAAACTCTTCGTGTTATGTGGAAACGTTACCCTTGGAACTTTTAACCATCTCATTTCAGCTCTCCAAATTTTTTGAACGGCTTAACTTTTC 
TTTGAGTTTTCTTACATTCCTTTTAATATGGTAGTTCAGTGAAAACCAGGGCTTTTAGGTATGGTTGAGGAGAAAGTTGTATTGTAGGTATGAC 
GGAGGATACAGTCAGAGGTATCTGGAAGTGGTCAGATTGAATTGAGCCATGAGAGGAGAGGGCAGGGGAGAGAGGAAGAGGAAGAGAGGGGGAC 
GGGGAGAGGGAGAGAATCAAGAGGACCAGGAGAGGAGAGTGTGTGTTGGGGGAAGGGGGTGGGGTAGCAAGAGAGTCTGCAGAGATGGCCAGTT 
TATATGGAAATGAGAAGCTGGGAGAAGGGAAATGAATCCCAGCCTCTGGGCTGGAGAGGTTTAAGGTAGGGGCGGGGTGAGAAGTTCTGGGAGG 
AGCTACAGGTAC AG AGTGAACCC AGTCCCTGG C CGTTTGTACTTCTCTAACGAGCTGAGAACATTACC CTTTAATAATG ATCTC GTTTCTCC AA 
AGTGCTGTCCAGAACAGACTGCAATGCCCCTGTTAGGGCTTGGAGCCCTAATACGGGCAGTTTCCTGTTTGCTCTCGCTCTGGGTTGTATCCGC 
TCTAAGTTCGGTAACATCCAATGTCCGACTTACAGTAAAAGACCAGCAACTTAAAAAAAAAATCTTAAAAAAATATTTATGAGTTTTGAGTGGT 
GAGACTATACAGCGCCTGGTCTGGTAGAGGTTATCACCAAGTTCGTAAAACAAGTGAAGGGTTTTCGGATAGACCCATGGGCGTGTCCCTACAT 
CATCTGAAGGAGGAAGCCACTCTACCCTATAGTTCTTCTCCGGTCGAACTGAGCCACAGAGCAATCAATGCCTTGCGTCTGGAAAGGCGTGGCr 
GGAAACCAGGTGGCCGAGCAAACGCTGCTCCAGGCTTCCGAACCCAGTCTTCTCTACCCCGGAGCACTCCTGACTACCGACCGCCCTGCATTCC 
CGCCGTGGTCCTCACCAAGCGCAGGAACTTCACAAAGCATTTCAGAGTACAGCAGAAGGGCCGACGGGTTACGACCGGCCGTGGAGTCTCCATC 
TTGCCCACAGACCCAACAGTCACGCCTGTCTTTCAAGCCTTCTCGATTAATGGCTCTTTCCAGGACTCGCGCCACCAGCTCAACTGCCGGGGCT 
GGGCCTGCGGCACCGCGCTCAGGCGAAGTCCGGGCGCGCCTGCGCACTAGCGCGGGCCGCCCACTGGCTCCGCCTCCTGGTCTCTTAAGTTCCT 
AAGTCTTGCTGACACCTGTCTAGCCTAACCCAAGCCAGGTCCCCACCACTGCTCCTCTGCCCTGGAGCTTTCCTGTGGAGAAGCACTGTTGGAG 
TAGGCGAGAAAAACCCAAGAATGCCAGCCCAGCCTCTTCGCCATTTGAGCATGTCAAATGCCACCTCCTTAGGATTTCCCTTGGTTACCTTGTC 

TGGTAGTAAGTTAGACTTAGGCAAGAGAAGTTCCGATGTTCTGTTAGTCTGGTTGACCACGGATAATGAAAATGTATAGTTTTATTTAAAAACT 
AAAAGGCTACAAGAAAGGAATTTGGCCGTTTTCAGCACAGAAATTATTCCGAAGAGACAGACTTATCCTGATATGAATATCACACAATGTGCAC 
ATGTAATAAAACATCCAATGGTATCTTGTAAATAAATACAATTATGTATCAGTTAAAATAAAAAATATAAATTCTATAAAGCAAGGATCTGTCT 
GCTTCTCTGCTCGAAGGGTCCCCATGGTCTGGGCCACTCATCAATAGCTATAGAATATATAGGCTGAACTTATGGGCTGGCCCTGTTAGTCTGT 
CCTTGCTCTCAGAACGTGCAAGCCTGTGTCTAGAGTACTTTTCGCCTCCCACTGCTGTTAGTTGTCCCACAGTTTATAAAGTGCTGGGGTGTAG 
CCAGGACAAACCATCTTGGAGCATTTCATGATGATAGACACAGGAAGAATATGTCACTTCCATTATGTGAATTAAGTCTCATGATTTCTTTTGG 
AGAACTGAATAACCACCCGTCCTAGTTTGGTTCTCTGTGATAAAACAAACACTGACCAAAAGCAATTTGGGGGAAGAAAGGGTTATTTGGCTTA 
CAGGAGGGAAGACAAAGTAGGAACTC AAGGCTGGAAC CGGAGGC AG AAG AAG CAGAAG CAGAAGAACT AAG AGTGTTT ATCAGCTTCAGTAGTT 
GTCTGGTTTGCTCATTCATAAAGACCCGCAGCTCACCTGCCCAGGGACAGCATTGCCCATAGCAAGGAGGCAAAAAACAAAAACAAAACAAAAC 
AACAACAACAACAAAACCCCTCCTTCATCAATTAGCAACAGGAATATGCTCCACAGACATGCGCACAGGCCAATCTGCCGCAGCCAGTTTCTCA 
ATTGAGGCTCCCTTTCCCGAGGTGTTTCTAGTTTGTGTTGCCTTGGTAAGAATTAACTAGCCCACAACCCCAGTCCATTTAGATCTCTTTGGAT 
CCTGCCCATGTAAGATCTGTTCATTTGGCTGAATCTGATCAACAGTTACCAACAATCTCACCCCAAGACGGTCACACACACACACACACACACA 
CACACACACACACACACAACTGTCGACTTTGAATTTGAAGATTTTATTTGGCTTTACTAGGTGCGTAGCAAATAAACAGGAAGCCCTGTTAGGG 

CCTGGAAGAAGTGGAAATCTTCTTTACACGCATTGTAACTGCCCATATACAGTCAAGGCGGCAACATCTGGGCTTATTGGTCTTGAATGGGTGA 
ATTATAGTACCCAAGCTTATTTTTGCTTACAAGTTGGCCTTACATGCTTTTTTTCTTATCCGTTTTTTGTTCATTCAGGGGAGATATTCGTTAT 
GCTTTCCCGAGGAACATTAAAATCCAAACGTTGAAAATGTCAAAGACTGTAACATTTGGGAACAATGGCTTTCACGGCCCTCTCACCTGTGTCC 
CTCACACTGTTTTTTGTGATGGTGGGGATTAAACCTAGGAGGGCCCTTTGAAGCCCAAGGACAAGCTTGGAAAATGTTCCCAAGTTTGACAAGG 
TCTACTTGCAGAGTATTTTCGAAGGAAAATACAGGACATCCTGAGTAGGCGGTGCGAGGTGTGGATGGAGCCGGCAACCAAGGAAGTAATCGGA 
TATACTAAGCAGTCCCCGGCATTATTATGCCATCCATTCTCTAAATCTACTTGGGTCAGGGCCATTCTGCGGTCTGTAAGTGGGGAAATCCTCA 
CTTTGAATCTCTTCGGTGTAGCCTAGAGGGAGAAATACTAGCGGATCCCTTAAGGGGCGGGGCCGGACAAGGGGTGGGGCGGGGCTCCAGGACG 
CACCGGAAGGAAGTAGGACTTGCACATCAGCCAGGGACTATGCTGCTGCGGTCGCTGCGTAGTTGGGCTGCCCGGTCCCTGCGTAGCGTGGGCC 
CGGGGAGCTCCGGGAGCCGCGGGAGCCTCGATTCGGGCGCCGGGCCGCTGTGGGCACCTCGCCGCGCCTGGCCTCCGGGTAACTAGTGCTTTTG 
TGCCACCTCGTAGGGGCCACACTGAACCCCGCCCCCTCACCTGCTAGTCCCCAGGAAGGGTCTGGGGACTGTGGGACCCTAATGAACTGTCAGG 
ATCGGCACTTAGTGGGGCTCAAACGCGGCTTCTCGGCCCATTTTTTTAATTTTTATTTTTTATTGTCAGATTCTTTAGGCTTGGGAGGTGGCTA 
GTTGGGGCACGAGCTGTATTTAATCAGCTCTTAGTGGATGCAGGTGTCTGCGGACCTAGGGGGCGGGTTCAGGCTTGCGACTTTCTCCTCTTGC 
TGGCAGTGCGGATCTTTCTCTTCGGAAATGGAAGCCAGGTGACATAGCTTTCATTGGCCTCGGGCTGCTGCTGCCAGGTGGGTTGGCAGTGTTG 
CCAGTCTTGGCCTAGACAGCCTGGGTGCCAACCCTTGGAATCTCTCAGAGTGTAGGTTATCCCTGGGTGCGCTGTGAAGATCCTAAGCACACAA 
TCCAGGTGAAACGGAAAGTAGAATGTACCGAGCAAAGGAAACTAAGCAAGCAGACATGGGCCTGGGCCCAGTACAGCGACACATACGGACCCAA 

CAGAGTGAATAATTGAAACATCGATTTCCTTTCCTTTTTTAGATAAAGATAGAGAAAATGATAAGGAGAAAAAAGCAGTGGTAAGTTTCTCTTT 

AAAGCAAACCCAAGACGATATCCAGGGTCACAAATCTCTCTTCCTTCTTGTGGCCCGGTTCCTCTCCTTAGATTCCATCACCGTTAGCCATTTC 
TTGTGTGTACGGGCGGGAGTGGGGCCTCGAGCTGCATTCAGGTAGTAAGCACTCATGTTCAGGTGTTTGTGAACTGCCAAAGATGCTGACCGAG 
CCATCTAAACGGCTTAAATTGCATCTATTTGCTTCACTGCCGATTGCCCCGCCCAGATGTGGGGGGGAAGTGTTCTTCTCACTTCCTTCTGCTG 
TCTAGTGGAGACCAGAGAATCCACGAGGGACGTCAGGGTGGCCTCAGTCAGGAGGTGCTTGACAGGCAGGCTCTGGGGGTTGGGGCTGTGAGGT 
CAAAGGAAGTGCAAGTTAGACAGGTTTAAATGTTGCAGCAGTATTTTGGTTACCACCAGCCCAAGGGGTTCAGTTTCTTCCTTTGAGATCATCT 
CACCCCAGGCTGGCCTCAAACTTGTGATCCTTCGGCTTCGAGCCCTCCTGAACACTGGGATTTCAGTTGTGTGTCACTCCGAAGTGGTCAGGGC 
CCGTTTCTGTAAGGGAGCTGAAAGCCTTGAGCTCAGATGGCTGGGGAGAAGGCAGCTGGAGCAGCTTAGTGCCTCTGGAGGGTGGAAGGTGTGC 
CCTCCTGTACCCCTTGGTGGGGCAGTGGAGGTAGTCAGGAGGAAGGCGTGTCCCTGGGAAGCAGGAGTGACATCACAGGAAGAGGAGGCTTGGT 
TTTCAAGGCTGGAGAAATGGCTCAGCAGTTAAGAGCTCTTGTTGATGTTACAGAAGATTCAGGTTTTTGTTCCTAGCACTCACGTGACAGCCCA 
CAAACTGTTTACTTCCAATTCCAAAGGATCTGACCCCGCCTCTGGTGCTCTTCATGGACAGCAGGCATACACTGGAGCACAGACGTACAAGCAG 
G C AAACC ATTTATC C ATATAAAATAC AT CTAAAAAGTTAG AGG AGG AAGGTGGTGGTGGCGGC ACAGGC CTTTGATCC C AAGACTCGGGAGGCA 
GTTCTCTCAGTTGAAGGCCAGCCTGGTCTACAGAGGGATTTCCAGGACAGCCAGAGTTACACAAAGAAACCCTGTCTTAAACAACCAAAATAAA 
TAAATAAAATGAATGAAGGAGAGAAAGAAAATATGGATAGCTAGTGACATAGAATTTGTATTTGTAATTGTTGAGCTAACCTTGCCAAGTGTTG 
GACCTGTTCTGGATATGGTCTGATGCACCCCTGGGTGTACAGTAGCAGTTTGTAGAAAGTGGTAGTGTGGAGCCTGGTCTCAGGCTCAGGGTAG 
CCATTTAAGTACATTTTTGTGTGGGAGGCGCTGGGCTGGAACCATGAGACTTGAAAACAAAGCCATTGGCATTGCGCACGGTAACCTGACAGAC 
GGGACAGTAAAAAGGACATCAGTGAATCTAGAAAGCAGTGAGTGAGCTTGGGGCTTTGAGGAGGGGACTCAGGACTCTGTGCAGCCTTGGGAAG 
CCTTGATGC CC C CTGAGAGGT AG AGGAGAGGGGACTGTAGTTGT AAG AATGT AGAGAGAG CCGTAGG CTGGCTTTATAGTCTGT C CTTAGATAG 
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TGGAGGCTTGGAAGTGTTCAGAGAAATTGGGCTAGATGCCAACGTCAGAGTCACCAAAGGACTTCACCATAAACTGTGTAATTTTTACTAATTT 

ATTTATTTATTTTTTAAGTTTTCGAGACAGGGTCTCACTGTCTTACCACGTAGCCCTGTCTGAATTGGAAATCACAGATCCTCCTGCCTCCGCC 

TCCCTAGTGCTGGCATTAAAGGGTGTATCATGTAACCTTTGAGGAGTAGAAATTTATTTGTTTCGTGTTTCTGGGGGCTGGAAAGTTCAAGGTT 

G AAGGACTAATAT CTGCTGG AGGCTG CATATGTGTTTC ATCCC ATGG AAG AGAAG AG AAG ACAAG AC C AG ACCC ACT CCACAG AT CATG CCTTT 

TTTTATCAGGAACCCATCCACTGATAACTGCCCTACCTCCACAATACTACTCCCGAATTCGCCTCCACAAGTCACTCTTTGTGCATGACTGCTC 

TATTTGCAGGTACACCTGCATGCCAGAAGAGAGCATCAGATCCTATTACAGATGGTTGTGAGCCACCATGTGGTTGCTTGGAATTGAACTCAGG 

ACCTCTAGAAGAGCAGCCAGTGCTCTTAACCACTGAGCTATCTCTCTAACCCCCACCAGTCACTCTTGATGGCGGAGTTCACACAATCTCTCTG 

CAAGGTCTAATCTCTCAACACTGTTGTACCGGGGACTAAGTTTCCAGCTTGTGAACTTTAGGGGATGCATTCAGATCGTAGCACTGCCACGCAC 

TGTGGTCCGACTTGCCTTTCAGGGTGAGATGGTAGGGATCACAGCAGGAGAGCTGTGGGGTAAGCTGAGAGGTACAGAGGAGTAGCGAGGTCTC 

CCTCTAGGAGTAGGAGAAATGCTACTTGTTTGTCCTTGGTTTTCATTAAACATCCAAATTGATTGGCAGTTCTGTAGGGTTACGGTGATCATTA 

CTATTGTATTGCTCCTCCCCTGACAGGGTCTCAACTGTGTCCTGGCTGGCCTTGAACTCACAGAGACCACCTATACAATGAGAATGTTTAACTT 

C CTTTTTTTG ATATATTAAATGTTACTTAAAAAG AAAGGTGTAG AGTTGGGTATGGTGGTACAGG C CTGTAATAC CAGCATTGAGGAG ACTG AG 

GTGAGAGGTTGGAGAATTTGAAGTT ATCCTGGGCAACAG CAAG ACACT CACATACATCCCCCC CCCCAAATAAAAGACTTATTTACTTTATTTA 

TATGAGTATACTGTAACTATCTTCAGACAGAAGAGGACATCGGATACAATTACAGATGGCAGATGGTTGTGAGCCATCATGTGGTTGCTGGGAA 

TTGAACTCATGACCTCTGGAAGAGCAGCCAGTGCTCTTAACCACTGAGCTATCTCTCCAGCCCCCCTCTGTCTCTAAATAACTAAAAAGTAAAA 

ATGAGAGTGGGTGGATTTCCGTCGTAACGCGTGCTTAGCAAGCATCAGGTAAGTTCCATTCCCAGCACCAGAGAAAGATGCTCACCCGTGCCAG 

TTACAGTGGCTGGAGAGTGGACTCTGCTTCTGGGGGAGAGTGGGCTGAGCCGCGGCACAGACACAGAACTTTGAGCCAAGCTGCCTGCATCCTA 

CAGCAGCACAGCCTCCTATCTCTGTAATCTGTTACTTTCTTTGCTACCCTCACATTTACTGTGAACACTGTTGAGGCTGGGACCAGATTTTCCA 

TATGATGTGCTGGGCTCATAGTAGGCCTTCAAGCAGTTGAAAGACTCAAACCTGCCTGGTTTACTGCCTTGTCAAATCACCACGTATTGGTGGT 

AACTTCTAGCGAGGGTGTGGAGCAACAGGCTACTTGCTATATGGTAGGGTAGGCACTTCTCTGTGTGACCCAGAGGATGTGCAAGAAGGTTCTG 

AAGGAGCAATCTGTCTTAGATTGAACTGTGCACCTGTCGTGATCTGCTGGAGCCAAAACCAAAATATCGATTGAGGGCTTCTCTGTACAAGTCA 

GCAAGTTGGATCCTAGACGGCATGCACGCGATTTTTAGTCTCAAAGCCATTGATAAAAGTCAGGTTAAGGAAATGGGACACTTTTATACTAACA 

CAGAACAGTGTGAAGGGTGGATCTAGGGAAGGGCTCAGAACTTGACTGGGCAGACAAGTTGTGTGCAGTTTAGGTGACGTAGGTGGCAGGGAGA 

AGGGTGTGTTGTTTGGGCTGAGGATGTAGTCCAGGGGCAGATAGCTTGATTGGTATGTATGAGGCTCTGGGTTTGACCCCTAGCTTATTTAAAA 

CAAGAACAAGCGGGACCGGGTCAGGTGTGGATGGATCACATGGGTTTGTCAGAGGGTGCGGCATGAGGGATGCTGATACTGTGTGGTGGGACCT 

TGGGGGATTCCCAAGGTAGGGTTTTAGCTTACCTCTCAAAGTCCTGGCCCGAACCAAGAACCTGGCTATTCACCTGAGCCTAGTTCTGTCGTGC 

TTTATCTCTATGCCTAATGTACATTTGTCTTCTGCCAGGTTTGTATTGAGGGCAATATTGCAAGTGGGAAGACGACATGCCTGGAGTTCTTCTC 

CAATACAACAGACGTCGAGGTAAGGCTCTTACAGTGGGTTTGTAGGAACCCGAAACACCTCAGTGGAGTAAGTTATACCGGGCACAGAGAGCCC 

TGTCCAGCAGAAGGCTGATGCGAGCTGCCAGTGAGCTGCACGTCTGATCCGGTGCCTTTAAAGCCTCGTGGAGTGAAGCAGGGGGAGCTGTAAG 

ACAGCCCTGATGTCAATTAACATGTCAACATGAAGTCAGTGTTAAAGCAATGAATGGACTGTTCACATTCTGTGTTTGATACTCAATCCCTGGG 

CCTGGAGTTCAGTTAGTGTTTACAGCTTTCTCAGTTTGGACTCCCAGATAATGCCCAAGGCATGATTTCTCAACTCCGGATTTTGTTTGACTAT 

ACCGTGCTGC CAAGGC AGTATACATTCAGT CC AGTAGATTAGTAATG CACTTCAGCTCGGC CTGTTTTCAAGTG AGGACAC AGC C CCCTTAAAG 

AAGAGGCGCATCTGTGGTCAAGCTTCAAGGTCATCGTGGTTGCATGTGGCTTGTGGCCCCTGTATGCAGTGGTACATGAGCTCCCACCATTCCT 

GTCTGAGAAGGGAACTTTCTGTGTGGGGGCTGCTGATGCAAACAGTATGGATCATCCTGGACAACTGCTTGCTTCTTGGGGAGCTGGGCTTTTG 

GAATGTGCCAGGCAGTGATAGTCTGTGTAGTTATGTGACCCCTGAGCTTCCAGGCCTAGGTCACCTTTCCTGGTAGACAGTACTTGACATGTGT 

TGTCACAACTTGTTGCTGGGAAAATTGAGTGTGTCTTGTGTGACTCCATTGGGCAAGGATACTTGGGAGTTCTGGCCCATCTCCCTCCAGGTAC 

ATCCCCTGTGCAGATTTGGTGCTGTGACCTCTCATGGCAGTTAATATTGGCTGTCAGTGTTGGATGATGTCTCATCGATCATCAGCGACCCAGC 

GACCGGCCTTGAGTGGTGACCCTCTGAACAGAACTTGAAAAGTGCTTATATCCTCACTGTAGACCTTGGGGCCAGTTAGCAACAGTAGCCGCAG 

CAGTAGCTAAAATGATCCAAGGCACCGTGTTAAGTGTTTATGGCATATCTAATTGATTCCATGCTTATCTGCTTAACAACCCTCTGAGGTAAGC 

ACTGTTATCTCTGCTGAGGCGAGGAAGCAAAGGATAACTGGCTTATAGAATTTATATGGTGTGATAGTTAATTTTAGGTGGCAGCTTGCCAGAA 

TTAACGACTGCAGCAGCCTCCCCCACTCAGCGTGGTTTCAGTTACCCGAGGTCAACCAGGATCTAAAGTATTAAGTAGAAACTTTGGGATGTAT 

TTAAGTTCTGCATTGTTGTACGATGTACCCAAAGAGATCTCATCCCGCCCATGTAAGCCATCCTGCTGTCTAGCATAGGAAAGAAAAGCATGGC 

AAGTGTTAGGCTTGTTGTACCTGAAGCTTCAGGCATCCGCTGGGGATCTTGCAACCCCAGGAACAAGGAGGCAGCACTGTGCCTGGGGGCTGAT 

GAAGTGTTACCTCTATACACGTTTAGAGGGTGCTTCTGGAGAAGACCGATATGTAAATTGGCAGCCTTACTAATATATAATATAACAGGTCATA 

TAATTGGCCACAGTCCTGGATAGAACAAAAAGGAAAGAAAAGGATTTTCCCCCCCTCTTCCTGCTGTGGGACACCAAACTGCTGGCTTTCCAGC 

CTTAGGACTTAGGGACTTAGCCAGAGGCCCCAGGCTCCAGGGTTTCAGCCCCATACTTAACATTACGCCAGTGATCTCTCTGTTATCAGACTTT 

AGACCTAGACTGAGCTCTGCCGCTTGCATCCCTGGGACCCAAGCTGGAGACGACCTGTCATGACACAGAGGTCTTGGCCTCCATAATGGTAGAG 

CCAATCTTGCTCACGAATTTCATCTTGTATGTCAGTTTCTATGTTCATGCAATTGGATCTACCTCTGAGGAGAGTCCTCACCTATCAAGTAGTG 

TGTGTCGGGGCCAGTCCCAGCAAAGGCTGTGGAGCTTCAGGGATGCTGTCCATGTTTGTCTCCAAGCTGTGAAGAGCTTGGTTGACTTCACCGA 

GCCTATTCCCCTCTAGACTGAGCCAGTTTGCAGTCAGTCACAGGAAGGACTTCCCCACCTAGAAGGAGCTGTGGCCGTTCAAGGGTTCATCCCA 

CCCTTGGTCTGTAGTGCTTGCCTGCCTGTATTCTAGATTTGGCATGCTGTCACACGTTTGCTCTCCTTCCAGGTGTTAATGGAGCCTGTGCTCA 

AGTGGAGAAATGTCCATGGCCATAACCCTCTGGTGAGTAGTTTGTCTCTTGCACAAATGCCAGCTTCCCTGTGAGTGCCTAGGAGTGCTGGTTC 

TGAGGCCTGTGCCCAGCACAGCCAGTCTGTCCCCATTGTTCTAGCTCATTCAGAGGAAAGGGGAATGGCGAGCCAGGGATTTCTGAGGCCTGGG 

TGGGTTTGCACGAAGCCCAGGAACCTCCCGTGAGGTGTCTCCAAGGTTCCAAGTGGCTTAGCTTTCCTTGGCACTTGTTCCAGGTCACCAGGTT 

TCTCGATGAGCCTCTGACTTGGGTTTGGGCTTTACATTACCGAGGAATGGATCCCTGTGGTTTACCCTGGAGCTACCCATGTTCCTTGCCAAGG 

TGGGGCTAGAGAGCCAGGGACTGTAATGTGCATGAGCCTTCTCCCTCCTACACTCTGAAAGCTTTGTGCTGCCTGCTTGAACAAAGACTGATAG 

AAAGCAGATGCTACCAGAGGGGATGAAGAAGGACTGTGGTCCTGGGCTCCCGTGCTATGGTATGGGGTGCTTAGTATTTCTCAGCTAAGAAAAC 

TGGTCATGTAGGTTTAGCAGTGCCTCGCAGTACCTCGGCAATACCACGTGTAGAGTCCATTAGACTCAGGCCCACAGCAGACAGCACTGTGTCT 

GCTGGAACCCGGCTTTAGGACCCACTTGCTCACTCACTCAGGATTTATTACATACCTTTTATGTGGCCAACACTGCTTCGCACTCTAGGACACT 

GAGCAATTTAATAAAGCCTCTGGTCTCCTGGCCCTAACATCCACTGTGGAGATGAAGGAGACAGGTATTAGAATGTGGTGGCGAGTGACAGGAG 

CTGTGAGGAGAGCTACAGCAGGTGAAAGGATGCTAGTTAGATAAGACAGAAGCTCACAGTTTTAAAATAGGAATCGCACAGAGCTGTGACAGGA 

ATCTCACTTGTGTGCATGTGGGAAGAAGATGGGATTGTCAGCCATCTTTTAGTAT^ 

GTCTGAGACTAAAGGAGACACTTCACAGACCAGAAGTACAGTCTCAGAAGGTCGCATAACAAGTGTTATCCTTACCATCTCTTCATCATCATCG 
TCATCACCACCATCATCAGATATATTTCCACTCCTTTCTGCTGGTTGGAAACACAAGACTGCTGCTTGTGTGACAGTTACTGGCTCACCACGCT 
GGCTCCGTGATGCAGAAAGTCGCCTGTTTCCGCAGTCATCCAGCTTCTGACTTTGCTGAGATTTTCTTTGACCCATAACTAGGAAAGCCTTTAG 
TTCTCAGTGCTGAGCACCGAGTGCGGAAGTGCAGAAAGGAAGCTGGCGTCCTGTCACATGCCTGTGATCTCTCCACCCGTGAAAGCTGAGGCAG 
GAAAACCCCAAGTTCCTGACCATGCTGGTTGTTTAATAAGACTCGGTCTTCCCTCTTCTCTCCAGACAGAACCCCATCCTTATCCGTCCAACAC 
ACACCAGCACACACACACACACACACTCGTGCATATGCACACGTACACCCTAGAGAGAGAAGCAAAAGATTACTAGAATTACTAGAGAGTAGAC 
TG C AGC AGG AAGTGCTTTTATCTGTAGGTGACAGAAGATTGAGGG CTGG CCTCTATTTTATC AGGGTAGGTAGGAC AATG CATCT CTATGAAGG 
CGACATTTGTCAGAGACCTACATGTGAGGGAGGGGGCACTGCAGGCACCTGGAGGAAGAGTAAAAGAGGCAGGTGCCAGAGCCCTGAGGTGGGG 
GCCTGCTTGGCATGCTTGCAGAGCACTAAGGAAGTTTGTGTGCCTGGAAGCTGATTGGCCAGAGAAAGAAGGGTAAGAGACAAGTGGATGAAGG 
TGGGTTTCTAGGGCCTGTGGTTCAGATGGGGGTTTAGATTTGATTTGCACCCAATGCAAAGTCCCTAGACGGGAGATGTTAGCAAGCTCATTTT 
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GGCTGCTGGATAGAGAACAGACCACAGGGAAACTCAAAGGCCAACTATGAGTGTCTAAGTGCCTTTTCCTCAGGCAGCACATCCTGGTCTGGCT 
GTTAGGGGGCTCTCTTATAGTTGTGTTCACATTTGTCTCTGTCCACCTACTCTGAGATTGCTACAGCTGTCCTGAGTACATCTCTGGCCTCAGC 
CCTGCCCCTGTGGGTTTCCTGAAATGGCTTTCACGGACTTCAAGACCTGGGCCCTGCCTGTACTTGCCACTTGGACACAAAGTGCTTTGCTTTC 
CTCCCTGCAGAGCCTCATGTACCATGATGCCAGCCGATGGGGCCTCACACTGCAGACGTACGTGCAGGTCACCATGCTGGAGCAGCACACGGGC 
CCTCAGGTATGTCACAGGTCTCACTTTCAACCTTATAAACATCCTTCAGATTCAGGTGTTGTCAGATAGGGACATCATAGTAAATGTCCCTTTG 
GACCTTTATGCTGTCCAGTCTTCTGAGTTCAGTAAGGTCTCCTGTGCTCACAGGTGGCTGTGCTGGTGCCATCCTGAGCTCACATCTGTAATCT 
GATGAAAAGTTGCTAAGGATAACACACACAATGCAACCTTCTGAGACTGTACTTATGGTCTGTGAAGTGTCTCCTTGAGTCTCAGGCATCTAAA 
CTACTACCCTTGTCTTACTTGATATCAAGCCTTGAGTTCTCTCTGACTTCTAGAAAGTATGAAGGCCGGTGGTTTTTCTCTATTATACCAACGC 
ATGCACACAAGTGAGATTCCTGTCATAGAGCTGAGTGATTCCAGCTTTTGACCATCCTTTAACACAGAATCCCTGGCTTGGGGCATCATTGTCA 
CCTGGGGGCTTGTTAGAATTGTACATTTCTCATCTCCTCCCCAGATCTACTGAGTCAGGAAATCTGGGGCTAAGGTCTAGGAGCCTGCTTTATC 
CAGCTGTGCAGGACTCCTGGATATGTGTTCTGCGTGTCTACCTGTTTGAGAGCAGACCTTTGTGAGGTCTGGCTTTCAGATTCTCGAAAGAATC 
TGATTCACCTTGGGTCACAACCAGGTGTTGGGGCAGGACAGGACACACAGCGATACTTAGGTCCTTCCATTAGCAGGAGCAGGTTGTCTTAGGA 
GGTCAGGTGGCAAGGGTGACCATGGTTGCTACCTATGGGAAAAGCTTTATACACAGGTAGACCCTTTCCCTGTAGGAGACAGGATACCCCTATA 
GCCAGTTACGTTAGCACCATCATTAGGCTGAGCAGTTGGCTGCAAGTGTGGCTCCCTGCAGCTGTAGGTGTCATTCTTCTGTCGACATCAGTCT 
GTATCTTTACAAATTGACAGATGGGAATAGAATCTTTAGAAGAATATGAATTTGTCCTTTCCAATGGTTTCCTAAGTGACAGAGAGCAGAACAC 
CTGCAGTTAGCACCTTCCCCTTGGTTTGCTCTGCTTTGCCTAAGTGGGCATTTTAAATTATATCCGATGATCTGTGAATATTATGGGATGTGGG 
CTGAAATCTGCTAAGGAGGCAAAGGCAGAGCTGGCTGGACTCAGCAGGAGAGAGATGGCTGAAGAGGGAGCCGGAAACAGATGGGAAAGAAAGA 
TAGGAGCAGCACGTGCAGAAGGGACAGAAGGAAAACAGATGGGTGGGCAGAGCCAGGAGGCCGGGAGGTAAGCAGCGAGTGGGGTGTAGGGTTG 
AACGTGCTCTGGGTCACACTGTGTACTAGGTGTCGGATGGGCAGGTCCCTGCTGCTCTCCAAAAGGACGTAGTAGACGAAGGGAAAGATGATCC 
ATGGAGGGTGTGAGCAACTTGCAGAAAGGTGATGTGCAGCCTCTTCTCTGTTGGTCAGAGTACTTTTCAGTTCCAGCAGGCAGTGCCTCCCTAA 
r CCCTAGTCTTTTGGGGCTCTGCTTCAGACACCCAGGTCCCTGGCTCAGGGCTCCACTCACCAGACTGTGTCAGCGGGGCAGCTTTGCCAACGTG 
TTCCATATCCTAGTGAGTCTCCCTTCTCCTGTGAGAGCAACTGTGGGGCTGCTGGCAGCCCTGGGCCCCCACATGGCTGGCTTTACTGTCCTCT 
GTCCTCTAAACTTCAGGATGGCTCAGGTCAGGGTGGAGGGAGACACACAGTGAGTCTCATGGCAGATTTGGCTTCTGTTGACTGTTGTCCTCCC 
TCACAGTCTCTGTCCAGCAGAGATGGAAGGGACCCGTAAGAGGACTGGGGCAAGTTCTTCAGGGCTTCCTGTACCTTCCTCCTCGCCTGAGAGT 
AAATC CCTTTTTCCATTCCTTTAGATGTC ACCTGTACGGTTGATGG AAAGGT CAATTTACAGCG CAAGATACATTTTTGTAGAAAACCTGTATA 
GAAGGTACTGTAGCTTGTATAGCCCATCATTTATTAACTGATTTTGTGTATGTGTGTTTGTGTATATATATTAATATGTATATGTGTGTTTAGG 
TGTAGGTGGGTGTGAGCATGTAGGTGTGAGTGGATAGGTGTGGGTATGTAGGTGTGGGTGTGTAGGTGTAGGTATGTAGGTGTGGGTGTGTGGG 
TGTGTAGGTGTGAGTGCATAGGTGTGGGTGCGTAGATGTGGGTGTGTAGGTGTGAGTGCATAGGTGTGGATATGTAGGCATGTGGAGGCCAAAG 
GACAGCCTTGGGTGCTGGTTCTCAGGAAGTATCTATATTACTTTAATTATTTTTTCTTTAGGTTTGTTTAGTTTTATGGGTATGAGTGTGCTTA 
CATATATGTATGTGTTCCAGGTGTGATCATGGAGGACAGAAGAAGCTATTAGATTACCTGGAACTGGAGTTACAGATGGTTGTGAGCCATGTGG 
GTGCTAGGACCTGAATCCAGGTCCTTTGAGATAGTAGCAAATCCCTGAGCCATGTCTCCAGCCCTGCACTGTGCTTTTTGAGACAGGGTTGCTC 
ACTTCTTAGTTATCGCTTCTAGGCTAGGCTGACTGGCCAGCATACCTCAGGGATCTGCCTGTTTCTAATTTCCAGTGCTAAAATTGCAAGCAGA 
TAGCCTCATGCCCGTGCTTTTACATGGGATCTGGCAGCTGAACTCGGCTCCCCATGGTAGCACAAATACTTTACCATCAGAGCTGTCTCCCTGG 
CCCTAAACTATTGCTGGTGGAGTTAGTTGCCTAGTTACCTGACAGATTCGGAGTACCAACAGTATTGATGAGCTTCGGTTGCTTTATAATGTTG 
TGTAACAACCACCAACCCACTAGTGACAGCCACCTTCCTTTATTGCCAGGTCAGTTTGGGAGGTCAGCCAAGTGGCTCCTTTTACCTTGGCTGG 
GCTTAGCAAAATGCCTGGGAGTGGGCTGGACTAGAATGGACTTGACCCAGGTGGTCCAGGCAACTCATTTCTCTTCCTCTCACCTGTCATCCCC 
TCTGGGACCAGAAGCAAGCATAGGCCCTGTCATCTCATGTGTGTGGCATAGGGCAAAAGTCCCAGTGGACACACAGCGGCATGCTTACATTTGT 
TGTTCCGCCCTTGCCCACATCCCATTGGTCCCATGCCTAGGGATGGCAGGCGAGAGGGCCAAGGGGGTCCATGGCACAATGCAAGCTTCTGGGA 
AGATGGAGATTTGGGATGCTTAGAGCAGTTAGTCTGCCCCGTGCTTATGCTGTGTATAGCTTGTGTGCTCAGTTATCTAGACAGTTGGAAGGCT 
TCAGGTGCCCACCCGGGCTTAGGGCTCCAGTGTGGGCAGGGGCTAATGTCTGCTCAGGTTATTGATAATTTGGGAGGGTCTTAGAGGAAACAGG 
TTGCAGACTGAGGTCTGAAGTTTCAGCCTTTTCTGAGCTGTTTCCATCTTCATAGCCATGTATCTTGTCCTCATGTCCTTGTCAGTGCCCGATT 
CTTACCACCTCTTCCTGCTCTGAGCCTGCAGTGCCACTGGCACTTCTTAGGCAGTCCTGACACTTGTACAGAATGTTCCTAGGTTCCCAGACCC 
CTCCCTCCCATCACAGCTGTCCTTATGGTTCTGTCTCAGCCCTTCATGTGTCTGTGTGTCTGTGTGTCTGTGTGTCTGTGTGTCTGTGCCTGGT 
GCCCATGGAGGTCAGAATAAGGCATTGGATCCTCTCAGACTAAATCTATGTACACAGCTAACTCCATTTCCTAGGTGGAAGCAGCAAACAGTTC 
AAGACAAAGGATAATTATCTACATCTTGCTAGTGGGGCAAGCAAGGTGTGCGGAATAGTGAGAGGCTCCGATTTCTCTTATTCAGGTCATCCCT 
CAGGCACCACTGAAGCCCCTCCTGTCTCCACACTGGCTTTACTCATGCCCTCTATTACCATACTGAGCAAGTCCCCTTGTACTGAGGCCGCGCA 
GGGCTCTCTGTGTTTATCAGGCACCTTCTGGTTGAGGACTGTGATGTAAACGAGGTCCACCAGAGGGCAGCCACTGCGTAACTACAGGGGTTCC 
TGCATCCGTATGCTTTAGGCCTTTTCCTGCCGGGGAGGCCTGGCCTTCTGTCCTGGGAACAAGACTGAGCTCTGAGAGTTGTCCTTGGGATTGA 
GGGTTTATGGTGCAGGGTTTCCTCTGTGTTGTACTCAGCCTGTGGGTTCCATTTCACACGTGGGACCTGAGGTTTTGCTGGTTGGGTTTTTACA 
CTTCTATGGTAAAGAGTCGCAGGTTTTTGTCCAGGTCTAGAGTGGAGCAGCTGTCAGCCAAAGGGTTTCTGTTTTGACAGTGAAAAGGGTTTTG 
ATCAGAGCTTCAGAGGACCAATAGGAGGAGAAGGGAGTTTGGGGTTCTTATACGGTCACTCTGCTCGTAACTCCAGCATGCCCAGTGCACCGGT 
' GTCTCACAGGGGGTGCTATAGAGAAAGGAAATTGTCTAGAGCTTTCTACCTGCTGTTCCCATCTCATCGAGAATTAGTCACCTTAGGTAGAAGG 
TGCTGAAAAAACAAAGAGGCTGATAGATCCAGGACTGTGCAAACTGCAGTTTATTA 
NNNNNNNNNNN*^ 
NNNNNNNNNN^^ 

NWNNNNNNNNNNNNNNNNNNNN^ 

NTAGCTAT CTG AATATCTATTTGCTC CTTAGGGCTTGAAAT AC ACG CC AGGTTCTCATGGTGGATAAAATAG AGTTACGACAAACATGTATACG 
AGCCGTCAACTTGTTTCCAGCCTGAAAGCTGGTTCTGTAATGCAGAATTAGCTTTAGTGGTATCCTTAGCCTGTATTTGGACTAAAATGTCTTG 
GTTCTTACCTGTGGAAGCTCAGCTGGGCACTGGTATGCTTCCCCACTTCCTGTGCTGCCCATGGCTTGCTAATGTGCAGTGGTGGAAAGCCCTT 
TCATAGACGGGTCTAGTCATGGCTGACCTGGCAGTGCCAGGTTCATCTTTTCCCCAGGGATCCCTAGACCCTTTGCTGAGGATCTGGAGGTGGG 
GGCCTGGCTCTGCAATCTGTAATTGAAAGGTTGGGTTTCTGGAGAAGCCCACAGATATGAATTGGTGTTCTACATTTCCTCAAAGCAAAATTTC 
TCCGTGTTCTTGCCTTTGGGATCTTGAACAAGTAACTGCGAAGGAGAGACATACCTCTTCTGGTGAGGTAGGAAGGCAGAGTGAGCTCAGTTAC 
ATCACTAGCAGTCCGAGAGCTTTGTGTGGATTACTGAAGAGGAAGGTCAGCTTTCATGCTGTCCTCAGAAACAGGAACTGAGCTGTGTGCACTG 
GGCTGCAATGCAGAGCTAAAGGTGGCACAGAAGCGTTATGGCCAAAGAAGCCACGCAGGCAGTTGTGTAGTAAGCTCTGTGGCTGAGGGATTGA 
GCAAATGTTTTACAAGACTGCTTGGTCTTCCTTTCCTAAGGTCAGGGTAGAGGAATGGAGTGGGTGCAGCTGGGAACATGGCGTTGACTCACCT 
GGCACATGGGAACAATGGGCAGGTCCTCCCTACGTCCCTGGCCAGCCCCAGAACCAGGAGGCCAGGCCACAGAAACACGGGGGATCCAGGTTAG 
CCCCTCAGGGAGGACAACAAATGCAGTGGAGAGCAGGTGGGACTGAGGGCAAGGCTCTGCTGGAACACAGGGCTAGAAGAGGAAACAGTGTATT 
TAAGTATCAGGTTTCTGTCTTAATTTGTTTGAAATAGTGTGTTATTGTGTAGCCTAGGGTAATCTGGAACTAAGAATTTTTATGTAGCCCAGGT 
TGGTGTCAATCATGAGATCATCCTGCCTCAGCCTCCTAAGTGCTAGGATTACAAGCAGGTGCCACTTCAACCAGCCTTTGATTTGGTTTTTTGA 
GCATCAGGTACTTTCAACTGAACTAAATAGAAACATGGTACAAAGTATGGTGAACAGTGGGACTGTCCATGGCTCAGCTAAGGAGTTGAATTGG 
ACTCTCTGTGTTTTGGTCAGGGTTACTATTGCTTAATGAACACCATGACCCATAGCAGCTTGGGGAAGAAAGTATTTCACTCACAGTTCCATGG 
ATCAGCTCAGCATCAAAAGCAGTTAGAACAGGCAGAAACTTAAGCAGGACAGGAACCTGGAGGCAGGAGCTGATGCAGAGGCCGTGGAGGGGTG 
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CTGCTTACTGGCTTGCTCCCAGTGGCTTGCTCAGCCTGCTCGCTTATAGAACCCAGCGTGTATGTGTGCTCATTATACACAAGTGTGGAGGCCA 

GATAAGGACACAGTCCCTGCTCTATCACATTTATACCTTCTTCTCTGAGACAGAGTCGTTGACTGAACCAAAGCTTGCTTTCGGTTAGACTTGC 

TGGTCTAGGAGCTCTATCTGTCCCAGCACCACAGGGCTGGGTTTAGAGGCTCAGGGCCATGCCTGGCTTTTTTTTTTCCCTATGGGGACTTGAA 

CTCAGGCACTAATGCTTGCAGAGTAGGCACTCTTATTTACTGAGCCTTCTTCCCAGCATTGCTTTTTTAGTCTTAATATTTAAACTGTGTAATA 

GTGCCGCCTCACTCTTGTTCTGAGCACTGATACTTTGCTCAAGTTTAAAAAGTAAAGAGCCAAGGAGGAAGAGTCTACAGTCTGCAGCTCAGAG 

AGAAGCCCTGCAAGCATTTCTGTGTATCTTTTCAAATGAGGACATATGTTTTTTGTGTGGTTGAGGCATATGCATACAATTTAGCCTCCTGTAT 

CCATTGAGCAGCATCAAGTTCAGAGTCTTTCCCCTGTCTGCGTATGACTTTCCTACATCATCCTTCAGCTACTGTGTGCTTTTGCTGCAGAGAT 

AGATCAAGACTTCATTTCTCACAATGCTGAACAGTGGTGCATGGCGAGCATCCATGAGCATTTTCACAGAGAATGAGTTCTAGAAGTGAAAATG 

ATTGGCTGATCCACTCCCAACTTGAATGATGTCTCCACGTGTAGAGGGCAGACTAAGATGCTTTGTCTCCTTGGAGTTCATTCCAGAGTAGGCT 

CCATCAGTCACTGCTGGGGCCAGCTCCCATCTCCCAGTGGTGGAAGGTCAGACAGACAGATGCTCAGGGTCCTGGCAGTACCATGTGGGCATCA 

TCTGTGGACCACACTATGCAACATGCTCTTGGTGCTGCCCTTCCAAACAAAAGCCACCCCTTAGTCCTTTGGGGGAATGACACAGCACATGGGT 

GAATAAAAATCTTTGACCTCTGATTGCAGTGGGAAGATGCCCGAGGTTGACTACGCGATTCTGTCTGAGTGGTTTGACTGGATCGTCAGGAACA 

TTGATGTCTCTGTTGATCTGATAGGTAAGACAGTCTCTCTCTGTCCCCTACGTGGAGGCTTCCCTGGGCACAGCTGGGGTATACTTGGGAGGTT 

CTACCTTGGATCGACAGAAGGCAGGGACAGCTATCACCTGTGATGCCTCCTCTATCACAGCTCACCAAGGCAGGCAGCATTTAGGGGGTTCTTC 

TGTCCATGAAGGAACTCTGGCCTTGGTTCCTTAAACTTCCTTCTTCTGGGXCAACTACTTCTGGTGGCCCCCATTTGTTGTGTTTTGATGGCTT 

TTCAGTATTGTGTGGGAGGGACAGAAATTGAGTAGTGGGTAAAGCCAATGGCTTGCCAGACCCTGTCTAAGAATGGAATTCCTTTAAGCTTCAT 

GATGATACTGTAGGGCTGAGGACAAGAAAGGGGACTGGGGCCTGAGGGTCGGGAATCCTGTTGGTCCCACAGACTGAGCAGGCTTGGTGAGGCT 

CCTGCACGCTCCACCCCAGGCCTGTGTTGCCGTTGTCTGCTCCCACACCAGGAGCACAGCAGTCAGTGGCTTGTGGTTTTACTTCTCAGTTTAT 

CTGCGAACC ACTC CCGAAATCTGCTACG AG AGATTAAAG ATGAGGTGCCGGGAAGAGG AG AAAGTCATT C CGATGGTAAG AG AC CAGAG CCACC 

TCCACCTCATCCTGCCAGCCCTCTCCTTTCCTCCACCATGACACTATCACGCTTATCTGGAGCAAAACCCAGGAAGTACGACTGAGGCAGCTCA 

GGCTTCCTCTATGGCTTTGGAGCCCTTGTGGGTCCCAGGGCCACTTTACTTCCTATGTTTCCTGACTCAGGCCTCTGCACCTCCATGTACACAC 

ACACACACACACACACACACACACACACACACACACACACACACACACGTACAGGCACACCCCCCCCCCCCACACACCCACTGTGTATATACTC 

ATTTGTTCTGTACAGTAGCTTGTCTTCACACACGCACATGCATGCACTCACACCCCATGGACTTAGACAAATGTGCCTTTGCATAGTAGCTTCT 

CTTCAGCTGTGATGTCACTTTCCTGGCCTTCCTTACATTGCCCCrAGGGCTCCTATGGTGATAGCCCTCAGAACAGCATATTGGCAGAGTTTGT 

TCCCATTTATCTTTACACCATAAACACTTTTAGATTTTGGTTTTATTTCTTCTGTCTTCAACATGTGTCCTGGGGCCTAGCACCTAGCAGTTGC 

TTAGTTAATACTGGACTGAGTGTGAGTACTTTATGTGCACAGTTGTCCTTGAAGGATAGATAGGGGCAGGCTCTTTTGGGACATCATGGTGCTC 

TGAACCTAGGATGAGACCTAAAAGCCAGGTGTGGTGGCACACACCTTTAATCCCAGTACTCTGGAGGCAGAGGCAGGCAGATTTCTGAGTTCGA 

GGCCAGCCTGGTCTACAAAGTGAGTTCCAGGGCTATACAGAGAAACCCTATCTCGAAAAACCAAAAAAAAAAAAAAAAAAAAAAAAAGATGAGA 

CCTGAAAGACCAGTCTGATCCCTTAAGCTCAGCCAGGTTTTGTTTTGGACTAACAAGAGACATCCCAGCCATGAAGGCCTAGGCCTTGCTCTGG 

GCACTTCGTTTGAAATCTCAAAGACAGGAGTGATAGAGGATGGAGCATTGTGGGCTGTGCTGTAATGAGGCTTGGCATTTAGAAATGCCATGTC 

TGGAGTTCTTCCAATCCATTATCCAAGGGGTTGCCAAGGTCTTTAGGACAAGCTTGGCTCTAGTACCAGGGGGAGTCCAGGCTGTTCATGTCAC 

TTCCTAATAGTCCTTGAGAATTCTGCCCCGCCCTGTCCCTGTGAGACCCTTGGTGGGTGGGATTCCCCCCTCCCCTCTCCCTACAGCCCTTGTG 

TTTCCATGGCAGGAATACCTCCATGCTATTCACCGCCTCTACGAGGAGTGGCTGGTCAACGGGAGCCTCTTCCCAGCTGCAGCCCCTGTTCTGG 

TAAGTCACTGTCCCTCCCAGAGAATGTCACCTGGACAGAGACTCAGAGGGACTCGGACTTGAGGAGGCTAGTTATTTTAGTAACATGTCGTACT 

CATCATCACCACAAAGAAGTCCTCAGTTACTCTGGACCTGGGTTTGCATTTGGACCTTTGGGGATGATGGTGTCCATTCTTCAGTGGGTGACAC 

GGAGCCCATCGTCACCCATCGTCATAGTTAGGTGACTGGGCATCTTCTGAAGGCATCTCAGTGGTTGTGCTCAGTTGTCACACAGTGGCACCTC 

AGGAGCTGCTGAGGTGTAAAAGTGCCACGCTCCTGCTGCCTCCAAGCTGCAGGCCAATGTAGCAGTGCTGGTGTGTCCTACCTATCCATATGTC 

CTACTGTGTGTCCTGTGCCCCAGTGTGCTCCTCCTGAATTTCCTCAGGCAGGCAGGTGTACTTGAGGCCGTCTCACATCCAGCCGGTGATCATG 

GTTTATTGTTTCCTTCACTGTGAAAAGCAAACCTGAGAGGGCTGGGAAAGTGGCAGAGTGGCAGAGAACTTGTCTAGACATTGGAGTCCCCGGG 

TTTAGCCCCCAGCAGAGCCCCAACTCCTGTGTCAGTGAAAAGAAAAGGCATTGTTGGTGGGATGTGGAAATCTGGTTGAGAGTGTCAGTTGCCC 

TGGAGCCAGAGTGTGTGGTTCTGACCCTCTTGGCCTCTCAGCCTCTTGCCTCCCCAGTGGGGATGGAGATGGCCAGTGCAGCCTGTGACCTGTT 

TGTTTTATTTCCAGGTGATTGAGGCTGACCACAACTTGGAGAAAATGTTAGAACTCTTTGAACAAAACCGGGCCCGGATATTAACTCCAGAGAA 

CTGGAAGCATGGACCCTAGGACTGAGTGATCTACAAGACAGCGCCAGGAACAGCCCAGCCAGGGCCAGGTTAGCTGCTAGGAGCATTTGGAAGA 

ATCTACTCTTAGGAGGGTCTGTTATCTAATCAGATCTATTTTCTCAATGGTCTTTTCACTGCAGTACAAATGGCTTTTGTCTGTCAGATGCTTG 

CAGCATACATCCCTCCTGGTGCCCCTGCTGGTGGCTTCCTAACGATGAAGCCCTGTGTTAAAATCACTGACTGTATCCCTGGGGTTGTTCTGGA 

TCCTCTGCATCAGGTCACCTCATGGGTGAGGGAGCAGTCTTCCACCCCAGGCAAGGATTTGAAGCCCAGAGAGGTGTGGGGACTCGTCAAGCCA 

GAGCATTGTGGAGGGAGCTGGGACCATTCAGATACCTGGTTTGGGCTGCCTCCTCCTAAGCTGTTCCCCACCGCCCTGCTGCTCTGAGCACCAG 

CCCCCGCCTCTGTGAGAAGAGTGGACAGTTTGTGAATTCCATCATCTTTCAGTACCGGGCCAGTTCAAGGAGAGGAGACATCACTAGGTGTTGG 

CACACCTCTCTTATTTGGCATGAGCCCAGGGTGTCCTGGTATGAGGGTACTGTGACCTCTATCCATTCCTTTGTCACCTGGACCTCGGTGTCCA 

CTGGGGACTCCTGGATCGGCCTCTGCTTGGTGCCAGAGTCCTTGAGGATGAGTCCTCCCCAGACTCTACCAGTTCCCTGTCGTTTTGTGTCAGA 

AAAAAGGGGGTTATGGGACCTGGACACTTTACCCTTTGCTGAGCGAGGCCAAGGGCAGCCAGCTGAGCTTCCAAGACCCCATCACTCTCTCCTG 

TCCTTGTGTGAGGAGCAGTGTCCCCTTGCTCCAGGGAGAGTGACAGTGGCCTTAACTCCTTTGAAGTGTTTTTCCATCTGAGCAGATGTCATGG 

ACCACGAGCATGAAGAAGTCATCTCTATTGGATCAGAAAATACCTTAGCTTTGCTGAGCCGTAACTGTGCACTGAAGGTGCAGCTGTTACTTGA . 

ATC AGTCATGAC C AAGAG AGG CCGGCCATTCCTCAGGAC CGTGAGACTGGAAAGTC ATGGTTTG CCAACAAAG ACAATTTAAG C CTTGCTGCTC 

TTGACATTCTAGAATGGATGGAGTGCATCTGGAAAAGACTGGACACAGATGATACAGGGGAATGATGACCGTATACCCTGGAGAAGCACAGCAC 

AGGCTGGGGAGGGGGCTGCAGGGGAGCCCTGCTCCCCTGTTTAGCTGCCTGGGAGCTAGAAAGAGGGCCAAGAGTCCAGCTCTTGGTCCTTTCT 

GTTTGGACCAATTCTTGGGCCTTTTGGTAGTATGAAGAGTAGCATCCAGGGAGATTGTCCATCAGCACCTGCAGTCCAGCAATGGATAAACCTG 

AGAAAGGCAGGAACTTTGAACCAGCAGTACTCATGGGGGCATCTTTAGAATTTGCAAACGAACAGTCTAGTACTTGCCCTTTGCTCTACCAGAA 

CACTTGTTTTGGGGAGAAATGTGCTGTTTCTCTTTCTCTCTAGTAGCCAATAAAATTCTACAGCTAAACCATGATGTAAATTCATTTTCATTCA 

TTCATTCATTCATTCATTCATTCATTCATCCATATTCTCTCTCTCTGCCTCCCTCCTTGTCTCCCCCTCTCTCTTTCTCTCCCTCTTCCCTCCC 

TCTCCTTTTCACTCTCCCTCTCTTCTTTGAGTCAGGTTATATTTTATAGACTGGCCTGGCCTTGAACTCTCAGAAGTATTTTTGCCTCAAACTT 

TTGAGTTACAGGCATGTGACACTATGTCTGGCTTGTGTGTTCACTTTTGAGTTGACTTTATTTTATTTTTTATTGTTATGTGTTTGTGTGTTTT 

GCCTGTATATAAAAGTATGCCTGGTGACCATAGAGGCCAGAAGAGGGCATTGGATCTTTTGGGACTGGAGTTGCAGTTGTGGCTTGCCATGGGC 

ATGCTAGGACTTGAACCTAGGGTCCCTAGAAGAACACCCAGCGTGCTTAACTCCTGAGCCATCTCTAGCCCCATGTGTTCATTTTTCAAACACC 

ACATTTTATAGTATAGTGCGCATGGCTCAAAAAAGAGCCTGCTGTCCTTGCACTTCAACACTGCAGACAGGAGATCATCTCCAGTAATGGCTAA 

GGTTTGCAGAACCTTCCAGCTCAAAAGATCACACTCAAAACAGCCAGAAGCATCTTTCCCAAGGACTGCTATCAGGCAGACCTGGTAGGGGCAG 

GGGTCATGGAGCAAGTACCAGCACTAACATCTCATGGCCAGAAAAGGGCAGGTAACACATGGTGGGCCACAAGGCCTAGTTCTTAGACACAGGG 

CATCACTGCCTTCAGCTGTCTCCGAGTGGCTGGTGGAGCGTGGCAGGGACTGGCATCCCTGAAGAGCTAGAGTGTTGTCACTTGATCCTAACCA 

AGACCACTTATTCCTTTCATCTGGGTCAGATTTCACAAACTGCATTTTGGAGGGTGCCTTCTCAGTGTTTGGAAAACGACCTGTGGCTAAATAA 

ATGTGGTAAACACTGTGCCAAGCAAGGTGCCCTTGCTTCTGGCCTCCACGATTCCTCAGGCTAAGTAGTAGGCTACTGAGGTGTGGTATTCCTG 

GAGGGAGAGAGAGGTACTTCCCGACCTCGTGGACTGGCTTCCTAAACGAAAACATTCTTTTTATTTTGAATCATGTATATGCCCATGTATCTGT 

GGCGCCCCATATATGTACATATATACACACATATGTACCTGTGCACAGTGTGCACGGAGTCCAGGAGAGGGCCCTGAATGCCCTGGAGCTGTAG 
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TTTCATGTTGTGAGATGCTGGACGACGGTTCCGGGGATCAGATATGGGCTCACTGTGTATTTTCCATAGCTCCTTTGCCAGGTAATGTGAGGCC 
GGCAATCTAGGGATAGTTCAGTAACTTGGGGCTCTTCTGGTAGGCTAGGTACATCTCCCTCTTCTAATAATAACGGGCAACCTAGCTCCTTTAT 
ATGTACATACTGTGCACACACCCCTGCGTAACCAGGTTACCTAGCAATATGGGCTCACTACCTCTGTCAGGTTGCGCACACACACCTTGAAACA 
ATGGGGTGAGTTTCTCTTCCTCTAACAACAATCAGATGGTTTCTATTCAAATATATTCCTAGTGTGTCTGTGTATAAAGAATAGAAAGGCTGGT 
GTGGCCTCAGCTGGTTTTGGGTGTACATGCAGGATAGGCAAAAACACTTGTAGGCAGAATCTTCTATTTTTACCATCTTATATGCCTATGCCTA 
GCAGGGTGTGTGTATGATGAATGTCAG ATG CATTATG AG AAT CGGTATG CCC AGC AG AAAG ATGGTTAGATGTC C AAAG CTATC AATC AAAAC A 
GAACCACCTCTTAGTAACAAATGATTCTCTTGGGAACCGTAATCGGAGCCTTGGGCATCCTCACCCACTCGTCTTGACAGTGTGTCCCTCTCCA 
GTCTGTTCCATCACTTTGCTCTGATTAGAGGTACTTGCTATGGCAAGGGAGCACATTCAGAGACCTTTTAGATCTGTAGGGTCAGGCTGGAATG 
CTGACAAGGCGCACACTTTCAACCCCTCTGCCTGTAATACACACATAAAATGCCTTTAGTACACACCTTCAATCCCAAACAATGCAGCTAAGGT 
TAGGTTGTAGAAGGAAGCAGCCATATTTGAAAGTGATGTCTAATTGAGTGGTAGAGTGACAAATGAGAGAAAGATTTGACAGAATAGGATATGC 
CCAACTCTCATGAGGAGAGGGAAGGAGAAGGGGGAGGCGGGGGACAGGTCTACCAGGACAATATTACTGAGACAGATTGCGGGTGAAGACAGAA 
CGAGC CGG AGAACG AGAAGGAACCAGAAG ATTAG AAAC AGACTGCCAAAGTTCCG AGGT CAAGCCGAGCAATTCAGT C AGAAGCTGAGAGAAGC 
C AGTTTG AAT C AGTC AGCTTGGAGAGAAGTTTTG AGC AACTGAGTTG AAG C AGCCAGC CGGAGCT CAGAAAGAACTAGAAAG AGTG AG CTTATT 
CAGCAGTAAGCCTCGAAGATGCCAATTATATCTGGTAAGTTACATTTACACAAATTGGTGTGAGCTCGTCTTCTTTTTTCTTTTTTTTTTTTTT 
AGCCATTAAGTTAATTTATTGAAACAGTTGACTTAGGCATCTACAGTGGTGACTTCAGCCTCCACTCCTGGCTCCATATTAATGGAAGCAGTCC 
GCTCGACAATCTCAGAAGGACAGTGTAGATCACTGAGTAGCTTGTGGATCCTCCTTTGGAAATGATCACGTTTGGAACCTTCACCACAAGGGGT 
TTNNNNNNNNN^ 

GTGGGGACGGAGCAGACTGTACAGCGCTCCACAGCCCGCACCACCACGTCTCAGAAAGCTGAGCCCTTATTTTCAATTCTTTGGGTAAAAGGCC 
AAGAACCTAGAAATACTTGCTGCAACCCTGACAGTTCTGACCACCAGTAAGAAAGGCAGCAGGTTCACAGGTTCTGAGATTACGATACAAGCAT 
CTTTGCATGGGAGGGGAGTCCTGTGGTCCACCATCCCAAGTCTAGCTGATACTCAAAGTCATACCTGTCCAATATTGTGAAACTTGGTCGTTGA 
GAACAGGGGTGGGGGGCTTCTAGATGGGGAGATGCAGGACTTTAGGTCCTTGGCGATTCGGGCTGGTTTTGTGTGTCAACTTGACAGAAGCTAG 
AGTCATCAGAGAGGAAGGAGCCTCAGATAAGGAAATGCCTCCATGAGATCCAACTGTAAGGCAGTTTCTCAATTAGTGATCAATGAAGGAGGGC 
CCATTGTGGGTGGTGCCATCCTTGGCCTGGTAATCCTGGGCTCTATGAGAAAGCAAGCTGAGCAAGCCAGGGGAAACAAGCCAGTAAGCAGCAC 
ACCTCCCATGGCCTCTGCATCAGCTCCTGCCTCCAGGATCCTGCCCTGTGTCCTGACTTCCTTGAGCTGTGAAGAGCGAGGTGGAAGAGCAAGC 
GAAATAAACCCT CTG CTGTCT ACGTTG CTTTCTGG CCATGGTGCTT C AGCAC AGC AATGGAAACCCTGACTAAGACACTTG AC CACGAAGTGTG 
TCCGTGGGAGCCAGAGTCTCCACTCTCCCTGATTTTTGGAGGCAGAGGCTCATGCCACTCAGGCTGGCTCAAACCCAGTATGGAGCTGAGCCTG 
GTTTTGCTCTGATTCTCTGGCCTCCATCTCCTGAGTGCTAACACGCACTTGGGCATCTTAAAGACACTAATCACCGTGTTTGTCTTCCTATCTC 
TTTCTTTAATCCCTTGGCTGTGGGCAGATTAGTTCCTTGAAGAGAAGGCGGGAGTGGCCTCCTTTTCCACTCTCCCAGACCTCGAAAACTGGCA 
GACTCAGTTTCCCCCTTCTCATGGGATTCTTCTGTTTGCTTTGGATTTCTTAGTAAGTGAACCATTTCCCCAGATCTAGACACCTTAGTCCCCA 
GCACCCATTGGGCCTAAGAGCCACCCACTTCTAGTTCTCAAAGGGAAGCCATGATTGGGAAGGAGAGTGAAAACGCTGCGTATGGTTGCTGAAG 
TCCCCTCTCCGGCCTCACATGTTTGAACCTGTCCTGCTTCTCCACGGCAGCTTCCTGGCCTGATGCCTGCCTCTACATTTGGCCGGCTGAAGCC 
TGGTTATACTCTCTGGGCCCTCAAGAGAGTGATGCGCTCAGAGAGAACCTGCTCTCACTGATGCCCAAGCACTTAGCTGCAGGGAAGCAACGGG 
GATTAGTGCGGAGGTTGGACAACGGCTATTCAAGAACTTCTTTTGTCTCAGCAGGCCGGAGGACCTTCACTTTCAATAGCCCTAAGGTCCCTTG 
TATAACCTATGAACTTGGGCTCATAAAGGAGAGAGATCCAGTTAAGGATGCGGCCTGGGCACAGGGTCCCAGGCCTGAGACTCAGCACTTAACT 
GTCATCAAGCTCATGTGTAACACCAGGGAAAGGGCTGTTTTCTGTCAGAATAGAACCGTATGTTGTTACATGTTCTCTCCCTTGCTCTGCCGCC 
AACCACAGCCACTTAGAGGCTCCAGCAGAGTCCTGTCCAGTCCAGTCAGAGTCCTGTGAGATCTGATACTTGCTTTCTGGAAGAGAGAGCATCT 
CTTCATTCTGGGTCAGGAACCAACCAAGTCAGACATGGGACATTTATCGTCATTTTACCAATGGGAGAATGGAGACAGTGTGGTGGTCAGAGTC 
CAGAGGGACAGTATATCAATCCATGCCCTTGGACTTCCTGGATCTAGCCACAAATGAAGCCTGACTTATCACTTGGACAATTTAGTCACATGAC 
CCAGTAAGTATTCTTTCTTGCCTCTTGCAATTGAATAAAGAAGGGGGTGATGGTTGGGGCTCAGAGCCTGTCAGAGGGTCAAACTCTCCATTTT 
AATAGAAAACAGCCCTGCAGCCCCTCCCCGGGCCCCAAGGACTCAGCCTGATGAGGGTGACAGTTTGGTGGCTGAGACTATAACAGGGCTGCCG 
CCTTGGAATTTCTTGGAAATGTGCTGAGCAGACACAGCTCTGCTACAGCCCAGTGGTCAAAGGTATACCTAGCTCCCAAGCTCAGACCCATTAG 
GCTTTGGCTAGATAAGGGCTCTTGGGCTCCAGAGAGTTAGCATGGGCTTGGGAAGTACCGCGAAGCTAGGCAGAACAGAACCCAGGACAATAGA 
TCGCTCTCTGATGATAAAGCGGTGGCCTTTATATCCAGTCCTTGGACAACCATGTTAGTGTCAGAGGATGCAGACGGGAGCTGGGAGCAGGTGT 
GAGCTGCACCTGGCTGTGCAAACGAGAGCCTTGCATGGAGAGGGTACTTGTGTGGGCACCAAGGTTGTCTGAGTAAACGTGTAGGAAGGAGGAG 
GGAGTTATGTAATGGTGCCGTGTGCATGCACACGGTTTGTATATATGAACACAGGCTTAACCCAGTGATGGTGGAGGGTGCGCATGGTAGCCAT 
GGACTGCTGTTAGCCTCGCTAGTGACTTGTTCTTTCCGTCTGTGCTTCAGTGAGGCCTGGTGCTTAGCAGTGGCAGAGGCCTCTGGTTGCTAGC 
CAAAGCCTGGGACTTTCTGTGCCCATCCATAATGATTCAGCTACGGTATGGCTTTGTCTGCCACCCGCTGTGGCTTCCCTGTGTGAAGGCCTCT 
TCTGATCTAAAGAGCCTGCATGGCAGGAATCAACACTCTGTAAAAGGCTGCCTCAAAACAGCGCTGCTGAGAGCCAGGTATGAGCGACACGGAG 
CTGTCACCTCCGAATGCCTGACATCGAGGCCTTCAAGGCATGGTGTACCCTGTCTCTTGGGTTGCCACTGGGAGAGTTTGGTGGCCTGCATCCT 
TTCAAGCTTTCATCTCCCGCCACCTCCACCTTCTACTTCCCCGATGCCATTTCCCTGACCGGCGCTTTTGATAGTATGGCCATGTACCAGGAGT 
TGGTCCTGCTTCTTCCTGGCTTACCATCCGAATGATGGACCATCACATGCCATCTCCCAGGGATTCCAGGCACCCAGCTGTTCTCCTTAGGCCT 
TGTCCCTGGCAAACAGAGGGCTCAGGCTCTTTGTAGGAATGGGCAGAGCCCTGAGCAGGATGCCTACAGCCCAAGGAGTACGTGGATAGAAGAG 
ACAGGC AG AAC C AAGAGG CTGAGAGTC C CAGG AGTTTAAATCGTTAGAATGAGCGTC AGTGTAGGTGGTC CGGGTGGG AGTCAG CATGTGGCTG 
GACACCAGCACCATAAAGGAGGTAGAGCCCCACAGTGCAACATAGTAGCAAACAGAACAGAGGGCCAAGTGTTTTGCATAGAGAGGAGAATGCA 
GCCAACAGG AATT ATC AGAAAATGAGACCCAG AGAC AAAATCTCGT CTTGAAAATCAGCGGTATAATACAAAC CCGGGAT C CAAACATCAGG CT 
CATATAGCTGTGAGTGTCCCACAGCAGCAGTGGGCTTAAAAATAAAAGGGATTTCCTCCTCCTCCTAGGGTAGAGTCTGTGACAAATGAACAGT 
GGCAGCAGAGAGCCAGCAGGGGGCAGTGTGTGCTTGAGTTAGGCCAGTTGCAGGACAGCAGGCCTAGGGATTTTTCAGAAGGAACCTGTGGGTC 
CCTGTCTCATAATACCCCCGACACCCCCATCTGCCTCACTTTGTTCAGGGTCACACCCCAATTTTAGGGTGTGATTTTTGGGATTCTCTGTGCT 
AGCGGAAGGAAAACATGT C CGAGAAAG AC AGTCTCTGTGCGTAAAAAGAGGTCACCAGGC AAAG C CT CTGTCTGAAGGGCAATGAG AAAG ATGA 
GTGTTTCTGCAGAGGGAAGCATGGAGCATATTTCTATTTTCCTCAGAAGGATAAGCCTATGGAGTACTGAAGGCCAAAAGATGGTACCTTGTGT 
ATGTGGAGTCAAGTTCTGAAATTGGTGGCTCATCATATCCTCACATCAGACAGGTCTCAGAGGAGTGGCAGCAGGCTCCATATGAAGGGGGCTG 
GG AG ATGG CT CAGTAAGTG AAGTGCCTGTCGTG C AAGC AGGTCCAAGTAGG AGGAT CTG AGTTCAG ATTC C C AGTACC ACATAAAGTC CAGGTG 
CACAAGCACAGCGGGGCACAGGAGGTCTGGGGGACTTGGGTGGCCAGCCAGCCGGTCTAAACTAATAAGGAAGCAGAGACAGGAGGATCGCCCC 

ACAAGAGCGCCACCTGGCGCAAACTTGAGAAACAGCCAGCTGGGCGTCTCAGCGTTCAGAGGGGCATACTTAAGACTGCCTGTTTACAGGGTTC 
CCTTCACCCTCTGAATTTGCAGCCACCAGGAACCCGCCGGGGCCCCTATACACCCCTCGAAAGTATCACTTCCTTCTACGTATTTGTTGATAAT 
GAGCATTTATTTTG AGTAC AG AAAAGATAC ATTGCTGCTTATT CAG C CTAACCT AGG AAGGAG AAAAG CTGTTCCGC AG ATCC CT CCGACGTGG 
TGAATAGGCGGGGATGTTTTTCTGCCCCCACCACTTTCCAGAGCTCTAGAAACAGACTGCCTTTCTTAAAAAGAGTCTCATCCCCGGGGTGTGT 
TTTAAAGGCTGGACAGTACCACAGACAGACATCTTTGCCTAGAAAGCAGAACGCCACAAAGGTGGGCAAAAGGGCTTGTAAACAAGGCTCCCTC 
CCCCAGGCCTGGGACTCTAGGGTGCTGCCCGCAGCCTGCAGCCGCTGCCGCCTAGATGCTACAGAACTGGTGGTTGGGCCCTTTCGGCTCTGCA 
TCAGAATAAATGCTTTCTCTATAGAAAATAAAAATCCTTGCTACCCCTCTGCTTAGGAAAGGGATTGATGAATTTTCTTAGCCCTTCATTGGAG 
GAGTTGAATGTGGGAAGGGGTTCAGTGGGGATGGGTCTGCTCTTCTGGGATGACCGTCAGAAGGTAGGAGTCCGGGAGGCAGGAGGTCTCACTC 
CCTGCCAGCGGCAGTGCTGACAGGATCCTCCTCAAAGGTGCTTAGCTTTGGCAAGCCGGGTCTTCAAAGATGGCCTCGTCACCTTATATAGTCT 
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TCGATGGAGATCACATCGCTGGAGCTCAAAGGCTAATATCTGAGCCTATCTCCAACTGGCTGCCTCCACACACCTGCTTCCGTGATGGGATGTT 

TGTGTTGTCTCTGTGTATATCCCAGAGAGGCAAGGCCAGACTTCATCAGCCCAGTCCCCAGCTGGGAGTTACCACCCTGGATGACAGCGCTGGC 
TCTTTGGTTGGTCTGAGACGTCTTACACCCAGGTCACCAGAGCTGGCTGGGCACTTACTGAGCAGTGGACTCTTCTGTGCCTCCTCTGAGTGAT 
GTCTAGGAAGCATTATGTGTGTATGGGGCTGCCCACACCTTGTTTCTCTTGAGCTCTCAATCCTGGCACAGACATTAGAAGAACTGTGTTGTTC 
CTCCACGATACAGGCCCAAGGGCCTGTCTCCCCCTGAAACTTAGGGTGGGTGTCTGAGCTAACCCCACTAGCACCGCCACACTAAGGACATCGA 
GACAGGCTAAATGGGCTGTGAGGACCTCCAGGTCATGCCTAAGCCACCAGACCTGTTTCTCTCCCACCTCGGAAGTGGCAGGACGGTGACATTG 
TGGCTCTTCAGCCCTGGAGTTGAGAGATAGGCACAGTGCACAGTGGGACCTTATTGGGACCTGTCTCAGCTCCCAATAGGATAAGCCCTGGGGT 
AGGAGTTATGGC AGGAAG CTGAC CAAGC AGT CT CTG CAGGAGAAT C AG ATTGTGGCC ATAG CCTAGAGG AGGCTGGGG AGAGGATAGAAAATTG 
GGTTTCCTATCTCACCTCTGCCCAGCACTGTTCAGAGAGGCACGGCCACCAGGCACCAGGCTGGGGAGGAAGAGATACCATGTAGGGAACACCT 
CATC CAAAG AAAACCTT C C CAGGTGAGTTTGTGT AGTAGTGGG AC ATGTGCATATG CAGGTGTCTAC ATATGTGTGGGTTGTGT CAGTGTAAG C 
ACTTGGGGATATGTCAGTATATATTGATAGTCATATATATGCATGTGCATGGGTTGTGTGTGCACCTGTATGCCTGGAGGAGAGAGGGTAGCCT 
GGAAAGACCAGCGGAATTTATGAGCTTGGCCACTCACACAATCCTTTCAGGGCTGGGCATCGGAGCCTGGGTTGGGATGGGTGAGCCCTGGGAG 
TTACTTGGCCATGGTTCTGGTCCTGGCAATGGCAGCAGGTCAGATGGAGAGCCTGTCCCACACACAGCTTCATAAGGTGGCAGTGTGTCCATGG 
AGACAGTGTGGAGTCTGCTCTGACCCTGGGTCCTCTGCTCTTGCTGACGGTGGCTGCGGCTCTGGCCGCTGTCTGAGTCAAGGGCGCCATTCAG 
CCTGGGACAGGAGTCAGTCATGGAGTAGGGCGGTGGTGCATCCGTGGGGACATACAGCTGAGTGGCCCCTGGTCCCATGCATTCCTCATAGCTG 
TGAGAGAAGAGTTTTCACTCAGGGGTTGTAGATTCTGAGACCTTCGGGCAGATGGAAGAGTCTGTATTCTGTATGGCAAGGAGCTGCCCTCATT 
GTAGAATACAGCCAACTTCATATATGCTGGCTCCCATGAGACCCTCTAGTCCTCAGGGAGGACAGTCTGACACCCTTAGCTGGGTCAGACTTGA 
CCCTCACATCCCATGTGAACCAAAGCAAGTCCTTACACCCCTGCCCCTCTCTGTGGGGTTTTAGATTCCCTGGAGCAAGAACAGCCCTGTCTAG 
GGAGGAGTCCCAGCCTGGGCACTGTGAATGGGCTCGGTAGGACCCACTGAGACATCTCCACTGCTGTTTTCTAGATTTAGGAATGAGTCTCTAG 
CCCTGAAACCAT 

MOUSE SEQUENCE - mRNA 

ACTATGCTGCTGCGGTCGCTGCGTAGTTGGGCTGCCCGGTCCCCGCGTAGCGTGGGCCCGGGGAGCTCCGGGAGCCCCGGGAGCCTCGATTCGG 
G CGCCGGGCCG CTGTGGG CACCT CGCCGCGCCTGG CCTCCGG AT AAAGATAGAGAAAATGATAAGGAGAAAAAAG CAGTGGTTTGTATTGAGGG 
CAATATTGCAAGTGGGAAGACGACATGCCTGGAGTTCTTCTCCAATACAACAGACGTCGAGGTGTTAATGGAGCCTGTGCTCAAGTGGAGAAAT 
GTCCATGGCCATAACCCTCTGAGCCTCATGTACCATGATGCCAGCCGATGGGGCCTCACACTGCAGACGTACGTGCAGCTCACCATGCTGGACC 
AGCACACGCGCCCTCAGATGTCACCTGTACGGTTGATGGAAAGGTCAATTTACAGCGCAAGATACATTTTTGTAGAAAACCTGTATAGAGGTGG 
GAAGATGCCCGAGGTTGACTACGCGATTCTGTCTGAGTGGTTTGACTGGATCGTCAGGAACATTGATGTCTCTGTTGATCTGATAGTTTATCTG 
CGAACCACTCCCGAAATCTGCTACCAGAGATTAAAGATGAGGTGCCGGGAAGAGGAGAAAGTCATTCCGATGGAATACCTCCATGCTATTCACC 
GCCTCTACGAGGAGTGGCTGGTCAACGGGAGCCTCTTCCCAGCTGCAGCCCCTGTTCTGGTGATTGAGGCTGACCACAACTTGGAGAAAATGTT 
AGAACTCTTTGAACAAAACCGGGCCCGGATATTAACTCCAGAGAACTGGAAGCATGGACCCTAGGACTGAGTGATCTACAAGACAGCGCCAGGA 
ACAGCCCAGCCAGGGCCAGGTTAGCTGCTAGGAGCATTTGGAAGAATCTACTCTTAGGAGGGTCTGTTATCTAATCAGATCTATTTTCTCAATG 
GTCTTTTTCACTGCAGTACAAATGGCTTTTGTCTGTCAGATGCTTGCAGCATACATCCCTCCTGGTGCCCCTCCTGGTGGCTTCCTAACGATGA 
AGCCCTGTGTTAAAATCACTGACTGTATCCCTGGGGTTGTTCTGGATCCTCTGCATCAGGTCACCTCATGGGTGAGGGGAGCAGTCTTCACCCC 
AGGCAAGGATTTGAAGCCCAGAGAGGTGTGGGGACTCGTCAAGCCAGACATTGTGGAGGGAGCTGGGACCATTCAGGTACCTGGTTTGGGCTGC 
CTCCTCCTAAGCTGTTCCCCACCGCCCTGCTGCTCTGAGCACCAGCCCCCGCCTCTGTGAGAAGAGTGGACAGTTTGTGAATTCCATCATCTTT 
CAGTACCGGGCCAGTTCAAGGAGACCAGACATCACTAGGTGTTGGCACACCTCTCTTATTTGGCATGAGCCCAGGGTGTCCTGGTATGAGGGTA 
CTGTGACCTCTATCCATTCCTTTGTCACCTGGACCTCGGTGTCCACTGGGGACTCCTGGATCGGCCTCTGCTTGGTGCCAGAGTCCTTGAGGAT 
GAGTCCTCCCCAGACTCTACCCGTTCCCTGTCGTTTTGTGTCAGAAAAAAGGGGGTTATGGGACCTGGACACTTTACCCTTTGCTGAGCGAGGC 
CAAGGGCAGCCAGCTGAGCTTCCAAGACCCCATCACTCTCTCCTGTCCTTGTGTGAGAGAGCAGTGTCCCCTTGCTCCAGGGAGAGTGACAGTG 
GCCTTAACTCCTTTGAAGTGTTTTTCCATCTGAGCAGATGTCATGACCCACGAGCATGAAGAAGTCATCTCTATTGGATCAGAAAATACCTTAG 
CTTTGCTGAGCCGTAACTGTGCACTGAAGGTGCAGCTTGTTACTTGAATCAGTCATGACCAAGAGAGGCCGGCCATTCCTCAGGACCGTGAGAC 
TGGAAAGTCATGGTTTGCCAACAAAGACAATTTAAGCCTTGCTGCTCTTGACATTCTAGAATGGATGGAGTGCATCTGGAAAAGACTGGACACA 
GATGATACAGGGGAATGATGACCGTATACCCTGGAGAAGCACAGCACAGGCTGGGGAGGGGGCTGCAGGGGAGCCCTGCTCCCCTGTTTAGCTG 
CCTGGGAGCTAGAAAGAGGGCCAAGAGTCCAGCTCTTGGTCCTTTCTGTTTGGACCAATTCTTGGCCCTTTTGGTAGTATGAAGAGTAGCATCC 
AGGGAGATTGTCCATCAGCACCTGCAGTCCAGCAATGGATAAACCTGAGAAAGGCAGGAACTTTGAACCAGCAGTACTCATGGGGGCATCTTTA 
GAATTTGCAAACGAACAGTCTAGTACTTGCCCTTTGCTCTACCAGAACACTTGTTTTGGGGAGAAATGTGCTGTTTCTCTTTCTCTCTAGTAGC 
C AATAAAATT CTACAGCTAAAAAAAAAAAAAAAAA 

MOUSE SEQUENCE - CODING 

ATGCTGCTGCGGTCGCTGCGTAGTTGGGCTGCCCGGTCCCCGCGTAGCGTGGGCCCGGGGAGCTCCGGGAGCCCCGGGAGCCTCGATTCGGGCG 
CCGGGCCGCTGTGGGCACCTCGCCGCGCCTGGCCTCCGGATAAAGATAGAGAAAATGATAAGGAGAAAAAAGCAGTGGTTTGTATTGAGGGCAA 
TATTGCAAGTGGGAAGACGACATGCCTGGAGTTCTTCTCCAATACAACAGACGTCGAGGTGTTAATGGAGCCTGTGCTCAAGTGGAGAAATGTC 
CATGGCCATAACCCTCTGAGCCTCATGTACCATGATGCCAGCCGATGGGGCCTCACACTGCAGACGTACGTGCAGCTCACCATGCTGGACCAGC 
ACACGCG CC CT C AGATGTCAC CTGTACGGTTGATGG AAAGGTC AATTTACAG CGC AAG ATACATTTTTGTAG AAAACCTGTATAG AGGTGGGAA 

ACCACTCCCGAAATCTGCTACCAGAGATTAAAGATGAGGTGCCGGGAAGAGGAGAAAGTCATTCCGATGGAATACCTCCATGCTATTCACCGCC 
TCTACGAGGAGTGGCTGGTCAACGGGAGCCTCTTCCCAGCTGCAGCCCCTGTTCTGGTGATTGAGGCTGACCACAACTTGGAGAAAATGTTAGA 
ACTCTTTGAACAAAACCGGGCCCGGATATTAACTCCAGAGAACTGGAAGCATGGACCCTAG 

HUMAN SEQUENCE - GENOMIC 

CTAGACCCTCACATATGCTGCTGCTTTTCTAGCAGAAAAGCACTTTCCCTTCCCTGTATCAGTCATCTGCTAACTACGTTTCATCCTTCAGCCC 
TCAGTTTGGGCACTTTTTCTTCACAGCCTACTGTGACTTGGTCCCTTTCCCTTGCTGGGTTGCATCCACGCCATCCTAGGTGTATATCTCTCAT 
AGCACCTATATTCTCTGTGTTGCTTCCTGGGTGCATTTAAAGTTTCTGAGGTACAAGGTTTTTGTTTTGTCTTAACCAAAGAACCAATTACAGA 
ATCTAGGATTAGCAAATACTTAACATTTGCTGAATAAATAATTTCATTAGATCAAGATCAGAAAGGATTCTGGGTTTCGTAATGGAGCAAAAAC 
TTAGTTACCCATATAACACCCCATTTCTAAGAGATACAATATCAGTAAAGTTTGATCCTTAGAGATTTGGGGACTATTCCTTTCAGTGTGCTAC 
ATATAAGCTACTCTCTCTCAGTGTATTCTGTTACACTCCTGGCTCCCAGTTTATTACTGGGACATGTAAGAAACTCCAAGGAATTATGTTTGGA 
AAAAAAGAAAGGCTAAAATGTGTTAGTTTTATTAAACTCTAGAGAAGCAGAGTGTGAAAAGCAACTATACAAGACCTAGAGGATGTGGACCAGT 
GTTCATTATCCTCTTGAAGAAATCTTTAGAAAAATTTAGTTTAACCCTTTCTGCCACTAAATGAGGGCCAACTGAGGAAGACTTTGTAATCTCT 
TCTCCTAGACCTCCCTCCAACGAAGTCCAGCTCTGAAGTGTACATCAAGTAGTTTTGAGAGGAGAGGTTCTATGAAGATCCTATTTCCCAGCTT 
TTCCCTTTTAGGACTTTTAAAAAGCTTATGATTTGCCTGAAATGCTTGCCACTGGCCTTGAAGGTGGTTCCAGAAGGTACCATTTAAAGGCATG 
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CTTATGGTTTAAGAATAGCTCTAAAGTGTTTTCTTGTTAATAGGAATTATCAGCTTGGATATTAGCACTGTGGCATCCAAGAGGATGAGACCAC 

TGCAGCCAAGGAAGACATGGCAGCAATCAGTCCAGCCAAAGAGGAGAAGGGCAGCAGGGGGATTCAGGAGGGAGACCTACAGAGACAGGATGCT 

GGGAATGAGACTTGCAAGAGGACAGAGGAGAAGTCACTCAGTTTTTCTTAGAATCAGCTTCTAGTCCAGGCTGAGGGGCTGCATACATCTTAAC 

GAATAACTTCAATCTGCCCAATTTGACAGTTTTCAGAACCATCTGGGCATTCCACTGGGCAGTTATTCCTAATTATATGAGTATGGCAGGTTAC 

AGTCTATATACTATGAAATATAAGAGGTGCCAACATTATTTAGTAATAACTACAGATATTTTCAAGTGAGATAACATTGTACTTTAGCCTCCCC 

AATTAGTTTGATTTTCCATTTAGTGACCAAAGATGTGCAAGGATAGATACTTGTGTATCTGTCTCCATCTCTATCCCAATTTTGAGGCCATATT 

AAC ATG CATC CAAATAGGTAATAAAG ATTAAGAATG CACTACAATTTTGTTAACATGGTC CTAAATTTAAATTTCTT.TAGAAGAT CTATCC AAG 

TGAATTCTAACAGAAGCGTCAGCCACATCTACTGATAGATGGTGCAGAGAACTTATGCTCTGTGGCTGCCCTGCATCCTTGAGACCCTCTCCCA 

AAGCAATACAGGGCACATTAGCAATGGGTAGAGCTCCTCCTTCCTAAGCCTAACAGAGATTACCTTAAAGGTTTAAGAGAAGCAAAAAACAGAG 

TTCATTAGAATATCTCACTATGGTAGGAAAAAGTAAAATTTAAGGATGAAACTGAACACTTACAAGCAAAGGCCAAAATAACCACTTCATTAAT 

CGATCAAGTCTGAGTACATATAAAAGTATGAAAAATAAGATAACGGTGACTTCAAATCCAGTGATAACAATATATGGTTCAGGGGCTTGTGCGA 

TGATAAAAAAGGTCATAGATGTCACAGTTAGTGCCTAGAAGAAAAAAACCCACGATTTATTCAGTGACAACTGAATACAAATTTAAACTGTAAA 

AATGACAATTTCTAAAATAATAGGCTGGGCACAGTGGGTCATGCCTATAATCCCAGCATTTTGGGAGGCTGAGGTAGGAGGATCGCTTGAAGCT 

AGGAGTTCAAGACC AGCCTGGG C AACATAAGG AG AC CTCATCTCC AAATAAACAAAAATAAC C AG ATACTGGGGTTTCTGCCATATACACAC AC 

ATATAAAACAGCCATGCCTAAAGTGTATGATATTGACTTCTCTTTGTCTTTTAGAGGACTGGGTATTCCTCTCTGTTTTAAGTCCAATTAATTA 

TTCCTCTTGTGCTTCTGACACTATCACTTCCCACATCAGTTCTCTTGATGTTTTTCCACCAAGTACCTCCGTTCCCCCTTGTACTTTCAATCTG 

TCCTCTGCTAGCTCCTTTTCTCATCATCCTAGAAACATCTCAGTTGTGTTCTTTTAAAATACACACACACATACTCCTTCCTTTTATCCTGCTC 

CCCACAGAAACCCTTGTTCTGTTTTCTACTGTTGTTATGCTTCTTCAAAAAGTCTGTATACTGGCTGTCTATAATTTCTTACCATCCATTTATC 

ACTCCTTAATTCTTAACAATCTGGAGTCTACTGTCAGATTTAAACTTAGAATGCTGCCATGAAAAATACTGAGGAGCAAAGTTCAAAACAAATT 

GTCAGGGTGGGCGCGGTGGCTCATGCCTGTAATCCCAGCACTTTGGGAGGCCAAGGCAGGCAGATCGCCTGAGGTCAAGAGTTTGAGACCAGCC 

TGGCCAACATGGTGAAACCTTGTCTCTACTAAAAATACAAAAATTATCCAGGTGTGGTAGCAGGTGCCTGTAATCCCAGCTACTCGGGTGGCTG 

AGGCAGGAGAATCGCTTGAACCCAGGATGCGGGGGTTGCAGTGAGCTGAGATGCCACTGCACTCCAGCCTGGGTGATAGAGCTAGACCCTGTCT 

CAAAAACAAAAACAAAAAAAATTGTCAGAGAAAAACAATTCTGATGTTTAATAGCTTTATTACCAAAGTACCATTTTTTACACACCCCACCTAA 

ACAATG CAAT CAGAATCT ATGCTATTTTAAGTGGAAAAAAAAACATAAAAAACTCTGAAATTTCTTCATTTC CAAATGAAG AT AC AGAACATGG 

CAATGTTAAGTGAAAAAAATAGCTGGTGGGTCCCAGGGGAGTTCTGTCAATGTTCTTAGGAAATAAAGCTCTTTCCAAAGCTCTGTGTTTTTGG 

TAAATGGTTTGGTCAAGAGTCTTCCCTGGCTAGACTTTTAAAATATCCTGTCAGCTGGTAACATATACATACTCATTTTAAGTCCATATAGGTT 

ACTTATTCATAATTCTT C C AATTACTTTATTAGCATAAATATGCCTTT CTTTTAAACTT CTAAACTGAT CAGTTTGATT ACAAATAACTAGTTA 

CTAAGTAACTTCATTCTTTATAATTAATATAATTACTATTAGCAACACATAATCTCAAACTACTCCAATTACTCTATTGGACCAAGGTCTTCAG 

CCCACAGATTATGAAATGAAGGGCCACTTTTTCAGTCCCTATCCTCTGTAACCTTTTTCATCATGGTGATTTGCACTGGTGATTACTCCATTTC 

CTTAAACCTTTCTATGGTTTCTGTCAAACTGTGTTCTCCTGTGATTTATATTTACAGTTCTTACATCTTTCCTAAGCTCCTGGCCTTTGTTTCC 

AGTTATCTTTTACATATCTCACTAATAATATTTCAGACATTACCACTCTATGGATATTGCTTTTGCTAACATCAGTGATTTCAGAAATACTAAA 

TTTAATGAATGCTTTTTTCTTTTTTTCCAGTACTTTGAGCTGCTGTTTTACAATGAACATTTTTCATTCCTTATCCTAGTGGACCCCTATGACG 

TTATTGCCATTGGCTGTCCTTCCCCTACTAGTGTTTTCTTTTGGCTCCCGTGTCAGTTCTCCGAGATTTTAAACCTCCGCGACTGTTCTCTCTT 

GGTGGGTTCTTCTCCTTTTATTCTCCCCTGTAAAATGCTGTCATTCTCATTCCACTCAATGAGTCTGGGTCTCTAACCCAGGTCCATTCTCCAC 

ATTTCACACCAAGTAGCCATTTAGAATCCCTATCTGGATAACCTACAGGAATCTCAATTCACCATGTCTAAAAGTGAAATCCCGCCCCTTCCTC 

CTGGATTCACAACCTCAACTGGTGGTACCACAATCTACCTTATCACCCATGCCAGGAACCTAAGATCACTGTTCCTACCCATTCCCCAACTGAT 

CAATAATCGGGTCCTGCTAACTTAATGCCTAAACATTTTGGGCACTCCCTCCTCTTCATCCTTACAACTACTGCCTTTCATCGTCTTTTCCATG 

AACTATCATGATGAAATTTCTAACATGCAAATTTGTTTACGCATTTCTTCATCTATTTAAAATTCTTCAGTGGCTCTCCAGGGTCTTTAGAGCC 

TGCTTCTCACCATGTTTTCAAGATCTTCCACAATTTGGCTCCTGTCTACTTCTTGAGAAAAGACTTGCTTCACAATTTATCCACATGAATCAAA 

CTCCTGATCCTTTTTTCACATTTGCTTTATCAATAGGCTGTCTCATCTCAGTGGATGGTGACTCCATCCTTCCAGTTGCTTAGACCAAAAACTT 

CAGAAGCTGTCTTGGACTCCTCTTTTTCCCCACATCTGGCTCATCAGCAAATCTTGTTGGTGCTACTTTCAAAATATTACATCCCAAATGTGGC 

CACTTCTTATTACCTGCTTTGCTACCACCAGCCACCATCATCATTTCTTGCCCAGATTACTGCAATTGGTCTCCTTGGTTTTACCTTTGCCCCT 

GCAGCAATCCCCTTCTGTCCTTCCCTACCAATCTACTGTTAACATAGCAGCTAGTATATTTTTGTTTGTTTTTGAGACGGAGGCTCACTTTGTC 

ACCCAGGCTGGAGTGCAGTGGGGTGATTTTGGCTTACCTCAACCTCTGTCTCTCCGGTTCCAGTGATTCTCCTGCCTCAGCCTCCCGAGTAGCT 

GAGATTACAGGCATACGCCACCATGCCTGGCTAATTTTTTTTGTATTTTTAGTAGAGATGGGGTTTCACCATGTTGGTCAGGCTGCTGGAACTC 

CTGACTTCAAATGATCTGCCTGCCTTGGCCTCCTAAAGTGCTGGGATTACAGGGTGAGCCACCGGGCCTGGCCTAGTATACTTTTAAAATGTAA 

GTTAGATCATATACTTTACTTAAAACCTTCCTCATCTTCACTCACTCACCCCAGTCCAGTTACGCTGGTTTCCTTGCTCTTTCTTGATGCCTTC 

CCACACATTCCTGCCATAAGGCCACTGCACTGGATTTTCTCTGCTTCAAACACTCTTCTTCCAGGTATTCTCATAGCTAACTCCCTCATTTCAC 

TCAAATCTTTGATCAGATGTCATCTCAACAAAGCCTAGAATTCTATTCATTACGCAACTTTTCTCTGCAACTCCTTCCCCGCCTTACACTCCCT 

TACCTGGCTTTTACTTTTCTCGTTCCACTGCACGTACCACCTTCTAGAATACTAAAATTTATTGTGTTTGCTTCCCCTGCCCTCCCATCCCAAT 

AATGTGTACTCCACGAGGGCAGGGATCTTTGTTTTTTTTCACTAGTATTTTTCAAGAGCCTGGAATAGTGCCTGGCACATGACAGGCATTACAC 

AGATTATTTGTTGAATAAATGAGGTAACACTCAACTTCTTATATTTCTCTGCATCAATTGTGCTATTTTTTGCCTCCATGCCTTTACTCAGGTG 

GCTCTTAGATCCAACCCTAGATTGCTCTAGGAAGAGCTTTTTTCTGACACCTCTCCTTGGTTAGACGCCTCGCTTCTGTGTTCTATCTCCATCT 

TATCACATATCTTAACTATCTGCTCATGTGTCTGTCTCATAATTAAACTGAAGAACTCCATGAGTCAGGGATTTTTGTCCTGGTTCGTCTTTGC 

TGTTC C AGCT CCT AGCCC AG AGTTTGGAC CATATTAAGTATTCAAATGGTTTGTTGAG AGAATTAATATATCAAAAACTAAC CATTCTCACAGG 

ACCATTCTCACATGGTTCCCCCTTCAGTGTTCAAGATCTTTCCTTTTTCAGTGTTCAAGATCCCAGACCTTCTGGTCACTTTTGCCCTGAGTAT 

TTACTCCCAATCAAAAGTTATTTCTCCTTCCCTCAACTCCAGAGTGGTTTCTAAACCTCTTATGTATCTCAACTTACATGATATGAAAGCTACT 

TCTCACIAATCACAGACTTTTGGTGTGAGAAGGATCTTATATGCACTTTGTTCAACCCACTCACCTTAAGTTTGAGTCTCCTTTATAACATCCTC 

ACCAAGTGCTCACATATGCCTGGTACTTTTGTCTGGGAATGTACTGCCTTCCCAAGTGGCCATTTAGTTTTGGGAGCTCTCCCAATATAAGATT 

CCTCCTCACATTAATTGGAAATGTTTTCCTTGTAACTTTGAACTATCTCCATTTTGCCTCTCCCATGTCAACTCTTTAAAACTTAAAATGATTT 

ATTTTTTCCTTCCCTGTAAGGTTTCTCTGTGAATTCCTCCAATGATGAGTTTCTAGAATAGATTCCTTCAACTAGGATAGTTTCCACTTCTCTA 

ACTAGCTAGGTCACTTCTCTCCAAATGATCAACTTCCTCCAAACCTGTTCAGAAGTGACTGCAGTGCTCCCGGTAGGAAGTCTGCTCCCGGAAA 

CGAGCAGTTCTCTCCTTGTCCTGGTTCTGGGCTGTATCAGCCTTGAACTCAGTCACATCAAACGTCTGTCTCACGGAAGTCCACACAACATTCA 

CCGAAACCCCTGAGGCTTTTTTTTTTTTCTTTCAAATCTTGTGGGCTTCTGAGAGGTATAACTGCAGTTGTCTCGCCTGGTAACCTGGGTACCC 

GGTTTGTGGGTCCAAATGTAGACCATTTGGGTAGATCTGATTTTTAATTTAAAAAAAGGGTTTTTTTTTGTTTTTGTTTTTAAAGAGGCAGGAC 

CTCTCTGTCGCCTAGGCTTGTGTGCAGTGGTGCGATCAACGTTCACTGCAGCCTCGAACTCCTGGGATCAAGCGATCCTCCCGTCCCGGCCTCC 

CAAAGTGCTGGGACCACAGGTGTGCGCCACGGCGCCCCGCCCTCTCTGGTTTTCATGAATGAGTGTGTCCCTAAACCCTCCTAAGGGGAGGACA 

GTGCCGTATCTCTCTCCTTCTTCCCCAAGGAGGCCATGCCTTGCCTTTCAATCTTGATCAAAGCGAGGTTGAAAAGCAAACAGGCGTTCAGCTT 

TGCACTTCACACCCACATCTCCCGCCCCCCAGCAGCTTCATCAGCCTCCCGCCCTCCGCGGCCCGGCCTCACCAGCCGCAGCATCTTCACGTGG 

CCTTTCACACTGAAGCAGAAGGGGCGATGTTTTATTTTCGGCTGCACGTTATCCATCGCGTCTGCAGACCCAGCAGCAGCACTTTCCCTCAACT 

CTTCTCAGCTGGCTGCCTGAGTAGGTTCTGCGAAGCGATAGCAACCGCCACCGCGGCGGAGCACCGCCCTCCCCTACTTCTCGCCCAGCTCGGC 

TTCCCGCTCTCTTGCGCGCATGCGCACGGCGCCGCGTTCGCTCTCGCGCATGCGCCCCAACGGGATCCCGCGGCCGTCCGCTCTGGCTTGTGCT 

GTCTTTCAGTTATCGCGTAGCACATTAGCGGACCTAGAGCTGGGCACATATTAGCGGACCTAGAGGTGGGCACGCAGGCCAGCGCCCTGTTAGC 
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CCGCCGTGTTCTGGCCTGGCGTTAATGACGGCAGCACTCCAGCTCTCCTGAGGAGTCTTCCTGTCGGGAAATCCTCCCAGGGTTGGGAGCAGAG 
GAGAGGGAGGGGGCTGTAGAAATGGCGGCCCCATCTCCCAACAACTTGGGCATTGTGAATATCACCTCCTTAAAGGGGATCTCCTTTGGTCATC 
C CGTCTAGAG CAG C C ACC ATAACTTCTGAGCGTTTATTG CTAG CTG ATATATATCAGAAAAATACAAATTCCAC AAAAGCAGGGACTGGTCTGC 
TTGTCTCCCTGCAGGGCCCAGGTTCTGGCACLA.TAGTTGGTGCAGAAAGTGTGCAGCCTCAGGTCCTATCCAAGCCCCCAGGGCATGACACTCGG 
GACTTGTTCTGCATATTTTTACTTTTGCCTCCCACTGGTACTAGTTCTTCCGTGGAACAGCCTGAGTCCCTTCAGATACTTAATGTTTTTTCTC 
AAGTGCTGCCATGAAGCCAGATCTCCACCGTCTTGGGGCATTCCTTTTTAGGGATGGGAAGTATATGTCGCTCCTTTTATGTGATTTACATTGT 
ATCTTGGATAATTTGGCCATCACCGTAGTTCATTCAGATCTGTTTGGATCCTGCCCATCTCAGCTTCAGTCCATTTCATTCTTTTAAATCTGAT 
CGACAGTTACCTCCAACAGCTTCATCACAAATCACTCACAAAAATGGCCTTAATCCTGAAGTTTATTTACGGAGAGCACACTTGCTAGGTGTGT 
GGCAGATATACAGGAAGCACAAGATGAGGCAGCAGATCTAGAGGCAAATGACTTCCTTCTCCCTGCCTAGTGGTGACTGCCAGCATCACGCCCT 
CCCGGGAGAGGTGAGAAACCCCTCCAGGCAAGCACTGGAACCTTCACAGTCAAGAGTGGCAACAGCTCCGGTTACTGGACTTGGGCCTGTTGAA 
TTCTAATACTCTGTGACTCCACATCTGGGCTGAATTTTTGCTGAGTATGATGGAATTTACATGCTTCCTCCCTAGCCCCTACTTGTCTGTATAG 
TTGGAATATTTGGTTGCCTCCTCTGGAGGGATCTAGTACGTTTAGAGTCTAGACGCTGGAACTGTCAAAGTTCAGAGGAAAGAGGTCCAGCTGC 

CTATCGCCCAGGCTGGATTGCAGTGGCCACGATCTCAGCTCACTGCAACCTCCGCCTCCCAGACTCAAGCGATTCTCGTGCCTGAGCCTCCTGA 
GTAGCTGGGATTACAGGCGTGCGCTACCACGCCCGGCTAATTTTTGTATTTTTAGTAGAGACAGTTTTTGGCCATGTTGGTCAGGCTGGTCTTG 
AACTCATGACCTCAAGTGATCTACCTTCCTCGGCCTCCGAAAGTGCTGGGATTACAGGCCCGAGCCACCGCGCCCAGCCGCTTCTGATCATTAA 

CTCCCAGGTTCAAGCGATTTTCCTGCCTCAGCCTCCTGAGTAGCTGGGAATACGGGTGCCCCCCACCACACCCAGCTAATTTTTGCATTTTTAG 

TAGCGATGGGGTTTCGCCATGTTGGCCAAGGCTGGTCTCGAAGTTCTGGCCTCAGGTGATCTGCCTTCCTTGGCCTCCCAAAGTGCTGGGATTA 

CAGGCGTGAGCCACCGTGCCTGGCCAAAAAATTTATGTTTTAAAAAGACTAGTCAAGTGCAGTAGTGAGAAGGGGGGAAAGAGTAGAGCAAGGA 

GTTATATCTGTTGCTTCTGACCATTTTGAACAAGTTACCTAATTCTCTGAGGACAAGCTCGGAGAATGGGAGAGACAGTTATCTATTTGCAGGG 

TTGTTGGGAGGAATAAGTGACATCATGAGTGTGTGCCAGGTGTCTGATTACAGAAGGTGTTCAATTAATCTGCAATCATTAATTAACCCTTCAG 

TCGCTGGTATTATTTGCCATCCATCCTCGGAGTGTTGCCAAGTTATGGGTGCGTTCTGCCAGCGTCCTAGCAGTGGTAAGGCTTCTGGCTGCCA 

GCGGCGAACCTCTCCCTTCGAGTATTTCTCCTCTTGCTGAGATGAAATGCGACCGGGTCTCTTTAAGGGCCAGGCGCCGGGATCCAGGCGGCGC 

CCAACGGCTGGACTAGCAGTCGTCCGGGCCGAGTCGCACAAGAAGGAAGCCCGGGCCTCTGGATCCGCTCGGCCGGCTATGCTGCTGTGGCCGC 

TGGGGGGCTGGGCCGCCCGGGCGCTGCGCTGCTTTGGGCCGGGAAGTCGCGGGAGGCCGGCCTCAGGCCCCGGGCCGCGGAGGGTGCAGCGCCG 

GGCCTGGCCTGGCGGTAACGCGGGTCTTGGTCCCGCCTCCCAGGAGCCCCTATGCGCCCACCTACTCGCGGCCCCTCGGCTTCCGGAACCCGCC 

CGAGCCCGAAGCGCCTCTTCCGAGGCGCGGGATTTCCTCCCCGGCTGCGGCTGGGACGGGGGCGGCCATCGGCCGTTACCCGGGCGCGAGACCG 

CAGCGAGCGCTGGGGGCGCTCGGCTTTGGTTCTGGGATGGAGAGAGGGCCTTTAAAGAGCAGGACGGACACGCTCTGAACATTCCGGCCCAAAC 

TCGGTCCCCCGACCCATTTGCTGTCCCGATTCTTTCGAGCTTGGGGGCGATGGGGACTGGGAGGTGCCTTAAGCCGATTGTGCTCACACTCTGG 

TGCCAGCGTGGGGGAGGGGGGTTACGGCCCCGGCGCTCTCCTGCCCTCCCTGGGAGTGGGGACCCACACAGAAACGGGTCACTGTTACACCCGG 

GTTCTGGTGTCCGCCATATGGCTGTTGAGAGACGCCTCAGAACCACCTGTGGGACGGATGGGCAGCGATGCCCGCCCTGGGCCTAGAGGAACAC 

CTGGGTGCCAGGCCCAAAACCACGTCCGCCGCCCACTCTTCCCCGTGCACCGCGAGTGGAGGCTGTTCTGCCTTTCCACTTGCTTAACATCCAG 

TCTGTGAAGATCTAAATAAATAACGTGGAAAATGCAAAGTATAATGTACTAAGTGAAAGAACTCGAGCACACTGGGGGTCCACGAAGCTGCAGC 

TGCAGCCCAGGGTGGCACATCGGCGAGACGGTGGTGCGCGCCTCCAATCTCGGAGGGCGCCCAAAATGGAAAATGTTTTTAGGCCAGGGAGTGA 

GCATAAACATTAGTGTTTTTGTGGTCATGTAGCAAATTAGGGCAGAGGAGAGTTATTTAAAAGTGAGTTTAAAAACTGATTTCCTTTCTTTTGT 

AGATAAAGAACAGGAAAAAGAGAAAAAATCAGTGGTAAGTCCCTCTTTTATGTGTAGTCTCTAGGATAATTTGGTTTTTTGAAGAGGAGAGAGA 

AAAAAGCAGAGTAAAAAGCAAAAATACATTCCATAGTAAAAAGCAAAAATACAAGAGGATCTCCAGGGAGAAGGAAGTCTGTCACCCTCCTAGA 

AGGCCACCTCTGTTACCAATTTCTTGTATCTTTCCGCAGAGTCTGCACAGATAGGAGGACACAAGTATTTGTATCCTTCAGGrAGATTTGGGCT 

GTTAAAGCTTAAGGGATGATTGTGAAAGGATTTGAAAAACGCTCATTGTGTTGTGGGGAAGGTCAGTTTCATGTTGGGTTGGGCAGCTCAGATG 

TGAGGGAAGGTCTGTCCACCACCACCCTCTCCCCCCAGTGTTGAGACTGGTGGGTGGGCAGGGGATCAGAGAGAAACCATTAGGGTCCACAGAT 

GTGGGTTCAGTTATCAGGGTGGCTTTGAGATGCTGGCTCTGGGCTGGGGCTGTGACTAGTGTGAGGCTGAAGGTCAAAGAAGGGTCAGGTTGGT 

GTCCATGGGGATATTGGGTGCTTTAGCTGGCTGGGGTAGGGAGTGATATTTTGGTCACAAACCAAGGCTCAATTCCTTAAAAGAACTGAAAGTC 

CCTAGCTCCAGTGGCTGGGAAGGGGGTGGCTTGGCAAGTGGTGGCAGGAGTACCGTGGCTGGGATCTGCAGAGGGTAGACAGTGCGGGCAGGCC 

CCCAGCGTACTCAGGGTGGTGGAGAGCTCTTGGGAAGTAGTGAAACCACATAGAGAGGATTGAAATGCTTGAGATTTGTGGAAGTTTGTTGAAA 

TTAGGAGAAGGATATGCCAGCGGGTGCCATAGAAGGGGAGGGAAATGCAAAGTTGAGCTGGATGGTAATTAATGTATTTTTGTTTGTTTATACA 

TTTAAGAGACGGCGTCTTGCTGTGTTGCCCAGGCTGGCCTCCAACTCCTGGGCTCAAGTGATCCTCTGGCATCAGCCTCCTGAGTAGCTGTGAT 

GACAAGTGTGAGCCACTGTGCCTGGCTATTTATTAGTTATTGAGCTAGCATTGATGTGAGCTGGGCCTGTTCTTTGTGCTTTTTGGGTGTGGTT 

TGATGTGCCCCCAGACACACAATAGCTAGTTCATAGAAAGTGGTATGGAGCCTGCATTCAGGCTCAGGACTGTTTGTAAACATTCAAGTCCTGT 

GAGCTCCTGTGTGGGATGCACTGGGCTAGGACCTGGGCACCTGGCAAACAGCCCTGAGATTTGGGAGTCTGCGGTCTGTCTGATGGGGGAGGTT 

TGTCTGATGGGGGAGGTCTGTCTGATGGGGGAGACAGCAGTAACTAGGAGAATGGTGGAACTAGAACAGCAGTGAGTATGGTGGCTGTGAGTAG 

GGGGGCTGATGACTGAGAGGAGCTTTGGGAAGCCTTATTGCCTGCTGGGAGATGGAGCAGAGTTTGAGGCAGGAGTGTTGGAACAGGTACAAGT 

CACAGAAGAATGAGAACCTGCAGGCCTGGGCTTGTGGCCAGTCCCTAGAGAGGTGGCTGGGGAGGGCTGGGGGATAGGTGCAGAGGGACTGAGA 

ATAGGTCCTAAAACCGAGAGTCACTGAAGGGCCTCACCCCCACCCAGCACGATCCGGGTTGCCTCTCAGGGAGCGATGTGGGGAACCATGAGTG 

GAGGGCCTAACTGGGTGAGACTGGAAGGGGAGAGACCTTAACTAAACTAGAGATGGCACAGAGCCCGCAGCTGAGTGGGAAAGCAGGGCCCAGG 

GGAGTTGCTGGTTGGTTGACTGGTGTTGGTGGGTGAGGAGAGATGTCCAGAGTGTTAAAGGTGTCTGGGTGGATGGTGCAGCCATTACATGGCA 

CAGTTTACAATATTAGATAATTGAGTATCACAACAAAGTTTTTTAATAAAATAACTGGACAGAACTTAACATCCAACAGGGCCATACCTAATGG 

CTCATGCCTATAATCCCAGCACTTCGGGAGGCAAAGGTGGGAGGATTGCTTGAGCTCAGGAGTCTGAGACCAGCCTGGGCAACATGGCAAAATG 

CTGTTTCTACAAAAAATACAAAAAATTAGCTGGGCATGGTGGCATGCACCAGTAGTCCTAGCTACTCGGGAGGCTGAGGTGGGAGGGTTGCTTG 

AGCCTGGGAGGTCAAGGCTGCAGTGAGCTGTTATTGCATTGCTGCACTCCATGGTGGGCAACAGAACGAGACCCTGTCTCAAAAAAAAAAAAAA 

AATCAAATAGTAGGGAGTTCAATAAATTGTGACAGGTCTTATATAATGGATTATGTAAAGCCATTAAAAACCATGTTTTTGAAAAATATTTAGT 

GACCTGGGAAGGCACTCACTATGTAAAAGATGAAAAAAAAAAATAACAAAACCAACAAAAGTAT^ 

CTGTCCTTAGGAAACAAACAGGAAAGAAATATTATAAACATTAATGCCGAAATTGTCAGTCTAGTTAAGAGATAGATGTGGGGTTAAGAAGGAG 

CATGTAAGAGAGAGTTTGTGGTGTGATGGGGTAAAAGTGTCTTCCGTTAGTTATTTGAATGTTAAATGAAATTCAGCTGGGTTGCTTTTTAAAA 

CAGCTTTATTGTAATTTGCATACCACAAAATTCACCCATTTAAATGTGCAATTCAATGATTTTTAGTAAATTTACAGAGTAAACAGCACTACAG 

AGTAAACACCACTACAATCTAATTTTATTTTATTTTATTTTTATTTTTTATTTTTTGAGACAAGGTCTGGCTCTGTTGTCCAGGGTGGAGGACA 

GTGGCACAATCACAACTTACTGCAGCCTTGACTTCCTGGTCTCAGGTGATCCTCCCACATCAGCCTCCCAAGTAGCTGGGACTACAGGCACATA * 

CCACCATTCCTGGCTAATTTTTGTATTTGTTGTAGAGATGGGATTTCTACATGTTGCCCAGGCTGTGCAATGTAATTTTATAACATTTCCATTA 

CTCCAAAAAGAAACCTTGTGCCCATTTGCAATCTCTTGTGGCCCCAGGTGACCACTAATCTACTTCCTGTCTCTTTAGGGATTTGTGTTTTCTG 

GACGTTCCATATAAAATGGAACATATAGCGTGGGATCTTTTGTATCTGGCTTCTTTCACTTAGCACATTTTTTTTTTTTCTTTTTTGAGATGGA 

GTTTCTCTCTGTTGCCCAGGCTGGAGTGCAATGGCATGATCTTGGCTCACTGCAACCTCCGCCGCCAGGGTTCAAGCCATTTTCCTGCCTCAGC 

CTCCCAAGTAGCTGGGATTACAGTCATGTGCCACCACGTGGAGGTAATTTTTGTATTTTTAGTAGAGTCGGGGTTTCACCACGTTAGCCAGGCT 

GGTCTCGAACTCCTAACCTCAGGTGATCCGCCTGTCTAGGCCTCCCAAAGTGCTGGGATTACAGGCGTGAGCCACCGCTCCTGGTTGCTTAGCA 
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TAATATTTTGACATGCATCTGCCTTGTAGCACGTATTAGTATGTCATTTTTTCCTATAGCTGAATAGTATTCATGGCGTGGCTGTAGTGCACTT 
TGTTTATCCACTTGCCAGTTGTTAGACGTTTGGGCAAGTTTGTTTTGACTGCAGATTTCTCAGGGTCTTTGATAAGACAGGATATTTGGATTCT 
CCCTGTGGAGGCTTTGGCACCCAAGCCAGTTTGCCTCTGGAACCCTGGGTTCTAATTAAACATCCAAATGACAATGATTGCTGAGATTTACGAG 
TGATTTTTATTTTCTTCTTTTAGGGATTGTGTAATAAGGTTTGATCAGAGAAATCCAAGTGATAAATACATATATGCATATTCATAAACATATA 

GGAGTGCAGTGGTGTGATCTCGGCTCACCACAACCTCCACCTCTCAGCTCCCAAGGTCAAGCGATTCTCTTGCATCAGCCTCCCCAGTAGCTGG 
GATTACAGGCATCCGCCACCACGCCTGGCTAATTTTTGTATTTTTAGTAGAGACGGGGTTTCACCATGTTGGCCAGGCTGGTCTTGATCTCCTG 
ACCTCAAATGATCCCCTGCCTCGGCCTCCCAAAATGCTGGGATTACAGGCGTGAGCCACTGCGCCTGGCCACTGAGAATGTATTTCTTAGCACA 
AGAATGCTTAATTTGCATTTTTAGGAAAGATTAAATATTGTTACTTATAATAGGGATAGATGGCTCATCACAGTTTCAGTTATAATCATGGAAA 
ATTGG ACT CAAGGGCTC ATAGCAGAGG AAAATGGAG ATAAATTGTAG CGTAATCACAG AGTGTTGGG CC AGG CCGG C CATGTGCTC C C AC AGCA 
TGGGGACCATCTCCTTTTCACAGTTTCCTGTTGCTTTCCTCCACACACTCATGAGCTCTTTGGCCGTTGCAACGAGGCCCTGAGTACACAGTGC 
CTGGCACAGCATAGGCCTTCAATAAACAGTTGAAACGTGCTCAAAGATGAGGACTGTATAGAAAATAATATTTGGCATGAAATATGCTCATATG 
TCATGGGGTTTATCTCTTAGTATTGGGATTATGGGTGATAGTTTCTCCTTTTTGATTTTCTGTATTTTCTTCAATGGGCATGCACTTCTCTTAT 
AATATTTTTAGACATCACTTTAAAAAGAAATGTAAAGACTCCCTTTGCTTGCTTCCTGTTCCCCCTTCCATTTCAGGGGAACTTTGTGAGATTC 
TTCCTGCGTTGCCTGCTGTAAACCGGAGGGCAGATTGGCTGAGCTCATTCAGGGCCTGACATTCACCAGCTCTTCAGGATTTCATGCTGGGGAT 
AGGAACAAGTTTCTGGGAGAAGGGCTTATCTGAACAACCTGTTAAAATGCTTCAATGAACAGGAAAGAAAAAAGACTGTAGAGTGATGTCTAGG 
TTGAGCTCTTTTTATATATCTAGGAAGAGGAAAAGTTTTCTTTAAAGAGCAATAAAAAAATTAAATCCATTAGTGCCCTAATGGGGTCTTTTCA 
TGCCCTTTTGTTCATTCCCTTGGGTTCATTTTGTAGTTTGGGGCTGTAAAGGAGTGGGCTGGGAGGGACCCAGGATGGGAGAGTGGCCTTGTGT 
CTCCTGGATACCCGTTAGGATCAAGGCAGGAGGAACCTTCTCCGCCAGCTGACAGAGTTCTAGTTGCTGGGGAGACTTTAGTGGGGTCGGGTGA 
GACGGCCCACTGTGACCTGGTGTTTATGTGAGGTGTGACTGAGGCTCCATCAGGAGTCGTGAGAAGGGGCCTGGATGTGAATTCTAATTCTGAT 
TCTTCCCTAGCCAAGTCTGGCACTTGGGTAAGTTACCTGTGTTGCCCAGGTTTCTCTGGGTGCTTCCAGCCTGAGTGCAAAGGAACAGGCCTCT 
GTGCAGCAGGTCGGGCCCCTCTCTGTGTGTGGCCCTGGAGGATGTCTAATGTGTTCTCAGGGGACAGTTTGTCTTATGTATTGGAGCTGCCCGT 
TCCCTGTGGCCATCTGCTGGAGCCAGAGCCACTGGGCCTATGTCATCAGCAGTGCCTGGCTGAGCAGAGCTTGGTCAGAATCACTGGGCTACAG 
GTTCAAGGGCTCCAGCCTAGAGTCTGATTTAGGGTCTGGATGCTACCTGGTGCCACCTCATGTTTAACCAGCTCCTCTGGTGCATCTGAAGCAG 
GCATCTGTGGACTAGACAGGGAGAAGCTCTGCTCCAGCCTCGTGGTTCCCATCCTTGCCTGCACATTGAAATCGCCTGGAGAGCTTTAAAAGTT 
ACTGAGGCTTGGCCGGGTGCAGTGGCTCACGCCTGTAATCCCAGCACTTTGGGAGGCTGAGGCGGGTGGATCACCTGAGGTCGGGAGTTTGAGA 
CCAGCCTGGCCTACATGGTGAAACCATGTCTCTACTAAAAATACAAAAAATTAGCCGGGTGTGGTGGTGGGCACCTGTAATCCCAGCTACTCGG 
GAGGCTGAGGCAGGAGAATGGCTTGAACCCAGGAGGTGGAGGTTGCAGTGAGCTGAGATCACGCCACTGTGCTCCAGCCTGGGCAACAAGAGTG 
AAACTCTGTCTCAAAGAAAAAAAAAGTTACTGAGTCTTGAGTCTCACTCCCAGAGATTGTGGTGTAATTGGTCTGGGCTGTGGCATCCCTGTAG 
AGATTTTTAAAAGGTCCCAGGTGGTCCTAGCGTATAGCCAGAGCTGAGAACCGCTGCCTGGAATACCTTCTCTCCCTAAGATGAGTTACTTCTA 
GGATGCTCCTTGGTCTTTGGTATAGGTAGACCCAGAAGGCTGTTTCTGGCCCCTCCCACTAGTGCCATGACCCCCTTTCCCTCCCACGTGCAGT 
CATTGTGAGCAGAGTCTAGGTTCAAGCTGTCCTTGCTTTATTGTCTTCTACAAGCCTCATTTTTGTTTTCTGTGAAAAATGTTAGGACTTACCC 
TTCTCAGGTTTCAGTGAGGTTACATGTGATAATGGTGTGTTACCTGTCTCAGGGCTTGGCCTGTGACAAGGTGCTTAACAAAGTCCTTGCTCTT 
TTTTTCTTCTCCCCTTTCCTAATGGTTTCCAGTCAGTGACCAAGTGCTTTTTTTTTCTGTAAAGCAGTGAATTCGATTCTAGATAACATATATG 
TGTTTCCTAGCCTCAAAGCCATTGATTAAGCTCTCGTTAAGGAGGCAGGACACTTAGGCCTAAAATCTAATAGTCTGTGGGGTTGAACTAAGGA 
AGGGCAGAGCTGGGCTGGGCAGACAAGCTGTGTATGGTTTAGGAGTTGACGTAAAGGAGGATCTGGTCTGGGGGGACCACATGAGCCTGCCACT 
CAGGGAGGATCGGCTTATCTGTTATTACTAACAATGGGACCTTGCCAGTTTCCCGAGGAGGGATTTTGGTTTACATGTGAAAGTCTTGGACTGA 
ACCAATTATGCTGGTTACATGAGCCCTTTCCGTAGCCATTATTCCCTGACATTCCCCTGGGTGCTTGAGTTCTGGCTCTAATATGCATTCGTCT 
TTTGCCAGATGTGTGTCGAGGGCAATATTGCAAGTGGGAAGACGACATGCCTGGAATTCTTCTCCAACGCGACAGACGTCGAGGTACAGCCTCT 
ATGCTAGGTTTGAAGGAAGCGGAGAAAGCTTGATGGGATAATTTATAGAGGGTGTGGACTAACCTTGTCCAATAGGACTATAATTTGAGCCACA 
AGTGCAAGCCR.CAGGTGTAATTTAACATTTCTAATATCCTCATTAAAAAAACAAAAGGGGCCGGTGCAGTGGCTCAAGCCTGTAATCCTAGCAC 
TTTGGGAGGCGGAAGCAGGTGGATTGCTTGAGCCCZAGGAGTTCCAGACCAGCCTGGGCGACATGGCGAGACCCCATCTCTACIAAAAATATGCCA 
GGCATGGTGGTACGTGCCTGTAGCTCCAGCTACTTGGGAGGCTGAGGTGGGAGGATTGCTTAAGCCCAGGAGGTGGAGGTTGCAGTGAGCTGAG 
ATCACGCCATTGCATTGCATCCTGAGC^GCAGGAGTGAAACCCTGTCTCAAAAAAAGAAAAAAACCCACAAAAAATAAAAAGGACATTTTATTT 
CACATAACATATGCCAAATGTGATCATGTCAACATTTAATCAATATAAAAATCATCAATGAGCTATTTTGCATTCTATCTTGTTATACTAAGTC 
TTTGGAATATGATACTGGTTGAGCATCGCTTATCTGAAATGCTTGAGACCAGAAGTGTTTTAGATTTCAGAATTTTTCAGATTTTGGAATATTT 
GCATAAATGTAATGAGATATCTTGAGGATGGGACCCAAGCCAAAACACGAAATTCATTTATGTTTCATATATACATAGCCTGAAGGTAATTTTA 
TACAATATTTTAAATAATTTTGTGAATGAAACAAGTTTGTGTTAAGTATTTATGTGTGGAATTTTTCATTTGAAGTGTCATATCGGTTTCCAGA 
AAGTTTTGGAGTTTGGAGCATTTAGGATTTTGGATTTTTCAATTAGGGATGCTCAAACTGTTTGTATTTGTAAAATAAGTGTAACTTATAGCAT 
ATCTTAATTTGGACTACTCATATTTCAAGGTCTTAATAGTTGCCTGTGGCTCATGGCCACTGTATTGGACAGTGCAAGTGTTGACTGCCTCAAA 
GTCTGGTTAGGAAAAGAGTCTACATGGGTAAGAAGAAAGGACAGGCTATTGAGCAGGGCTAGAAGTGTGACATCTGAGATAGC^ATGTCTGAGC 
AGTGGGTATTACTATG CATAGGCAATTAATTTAATTTCTAGTTCATTTAAAG CCTAGT CACTAAAACTAACCTCAGAGATGTTT AAG AATCATC 
TCTACACTAAGACATTGACCTGTCTTCCTTGTTCTAGATTTTAGTGGTATAATCTTCTCTATTGATGGCTCTCTTTTGTTACTACAGAAGCTAC 
AATTTCTATACTTTTATAGTCATTTTCTTTCCTTCTTCCCTTCCTTTCCTGTTTTTAGTTCTGCTAGAAATATATGCATGGCCAGGTGTGGTGG 
CTGATGCCTGTAATCCCAGCACTTTAGGAGGCTGAAGGGGGAGGATCACCTGAGGGCAGTAGTTTAAGAGTAGCCTGGCCAACATGACAAAACC 
ACATGTCTACAAAAAATACAAAACTTAGCTGGATGTGGTGGCACATGCCTGTAGTGCCAGGTGCTCAAGAGGCTGAGGTGGGAGGATTATTTAA 
GCCCAGGAGGTTGAGGCTGTGGTGAGCCAGGACTGTGCCGTTGAACTGCAACGTGGGTGACAGAGTGAGGCCCTGTCTCAAAAAAAAAAAAAAA 
AAGAAAAAA.GAAAG AAAGAAAAG AAAT ATATAT AGTTTGATAAAAATAATAATAAACATTAT ATAG CC CTTGT C CTGCTGTGTT CATGTG CTGC 
TGTGCAGGAAAGAGTTAACATAGCAGACCTAAGACTGCTGCCCTTTAGAAATGCCTGCTTGCAAGGGTGGTCTTTGGCTGGCATCTGGGAACTT 
AGATCTTGGGAGGGCCCCCACCATTCCTAACTGATAACAGTGGCTCTCTGCTTAAATTGTTTCTGCAAACAGTATGGTTTATGCTGACACCTGC 
TTTCTTCCTGGGAGTCCGGAATTTTGGTACATGTCAGGAAGTGGTTGTCTGCATGGCTGAGCGCTGATGAAAACCCTGAACTCCCAGGTTCAGG 
GCAGCTTGCCTGCTAGACAACATTTCACATGTATTGTCACATCTTGTTGCCTGGGGAATTCAGTGTGTACTGTGCAGCTCCTCTATGAGAGGAC 
CCTTGGAAGCTTGTGCCTGGTTTCCTCCAGACTTTGCACCTGCCCTTTTTCCCTTTGCTGATCCTTTTTTCTTTTTCTTCCTTTTTTTTTTTTT 

GCAATTCTCCTGCTTCAGCCTCCC^^GTAGCTGGGATTACAAGCACCCACCACCATGCCCAGCTAATTTTTTTGTATTTTTAGTAGAGATGGGG 
TTTCACCATGTTGGCCAGGCTGGTTTCAAACTCCTGACCTCAAGTGATCCACCCACCTCAGCCTCCCAAAGTGCTGGGATTACAGGCGTGAGCC 
ACCGTGCCCGGTCCCCTTTGCTGATCTTGTTTTGTGTCCTTTCGGTGTAATCCATCTTAGCTGTGAGTATGACTGCGTGTTGTGTCCTGTGAGT 
TCTCATGAATCATCAAACCTGGGGAGGAGGGGGGGCTTGGGGACTCTTGACCCCTGTCCTGAGTGATATGACTCTTAATGGCACTTTAGAAGTG 
CTTATAGTCTCACTGAAGACCTTGGACCCGATTAACAACGATAGTTAAGATCCAGTGAGTATACTGCTATTTGCCCAACACTGTGTTGAGGGTT 
CATOATAAATACTAAATGATCTCACCCTCACAAGAATAGTGCCTCTGAAGTAGGTACCATTTTTACCACAGTTTTAGATGAGGAAACCATGGCC 
TAATGAGGTTAAGTGGCTTGTCCAGGGTCGCTAGGCCAGTGTATGATACAGCCAGATCCCAGCCCGGATACAGCCAGATCCCAGCCCAGGCTGT 
CTGGTTCCAGGGGCCACACCCTTGTTTGATTCTGTGGTACGAAGAGCTTTGTTGGCTTTAGGAAGACCACTCTCCCTTCAGATCTGAGCTCCGT 
GTCCCCTGACCTTCCCAGCGAGGTTATGCTTCCTGACAGAGGATCCCCTGGCCGCTCTGTACCTCTCTTTTATACCACTTCTTGGGGTTTGAAA 
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ACATGTTGGCTTCTGTGATTACCTGAGTAATGTCTGCTTCCCCTC3GTAGGCTTAAGGTTCTGTGAAGGCAGAGGCTGGGCTGGTTTTGCTATTG 



GCTGGGTCGGGGAGCAAGGCTGCCTGTGACCCAGACTCTGGTGGGCCTGTGTGGTGCTGTGTATGCTACTTAGGGGCTAGGAAGAAGACCTAGA 
AGAAGGAGAGGGGGTTTGAGAGGGGCAGGGGAAGGGCATATTTGAACTGGATTTTGAAGGGTATACAGGAGTTTTCCATGTGATGAAAGTTGAT 
GTGAAGTGGAATGGGGTGGGAATGCTGGTCAGAAGAAACAACGTAAGCAAAGACACAGAGTATCTTGCTTGAGGGTGGATCACTTGAGGTCAGG 
AGTGAAGGGTGGGGGGTGATTACTTTTCTTTTCTTTTTAGAGACGGAGTCTTGCTCTGTCACCCAGGCTGGAGTGCAGTAGCGCGATCTTGGCT 
CACTGCAACCTTTGCCTCCTGGGTTCAAGTGATTCTCCTGCCTCAGCCTCCCGAGTATCTGGGATTACAGGCATGCACCACTACATCCGGCTAA 
TTTTTGTATTTTTAGTAGAGATGGGGTTTCACCATGTTGGCCAGGCTGGACTTGAACTCCTGACCTCAAGTGATCTGCCTGCCTTGGCCTCCCA 
AAGTGCTGGGATTACAGGTGTGAGCCACTGCACCCAGCCAGGGTGGCTACTTTTCAAGAGTTCCATGCATTGCCTGCCATTGGTCTTTTGTCAC 
CTATGGCCCCTTCTCACATGTACTCTGAAAGTTCCCAGATGGATCCTGGCACTCTGAAGATCTTGGCCCCAAGAACACCATTTAAATCTTTTCT 
AGCACACACCTGCATACCCAGAAAGGCTCTAGCAGAGTCTGGGGTTGTCCCAGATTTGTGTGTCTAGACCACAGATGGAGGCTCTAGAAATGCC 
CAGCAGAGATCCTGATATGTGTCTGAAAACACACAGGATGTTGGAGAGATTGGCAGTCATCCTAAAAGGTACAAACAGGACCAGAGGGAAAGAA 
TGCCTCCAAACCAGTGAGACAGGGAGCGTACTAAAGAAACAGGGACTATCAGCAGCCAGTGCACCCAGTGCAGTGATCAGAGGCAGGAAACGGA 
GGCAGGTGGCCTGCCAAGGCCTAGCCCTGTCCAGTGTCCCTCCTGGCTTCTCCCACCCACCTGCCAGCTTGATGTGGTAGGCAGGCAGGGGTGG 
G ATAGAATACAC AG AAG AGGGATGGACAG AGC C AGCT CTGACCTTGGGG AGGCTACCAGGGCAATAGAGAG GTAGG ATGTAC CTATGCTTGGCA 
CATTGGGTAACATGGATAGAGTTATTCTCAGGACATTTCTGGAAGTAATGTGAGGAAGCCGTGTCTAGATAGAGTTGTGACCTCACGGGGGTTG 
TCAGCTATTTTGGCCTACCTTGGGCACCCAAATTTGGATAGTCTTTTTCTCTCTTTTTCCCTTCTCTCCTCACTTTCCGCTCAACACTTACACA 
CTTTTACAGGGTTCAGCACAGAGAAACAGTAGCTCTGATGTTTTCTTTCCTTCCAGGTGTTAACGGAGCCTGTGTCCAAGTGGAGAAATGTCCG 
TGGCCACAATCCTCTGGTGAGTGGGTTGTTGGTTGCATGAACCCCCGGCTTCCCCTTAAGCACCTGAGAATGATGGTGCGTCTGCCTGAGCCCT 
GCCTGCCCAGGCATTCTCTGGGGTCTTAACTGAGTTGGAGAAGACCAGGGAGGGACAAGCAGAAAATGGTGGCATGTTGGTGTTCTGAGGTCAA 
GGATCTCTGAGGGCTGAGTGGGTGTGCACAGAGCCTAGGGACTTCCCGTCAGCTATCCCATACTATTCCCAGTGGCCGACCTTAGCCACTAGGG 
" GTGTCCATTTCTTGTTGCTCATTCCAGCCTTCCCCTCCCCTAGAAGAAACCTATCAGAACCCGGGACTTGTCAGGCCTAACCGCCCCAGGACCT 
ATCTCTAAGTAACCAGGATCCTTGGTGGACCCCTGACTTGGGTTTGCAAACTTGGCCCTGTCTGGTAACAGGGGCCACCTCTGGCTTACCTGGA 
AGCCACCAGCCTGCTTTCCCAAGGGTGAACCTAGCAACAGGGGCTGTAGTGTGCTGTGTCCCTTCCTTCACCTTGCCCAATTCGAGGTTCTGGT 
CTGGTTGCTTGAAAGAGATGGATAGAATCTGGGTCGTGCAAGAGAGAGCTTTAGAAGAGGATGTTGG'TTCTGAGCTCCCATCCCATGAGGTAGG 
GATGATTAGTCTCATTTTTCAGCTTAGGAAATTGCACTTATATAAGTTGCCTGAGGTCACACAGCTAGTAAATGGACTTGGAAGCCTGTGCTGC 



CTCCCAGGTTCAAGCGATTCTCCTGCCTCACTCTCCTGACTAGCTGGGACTACAGGTGCGCACGACCATGCCCAGCTAATTTTTGTGTTTTTAG 
TAGAGACAGGGTTTTACCATGTTGGCCAGGATGGTCTCCATCTCCTGACCCTCATGAGCCACCCACCTCAGCCTCCCAAAGTGCTGGGATTACG 
GGCGTGAGCCACTGTGCCCGGCCATGCCCTCTGATTTTTAGCAACACAATTGGCATCTCCTGTGTGGTTCATTAGACTCTGAGTTCTACTAGGA 
GCAGGGACTGTATCTACTTTGTTCATTGTTATTTGCTAAAACCAAGGCACACTGCCTAGCACTTAGTAGGGGCTTGTGCATTCATCCATTCATT 
CAACCAATATTCAGTGCATGTCAGCCATGTGGCAGACAGTGTTCTGGATGATATGGCAGTGATAAATTCAAAGCCCTTGCTCTCCTGCCCCTAA 
TATTCCAGTGTGGGGAGGCAGAAGTCAAACATATAATCTGGCGGGTGGTGATAGGGCCTAGGAAGAAAACTAAAGCAGGTGAAAGGATGTTTGT 
TAAATAAGGCAAAACCTCTCAGTCTTTCAATAAAGAATCCTAAAGAGACATGAGAAGAATTTCTTCTCTGTGCATTCGGGAGAAGATGGAATAC 
CAGTCATCTTGTTTGGATATAACAAAGAAAGCTCTGTAACATTCATATTCTCTAGAAGCCAAGGAGGAACCCAGGCTTAGTTATTAAGTAAGAC 
AGCTAGAGTTGCAGGTGTTAGGGATCATAAGTGACGTTTCACGGGACAGAATCACAGCCTCAGAAGTCTTAGTGTCCTTGGTACAGATAGCCTT 
TTCAATGAGAGTTTCCTAATAAAAAATACAATAGAAGTAGCCATTTTTATATAAGTTTCCACTCTAGACCAAAAGAAAGATCGATACTTTTGTG 
AAAAATCTCAATTCATCACTTTATCTGAATTGGTTTTCTGATGCAGAAAGGTGACTGTTTCTGCGGCCATCAGGCAAGAGGGAGTGTTTCTCCT 
AGCCTTTATGAGATTTTCTCTCAACTGCAGTCAGAGGAGTCTGCAGTTCTCAATGAAGAACACTGGAGTTTCATTAGTTTGCACCAAGAGAAAA 
ATGAAAAGCAAAAATGAGGAAAAGGCCGGGTGTGGTGGCTCATGCCTGTAATCCCAGCACTTTGGGAGGCCAAGATCAGAGGATCACTTAAAGC 
CAGGAGTTTGAGACAACCCTGGTCAACATAATGAGACCTCCATCTCTAAAAGAAATAAAAGTAAATAAAATTAATTTAAAAATGAGGAAAGGAG 
CAGAACAGGTTTCTTAGCAAGTATGCTGGAGCATGAAGTGTTTTGCTTCTAGAAGGGATGGAGAGTGATTGAGTAGGTGGGTTGGCTTCTGTTT 
TACATGAGATAACCAGGGAATGTGTCTATGATAAGGTGCTTAAACATGAGGGTGTGAGCACTGCAGATATCTGGATGAAGAGTGTTTAGGCAGA 
AGGCGCTGCAGAGGCAAAGGCCCTGAGATGGGACCATGCTTGGCATGTTTGAGGAATGCTAAGTAAGGTCATGTGGTTGGAAGCCAACCAGGCC 
AGAGGGAGATGGGTAGGAGATGAGAGAAAGCCTTGTGGGCCATGATAAGGGTTTGGATTTCATTCTGCATGCAATGGGAAGCCACTGGAAGGTT 
CTGAGCAGGGGAGTGGCAAGAACTGATTTAGGTTTCACAGACTCACTCTTGTGGCTGGATAGAGAACAGACTACAGAGGGCTCAAAGACCATTC 
ACTGAACGACTTGAACGCATGTTCCTTGGTGATTTTATTTTATTTTTTGAATTTCCAAAGAAAAGTAATTTATTTTTTGCAGTTAGGGCAGCTG 
AGAAGTCCAGGGTTGAAGGGGTGCATCTGCTGAGGGCTTTCTTGCTAGTGGGGACTCTTCAGAGTCCCCAGGTGGTACAGGGTGTCACATGGTG 
AGGGAGTTGAGCATGCTAGGTCAGGTCTCTCTCCGTTTTCTCATAAAGCCACCAGTGTAAGATAACCCATTAATCTATTAATCCGTGAATAGAT 



GCAGTGGCGCGATCTCGGCTCACTGCAAGCTCCGCCTCCTGGGTTCGCGCCATTCTCCTGCCTCAGGCTCCCGAGTAGCTGGGACTACAGGCGC 
CCACCACCACACCTGGCTAATTTTTTGTATTTTTTAGTAGAGACAGGATTTCACCGTGTTAGCCAGGATGGTCTCCATCTCCTGACCTCGTGAT 
CCGCGCACCTCGGCCTCCCAGAGTGCTGGGATTACAGACGTGAGCCACCATGCCCGGCCGATCCAGTCATTTCTTAAAGGCACCACCTGCTACA 
TACTGCCAGATGGGGGATTAAGTTTCCAACACATGAAATTTAGGGGATTCATTCAAACCAAAGTATTATTTGTTAAAGATGATCTTAAAGAGCT 
TAACTTCTTTAAAAATTTTAAACTTATTTATTTATTTATTTATTTTGGAGATAGGGTCTTGCTATATCACCCAAGCTGGAGTGCAGTGGCACAA 
TTATAGCTCACTGTAACCTTTAACTCCTGGGCTCAAGTGATCCTCCTGCCTTGGGCTCCCAAAGTGCTGGGATTATAGGCATGAGCCACTGCAC 
CTGGCTCTCTTTTCTTTATGCTAGAAACATTCAAATTATTCTCTTATAGCTTTTTTTTTTTTTTTTTTTTTTTGAGATGGAGTCTCGCTCTGTC 
ACCCAGGCTGGAGTACAGTGGCATGATCTGCCTGGCCAGCATGGTGAAACCCCGTCTCTACTAAAAATACAAAAAAATTTAGCTGGGTGTGGTG 
GTGCATGCCTGTGATCCTAGCTAGTTGGGAGGCTGAGGCAGGAGAATCGCTTGAACCCAGAAGGTAGAGGTTGCGGTGAGCTGAGATCATGCCA 
CTGCACTTCAGTCTGGGTGACAGAGCAAGACTCTGTTTAAAAAAAAAAAAAAGATTTTTATCAAAAAGACAGGTGATAGGTGTGGAGAAAGGGG 
AACCCTCATACATAGTTGGTGGGAATGTAAATTAGTACAGCTACTATAGAGAACAGTTATGAAGTCAGGCAGTGTGATGCCTCCAACTTTGTTT 



TAGGTATTTTGATAGAGATTACATTGAATCTGTAAATTGCTTTGGGTAGTATTGTCATTTTAATAGTATTAGTTCTTCTGATCCATGAGTGTTG 

AATATCTCTTTTTTTGTGTGTGTTCTGTTCAATTTCTTTCATCAGTGTTTTATAGTTTTCCTTGTATAGATCTTTCACTTCTTTGGTTAAATAG 

ATTCCTAGGTATTTTACTTTTATTAATTAATTAATTAATTTATTTTTTTTTTCGAGACAGGGTCTCACTCTGTCATCCAGGCTGGAGTACAGTG 

GTACGATCTCGGCCCACTGCAGCCTCTGCCTCCTGGGTTCAAGCGATTCTCATGTCTCAGCCTCTAGAGTAGCTAGGACCACAGGTGCGTGCCA 

CCACACCCAGCTAATTTTTTGTATTTTTAATAGAGACAGGATTTCGTCATGTTGGCCAGGCTGGTCTTGAACTGCTGGCCTTGAGTGATCTGGC 

TGCCTCAACCTCCCAAAGTGCTGGGATTACAGGCATGAGCCACTGTGCCTGGCTGGTATTTTATATTCTTTGTAGCATCGCAAATGGGATTCCT ' 

TTCTTGATTTCTTTCTCAGGTTGTTCACTGTTGGTGTATATACATGCTACTGATTTTTATATGTTGATTTGTATCCTGTGGTATTACTGAGTTC 

GTTCATCAGTTCTAACAGTTGTTTGGTGGAGTCTTTAAGGTTTTTTTTTTTTTTTTTTGGTCATTTCAACTTTTATTTTACTTTTAGCGGGGTA 

CATGTGCAGGTTTGTTACCTGGGTATATTTCATGATGCTGAGGTTTAGGGTATGATGGATCCCATCACCTAGGTACTGAGCATAGTACCCAATA 

GGTACTTTTTCAAGGTTTGCCCCCTCCCTTCCTCCCCACTCTAGGAGTCCCCAGTGTCTATTGTTGCCATCTTTATGTCCATGAGTACCCATTG 

TACCCACTTATAAATATCCACTTAAAGTGAGAACATGCAGTATTTGGTTTTCTGTTCCTGCATTAATTAGCTTAGGATAATGGCCTGAGTCTTT 
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AAGCTTTTCTAAGTGTAAGATCATGTTGTCCGTGAACAAGGTTAAGAT.GACTTCTTCCTTTCCAATTTGGATGCCCTTCATTTCTTTGTCTGGC 
CTAATTCCTCCGGTCCCTCGGAGACTTTCCATAGGGTCCTATTATAGCTGTTACCATACTGTCCTATAATTGTTTCAGTGTCTGCCTTTGTCCA 
CCCTGCTGTCAGAGCCCTGTGATCATGCTGGGTTTATCTCCAGCCCCAACCCTGCCTGTGTAGGTTTCTTGAGCTGTCCTTCAGTGCCTTGTGA 

gaccagggtgctcctgcagatgccactttgatggaaagtgctgtgttttcccttctgcagggcctgatgtaccacgatgcctctcgctggggtg 
ttacgctacagacttatgtgcagctcaccatgctggacaggcatactcgtcctcaggtaggtttcagatgctcagtttcagccttcttaaacgt 
'tttcttcagacttggggtatgtgattgccaggaagggaaactttacaaggaagccaggctaggccttcagtgctgtgcaggcctctctgtgtgg 
ggccaaggtctctggcttctgtggttctcttctgacctgcctctagtgcccccacctgcaaacctcagccagccaggtggtgcccctgccacca 
ttctgaggtcacatctttatgacctgaccactgctgggcttaatgccgtttaactcagttcttctcaaagtgtggtccctggaccagcagcgga 
agcatcacctggaaacttgttagaaatgcacattttcagctgggtgtggtggatcccacctgtaatcccagcactttgggaggctgaggcatgc 
ggatcacctgaggtcaggagttcaagaccagcctggccaacatggtgaaaccccatctctactaaaaaatacaaaaattagtgtggcgtggtgg 
tatgtgtgtgcctataatcccagccacttgggaggctgaggcaggagaatggcttgaacccaggaggcggaggttgcagtgagctgagatcata 
ccactgcactccagcctgggtgacagagtgagactctgtctcaaaaaaaaaaaaaaagaaagaaatgcaaattttctagtcacatcccagacct 

GCTGAATTAGAAATTCTAGGGATGAGGCCCAGCAATCTGTGTTTTATCAAGCCCTCCAGGTGACTCGAATGCATGCTTTGTTTGTTTTGATATT 
TGAGAACCACTTATTTAACCTTCATGGGGTCTGGCTCTTAGTTCAAATTCTTGAGACAAAGAATCTGATTGGTTCAGCTTTGGTCAGGTGTCCA 
GCCCTGGTTCAATCAGGTGTTGGGGACAGGACCCCAAGGCACAAACATGGCTGCTTAGGCCTATTCCATCAGTGAGGATGCATCTAGAGACAGA 
GTCTCTTAGAAGAAAGGGGGCTGTGGAGGTCCTGATCAGCACCTATGTTTCAAAGCTGTAAGCACAACCTATGATGCCAGCTTTAAGGCTCTGC 
ATGAAGG AGAC AG ACTGTG CCTAC AGCC AGTTAACACTGGCACAGCTG CTGGGCTGG ACAGTT GGGTC CC AGT CTGGGTAC CTGCAG CAATAG C 
TACCATTCTTCTGTAAGTCTGTCTTTTAAAATTGAAAGATGTGAGTGGGCCGTTTTTGGTGAATAAGAATTTCCATCTCCCCAAATATCTGTCT 
AAATTGCAC AAATCC ACAAATCGAAAG ATCTGAGGTTAGT G CATTTTGCCTTTGCTAATTTG CTTTT C CTG AGCAGG CACTCAATTGCAAAC CT 
AAGTTGTATCTAATGATATTTGAATAGGAAGGGATATAAATGCACTCCTCTATTTAAGGAAATCTACCTCAGGAGGCAGAGAGAGATGGACAGA 
CCAGGAAAGATGAGCAGAAGGAGACCAGAGGGATGAATGGGGAGCTAGGAAGTAAGGAAAGAGAGGATGGAAGAATGGAAAGGAAGATGGATGG 
GCAGAGGATGGATGGACAGAGGGACAGCAGGGAGAGGGAGGAAGTGCCTGGGTTATGGCTTTGAATCTGCCTTGGATTTGTTGGCCCAGGTCCC 
ATGGGTGCTGTGGGCCATGGCCAAGTGAGAGTAGTGTTAGTGTGCCTGGCATCAAGGGTCAGGGCGCCTCTTGCTTCCCAGAGGAACGCTGGAC 
AAAGGGCAAGGTCGTCTGCAGAGGGTTTGAGCATCCTGGCAGAAAGGGGCACTGTCAGGCTGTCTTCCTCCCTCTTGGGCATCGTTCTTACCAG 
TTTCCTTGGGCAGAGCCCCCAGAACGTCACGCCCAACCCGACCCTCTTGGGGCTGTACCTCATGCATGTGGTCCCTCTGCTTAAGCAAACTCAC 
CCTATTTAGGTCCGTGGTAGTCACCACATGTTGCCTCAAGTGGACAGCTTTGGATGGTTTCTCCAGGGCTTGACCGTGTTCTAGTTGAGACTCA 
CCTGGCATCAAAGAGGCAGGTGCTGATGAGCCCTCAGCCTCGGCATTGCTGGGCCATGCATGCAGCTTTGGGGTGTGGGGCAGGTCAGGGTGGA 
AGGGGGACACAGCCTGAGCCTGGTGGCAGATGTGGCTTCTCCTGCCGGCAGGGGAGTGAGGAGGTCCTCGTGCTTCACTCTCTCTGCCGCCTTG 
ATTCTCATATTCAGCAAAGTCCCCAGGCAGGGGGAGTAACAGACATTTCTCAAGGCCTCCTGGCTGTCTCCTTTTCCCCTGAGTTAGTGATTCT 
CTTTTTGTTTTCCTTTAGGTGTCATCTGTACGGTTGATGGAGAGGTCGATTCACAGCGCAAGATACATTTTTGTAGAAAACCTGTATAGAAGGT 
ACTGTAGTTTGAATAGTTGATAATTTATTAAACCACTAATTTTTCAAAATGAAATAGAAACTTGTTTATTCGATTGACAGATATGGAGTACCCG 
CTGTTGTATCAGTTATCCATTGCCATAGCAATGCGGTGTAACAAACAGCCACGAATCCTCATGGCAGACAGCTATCTGCATTCATTGCCCAGTC 
AGCCAGGGTGGTCACCAGGCAGCTCTGCTTACCTTGGCTAGGCTCAATGAGATGTCTGGGGATCAGCCGATGTAGGATAGCCTAAGCAAGGGTG 
ACTGGAGGTGGCTCATCTCTTTTCCTCTTGCCTGTCACTCTCCTTGTGGGACCAGCAAACCAGCCCAGGTGTCCACTTCTCACGGTGACAAAGG 
GTAGAAGCAACAGCAGAGATGCAAGGACATATTTTTCAGGCCTCTGCTCCAAGTTTGCTAGCATTCCATTGGCCAAAGCAGATCACATGGTCAC 
ATGAGCCCAGGGTGGAAAGGTGGGAGGGTCCAGTGAGTTACACAGCATGGTACAAGGCTAAAGGGAAGGGTGGAGAGTTGGGCGAGTCAGACGC 
ACAGTGTGCGTCGCATTTGTTGTGTTTTTCAGTAAAAGCTTCCCTCATGAGAGCAGACTCTGTGATGTATACCTAGTTAGGGGCTTCTGGTGGC 
CTGTCAGTGCCAAGGGCTCAGGCATGGGGCCCTCCATCCCTGTGCTCAGAGACTGCCGATTTCTAGGGGTCTTGGAAATGGGTTGCAGACCCCA 
CCTGTCCCTGCCGCGAGCTTGGGATACTGCTGTCCTTCCCTCGCAGAGCTGTTCGGATGTCAACGCTGGAGGCCGTTCCTCCCAGTCTCATCTG 
CAGCTGTCTTCCTAAATGCCACCCTGTCTCCCAGCCCTCCCCGACCACGCTGTCTAGATAGGGCAAGGTCCTTGTTAGTCTTTGTTTCGTTTTT 
GGTTTTGGTTTTTGTTTTTTGAGGCAGGGTCTGGCTCTATCACCCAAGCTGGAGTACGGGGGCACGATCTCAGCTCACTGCAACCTCCGTCTCT 
CAGGCTCAAGCCATCGTCCTGCCTCAGCCTCCCGAGTAGCTGGGACTACAGGCACACACCACCACACCTGGCTATTTTTTTTGTATTTTTAGTA 
GAGGCAGGATTTCGTCATATTGCCCAGGTTGGTCTTGAACTCCTGGGCTCAAGTGATCCTGCTGCCTTGGCCTCCCAAAGTGCTGGGATTATAG 
GTGTGAGCCACTGTGCCTGGTCCCCTTGTTATTCTTAAGGACTACTTTCTGTTAGTTTTCTTTGTAGTATTTAAGGCAATCATATGAAATTGTT 
TAACCAATTATGACCTACAAAAATGGCAGTTTTGTGTGGTTCAACTTAGTATGTGTCTAATTGTTTATTGCCACCCACCCCCCCGGACCATAAG 
CTCCTAAGGGCAGGCACCAAGTTTGTTGTCCTTGCCTAGGGTGGACCCAGCACAGAGCAGGCTCCTCGTTGATACCTGTTAGCTATTGTTGGAT 
GAGGGGACCTGTGGCTGTGGTTTGGTCTCCAGCCCAACTTGTTCCCCAGGCTCTGGTCCCCCACTGTTTTGCACCTTTCATTTGAGGGGCCACT 
AAAAAGGCTTCTCGTAGGAGCCCTGAGCTGCCATGGATCATGCCTTTGAGCCTGTGTCACCCCCCAAAATGAGAGCCTCTGCCCCAAATCCACC 
CAGAGCATCAGAGCAATGGTGTGGGGTCAGGGGCTGGCAGCCAAGGTGAGTCCTGGCCGTGGCTTTGCCCCCTGGCCTCAGACTTTTCTTGTGG 
GCTGCAGCTTGCCCTCTGAGCAGGTGGCATTCCTGACCTTACGGCCCCATTTTCACCTGACAACCTGGGTTTCCAGGTGTCCACTGCTAGGTTT 
ATCCAGCCCTCTGCGGTCCTCAGCTCCTGCTCCTTAGCACCTCAGCCAGAGGGAGGACAGGCAGGACAGAGGAGAGCGAGAGCAGAAGGGAGCC 
TCTGTTATGTTTGTGTACTGCTCTGATTAGAACTGTAACCCGAGGCGGAGGTTGCAATGAGCCGAGATTGCGCCACTGCACTCCAGCCTGGGCA 
ACAGAGCGAGACTCCGTCTCAAAAAAAGAACTGTAGCCTGAGGAACAGATGTTGGCAGTGGGGTGGGATTACCTATGAACCTCGCAGAGTGGGG 

CTGTCACCCAGACTGTAGTGCAGTGCCATGATCATGGCTCACTGCGGCCTCGATGTCCTGGGCTCAAGAGATCCTCCTACCTCAGCCTCCTGAA 
TAGCTGGACCTACAGCACATGTCACCACTTCTGGCTAATTTATTTCTTATTTTTTGTAGAGACAGGGTCTCGCTGTGTTGCCCAGGCTGGTCTC 
AAACTCCTGGGCTCAAGCGATCCTCCTGCCTCAGCTTCCCAAAGTACTGGGATTACAGGCATGAGCCTGATTACAGCTCTGCTCGGCCTCGTGG 
GTCTTTTTGAAGCAAGTAATCTGGAATGGAATGACCAGAGGTTAAGGGGAGAGGATAGAGTGTGGCATTTGGTGGGCCTGGGTTCTATCCTGGC 
TCTGAAGTTTGCTCTGTTTGTGAGCAAGACCAAGTTTCTAAATTTCTCTGAGGCCATCTCTCATCTCTGATTGCTCTTGTGCATCTCTGAAGAG 
CCTTTGGACCTGCCACCTCCTTCGTGTCTTAGGACCCTTTTGTGGGTCCTTGCCCACCTTGGTCTTTATTAAATTTGTGAGTTCCCCAATCCTA 
CCCCCAAACCTGTAGGCCAGGCAGCGCTAGGTAGATTTCCCCAGGAGCCATTTGTCTTTGTTTGGCCGGTCACAGTTCCTGCTGATGGCCATGG 
GCTTTGGTAACTCACGCCCATGGTCCTGCATCACCACATTTCTGATGCGTCAGTTCTGTATCTCCCAATCTCTGTGGTTACGGCATTGGTCTAG 

TATATTTATGTCTCTCCCTGGCCCTGCCAGAATGCATGGCCTCTGTGGTTAGGATTTCTGTGGGACAATGAACCACAGAAGAAACTTACAGTGT 
CCTTTCTGTTCTTGGGATCTAATTGTTTTAAGTTCATATGGCTTTCGGGGGGCTCAGATTCCCCTGAAGACCTTGTTGGGGCCTTGAGATCCAT 
CACTGGGATCTCTTGAAGCCAAAGGCTCTCAGTGGGCATGTGGCCTCGGGCACTCCAGAGGCTACTGGGAGCAGTGTGGCTGCCTGGAGGGGCA 
GGCTATCTACCATGGTCTCCAGAGAGATGAGAAAAGGCGGTGTTCCTCAGACCCTTTCATCGGATTCCTCTGAAGGCAGAGGAAAGCTGCCCAC 
AGCACTGCTTGCTCATCCTCCCAGACCCTGTGGTCCAAAGCAGCCACCTGCCAACAACCCAGAAGTTTCTTGGAGTCTCCTATTTTAACCTAGA 
ATTCATTGGGATTTTGCATTTTCCTCCATAATATGTTCTTAAGTTTGTATCTAAAAATAATAATTTACATAACTTATCATTGAGGACAATGGAT 
GTTCCTGTATTAAACACCATGCTTTGCATGTGGCTTGGAGTTCCCACTCCCTCAGCCACATACCCCAGAGTCCCTAAGTCCAGGAGGCAGAGAA 
CCAAGGGGTAGCGGCATTCAAAACACCTTCCCAGGGCAAGTGATTCACTTGTGAACTGCACCTGCTTATGTGTTCCCTGGAAACGGGGGCATCT 
GCTCTCATGGTTAAGGAACAGGGCAGGGACCCATGGACAGGAGCTGCATTTACTGTCTGGTTGTTGACCCTATTGGGCAGATAAGGAACTGAGA 
AAGGATTACAAAGCCAGTGCTCCTTGCTGATCGGGCAGGAACTAACCACAGGAGGGGAAGGTGTTCCGAACCCTGCTGTGTGGGGGCAAGCAGC 
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AAATGAGGAAGTGGCAGGAGGCATCTAGATTTCTCTCATCAAGGCCAAAGGCTTCAGGGCCCACTGGGTTCCCCAAAGCTGAGAATGCTGAGGT 

CACTTCAGTAGCACTGAGGTGGGGCCTGAGAGGCCACATTTCTAGCAGGTGCCCAGGTGGGACCATACTCCTACTGGTCGGGGATCACACTTTG 

AGGAATACGGGCCTCAGAAGAAGGTGGGAGGGCCGGGTGTAGTGGCTTATACTTGTAATCCCAGCACTTTGGGAGGCAGAAGGGGAAGGATCAC 

TTGAAGCCAGGAGTTCGAGACCAGCCTGGGCAACAAAGTAAGACTCCCATCTCTACAAAAAATTTAAAAAATTAGCTGGGCCTGGTGGTGCACA 

TCTGTAGTCCCAGCTACTTAGGAGGCTGAGGCAGGAGGATTACTTGAGCCCAGGAGGTCAGGGCTGCAGTGAGCTATGAGCATACCACTGCACT 

GCAGCCCAAGTGACACAGTGGGACTTTGTCTCAAAAAATAAAAATAAAAAAAGCTGGTAGCCAGGTGGTCCACAGGGCGCCCTCCATCCCAATG 

CCACGACCCTTTTCCCCTGGAGTTCTGACGGTAAGGTGGGCTTCCTTGGGGCTTCACTGGACCTTTGGGGGTCATAAGAACAAGAGCCTCGGCC 

TGAGGGTTGTCTTTGGGACCATGGTGAAAAGTTCTGCGCAGTGGAGGATTTCCTGTTTCCTGCACCTGGCCTGTGGTTTCTTAATTTCACATTT 

GTTGCTTCATATTTGGGTTGCTGGGGGCTGTGTTGTGTTATCTTTGTTTTTAAGGTTTGTGGACTTATTCCTAGGCCAAGAATCAGGCAGCCAT 

AGGGCAAAGTAAAAAGTATTTTTAGCCAGAGCCACAGAAGGGATAAAGGGAAGGAAGACTAGAGCTTGGCCACTCTCCGGACAACTCCAGCTGC 

CCTCGATGGAGCGGTCATCCACAACGAAGTATTACTGAGAAAGTAGATGTGGGGTTTTTTTGTTTTTTGTTTTTTGTTTTTTTGATTTTGAGAC 

AGAATGTTGCTCTGTTGCTCAGGCTGGATCACTCAGGCGATCTCAGCTCACTGCAACCTGTGCTTGCCAGATTCAAGCAATTCTCCTGCCTCAG 

CCTCCCGAGTAGCTGGGATTACAGGCGCCCACCACCACGCCTGGCTCATTTTTGTATTTTTAGTAGAGACAGGGTTTTACCATGTTGGCCAGGC 

CGGTCTCGAACTCCTGACCTCAAGTGATCTGCCTGCCTCAGCCTCCCAAAGTGTTGGGATTATAGGCGTGAGCCACCATGCCTGGCCAAAGTAG 

ATGTTTTTAGAGGTTTCGGCTCCTTCAAAATGCAGATTACTGTCATTGTCACTACCTATGCAAAATGTAGCATAGAACTGACTTTGGCTGGGTC 

CTTTGCCCATACCTAGAATAAGGTGTCTTGGTTCCCACCTGCAGGGAGTTCAGCCAGGTACTGGGAACCACACGGTGGCATGTGGGGCGTCAGC 

TGCTGCCTGGGAGCTCGTGTTTCCTCATTTCCTGGGATGCTCTAGGAAAAGGCTTCCCAAAATGCCATGATGGGGAGCCCTTCACAAGGTGGGA 

GGGCACATTACCATTGCCCCTTCAGTGCTTGGGTTGATCTTTTTCTCCCTCTCAGAAGCTCTTGCAACCTTGGTTCAGGATCTGTGGGGGGCTA 

GACAGAAGGCTATATGGCAGGCTCAGGTCCCCAGAAAAGCCCACATATTGGAATCCTGCATCTCCTCGAAGTAAAATTTCTTGAAGGGTGTTCT 

TGCTCTTTGGGCTGTGAACAAATGAAGAGCTCGCCAGGGAAAAGACCCACCTCTTCTGGCACTGTCTACCCTGGCGAGGTTGGGGTGTGCAGAA 

TGTAACTGCAGTTATGCCAGGAGGGATTCGAGAGGGCTGTGTTAATTGCTGGAGAGGAAGATTCCAGTTACACAGTATCCTTAAAGACGGGAAC 

TTCTTTTTCTTTTTTTTGAGACGGAGTTTTGCTGTTATTGCCCAGGCTGGAGTGCAGTGGTGCAATCTCGGCTCACTGCAGCCTCCACCTCCCG 

GGTTCAAGCGATTCTCCTGCCTCAGCCTGCCGAGTAGCTGGGATTAGTCATGTGCCACAACGCCCGGCTAATTTTGTATTTTTAGTATAGATGG 

GGTTTCTGCATGGTGGTCAGGCTAGTCTCGAACTCCCGACCTCAGGTGATGTGCCTGCCTCAGCCTGCCAAAGTGCTGGGATTACAGGCGTTAG 

CCATTGCGTCTGGCCAAAGACAGGAACGTGTAAGGGGCAGGCAGCTGGCTGGCATGAAAAGCTGAAGGTGGTGAGCAAGATTCATGTAGCTAAA 

GAGGCCACACAGGTGACTGTGTGGGCCGAGTAATGGGAAGCAAAGGTTTTACAAGATTGCCTGGTCGTCCTTTTCTAAGAACAGAAGTGAGGGG 

GTGGAGTGGGACCCAGCTCGGGAAGTGGCATGCTGACTCACCTGTGGCTTGTGGTTGGGGACACTGAGTAAGAGCTGGTGTTTGGAACCACAGG 

CTGGGCCTCCTCCCCTGCTGATTGGCCCAGGGGCTTAAGTTCTTCCCAGCTCCTGTCTAGACTGAAACCTCCTGGTGTGGGTCATGCGCCTAAG 

AGCTGTGGCCTTCCTGGAGCTCAGGGTAGAGAGACACTGGACTTGATCCGAGTCAGCTGACAGACTGGGGTGGGCGGGTGGTGCAATGGAGAGC 

ATTT G G G T TTGG G GG TAG G GAG AG C C AG G C T TG G AC C C C TG CT CAG AC AG AGTTG G C CT T C AC T T C T CT GAT C CT CAG GTTT C T T CT AT AAAC T 

GGGACTGAAGCCAGCCTCACAAGGTCTTGTGAAAACAAAAGGAAATAACGTATACAAGGGAGCTCTTCCATTCCATTCCGCACAGACTGGGGGG 

CTCTCTTGGCCTCAGGGAAGGATGCAAGAAATTGTACTGATGTAACAGCAGGATTCATGTGGATCAAGACCTTGGTTTTGCCCCCTTGGGGTCA 

GGGCAAGGGTGAGACCCCCATGCCCACTGTTGAGTTGTGTGCTTGGATTTGCCAAGCTTGGATTTGCTTGGTATTGCTCTCCGTGCATTCTGTA 

GAAATAAAGGCAGTGGCTTGTCTTGTCGGTGGTGTGGGGAGCCCCATGCTTGAGACAGACACAGGAGGAGCTGGGCAGAGTTCCTAGGAGGAAA 

TACAGTTAGAGCAGCGCCCACTGTGCCCCATGTCCCTCGGAGTCATGGAGATCAGGCTTCTGTTTCCTCACTCAGCTCAGACACTGGTCATTCA 

GTCCTCGTGGATCCCGCAGCCTCTTCTGGCACATGGTTCTAGTCATGGAAGGGTTTTCAATAGGTCTGGCCTACTGACCCTGCCCATGGGAGGC 

CACCCGACCAAGGACCCCTTCCAAGAGCATTGGGAAGGGAGAGGCTGCCCCTCAGTCTGCACCAACCCTGTGGGGGAAGCCTTTTGTTTGGCTG 

TGATGGGGGTGGGAGTGGGAGGCCCCTGTGACTACCTGGAGCCGATTCCCAGGGGAGCTGTGGCAGGGGCAGAGCCACCGGAGTCTGTCAGTCC 

CAGAGTCCCCCACAGGTGTGACCCCCTCCCCATGTCTCCATGTGCAGACCCCCGTGTACTGTGACTGTTTTGCAGTGGTGGTTGGTTTGGTTTT 

AGTTAACACTGCTTCATTTGTTCTGAGCTGTGGTTCAGTTCCATGATCATATCTGTGGGCACCCTCCCAGCTCTGGGATTGGACAGAGTCTCCC 

TCGAGCTGTGCAGACGCATGAGGTACTCCGGTGGCTAGTCCAGCCTTGGACACTTGGGAGACTGTCCCATGGGCAGCTCAGCTTCTCCCCAGTT 

GCTGCTAACTGGCCCCACCCCTTTGGTGCCACCTCTTCTGTGCCCTCAAGCCATGAGTTTGCTGGAGTAGGCGAGAAGCTAATCAGCAGCTTCC 

TCATTGCACATCCTCATTTTCTTAGAGTCAATTTTGTTCTCAGTCTTCTTTTTCCAGAAAAGGAAAATAAGAGATAGTGGTTTGGTTTCTTGAA 

CATCAAATATTCGGAGCTGAACTAACTGAAACCCAACTCAGGGTAGCCTGAACAATGAGGTGTCATCAACTCCCAACAGATGGCTTATTTGGTG 

CCTCTGGCCTGGTTTCTCTACATTTTGCTACTGTGCATCCTGTTCGTGTCCTCATGCAGTTCTCTCAGGGTGACAATGTAGTCGTGGCAGCATT 

GGGCTTCTCACTCGGTGGTTGGAGTAAGGGCAGGTGTCTTGCTAGTGGCTCTTCCCTAAGCGTGCGGAAGTATCTTTTCTGTAAGTCCCTGCAA 

ACCTCCCTCACGCCTGCCTAATCCAAATTGGGCCCCTGGCTGGGGGAGGGCCTGCACTGATTGACTTAGCTTGGCTTCCTGAACGCATTGCTGG 

AACTAGGGGAGACGACTTCCTTTAGACCGATTGTGCCTACCCTAAAGCTTGGAAGCTTGGGGTGGGGTGAGGTTTCCCTGAAGCCCTTGGGTCT 

GTGGATGGACCCTGAATAAAGAATGGGCTACTTTTAAGGAGGTAAGCGGAGAGGAGGCAGGGAGGCAGCCTGTGGACACAAAGTTGTCACCTGA 

ACTTGTAGTGCCTGAGTTTTGTTGCCTGGGAGTCCCCTCTGCAATGCTGTAGGATTTCCTTCCCACTCCTCCAGCCTCCCACGCAGCTTCTCCA 

GGTTTTCTGGGAGTCCTGGCCGTCCCACAGGTTGGTCTGCCCTGGCCTCTGTGCTGCAGTCTGCTCAGGCCCCGCTGCTGTTCTCCGTCCACTC 

TCCCGCTCCTCTGTCAAATACTCTTCTCTTCTGAGGACATGGGGGTGGTCTCAGAGACTAGGGGAGAATGTCCCTCTCCAGTTGGTGCCATGCC 

TTGCTGTTAGGGCCCCAAGACAGGGCTACTTGTGCCCTTGGCCTCCCAGAGTGCGTGCCTCACTCTTCCAGCCTCTTACTTCCTTCCATGCTCA 

TCCCCTCGTGGGACTGGAGTGAGCCCCTCCCTGCCCCCTCCCCACTGAGAGCCTCCCATTGCACATGGCTCAGGTACGGCCACTCCCCCATGGC 

CAGTCTTGCCGAACCCAGCTCTGAGCGGGACCCACATGGAGCCACTAGTGGAATGGAGGATGTTAAAGGGAGAATTCCTCTGCTAGGCCTGTGA 

ACAGGAATACCAGGAATAGATGCCAGATTTCTCCTTCACCCTGGCTCGTTCTTCCTTCCCACTTTCTTGCCTTTTTTTCTTTCTTTTAAAGTTA 
ACATTTAAAATGTGTAGTAGGCCGGGCGCAGTGGCTCATGCCTGTAATCCCAGCACTTTGGGAGGCCGAGGCGGGTGGATCATTTGAGGTCAGG 
AGTTCGAGACCAGCCTGGCCAACATAGTGAAACCCCGTGTCTACTAAAAATACAAAAATTAGGCAGGCATGGTGGCGCACACCTGTAGTCCCAG 
CTACTCAGGAGGCTGAGGCAGGAGAATCGCTTGAACCTAGGAGGCGGAGATTGCTGTGAGCTGAGATCACGCCACTGCACTCCAGCCTGGGCGA 
CAGAGTGAAACTCTGTCTTAAAAAAATAAAAAATAGACCATCCTGGCTAACACGGTGAAACCCTGTCTCTACTAAAAATACAAAAAATTAGCCC 
GGCGTGGTGGGGGGTGCCTGTAGTCCCAGCTACTCGGGAGGCTGAGGCAGGAGAATGGCGTGAACCTGGGGGGCGGAGCTTGCAGTGAGCCAAG 
ATCACACTACTG C ACTCCAG CCTGGGCGACAG AG CGACACTACGTCTCAAAAAATAAAAAAAAAAAATAAATAAAAACTAAAATATGT AGTAAT 
GCTCCCCAACTCCCACTGCTGATTTGAGAAGTAATGTGTTGTTAAAATTTGGAAAATACAAAAAGGTATAAAGAAAAAAAGAAAAGTCTCATGT 
AGTCCTGCAGCTTGAGAAAAGCACTTTTTACATTTTGATATTTTTCTTTCCCACCTTTCCAAGATGCATTGGTGAATACTTTTGGAAATGTGGT 
TGGGATATACACAGTTTTAGATCCTGTTGCTTTCACTGAACATTAGATTTGAAATTTTTCCATGCCATTAAATATTATTTTACAATATCATCCT 
TCAGTTACTGCGTGAATTTTCTGTTATATAGATTTACCAAGATTTAGTTTTTTATTGGTTTAAACAGTGCCGCGGTGAGCATCATGATTATTTT 
CACAAAATAAATTTTTTTGTTTTGTTTGAGTCAGGGGTCTCACTCTGTTGCCCAGGCTGGAGTGCAGTGGCATGATCATGACCCACTACAGCCT 
TAAACCCCTGGGCTCAAGTGATCCACCTGCCTCAGTTTCCCGAGTAGCTAGGACCATAGGCATGCGCCACCACCCCTAGTTAATTTTTTTGTAG 
TTTTTGTAGAGATGGGGGTCTTTCCATGTTGCCCAGGCAGATCTTGAACTTCTGGCCTCAAGTGATCCTCCCACCTCACCCTCCCAAAGTGCTG 
GGATTACAGGCATAAGCCACCACCCTGGTCCACAAAATAAATTTCTAGAAGTGAAATTGGTTTGCTGATTCATTGCCTAACCTGAGCACTGTCT 
CTGTTCTCAGGGTACAAGCTTTAAAGTCCCTTTCTCTGCTTAGAGTTCCAATCCCAAGTGAATTCTCCCATCACTCCGTGCCATGGCCCTTGCA 
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GCATTGTGCCATAAGCCGCTCCCAGGCAGCAGGAGGTCGGGAATGCTTAGGGTCGTTGTCACTGCATGTCCAGTATTGCACGGATCACACTGTG 
CCCTGGTACCCTTGGTGACTCCTTTCATTGAGAGCCGTCTGAAGATCCTTTTGGGGGAATTGCATAGCCCAGAAGTTTTCTCTTAGGTGAATAA 
GCCCTTACAACTCTCATTGCAGTGGGAAGATGCCAGAAGTGGACTATGTAGTTCTGTCGGAATGGTTTGACTGGATGTTGAGGAACATGGACGT 
GTCTGTTGATTTGATAGGTGAGATGCACCCCTCCCACCTCCCTCTCTTGTCTCTCTCCTGGGTCCCTTGAGGATGTGCTTGGGTGGGCCCCAAC 
CCTTGGGGGCAGTGGGTGAGGCACTTGCCCTTGGCAGTTGCTTCCCCATGGGAGTTCAGCTTTCTCCCTGAGGGCAGACAGAATTCGGGACTTC 
TGGTCTCTCATGGAGAAGAACCCTGGCCTTTGTTCTTTAAAGTTCCCTGCCTGGCTCAGCTACTTTCAGACCCAAATCCACTGTGATCTGATGG 
GTTTTTCTAGTTTGCAAAGGAACAGGAAGGACAGAGCCTGAACATTCACTGAGACCTGCTGGGTGTGAGGCCTGTTTTGAGCTCTGTCTATGAA 
CAGAATCCCATTCAGCCTCAAAACGACCCCACGGGGCCGCTGACACTGAAAGAGAATGAAAGTCGAGGCGGAGGGTCAGTGGTCAAGCCAAGAG 
CTGGCCCTCCCTGCTTCGTGCTCGAGCTGTGCAGACCTTCCTCCCGCCTTTGCCTGTGTGCCTGCTTTGCTTCCAAGCCATGAGCAGAGTCCTG 
AGAGCCACGTATTCTTTTAACCTCAGTTTACCTTCGGACCAATCCTGAGACTTGTTACCAGAGGTTAAAGAAGAGATGCAGGGAAGAGGAGAAG 
GTCATTCCGCTGGTAAGAGGCCTCTTTGACTTGGTTAAAGACAAACTGGGAAACCACCTCTGTCCAACCCGGCTTCCTCTCCCGGCCCCACCCC 
CATGAGATCATTGTGCCCTTGTTTGCAGAGAGAGAACAGGAACCAAGTGTATCAGAGGGTGAACTCTGACTTCCTGTTTGGCCAGAGACCCACG 
TGGATGTCCAGATCTGCTTGGCTTCCTGTGGTCGCTGACTCACAGTTTGGCAACCCTCCTGCTTGGAGGCGTTCCCCTCCCCTCCCCACCTGCC 
CCTCCCCATCTTGGCAGCACCAGGGCTTGTCTGTTCTGCCTCCTGAAGATTGCCTGGCCTTGTGCTCTCTGTGTCCTCCGTAGAATGCGAGTTC 
CAGGAGGGCAGGACCCAGCCCTCTTGTTCACTGCTGCATCCCTAGTGCTTAGGACAGTGCCCGGCACGGAGGCGGTGCTCATGCTTAGTGGTGT 
TTGCCCACTGGAGAGATGCCATGCCCTTCTGAGTTCTGCTCAGGGCACACTGACTCTCATGGGGACTCTGCCAGTATAGGCCCGGGCTGTGCAT 
CTCGCCCTGGCCCTTCCCTCCTTGCATCTCCCTTCAAAATCTGGCGTCCAGGCTGCCGCCCGGCTGATATTTCCAATACTCATCACCACTCGTG 
CAATTTCCCAGCCCAGAACCTTTCAGTGCCTTGCTGCTGGCTAGAATGCAGTCCCCACTTTGTAATACGGCTTATGACCCGGCCCCAACTGCCT 
CTCTGGCGTTATCATCCTCCATTCCCTACTTTCTATGCTCTGGCTATAAGGAACTAGTTGTGGCCACACACAAACAACCACATACACAGTGGAG 
TTATGCAAATGTGCCTTTGCACAGTCGTTTCCTTTGTCTTTAAAGTGTTACTCAGATGTCACCTGGTCCAGGAAGCCAGCCCTGACCTTCCTTC 
CATTGTAACCCCCCCCAAACCCACCCCCTGGCTTTGTGTGATCATGGGCCTTAGGACAGCATACTGACACTATTTGTTTATACCTTTGTTCCCC 
ATCCCTCACTAATGTGAGGTTTTTAAGATTGGGTCTTATTCCCTCCGTGTCGTCTGCATGTGCCTTGGGGGCTGGTGCCTAGTAGTTGCTCAGT 
TAGTATTGAACTGAATGTCCCATGTGAGAAGCTGGCACTGGAGGGAGACAGAGGCTGGGCAAGCATTCAGTGGGGTGTCAGGGGCTCTGAGCTC 
AGGATAGGCTGGACTGGGGGCCCTGGGAAGCCTATCCAACTCCTGAAATCCTGCTCAGCCTTGTTTTTCCTTGGTGCCAGCAGGATGCATTCCT 
GCCACGAGGGCCGAGGCGTCAGTCTGGGCAGCTCCTTTGAAATCTTGGAGACAAGAATGCTAGGAAGATGGAATGTGGTGGAATGGGGCCAGGC 
TGGACCATGCTGTGATGCGCAGAGCAGCTCTGTGCAGTGACCCAGATGCTCCCCAAGCCTGGGGGCCGTCCAAGCCGTGATCCAAGCCATTGTC 
TTAAGGGTTTGACCAGGTCCATGGGACACATCTGGCTCCTATTGCCAAGGGAGAGCTGGGCAGGAGATGTAAAGGCTGCTGCAGAGTTGACACG 
CGAGCCTCTGGGATGGCGAGTGGAATCTGTGTGAGGAGCCATCCCACTCTGTGCCTGGGAGAGCACGAGTATCTGCTCTGCCTGGCATGCAGGC 
CCCATGGCTCAGGAGGGCCTGTGCCCCTTTTCCCTTGGGCTCCGCTGCATCAGGCTTTCTGCAGTTGGTGGTCTTTATAGTCTGGAGGGTCTAT 
AGGTTACGAGTTGTTGAGGGGGTAGAAGGGCAATGGGTGAGGGTCACAGTCCTCTTGGTGGCAAGACAGAGCGGAGGGTTTAGAGGCTGCCCAG 

TTTTAGTATTTATTGATCATTCTTGGGTGTTTCTCGGAGAGGGGGATTTGGCAGGGTCATAGGACAATAGTGGAGGGAAGGTCAGCAGATAAAC 
ATGTGAACAAAGGTCTCTGGTTTTCCTAGGCAGAGGGCCCTGCCGCCTTCCGCAGTGTTTGTGTCCCTGGGTACTTGAGATTAGGGAATGGTGA 
TGACTCTTAATGAGTATGCTACGTTCAAGCATCTGTTTAACAAAGCACATCTTGCATCGCCCTTAATCCATTTAACCCTTAGTGGACACAGCAC 
ACGTTTCAGAGAGCACGGGGTTGGGGGTAAGGTTATAGACTAACAGCATCCCAAGGCAGAAGAATTTTTCTTAGTACAGAACAAAATGGAGTCT 
CCTATGTCTAGTTCTTTCTACACAGACACAGTAACAATCTGATCTTTCTTTTCCCCACATTTCCCCCTTTTCTATTAGACAAAACCGCCATCGT 
CATCATGGCCCGTTCTCAATGAGCTATTGGGTACACCTCCCAGACGGGGTGGTGGCCGGGCAGAGGGGCTCCTCACTTCCCAGACTGAGCGGCC 
GGGCAGAGGGGTGCTCACATCCTAGACGATGGGCGGCCAGGCAGAGACACTCCTCACTTCCTAGACGGGGTGGCAGCCGGGCAGAGGCTGCAAT 
CTCGGCACTTTGGGAGGCCAAGGCAGGCGGCTGGGAGGTGGAGGTTGTAGCGAGCCGAGATCACGCCACTGCACTCCAGCCTGGGCAACATTGA 
GCACTGAGTGAACCAGACTCCGTCTGCAATCCCGGCACCTCGGGAGGCCGAGGCTGGCGGATCACTCGCGGTTAGGAGCTGGAGACCAGCCCGG 
CCAACACAGCGAAACCCCGTCTCCACCAAAAAATACGAAAACCAGTCAGGCATGGCGGTGCGCGCCTGCAATCCCAGGCACTTGGCAGGCTGAG 
GCAGGAGAATCAGGCAGGGAGGTTGCAGTGAGTCGAGTTGGCGGCAGTACAGTCCAGCCTCGGCTGGGCATCAGAGGGAAACCGTGCAAAGGGG 
AGAGGGAGAGGGGGAGGGGGAGGGGGTCCTGCCTTTTGCCTTGGCTTTGATTCAGGCGCCAGGGGAAGGGCCAGTGTTTGTGCCCACGAACCCC 
CAGTGGAGCAGAGCAGGGTGGCTGGTGACACTTGTGCTGTTTTGCTCAGCCTGGCCACCGAGTGTGTGGCTGCGTCTGCCGCTGTCCACTTGAG 
CCAGGTTTGCTCTTGCAGGGTTCCTTTGTCTGAGTCACTGCCCATGGTCATTGACTACTTTGACCCGCTCTGCTTGACAGCCTTGGTAGGTGGG 
GTCTGCTCTGTCCACTCCCGACAGACTGCTTGTGTTTCCGTGGCAGGAATAGCTGGAAGCAATTCAGCATCTCCATGAGGAGTGGCTCATCAAA 
GGCAGCCTTTTCCCCATGGCAGCCCCTGTTCTGGTAAGTAAGACTCCCTTACAGGGTACGAGACTGTTCTAGAAAGAGGAGTGACCGGGGGAAT 
GTCAGCGACCTTGCAGACAGGGGAGGGCACAGTCCTTTAGAGTTTGACAACTTAGAAGAAGGAAGGTGGGAAGGGTGGTGCTCTCTCTCCCAGT 
GCCTGTTTCTGGGCTGAGTCTCAGAGTGAGTTGGCCAGACCCGAGGGAAGGCAGTCTGTGCCAGTGCCATCACACCTGGCAGTTGTCACTGATC 
CAGCATCTTCAGCGAAGACTCTAGACCCGGGTCTCAGTTTTCACCATTTGGGATAGTAGTTCCTCTGATGTGACCTTCCTCCTTCCGTGGATGA 
CACAGAGCCTCATTTCACCTTTGTTTGGTGACTCAGGTCATCAGAAGGAATGTCATTGTCTGGTCTGGGCTGTCACACAGTGATGCCGTTAGGA 
ATGCTGAGGTGTGTGGAAGTGTCTGCCCTGCCCACTAATGTCTCTGCGTTCCTGTGTTTACTTTTTACAGTAATCCTCCTTTCTCTTGCTGCCA 
TGTGTCATTTCTGACTGATATTGATGTGTCTGTCCCGTCAGCATTTCCTTACTTCCCCATCTCCTTGTTTTCCAGTTTGCTGTTTCCAGATTTC 
TTTACTCAGACAAATAAGCAGTGGCCCAGATGCTCCCAAGAAATGCGGAGTCTGGGGTCCCTCCGAGTCTTGATTGGAGGGAACCTAAGATGGT 
TACATATACAACATGGGATTGGCTGTGAGGCAGGGTTGTGCGCAAGCTTTGGTGCATGGCTATAGGAGCATTGTTTGATGGGATGTGAGGCAGG 
GCTGTGCATGAGCTTTTGTGCGTGGCCATAGGAATATCTGTTTGGGCTCAAACACTTCTGCTTATGGCTCTTGCAGGCAGTGAGGTTGCCGGAA 

CTCGCTGCAACCTCTGCCTCCTGGGTTCAAATGATTCTCTTGCCTCAGCCTCCTGAATAGCTGGGACTACAGGCGCATGCCAGCATGCCTGGAT 
AATTTTTTATATTTTTCGTAGAGATGGGATTTTGCCAGGTTGGGCAAGCTGGTCTCAAACTGCTGGCCTCAAGTGATCTGCGTGCCTCGGCCTC 
GCAAAATTCTGGGATCACAGGCGTGAGCCACTGCACCCGGCCTACTGTAGTAGATTTTTAAATAAGTACAGCTTATTTTTCTGCCTCATTATGG 
AAAAAAAGGAGGGTAGAAAGTGATGAGGGAAAAAAACAAATCATTCATGAGCTTACAGGGTCTCACTGTGTTGCCCAGGCTGGTCTCAAACTCC 
TGGGCT CGTGTAAT CTTCAGGT CT CAG C CTCCCAAAGTGCTTGGATAATAGACATGAGCC AC C ATAGCTAG CTCTTGTAGTACATTCTTAAGTG 
AAAACCTCATTGGAAATGTAGATTGCCCTAGAGGTGAAAGCGATTTGGCTCTAACCTTCCTTTTTATCTGCCTGCAACCTTCTGTGCCCTTCCC 
TGCCCCCTGCTGCCTGCTTCCATCTGTCTGTCTCCAGCTGTGAAAGGAGGATGCTGCTGAGGTCAGTGCAGCCTTGTGACCCATGTGTCTAATT 
TCCAGGTGATTGAGGCTGACCACCACATGGAGAGGATGTTAGAACTCTTTGAACAAAATCGGGATCGAATATTAACTCCAGAGAATCGGAAGCA 
TTGCCCATAGGAGGCAAAAGGTCTATGGCTCATGTCTGAAAAATGCCTGCTGCTGCCAAGTTAGCTATTGGGAGCAATCTGGAAAAACTTGCTC 
CCAGGAGGGCTTTGTGTCTGGCCAGCTTGATTTTCCTAATGGTCTCATCTCCTTTGCTAGTGTCTTTGTCATGCGTCTCTGGCCCTCGTGGGTA 
AATGACAAACGGGACCAATGGGTTTGCCAAGCCCTTTGCTGTTCGCAGCCTCACATTCCCCCGGTGCCTCTCCCATGGCTTTGTGCTGCTGAGT 
CGCTCTCATGAAGCCCTTAGGGAGAGCAGCTGTTGTGTGCCTGACACCACGCTGGAGCTGTGTACCAATCGTCTCAGCCTTCATTAGGAGGCCG 
AGGTAGGAGTCTTATATCCCAGGTGAGGAATTTGAAGCTCAGAAAGGTTGAGGGGCTCCCCAGAGGTCACACAGCCTGTGTGCAGTGGAGCTGG 
CACCATTCAGACTTTCAGCCGACTCAGCAACTTTCCCTTGCCCTGGGCTGCCTCCTCCTGAGAGCTGTTCCCCACCGCCCTGCCTCTTCCGGTT 
GGAGGCTCTCATGTCTGTTTGGGGAGAGCTGGCAGTGTGCGGAGCTGATAACATTTTCCCAATATTGAGCAGTTCCCAAGGACAGTCAGCATTT 
CTAGACTTCCACAAAATTATGCTGCATTTGGCTGGAGCCCGGTGTTCAGTGGTTTCCCTGCCCGAGGTCGCTGCAGCCCCATCTACCACATCTT 
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CATGTGGACATTGAGATTCACATGCTGGCTCCTGAAGGGTGCTCAGTCTCCTTGGTGATTAAGGTCCTGCTTGAACTGCTGCCAACTCCATGTC 
AGGGAAGTCGCTTTTGGTGCCTGGCTGGTTTGCCCAGAGCCAAGCTGGGGCAAGGGGCAGCCAGCCCTGGCTTCCAAGGCTCCCGTACTGTCTG 
TGTCCTTGTATAAGGAGCTTTGCTCTTGGAATTACTGAAAGTGTGTGGCCCAAGAGAGAGACACAAGTGGCCTTAAGTCTTTTTGAAGTGTTAT 
TTCATCCAGGGAAATGCCTCGAGCCATAGAGCCTGAAATCATCTTTGTTGGCTCAGAAAATACCTTAGCTTCACTCAGCTGGACTGCATTGAAG 
GCGAGGCTGCCCCTTGGATCAAGCAGAAAACAAGAGAAAGAAAGAACGTTCCCTTTGGGGATAGTCTGGAAAGTTGGGATTTGCAAATAAAGGC 
TCTGGAAGCATTGCTGGTCCTGAAGCTTTGGAGGTGGGCAGAGAGAGCTTCAAGAAGACTAGATGCAAACCCTGGAAAGGATTAAGGCTCAACT 
CTGGAGAAACAGGCCACAGCCTCTCAGAGCAGCTGTTGGCTGTAAATAGAGGTAGCAAGGCCGCTCCCAGGCCCCTGTGAGTGTGGGCACCTGT 
GCATGCAATGCTCCGACTCTGCAGAGGTGGCAAGTGCCCCTGCTGGGCCAGTCCCAGAGAGTTAGGAAGTCAAGGCCTGCAACTCCTGGTTCTT 
CCTGTTTGGACCAGTTCTTGTGCCATTGGCAGGATGAGAGGCAGCAGCCAGGCGGGAGCTGTGTCTAGCAGCACCTGTAGCCCACGTGCTGCTA 
ATTAGCTGGAAAACTGGCGAAGGCAGAACCTTTGCTACCAGGAATCTTGACATGTGGGGTCTGTCTTTGAGAATTTGTAAATGAACAGTCCAAT 
ATTTCCTCTCGGCTCATTTTGCACATCCATTTTTGGGGAAATGTGATTTCTCTCTCTTTTTTTTTTTTTTTTTTTGCCTAAGGCACAATCTCAA 
GAGGTCCTGAGACCACGTACCCATGATTTTTTTCTTGCTCTGTGATACCCAATAACTCCTTCACCTAAGCCCTGTTGTTGATTTTGAAGTGCTT 

ATGGGTCTAAGAGAGCCTGCTGTCCTCCCTGCCTTCCACCTTGGAGAGGAGGCTGGACGCATCAGCAGTGGCCAGGGCAGGTCGCAAAATCTCC 

CAGCCTAGAGACCACACCTGAAACGGCTGAAGCCAGGTTGCACAAGGGCTGCTGTCCCTCTGCGGCAGGCAGAGCTGGTGGGGGCAGGGGTCAC 

AGAGCAGTCATAGACACCATGGACCAGGGCAGGAGAAGGGCAGATGGCACATGGGGACAACAGGGCCTTGTCCTTAGAGCACTGGGGGGTCATG 

GCTGGGAGGGGCATGGCAGGGGCTGGCATCCCTGTAGAGCCAGAGGGGCCACCCAGGGCAGTGACATTCCAGATATGTTGGGCTCACCTCATCC 

TTGCTGTGAGACTGGAGTTCCATGGGGACATGAAGTCAGTACACCGCAGAGCTGCTCAGCTGCTCTACCTCTCGCTGACTTTTTTGTTGCACAT 

ATACATTTTGTTTCAATTAGCATTTATTTCAGCTTTTATTTAAGGTTTTTGACAGTACATGTAAAATATATGATTATAACCATTTAAAAATACC 

TTATGTAGCTGGTTTTTTTTGGAAACTAGATAGAAATATATTTATCTTTTACATAAAAGAAGTGTGTAGTGGGGTGGTCCAGGGCTTTGTGGTG 

GCTTAGTGGCCATCGGGGTCCCAGGCTGTTCCCACCTTTCTCTTTTGGGTCCACCTCTTGGCTCCTGGCTTCCTTCGTCTGGGGCCTGACTGTC 

CAGGATGGCAGCTGGAGCTCCTGCTGTGGGCACGGTTGGCATCAGAGCCCACTGCTCCCCATCCACTCTTTAATCCAGATGCTGGTAATGTCCC 

TTTCCAAGGCATAACrAAGATAAGCTGGAAGGTTCTTACGAGGCTTTGCTAGAGGCCCTGGGAGGTGGGGGGAAAGGCAAGAGGGCAGTGCCCA 

CCCATAGACCGGGTCACATGACCTGGCATCAGCGCCGTGGGGTCCTTTGGGCTTCACCTCCCTCTCCCCTCTGCCCCCACGTCATCCCACCCTC 

ATCCTCACCCTCACCATTCCCATCCCGTACCGTAATGTCCCTTGCAAGGCCTAACTCTGTGAGGAATGAAACCACCTCATCCTTGTTCCAATAA 

CATGAGTGACCGAATTTACAAAGGAGTGAATGTGGACCTCTGGAAACATTACCCAGCTTGTTTTTACTTTTCACTTTCTCTTTCTGCCCCTTTC 

ATTTCCGTAGGAGCCCTTTACCTAGATGAGAAGTGTCGCCCCGCGTGGGGAATATATCAGTCAGAACAATCTTCCTGCAGACATGCACCATTAG 

ACCCGAGTGACGGTGGTGCCATTTAAACCTCAGAGCAGGTAAAAGGTGGTGCTGAAACCTGTCTACCCACAGGGTGCTATGGAATCTGAATCAC ' 

TTCTTTTTTCCTAGAGCCCTGGGGTGGGGAGCTCCCTCAAGTGTTCACATGTGTGTGGAATGAGGAACACCCATCTCCTTGGCCCTCTCCACCC 

TGAAGAGTTAGTTATTAAAATAATTGGCAAG CTCTTGCAAATGTC AGTC ATC C ATTGTTCAGAATGGAATAG C AAT AATAC ATC CCTGG CTG CC 

CTGGGCTTGGCCAGGATTACTCACTGAAGGCCTCAGGGTTACTGGCACACACTTTCTTTTCCTAATAATCCCATCCCCTCAGCTTTCCTAAGGC 

TAGAGTGAATTTCGTGTTCCTTTAGTTTACATAAGATGGTGAACTTGGCAAAAGCTATCATTAAACAGAAGCTAAGAGAAAGCCTATGTCGTGG 



TTACCAGACTGGGCTCTGTGGAACACAGGTGTCCTGGGAGATGGTTAATCATTACAAAATATTGGTAACAATCTAAAGATGCATACATAAGAGA 
GTGGTCAAATAAACCATTTTCCATTCACATGGTGGAGTACTGTGCAGCTATACAGAAGAATGAGGAAGATCTCTCTGAATGGTTATGAAGTAAT 
GTCT AGG ACATAAAGTTATGTGAAAAATGCAATG C CC AAACG AGTGTCTATAGTATGCTACC CTTTATATTAGAAAGAAG AGAGG CCAGG CGTG 
GTAGCTCACGCCTGTAATCCCAGCACTTTGGGAGGTGGGTGGATCACCTGAGGTCAGGAGTTCAAGACCAGCCTGCAACATGGGGGAACCCCAT 
CTCTACCAAAAATACAAAAAAGTTAGCCAGGCGTGGTGGTGGGCACCTGTAATCCCAACTATTTGAGAGGCTGAGGCAAGAGAATCACTTGAAC 
CCAGGAGTTGGAGGCTGCAGTGAGCCGAGACTGCGCCATTGCACTCCAGTCTGGGCAGCAAGAATGAAACTCCATCTCGAAAAATAAAAAGAAA 
ACCGATAGAAGAAAATACACAGATGCAAAGGAAATATAGGAAGGACGCCCAGAGACAAAATAGGTTGGTGGGTAAAGGCTAGAAAGAAGGGAAG 
GATGAGACTGGGCTACAGGGATGAGAAGGGAATGACACTTCTTTGAAATATCTTTTTATTTTATTTATTTATTTTTTTGAGACAGGGTCTCGCC 
CTGTCACCCAGGCTGGAGTGCAGTGGTGTGATCTTGGCTCACTGCAAGCTCCACCTCCCAGGCTCAAGTGATTCTCGTGCCTCAGCCTCCTGAG 
TAGCTGGGATTACAGGTGTGTGCCACTACGCCTGGCTAATAGTAGAGACAGGGTTTCCCCAGTTTGGCCTGGCTGCTCTCAAGTGATATGCCCA 
CCTTGGTCTCCCAAAGTACTGGGATTAGTGAACCGCTGCACCCAGCCTGAAATGTCTTTTTCTATAACTGACTGTTACATACTGTGATGTAGCA 
ATGTTTCACATACCCTTCACATACTGCCAAAATAAATAAGAGCAACCAGGAT 

ACCGCAGGTGAGTAACATAACCATACTGAAGGGGGCAGGAAAGAACAGAACTAACAAATAACTGTGGAAAACAGTATCTTTACTGGATATGGTA 
AGAGTAAAGGCAAAAATTTCTGTACATAAAAGTTGTAGTATAGTTATTAAAAATGTTTCTCGACCATGCGTGGTGGCTCACACCTGTAATCCCA 
GCACTTTGGGAGGCCAGGATGGGCGGATCACCTGAGGTCAGGAGTTAGAGACCAGCCTGGCCAACATGGTGAAACCCTGTCTCTACTAAAAATA 
CAAAAATTAGCCGGGCGTGGTGGTGCACGCCTGTAATCCCAGCTATGTCGGAAGGCTGAGAATTGCTTGAACCCAGGAGGCAGAGGTTGCAATG 
GGCAAAAAAAAATGTTTCTCACAGGAGTATAGGTTAGTGATTCTGAAACTATGTATACTAAAGTTGAACAAACAAGTAAATAGATTGTAGACTA 
TGAGGGCTGGATTTCTTACTGTTAGTGAAAGAGGTTACAAATGATAGGGGTCTAGAATAAACCCCGTGGTGCTGGGTTAGAATAGGAGGTGTCA 
GTCTAAACTCATGATTTTAAAATTTTAGGCTCTGGTGGCTCACTCTTGTAATCCCAGCACTTTGGGAGGCCAAGGCAGGTGAATAGCTTGAGCC 
CAGGAGTTAGAGATCAGCCTGGG CAATGTGG C AAAACCCCAT CT CTACAAAAAATACAAAAATTAGC CAGGTGTG ATGGTGTGCGCCTGTAGTC 
CCAGCTACTTGGGACGCTGAGATGTGAGAATAGATCGAGTCCAGGGGTTCAAGGCTGAAGAGAGCTGTGATTGTACCACTGCACTCCAGCCTGG 
GTAACAAAGGAAGACCCTGTCTCTAAATAAATAATAAATAAAATTATATATAGATGGATACAGAAATATAGATGTGTGTGTGTGTGTGTGTGTG 
TGTTTATGTGTGCTTAGTATACATACTTATGTTTCCTAGCTCTGTCCTGAGTGTGTCTAGAGGCAATGGCACCCAGTAACAGTGAGCACACCCG 
GTACCCAGTTCTTGGTCTCCAAACATCATTCTCCTGCAAAAGGAACCAGGTCTCCTAGGAGATGTGGTTGATTCCAGGGATGCCACAGGGGAAT 
GACAGGATGACCCTGGAATATCTTGTGGTGCTAGAAAGAAAGTGCAGGGATGTGGGGGGATGATGGAGCCATGTCAAGGGAATTGAGGAGCTTG 
CCTGAAGTTCCTAACGGCCAAAGCTGGAACAGTTTGAGGAACAAAATAAATTATGTTAGTATTGGATTCTAACACATAGACTAAAATAAATATC 
CACGAATC C ATG CTGATATAAAC AGTTGAAGAAATAAGTAAAC AGGG AAGAAAGGGAGTGCTTCCTTATGGTAGATTTC C AGTTAAT ACAC AC A 
AAAGGCAAGAGGGAAACAGAGACTTGCCATTACATAAACACCACAGTTAAAAAATCACAGGCCAGGTGCGGTGGCTCACGCCTGTAATCCCAGC 
ACTTTGGGAGGCCGAGGCAGGCGGATCACAAGGTCAGGAGATCGAAACCATCCTGGCTAACACGGTGAAACCCTGTCTCTACTAAAAATACAAA 
AAATTAGCTGGGCATGGTGGCGGGCGCCTGTAGTCCCAGCTACTCTGGAGGCTGAGGCAGGAAAATGGCGTGAACACAGGAGGCGGAGCTTGCA 
GTCAGCCG AG AT CGTG CCACTG C ACTC CAGC CTAGGTG ACAG AGGGAGACT CCGTCTAGGGAAAAAAAAAAAAAAAAAAAAAATAAATATATAT 
ATATATATATATATATAAAATCACAGACAAGATTTACCTGTTGATACTAAAATTAGTGGACAGAAGTTTGAGGAAAAACAAGATTTGCATAGTT 
T CTATTT C CCCTAATATACTTAT CAAGTAAAAAGGG AAAG AAATTAACTAATTTG ACAGTGG AGATGGAAAC CCCATAGAAAC CAG CTTAATAA 

CAGGGTCTCACTCTGTCACCCAGGCTGGAATGCAGTGGCGCAATCACAGCTCACTGCAGCCTCGACCTCCTGGGCTCAGGTGATCCTCCTCAGC 

ACCCAGGCTGGAGTGCAGTGGCGGGATCTCGGCTCACTGCAAGCTCCGCCTCCCGGGTTCACGCCATTCTCCTGCCTCAGCCTCCCAAGTAGCT 



CCTGACCTCGTGATCCGCCCGCCTCGGCCTCCCAAAGTGCTGGGATTACAGGCGTGAGCCACCGCGCCCGGCCATTTTTTGTATTTTTTGTAGA 
ATAGGGCTTTTGTCATGTTGCCCAGGCTGGACTTGAACTCCTGAGCTCAAGTGATCTGCCTGCCTTGGCCTCTGAAAGTGCTGGGATTACAGTG 
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TGAGCCATCATGCCTGGCAGCATCATTTGTTTTTTTGGTGTGGTATCCTTGCCAGAAATGCATACTTGACTCCAGTATTAAGAAAGCACCAGAC 
AAACCCMATGGAGGGACATTCAACAAAATA^ 

ATTACAGACTGGAGGAGACAAAGGAAAATATACAAATGCAATGTGGGATCCTGGATGGGCTCCTGGAATAGAGAAAGGATTTTAATAGAACACT 
AGGAAACTTAAATAATATGTGTAGTATCGTTAATAACATTGTATCAATATTAATTTCCTGTTCTTGATCATTATATTATGGTTACATAAGATGT 
CAACTTCAGTGCAATGTGGGATCCTGTATATGCTCCTGGAATAGAGAAAGGATATTAATGGAACACTGGGGAAACTTAAATAAGG'rTTGTAGTA 
TAGTTAAGAACATTGTATCAATATTAATTTCCTGTTCTTGATCATTATACTATGGTTACGTAAGATGTCAACTTTAGGAGAAGCAGGGCCAGGA 
GTGGAAAGGAGTTCTTTGTACTATTTTGCAACTTTTCTCTCCATCTAAAATTAGTTAGAATAACGCCCTTCA'rGGGAAATAAAGGCAGAGCACA 
ACACTGTAAATATTACAATCCCAAATGTTTAATATATGCGTATATAGAAAAAAGACTGGGAGGAATTGCAGGAATGTGGTGACATTGGGTATCG 
CTGAATGGTGGAAATTATGGTAAGGTTTGCTTTCGTTTTCATATTCATCTGTACTTTCTAAGTTTTCTACTCATTTGATGGTTTAATATGGTGG 
ATCCTTGGAAATAACGGTGAATGAGACAAGATGAAGTTTATCTCTCATGGAGCTTATCTTCTAATGGGGGGAAATGGAAAATGAATACATGAAT 
TAAAATCTTTGTGCAGAAAATTAAGCTGATGTGATAGATGGTCAGAGGGGGCCTCTCTGAGAAGGTGACATTTAAGGGGAGATGTGAATAACAA 
GGAAGAGAACATGGCAGGGTAGGGTAGGGAGACAGAGCAGAGGGAACAGTCTGTGCAGAGGCTGGGAATAGGGGCAGGCTGAGCATGTTGCAGA 
ACCTTGCAGAAGCCAGGGTGGCTCTGGCTACAGCGGACAATGGGGAAGGGACCTGAGATGAGTTCAGAGGGAAAGTGAGGGGCTGAGGCTGGGA 
CTTGATATGGCCTCGGGCACCCGTGGAGGGAACTGAACACATGAGAATGATGATCAAATGTAGGTGGTTTTTTTTTGTTTTGTTTTGTTTTTTT 
TAACATTTTCTATTTTATTTTATTTTTTAAATATATAGAGACGGGGTCrTTCTGTGTTGCCCAGGCTGGTCCCAAACTCCTGGACTCAAGCAGT 
CCTCCCACCTCAGCTTTCCAAAGTGCTGGAATTACAGGCATGAGCCACCACGCACAGCCCTAATGTAGGTTTAACGGAATCCTCCAGCATTCGG 
GTGGAGCACAGGCTGCAGAAGGCTGGCAGCCTCCAGGGACGTGAGTGAGAGAGGATGGTGAATTTGGTTACTGTGGAAGGAGGGGGGAAGGGGT 
TGGATTCAGACTCTGTTGTGAAAGAGAGGAGCTAGGAATTGGATGAAGGATGTGATAGAGAGAGAGAGCGGGGGGAGGAGGAAAGAGAGAGGAG 
AGAGAGATATATGTTGGTCAAGGGTGATGTCTGCATTGGATTGGAGTGAGTGAGTGGATGGTGGACTCATTTAGCCAGATGGGGAATGCGGGAG 
CGG CAGG CTTAGTGG AG AG AG CAAAAGTTCTGTTTTGGTTTGG AATAAGCATGCTTATTATGTTAATGGT CAG AAAAGAATGAATAAAAAAAAA 
ATAATTAGCTCGCCTTTGCTGCCCCTGGAATCCTTGGCCTAAGTTGCTCTCCCAGGTTCCTTTGCTGCAGGTCAGGTGCCCTGGGGGATATGCC 
TTGGAGTGGCTGTCATGGTTCCAAGCTGACGCAACCTCTTGCCTCATCCTCCTGAGATTGGTGACCTGCTCTGCCTCCAGATCAGCCTGTTCTT 

GGTCCTGGGCTCAATCAGTCCTCCCATGTCAGCCTCCTGAGTAGCTGGGACTACATGGCTGGCTAATTTTAATTTTTTTTTTAAATTATACTTT 
AAGTTTTAGGGTACATGTGCACAACGTGCAGGTT AGTTAC ATATGTATACATATGCCAT CTTGGTGTC CTGCAC CC ATTAACTCGTCATTTAAC 
ATTAGGTATATCTCCCAATGGTATCCTTCGCCCGTCCCCCCACCCCACAACAGGCCCCAGTGTGTGATGTTCCCGTTCCTGTGTCGATGTGTTC 
TCATTGTTCAGTTCCCACGTATGAGTGAGAACATGTGGTGTTTGGTTTTTTGTCCTTGCGATAGTTTGCTGAGAATGATGGTTTCCGGCTTCAT 
CCATGTCCCTACAAAGGACATGAACTCGTCATTTTTTATGGCTGCATAGTGTTCCATGGTGTGTATGTGCCACATTTTCTTAATCCAGTCTATC 
ATTGTTGGACATTTGGCTTGGTTCCAAGTCTTTGCTATTGTGAATAATGCTGCAATAAACATACATGTGCATGTGTCTTTATAGCAGCATGATT 
TATAATCCTTTGGGTATATATCCAGTAATGGGATTGCTGGGTCAAATGGTATTTCTAGTTCTAGATCCCTGAGGAATCGCCACACTGACTACCA 
CAGCGGTTGAACTTGTTTACAGTCCCACCAACAGTGTAAAAGTGTTCCTATTTGTCCACATCCTCTCCAGGACCTGTTGTTTCCTGACTTTTTA 
ATGATCACCATTCTAACTGGTGTGAGATGGTATCTCATTGTGGTTTTGATTTGCATCTGTCTGATGGCCAGTGATGATGAGCATTTTTTTCATG 

TTTGTTTGAGTTCATTGTAGATTCTGGATATTAGCCCT^ 

TCTGATGGTAGTTTCTTTTGCTGTGCAGAAGCTCTTTAGTTTAATGAGATCCCGTTTGTCAATTTTGGCTTTGGTTGCCATTGCTTTTGGTGTT 
TTAGACATGAAGTCCTTGCCCATGCCTATGTCCTGAATGGTATTGCCTAGGTTTTCTTCTAGTGTTTTTATGGTTTTAGGTCTAACATTTAAGT 
CTTTAATCCATCTTGAATTAATTTTTGTATAAGGTGTAAGGAAGGGATCCAGTTTCAGCTTTCTACATATGGCTAGCCAGTTTTCCCAGCACCA 
TTTATTAAATAGGGAATCCTTTCCCCATTTCCTGTTTTTATCAGGTTTGTGAAAGATCAGATGGTTATAGATATGCGGCAATATTTCTGAGGGG 



HUMAN SEQUENCE - mRNA 

GCCAAGTTATGGGTGCGTTCTGCCAGCGTCCTAGCAGXGATAAAGAACAGGAAAAAGAGAAAAAATCAGTGATCTGTGTCGAGGGCAATATTGC 
AGGTGGGAAGACGACATGCCTGGAATTCTTCTCCAACGCGACAGACGTCGAGGTGTTAACGGAGCCTGTGTCCAAGTGGAGAAATGTCGGTGGC 
CACAATCCTCTGGGCCTGATGTACCACGATGCCTCTCGCTGGGGTCTTACGCTACAGACTTATGTGCAGCTCACCATGCTGGACAGGCATACTC 
GTCCTCAGGTGTCATCTGTACGGTTGATGGAGAGGTCGATTCACAGCGCAAGATACATTTTTGTAGAAAAGCTGTATAGAAGTGGGAAGATGCC 
AGAAGTGGACTATGTAGTTCTGTCGGAATGGTTTGACTGGATCTTGAGGAACATGGACGTGTCTGTTGATTTGATAGTTTACCTTCGGACCAAT 
CGTGAGACTTGTTACCAGAGGTTAAAGAAGAGATGCAGGGAAGAGGAGAAGGTCATTCCGCTGGAATACCTGGAAGCAATTCACCATCTCCATG 
AGGAGTGGCTCATCAAAGGCAGCCTTTTCCCCATGGCAGCCCCTGTTCTGGTGATTGAGGCTGACCACCACATGGAGAGGATGTTAGAACTCTT 
TGAACAAAATCGGGATCGAATATTAACTCCAGAGAATCGGAAGCATTGCCCATAGGAGGCAAAAGGTCTATGGCTCATGTCTGAAAAATGCCTG 
CTGCTGCCAAGTTAGCTATTGGGAGCAATCTGGAAAAACTTGCTCCCAGGAGGGGTTTGTGTCTGGCCAGCTTGATTTTCCTAATGGTCTCATC 
TCCTTTGCTAGTGTCTTTGTCATGCGTCTCTGGCCCTCGTGGGTAAATGACAAACGGGACCAATGGGTTTGCCAAGCCCTTTGCTGTTCGCAGC 
GCTC^CATTCCCCCGGTGCCTCTCCCATGGCTTTGTGCTGCTGAGTCGCTCTCATGAAGCCCTTAGGGGAGAGGACCTGTTGTGTGCCTGACAC 
CACGCTGGAGCTGTGTACCAATGGTCTCAGCCTTCATTAGGAGGCCGAGGTAGGAGTCTTATATCCCAGGTGAGGAATTTGAAGCTCAGAAAGG 
TTGAGGGGCTCCCCAGAGGTCACACAGCCTGTGTGCAGTGGAGCTGGCACCATTCAGACTTTCAGCCGACTCAGCAACTTTCCCTTGGCCTGGG 
CTGCCTCCTCCTGAGAGCTGTTCCCCACCGCCCTGCCTCTTCCGGTTGGAGGCTCTCATGTCTCTTTGGGGAGAGCTGGCAGTGTGCGGAGCTG 
ATAACATTTTCCCAATATTGAGCAGTTCCCAAGGACAGTCAGCATTTCTAGACTTCCACAAAATTATGCTGCATTTGGCTGGAGCCCGGTGTTC 
AGTGGTTTCCCTGCCCGAGGTCGCTGCAGCCCCATCTACCACATCTTCATGTGGACATTGAGATTCACATGCTGGCTCCTGAAGGGTGCTCAGT 
GTCCTTGGTGATTAAGGTCCTGCTTGAACTGCTGCCAACTCCATGTCAGGGAAGTCGCTTTTGGTGCCTGGCTGGTTTGCCCAGAGCCAAGCTG 
GGGCAAGGGGCAGGGAGCCCTGGCTTCCAAGGCTCCCGTACTGTCTGTGTCCXTGTATAAGGAGCTTTGCTCTTGGAATTACTGAAAGTCTGTG 
GCCCTAAGAGAGAGACACAAGTGGCCTTAAGTCTTTTTGAAGTGTTATTTCATCCAGGGAAATGCCTCGAGCCATAGAGCCTGAAATCATCTTT 
GTTGGCTCAGAAAATACCTTAGCTTCACTCAGCTGGACTGCATTGAAGGCGAGGCTGCCCCTTGGATCAAGCAGAAAACAAGAGAAAGAAAGAA 
CGTTCCCTTTGGGGATAGTCTGGAAAGTTGGGATTTGCAAATAAAGGGTCTGGAAGCATTAAAAAAAAAAAAAAAAAAAA 

HUMAN SEQUENCE - CODING 

ATGGGTG CGTTCTGCCAG CGTCCT AGCAGTG ATAAAGAACAGG AAAAAG AGAAAAAAT CAGTGAT CTGTGTCG AGGGCAATATTG CAGGTGGGA 
AGACGACATGGCTGGAATTCTTCTCCAACGCGACAGACGTCGAGGTGTTAACGGAGCCTGTGTCCAAGTGGAGAAATGTCCGTGGCCACAATCC 
TCTGGGCCTGATGTACCACGATGGCTCTCGCTGGGGTCTTACGCTACAGACTTATGTGCAGCTCACCATGCTGGACAGGCATACTCGTCCTCAG 
GTGTCATCTGTACGGTTGATGGAGAGGTCGATTCACAGCGCAAGATACATTTTTGTAGAAAACCTGTATAGAAGTGGGAAGATGCCAGAAGTGG 
ACTATGTAGTTCTGTCGGAATGGTTTGACTGGATCTTGAGGAACATGGACGTGTCTGTTGATTTGATAGTTTACCTTCGGACGAATCCTGAGAC 
TTGTTACCAGAGGTTAAAGAAGAGATGCAGGGAAGAGGAGAAGGTCATTCCGCTGGAATACCTGGAAGCAATTCAGCATCTCCATGAGGAGTGG 
CTCATCAAAGGCAGCCTTTTGCCCATGGCAGCCCCTGTTCTGGTGATTGAGGCTGACGACCACATGGAGAGGATGTTAGAACTCTTTGAACAAA 
ATCGGGATCGAATATTAACTCCAGAGAATCGGAAGCATTGCCCATAG 
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TABLE 35 



MOUSE NOMENCLATURE 
ICSGNM Nuprl 
Celera mCG223B4 

HUMAN NOMENCLATURE 
HGNC N/A 
Celera hCG174S228 

MOUSE SEQUENCE - GENOMIC 

TTGCAGATCTAGACATTGACATCTGGTCTTCTCAAAGCTAAGGGCAGGCATGCTCTGGCCTTGAACTCCATGCTCAGCCCTAGTCCTTCCTTTC 
TTCTTCTTCTTCTGTTAAATGGGGTTTGATTTCTTTGTCTGATAAATGAGGCTGGGAGGGAGGGAGAGATGATGACTCAGCAGTTCAGAGCTCT 
TACTCTTTCAGAGGACCCAGGTTTGATTCCAGCACCCACCTGGTGGTTCACAATTGCCCACAATTCCAGGGTGCACATGATACAGACAAAATTC 
AAGCAAAATAGTCACACACACACATAAAATACACTAAATAAATCTTTTCTGAAAAGACTAAAAGGGAATTGTGATTGCTGGTCTCTTGGGCTAC 
AGCCAGGAGCTGCATGTTTATTCTGTATTCTTCTAGTTTGTTGCTCTATTTGCCCACTATTTTTTTAGTTACCAGGAAAAATGTATGATAGCTA 
TATTTTGCTGAAATATGTATAACGCATAGGCACTTGTTCTTAAATTTCATGCAAATAGTATTACCTGGTTGGTTGGTTGATTTGAGAAAGCCTT 
GATAATCATGTAGCCCACTCTGGCCTGGAACTTGCTATGTAGCTGTTGTGTCTGTCATTGTCCCAGCCAAGCAACTGCAGTCTTGAGGAGTTCA 
ACTGTACCCCCTTGCAAGAAAAAAAAAAGTATCCTAAGCTGGGCTTTCTTGACTCTGTACACCTCCTCATGAAGGAGTGAGGAGGCTTGTGAGA 
C CCT CAC CTGTTC CT CCAGGTAATAAAAC CCCAGTCCCTGTTGTTTGCAAGTCTG CCTT AATTGC AC ATGACCTGGG AGGAGG CTAG AGTATAT 
AGGCCAGGGGAGCACAGAGGAAGGGGAGCCCATCCTTGTGGGATGGGTAGGAGAAGGAGCATCTATGCCCAGGTAGGTAACACCCCTTACCTCT 
CTGCTCTGGAAGGAAGCCCAAGAAATGCATTGTTTCCCTAGGGTGAGCTTTGGCAGAACCACGCCTTCCTTTGATGGGGGACCTTAAAAGAA.GA 
AGTAGACTTTGTGTTTATGTCTCCAGGGAAGGAATTTTAACCAAAGTAGCTGGGATAAGCTTGAACTCAGGTGTGAACTACCACACCCAGTTTA 
TGAAGTTCTGGAGATAGAACCAAGAGCTTCAGGTATGCGGGGCAGGAGCTCAGCCAAGTAAACTGCATCCACAGCCCTCGCCTCTTTACTTGCT 
GTGAGAAACTCTG CACGTAG AACAGAGTAT CAGGG AGGTTTGTACAATT CGGGATCTCAC CAGGATCC CCTAAGC ACGTGTT AAC AGC AGCATC 
CAGTCTCAGAACCAAGAGAAATTAATTCCCAGTGCAGCCCTGGGTTTAAGGGTTTTATGGACCAGGCACAAGCTGTAATTACTGGGCTGTGCTA 
GGTATTCCTGGCAACCACCTGGAAAGTTATAAAGGTGTAATGAGTGATAAATAGCAATCTCCCTCCCCCCAAACAAAACAAAATCCCAGAATGG 
ACTACCTGGAGGCCACAGGATGTGGAAACTTAACTCTTCATTTCCCAATGAGTCACTTTTGAATTCCTACTGATCTGAGTGGAGTTTAAAATTT 
TTCCACAAATCCTTTTCTCAGGTTTCTATTCTTTCACCCAGCACCTACTCCTCTCTCCCTTCCCCTAGTGTTTACATTTCCTTTCTTTTATTCC 
TGCAAGTTCCCAGCCAGAAACCCTTACCCTTACTCCATCATCACAGAGTCTCCTAGGATCTTGGAGGTCCTCTGTGAGGTCTGCCTCTTCAGAG 
CAGAACATCTAAAAGTTGGACACACAATCCTGAGGCACCTTGTCAGAGTTTGTGTGTTTTGGGTTGTCATTTGCTGAGCTGGGTGTTCAAGACA 
TGGAGATTAAGCAAATTGCCTGCCCTAGTGAATAACAATACTATCTTCAAGGCGCTGTGCTAATAAGCTCCCCTCACCCCCCAGTTTTTTCTTC 
TT AAG ACGGAGTCTTAG CTGGGTGTAACGGCCTGTAATC CTAGC ACAGAGGCGGTAGC AGAATCAGGAGT C CTAG AT CGGCCTACGATACATAG 
TAACCCGAGTCTTAAAAGAAAAGAAAGCATGCTGAGTATGGTGGTGTATACCTTTAGTCCCAGCACCCCAGCACTATGGAAGTAGAAACAGTCA 
GATCTCTGTGAGTTTGAGGCCAGCCTGATCTATATAGTGGGTTTCAAGATAGTAAGGGATATGTAGAGAGAACTTGTTTCATATACATACCCAC 
AAGCAAAGCCAGGCTAGGTGGTGACTGCCTTAAATGCCCCAGCACTCAGTGTTAGCTCAGGCTTAATGAGATGATGTGAAAATAAAAAGGGAGA 

TCGAGACAGGGTTTCTCTGTGTAGCCCTGGCTGTCCTGGAACTCACTTTGTAGACCAGGCTGTCCTCAAACTCAGAAATCTGCCTGCCTCTGCC 
TCCCGAGTGCTGGGATTAAAGGCGTGCGCCACCACGCCCGGCACAACTAAGCTTAAGAGAGGTGGACTTCCTTGTCAGGCAGCTGTACTCATCA 
GAAGCTCAGGCCAGAGTTGCTCAGATCACCTGAGGCTCTTTGTTTCATGGACTCCTCACTCCAGGAAGCAGAGGATCTCTGTGACTTTAAAGCA 
GGTGTGAGACAAACCAGGAGCTATATTGTTATACATTGTTATTAAGTCTCCATTCCTTACAAGAATAAGTTTCTCTTTCCTAAACCTAAAGTAT 
CCTGCAAACTGTTTTCAATCTACCCTGAACCGGGCCCACTCTTTTGTCTTGATAAACCCCTGAGCCTGTGATAAGTGATCACCCTTTTGCTTTA 
TGAAAGTGTGTCTTCCCAGGTACCTGATGGCTCCCCTTTGACATAATGTGTTCTTGCTCTTATTTTTATTGCCTCCTTTCTAGCAGCCAGTAAC 
CACAGCTGTTTCCTATTACACTTATCTACCCCAAGGCAGCCTTGAGCCCTGAGTGCCCCCATTCTCTGTCCAGTGCTAACAGCCATTATCTTTA 
CCGCTGTCTTTTCTTTTCCTTTTCTTTTGTTGCCCCCCCCCCATTTTGTTTTGCTGGCCTTAAATTCAGAGACCTGCCTGTCTCTGCCTCTCAT 
TATAGGCATGAGCCACCACTGCCCAGCATGGACAGCTGTGTCTATCAACCCTAACCCATTCCTCATAAAAGGGTTCCCAAAAGCCAGTGAGGGG 
CTGTTCTCTGAAACCCCAACTTAGGGTAAGGCAGCCATCTGGCCAGTCCCTTGTGCACTTCTCAATAAAGCTCTCTTAATCAGACAGTTGTGGA 
AATGGTTTTTTTCTCAGATCTAACACCAGTTGGTTCTACACAGTGAATTCCGTGCCAGCCAGGGCTACAAAGTGAGACTTTGTCTCAAAGCAAA 
AGAAAGAGAAAGAAAAAATAATGTGGAG AGGAGGAGACAAG ATCTTG CTGTGTGTT CT AGGCCAG CCTCAAACTTGTGAT CC CCTT CTTC AGCC 
TTCCAAAC AG CTG AG ATCAC AGGC ATGC ACC AC AGCACCAAACTAAGAGTTCTG C CCCTTGG AAGTTAG AGGG AGGGAGTATATATG CATGTGC 
ATATGCATGTGTATGTTCAAGAGCGCCTTGGGGGCAGAGGGTTGGGGAAGAGGCACACAAGTATTTCACAGAGCTCGTATATAGGTTAGAAGAC 
AATCTATGGGAATTGGTTTTCTCCTTCTGCCACGTGGGTCTTGGTAACTGACCTCAGATCCTCAGGGCTGACAGCAAGTGTTTTGATGTGATGA 
GCCATCTCATGAGCCCCAAGAATTATCCTTTTAAAGCTCCCAGAGACCCCACTGAAATCTACGAATGGGGAAACAAAGACACAGAGAGGTTAAA 
TAACTTGTTTGATGACACAC AGC CAACAAAGG ATGGAACTAAAACCTTGGCTC CAGGCAGCCAG ATTC CAGAACCTTCT C CTTTAAC CACTGTC 

TCCTGGAACTGGTTTTGTAGAGCAGGCTGGGCTTGAACTTTGAGATCTACCTGCCTCTGCCTCCAGAATGCTGGGGTTACTGGCGTATATCATG 
CCTGGTAAGATACCTTGTTAATGCTAAGTGGATGCTGTGCAGATAGTAAACTAGAGCAAGGTGGCGCAGGACTACAGCTGCTGGTGTGTGTGGA 
GGTTTTGTGTTTGGCCTGGGTTTGTCTGTTATTTGTTTTTGATAAGGGTTCATTATGTGGCCCAGGCTGGTCTTAAACTTGAGATCCTCCCGCT 
TCAACCTCCTGAGTGCTTGGGCTACAGGCATGTGTTACCATGGTTGGCATATATGTGGTACTTTGAACAGGGGTGTGTACTGCTACATTGAGCA 
TCTATCTCCCTACGTCATAGAGCTTTCAAAAGGTATATGATGTTCTCTGCAGGCTCTGTACAAGGCCTGGTCCAGGGAAGACTCAAATGCCTGG 
GAAGGAAGGGAGTGCAGAGGGAGAGGCCTGGCAGGTGACTCAGTGCAAACCCTTGTCAGTGTTTGCCCAGCTGGGGTCTGTGTGTAGATCATGG 
GTCCTGTG ACTTTG AAACAG ATACCCCTGGAGC CTCTTTG AGG AATAAGGAAATAACATGATGTC ACATGTTGGCTCTGGG CTAAGC C CTGT CA 
CACACATAGAGGTGTTCTCATTGTCCTGGAATTACACAGGAACAAACTGAAACTTGGAAGTTGACAGCATGGTGTGCCATGATGAAGCAGGGAG 
TTCTGTGTGCCTTTAGGAAGGAAAATAAAGGTAGGACAGTTGTGTGTCCATGTGTCCCACATCCTGACTGTCCTGCTGTCTTCCTGGACATTCA 
GGACACTAGTAAGCTTTTTTACAGTCTGTTTTCCTATAACCTGATGTCAATCTATTTCAAATGAGAGGAAATATTTTCTGTCATGATGATAAAG 
GACAGGTAACAAGGACATCATTTTCGGTACCTTTGTCTTGATACGTTAGCCCTGGGTTTTGTTTCTTTGCTTATTTTAACTTTTTTTTTTTAAA 
TATTGATTTGAGGTCAGGGTCTCCCTGGGTAACCCAGGCTGGCCTTGTTAATCTTAGTATCACATTAAAGAACTTCACAAATCAGACATAATCC 
AGCAAAGCAATTTCTTTTTATAGAGTCGTGACCCAAACCAGGCTAGCAAGCACACCGGAGCAGGAAGTTCACTTAATTGTTATTCTAACGCAAG 
TATTGACTGAGTCACCTCTCATTGGTGCAGCTTGGCCTCATAATCTGAAAAGACTGGCTAATTTATAATCACACACAAAGGAATTGAAAGAACA 
GAGGGCTGTGTGTCATCACATTCTGGGACTTAGTGAGGTTTTGTATAATAAGAGTTTCAGTTGGGCATTTTACATTGTGGGGAGATTTATGGCA 
CACTGGCTCTTGGTGGGCTAACCACATTAGGTGGAAAAAAAAAGATTCTCGGAGCCTTGGCTTTGAGATCTTGTGGTGGTGGGATTTCAAGCCG 
GCACCACCACACCCAGAGCTTTGTTTCAAGGTTTCTTCCCTTGTGTTTATTTCCACCTTGGGATTAGACCCAGAGCCTCAAACCTGCTACTCTC 
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TACTCTCTGTCCCTAGCCTTCTTCTAACTTTCTGCCTTGGGACAGAGTCTCACCAGGTTTCCCAGGCTAGACTTCAACTCATTTTGTAGCCCAG 
TCAGGCTTTAAGTTTGCCTTGTTTCCTCAGTAACTGAGATCTCTCATTCTCAACACCAGAGTCAGGCTGCATAATGTTATCCTCTCTGGAGTCT 
CCTCATAAGGTTTCCAATTAGCCCAGTACTGCTCTGATTCAAGCAACTTGCTGGTTTTACTCTCATATCCTAGGTTTACATTTTGATTTACCCT 
ATCTGTCTGTCTGTCTGTCTGCCTACTTACCATATGTTTGTGTGGGACTGTGATGTAAGCACTGCCTCTGTGGGCATCTGTGTGTTTGTACACA 
TGTGTGTGTGTGTGTGTGTNNNI^^ 

AGTGTGTACACCTGTGTGTGTGCATGCCTCTGTGTGTGTGCCTCTGTATGTGTGTGTATGTCATTAGTATTCTGTCTAAGCTCCACCCCACAGT 
TACCTGGCAACAGCCAGGTAGGCCTGACTCACTATAAAAGGGGCTGCTTGCCCCCTCCTGCTTCTCTTGCTCTTCCCTTCTTGCTCCTGCTGTC 
TTTCCTCCCTACCCCTCCAGTCCGTTCTGCCCTCTCTTTCCATGTGCTCATGGCCAGCGTCTACTCCTGTTCTCCTCTACTTCTCTCTCTCTAC 
CTTTCTCTGCCTCTACTACCCTCTTAACGCCACCCCCACCCCATGCCCTGAATAAACTCTATTCTATACTATACCATCCTGTGGCTGGTTCCTC 
AGGGGGAAGTGCCTTAGCATGAGCCCACGGAGGCACCACTTCCCCCATACCTCACCACACCTCCATAGAACATATCTCCCTTTTCTTTATTTTT 
TGTTTTTGTTTTTATAAACATATCACACGTGGTAGCAGGAGGATGCTTTATTCCCTGAAACAGGGTCTGTCACTGAACTTGGAGCTAGGCAGCA 
GCTAATAAGCAGTCCTTCTGTCTGCTTCACTAGTGTCACAGTGCTGGGGGCAGAGGTGTGCACATGGCCGTGCCTGGCTTTTAAGCTGAGTGCT 
GGGATCTTAGCGCGGGCCTTCTTGTGCAGCAGTGCTCTCAGCGACAGGCCATCTCTCCAGGCCCTGGGCCGGAGCTTTAAAGCAGGGCTGACAC 
AAGAATCTGGAAAACAGATGCTTGGTTTTGTTTATGTTCAGGGGAGAAAGCCGCAAACAGAAACACAGCCTCTTCTTAACCAGGGCAACCAGGG 
CCTGCAGCAGGCCTGGGGTCACATCCGAGCCTTGTGCTGACACGGAGGGAGGTTCACAGCCTGTGGACGTGGGCAGAGGACTTGATGTCTGGCC 
AGGGTTGAGAGGGTTTGGTTTTTCTGGAATCCAGTTTTGTTTTGTTTTTAGATGTGGAATGTTTTGTCTAACTCCGTGCCTGGAGACAGCAATG 
CAGATAGAATTGGTGTGGGCACCCTTTCTGGGCTAACATGACTCACAGGGTTCATATCCTTCCATCAAGAGTAGGAAATTGCCCTTTCCTGCGA 
GCTCAGCAGCTCTGTGGAAGAGGAGGTGGAAAGATTGTAAGAGCCGGGGAGTGTGGATACCACGAAGGAAACAGTGTCTTCCAGACACAACAGG 
ACTGATTGATACACATATGAACTCAACACGCTGGCAGCCTGCCTGCGCCTGCCCAGGTTCAAGCCACATGGGGTCACAGCAGTGAGAGGGGAAA 
GTGGACATGGACTCCCACCCCTAACCAAATTGACACCTGCTTACAAAGGAAAACTTAGTTTCCTCCAATAGAGTCTCACTGGCTGCATTAAGCC 
CAGGTAAGGGTCAGCCCGATGGCCAGCAGGAGATGCCAACACAACAGTACTTTTATCGGCTTTCTTTTCTCACGGTGTTTTCATCAGACATGTT 
TTGGTCTTATTGGTCCTTTGTTTACATATTATAGTTTCTGATTTTGTGTTTTTATGGATTTGTGTGTGTGTGTGTTTTGTTAGGACTCAACCCC 
TGGACAAATGGCTAAGTGAAGTGCCTATTAACATATCAGGGCAGATGCTGTCAGCCTGCCTCTCTCAGCATTGCCAGCACCTATTACGGAGCTG 
TCCTGGCTGGTATACCCCACATGCTACCCTAAACTCTCCCTTCCCACAGTTTCTCTGATTCCTAAATAAGATGACTATGCTAGTATCTTTGCCT 

TCGAGCCTGCTCTCTTCTCTTCCCCCTGTCTCTTTCTCTCTCTGTCTCCCACAGGCCCTGTTAAGTCTGGTGGCCATGTTCACTCTGGACTCTT 
GCAGATAGCTCTGGTTGTGCTCTCCCTCATGTCTACACTAAACCTTCTCCAGCATACCCAGGAGCCGGATGGCCTCTGCTTTTTAATTTTTTCA 
TTCATATTTCTGACGACGACGACGGTGACAATGATGATTCACCTGTTCGTTTCCTATAGAGTAAAATTTGGGGGCATGGGGAGGGTCTGGGAGG 
AGTTGGAGAAAAGAAACCTTGATCAGAATACATTGTATGAAAACTTTTTTTAAAATAAAAAAAAAGTAGAAAATTTCATTTCACATGCTTTTTA 
TTTGAACTTAAAATTCATACTAATTCTTATCAAACAACCCAAGGGAAGCTAGTATGGACTGAAAAAGCTTACTATTAGTTCACACTTGATTCAT 
ACTGGCXGGGTGTGGTGATGCACACCTTTAAACCTGGCACTCAGGAGTCAAAGGCAGGTTGATCTCTGAGTTCAACACTAGACTCAAATCTGGC 
CTACAGAGCAAGTTCTTAGCCAGCCACAGCTAAAACAGTGAGACTGCCTAAAAAACAAGGCAGGGGGTATCAAAGCACAAATAGCTGTTTATTT 
CATTCTGCCCTCAATATATTATTTAAATTTTAGAAGTCACACGTATTTATTGTGTGTGTACATGGATAGGAATGTGAGGGTCAGAGGACAATTT 
ATGGGACATTTTTCTCTCCCATACTGTATGGGTCCTGGAAACCGATAAACTCAGGTTGTCAGGCTTGGTGGCAAGTACTTTACCCATTGAGTCA 
TCTTGGCAACCCACAATATTTTATTTTAAATTCCTTTTGTCCACTCTTTTTTTTTTTTGAGGGGGGAGGGTCAAGGCAAGGGCACTGTATGGGA 
ACCCATGGGAAGTTGTGAGTAATCCTTAGACTGTTCCCGCTTGTGAAGGTTTTCCAGGCCTCATGAGTCTGCAACCTCTCACCAACAGAGCCAG 
ATAGAGTTATCCTCTGTTAAAGGGGGAACCTGAAGCAATCAGAGAGGGAAAGTGACGTGTCCAAGGTCACACAGCAGGAAACACTGGATCTGAG 
CTGAGTTGTGATCCCAGCATTTAGGATGAGGAGGCCAGAGAATTGCAAGTTCAAGGGCTAACCTGGGCTCCATAGAAGGATTCTGTCAGAAAGA 
AGGGTAGAGGGAGGTGGATCAGGAATCAGAGTGTGGAATCCAGGGTATTTGCTGTCTCTATCAGCTAGCTATCGTCCATCTTGCATGAGGAAGA 

CCCTCCTCCCTCCCTTTTCAGTATGTATGCTGCCACTACCTCCTGAATCTGAACCAGACTACAGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTG 
TGTGTGTGTCTGTCTGTCTGTCTGTGTGTCTGTCTAACTATGACCCAGGCCCAGGAGGGGCTTGTGGCAGAGGCTGAAATGATAGGAAGGACTG 
GCCTATCTGAGGCCCTCTGCTCTCCCTGGCCAATATCCCAAAGACTGTGCCCAGATCCTGTCTGCTTCCTCCGCCCCTGAGGCGAGAGCTTTCC 
ACGTGGAAAAACACAGCTGTGCTTGGGTGAGTCCTGTGAGGGAGGAGGGAGGGGAGGGTGCTCCTCTCTGCTCAGGACTGCTGTCTATGGGCCC 
AGTTCTGGGAAAGGGCCAGATTGCATCAGACAGGGCTTGGAGGGCGGGGGGCAAGCCCGTGGTTTAGGGAGGAGACAGCGTTATAAGTAGGGTG 
AGAAACTGGGAGAGGGCAGACATTCAGACAAGGAGACACAGGCAAGACTTTGGAGAGAGCAGACTAGGCATAATGGCCACCTTGCCACCAACAG 
CCAACGCTTGGCAGCAACCTCTAAACCTAGAGGATGAAGATGGAATCCTGGATGAATATGATCAGTACAGCCTGGCCCATCCCTGTGTCGGTAA 
GGTTTTCGTGGTAGCTGGTTGGTCAGCCCATCTGCTTCTCACTGGGTACCCCGGTTTACCTTTCCTAGCTAATCTATTCCCAACTCCCAAGTAA 
CCCCTTCTAGTCTCATCTACTGAGTTCTGTCTCCCTTAGCCCCAAGAACTCACAAGTGAGCATCTCTCATTCTATACTTGAGTAAACAGCAAGG 
ATAGAGTGCTTCAGACGTGAAGACGTGACCGCCCCACTCTGGCCATTTATATGCCTGTCCTAACCTCACACACCTCCTCTACCTCCTGCTCCAC 
CAGTCGGGGGAGGTCGGAAAGGTCGGACCAAGAGAGAAGCTGCTGCCAATACCAACCGCCCTAGCCCTGGCGGGCATGAGAGGAAGCTGCTGAC 
C!AAGTTCCAGAACTCTGAAAGGAAAAAAGCCTGGCGCTGAGACGGAGGTGGAGGTGAGTCGGGAGAGCCGGGCCTAAGTGTGCAGAGCGGGAAG 
CGGGGAAGCAAGAGCTGGTCCTGGTGAGATGGCGCTGCAGGTAGAGGCACTTGCAGGCAAGCAGGACAACCTGTGCTTGATCTCTGGGACACGT 
GGGATGAAACCACGTG ATG AAAGGGGAGAGAAC C AATTGCAAG CTGTGTTCCCG AGGG AG C CCTG C AGATAGATGT CC AGG CAGGGAAGTG ATA 
AGAATGAAAACCCCATTCAGACTGACTTCCATCAGCTTGGATCAGATTTCAGGGCATCTAACGCCAGGCGGTTCACTGTCAGCATATTTAAAAC 
ACAGTACAATTTGGGAAGAGGTTTCTAGGCAACAGTCAGTCCATCAGTTCAGTTCCAGGAGCACAATAAAGCTTGAGGTCATCAGGCAGATGTG 
AC ATCTTTCCTAAG AGTGGGTAATGGT CTAGGGAGGGG AG AGTCTGGGATTATCATT CTGGAG AACTTGAGTG AGGT CGGCTTCTAT AGCAAAA 
GCTGGGGGAGGTCTGACTCCACACAGAGCCAAAAGCTCACCGGGTTGTTAACAAAATCCAGTCTCAGATTTCTGAGTGGAATGCAGGTATTTGA 
CTTTATCTCCTGCATTGTGGAGACACACGGCATGATTAAAACTTCTGGTTCTTAGTGCTTCTGTTGAGTAGAAGGACTTCTGTAGGTCCAATGT 
C CAC CG ACTT C C ATATGCTC AAAGTAGC AC ATG AGAATACG C ATGTGCACACATGC ATG C AAAC ACATTGGCATATC AATAAATGAAAAAAATA 
ATGTTGGCCGGACAGTGGTGGCGCACGCCTTTAATCCCAGCACTTGGTAGGCAGAGGCAGGTGGATTTCTGAGTTCAAGGACAGCCTGGTCTAA 
GGAGTG AGTTCC AGGACAG C C AGGGCTATAC AGAGAAAC CTGT CTCGAAAAAACAAAATACAAAAAACAAAAACCAAAAC CAAAACAAAACAAA 
AC AATAGTGTTGTGAC ACTATTTTTATTCT ACAT CTAAAATAATATG AG AC C CGTATTTG ACTG AGCTC C CTGGTAAC C AG AGGTGGGGGGAGT 
TCCCATGGAGCCTTTCCAATGGAGAGGAAGTTTGGTTTATGGAAAGGGAAACTGAGGCAGATAGAGTCAAGTACTTCTCTAAGGTAATAGCAAA 
TATGAGTAGGAAAGGTGGAAGTGAAACTCTGATCTCTGTCCCTTTCGTTGCCTGCTTTCCCTCTGCACAGATAAGGCCAGACCACAGACACCAC 
ACCC AG C AATGGATAC AGG AC ATC AC ACCC AGC AATGGATAC AGGAC AT C AC AC CC AGC AATGG ATACAGG AC CTTGGAGAAATTAGG AGTTGT 
AAGCAGGACCTAGGCCTGCTTGATTCTTTCCCACCTAAGTGAGGTTCTGGAGAGGGAGCCCTTCCACCCTTCCAGACCCAGCAAAAGGGCAAGA 
TGGGAGCAAGAAGCAGAGGGTAGACGGGCAGAGCTAGGAAGGCAGCCCCCAAAAGAACTGTGGGGGAAATAAATCGGATGCCCTTGGGTGGCAG 

CTCTCTAGGAGGCTGATCTGGAATGGGAGCGTCCTTATTGCGTAGCATATGGGCTTGAACGGTTCTCCGTGATTGTTGCCTTCTTCTAATGTAT 
GCAGATGCTTTGAGGAGCCTGTTTCTATGGTTTCTTCCAGGGAAGTTGCTTTGTTTCTTTGCAGTGCTGTCCCAGAGACAACCTGTGGCCAGTC 
C C CTACATATTCTTGAG C AC CAC AAGGTCCTATTATATAG AG CTG C TTTTGG AAG AG AATGTTTCTATT AATACCATTTG CAAAATGG AAAAAA 
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TGGGGTGCTTGGTGAGCTGGTGAGAAAGCTCTCCCTAAGCATGGTGGGCCGATGGGTCTCAGGACCAGAATTCCAGGCAAATGTGAAGCAAATG 
AGAAGATGGTTGAACCAAGTGTAGAGTGGCCTGAGGTCTGAGTTTGGAATGTTGCAATTTTACTCAGACGAAACAATGTTCTTTCTCACACACA 
AGTTCTATGAGTAAATACTCCTAAGTAACACAGGTGGCAAGTCCATTTTCTTGAGGCTGGTCTCAAACTCCTGAACTCAAGTGGCCCTCTAAGC 
CTC AAATTCTAGGCACC CGTAT CAC CACTCCCACTTAG CCTATT CGTTCTTAAAAAG AATTATTTATT CATTTTCTGTATATG AGTACCTGGTA 
GCTGTGTTCAGACACAGCAGAAGAGGGCATCAGATCCCATTACAGATGATTGTGAGCCACCATGTAGTTGCTGGGAGTTGAACTCAGGACCTCT 
GAAAAGCAGTCAATGCTCTTAACTGCTGAGCCATCTCTCCAGCTCAACCCTATTTATTTTTAAGGATACCATTTGATAGTAGAACGCATAGCAC 
CTGGTCACAGTTTAGTCACATGCTTGAAGAGAGAGGCCGGGGAATGCCATTCTTAGGTGCCAGCCATTTGCTAACCCAAGCTGAGGTGAGGGCA 
GAGTTTTATTAGAGGAAGAAGATGGAGCATACTGGAAGAAATAAGCAGAAACATTACTCAACACTCAGACTCAGCCAAAGTGGGAGGAAAGAGC 
CCTTGCTCTTGCTCTGGGCTGAGCCTTTGTCCCTTCTCACTAACCCAGCTTGTAGAGCCTGGAGCGCATTGCACTTAGATGGAACCGGAAGCTA 
GGGTACTTACGGAATCAGTGGCCTCACAGCAGGCTGTGGGTCAGCTGCAACTCTCAGGGACATATCCAGCCACCTCCTGTGCAGCTGGGAACAT 
TAGGACAATTTCTGGTCTGGCTGGGCATGGTAGCTCACATCCGTAGTCCCAGCATTCGGAAGACAGAGGCAGGCAGAGTTTATGAGTTTGAAGC 
CAGCCTAGTTTATGTAGTTCCAGGCCAGCCAGGACTCATAGCGACACCCTATACTAGAGAAGGGGGTTGGGGGCGGAGGGAGGGAGTGAAAGCT 
GCTTCTGGTCCTATCTCAGTAGTCCAGGCCAACCAGGACTCAAAGTGACACCCAATAAATCAAGCAACCAAGCAAGCTTTTGGTCCTATCTCAG 
TGCTCTCAGGAATGTCCGGTTTCCTTAGTGCCAAGAAGAACAAGAAGAATAGGACTGGCTTCCTTGAAGGCTGTCCAATTCTACCTCAGGGCAA 
GTGCTTTCTGTGGACTACCAGCCAACCACCTGCTCTGGAAGGTTCTGCTTCTCTGTTCAGGATGCCCGTGACGCCACCCAACCTGCAAGGCTGA 
GTCAAAGGCCTTGTCTTCAGCATTCCTCTGCTGGGCCCTCTCCCCTCCTTCTGTTGATCTCTCCTCTGGAATGCCACAGCAGCTAACAGGCTCA 
CGGATATTTCTTTTGGCAGGTGGTTTTGTGGAAATTGTCCTGGTGGCAATGGAGTGGGCCTTTTATTTTTAAATAGGATCTCACTCTGTAGCCT 
TGTCTGTGCAGGAATTCTGTAGACAAGTCAGGCCTTGAACTCATAGAGATCTGCCTGCCTCTGCCTCTCTTGAATGCTGATATTAAAAGTGTGA 
GCCACCCTACCTAGCCCAAATCATTCATTGCTTTGACATCTGTTAGTTGCTTGTTATTTTACCAGGGCAGGGCCGAAGCACAGACTTTGTAGAG 
AGGGACACATGGTAGAGCTTTTAGCTTTAGAACCTAAAATAGCACCACCTCTGGGCAGCATGCTTGCAGCAGTATGCATCTGGGTGTCCAGCTT 
CAGAAATGACAGCGCCCATATTTTGGGTGCCTGCCCTAGGACAGACAGGTTTGTTCATTTGTTTGTAGCGTTTGTTTTCTGCGGGGCATCAAAC 
ACAGGGTTACATGCTAAGATGACAGTCTGAGCGTGGCATCTGTACCTGCCCTGCAATAGGATTTTACAGTTATGTCTCCATTTAATCTTTATAG 
TAACCCAATAGGACACACTACTAGTGTTCGTGTTTTTGCAAACAGAAATCTAAGGCCCAGAGATTTGCAAGTTCATACTAGACCACATATAGTA 
AGTTACATTGTATTTCATGGCTCATTTAGAGACACGCAGACTCAATCAATACCACATGAGACTCTGAGCTCAGGTTTTCCAACCTCTGACCTTT 
TCCCCTTTGATGGTGTGCCCAAGAAACACGGGGTTCTGGGCAATGAGCAACCCTAGATTGTAGATCTTGTAAGGGTGGGTTGGAAAAGAACCTT 
CCTTCCGTCAGAGAGAAAATTAAGGTCAAGAACACCCGTCCTCAGTGTCAATGGCCAGTCCTAGCTGCTGGACCCTTGAGCACCTGCTTCTTAG 
GAGATGAACACGCCACCACTTACTGTTGACCTCTGATTGACAGCCCTCTGCCTCACCTGTCTGTGGCACAGCCTCTGTGCCAGGAACTGTTACA 
GCAATTCTTAGAACCTTGGAGATCTCAGATCAGGAAGGACCCTGAGCAGAATGTCCCTCTTTTCCACCCCGTTTTCATCTCGTGCATATAATGT 
CTGATTCTCTCAGTTTCGGGGATTGCTTAGTAGAACTAGAGAAATCACTGACAGAATCTTTCCCTTCAGGGCCTTCCAGAAACTTCTCAGATTT 
CCGTAGCTGAAAGGATTCCCAGCCTCTTGCAGAGAATTGAGAAACTGACTATTTTTTTTTAAGTCTTGTGGTTCCTTTCTCAAAAATTCAAGGC 
TTGACTGGCCATATATATGTGTGCCTGTGTGTATGTGTGTACATATATATGTATATGCATGCATTCATATAAATTTCAGGATGACTCAAAGTTA 
ATTTTCAACTAATACCCCTTAAAGATAATGCTAGTGACAGTCATAGCCGTAGCAACTGCTATGCTGGGTGCCATGGGGATTCCCCAACGTCATC 

CTCAAGCGCATTTAAAAAGGAAACTATGTAACCACCCTAACTAGGAAGCCATGTGCTGCTCATAAGCACAAGTTCACTCTGGCCAAGTCCAGTG 
CTTGCCACTGTAAGCCTGAGTTTAGGGGGATGGAGGCAGGGGGATTGCAATCTCAAAACACAAGACAAACAAAACTTATATACAAATTTAACTT 
CTTTTAAAAGTTCATCGAAGCCAGCCAGGATGGCTCATGACTTTAATCCCAAGCACTCAGGAGGGAGAGGCAGGCTGATTTTTGTGAGTTCAAG 
GGCACCCTGGTCTACATAGAGAGTTCCAGGCCAGTCAGGACTATATAGTGAGATCCTGTCTAAAAACAAAGAAACAAACAAATAGAAAAACCAA 
GAACAAAAAGTTTATGTGCCTTTCTACAATGACCAAGAGTCACAATTGTGCACACTAGGAAGACACAGTGCAATGTGGTACCAGAACAAGAAAA 
AGTATACTTGGTGTG ACCATGG ATGGATGT C CTCCAACTTACAATAGTTCAACTTGTTCATTTTGAGG C AAGGTCTC ACTCACTAC ATAGCCCT 
AGCTGGCATCCTCCTGGCCCTGGCTCCAGAATGCTGGAATTAATGACACGTCAGGCCTCTGTTACGTTACAGTGGTGTAAAAGTCATTCACACT 

TTGTAGACCAGGCTGGCCTCGAACTTGGAAATCCACTTGCCTCTGCCTCCCAAGTGCTGGATTAAAGGCATGCAACACCACTGCCCGGCGTGAA 
GACAGTCTCTTGGTACCCAGGCTGTGAACTTGATATTTTGTTGAGCATGACCTTGAACTTCTTTAAGTATCATTGTTGAGGGGAGGCCTAGATG 
TGTGTGTGTGACATCAGAGGACAACTTTGTGGGATCAGTTCTTTCATTATACTTTTACAAGTGTTCTAGAATTAACTAGGGTTAAAACTGCCTG 
GCACGTGCCTTTTATCCACTGAGTTGTCTTGCTGCTCCAAACTTTGGGCTTCTGAAGTTTTTGCCTCCATCATCTGAGTGCTGGCATTATAAGT 
GAACAGGACTGGCCCAGAATGAGAACACACTCTTAATCCTAGCACGTGGGAGGCAGAGGCAGGTGGGTCTCCGTGAGTTCAAGGCCAGCCTGAA 
CTACAGAGTGAGTTTGAGGACAACTGGGGGTATATAGAAAGATTCTGTCTCTCCCACCCACCCCAAAAAGGCACACACCACTGCTCCTCATTTT 
ATTAGGCGATGAGATCAAACCCAGGGCTTCATGCACACGAAGCAAGCACTCTATGAAGTGAGCCATAGCCTCCAAGTCAGCATTTAAACTTTTT 
TTTTTTTTTTTTGGTTTTTCGAGACAGGGTTTCTCTGTGTAGCCCTGGCTGTCCTGGAACTCACTCTGTAGACCAGGCTGGCCTTGAACTCAGA 
AATCTGCCTGCCTCTGCCTCCCGAGTGCTGGGATTAAAGGCGTGTGCCACCACGCGTGGCAGCATTTTAACTTTTTAAAAATTACACTTATAAT 
ATATTGTGTGTATGGTACATGTGTGACAATCAGGACAACATTCAGAAGTCACTTCTTGCCTTCCACAATGTAGGTCCTGGGGGATTGAACTTGG 
GCTTGGCGGCAAGCACCTTTACTTGCTGAGCCATTTTGCTACCTCTCCCTAGTTTTTTTTTTTTTTTAGATTTATTTATTTATTATTATAAATA 
GGTATACTGTAGCTGTCTTCAGATGCACCAGAAGAGGGCATCAGATCTTATTACGGGTGGTTGTGATTGCTGGGATTTGAACTCAGGACCTCCG 
GAAGAGCAGTCAGTGCTCTTACCCAGCCAGATTTCTTTCTTTCTTCTCGGTTTAAACTTTGCCTGTGTGGCAGTGCACACGAGTGCAGGTGCCG 
AGTTGCTCCCCACTGGAGCTGGAGTTTAAAAGTGGCCACGAACTGCCTGATGTGGGTGCTGGAGTCTTCTGCAACCCAAGCTGGAGTCTTCTGC 
AACCCAAGCTGGAGTCTTCTGCAACAGTAATATGTGCTCTCAACCACTGAGCACAGTTCCCTCAGTCCCTCAGCCAGCTTGTGCAGCCTGGACT 
CACCTACTGAGGGATGCACTCACAGAGAGCTGCCCCCCCCCACATCAATCAGCAATCAAGAAAACAATCCACAGACACATCCACAGGCCAGTCT 
GATCCAGACAGTTCCTCGGCTGATGTTCGCTCTTCCCAGGTTTGTGTCAAGTTGAAAATAGAACTAACCAGAGCACAGGTTTTACAGTGTAGCC 
CAGGTTGGCGAGGAATTCATGGTTCCCCTGCTTCAAGCTTCCCATGCTAAGGTTGCAGGTGTGTGATGACACCCCCAACTTTTGCATTTCCTAT 
TTATATTTTCATCTTACAATGGACTCATTGAGGCATGAACCCATCATAAATTGGGGAGCACCTGAACCCAGTAAATGAAGTGTTGGGTGCTCCC 
ATTGCCTCCCACTGTTCTCTATATTGACAGACAGCTTCTACCCCAAATCCATGCCAACAGTGTACACTTGTCTGTGGACACCTACAGCAGGTGG 
TGTG ATTT AACCTG AT ACTGTTAGG AT ATGAATTTAGTGC AG ACTCTACAGTATAGGTC AAATT CTAC AAG AAC ATAGAAGC C AAGTCAAAGC C 
TAGGCCTTCCTTACTTCTGAGCCACTGAGATAGGTCAGGGACTGCCACAAGAGGGCACAAAGGCAAACTGGCTCTGAGCCCTGTGCAAGGAAAG 
CATGATGTGTGGTTGCCTTCACCCTGGCACTCTCGAAAAGCTTTGCCATAAGACATTTGATTATGGCGGGTGGTGTTGGTGCATGCCTTTAATC 
CCAGCACTTGGGAGGCAGAGGCAGGCAGATTTCTGAGTTCGAGGCCAGTCTGGTCCACAGAGTGAGTTCCAGGATGGCCAGGGCTACACAGAAA 
AAC CCTGTTTT C ATCAGG AC AGAATG CTTAC AGT AGAGAAGC CG CTTGTG ATGTAC C C AAG CTAAAATT AG ACGTAG CG ATAC AAATG AC AAAG 
G CGGAAGAG AATTGTTATTG AGG AAAAACTTTGTCC C ATAAAATATTCTTGGTAAAC CC C C C AAATCAACT CAG ATTT C CAGC AATCTGTCAG A 
GCAAAACCCACAAAGCCTCTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGCGCATGCATGTGTGTGCTTCTGTGCATGTGTGCATGCATGTGT 
GTATTGGTGCTGGGGATTGAACCGAGGGTCTTGACACATGCTATAGTTATTCCACTGAGCTAAGCTCTCAATTCTTGTTTCCTCTTTTTTAATT 
CTTTTTTTTTTTAATTTATTTATTATATGTAAGTACACTGTAGCTGTCTTCAGATGCACCAGAAGAGGGCATCAGATCTCATTATGGGTGGTTG 
TGAGCCACCATGTGGTTGCTGGGATTTGAACTTCGGACCTTCGGAAGAGCAGTCGGGTGCTCTTACCCACTGAGCCATCTCACCAGCCCCTCTT 
GTTTCCTCTTAATTGACCTAAAAATCACTGTTTGGAGGTAACACAGCAAGGCAATGAATTGCTGACTCTGAATCCCGTTAGCCTTGACATCGCT 
AACTTGTGGCCTTGAGGACAGTTGCTTAGGTTCCTTTGCAAAAACTTAAAGGCTGCTTTTGCATTGGGATCGCGTGAGCCTGTAGATGGACCAT 
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AGACATGAGATAAGAAGCTCGGCTGGTCTCCTCTCCTGTTGTTCCTGCCCCTTTTGCTCTCTTACACTTGGAACTAAATTCTACTCTGCTTTGC 
AGATAGACAAGCTGCTTATGGGAGAAATGTTTAGTCCAAGACTATAAGAGAACTTGGGACCGGGCAGTGGTGGTGCATACCTTTAATCCCAGCA 

TCCTTAGGCTGAAACCAATCCTGAGGACAAAGCATTTATGGAAGAGGATGACATCAAGCCAGGTATGGTGGCCTGTGAGCTCTGCCTTGGTAAG 
GTAGAGATGGGAAG AC C CAG AACTCAAAGC CAGTCTTGGATATATAGT AAAGT CCAAGG C C AGGCTGAGTTGT CTG AGATGGGAGTGGGTAGAG 
GAGTGAATGGTGGCCATGGTGGTACATGCCTGCAATCTCAACTTTTAGGAGGCAGTGGCAGAAAGGTTGCAATATGTATAAGGCAAGCCAGGAG 
GAGACAAGGCAACTATATCAAGAAATCAAAGACAGAAACTGAGCTGTAGCTCTAGTGGCAGAGTGTTTACCTGGTATGCTCAAGGCCTTGTACT 
CTCTTCCCTGTATCCCAAAAAACAGAGATGTAGACGAGAGAGTTGGGAGTGCAGGGTCCTCTAGCTGTATAGTGAGTTCAAGGTCAGCCTAGAA 
ACCATGAAACCCTGTCTCAATAATAATAATAATGACATCAACAACAGAAGCAGCTCAGCTTCTGGGGTTAAGCTACGGATTCCAGGTTAGGATG 
GTTGAGGTTGTGCAGAGCAAGGAAAAACTCCTTGACTTTGAAAATTCTGCCCTGACCACTGCTTTAGTTCAGTCTAGAAAACCAAATCTGTTGT 
CTTCACTAAGCGAGCAGCTTTTTCACGTATTTGGCTTATACCAGCTCCCTTCTACTCCAGAGCTGAAGTCCCTTCAGGAAGCCTTGTCACACAG 
CATGTCCTCATTTTGAAGGCCCCATGTCAGCAGAGCCTGCCTCCTGGTAGCGACAAGTCTGGCTGTATTCCCAGACTTCCCAGAAGCCTCTTCT 
TGAGCTCCATCCTTTGCTGAAAGGGTCCACAAAACTCAGGGACACATCTGCTTCTGAGGAGTGGTTTAGGCAAAGGTGAGCACTCAGAATCAGC 
CAGAGCACAGGGAAGATGAGGAGGTGAAGGCCCTCCTGTGTGACCCCTTCCCAGGCTCTCCATAGGGTCTCTACATCTCTTTTTCTGCTTCTAT 
GATCAGTTCTACCTCAGAGATTAGCTCATTTGCCTTTGAAGATTAACTCACCTTCTGGTCCCTTCCACTCTCTGGAGGTTGGTGGGGAGGTGAG 
AACTAAGAGTTCAACCTTCTAGTGTAAGGGTCCATGATTTGCCGAAGAATGACACCCCAGACTCAAATAGTATGTAAACACAAAGAGTGTTTTA 
TTCTGCAGAAGTCCAGCATGCTGGGACCTCCCATTACCAAGATAGAGAAACAACCAAGCGAGCTCGAAGGCCCAATTTAAAACACCTTAGGGGA 
ATCGGGAGGCCGATGGGCTTTGTCTTACTCCGTCTCTAAGGTCATTCTGTCCCTGGGGCATGAGGGCTGGCTGGAAGCTGCTGACCTATTGTCC 
TCGTTTCAGGCCAGGTGATGGGGCAGTTTCTGACTAGCTGCCTGAAGTTTGGGTTTTTAGGTCTAGTCTCTTTAACTGCCAATTTGAGGCCTGT 
CTTGGAATCAGCCTAGCATTCTCACCAAGTCAGGATGGGTTCCACTGGTGGCCAGTCCCATTTTCCAGAAGCCACCCCAGTAGGATAAATGCAG 
CTATGACTGAAAAGGCTAAGAAAAGAACACTAGCCTCTGTTCTTATTGCTGGGGAGAAAACTCAAGGGTTTCAGGGGCTCTGTGCCCGGACCTT 
GGGAAAGAAGGCATGATTGCTTAGATTGAAAAGATCTGGCCGGGCGTGGTAGCACACGCCTTTAATCCCAGCATTGGGAGGCAGAGGCAGGCGA 
ATTTCTGAGTTTGAGGTC^GCCTGGTCTACAAAGTGAGTTCTAAGAAAGCCAGGGCTACACAGAGAAACCCTGTCTTGAAAAACCAAAAAAAAA 
AAAAAAATGTGAAGGAGCTTCAGGCAAATAAGACAGACTTTATTCAGTCTGGCTGAAGGTTGCTGGGAAGGCAGTCACTAGTTGGCATTCTTTC 
AGCAAGCACCCAGGCACATGTACGAACTGCACACAGGCAGATACAACTACAGACAGATACTCACAGGCAGACAGTTGATGTTGGAGGAGAGGGA 
CTATAGGTGTACTTGTGGGCTACTTCATTGGATTATTTTACTACCACCTTTCTCCTCCCCTGTTCCACCCTAATCCCTTCCAATCCCCCCAACA 
CTAGGTAGATCTCTCTAGACTATTTCCTGCTGATTAAAGGCATCAAGTCCCTTGGGGCAAATCCAATCTTCATCCTCAGGATATCTCCAACCAG 
CAATCG CAAAAGCAG CAAATG C AACTGC AGG AATCGGCAG AGGCAGAGCTG AAGCAGTGGG AGTAGCAG C AGC CACCTCC AC AAGCCCTCTC AG 
GGCTCTCACATTTATACCCTCTCAAGGGTTACCAGAATTCCAAATGTAAACTATCTGCTGCTG 

" MOUSE SEQUENCE - mRNA 

C AC AGG CAAG ACTTTGGAGAG AGC AGACTAGG C ATAATGGC C ACCTTGC CAC C AACAG CCAACC CTTCC CAGC AACCTCT AAACCT AGAGG ATG 
AAGATGGAATCCTGGATGAATATGATCAGTACAGCCTGGCCCATCCCTGTGTCGTCGGGGGAGGTCGGAAAGGTCGGACCAAGAGAGAAGCTGC 
TGCCAATACCAACCGCCCTAGCCCTGGCGGGCATGAGAGGAAGCTGCTGACCAAGTTCCAGAACTCTGAAAGGAAAAAAGCCTGGCGCTGAGAC 
GGAGCTGGAGATAAGGCCAGACCACAGACACCACACCCAGCAATGGATACAGGACATCACACCCAGCAATGGATACAGGACATCACACCCAGCA 
ATGGATACAGGACCTTGGAGAAATTAGGAGTTGTAAGCAGGACCTAGGCCTGCTTGATTCTTTCCCACCTAAGTGAGGTTCTGGAGAGGGAGCC 
CTTCCACCCTTCCAGACCCAGCAAAAGGGCAAGATGGGAGCAAGAAGCAGAGGGTAGACGGGCAGAGCTAGGAAGACAGCCCCCAAAAGAACTG 
TGGGGGAAATAAATCGGATGCCCTTGGGTGGCAGCAACAATAAATCGTACAGCAGTGACAGCAAAAAAAAAAAAA 

MOUSE SEQUENCE - CODING 

ATGGCCACCTTGCCACCAACAGCCAACCCTTCCCAGCAACCTCTAAACCTAGAGGATGAAGATGGAATCCTGGATGAATATGATCAGTACAGCC 
TGGCCCATCCCTGTGTCGTCGGGGGAGGTCGGAAAGGTCGGACCAAGAGAGAAGCTGCTGCCAATACCAACCGCCCTAGCCCTGGCGGGCATGA 
GAGGAAGCTGCTGACCAAGTTCCAGAACTCTGAAAGGAAAAAAGCCTGGCGCTGA 

HUMAN SEQUENCE - GENOMIC 

ATGCCGCTGCACTCCAGCCTGGGGGACAGAGTGAGACTCCGTCTCAAAAAAAAAAGAAAAAGAAAAAGAAAATAATTTTTCTTGCAAAAATGGG 
AGCACAGATGCACCGTTGCGGAGGGCGACAATGATGTCTGGGCTCGCTTCATTCTACATGGGTTGGGGCATGGGGTAGGGGGGCACGGCCCCTT 
GGCCCGAGGTGGGAGGGTAGGGGACGGTGTCTGTGGCCCAGGGGTGGGTGGGGTGGGACAACGCATTGTTTTCAGGGCACTCCGTCTACACCCG 
TTACACTCCGCAGCAAAGCCGTCCCAGGTCTCCACCCACCACCCCACCCATCAGGACACCAGGAAGACGCACTTGACCTGCAAGAGACTGTTTG 
AATACATCTTCCCTAAGAGGATGGACTGATGCTGCAGGCTGGACAAACCGCCAAGCTGAGCTCCAAGGTCCCCCTGACTGAGCCCTGGGATCCT 
CTTGACCTTCAGCAGAACTCCACCTTTGAAGTCCGGTACCCACCAGGCGGCTGGATGAGCGTGCCTCCATGCAGGGGCGCTCAGGCAGAAAGTC 
AGCCAGAGCAGATGAAACCTGAATTGTTATCCCAACCAAAAATTACAGCACGATGTTGCCCTCCCTTGTTTTTTTGACATACACCTGGGTGTTA 
AAGACCCCTCCATGTTGACCCCGTGGGGCATGGGCCAGACAGCCCAGTGGAGGAGACGACCAGGACCAGCCCTGGTGAACGTGAAAACCCAGAA 
GTGACGGCATTGGACATCAGATATCAGTGACCCCAGCTGGAAACAGATTTGATATTTGAGAATTTTCACTGGAGCTTAAATATGATAAGTTTAG 
GACGGTAGACATTTTTATGGGTTTTTTTGTAAGTATGATCTTGACTAATCAAACTGTCTATAAAAGAAATTGAATGGGCTGAATCAATGGCTAA 

GCACAATCTTGGCTCGCTGCAACCTCTGCCTCCCCGGCTCAAGCGATCCTCCCTCCT CAGC CTCC CAAG TAACTGGGACTATGGGTACACACCA 
CCACACACAGCTAATTTTTGCTTTTTGTGTGTGGTGGGTTTTTTTTTTCTTCTTTTTTTTTTTTTCAGACAGCTCCTTGCTCTGTCGCCCAGGC 
TGCAGTGCAATGGCACGATCTCGGCTCACTGCAACCTCCACCTCCTGGGGTTCAAGTGATTCTCCTTCCTCAGCCTCTTGAGTAGCTGGGATTA 
CAGGTGCCACCATGCTGGGCTAGTTTTTGTATTTTTAGTAGAGACAGGGGTTTCACCATGTTGCCCAGGCTGGTCTGGAACTCCTGACCTCAAG 
TGATCTGCCTGCCTAAGCCTCCCAAAGTGTGGGGATTACAGGCATGAGCCACCGCTCCCGGTCTTAATTTTTGTATTTTTTTGTATAGACGAGG 
TCTCGCCATGTGGCCCAGGCTGGTCTCAAACTCCTGGGCTCAACCAATGTGCCCTCCTCAGCCTCCCAAATTGCTGGGATTACAGCGTGAGCCA 
CCACGCCTGGCCTCGTTTTTTTTTAACAGTGCTAAGAGGTAAGGAGGACTCCCTAGGAGCAGTTCGCAGTGGCAGGGAGGCATATTTTATTACT 
GACATTGTTGAGAATTGATAGTGATAATAAAAGGCAGAATGATTTGGATCAGTTTAATTATTAAGTTCTTTATAGACAGCCTGGATCAGGGTAG 
GGGACTGCTCCCACTGCCCTGTCCCAAAATGCTCCCTTAAAATTATTTCCAGATATTTAAGAGCTTTATGGCATGACCCAATTGCTATAAAAAT 
TTTAACTTGAAGGAAAAT CTATACTAT AAAGTAAT CGTTT CTTTAAAG ATAC ATTTTAAGCAAG AGGGTTTGGAAAAATCTTTATGTCTACACC 
TGGTAAGCACAAGCCATGTATATTCCGTTTTTGTTTCTTTCTTTCTTTCTTTGTTTTTGTAAAAAAAATTTGTTTTGAGCCAGGGTCTCACTCT 
GTTGCTCAGGCTGGAGTGCAGGGGCGCAATCACCGCTCACTGCAGCCATGACCTCCCCAGGCTCAGGTGATCCTCTGGCGTCAGCCACCTGAGT 
AGCTGGGACCACAGGCACGAGCCACCACACCTGGCTAACTTTTGTATTTTCTGTAGAGATGGGAATTTCGCCATGTTGCTCAGGCTGGTCTCAA 
ACTCCTGGGGTCAAGCCATCCGCCTGCCTTGGCCTCCCAAAGTGCTGGGATTACAGCACCAGGTCCAGCCATTTCCTTTTTTTCTATGCAAGAG 
TATTGATATATGTACTGAATCATCCCATACTTGCCAATGTATGTGATCACATACTTATCTTGCTGGGATCACAGGCAAGAGCCACTGCGCCTGG 
CCCAAGTTTACTTTXTTTTTTTGGAAATGGAGTTTTGCTTTTGTTGCCCAGGCTGGAGTGTGATGGCGCCATCTCGGCTCACCGCAACCTCCGC 
CTCCCGGGTTCAAGCGATTCTTCTGCCTCAGCCTCCAGAGTAACTGGGACTACAGGTGCCCACTACCACGCTGGCTAATTTTTTGTATTTTTAG 
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TAGAGACTGGGTTTCACCATGTTGGCCAGACTGGTCTCGAACTCCTGACTTCAGGTGATCCACCCGCCTCGGCCTCTCAAAGTGCTGGGATTAC 
AGGCATGAGCCACCACGCCCGGCCCCATGTTTACTTTTATAGTCCCAGCACCAAGCAAGTGCCTGGCACATGGTTAGTACCCTAAACATTTGCA 
GACTGGAGAATGCATGCCTCTCTGGTCTTTACTTTCCTCTTCTGTTAAATGGGGTCGGGTTTGCTGATCTCCCAGAAGACATCAGTAATAAAAT 
TTATTATTTTAGATTTTTTGCTTCTTTCTTTTCTTCTTTCTTTCTTTCCTTCCTTTTTTTTTTTTTTTTTTTTTTTTTTTTGTGTGTGTGTGTG 
TGTGACACAGAGTTTCGGTCTTGTTGCCCAGGCTGGAGTGCAATGGCGCAATTTCAGCTCACTGCAACCTCCACCTCCTGGGCTCAAGCAATTT 
TCGTGCCTCAGCCTCCCAAGTAGCTGGGATTACAGCCATGTGCCACCAAGCCCGGCTAATTTTGTATTTTTAGTAGAGACGGGGTTTCACCATG 
TTGGTCAAGCTGATCTCAAACCCCTGACCTCAGGTGATCGACATGCCTTGGCCTCCCAAAGTGCTGGCATTACAGGCATAAGCCACCGCGTCCA 
GCCTTATTCTAGGTTTTTCTACTACTGTGTTTTATGTGGCTGTCTATTTTAGTTGTCAGGAGAAAATGTCACACCTCTATTATGGTGAAAACTG 
TGTATT ACTCAT AGTTAT CTATACATTTAATG C AAAAAT ATAATTTGTAGTGTAC ATG ATGTTCTGCAAC CTGTGTTTTTCATTAGGAATGTAT 
TATGGACATCTTTCTCATCAGAGATAGAGATACATTCTCTCTCTAAAGAGTATTGAATGGCTACAGTGTTTCACAGAAGGAAACTGATCAGTCA 
CCTACTGATGGACATTTAGGTTGTTTCCGATTTTTGGTTTTTGCTTTTTTTAGAGACAGGGTGTTGCTCTGTCGCCCAGGGTGGAGTGCAGAGG 

TTTTAAGATATGGGGTCTCGCTATGTTGCCCAGGCTGGGTTTCCTGTTTTTCACTACTACAAACAAATGAACTTCCTTGTACCTGCCTCTTTAC 
TCACCTCTGGGAAGATTTCTGTAGGAGAGAGTCCTGAAAGTGGGACTGCAATATCAGGGGGATATAAGCATTTCAAAATCTTATCAATGTTGCC 
AAACCACCCATTAAAGACAGCATCTGGCTGGGCGCAGTGGCTCATGCCTGTAATCCCAACACTTTGGAAGGCTGAGGCAGGCGGATCACCTGAG 
GTTAGGAGTTCGAAACCAGCCTGACCAACATGGTGAAACCCCGTCTCTACTAAAAATACAAAAATTAGCTGGGCATCATGGCATCTGCCTGTAA 
TCCCAGCTACTAGGGAGACTGAGGCAGGAGAATCGCTTGAACCCGGGAAGCGGAGGTTGCAGCTAGCCGAGATTGCGCCAGTGCACTCCAGCCT 
GGGC AAC AAG AGC AAAACTC CATCT CAAAG AAAAAAAAAAAAAG ACAGCATCGACTG ATATTTAAAACG ATG ATATCAC ACAG CCAAGAAAACT 
TGCAAATGCAGCTGCCAGATTTGACATTTTTATCTGGGATGGGGTTGTGAGATCATATGGATATATTTTGTTTAACCTCATTTAGATTTCTTGT 
GTCCTCTTGGAACACAGCGATGTCCAATCCACCTTAATTACGTATTCTGCCTTCAGCCTGGGAAGCTTCTGTTCCTTTGAGCTAGTGACTTCGT 
ACATCCCTCAGGCTATCCAACAGAGAGGAAGTCTTGCTGTGTTGCCTAGGCTGGAGTGCAGTGGTGCGATCATGGCTCACTGTAGCCTCAACCT 

TAAAGATGAGATCTCGCTATGTTGCCCAGGCTGGTCTTGAGTTCCTGGGCTCAAGCAGTCCTCCTGCCTCGGGGTCCCAAAGTGCTGGGATTAC 
AGGTGTCAGCCTTTGCATCTGGCCCACAAACAGCCATTCTTGTTCAAACTTTGCCTCCAGGCCTGGCGTGGTGACTCACGCCTGTAATTGCAGC 
TATTTGGGAGGCCGAGGTAAGAGGAGCACTTTAGCCAAGGAGTTCAAGACCAGTCTCGGCAACATAGGGAGAGCTCATCTCTACAAAAAATAAA 
ATTAGCTGGGCATGATGGTGCGTGCCTAAAGTCCCAACTACTTGGGAGGCTGAGGTGGGAGGATCCCCTGAGCCCTAGAGGTCGAGGCTACAGT 
GAG CAAGGTTG CTCCACTGTATT CAGCCTGGACG ACAG AGTGAGAACCTGT CT CAAAAATAAATAAATAGGC CGGGTGCGATGGCT CATGC CTG 
TAATCCTAGCACTTTGGAAGCCGAGGCGGGTGGATGACTTGAGGTCAGGAGTTTGAAATCAGTCTGGCCAACATGATGAAACCCTGTCTCTACT 
AAAAATACAAAAATTAGCTGGGTGTAGTGGTGCATGCCTGTGATTCCAGCTACTCAGGAGACTGAGACAGGAGAATCGCTTGAACCCGGGACAC 
GGAGGTTGCAGTGAGCCGAGATCGTGCCACTGCACTCCAGCCTGGGTGACAGAGCAAGACTCTGTCTCAAAAAAAAGAGAAAAAAAGAAAAAAG 
AAAAGAAAATTAAAATTAAATTAATTAATTAATTAAAAATAAAAGAATTAGAAAACAAGCTTCACCTCCTCCAGGAAGTGTGCCTTCATCTCCC 
TATCTCCAGAGAGGTTAGGTGCCCTCCTGGGAGCTCCCAGCCCTCTGCGTTTACTCCAAGCTGATGGCGCTGGGTTGTCATAGGTGTGCCTAGC 
AACGTCACGAAGGTGTAACTCTAAGCAGGAAGAAAATAAACTTCCTCGTGGCAGATTTTACATGCACCTGGAGGCTTGAGGATGGGAAAATGAA 
ACCATCCCTGTAAAC CTCATG CAATTAATCAG AGAAC AGAG AGG AG AAATGGAAAC AAGCC AGG CTTGC AGCACACCC AGCGCTGAT C ATGAGG 
TCAGCTGCCCCCTGATCTGCTTCCTCTTAGTTGTCTGGTGCCTGCTGTTCTAGAATCACGTAGACCTGGTTACAAGATCATAGTTCCCCTTAAC 
TGCACTAGAGATAGCAACTTGAACGTTATGAAACATTAAATGTTACTTTTGAGAAATTCCTTCAGGTCCTGCGTGCCGGTGAAGCGACTGACTC 
CGCCAGCCTGAAGGACCCCACCAGGAGCTAACTCCCCAAAAATGTCTTTTTCACATCATGATGATTTCATTTCCCTTGCTCTGACCAATGACCC 
CAATTTTCTAGCCTCTCACCCTCCATAATCCCCTTAAAAGCCCCATCCCAGAATTCCCTGGGGAGATGCATTCGCAGGTCTCCTCCTATCCCCT 
TGCACAGTGCCCTGTGATCATGAAACTCTCTCTACTGCATCCCTGCTGTCCAGTGTAATAGGGCTGTGACAGGGCAGCAGGCATACAAATCTGC 
TGTTCCTGTAACAAAAAGCACACCTCTACGTCTAGATGGAGCCACGTCTAGAGCCCTGCAGATCCATGCTAGAGGGGTTCCAGCAGGCTGGAGT 
ACAATGGCGTGATCTCGGCTCACTGCAACCTCTGCCTCCTGGGTTCAAGAGATTCTTCCGCCTCAGCCTCCCGAGTATCTTGAATTACAGGTGC 
ATGCCTCCACGCCCAGCTAATTTTTGTATTTTTAGTAAAGACGGAGTTTCACCATGTTGGCCAAGCTGGTCTTGAACTCCTGACCTGGTGATCC 

TCGCTCTGTCGCCCAGGCTGGAGTGCAGTGGCGCGATCTGGGCTCACTGCAAGCTCCGCCTTCCGGGTTCATGCCATTCTCCAGCCTCAGCCTC 
CCCAGCAGCTGGGACTACAGGTGCCCGCCACCACACCCGGCTAATTTTTGTATTTTTAGTAGAGACGGGGTTTCACCATGTTGGCCAGGCTGGT 
CTCCAACTCCTGACCTCAGGTGACCCACCCAACCTCGTCGGCCTCCCAAAGTGCTGGGATTACAGGCGTGAGCCACCATGCCCTTCCTCCTTCT 
CTCATAGGCTTCTTTCTTCCAGCACCTGTAAGATCAAGGCCAGGGAGACCTCCTTCCCTGGCTCCATCTGGGACAATCACAGTGTTTCTGTGGT 
CCCCTGTGAGGCTACAATTCGCCTCTCAGTTCCTGCATTGCAGAGCAGGTGGAAGCTGAGCAAGCAACACTGATCTTAGCAGAGCCTCATGTAT 
TCAACTAG AC ATTTACTG AGCTCAGACTGAGTGCC AGG C ATTG AGG AT AC AATATGG CAGGC AAG ATTCCTG CC CCGAGAATAATG ATAATTAA 
AATAGCAAGCATTTATTGCACACTGATTATCTTCTAGGCACTGCGCTAAGCATTTTTTTTTTTTTTTGAGACCGGGTCTCACTCTGTCGTCCAG 
GCTGGAGTGCAGTGGCGCGATCTTAGCTCACCGCAACCTCTGCCTCCTGGGTTCAAGCGATTCTACTGCCTCAGCCTGCTGAGTAGCTGGGATT 
ACAGGCACACACCACCACGCCTAGGTAATTTTTGTATTTTTAGTAGAGACGGGGTTTCACCATTTTAGCTAGGCTGGTCTCGAACTCCTGATCT 
CGTGATCCACCCACCTCGGCCTCCCAAAGTGCTGGGATTACAGGTGTGAGCTACCGTGCCCGGCCCCAACCTTCTTTTCTTTTTCTTTTTCGAG 
TGCAGTGGCACGATCATAGCTCACCGCAGCCTCAAACTCCTGACCTCAAGTGATCCTTCCACCTCAGCCTTTCAAAACAGTGGGATTGCAGGTG 
TGCCTCACCTTATCCAGCCTAGGTGCCATTAATCCCACTGTATAGACGAGTAAACAAACATGCAGACTAAGCTTGTCTAAGAGCACACAGCTAA 
CTAGGGGGCAGAACCAAGCTTTAGACCTGAGAAGCCCTGTTCCAGAGCCTACTCCTTTAACCATTAACTAAACTAAACCAACGGTTGCATGCCA 
GTGGGGACAAATAATGGTAAAGCAAACAAATAAAAAAGATACTGGCCAGGTGGCTCACGCCTGTAATCCCAGCACTTTGGGAGGCCGAGGCGGG 
CAGATCACCTGAGGTCAGGAGTTCGAGACCAGCCTGGCCAACGTGGTGAAACCCCGTCTCTACTAAAAATATAAAAATTAGCCGGGCGTGGTGG 
CACAAGCCTGTAATCCCAGCTACTCAGGAGGCTGAGGCAGGAGAATCACTTGAACCCAGGAGGCGGAGGTTGCAGTGAGCCGAGATCATACCAC 
TGCACTCCAGCCTGGTGACAGAGTGAGACTCTGTCTCAAAACAAAAACAAACAAACCAACAAAAAAAGGATGGAGTCTTGCTCTATTGCC(2AAG 
CTGGCCTTGAACTCCCAGCTTCAAGCAATCCTCCCAGCTTACCCTCCCAGAGCCCTGGAATTACAGGCATGAGCTACCGCACTAGGCCAATCTT 
TGCTTAATTTAAGATTATTTTCCTCTTTCTCTGATCACCTGGTCTGTTATTATTGGCCCAATCCTGTTTTCATTCAAGTATCCTGTCTTCACTT 
TCATTTCCTGGGTGTTAAGGAACTCATACATCATCCAAATCTGGGAAAACAAAGGCTAAATTCAATTCCGGCTCAGGCAAGGGAGAAACACAAG 
CAGAAGTTCAGCTTTTTGTGTTTTTGTTTTTGTTTTCAGACACAGTCTCATTCTGTTGCTGAGGCTGGAGTGCAGTGGCTCGATCTCAGCTCAC 
CACAACCTCTCCCTCCCAGGTTCAAGCGATTCTCCTGCCTCAGCCTCCTGAGTAGCTGGGATTACAGGCACTTGCCACCACACCAGGCTAATTT 
TTGTATTTTTAGTAGAGATGGGATTTCGCCATGTTGGCCAGGCTGGTCTTGAACTCCTGACCTCAGGTGATCCACCCACTTTGTGGATCTCCCA 
AAGTGCTGGGACTACAGGCATAAGCCACCACGCTCGGCCTCATTGTGTCTTCTGCCTCAGTACATCCATATTTTGAAATACATATTATTTTATT 
ATAATTTGTTTTTGAGACAGGGTCTCCCTCTGTCACCGGGCACTGTAGCATGTGTCTTTCAAACATTATCTCATTTGATCCTCTCCCCAACTCT 
AGGAAGAAGATACAATTATTATCATCCTTATTTTACAGAATTGGAAACCAAGGCACAGAGAGGTGAAGGGACTCGCCCAAGGTCACACGGAAAG 
TGGTGGGTCAGGGGATTGAACTGAGGGCAACTGGCTCCAGACCCTGAACTCTCCAACCCTCTGCCACCCTCCTCCTAGGTGAGGGAGATTACAT 
T ACTGGGGAC CCTGTTTC AGG ATATTAAGGGGTTTTC CAAG ATGTTT CTC ATAG AAAAAAG AAAAAAAAGGGTGTGG CTC ATGC CTGTAATC C C 
AGCACTTTGGGAGGCCGAGGCAGGCAGATGACTTGAGGTCAGGAGTTCAAGATCAGCCTGTCCAACATGGTGAAACCCCATCTCTACTAAAAAT 
ACAAAAATTAGCCAGGCATGGTGGCAGATGTCTATAATCCCAGCTATTCGGGAGGCTGAGCCAGGAGAATTGCTTGAACCTGGGAGGAGGAGGT 
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TGC AGGTTGCAGTGAGC CAAG ATCACAC CACTGCACT CCAGC CGGGCGAC AGAGACT CCATTTCAAAAAAAAAAAAGAAGACAAGCAAGATGTT 
GAGTGTGACTGGGTGGAAGCCACTGACTTGTCCCTGGCACAAGTGTGCTGATATCCCTTCCCCCTCCTTCCTCACGTCCTGCATCTCAGCGAGA 
ATTGGGGTGCCGGGGTTAGCTGTGTGGCCGTCATCCCAGGCCCAGGTGAAGCCCTCGATCAGGTGAGGCCATGATCCCAACGAGTGTTTTAGCC 
CAGATCCTGCCTCTTCCCTGCTTTCTGCCGAGAAGCGGGACCTCCTCTATGGAAAATATGCAGCTGGGTGAGCCTGGGAGGGAGGAGGTGAGTT 
GGGCTGGACTCAGGGACCGACTCTTCCCGTCTCATGACTGTGTTTACTGGGCTGGATTTTGGGAAGGGGCCAGATTGCATCAGACAGGGCCTGA 
TGGGCTGGAGCCAGACTGTGGTCTGAGGAGGAGACACAGCCTTATAAGCTGAGGGAGTGGAGAGGCCCGGGGCCAGGAAAGCAGAGACAGACAA 
AGCGTTAGGAGAAGAAGAGAGGCAGGGAAGACAAGCCAGGCACGATGGCCACCTTCCCACCAGCAACCAGCGCCCCCCAGCAGCCCCCAGGCCC 
GGAGGACGAGGACTCCAGCCTGGATGAATCTGACCTCTATAGCGTGGCCCATTCCTACCTCGGTAAGGCCCACTGAGCCATGTCCACGGTCCTT 
CCTCCTCTCCCGAAATCAGGACCCACCCCTCTTGTTTCCTCTCATTTCCTTTCCTTTCCTCTTCGTTTCTTTCTTTCTTTTTTTTTGAGAGAGT 
CACTCTGTCACCCAGGCTGGAGTGCAGTAGTGTGATCACAACAACTCAAACAACTCACCGCAGCCTCGAACTCCTGGGCTCAAGTGATCCTCCT 
GCTTCAGCCTCCTGAGTGGCTGGAACTTCAGGTGTACACCACCTGCAGTGGTGAGATGGGGTGTCACTATGTTTCCCAGGCTGATCCCAAATTC 
CTGGGCTCAAGCAATTCTCCTGCCTTGGCCTCCCAAAGTGCTGAGATTACAGGAGTGAGCCAGCCTGCCCAGCCCACTCACCCTTTTCTAGCCA 
ACCTGTTCCTTGGAGCCTCACGTCACCCCTGTCTAATCCCTTATCCCAGGAGTGCTATGTTACTCAGCCTGGGACCTCACACACATCTGGGGTC 
CCACATTGCACAGAGGGGAAGCAGCAGGCTTCTCCCTGCTCTTCCCATCCCCACAACCCTGAACCCCTGCCTCTCCTCTGACAGGGCCTCTCAT 
CATGCCTATGCCCAGTTCACCTCTGACTCCTGCCTTGGTTACAGGAGGTGGAGGCCGGAAAGGTCGCACCAAGAGAGAAGCTGCTGCCAACACC 
AACCGCCGCAGCCCTGGGGGGCACGAGAGGAAACTGGTGACCAAGCTGCAGAATTCAGAGAGGAAGAAGCGAGGGGCACGGCGCTGAGACAGAG 
CTGGAGGTAAGGAGTCGGGGGGCCCAGAGAGCTCAAGGTGGTGCTTCTGCCATGAAGGACAGGCCGGAAGGTGTGTGATTGGGTGGGGAGGAGG 
GATCAGGCAACTGTTGTCTTGATGCAGAATAAAACGAGACATATGTTTGATTGTGAGTTTCCTAGTGGCCAGAGCAAAGTGGGAACACAGAACC 
TTTCCAATTGAAGGGAAATTTGACTTACAGAGACAGAAATTGAGGATAGAGAGGGTGGGTCGTTCCCTGGAGTCACAAATCAAGTGAGTGGGAG 
AGGCAGAATTAGAACCCAGATCTCTGTCCCTTTTACCACCTGCTTTTCCTCACCCCCCAGATGAGGCCAGACCATGGACACTACACCCAGCAAT 
AGAGACGGGACTGCGGAGGAAGGAGGAGCCAGGACAGGATCCAGGCCGGCTTGCCACACCCCCCACCCCTAGGACTTATTCCCGCTGACTGAGT 
CT CTGAGGGGCTACCAGGAAAGCG CCT CCAACCCTAG CAAAAGTGC AAG ATGGGGAGTGAGAGG CTGGGAATGGAGGGGC AG AGC C AGGAAGAT 
CCCCCAGAAAAGAAAGCTACAGAAGAAACT.GGGGCTCCTCCAGGGTGGCAGCAACAATAAATAGACACGCACGGCAGCCACAGCTTGGGTGTGT 
GTTCATGCTTGTTCTTTGTGTGTTTTTGTTCGGGCATGTGTGTGCTTGCCTGTGCCTGCACATTCATGAGCCTGAGAGAGCATCTTTGATGTGT 
ATTTGTGTTTGGTGTATGTATCTGGGGCAGGGAGTGTTCCTGCTCTTGCAGGGTCTACGCTGTGAATGCAGCTTTTGGTTTGTTTGCTTTTGCT 
TGCATATATTTTAGTGCATACATTTCTGTGGGCTCCTACGTAGTGGAAAGGAATTTCTTCTGCTTTTTTGCGATACTGGCCATGAAACACGGCC 
CTCCCCAGCACCTGTTTTTGTTGATTGTGTCCTGTTCATAGACGGGAACGCTACTTATGAGTGCCATCTAAAAGTCAGAGAAAACTGAGATTTA 
AAATATTAAAAGCCAGGGCCGGGGGCAGTGGCTCACGCCTGTAATCCCAGCACTTTGGGAGGCCGAGGTGGGTGGATCACAAAGTCAGGAGTTG 
AAGACCAGCCTGACCAACATGGTGAAACCCCATCTCCACTAAAAATACCAAAAATTAGCCAAGCATGGTGGCAGGTGCCTGTAATCCCAGCTGG 
TCAGGAGGCTGAGGCAGTAGAATCGCTTGAACCCAGGAGGTAGAGGTTGCAGTGAGCCGACATCGTGCCATTGCACTCCAGCCTGGGTGACAGA 
GGGAGACTCTGTCTCAAAACAAACAAACAAACAAAAACTAAAGTCTGGGAGCAGTGGCTCATGCCTGTAATCACAGCAGTTTAGGAGGCCGAAG 

TCTGTTGCTCAGGTTAGAGTGCAGTGGCACCATCTTGGCTCACTGCAACGTCTGCCTCCCGGGTTCAAGCAATTCTCGTGCCTACGCCCCCTGA 
GTAGCTGGGATTACAGGTGAGCACCACCACGCCTGGCTAATTTTTGTTTTTTTGTTTTTTTGATACAGAGTCTCACTCTGTTGCTCAGGCTGGA 
GTGCAGTGGCATGATCGCAGCTCACTGCAACCTCCGCCTCCTGGGTTCAAGCTATTCTCCTGCTTCAGCCTCCTGAGTAGCTGGGACTACAGGC 
ACCTGCCACCATGCCTGGCTAATTTTTGTATTTTTAGTAGAAACAGAGTTTCACCATGTTGGCCAGGATGGTCTCAATCTCTTGACCTCATGAT 
CCACCCACCTTGGCCTCCCAAAGTGCTGGGATTACAGGCGTCAGCCACCACGGCTGGGCAATTTTTGTATTTTTAGTAGAGATGGGGTTTCATC 
ATGTTGGCCAGGCTGGTCTCAAACTCCTGGCCTCAAATGATCTGCCCACCTCAGCCTTCCAGCCTTTGGGAGGCCAAGGAGGGAGGATCGCTTG 
AGGC C AGG AGTTCG AGAC CAGC CTAGG CAACATACC AAG.GCC CTGTCTCTACAAAAATTTAAAAATTAGC AAAGCATGGTGGCTC ATG CCTGTA 
GTCCTAGTTGCTCAGAGGCTGAAGTTGGAGGATCCCTTGAACCCAGTTGGAGGCTACAGTAAGCCATGATGGTGCCACTGCACTGCAGCCTGAG 
CAATAGAGTGAAACCATGTATTGAAAAAGAAAGAAAGAAAGAAAGAGAAAAAGAAGGAAGGAAGGAAAAGAAAGGAAGGAAGAAAGAAAAGAAA 
GAGAGAAAGGAGAGAAAAAGAAGAAAGAGAGAGAAAGAAAGAAGAAAGAAAGAAAGAAAGAAAGAAAGAAAGAA 

AAGAAAGAAAGAAAGAAAGAAAGAAAGAAAGAAAGAAAGAAAGAAAGAAAAGAGCGAGCCCCGGCACAGTGGCTCACACCTGTAATCCCAGCAC 
TTTGGGAGGCCAAGGCAGGCGGATCACCTGAGGTCAGTAGTTCGAGTTCGAGGCAGAAGTTGTGGTGAGCCAAGATCACGCCATTGCACTCCAG 
CCTGGGCAACAAGAGCAAAACTCCATCTCAAAAAAAGAAAAAGAGAGAGAAAGAAAGAGAGAAGGAGGGAAAGAAAGAGGAAGGAAAGGAGGGA 
GGGAAGGAGGGAAGGAGGAAAGGAGGGAAGGAAATATTAAGGGATTTGCCCTAGCTCACTCAGGGCTCATATTCAGGGATCTTATTGTCTTCAG 
ATATGAGGTGGGTCCCCAGGCCAAGGGGGCTGTGGGACAGGGTTCTGGGAAGTGAGATGGGGGAGGGAGATTCTTATTCAGTGCTATGTCTCAG 
GACCAGAGTTGAAGAAAAATATGGGGCAAACAGGAAGTGTGGTTGGAGCTGAGATTATTTGTTGATTGAGATACAGGTTTGGGTTGCTATTATG 
AAGAATCAAAACAGGATACAAAGTTACTCCTCTCTTACTTAGCCCCAAGTCCTCCTGGGTTCAAATGGCAGCTCCATTGTGTTGAGGATTCCAG 
CTATTTTTACTCACTGTTCTGCCACAGCCAAAACATGGCTTCCACTTTGAGGCGCAAAATAGCTACTCCAATACCTGCCATCACGTTTGCATCT 
CAGCCTGTGGAAAG AGTGTGGAAG AGACAG AGG AGGCCAC AC CTCTT CAATTTTAGGG CATAATCT AAAAGTAGAACACATCAC ATCTGCTC CG 
AATGTGGCTACATGGCCACACC C AACTACGAG AG AGGTTGGG AAATGTAG C ATTG AGCTGCTTAG C CACGTGGTAGC CAAAACTTGGGCAACAG 
CAGGGTTTTATGATGAAAGGGAACCAGAGAGAGTGAATACACGAAGAAGCTAGCAAGAAACATTGCCCACATGCAGACTCAACAGATGTCGGGG 
GAGAAAACTCTGAGATTGGGCCCCGGGCAGAGCCTGTTTCCTTTTCCCCTGTCCCTTTCACATAAGCCCCACACTGCAGAACTTGGAGTCAGTG 
GTTCATGGGGACCCAAGGACATCCACAGAAGAGCGAAGTACCTGATAGAGCAGGAACAGATGCACGTGAGACTACGACCAGCTTGAACCCTTGG 
GGACCTGTATCCATCCCCTTCCCTTGAGTGCAGCCTAATCACAGCCACAGAATGAATGCATGACCCGGAAGGACATTTAAGGACCTCTGGCCCA 
ACTCTCCCCACGCAACAGTGGGATTGCCTCTGGTTGTTTGAATACCACTATGGAGGGGGAACTTGCTACATTTAAAGGTTGCTGAATTTTTTTG 
TTTTGTTTTGGGAGATGGAGTCTCTCTCTGTCGCCCAGGCTGGAGTGCAGTGGTGTGATCTCGACCCACTGCAACCTCCGCTTCCTGGGTTCAA 
GCGATTTTCATGCCTCAGCCTCCCTAGTAGCTGGGACTACAGGTGTGGGCCACCACACCTGGCTAATTTTTGTATTTTTAGTAGAGACGGGGTT 
TCACCATGTTGCCCAGGCTGGTGTCAAACTCCCGACCTCAGGTGATCTGCCTGCCTTGGCCTCCCAAAGTGTTGGGATTACAGGCTTGAGCCAC 
ACCACCCGGCAAAGGTTGCCTAATTCTATCTCAGGGCAAGTCTGTTCATGTGGGCTGAAATCTGTCTCTCATACCTGCCCTTAAATAAGCTTCT 

GATGGCTGCGTGCAGAAGCTCATACCTGCAATCCCAGCACTTTGGGAGGCCGAGGTGGGAGGATTGCTTGGGCCCAGGAGTTCTAGGCCAGCCT 
AGCAACACAGCAAGACCCTCTCTCTACAAAAAATTAAAAATTAGCCAGGTGTGGTGGCTTGTGCCTGTGGGCCCACCTACTCAGGAGGCTGAGG 
TGAGAGGATCTCTTGAGCCTGGGAGGTGGAGGCTGCAGTGAGCCATGATCTCACTCCAGCCTGGGCGTCAGAGTGAGACCTGTCTCAAAAAAAC 
AAAAACCAAAGTTTTGCTTAACTTGCAATGCTCCACCCATCTCCTGACCTCCACGCCAGGCCGACCCTCCTCTGGGATCACACGGAAGCCTGGG 
CCCAGAATCTTACAGTCTACCTTGGAAATCCTTCAGATTTTGCCTCCAACTCCTCTTTCCATACAAGTTACATATTAACTCAATCAATGCTTAT 
TGGATGCCTTCTGAGTTACCAGGATGCTGCTGGAGGGCTGTGCTGCTGAGAGGGACAAATAGAATCCTGATATGACTGGAACCAGGAATAGGGC 

AAATCCTGGAAACATCTCTGCTGTGTTTGGAGCTCCTATTGTGTGAGAAGTGTTTTATAGGCTTTGCTCCATTTAATCCTTACGATAAGCCAAT 
AGGACATACTATTAATGATCCCCTTTTTTTCAGACCGGAAAACTGAGGTTCGGAGACATTAAGTAATTTGCCTAAAGTCACACAGCCACATCCT 
GTAGGACTTGGAATTATGAACTCAGGTCTATCTGAATTTTAAAGCCTGGATTTTTCGCCCTTTGCTACATGCCTGGGAAGAACCATGTATTGAC 
AATGAAGAATCCTAAACTCTCGTTAATTTCTGGTCAATTACTCCTCTGGGCCTGGGTTTCCTCACCTGTCAAATGGTGAGACTGGCCTCTCTTC 
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TGTCAAAAGAGAAAATGAAGGCTGGGAAGCACTGTGTCCCTAGCTGGAATGGCCACTCCCTGTCCTGGGTCCTTTGACACCAGCCAGGAGTCCT 
CACACACTGCCCCTCCCTCCTGGCCTCTGATTGGCCTTTCCTGGCCTCGCCCTCGCCTGGCACAGCCTCTGCCTGAGAGGCCTTTAAGTGGCTG 
TTCTGGGAATTAAGGCAATTCTTGGAATTGCAGAATTTTTGGATCCGAAAGGATCCTAGCCAGACTCTTCCTCTTCTGTCTCCATGCCCTTTCC 
TAAACCCTTTCTTTTTCTTCTGGTTGCATGTCTGTTTCCCCATTTTGGGGGGATCCCCCTGAGAACTAGAGAAATCACTGACCTGTGTCCTACC 
CCAGGGGCTTACAGAATTGGCCCTGTCAGGCTTCTGTAACTCAAAGGACTCCCGACTCCTTGCAGAGAACTGAGAAACTCACCATGGGGTTGTC 
TGTCTGTTCTGCAAGCAACCTGATTCTCTTCCAGCTTCCCCTTTCTCAAAGGCCAGCTCACAGATACAGGAGTACATTTTTAAATTTCAGAATC 
ACCCTCAGTTTTCTCCTTTTTGAGACAGGGTTTCAGTCTATCACCCAGGCTGGGGTGGAGTGGTGCAATCACTGCAGCCTTGACCTCCTGGGCT 
AATTTTTAAATTTTTCGTAGAGATGAAGTCTCGCTGCTATGATGCCAAGGCTGGTTTCAAAGTCCTGTCCTCAAGTGATCCTCCTGCCTCGGCC 
TTCCAAAAGTGGTGGGATTACAGGCATGAGCCACCGTGCGCAGCCCGAAAATTGATTTTTTAAGTAAAATCCCCTAAAGTTAATGCTAATGACA 
GTAATAGTTCCAGCTACCACTATTGATAATCTACCTTAGGGTTTTCCCAACTTCATCTTTCCCATAGCACTTTTGTGATTGATTTCTGCTGTCT 
ATACATTCAAACTAT ACTATATATATTATGCTATATTTACTTAGCATTTAAAAACTAC CT C CTGC CAGT CAC AGTGG CT C ACGCCTGTAATCCC 
AGCACTTTGGGAGGCCAAGGCGGGCAGATCACCTGAGATCAGGAGTTCGAAACCAGCGTGGCCAACGTGGGGAAACCCCATCTCTAGTAAAAAT 
ACAAAAATCAGCCAGGCGCAGTGGTGGGTACCTGTAATCCCAGCTACTCAGGAGGCTGAGGCAGGAGAATTGCTTAAACTCGGGAGGCAGAGGT 
TGCAGTGAGCCAAGATCGTTCCGTTGCACTCCAGCCTGGGCAACAGAGCAAGACTCTGTCTCAAAAAAAGAAAAAAAAACTACCTCCTTATCCT 
TTTCACTCAAATATACTTAAAAAGGAAGCTACAGCATATAACCACCAACAATGGAAAACCATGGTCATATGTCATAATTAGAAATTAATTGTAG 
GGCAGACACAGCAGTTCACGCGTGTAATCCCAGCACTTTGGGAGGCTGAGGAGGGTGGATTATCTGAGGTCAGGAGTTTCACACCAGCCTGACC 
AATATGGTGAAACACCATCACTATCAAAAACACAAAAAAATTTAGCTGGACATGGTGGCAGGCAGCTGTAATCCCAGGTACTAGGGAGGCTGAG 
ACAGAAGAATCGCTTGAACCTGGGAGGCAGAGGTTGCAGTGAGCGGAGATCGTGCTACTGCACTCCAGCCTGGGCAACAGAGCAAGACTCTATC 
TCAAAAATAAATAAATAAATAAAATAAATTAACTGTAAAGGCTGAGGATGGTGGCTCATGCCTGTAATCCCAGCACATTTGGAAGCTGAGGTGG 
GTAGATTAGTTGAGGTCAGGAGTTTGAGACCAGGATGGTGAAACCCCATCTCTACTAAAAATACAAAAATTAGCTGGGTGTGATGGCACACGCC 
TGTAATCCCAGCTACTCAGGAGGCTGAGGCAGGAGAATTTCCTGAACCTGGGAGGCAGAGGTTGCAGTGAGCCAAGATCGAACCATTGCACTCC 
AGCCTGGGTGACAAGAGCGGAACTGCATCTCAAAAAAAAAAAAAAAAAAAAAAGGAAAGGAAAAGAAATTAACTGTAAAAAGAAATACCGAAGT 
TAGCCAGTGTGGTGGTGTGTGCCTGTAGTCCTAGCTACTCAGGAGGCTTAGGTGGGAGGATCGTTTGAGCCCAGGAGTTTGAGGCTGCAGTGAG 
CTGTGATTGCACCACTGCACTCTAGCCTGAACAACAGAGCAAGACCCTGTCTCAAAAAAAAAAAAAAAAAGGAACACTTAACTAAAACTTTTTT 
TAAAGTTCATCCAGCCAGGCGCGGTGGCTCATGCCTGTAATCTCAGCACTTTGGGAGGGTGAGGCAGGCGGATCACCTGAGTTCGGGAGTTTGA 
GACCAGCCTGAGCAACATGGAGAACCCTTGTCCCTACTAAAAATACAAAATTAGCTGGGCGTGGTGGTGCATGCCTGTAATCCCAGCTACTTGG 
GAGGCTGAGGCAGGAGAATCTCTTGAACCCAGGAGGCAGAGGTTGCAGTGAGCTGACTCCAGCCTGGGCGACTAGAGGGAAACTGCATCTCAAA 
AAAAAAAAAAAAAAAGGCCAGGCACGGCAGCTCACACCTGTAATCCCAGCACTTTGGGAGGTCGAGGTGGGTGGATCACCTGAGGTCAGGGGTT 
CAAGACCAGCCTGGATAACATGGTGAATTCCCTTCTCTACTAAAAATACAAGAATTAGGTGGGCATTGTGGCACTTGCCTGCAGCCTGTAGTCT 
CAGCTACTTGGAAGGCTGAGGCAGGAGAATCGCTTGAACCTGGGAGGCGGAGGTTGCAGTGAGCTGAGATAGCGCCACTGCACTCTAGCCTGGT 
GACAGAGCAAGACTCCGTCTCAAAAAAAAAGAAGAAGAAGGGTAGGGCGTGGTGGCTCACACCTGTAATCCCAGCACTTTGGGAGGCCGAGGTG 
GGTAGATCACCTGAGGTCAGGAGTTCGAGACCAGCCTGGCCAACATGGTTAAACCCCGTCTCTACTAAAAATACAAAACAAAACAAAAATTAGT 
TGAGTGTGGTGGCACGAGCCTGTAATCCCAGCTACTTGGAAGGCTGAGGCAGAAGAATGGCTTGAACCCAGGAGACAGAGGTTGCAGTGAGCCG 
AG AT CGCAC C ACTGCACTCCAGTTGGGTG ACAGAG CTG AGACTCTGTCTCAAAAAAAAAAAAAAAGAAG AAGAAG AAG AAAAAAAATTATGGGA 
GATCATTGTTTTGGGTTGAGCTGCTGCACTTTAGGCCCCAACAGATAAGACCAAACCAAAATGTAGTTACTCATGCTAAATGTCACATAATCAA 
ACTGAAACTTTAAGGAAGGAGATAGATCCCAAACAGACCAGTTTTTCCTGAAAACAGGAGATTCCAGTCAACCTGAGTCAGTGTAATATTGGTG 
CCCTTTGCTTTAACTCTCACAAAAAAGTCACCTGAAGGAACCTCATGTTAACCAATCAGCTTTTTTCCTATTGTTCTGTTTCCTTGGCCAGTGA 
GAGATCTTGATTCTGTTTTGTAGAATGAAAGCTGTACCAATTCATGAATTGCAAATAAAAGCCAATTAGATCTATATCCAAAATTGTTGTCATT 
TTGTCTTTTGACACGGTGAAAGGTG AATAGGAGAAACTCCACCTTGGTTTGTATATAAAAATATTATCCAGGATGGTGG CT C ACGC CTGTAATC 
CCAGCACTTCGGGAGGCCAAGGCGGGCAGATCACCTGAGGTCAGGAGTTCAAGACCAGCTTCGTCAACATAGCGAAACCCCGTCTCTACTAAAA 
ATACAAAAATTAGC CAGG CTTGGTGGCTCGTG CCTATAATCAC AGCTACTAGGGAGGCTGATGCACAAGAATTGCTTGAAC CCAGG AGG C AAAG 
GTTGCACTGAGCCGAGAACACTCCACTGCACTCCACTGAGCCACTGCACTCCAGCCTGGGAGTGAGACTGCCTAAAAAAAAAAAAAATCTAGCC 
ACAGCCATTATTATCACACTGGATATTTACCAAAGCCTGCACTAGGGAAAAACACCTGGGTCACGGGTTCACTGCTGGTTGGAGGCTGAGCCAA 
GAGCAAACTAAGTGTGCTGATACCCATGCCCCTGATTTCTAGGGAGTTCTGTGGCCTTCAGGGAGTCCCAGGGGAGCAAGATTAGAGCACCCAG 
TCCCTGAGTGCCCTGCTATCAGCGGCCTTGACAGAGGCGATCTCTCCTTGGTGGCTGGAATCAGCATCCAGGGCTCTGTCAACTATTAGAGAAA 
CATTTTATTCTTTTTGTAAAACAAAAGTTCTCTTTTCTTTTCTGATTACAAAAGAAGTTATTGCTGTGGAATCGCAAGATAATCCCCATCCTCT 
GGTCTGTCTGTCGTTTGTTCCCATGACTGAACTCCAACTTTTGCAAAACACTTACTTTTATTTTATGTTTTATTCTAGAGACAGGCTCTTGCTC 
TGCTGCCCAGGCTGGAGTGCAGTGGTGTAATCTGGGCTCACTGAAGCTTTGACCTCCAGGGTCTCAAGTGATCCTCCCACCTCAGCCTCCTGAG . 
TAGCTGGGACTACAGGCACACGTCACCACACCCTAATTTTTGTATATACACACACACACACACATATATACGTATATATATGTGTGCGTATATG 
TGTGTGTGTGTATATATATATATAGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTAGAGATGGGTAGGGGGTGGGTCTCACTATGTTGCCAAG 
GCTGGTCTTGAACTCCTGGGCTCAAGTGATCCTC CTGC CCTGGCCTTCCAAAGTGCTGGGATTACAGGTGTGAGC CAC CATGACTGCC CTGC AA 
AAACATTTAAATTATAAAATTAATGTTTCTTTGTCAGCACTTCATGGAATCAGTACTTCATGGAATTCTCATATCAGCTTTGTATCCTGTTCTC 

CAGCTCACTGCAACCCCTGTCTCCCAGGTTCAAGCAATTCTCCTGCCTCAGCCTCCTGAGTATCTGGGATTACAGGTGTGTGCCACCATACCCA 
GCTAAATTTTGTATTTTTAGTAGAGACGGGGTTTTACCATGTTGGCCAGGCTGGTCTCGAACCCCTGACCTCAGGTGATCTGCCTGCCTCAGCC 
TCCCAAAGTGGGATTACAGGCATGAGCCACCGCGCCTGGCCAGAAAGGTTCATTTCTTTAACTGTTTGGGGAAATATCATTTATTCCCTCGACA 
AATACTTT CTG AGTACCTAC CATATGC CAGGG AAT AGTCTAAAACT 

HUMAN SEQUENCE - mRNA 

CAGCCTTATAAGCTGAGGGAGTGGAGAGGCCCGGGGCCAGGAAAGCAGAGACAGACAAAGCGTTAGGAGAAGAAGAGAGGCAGGGAAGACAAGC 
CAGGCACGATGGCCACCTTCCCAGCAGCAACCAGCGCCCCCCAGCAGCCCCCAGGCCCGGAGGACGAGGACTCCAGCCTGGATGAATCTGACCT 
CTATAGCCTGGCCCATTCCTACCTCGGAGGTGGAGGCCGGAAAGGTCGCACCAAGAGAGAAGCTGCTGCCAACACCAACCGCCCCAGCCCTGGC 
GGGCACGAGAGGAAACTGGTGACCAAGCTGCAGAATTCAGAGAGGAAGAAGCGAGGGGCACGGCGCTGAGACAGAGCTGGAGATGAGGCCAGAC 
CATGGACACTACACCCAGCAATAGAGACGGGACTGCGGAGGAAGGAGGACCCAGGACAGGATCCAGGCCGGCTTGCCACACCCCCCACCCCTAG 
GACTTATTCCCGCTGACTGAGTCTCTGAGGGGCTACCAGGAAAGCGCCTCCAACCCTAGCAAAAGTGCAAGATGGGGAGTGAGAGGCTGGGAAT 
GGAGGGGCAGAGCCAGGAAGATCCCCCAGAAAAGAAAGCTACAGAAGAAACTGGGGCTCCTCCAGGGTGGCAGCAACAATAAATAGACACGCAC 
GGCAGCCACAGCTTGGGTGTGTGTTCATCCTTGTTAAAAAAAAAAAAAAAAAAAAAAAAAA 

HUMAN SEQUENCE - CODING 

ATGGCCACCTTCCCACCAGCAACCAGCGCCCCCCAGCAGCCCCCAGGCCCGGAGGACGAGGACTCCAGCCTGGATGAATCTGACCTCTATAGCC 
TGGCCCATTCCTACCTCGGAGGTGGAGGCCGGAAAGGTCGCACCAAGAGAGAAGCTGCTGCCAACACCAACCGCCCCAGCCCTGGCGGGCACGA 
GAGGAAACTGGTGACCAAGCTGCAGAATTCAGAGAGGAAGAAGCGAGGGGCACGGCGCTGA 
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TABLE 3 6 



MOUSE NOMENCLATURE 
ICSGNM Zfhxlb 
Celera mCG8151 

HUMAN NOMENCLATURE 
HGNC ZFHX1B 
Celera hCG19701 

MOUSE SEQUENCE - GENOMIC 

CATAGCTTTGGCCAAACAGCATAGCTTTGGTCCTGAGGGTAGACTAAAGCAGTCCTAAACCTTTGTGTCTTTCCCAGCTTGCTGAACAACCCAA 
AGTAGAAACAGAGCGCCTACTCAGAGTACTAGCAGTTTTAAAAGTTTAAACTCCACACAAGTTCTTTTACAAAAGAGTCCACCCTTTTATGTAC 
CTTTAAAAACATTTAGCCACTTTATTCCTTTGTGTCTTTGAAGAGGAAAAAAAATTAATAAAGTTGTAGGGTCCTTTTGAATTTAGAAAACGTT 
GGCAATGTGGGAAAGAAAGGCATTCAGCATTTCAAAGTTCTGGTGAGGAAGGAAAAAAAGATTCTGAATAAAACAATTTTATGTGATTTTGCAG 
GTGGTTTGAGCTATCATTTTATATGTACGTTTGTACCACTGCTCATTGGAATGTTCATATAATACTGACCTAATTATGCATAGAAAAAGATAAG 
CCATTTACTTGATTCATTTCTTCTTTTTAAATCAAGAAAGGAACAAAAAGGCTCCTATTTTCTGAAAGAAATTGTTCGCTTTTATTGCAGAAAA 
GTAGCAGCTTGTGCAGAGCTAGAACTGTAACAATTTTATATTCCAAAGGTTTTGTGTGTATTCGGTTAGTTACAGTAATTATACCCAATAACTG 
ACAGCCAAAATCACGTAGGAGAAAGCAAAGGCTGTTTTCTCACACGGGCCCTGCTGCAGAACATCTGCTGAGAGATTTGCATATTAATTAACCC 
ATATTAACTCTAATTATTCTGGGAAATTATCAAATAAATTGAATTTTCTAATTTTAACCTTTCTTTTACTTGACGCGTGTCGAGGCTGAGAGGA 
CGCACCAGGCCGTCTCACCTGGGCAATGAGCAAAGGCTCTTTTCTCCCCCTTTGCTCCTTTAGGCCTGGGGCAGCCTGGGGAGCCTTTGTGTGC 
CTTGTGCTTTTTTGGCTTCTGTGCTTGGTAGGGTCTCCGTGCATTTGTTGAGAGAGAGAACATGTGTGCCTGTGAGCACAGATGGTGGATTTAT 
ACAGGGGTGAGGAAAGGTGCTACCTCAGAACACTTGAGCAAACCTTAAGTTGTTTTTGTGCGTTGTTTTGTTTTGGGTTTTTTTTTCTTCTTTC 
TTTCTTTCTTTCTTTCTTTCTTTCTTTCTTTCTTTCTTCCTTTCTTTCTTTCTTTCTTTTCCTCCCAGCCTGTTGTTTAGGCCTGAGCAAATAA 
ATGGGAGTTTAATTCAATTAGAGCCTGGCTTTAGTCAGTGCCTCATGACAGAAATTATTCAATATTTTTCCCCTCACATTGTTTGGTTTACACA 

GGTTCTGTCAATTGTGAGGTGCAATGACGCTATTTTGCAAACAGGCCTCTGAGAAGGGTACTGCTATGTTAGCCGAGGTGGCTTCACAGTAAAT 
TATTTTATTAGTCTCACAGACCTGAACCTAATCCTCTGGGTAGGGAGATGAAGTTTGGAAGTCATCCTTGGGTATTAGACGTAACATAAAACAG 
AGATTTCTAGGACAAATCCTGTAGGGGCGGCATGAGGAGCTCAACTCACTGGCATGATCTTGTTTTAGGTGTTTCTTTGGGGTAAGAGACAAGA 
TTTACCAAGATTAAGATTCTCTGCATGTGATTAAGTTTGTAATGACCCATGGTTTTAAGCCATGGTGATCAGGCGAAAACTACTGATTTAATCT 
GTATGAGGAACAAAGTCTTCCACAACTGCTTTCTGTTGAGCCACACCTCTCCAAAGACAGATGACTCTGTATTCCCCCAATGATTTCACTGCCC 
CTACCCACCAAGATTTATTAAGGTGATCCACACCCCTGGCTGCCTTACAGGGGATTATTTTCTTCTGGAAAAGCTGTCCTTCCTATTATTCCAC 
AGCTGGGTTAGACACACCGCTGCAGCCTCACAGAACATTACTTAGACCCAAGAATTATTATTGACACCAGTACACTGCAGCAACCAAGAAACTC 
ACCAAATAGGTCTGTCCGACTGACACATACTTGAGAACAGTTTGTTTTTTTTTTTTTTTTAATAGATTGACTAGAACTGGCACAGAAAATCTTT 
TGCTGGGAAAACATTTCTTTAATATGTTTTTACTTCACGTGAGGATATAGATTCAAGTTACTCTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGT 
GTGATTAATTTGGTGGGATGAAATGGCTAAGTGTATATCAGTATCTGTATCTTAGAAAACTTCGCTATCACAGATGAGGTTCACGGGTGGGGCA 
AATCTGTAACAATTGGAGAAAAATATTAATAGTTTTTCTAGTCTGTAATTTTTTTTTTTACAAAACATTCCAAAGTATCCTGAAAGTTACTGAC 
CTTACACCTTTTATGGACTTTGAAAGTTGTGTAACCTTTTCAGGGGAAGGTGACAGACACAATATCTAATTACACAAGGACATACTTCCCATCT 
TGTGATACTTGCTTTATTCAAGGTTTTATTCCCAAGGCCTTATGACTATAAAACTTAAAGCTAGACAAGGTCTGCCCTCATTTCTGATAAAAGA 
AAAAC CCC AAAAC AATT CTGATGGC C CAGAG CATATTATTTTCTACTTAC AGGTCCTAAATAAATTAC AGTTCTTTTC ACATGCCTC AGGAATG 
GCAATGAACATTCTTTTCATGTTGCCTCTTATGACTTTGCTCGGGCCGGTTTACATATAGCAACTCATTGCATGATCATGAAGCCCAATAGTTA 
GAGAATCTTCTAAACTCCTTTTGCTCTTTGGACATGCTGTTGGTAGACATAAATTCATTTGGTATTAATAAGAGTAATAAGGCTCTGAAGAACT 
GATGACGAATAGATACACAATGTATATAAAATGGATTTGTAGAGCAATTGTTTTGAGGTTTTCCAGAAACATGCTATCAGGACAGGCTCGCTGA 
TACAGGTACTTTGGGACACATTGTTTAGCCAGTGATGGGATTAGCTATGTGGTCTATCTTTGGACTGCAGATATAGACAGGGAGTGAAGCTGAA 
AAACATTCTGAAGGATGGAAATAAAAACTACAAAGACTTGCTGGATAAAAACAGAATGGAGCATGCTTGAACCAACAGTACAATGACTACTTTC 
CTTTGG C AGGGGTTGAGCAAGGTGAT CACAATC ATTGAGTCATAGATAT AC AGGAAAAC C AAAC ATATTTACTTTAAAAAAG AAAAGAAAAG AA 
AAGAAACAGATGTCAAAGCTTTGGGAAATCATGGTTTTTCACTTAGAACACGGTGACCTGGGAATAAAGTGTCTTGTATTAAAAGATAACTGAC 
TTCACTATTACACATTCTTTGACTAATATCTGTTTTATGGAGATGGCAAAGGGAGTCTTGCTTTTGTTCACATCTGCCATCACCTTTTAATGTT 
TCCTATGTTAAGCAAG AAGTTT AGAGGGGAAATCAG ATAC CTAAGATG C C ACT AC CATGTG C AAGTTTAATC AG AACCTCT ATAACTTTATGGA 
AATTTTCTTTTTAACAATCAGTATCATACTAAAATTTGGAAACAGTAGTGATTCCAGTTGGATGAGAAGCTGCCAGTCTCCCTAAGATGCTCCT 
GTAACAGGGTGGGGGGACCCTCAGAATGTTCCCGCCCACAGAATTGTGGCAAGGCAGAAATTCCTCTCTTGTTTCATTTAATATGCATATTTTT 
ACATAGCTAATCTGAAATGGAAACATTTTATCTCTACATTCAAAACTGCTTTTGTTTTATCAGCTGACATTTTACAACTCATTAATTTATAATG 
CAGGTTTAATGCCTTTGAATGTTCCTGGGATAAAAATTAAAGTGACCAAGCTAGTTTATAAAGGCTCACTATAGTACGTTGGTAATAATTCTTT 
TATAACAGTGTGTTGTACTTAATAGTGCATTCCATTTGGATGTTTTCAGTTGGCATAGTCTCTCTCTAGTATTAATTCATATTTTCACATCTGG 
GTGATAGATAAATCTCCTCCTGTATTAAAATTTAGAAGTTTAAGTTCATGCACTTTGATGACATATGCTCAAATTTGGAAGAAAATCTCTGTTT 
GAATCTGTCTTTGCCTTGTAATGCTCACTAGACCAGATTATAAAATGAGATTGGGCCTTGAATTTGATCATGTGATCTTGGCCCACCCCAAAGC 
AGAGAGAGTTAACIAAATTAACAATGATGAAGGAAAGATGTTCGTGATGAACTTTCCCCAGAAAAAAAACAAGAGTCACTGGGAAGGAAAAATCC 
CTGAAAATAAAGGAGCCACATCCTGTCCTGAGTAGCACATAGTCAGAAAGCAAGATGCTTAGGGGTGGGATAGGATAACACCTCACCAGAGTTC 
AGATGGAAAGTCTAAGGAAGTCCTACCACCTCTCTACCCAGAAAGACCAACTAAGGAAGCAAGCCAGGGACCTCTGCTTACAGCTCCACCCAAA 
TTAAATGACCTCCAAGCTCTAAAACAATAAGGAAAGCAAATGACTCAAAATTCCAAAGTCCTTCTTTAAACTCAAGGCTGTATCATCAGTGGGG 
ACATTTTAAAATTGAGGCTGCATGTCTGGGTCACATGTCAGTAGCAAACAAGAGAGCACTCTTGTCTGACTCTGCCTTGAAGCTACCTTTTCAA 
TGACAACCAAGGCGTGGCACTACCCCTAAGTAGTGGTTGGTAGATGGCTGCACCTCCTTATAGCTTCTCCACATTGCAAGCAAAGGAAAACACC 
AGGGAGGTAGTCTATCTTTGTTACAGCAGTGGTTCTAACAGTTGCATCACCCTGCATTTCCATATTAGTGTGTCATGCTTCACGAAATGCCATC 
ACGTGCACAATTTTCTAGACTCCCGTGACAATCTCGGAAGCAGGGAACCCATTATCATTATTTTTACCCATTTGAACGAAGTTTCCTTGGGTGA 
TAGACCAAGGCCACACAGCTGGTTACATGTTGGTGCTGGGACAAGAAGGCAAGTCGCAAGCTCGTAATTCTGTGAACTGCCTCTTTATTTCCAT 
TGTTTCCAAACTACTGCAGGAAACAAGGGTGTATTGTTAGATTCTGGTAATTGATCAAATTGGTAGGCTTCTATAACTCAAATTAAGGGGATCC 
ATGAAAGTAACAATCATCAAAACAATTTAAAATTAAGCATCTCCATCTTACTGCACAAAAATCCCCCCAAAATCCCAGGGATTTCCATTCTTTT 
ACTTGTGTAGTTTAAATTTAGATTGCATTCTTTGCTGGAAAGTTGTATTATTATGCATTTTTTGAGTAGCTATTATTTTTGTGAAGATTTGCTT 
TCTTGCTGGGGCATTGCCACCAAATGATCATGTGGCCTTTGCCTGGTCATTTGGCCTCAGTCTGCCTGTGTTACCTTGTTTGTTACAAGTCACT 
AGCTGACCTTGGTGTCCCTCTAGCACAGTTTTGGGCTTCTGTTTCTCTAGGTAACTTGACTGTAGACTTCGTAAAGTGATCAGTGCACCTCCTT 
GTATTTTCCTAGGTTTATTGTATTGTAGGTATTTAATAAATGTTTGATGATGGCATTGAAGATCCTATTGGTACACTTAACTTGAGCGATTTAT 
AGGAAATCACTGTTGACCGCCTTATTAACAATTAGCTGTCTATAATGTGCATATGTAATTTTCCTTTACATCAATAAAACTTCTGCTCCTGCTG 
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TAGATGAAGTACTGTCGCTTCTCATCAGTTCTTTCGAATGTTAATACATTAGCTACTGATACCTTATTTGTACCGTAACTGACAGAATAATGGA 
GAGAAAGAATCTAAGTAGGAGAAGGGGTTAGTTAGGTAACATTGTATAGGGCATCTTCAAAACAATAGTCCTGCTGTTTCAAATGTCAAGCTAA 
TTATCAGCAATGTTTAAATGCTATAATAGGCCATTTTTGCAAATGTTGAAATTTTCCAGCAGGTATAGACATTATAAAAATGTCACATTTTGCT 
ACTGTTCTTTTACATGTCACAGGAATACAAAACTCTGAAAATAAAAGTTATAGCTGTGAAAAATAAAGAGAAGCCATTACTTATTTTGCTTATG 
ACTATAAAATTAATTGTCACGTTGATACAATTTAGAGTACTGTGTACTTGGGAGAAAGGAGAGAGAGGATTTAATAGAATCTGGCAAGGTGAAA 
ATAATGCTTATTATAGATCAACTATGCAACCTTTTAAATACAGGTTTTTAGTAATGCGTATTCAGATACATCTTTCCGAGACTGTTTGCTATAA 
AGC AAATTTAAG CAT C ATTTTATAC CCTTTGGT AACCC C ACAT CACAC ATAC AGTTCTAG AGCAAATGAAACTTTAATATGATTCTACATAAAA 
TAGTAAGCCATGCCAATAATTCACATGCACTTCATATGCAAATAGTTTTGTCTTATCCATCAATTATCATGTAAACATGGTATCACATGGCAAA 
CCTCCCTATAATACTGTACAGTACCTGTATATAATTATGAGCGAATTTTGCCAATGCGACAGTTTCACAGAATTGTAATTAATTCCTCTGAAGA 
TTACTGTGAGAGTTTTGGATACTGATGCTGTTTTTGGACATTTATTACTGCTCTTTAGTTGGCTTTTTGCTGTGCCTCAGAGACAGATGTAAAA 

TTTGAAGTAATTGTTTTGTGCTAGCATGTAGCATCAAAACATGTAGAAAATTGTTTTGTTTATGCTCAGGGTGATATATATGACCCCATACAAT 

AACCAACCAGACTTTTCTAAAGTCTATGGAAGGATCTACATGCTTAAGTTTTTAAAATAGTTTGCAGTGTAAGTTCAACAAACAGGTACTCTTT 

AATAT ATT CTG CCCAGTGTCCTT C ATTC AAAAC CTGGACT AGTTATTTC AGTAAATGCCTTTAATCTAAG AAGAC ATAGGC AGGC AG ATCTCTG 

TGAGTTCAAGATCAACCTTGTCTACATAGTAAACTCCAGGCCAGCCAAGGCTACATAGTGAAACTTTGTCTTTAAAAAGATGTATATGGTTAGA 

AAATATATTGTTAGTTATTATATAAAATTAAAGCTCTTATTTATAGATAAGGTTTAATAGAAGTGGGGCTAAGTCCACCATATACTAGCCTTTC 

TATAGGAAAAAAAGTTTCGTTTTATTTTGTTTTGTTTTGTTTTGTTTTGTTTTGTTTTGTTTTGTTTTGTATTTGATGAAAATTGTTCCCAAAC 

TTTCTCTGAGAAAAAAAAATCTAACTTGAGGGAAAAATCTAAGAACTCAAAAGAGGGGATAAGATGGAGAGCCTGGGTGCAATCAGTGACTTTA 

ATTGTAATCATCGGTGCATCAATCCAAAAGAACAGAAAGAAAGAATCTCATTTAAATTCTAAAGTAAGAACTAAGTTTGCTATGAATTACTTTA 

CCTGGATTAACCAAAAAAGAGGAGGGGGGTAACACAATGGCTTATGGGCATGACTATCCTACTTTGCCCAGCCCTGGAAAAGATGGCGTACTGC 

TTCTGTAAGTGGACTTGACAGCAGTTATTTATTTAGTTTAAAAGTATTTACTAGTATTTGTGAGTGGAAACCCTAAAGGTTGTGCAGCTTTGTT 

GGCCTGTGAAGGTGATGGATGCTGCGCTCCTGACCCTATATGGTGAGACATGACTTCATTGCTTGTTTAGATTGTTCTGATATTTGGGACTCCT 

TAAGGGCTGTTCATAAATCATCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTGTCTCTCTCTCTCTCTGTGCAGAAAATATTTCAATTGTAGTGC 

TGCAGGAACACTCACACGTCACATGGGATATTGTAGCCCATGCAGAAAAGGACCTTAAAAGGCCTGGGGGGTTTTGCAGGATAAAGGCCTTTTA 

ATGCCTGTCCAGCCTTAGATAATTTTATTCTCTCCTTACTGGACCTTTCTTTATTCCTNNM 

NIsnsnsnmNNNNNNNNNl^^ 

TAAGAAATGGTTAAATCTC AGT CACCAGGGGGAAAAAAG AG CGGC AC ATT ATTG ATTGTCCTAAGGTAT ATGTGGGCCAC AC AGCTAGAG CAGA 
GACGTTGGAATATCTCTCTTTTTGTAGATCTGAGAGCATTGCCCAGCCTGAACTTGCCTAAGCCCTTGTGGTCACACCTCTTGAAAAGGTTTTG 
TTTCCCCCGTCAATTGGTATTCAAACCAGGTCAGCAGATTCTGTTTGCCCGGCTCTACTGCCGTTTTCATTTTAATTTGCACCTGTTGTGCAGT 
TGTTCGGAAGG C AAGTGC AGAC CCGCGG ATTAT ACAAAG ATCATATTATG AG CAGATATG CACGGTGTAATCTTTTTGTCCCC AG CCTCACATG 
ACAAAAAAAAATCTCTCTCTTTTTGTTCCTTTTTTACTCCCTGGGAACCTGTCAAAGCAAACAGATATGACTGACTAAAATTTGTAACTAGACA 
TGTTTCCAGAATTCGCCAAAAGCATTATGAACCTGACACACAATCCTTTTCATTTTTTTTCCCTCCTTTTCCGCCACTTTTGTATAATCCGATA 
G CTGGCG AG AG CC ACTTG AGATAGCT C AGTTG ATAACTTAG CGCAGG ATTGCTTTATTAGGCTCAGAGAAAT CAAAATG AAC CTG AAAATTGTT 
TGCGCTTTTTTTCCACTGCCTCCCCCCCTCCCCGTCTCTCTCTCCCTCTCTCTTTCTCTCTCCCTCTTGTTCCCATGATGTCATGGTTCTGACT 
TGTTTTTGTGTGTGTGTGTGTGTGTGTGTGTTTCTGGAGAGTTGGGTTAACAGTTCTTGGCAATCCTGTGTGTGCGTAACGGCTGGTGTGTTTC 
TCTAGCTGAGCTAATGCCCCGTGTTTATTACTCTAATCTTTCTTGTCTGGTGGTAAAGTGGACAATTTATGTACTAGCATGTAGGCCGAGAGCC 
TGTGAGGGCTGACTAATTCAGAAACAGCCACCTTCAATTGAGTTCACAGACCTTATTTACAGGGTGTCTATTTTAAGAAAAGCTACTGAGCGTT 
• GTAGGGACTGCAGGCTGCAGAAGCAGCCCGCCCGCTCTTGTGAATTATTTTAGCATTTGTGTTGGTGTTGCCCGTGTCACTTTGAAATCTTCTG 
TAATTATGACACTATGAAGACATCTCAATAGTAGTATTAATGGCCCAGAAGATATGGCTTTTCCTCATTTTCTGCTTAAAAGATGAGGACATAA 
ATGACCTTAGCTCATGACGGTTGAAATAGAAGAAAGACTGAGCATTTCAGACTGTACTGGTTTGTGTATGTGTCTGTGTATTGGGCAAATAGAT 
GGAGAGAAAGAGAGAGAGAGAGAGACAGAGAGAGAGACAGAGAGAGAGAGAGAGAGAGAACTGTTTCTAGGAACAAAACTACAGTTAAATTACT 
GAAGTCATCTTGTATTTATAGTACAACCTTATATAGTAAACACGTCATGTCACTGAGCTAATAAAACTGTCAACTGTAGATCTATTTTATAAGT 
TTTTGTGAAGTGTGGAAAGTCCAAACTGCACTATGTCTTATTATGTGTGCAATATAAGCAGAATTTAAGCATGTGTACCTCTGTTGCCTTTAAA 
ATTTTCCATCGTTTTCAGCAAAATATTGAAAATAAAAAGAGTACACAGCTATAATAGAAATAAGAATACAAATGCTATGCATTGGGGATATTGA 
TCATGTTTTCCTGACATGGTTGAGTAATTCAGTTACGAAAATATTAATTATTTTCTATTCACCTGAATATGTGGGGGCACTGGTATTTTCAAAG 
CAGCATTTTGAATGTGCCTGTGCATCTCTTCCCACAGTGGTGAACTATGACAACGTAGTGGACGCAGGCTCGGAGACAGATGAAGAGGACAAGC 
TTCACATTGCTGAAGATGATAGCCTTGCAAACCCTCTGGACCAGGACACCAGCCCAGCTAGCATGCCCAACCATGAGTCCTCCCCACACATGAG 
CCAAGGGCTGCTACCAAGAGAGGAAGAAGAGGAGGAGCTAAGGGAGAGTGTTGTGGAGCACAGCTGGCACAGTGGCGAGATTCTGCAAGCCTCT 
GTAGCCGGTCCAGGTAAGTGTCTGTCTGTCTGCCACTGTGTGGCCCCTTCCTGGGCCACCTGCATGTCACCTGTGCTTCCCAGCAGAACACCTG 
CAGCCACATCATTCAAATAGTTCTTTCCATCGCCCTTCTGGAGTAGAGAGCAGAGGTGTTGGCAGATGATGAAGTGATAGCAATGTGGTCACAT 
CACGCACAGTACTCGGATTTTAG G AAATG ATTG TGTATTGGTTTC AAC CCAAGTTGGATATCAACTCTAGTGTAACAAACACAAAACATGAAGT 
ACTTGTACATTTTCAATGTGAAACATTACAGAACGCAATCAAGATCTCTACTCTCATGACAGAAAGTATAAAGAAATACAAAGGCTTCTCTCTC 
TCTCTCTCTCTCTCTCTCCCCCCCCTGTGTGTGTGTGTGTGCGCGCGTGCGGGCATGCACGTGTGTTTTGTGTGGGAATTGTGTTATTTCAAAC 
CACATAAAACTGTCAGTTCGGTGTACTTCATGTCTGACACCTTCTATTGGAATTCCTTTTAATTCTATTGTAATTCCATCTAATCATTCTTTTT 
TTGTTAAGTGTGAATGTGATTTCACAGTTTTACCTGGTCAGGTAGCTTTCTTACTATTTAACAGTTAAGTACTCGATAATGATTCTTACTGTTT 
GATGGTCATCTTAAGGGAAGTTAAAAAACAAAACAAAACAAAACAAAAGAAAACAAAACAAAACAAAAC^ 

C AACC AAAC AAACAAAC AAAAAG ACCGGTC C AGTG CCAACTGTGATAG AAGTAAAACAG ATC AGTTTCAATCTG AAACTT CCGATGTCACTG CA 
CAAATGGAAATGCCTGAGCCTGAAATTCCCCTGGAGTGGAAGACAGGGCATGCTAACGAAAATCCAAGGGCCTGCCTCGGAAGCTTAAGTGGCC 
TGTGAGAAGTTTTTTAAAAGTCCCCTCTAATTCAGACTTTGTGTCTCCTTCACCTCTATTCTATGACCTAATAAGAATTACCGTTATGTAGCCC 
ACCTTGGTTTTGCGTTGACAATATAAATAACTACTGTTTTTGTTTGTGTGTGTGTTTGTTTGTTTGTTTGTTTGATTGATTAATGTGTGTAGCG 
GGCCAGACAGAGTTTAACTTTACCTCTCTGTTATTGTGGTGTTGCAGGCGAGCAAACACTGTACAGAAGCAGAGCAATTGTTTGCTGTGTGGGA 
AGGATAATAAAATCAGGTCTACTGGTAAAGAAAATTAAGTGTGTGTGTGTGTGTGTGTGTGTGTGCTCGCGAGTGTGTATGTATGTGCGTGCGT 
GTGCGTGTGCGTGTGCGTGTGTGTGTGTAGGGGAAGACTAATGGCAGTTTGACTGTGGTGTATTTGTTTCTCATTTCGCTAATACACCGTGCCA 
AGTTTGGTATTCTTTCTGTTTCCAATTTTGCTTTCGGTGAAGGTTTCTCGAATCTCAGCAATCCCACACATAAACATTTATCGTTACATCCATT 
AAGACTTAAGGTTTTAGATTTTCAACTATGAGGGAGAACTCAGCCAAAGATGCTTGAAAGATAAATACGTTTAATTAGGGGCAGAGGATGATCA 
TTAAAGGAAGTCTGACTGCTGCAGAAGTCATTAACAATCTTAAATGAAATTTTTATTTTTATGATAGCCATTTACATGTATAATAAGAGCCAAT 
GATTCTTGGGAGCAGTGTGACAGAAACAGAGTGTGGCGAGAACTCATGTAAGACATACTATTTAAATGAGCTGGTGTTAGCTATTCATATTTGT 
TAATGAACTAGATATGCAGGGCTATAAGAACAAATGTTCGGATGCTTTAAATTTTAATATCCAGAAATCAAGGGTAAGGACCAATTACCAGAAT 

GAGAGAAAGAAAGAGAGAGAGAAAGAAAGAGAGAGAGAAAGAGAGAGGGGGAAAGAAAGGAAGAAAGAAAGAAAGATAGAAAGAAAGAAAGAAA 
GAAAGAAAGGAAGGAAGGAAGGAAGGAAGGAAGGAAGGAAGAAAGAAAGAAAGAAAGAAAGAAAGAAAGAAAGAAAG 

AGT CGAT AGT CGAGAAACAGCC AAAAC AGC ACTGTCAGGCTATAGTAGTTTGTGACTGT AG CAGTTTTTTTGTGTGTTGGTCATGGATCATAAT 
CTCAAGCATCTCAATGTACAATGATCCATACGAATCCCTTACACAGCCTGCTGTCACCTGGAGTTAATGGAGACAGTGATGTAAATGCTCTTAC 
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CTTTATAGTAAATAAACAAGCATTCTGGAGTCCAAATAATGAAATAAAATGTAAATCCTAATCTCTTTAGGACAAGAAAGTGACCCAGCTATTA 
CCTGTCTCGTTCTGATGATTAGTGATGATTTACTGTTCTCTTTTTTATTATTGTTCTAAAAGCGCTCTGATGTGGTGCCTAGATGTCTAATGAA 
AAGAAATTAGTCTTAAAAAGCTCCTCATTGTTTATCCTGACTTGTAGATAACACATTTTTCTTCTGATAAAATATTTTTCTTATTTATTGTTCA 
AAACACACAGTATAGACAATAACTCTAATTCTGGTGTGTTTTATTTAGGAGTGTTTTCTCCCCGGTGCCTGGCTGTCTGCAGTCCTACCTCGGC 
ACATAGCTTTCCCCTGAGATAAGCTCCTCTCCTTTGCTCTTTCTCCCCTCGCTCTGTAGTTTGTCTGCAGGATGCAGGTTTTTGCACTGAAGAG 
TGAGGCAGAGTTCTTAGTGTGCCTTTCCGGTCCTAGCACAATCAAAGTTTTGTGTTTGGAGCTGTCCTTGACATTCTTTCGTCCCACAATGGGG 
TGGACACAGTGTGCTGGAAAGCATGACATCATTATCATGGACACAGACTTAAATAAGTCACCTGCATCTCAGCCTCTTTCTGCTTATTCAAGGA 
•TTCTTCATCCTACAGAAGGAAGTGTTCTTTATTTTTACAAATGCACCCTTTAGCCCCAAGGGTGACTGGAAAGTGCAAACTTTTACAAGTGTTT 
GAAAAATAAATATACTATGTGGTTTTAG ACACCGTAATGCTGAGTC AG AGGTGTCTTG AAAAAGGTT AAG CATG AGG AAGG CGGC CAGTGAGG C 
TTGCCAGGAATTGAGGGGAGGCATTCCTAAAGTGCTATCATTATGTGCTCTTGGATATGGATTCACATGGACCCTAACACCTGAGAAGGCTCAG 
TGACTCATCTAACTAGAATGAGCTTAATATTCCAAAACAAAAATGGCCGGGCTCAGCAAGTCAGCTGGGGTAAAGACATTGCAGGTAAAAGTGG 
CACCAACATCTCTAAACAGTGTGCAATCTTTGGGAAAAGCGGGTTATAGCTAGACAATGCACAAAGGGCCTACTATTCGGCTGTGCAAATGACA 
TTTATGAATTTGGGAAACAGCCAACTATTGTAACTTCTCTTACCTTTTTATAAGAAAATGACTATGAGGAAGGATGTCCAGCAGAAATAGCCAA 
TACTACCACCATTATTTAAAGAAGTAAAATATAAATAAATAAAAATAGCTGTTAACCGTTTTCCCTTCGGTGAGTCAGTGTTCTCTCAGATGGA 
AATCTTATGATTCTTGTGACTCTTGGTTACCGGAAGTCATGTGAGAGAGAGGTGTGAGGGCGAGAGGCCCAGAGGCTATATTTATATCTAGTAC 
TGAATGCAGACATACCTATTTTGTTTCTTTTGGGGAGCAATAAAAATACCAAAAAGAGCTTCCCAAAACATTGACTATTACATTTGACAACACA 
CCGTTCCTGTGTATTGAACTTCCAAATGTTTCATGCAAAATATCCCTGTGAAAATATTCCTGGAATAAAGGAGGTGCCTAAGGTCAGGAGTTAA 
TTTGAAGTGGGTGCACAGTCTAAATAAATATTATTAAAATTATGTGACTGTTTTGAAAATGGCATTACATTACTCTCTCTCTCTCTCTCTCTCT 
CTCTCTCTCTCTCTCTCTCTCTCTCTCTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTATCTGATAGGAATGTGCTCTTTCAGCTTTG 
ATTCTATATACAGATAGATTCAATTTTGCTATAACGTTTTCTAGCCACTGTTTTTCCACCAACCACAGCAGTGTATTATGTGATAAACAAAAAA 
ATGATCAGGATACATCTGAGAAAGAGTTCGACTCACAGTTCCTGGTGTTCTAAGTAAAAGGATTACAGTACAGAAATCCTCGCCTCGGATCATG 
GTCTGCTCTCATTAGTATTGTACTGTACAGCTACAGTTTCTGAGAGTCCATGTTATGTTTGTTTATTTGAAATATTTTTAACTGGCAGGCTGCC 
TTGCTCTGCCTTCCCACATACTCTATAATATAGTACACAGAGAAAATTGCCATTTTTCTCCCTTATTTGAGAGTATTACCATTTTCAAAAATGG 
CCCTTAATCATTCATGAATTTCCACCTTCAACATTACATATTTTCATCTTAATTAAAACATTGAGCTACTGTTTTCTCTCTATTTTTTCATCAG 
GAAATGAATATGATTGCCTGTGGAGGCATAAATGCTCAAAACAAAAAGCTATTTATAGAAATGGGGAGGTATGAGAAATAGACTTTAGAAATTT 
ATGTAAAACAGTCAATGGTTATTTTTAATACATCTGAGATGTTAGTTTGTAAAATCTAAGTATTCCAAGTTATGATATGCAGAATTGGGATTTT 

AATCTGCCTGCCTCTGGCTCCCAAGTGCTGGGATTAAAGGCGTACACTACCACTGCCCAGCAGAATTGGGGGTTTTCTTAAAAGGATACCAGCC 

TATACT AACTCCATC AT AGCTATAC CAAGC AGAAAG AAC ATG AAAG C AAAATGAGAT ATTCTGGCTTGCCATGAAGCAC CCAGAGAC AGCAGCT 

ACTGTGTCTCTTCATAAGTTCAAATACTTCGTCACTTTTGACTCAATCTTATTGAAAAAAATAACATCTCCCCGCTGTTTGTCACTAGAACTGC 

CACCAGAAGAAAAGCCCTTCGTTTGCTTCAAATAAGCACCTCTGTTTTTCACAGCTTGCAGTAACGCTTAAAGTAAATAAGTTCTTGTGCAGCC 

TGCACTGTTGAATTCATTCAGATGCCTGAACAAAGCTTTTGTTTAGAGTTTTACAACAAGCCTCAGTGTTTCCCTTCAAAGACTCCTCCTTGTT 

CCTATGTTTGGCATGCTTAGAATAGTAAGCCTTTCTGTAATTTTCAAATGCTAAAGATAATTTTCCCCCACAGAAGAAATGAAGGAAGATTATG 

ATGCAATGGGGCCAGAAGCCACGATCCAGACCACAATTAACAATGGTACAGGTAAGTTAGGTTCACATAGCAACATCATGTTTGTTCTGTGTCA 

TGTGGTTTTCCTGAATCTGATAAAACACAGACACATCCATTTGCACCTCCATGATTAACAAGAAGTTAGACTTCACAGGTCTAGTTTTGTTTCA 

ATTTTGAATTTGCCATATCTCTTATTTTATTAAGCAACTTTGTCTTCCATTCTTATACCCTAACTGGCCTCTATAGCTCGGGAATTTTGAGTTT 

TATGAATGGACATTCTTACAGCATGATTTGTATGGCTTTCTAGTTTTAGCTTTTACTTTAAACATAATTTTTATATCATAATATAATATGCTGG 

CCTTAGCTACTACTTGATATCTGTCATTGAGAATTCAAGTGATATGATGAAGTACAAATTGAAAAGTACCTTTCCGAAATGCACATTTCCATAA 

ATTCCTTAAAAAATTTTATCACTTAACTTCTCTCAGATTCTCTCTTCACTTTTAAATCTCTGCGTCTAGTAGAGGTATCAAGTAATATTTCTCA 

GACAGACTTTTAAACAAGAATTAAATAAAACTGATGAATAACCACTCAGGACACAGTAGGCAGTGTTTTCCTTGGCTCTGCTGTGGCTGGTTAA 

GGGTGGCATTCCATGTTCGCCCCCAAACAGCATCTCTTCTCACAGCACAAGGTGACATAGATTCACTCTGTGTGTATCCTTTTCTGTATGGCAC 

TACCTTCATGTTTCAAACAATCCTCCACACCATTGTAACACCATTACAAATGTTAGCACAGTCCCCAATACAAAGTCATTCCCTAAAATAAGAC 

AAGAACAAAAATCACATAACTGTCTCCATTCAGCGTGCCAATGAAAAAAGTGTGCACTTTAAAATGGCTTCAGAAGTATATTTAATTAAGATGA 

CATTCACATTTCCCTTAAGTCGATATGCATCATAATATACTGTTCATGCTGTCTATAAATATGTTTATTAACTACTTAAGAGATATGGGTTCAC 

TGTCTTGGGTATAAAGTAAGTGAAACAATTTTCTAAAAACTCCTGACTTACTCATTTGAGTAATGTCAAATTGAGTACAAAACTAAAAGTATAC 

AACCATATGGGCTTAGAGAAACTGTGGACTAGAGCACTGATAATTCTAATTTGTAGATGCAGCTTCAACAATACCTAGATTACAACCTTAGGCA 

AATCAATTAGTCTCTTGGGAACTCAGTTTCTATATCTGTAAAATGCATATGTTGAGCTAGCTGAGTGCTCAGAATGCTTCTAGTTTTAATATTC 

TATGTTGCTGGGATACTGTTTCTATAAAAATAGAAACAAAAGCGAAATGATTTTGTTTAAAATATAACAATGTACCCTAAATTAAGGACTCTCC 

AAAACCTCCCAGTTTGTGAGCTTCAAGATGGCCTCAGGTTCCCTTGAAGAAAAATGTCTCAGCTTCAAGCAAGCATTCATAAAAGCTGATTCAT 

TTCCTTCCTGATCACTGACAGTGTGATAAAGTGACAATTTAGCATCCATTGTATATACCTGAGTCTAACATGAGGTTAACAAAAAGTACTCAGG 

TCCAGGAGGTTTGCAAATCAATTTTGAACACCCTTTCACCAGGCTTTAAGATCCCCTGTCTCCTAATACTCAGTGATTCTTAGACTTCATATGC 

ATGCAGTCAATAAAGAAATCAATACATAGTCATTGAGTGTTTTCAATATAGTCCCTGTTGTGTGCATGTGACGGAGATGATGGCCAGGAAGACT 

AAGTCATAATTATTATTTAATTTGGGAGAGATGCCCAATTTACATGAAAAGATGATAAACAGTAAGTGAAAATATGTGATAAATCAAATGGGAG 

GAGTCATAATTATTTGAATTACAGAGATTGACAAGATGCTGCAGAGTGGGAATCTGTCTAGGTTTTATGAAGGAAGTTGAATTTGAACTAAGTA 

CATTTTCAGTAGTCTGGAAGGAAGAAGTGGAATATATAAGGTAAAGAGAAAACATAGTATCTAAGTAGAAGATAATGGGCAAAAGATATAAATT 

AAAGGGAATTTATGCGAAATAAAGTTATAAACCGAAGACAAGTGTTAGAGAATATAAAGAAAGCATAAGAAGAAAGAAGTTGGGTCATGTTGTA 

CCACCATGATGTCTTGGGAAAATCAAACTATAGCCGTGTAGTCATAAAGCCATGAAGTGATTTTTAAAAAAAGTTTGTCATAGGCGGAAGTGGG 

GAATTTTCAACAAGACTTAGTAGGCTGGTCTTTAACTCATAGAGATGCACTTGCCTTATCTTCACCAGGACTGGGATCAAAGGTGTGCGGTCAG 

GCCTGGCCAACCCAGCATTTTTACACAGGTTCTGGGGATCAAACTCAGGTCCCTGGTTGCATGATAAGCACTTTACTGACTGAGCCAGATCTGC 

AGCCATTGACGAGACAATTTTGAAAACCTTTGATGTCCTAGAACATCCGACATCAATTTGAACATCTCTGCCCATTGTTCTGCTGTAGCATTTG 

AGGCTCAAGTAATGAAAGCAAGTTTGGAAGGCTCCTAGAAACTACCCGCATCTACCCAGTGAGTCTCCTCACCTCATCTTTAACTAGCATCCTT 

AAATTAATTAT AG AAGAGGAAGGTTTAATATTATTCATATATAATAATG ATAAAGCTGTC AAATATTT CTTTGTTATTT C ATAACTG ATTAC CA 

TCAGGATTCATTTTTTTTTCTTCAGCTTGGATAGCCATCAATAAACAAACACTCTTTTCTTTCAGTATTGATCTTAAGCAGACAGAATTTAAAC 

CGATGCTTGAGGGAGGGCAAACTTTAAAGAAATGGAATATTTAATATGTGCCCTTAAGAAACATAAAATTTTATAGGGCAATGGGGAGGTCAAG 

TC ATAATAACAGAAAGACAACATTTGC AAATAAATAATTGTTT CTTCATTAG CTCTGC AGG C CAGTCATCATTTATTG AGACCCTACTAAGTGT 

AGAAGTATTTTGTTCAGCTATGAGCACAGAGCAATCAGACAAGTAAAAGAAAAGGCAGAGGGATGAGAAATATGTGGCAAATATTTAACACAAC 

ATTGACTGATATTTATTCATTGCTAACCAGTGTTATAATTTTTACTGCTAGTAATGTACGTATGTGTTACATTGTTTCATTTCAAGTACAGCAA 

GCTACGTAGGTCCAAAGGGAAAGTGTATACTGCAGAGTTTCTTGACAGAGAACCGGGATCATATGTTAGAGCTAGAGCCATAGAGGGATGCCTG 

AAGATTTGCAGGCAAGTTCTTCAGGAGAACAGCTTCATGAGCATGCCTGTGTGCAAAGAGAATAATGGAAAGGCTGGACACACAAACGAGAGGA 

GGCTGAGGAGGCTCTTAAAAGAGCAGGATGGCAACAGTGGTAGCAGTTGTTTTTGTCTCAGTAGTGTGATCTGAGAGAAAAAATGATACTTGAA 

ACGAATTAACCAAATTTAAGGTGTACCGGGGAACTCTCTCATATAGCTTATACTCTTGAAGTGGACAGGAAAAAAAAAAGAGCTTCAGTTACTA 

GCAAATAAGTAGGAGTATGGATGAAATCTCAAGTAGAAATGGAGAGTAATTGCTCTGGACAGCGTATACAGTCAGTCATCAAGAAAGAATATTC 

TGTTTTGAAAACATAGCCTGAGATTAAGCATATAAATATTTAAGTCTCTTTCCATATGTTTGGTACTGTATTAGACACATAGATAGGACAGGAA 
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TACCTCTTAGTGTGCTAAGGTAAGAGTGGAGTAAGAATGAAAAGACACATTTCAAGGTGAACTAAGGCAAGTGCCCAGAGCAGACGGGGGATCT 
GTCTGCGCCTGGTTATCAGTGAAGTGCCTGCTTAAGGAATGAGGAACTCAATGATGAGGATGGGGGATGAGAGCACGCATGTTCCTGGTTCTGG 
TTCCGACAGATTGAACTGCCTGGAGCTTAGGGAAGTACCAAGACTGAGGGGACAATTAGGCACCAACTACTTACTACCTGTTTGTTGGCTTGTT 
TGTTAGTTTGATTTTTTTGAGCAGGGTGTCAATATGTGGCTCTGGCTCTCCTGGAACTCACTGTGTAGAACGGACTGACCTTGAACTCACAGAG 
ATCTGAGTACTTCTGCCTCCTGAGTGCTGGGATTAAAGGTGTACACTAACTTGCCTGGAAGGACTAGTACCTTTTAGCCAAGGGCAGCCTGGAC 
AAAATTTAGTC CTAGGAC ATAAGT C ATTTTACTTGATCTATATAG ATAGTG C ACTAAAACATG CTGC ATAGAAAGATAACTTTAG ACTTCGG AA 
CATTATAGTTATAGCCAGGCATGGCAGAACACTTCTCTAACTCTAGCATTTGCGAGCCAAAGGATGGTGAGTCTGAGGCCAGCCTGTGCTACAG 
AATGAGCACAAGGTTCTGTCTGAAAGAAACAAACAAAATGCTTCAGAAACTTTATAGAGTGGAGACTCTGAGGGTAGATACTAAGTTTGTTTTT 
CTCCATAGTCCCCTCAACATGCGCAGTACTTTATGTAGTGCTGGTGGTTGATAAGCAGGTCATATCTTGAGTTAGAGAATGAATTAATGATGAA 
TGAGCTTGTAAAACAGGGAACAGTGATTTGGATCAGCAGTGTGAATTAAGAAGTAGTTTGACCCAGCCTTTTTGCTCTGTGTTTCAAGAAAGAT 
G CAAG CAGGCAGGGCTCTGAGGG AG AAG C CTATG AGGG ATGGGGG ATTACCGAGGGCTG ACAC AATTT C ATTTAATC CGAAGAAGTGG AGCTCG 
TGTAGGAGGATGTCATTAAGCATGTGGGGGGGAAAACAAGTAGTTTGTGAAATAAGAAAGCAAAACGAAGCGTGAATGAAGTTCCTTTTTGGTC 
TCTTACTCTATATTCAGTTTAAGACATATTTTCTTTACTATGCACTCAGACTATTAAAATAATCGTTCATAATAATGTATCTTTGCAAGATGCT 
TCCAAGAGCTATAATTTATTGAGTACATTTAAAACTTGATTAAAAATAAGAAATACTGAAATAGGGAAAATACAGTCCTTATATATTAAATAGA 
AAGGTTAAGCATCTCTAGGACAGAATCTGAAAAAATTCTTCTTTTACCCCATTATCCTGGTTTGGTTTCTGTTGCTATGATACGCAACACAACT 
AAAAGCAAGTTGGAGGAGAGATATTTGTTTGGCTTACAGGTCATAGTCCATCACTGAGAGAAGGCAAGGCAACCAAGGCAGGAGCTTGAAGCAT 
AAACCAACAGAGGAATGTTGTTTGCCAGCTTGGTTTCAGGCTCATATTCAACTTGCTTTCTTAATACAGCCCAAGCTCTCTTGTGTGGGGATGG 
TGGTGCC CATGGTGGGCTGGG G CATCCTAAC AGG AGTTAGTG ATTTAGTAAATGC CC CACAAACATGCCCG C AGATC AAG GTG ATG AAGGCAAT 
CAATCCTTGAACTGAGATTTCTTCTTCCCATGTGTGTCATGTTGACAACCAACCAAAGTTAGCCATGATGACATGCAGTTACTCAATCTGGATA 
AC CAT AG AAAC AGAAG AAAAAGG AAAG AGGGG CAGGGC AAGG AAAGAATGAAAAG ATATAAGATTTATGCAAGT AGGG AC ACTTT C AG CAAATA 
AGT AAATTTTAATTTACAAAATAAATCTAC AGAC ATAAAGAGG AGTCATTTAATATCATATGC CACTAAAG CTGG CATTTTAATTGG CTTTTTT 
AATACTAACTTTATAGTGTAATAATGTGGCATTTAGAATTATTCATGTCCTTGTGATCTTTTTCAGCATCTAGGTCCTTTTCAAATGTTATTAA 
ATCAAGCATGATAAACAGCAACTACAGAGATGGAGTCTCTCTCTTATGTTGAATCACTGTGATGTAGTTGAAAGAGCAATGGGCCAGGAGTCCA 
GAAACGTGATGTCTGGCTCCAGGTCTTCTAGAAACTTCTTTTGTAACTGTGTGAATCGTTAGCCTCACTACATCTTGGGGGCATCAGCTTCTTA 
AATGAGAAAATTAGGCTAGAAATTTTGGGCTTCCCAATTCTCATCCTTTCTCCTCATGAAATTGCCTTGGGAAACACAATTTAAGAAAATAAAA 
ACTGTCATGATACATGGGAATGGAAGTCCTGTAAGGGCCCTGCTCTCTTCTGCTCTCCCTACGCAGTGAACCTCGCCTTGTAATTGGTCCCTAA 
GCTGCCCTGTCTTTGGCTTTTCATTCTTGATCATTTTAAGAACTACAAACAAGGTACTCTACAAGTTTCATATCCCACCCCTCCCCGCTCCCAG 
CCCTACAATTCATCTCTTGATGTCATTTCACAGAACGCAAACAGCAGAGTGTAACTGTAGGATGAATACTACAGAATCATATAAGGGATTTATA 
CTCCCCCTAAAATAACAGTTCAGTCCATAAAATAACAAGACCAGTGTTCTCATAGCAAATGAACCCTCAATAATAATCCAGACCAACAGTGGAA 
ATCTCATCTGAGCCAACAACACAGTAGTTTGACTCCTCTGACTGGGTTAAGATAAGGCTTATTTTCTTTGTGGTTTAGCAGCCCCAACATCCTC 
TTAGTTCTCCTACAATGGATCTTAATTAAAGGTTTGAAGTTTTCTTTTTAGCATTTTTTTTAAGGTTGGAGGCCATGCAAGTTTGAACATCAGG 
TATCTCCCAGCATAAGATGAGAGACTGTGACGTATTAGCAAACATACAGGAGTGGAGAATTCAGTTAGTACCCAAGTTCCCAAAAGGAGGACAC 
ACACTACTCTACTATCTTGCTACTTACTGTGAAGCAAGTCTCTAGTTTGACTCTGTCCTGTTTTTCAAGGCTGGGGAGATTTTGTCATTCAGCC 
ATACAATTCATACAATTCAGCCATACATCTGTCATACAAATCATGAGTTTGGGGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTG 
TGTGTGTGTGTGTGTGTGTTTAAAGTAAATCTCCTATTTTAAAAAAAATCAATGACAAAAAAAAAAAAAGTTGAGAGGAGAAGGAGCGCTGGAC 
AGGACGGACAGGAATTGTCAGGGATAACCCATCACAGGTGTGCACGTGGAAGAGTGCCTTCACTTCCTGGCTCATTAGTGCTGGGGTTTTATTA 
GCTTCATCTGCAATTAGGAGCAGCCATCTCTACTGCACAGCAAGAGTTCCCACAAGAAATAACGACCACTCCTAGCCTCTTCTTGCATGCCTCC 
TTCACTCATTTCAACAAATATTTAATAAGCACTGTTCTCCTTGCGATGCCGCCTGTGGTTTCCAGGCATCTCCAAAATATTTTTTCTTAATCGC 
TGTGTGTGGTTCTCCCACCAGAAATCTGTGTTATTTTGACTTTTTAATTGAAAAGAATACAGATGAAACTCTCTAGACTTACCTAGGGAATAGA 
CAACAAATTGATTATGGCAATTAATTCAAAGTATGGATTGTGGTTACTTTAAGGATACCCAAGGAGGTACATGTTAGTTCATTTCACAGGTGAG 
AAAATTACGAACCAAACCCAAAATAAGTGGTCCAAATGGGGAGTCCCAGGCTCTGAGTTTGATATTATCTTTCAATTATCCAGAACTAGATGTG 
TTCTAGACTTCCCAGTAAGTACTGGAGACACATGGCCCACACCTCTGACAGTTCATATATGTGGAAGAGAAAGATGAAATGTGCTATGAACCAT 
TCAAGGGTTCACATGTGCAGATGGTAGCCAGCAAGCAAAGCAGAAGAGTGCAAACTCAGACTTAAGTGCTCAGGAGGCAGCCCGATGTGAAGTG 
ATCCCGTGAAATTACTCAGAACCAAGCTGTGTGCAGTATGAGACAGAAAAGAGAGTCCTACCAGTAGAGATTCTTAAGTCAGACAAGATTTTCT 
CTATGGCCTGTTAAAACACAGACTGCTGATTCTGTAGTGGGCCCTGAGAACTTGCATTTCAAATAAGTTCCCAAGTATATTGACACCACCGATA 
TGCAAACCAAACCTTGAAAAGCAATGACTATCCAAGGCAAACACTGGCTGTTTTATGGCTTTCTATGAAAAGAAAGTATGAACTGCTGAGCAAA 
GTCACTGTCCTAAAGACAGCAATGCTAATTCCAGATAGTTAGATTACATGGTTAAGGGAAAGATGAACACATCTTGTTTAGCTAGGGAATTAAA 
AGTCAATACGCTGCATCATTTTGTACTGCCGCACAGCAAAGTCATTCAAAGGTTACTGTAAGCCTCTGGGTCTTGATGTTCACAATCCTCTCAT 
ACAAAATCAAACTTTAAAATTAGATGGCATCCTGGACTGGGCTACTTCCTGCTGTGGAGAGAAATATTTGATCTTGCAGACTGCTACAAATTCC 
CACCTCGCATTCATTTAGCATGAATCTCTCACTGGTATTTGAACATGCCCCCTCAGAAAAGGCCATATAAGAGCAGGGGTGGAGAGACCA'CCAA 
GATGTCTAATTCTCTGCAAGAGAAGAAACTTCTCTGTTGCTCTTGACGACCCTTCTCTGGCCTGATACATGCCTCTGTACCAGTCGGAGGCTCT 
GAGAAGCTG CTGTGTGT CTGTGCCTTGAGAAAAAGATCATC CCCTT CCC CATTTTTGCCAATATATGTATGGTGATACTTAATTATTAGCCAAC 
TTTATACAGAGTAGTGAAAATTCATATACCTTTGCATAAGCTTCTTTAAACTAAAAAAAATCAATGTAAAATTAAATATTGCTCTGTCTTCTTT 
TCATCAACTAGTATTAAAGGTGTTGTTTTTTCCCAAGGGTGAAGACGGTTATGCTTGACACGTGACTACTGCTTCTCTTCCCTTTGCCTTGACA 
TAG C AATGTGAATAAAAG CT AGATTTTTTTC CAAAAG ACTTACTTATTTATGTTAATGTTTG CCAAAGTGG CTTAGTAATAATATTAAAATATA 
TCT CTTCAGTTTTTAATG AAAATTGAAAAC ATG CCAGATTTTAAATTAGTGGTAACAGAGAAGCTG CTTTCTTGTT CTAAATAC AGAAAATAAA 
TGG C AAAAGGAAACAAGAAAAAAAG AAAAAAGAATC AGCTT CGGGGTCAC ATTATAAACTCG ACGG CCTGTAAAGTATAAGT AAAAATCACTTT 
TAGTGGTGTTATTGAGAACATGTTCTAAGCAACTCAATTATGGGAACTGACTGATTCCTGAGCCAGTCAGTGGTCCTTTTCTGCTGACCCTGCT 
TGTTTTTAGGAC AATTACTTTAAAAGTCAGTTTAG ACTAACATT CGTTAT CTAC CTTAAAAAAAAAAAAGT C AATATTTTCCCAAG AC AGTCTT 
AAAGGTATTTATGAAAGTATCATTAATAAGCACGACTAGTAAGACTGACTAACATATTTAAAAGAAAAGAGAGCCTTTGATGACTTGAAGGGAT 

ctagaaatttatctaccaatattaaaacacataTagccatgaggaaacatttttaattaacattctctttttggatggagaaaagtttaactaa 
cctcagggaaggttgagatatttgcacgacgttagggtaaattttaggagtaaatgcaaaatccccggagaagatatgggaagaaattacttga 

GGTTTGTTGTGAATTTTTTGTTATGGTTTGATGATAAATACCATGCAAATATCCTCTGTCAGTGTGTTTTGGCAGTCCTTCCAAGGCAGCCAGG 
GAGTGAAGAGGATTATAGAAGGAACAAAAATGAGGTTGATTTTATACTAGAAAAACACAGCGGGGAATTCTGTAACTTCTTAGCAAGCTCTCCA 
CCTCAGTCCTGTGTCCACTACACTGTACTATAAAATCTTTGGGAAAACAAATATACAAACTTCCAAATACAATCAAAATTTCATCCTTGCCAAC 
AGAGGTAACCAAAATGCACCCTTATCCCTTGCTCCAGTACTACAAGCAAGAAGGGTTTTGGTTTTCAGAGACTGGAACATGGCGCAGTTGAGAG 
TAG AAAAGG AAGTTTCTGGGGCGTCATATATAAGGAGAGGTG AG AGTACAGTC ACTAG AAG ATGTAG C CCAGC CTCAGAAC AC AC AGCTGGATG 
TGTGGCTGGGGACCATCTTGTCTACCTTCCCCAGCTTCCCCCCAAACCCTCCACTCCTAAATGGAAAATATCAGTCCCTTCACTCTGCATCTTA 
CTGCTGTAGTCACCTGGCAGTGGGGGAACCCTGAGCCCGGATGCTCATTTTGGAACTAAGTCCTAAAATCATAGGGAAGGGATCCATGGGCTTG 
CATTGTCTCTTGGCCTGTCCTGGACAAATTAATGATTAGGCTTGTTTCAAGTGCAGGTATGCAACTGGGAAAATGGGAGGGGGATCACACTGGA 
CATAGCACTTACTTGGGTACTGTAATGCTTGGTAGTGTGGACATGAAGAGCTAGATCTAGGCAAAGGAAAATTCTAAAAAAAAAAAAAAAAAAA 
AACAAAGAGAAACTTACATTGCTTTTCATGGTGGATATGATGGCTCATTTAAGTTTGTATGTTAGCTCACTCTAAGTGGCTGTGCATAGATGAT 
CGATAGCAGATCCGCGCCCACATGAATGATGGAAAGCCCTAATGAAGCCAATAGACTTAAATGATTAAATGACATTTCCTCATGAAGCCCCTTT 
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TGGATACTCACTGAAGCCATGTCTAACTTGTGTAAGCATTTATGAATACCATGAACCACTCTGTCGCGTTGTCTTATTACCTGAACTGACAATT 

GAACAAAACTCTAAATCCCTCGCTTAACCATCAGATAACCTTGTTTTGTTTTGATGGAAACATAGTGTTAAAGGCACATTATTTTCCACATCCA 

GCTCCTCAATGTTTCTTCCAAAACTACTCATTCCACGGCAATATACTCAGTGTTCAGGATCCACAGGTGACCACAGATGATCCTTAAACAGAAC 

ATGTGACTTGAAGCCCTTTCGCCCTGCCCTCACTTCAGTTCACACAGAAATCTAGCATGGCGAAGTCTGATCTAGTAATCAAATTCCCTTGCCA 

AACACCAGAAGTGTATCTAGATGTAGTTTAGTTTGCCTATCCAGAAAAATCAGAATTTTTCTCCCTTTTAAGCCCAAAGACTATTAATGCAAAT 

CCAATTGAATTTGCATTTGATTACATTTCTGATGGAAACATTCATA'TGCAAATGAAAATTCATGCAAAGATAGCCAGATAATTCAAATAGTTGC 

TGAAATATCAAGATAAAATTAGGATATTAAATGTACATCCATCCACTTTTACTGGGTTACACTAAGGTCATCAAGTGGGAGAATATTCTGAAAA 

GCCTCGAATAAATTTTTTAGAATATTCTAATAGGTATGTGTTCAGAAGGGAGCTGTAACATTACTTTCAGTTGTCATAGCACAAAAAAAGATGT 

CAGCCACTGTTAAAGTTAGTCATATTGTTTTAAAACATTCACTTTAGCTGGGTGGTATTGGTACACACCTTTAATCCCAGCACTCTGGAGCCAG 

AGTTAGGCGGACCTCTGAGTTCAAGGCCAGCCCAGTCTATAGAGTGAGTTCCAGGCCAGCCAGGACTACACAGAGAAACCCTCTTACAAAAATG 

AAAAACCAAAACTAAATAAAACCATTTATTTTACATTTTGTTCCTTGCCTTCTCCTATCATTAAAAGCATAATAATAATAATAATATTTGG 

GACTATTTTAATGAGCCCCAAAACGGGCAAATAGTTTCTGTAAGCTGGTAGTTCCCACACACTCCCTAAGGAGTCAATGGAGCAATGGAGCAAG 

TTCAGTGATGTTATCATTATCCTTTGAAAGCTCCTATGGCCTTGTGAACCGAGCAGCTGAGTCATGATCCTAACTGATGGCTAGTAAATCCAAC 

TAAGAACAGATATAAGCGAAAGTTCAAGGTAAAAATGTATTCATCTAGTACCTTACATTCCAAACTCTTTCTAAAAGGAAACGTTGGAATTAGA 

CAGCTATCCTTGTTAAACTTAGCAGAAGGTGGAGAGAGCAAAGGAAAAGACTTGAGGTTACAACATGCAGAATTGTTACCACCTAGTTTGGTGG 

TCCATGAAATATAAAGAAAATTCTCCTGATTGTTCTTCTGTTTGATCTAATGTTTGTACATGATTTCAACTC'TTTAGAATTCTAGTTTTCTCTG 

CGTTGGCAAATATCACTAGCCATTTATCAGACTGAAAGCTACAGATACAGAAGACACTTCAGCATGCCACTCGGGCAAGGTGGATCTTTCCCCA 

AGTCTTAAGAGATTTTACTTTGTAAATCTCTCTCAATTCCAGCAACTTTTTTCCGTCTCTACCACCGCTTCCTTAATCTTTGTCTCTTCAGGGA 

TTTTGGAGATGAACATGTCCCCAGTCCCAATCCCACTGTACCCTCAGCCAACTCTGAGCAGAACCTACCCTTCCTTTTGTTCTGTCCCrGTCAT 

ACTATAGTCAGAGTCATCATTAAAAAGTACAAGTGTTTTCATTCTGTAAAAGTGTCATTTTTGCTTAATATCCTTTGCTAGCTGCTGCTTCTTC 

TTGTTCTTCTTCTTCTTCTTCTTCTTCTTCTTCTTCTTCTTCTTCTTGTTCTTCTCCTTCTCCTTCTCCTTCIGCTTGTCGTTCTCCTTCTCCT 

TCTCCTTCTCCTTCTCCTTCTCCTTCTCCTTCTCCTTCTCNNlKrcrt^^ 

CCTGCTTCTGCTCCTTCTTTTTCTTCCTCCTCTTCCTCCTCTCTCTCCTCTTCCCCCTTCTTCTTGGTCCTAAAATAAAAATGAAAGACCTTAG 
GAGGGAAATTTCCCCTCCATGTTCCCACTTCTGCGATCTGTTCCCCAACATCCTATATATTTTTTTCTTTCACTCTGCACTCCAAGTTAGATAC 
CAAGATGTCCCTGTTCCTAGTCACCTGTGTACACACTGGTGCTCCTGGTTTGAGAGTACGTTAATTCCAAGTTTTCCTCATTAAAGTTTTCCTA 

TTATTTTTGAGATTCTGTCATTTGAATTACTCTTTTCTTTCTTTCTTTCTTTCTTTCTTTCTTTCTTCCTTTCTTTCTTTCTTTCTTTCTCTCT 
CTCTCTTTCTCTCTTTCTTTCTTTCTCTCTCTCTTTCTTTCTTTCTTTCTTTCTTTCTTTCTTCCCCTATCTTCCCCTCTCTCTCTTTCTCTCT 
TTCTTTCTTTCTTCCTTCCTTTCTTTCTTTCTTTCTTTCTTTCTTTCTTTCTTTCTTTCTTTCTTTCTTTCTTCCCCTATCTTCCCCTCTCTCT 
CTCTCCGTCTCTCTCTCTCTGTCTCTCTCTCTCTCTGTCTCTCTCTCTCTCTGGTGGTTTCCTGAAGGATAAGGTTAGCGTTGGTGTTCACTTA 
GGAAAATAAGACTTGCTGTTTAGGGTTTCAATCATCACATGTTAAACAAGTGGGAGCTTCGATTTTTTTTGTAATCTTCTTATCTAAAATCCAC 
AAGTTTATAATAGTGTGAACCAAAGGAAAAATGGGGAAGAAAAAGAAAATTCACTAACTTGCTTGAACATTATCACATCATAAACTTGCCAAGG 
ATATTTCTTATAGGAAACCCTGCATGCTTCTTGTAGCAAAGAAAATATGGTAAAGATCTAGTGGCATGAGAGGGGACTGCTTTCAAGCCACAGT 
AGCGTGAGTCGGCCAGGCACTGTGCAAGGCCCTTTCCCCAGCACCCATAAAGAGGAACTAACAGTTACTCTTTCAGTCCTACATTATGTATAAT 
CTTTTATTTGGGATATGTAAGCCATAACAAATTTCAGAGATGTATCTAGAGATTTTAAGTACATCATGTCTTGTGACACAGATTGTTGGAATTG 
GTCCACGACAATTATTTCATAAAAATAATCGCAACTTAAGAAGCTAACATCATATAGAAATCATGCTGCTGTTTTATCAGTGGGGCTCCATTAC 
TTT AT ATTTT ATTTTTT ATCAGTTATGAG CTTAGTTTTATTTT AACTATAC AATT CTGAG CAAGG ATCAAC ATTGC AGTGAGAG AAAG AGAGAG 
AATGTGAGTTGTTAGCCAAGTCACACTTGTGCTTGTAGAGATAGGTGTCTCTCCCTCCATTCACATCTGTCTCAGACTCTGCAGACTTTACTCT 
CTTAGAAAAACATAGCAAAAGCTTTTATTTAGCAGCAGATGCATCGGTAGAGAGGGAGGTGAAGTTTAGTCTGGGTTCTCAAGAAAATTAAATT 
TCCTTTTTTTGTGTGTTTCAGAACATTGTATTCAAGGGCTTGTGGAAGGGCTGGAGAGGCCTACACTATCTACTCCTCAGAGGAGATGGTGAAG 
GTTTCCCTGTCACTAAAAGCTAAATGCACTTTTCTTAAGACAAAAAAGAAGTTTAATATAGACCATTAAAGTATCTGCAATGTTATGTTAGGCC 
ATGTTTAGGAAATTTTTTTTAATTCGATTTTAACATTTTTTAAGAAATAGAATTTAAATTTTCTTTCATTTGTACATGAATTATACAGACGGAC 
AT TTT AAAAAC C AAATT TG C CT AC TT AAAAAAAGTAAG C T CT TTT AC C T G T ATTG T AAAAAC AAG C ATTT AAT C AGTG T TT G GT CAT CT T CT C T 
TCTGACTAATGAGCTACTTTAAGTCTTACTAGTAACAAGCCAACCTTTGCTACCAACAATGATCTAGCAGACTTGGTCACCTAGGAAGAAGACC 
CTGAAAAGACCTTTCTCTCTTGCTTATGATTTCAGTTAAGAATGCAAATTGCACATCAGACTTTGAGGAATACTTTGCCAAAAGAAAACTGGAG 
GAAAGAGATGGCCACGCAGTGAGCATCGAAGAGTACCTTCAGCGAAGCGACACGGCCATTATTTACCCAGAAGCCCCTGAGGAGCTGTCTCGCC 
TTGGCACGCCAGAGGCCAACGGGCAAGAAGAAAATGGTAAGGCTGTAATTCATTTTTAGCCGCGATACTGACGTCTGGAGCTGTTAGAATTACA 
AATGCACTACATGCCTGGGTGTTTACCTTAAAATTTGAAGAACAGCTGCAGAGGCATGGAATTTCATGAGCAAAGATTAGAACTGTAATTTTAG 
GGTATTGTGAAATTTTTTTTTGTCAGCAAATTTGTGTGATTTGTACATCCAATACAGAATAAGAACAATTACAGCCCATTTCTAAGAGATAAAA 

atatctaaatgtattccaatctttcagagatattttacttttgaggaaaaaaaaaagtttaagatcaccgaccctcaccttttgttctctgaca 
cctgaaaaaaaaaatctccttccctcctgtgaattcctgagttacatgtgagtctagggttcagggggactgtcagtcacccaaagggaatttc 
ttcatttatcagctgtttaaattccccctccccacaaataagctcaagtaattaattaattttggagcgcagtgtgagctgattcggacaagcc 
tgccctgggtgttcaaggggtctggttgtgaggaggccggggcgcaatgatggcgctgtgcaggagcagattgcagcgattcctgtcatagcag 
cccgggcagccagcccattagctgccattgatttactgaccttttggcccgctcctctcccgtcgcctctcggctacagacctgccacctggaa 
ctccagatgcttttgcccaactgctgacctgcccctactgcgaccgcggctacaagcgcttgacatcgctgaaggagcacatcaagtaccgcca 

CGAGAAGAATGAAGAGAAGTTTTCCTGCCCTCTTTGTAGCTACACGTTCGCCTACCGCACCCAGCTCGAGAGGCATATGGTGACGCACAAGCCA 
GGGACAGATCAGGTGGGGGTTGGTTCTAAGTGATTTCTTTCTATAATAACCCCTTAGAGAAACGATATTGCTTTGATTGGCAATCATTATTAAT 
TTTTCATGGCATTTTGAAGATGCAGATCTTTTAATGGTAATAGCTTTAATTGAGGTCTAAATGATTTTTTGATGGTCTCTTCTAATATGATTTA 
ATAGTCTTATGTTCACGATCGAATGAGTGTGTTAATTTCTAATTTAGAAATTTTATTTGCACTTTAACTTGACTTTAGTTTCATTTTTATGTTC 
CACAAAAAGTGAATGAAATTGTAGCATTTTAATTATACATTATTAAACATCTCAGCAATTTTAATTCCATTTTTCACCTAGTTTTGCTTAGGCA 
TTTTTTTTTATATAGGACCTAATACATAGCAAAAGAAGTGCATATTTCTCTCATTTGTCACGAAACACTTTTAAATTACTTAGAATACTTTACA 
AGCTTACTAATTTATGAAATATGTTTTTAAGGAGATAGAAAGGCCATATAAGTTATATGCATATACACATAATAAATTGGAAAAGTGATAAATG 
ATAAAAAACATTGGTTATAATTAAAATGACTCCATCTCAATATACATGCTTGTAGTTAAATGCCAAAATTGTTCTGCCTCTTTTAGCCTACTTG 
TTTTAAAAATAAGAACTCTGGCTTGGAAAGGTAGGAATAGGGTCTTAAATCCTTGAAATGACTGAGTAGGGCTAATTCACAGCATCTCTTAAAT 
GTTTCAGCAAAACTGCTCTTTCTATCCTCCTGGGAGAATTGACTGTGCAAATTGATATTATGATGTGTTGGGTGGTCACAGTAATGGTGTTTCA 
TAAGTCACAATAACTGGTCCTACAGATACAGAATTGCCCCTAAATGAAGTTTGATATTATATATTTTTGAGATGGTTAAATATGACATTCTCTA 
TAAAACTCCGATTTGTCCTCATAGGCCTTATTGTCTTTGAATAAGGAAAAGAAGACACAAACTCAATTAAGCAAGAATGGCAATACTGTGTTAC 
AAATTTTTACTATTTAAGGCACTATATCAGATTATCACACCATTTGTTTCTGATTGGACTTGTGAGTTGAATGTTTTCCAAAGATCAGCTATAA 
GTAATACGCTTGTGCAGTTACACTTTTGTAACAGTTTATCTTCTCATGCTTCTATGCACAAAAAAACTCTAGGAAAAAAAAAAAGCCTAGATAT 
TTATCTAGTATAACTGCTTTAAATTTCACATGCAGAAGTGTGATTGTGTTGGCGCATTATGAATGGTAGCTTTGGTGTTGAAAAGTCCCCTCAT 
TTGCTCATGGCATTTACAATTAGTAAATTAAAATGATTGTATCATATTAACAGTGGCACAACTAAAGTTTATAGTAGTCCTCTGAGGGCTGTGG 
GGGAGACAAAGCAGCTGTTGCTGTTTGTTTATGCAACTCGGCAACATATGAGCACTGGTCCCTCAATGGCGCTCGGCGGGTTGGGCTCCGCTTG 
ATCTTTGAAGGTTGCTGCTGTTTGAACAAACCTCCCTGTGTCCCATGTAACACCATCTGTCTCACTAGGAATGTGGGAAGATTCAGCACACCCT 
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AGCAGTTGTCACACCGTTTCTGGGCTGTCTTTTTGCAAAAGGCTTTTGTGTCATTGCTGCAGAAAAAGGCTGGCCTCCTACCTTGAGCATCCAG 

GGATGGTATCTGTGCTGCCTCTAACTTGTCTTTTCAGCAAACTTTTTTTTTTCTGTTGGTTCTTGCACACTACTAAAACGGAAAATGAAATGTC 
ATTGAAGTCTTTCCTACTGACTTGTGATAAAGCTGTTCAAGCAGACATAAGCCAAGATGTTGTCTCTTATTTGATAATGAATCAAATCTGATAG 
GCAGCACCTAAGAAAAACACAGTTAACATGGGCCAGTAGCACAGTGAATGGGATATTTAAACAGGCATACCAAATATTTATAGTCAAAGGGTTT 
TTTTTTTTTTTTTGATTTTGTCTTTTATTTGGGGGTGGGGAGAGGTCTCCATTTCTTTAAATTTCAGTTTGATTTAGTTTACACTTTTACCTGG 
AAACAGAAAACTTCACAAAAATTTGTTTTAAGTGTGGGTTAAAAGAAAAGAACAATTTTATAATTTTCAGGAAAGTATTTTTTTCCTCCTCAAG 
CCAGCCGTGTTTTGAAAGGAAGCGTTTAGGGTTCAGATTCTGCACTAAACCAAAAGGAGCCATGAGCATCTGTACAATCATACTTTCTCATCTC 
AAGGGTCAAAGAAATGCTGTAGAAAAAAGATGTCAGGCGTAATTGTGAAGCAAGGGTCCGACGTGCACGGGAAGCACTTTCTTAAAAGAGAAAA 
ATTCCCATTTTATTACCAGCATTACCACTTTTATTGCAACTCTGAAAGTCTGACCAGATAAATAAGCATGAACTCAGACCTCTCAGCCTGTCTA 
AAAAAGAGGTCTTGGGAAAGATTCCTAAGCAAGCTCCTTTGTGCCTCCTGAACAAAGATGACGGCCATTTTTCTCCTT.TTACAGCACCAAATGC 
TAACCCAAGGAGCAGGTAACCGCAAGTTCAAGTGCACGGAGTGTGGCAAGGCCTTCAAGTACAAGCACCACGTGAAAGAACACCTGAGAATTCA 
CAGTGGTGAGTCACAGGGGGGTCGCTGCATTGCATTGTTTCCTACTAGAGAAGATTGTGGAGACCTTTTCAGTGTACACAGTCCCGGGTGGAGT 
GTTGTGGGCTTACCCeTTTATTTCATAAGCTCTAGGAGTCTTGGAGAGTCTTATGGTATCCTATAAATGCTTATCCTTCTTACAATTCACAAGG 
GCTTTGATTTGTGTTTTCTGCTAAATCTAGAGACTTTTACAAAACCGTATAACTTTGACCTGGAGATATTTGGGCTGCAATTTCAGAAAGATAT 

TATACATCAT AAACCC AC AT CCTACCG CTGAGATTTCTGCTTT ATACATAGTTTG ATAGCT CTGC C AAGC ATTTTATTAC CAAATTGG ATGCTA 
TTCAAAGAACTAGTTGAATTGGTAGAATCAATGGGGTCTCCACAGAGTTGATTAAAGCCATGGCTACACTTCCCTTTAAATACTGTGACATCTT 
TATTGTGCTATTGACCACACATTAATCTGACACTCTGTTTAAATAGGAGGCTGCTGATGGCCTGACAAGATTTGGGATTCTAACTGAAAAAGGC 
GTAGAGAGCCTTTACCTTCCACAGCTTACATCTTGAATTATGTCCACTGGGGGTAGATAAAATCCAGAGATAGTTATGGTCATATAACTCTGAC 
GTAAGCATCTAGAATGTAGAGTCCACCTACATTCGACACCTAGATTAATTTCATTTGGTTTCACAGATTCTTATCTTGGCAGACAACTTTGCAT 
GTTACCTAAATGAAGAAATCTAATGCTAATTTTAATTATCCTTTCAGGTGAAAAACCTTACGAATGCCCAAACTGCAAGAAACGCTTCTCTCAT 
TCTGGGTCCTACAGTTCACATATCAGCAGCAAGAAATGTATTGGTTTAATATCAGTAAATGGCCGAATGAGAAACAATATCAAGACGGGTTCTT 
CCCCTAATTCTGTTTCTTCTTCTCCTACTAACTCAGCCATTACTCAGTTAAGGAACAAGTTGGAAAATGGAAAACCACTTAGCATGTCTGAGCA 
GACAGG CTTACTTAAGATTAAAACAG AAC C ACTAGACTTC AATGACT ATAAAGTTCTTATG GCAACAC ATGGGTTTAGTGGC AG CAGTCC CTTT 
ATGAACGGTGGGCTTGGAGCCACCAGCCCTTTAGGTGTACACCCATCTGCTCAGAGTCCAATGCAGCACTTAGGTGTAGGGATGGAAGCCCCTT 
TACTTGGATTTCCCACTATGAATAGTAACTTGAGTGAGGTACAAAAGGTTCTACAGATTGTGGACAATACGGTTTCTAGGCAAAAGATGGACTG 
CAAG ACGGAAG AC ATTTCAAAGTTGAAAGGTTAT CACATGAAGGATCCATGTTCTC AGCCAGAAG AACAAGGGGTAACTTCT C CC AATATTCC C 
CCTGTCGGTCTTCCAGTAGTGAGTCATAACGGTGCCACTAAAAGTATTATTGACTATACCTTAGAGAAAGTCAATGAAGCCAAAGCTTGCCTCC 
AGAGCTTGACCACCGACTCAAGGAGACAGATCAGTAACATAAAGAAAGAGAAGTTGCGTACTTTGATAGATTTGGTCACTGATGATAAAATGAT 
TGAGAACCACAGCATATCCACTCCATTTTCATGCCAGTTCTGTAAAGAAAGCTTCCCGGGCCCTATTCCCCTGCATCAGCATGAACGATACCTG 
TGTAAGAGAATGAAGAGATCAAGGC!AGNNNNNNNNNN^ 

GCCCTCCTCTTGTCATCTGTACTTTCCGAGAAAGGACTGACAAGCCCCATCAACCCATACAAGGACCACATGTCTGTACTGAAAGCATACTATG 
CTATGAACATGGAGCCCAACTCTGATGAACTGCTGAAAATCTCCATTGCTGTGGGCCTTCCTCAGGAATTTGTGAAGGAATGGTTTGAGCAAAG 
AAAAGTCTACCAGTATTCGAATTCCAGGTCACCATCACTGGAAAGGACCTCCAAGCCGTTAGCTCCCAACAGTAACCCCACCACAAAAGACTCT 
TTGTTACCCAGGTCTCCTGTAAAACCTATGGACTCCATCACATCGCCATCTATAGCAGAACTCCACAACAGTGTTACGAGTTGTGATCCTCCTC 
TCAGGCTAACAAAATCTTCCCATTTCACCAATATTAAAGCAGTTGATAAACTGGACCACTCGAGGAGTAATACTCCTTCTCCTTTAAATCTTTC 
CTCCACATCTTCTAAAAACTCCCACAGTAGCTCGTACACTCCAAATAGCTTCTCTTCCGAGGAGCTGCAGGCTGAGCCGTTGGACCTGTCATTA 
C CAAAAC AAATG AGAG AAC CC AAAGGTATTATAGC C ACAAAGAACAAAACAAAAG CTACTAG C AT AAACTTAG ACCACAAC AGTGTTTCTTC AT 
CGTCTGAGAATTCAGATGAGCCTCTGAATTTGACTTTTATCAAGAAAGAGTTTTCAAATTCTAATAACCTGGACAATAAAAGCAACAACCCTGT 
GTTCGGCATGAACCCATTTAGTGCCAAGCCTTTATACACCCCTCTTCCACCACAGAGCGCATTTCCCCCTGCCACTTTCATGCCACCAGTCCAG 
ACCAGCATCCCCGGGCTACGACCATACCCAGGACTGGATCAGATGAGCTTCCTACCGCATATGGCCTATACCTACCCAACGGGAGCAGCTACCT 
TTGCTGATATGCAGCAAAGGAGGAAATACCAGAGGAAACAAGGATTTCAGGTAATGAGATGAGTCACTTTGCTCTGAGGAAAGGCACATAGGAT 
AAC C TAG TTGT G ATT C C C AGG C T G CC C AGT C CTAAATAAATTG AT AAAT G AC CT AG AAG ATACAAAAGG T G GGG G AAAAACACT C AGTTG G G GT 
GGGGAAACC AGG AATATGAGAGCTTTGAAG CAAG CTAGCTAAGCCAGTGG CTG AAAGG AT AAGCTTATT AAAAACTAAGGCAAGAAGATTGCT A 
GTTTAAGGTTAGGCAGCATAGCAGGATCCGGTCTCCAAAACAAACAAAACAGAATAAAGAATTCTGAGAATTACGCATCGATGCTAGTAGTTGG 
TCAGCTTACCGACATGCTTGAAACTGAAGTGTGTAACAGCCACACTCTCAGAAAGGAGTGTACGACTTGAAGGAATTACATATTTAAATTTTGA 
TATCTATTTTGTTTTATAAAGAAGAGTTCATTTTGAAGAGAATTTAAAGAAATATTTTACATGTTACATAGGACTTCTTGCCTAATTTTCAAAT 
GGTCAAAGAATTTGTAGGTGGTAGAATCTGAAAGCAGGCATTGTTTTGGCATTATTTTGTATAATCCCTGTTTGCAAAATAGGAGCCAAAGTGG 
CAGTGCACGGCTGTAACAGCTGTCCAGTATTCCAATTTACAACACATCTGCCCTCTTTGTAAATGCATTTAAGCCTATTTAATCTTCTCTAGTA 
TTAATTAGTGCAAATATAGTGTAAGAAAACTAAACTGTGGGCTAGCAAATGGAAATGTATGTTACCATGCAAGTTTGCACTCCTTTGGACCAAG 
ACAAAAATAAATATCAAGAAATTTAATAATTTACTGATCCACATTCATTATTGCTCAATGCTGAAGGCTGTTTTAACATAGATAGAACATTGAT 
AAAAAGTGTTATTAATATTCTCTATTTCAAATTAGAAAATTAAATATAAAAATATAGCTTAAGGCTTTTAGTTGGTAGACATACATTTAAATAG 
ATTGTATAATAATAATATTTTGTACCTAAATATAAAATTCAATTAAAATGAAGCTTCTACAGCTACCAATCATTTTTGAAGTAAAGTACACTGG 
AAAATATGGTAATCCTGATATTTAATGTTCACTCTTGGGTTTTCTCTGGTATTAAAAAAAAGTGAAAGATTTAAGAAAACTGTTTTCCCATCTA 

TCTAGCATTTTTGAGGATCTCTAGTTGTCAGCCTATGCTTAATTGTTTGATGTAAACACAAAGAGGAGAGACCATGTTCAACTATGTGATTATA 
TCACAGGGAG ACTTGCTGGATGGAGC AC AAGACTAC ATGTCAGG C CTAGATGAC ATGACAGACTC CGATTCCTGTCTGT CTCGAAAGAAGATAA 
AG AAG AC AG AAAGTGGC ATGTATGC ATGTGACTTATGTGACAAGACATT CCAGAAAAGCAGTT C C CTTCTG CGACAT AAAT ACG AAC ACACAGG 
TATGAGCGACTTTGACTAGCTAGCTAGAGCTCTCCGGCCTGCTGTATATTTCATAATATTTAATGAGTGCACTTGTGCGACATAAGATGTAGCA 
TATGCTGACACCTTCAACAAGAAAGAAGTAATACTTTTGCATAACTCAGTAGGACTTTTGTGTTGCCTGTTTATTGGATCATTCATGTGTTTAT 
GAGTGTGCTTGTCTTCTTAACTTTCAAGTTATCTGTAAAACAAATTTGCCTATCATrGTCAAAGGAAAATTTAAAAGCCCAGGGTAATGAAATGG 
CATGACAAGAGCTCATTTTTGAAAGTATCTTCAAATTCTTAAGCTGTGGTGAATATATATATGTGTAAAAATTATTATGATAAATCTGGTCCGT 
GATATACTAGTGGACTCATCCAAACACTAAGTAAGCCATGCTTTGGGGTGACTTTCTTTGGTTTTCATAAATTGGCCACTTTTGAACCAGTTAT 
AAATGTTATTTCCATAAAAGAAAGGCAAGAGACCAAATAAGCCAGTGAATCCTATAACTGAAAGACTAAAGTAATATATCCAGTTCATGTGTTA 
TCTATTAATCACCAACCCTGACAAGACAACAGCCCCAGGGCTCCCTGGGACTACAGGTGGTATGTTACGTTTCCTAAAAGTGTACCGTGTAAAG 
ATACTTTCCACAACTCCGGATCAGATCTGCAGCTCTGTAGTAGGGTTTCCATCAACGTTTCCTTTCTCCTTCCCATCTTCTGCTCTAAACAAAG 
AAACCTAGTCTTACCCTGTCCCTAATCCCTGTCCAAGTCTTCTCCATTAGAAATATGAATTTGTCTGTGGTGGGGAAAAGAAAGTATAGAGTCA 
TATTCAAAATATTGTAAATGGGAGCAGGATGGACAAAGTGTAGGGAAACCTTTTATTTTAAACAAGGGCAAAAGTTAGCATTGATGCATGTGGT 
GTGGAAGAGAAGAGGAGGTGTTAGATCTTAACTCTCTGCAGATAGGGTACATCTTAAAGATACCTTGGGAAACTCGGGTACTCCAAATCTTCCC 
AGATCCTTCACTAGCCATGGGTTGGAGGTAGCACATGTGACCAGAATCAAGCTGAGCGCTGGGCGAAAGTGGCCCATGCTGGACCGCTAGTGCT 
GAGAGCACTTTGTGAAGAGAACCCAGGTTGTAACAGCCTTGCTCCTGGTCCAACCAGTTCAGCTCCTTTCCCTCCAACCATAATATCTGTGGTT 
ATTATTTTAAAAGGC CAATTAATGTTAAAACAC C C CAAATTGGTTTGCAAATCTAC ACAATTTTTAT ACTTAAGCTATATATTTGAAAC ATCAT 
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TTTTTTCCTACCCTGTTCATTTATTATACTTCCTTTAATACTGAGTGTTATTTAAGTATTTACAGAGTAACAAATATTTTCATGCCTAAATTTA 
CTTTAATTTTAATCAACCTCAAATATATTTTGTATTT CATT ATTC AGGTACAATAGGCACAT C ACTGAAGG CAT CTTTCCCT CTCTGATTGGTC 
TTATTATATGACCATATGCAAACTCTATCATTTACTACATGGTGAGTGTAAAACTTTTATTTTAGTGAGGGCTCTCATACATAGTGACATCCAG 
TCAGCATATTTATCTCCTATAAATAAGCTAGTCCATAAACTTCATAGATGTCCAGCTAGTTGAGAGACCCAAAAGTTGACAAATGCAAATGTAT 
ATATATATTTATTTTTTTTAATAAAAGCACGTTATTTTAAAAGTAAAATATCTTGGTCCTTTAAGATGAGAGATCTGCTACCTAGACACATTGC 
CTAGCAACAGGATGCGAGTCATTCAATGGCTTCTCTAAACTGGTGATTAGTTATCCTCCTGTTGGTGACCCAGCTTGTAGAGTTTCCAGTCTGT" 
, TAACTTTTTGGTCTCTTGAC C AAAC AT CTCATG AC ATT AATATTGTCATTG TATTAGGTTC CAT CCAAGC AAAAGT CTT CATGAAATGTGTCAG 
TATGATGTATATGTAAACTTAGCTTGCTTTCTTCTAACTGCGCTCCACAAGCCTTTTGCTTATATTAATATCTAATAATATTTTAAATGAGTTA 
ATATGAATATTCTAAGAGAGAACTGTCTTGACTCTAAAGCTGGGCAATGAAGTTGATCTGTCATTTGGTTATTATATGTTGATTATAAATGTGT 
CATTGATAAAGTATGTTTGTTATCTGTCTATAGAACTGTTTAAATTAAGAAGAAAATTAGTGTCTATTTATTCCTGGGAGTTTGTGCTCTTTTG 
CCGTAATCTACTTTAAATTTATTTTCTAGGCAGATACCAAAGTCATACTGCTTAATTCTCTTACCAATGGCTTATTGCTTGCTTGTTTGCTCGG 
TTTTGGTGGGGGGGAGGGAGATACCCTGGATAGTACAGAGAAAGAAATACTTTGTAAATGTTAACTTCAATTGGAATAATTGTCATAAATAATG 
ACTGAAATAAAAGATCTGAACCTCTTGGTAGGCACTGTCAAGGACTCATTTTTACTCCACTAAAATTTCAACCTGATATCGATTGGTTACTTTC 
TCTGTTGAGACACTGTGGTAGGTGCTTTCAAACCACCTTATTTTGAAAAGAAATAAAGATATTTCTACTTTGAAGTAGACAAAATCTAAATTTT 
AAATAAATTTCTGGTCAATGTTGTTCCTAAGTTATATGGCAAAATTAAAATTAGCCCTTATTTTAAATTGAATTTATTAAGTACTTGTTAGTGA 
AAGTCCTCAAGATTACTAGACTATTTAGTATAAGAGTTGTGTGGAACTCTCAGTGACTCACTGAGTTGTCCTTTGCAGGGTATCACAGTACTTT 
ATCCTCCAAAGTTGTCTGTGATATATAATGTAGCCCTATTACAAGTACAGTGTCTATTAGCCAATACATCCTTTGAAAGCTGGCTGCCTGTCCT 
TATAGGACCCACCTCCCATGCATTCTAAAAGATCTGGAAGTTTGTCTTGGAGAATAGATGTTTTCAGTCCAGATGCTGCTCTCATTCTACAATT 
TTGGAAAAATAAAACCTGTATTCATATATTCTCTCCACAAAGTGACCTAACTGGTTGACCACCTTTGATCCTGAGCTGATAAGACAGCAGCATA 
AAAAAGATATCACGGGATAGTGTTGTTCATGCATCTTTTAACAACTAAAGAAACAAGAAAATTTTCATGTCTAATTTTTCTCCATTCAGATTTA 
CTTCTTGCATGTATGCCTACTCCCTGATGTATGCATTTTGCTTAGAATATAGTAGATGGTTGAACCTGTATTAATGGACAAGAGTTGAGAGATT 
TAACCCTAATAGGCTGCTCACTACAAAGTCCTTGTACTAAACACTTTATAAATCCTGTCTCCATTATTCTATCTATGGCCTGTCCTCAGGCTAA 
GTCCCCAAATTACTTTCCTTTATCTGCAAAGACCCTGAACCTAGAAGCAGTTGACATACCCAAGACTGTACGTACTCCAGCCTGTCCTAAAAAT 
GGATTTCAATGTGAGTCCAGAGCTCATCACCCTTATTGAGCACCATTCTGCCCCCATGGAACAATTGCTATCAATGCTGTACCCTTCTCCCTGA 
' AACATCATCATTTTAAATGTGCACTTCCAAACAAGGAAGACCAACACTATACTGTAGCAGCTTGAACATTTCCTGAAAGGTTAAAGAAAGAATA 
ATACACTCCTAAGTTGTTTTCATATACTCTTGTGACTCCTATTGTTACCTACCCAAATGAAAAAAAGTACTGTGTATTTCCAGATTCCTACCAC 
TCTACCAGAATATTCTGTTGTCCAGTTTCCCTCATAGAAAGCATCTTTTCCCAAACTTAAAGACTGGTTCTTCCATGCCTTAAATTAAACTTGT 
TATCTTCAGCCTATTAGCTAACTTGAAGTAGGTTAATATAATTCTGTCTGCATTTCCCATTTGGTGAGTACCCACAATTTATGTTTGAATTCTT 
ATCTTACAGATAAAAAGCAAAACAAAGCAAAAACTTCCTACTAAAATATTGTGCCTTCCCCTATCACTCACCACTAATTTATATCGGATGTTCC 
AGTAAAATGACAACCATCAATGAAATAGCAGCTCAAACTGTCTGCAGCGTTTTCTAAGTAGTGGCAATGCCCTGGAGGCATTCAATAACATTAT 
TAAAGATATTTGATTACTAATTGGGATTGTATATCACCCTATAACTGAAAACCTGAAGTGTCCAGAATGGGTTCCTAATCTTATAACATGACAC 
TTAGCAAATGAAAACGGGGTTGGCCTCTACTAATGCCGGTGTTTTAATTTAATTTGCTGAAACAGGAGTTTGTAGGGGAAGTAGAATCACCTAG 
CTTCATGTACGATATGATGATACCTCATGCTCCGCGCCACACATTGATTTTTAACTCTGGCGCATCAGGCTGATCTATCTCTCTATTTGTCAGT 
TCTATTTTGGAAATAAAGTTTTAAGTATGACAGCTCCAAAAGGTGTTGAAGGCATTCCAGTGCTATTTGTGGCCTGGAATCAACCAGATGTGTT 
TAGGCTTGGCAGTGGTTTCAAGTTCCAAACACTGGTTAGAAACTGCCTGGAATGGGAAAGGAAGCGCTAGGTTCTCTAGCTCAGGAGTATTTTA 
A CA C G C AAC AAG T GG CT G G CAT C C CAT GG AAAAC T C TAG CGGG G AGGGGGGG GG GGG G AAAC AC CATT TG C AG CT AG T T C AG AT C C TAT GAAAC 
ACATCTTTGTAGTTTGCATTTCAGATGGTTTCTTCCCTAAGTTTTACTCTTAGAATCCAATGACTGATCAGACACTCTTAGCATCTTCTTGCCT 
CCAGTCTGTTCTTTCATAACGTAGCAGTTTGCTCCTGTTTGAGACTAGGCCCACTTTCAAAGCAGCTAGCTCATGATGGACCATACAAAACCAG 
TGATGATACCATTTCTATTGCTCTCACTCAAGTTCTTGCCTTAAAACAAAACAAAACAAAACAAAACAAGACAAAACAAAACAAAACAAAACAC 
CGTAAGGATGAGAAGAATTGTCTGGCGGTAAAATGTTGTAGGCCACTAAAAATGTCTTGTTTCCCAGGACGTTTTTCCGTTTGAGACAGTGACA 
AAG C CT CCATTTTGAGTTCC CCTTCAGCAGCCATCTGGTTAACCAATCACATTCGTTAGTAATCGGT AG AAAAC CAGATT ATGAGATGAAAATG 
GACCTTCCTAACCGACTTGGGTTAGACCGAAGTGTGTCGATCTTTCAGACATAAGCAGACATGCTCATGCCTGAGTCGGGACACGATGACAGAA 
TTCTTGGAAAGAGACTTCATG CCAAGC CACTAATCACCCTGTCGTCTTGTTCTTTCTCCCAGGAAAGAGACCACACCAGTGTCAGATTTGT AAG 
AAAGCGTTCAAACACAAACACCACCTTATCGAGCACTCGAGGCTGCACTCGGGCGAGAAGCCCTATCAGTGTGACAAATGTGGCAAGCGCTTCT 
CACACTCGGGCTCCTACTCGCAGCACATGAATCACAGGTACTCCTACTGCAAGCGGGAGGCGGAGGAGCGGGAAGCAGCCGAGCGCGAGGCGCG 
AGAGAAAGGGCACTTGGAACCCACCGAGCTGCTGATGAACCGGGCTTACCTGCAGAGCATCACCCCTCAGGGGTACTCTGAGTCGGAGGAGAGG 
GAGAGCATGCCGAGGGATGGCGAGAGCGAGAAGGAGCACGAGAAGGAGGGCGAGGAGGGTTATGGGAAGCTGCGGAGAAGGGACGGCGACGAGG 
AGGAAGAGGAGGAAGAGGAAGAAAGTGAAAATAAAAGTATGGATACGGATCCCGAAACGATACGGGATGAGGAAGAGACTGGGGATCACTCGAT 
GGACGACAGTTCAGAGGATGGGAAAATGGAAACCAAATCAGACCACGAGGAAGACAATATGGAAGATGGCATGGAATAAACTACTGCATTTTAA 
GCTTCCTATTTTTTTTTTCCAGTAGTATTGTTACCTGCTTGAAAACACTGCTGTGTTAAGCTGTTCATGCACGTGCCTGACGCTTCCAGGAAGC 
TGTAGAGAGGGACAGAAGGGGCAGTTCAGCCAAGACAGAGTTAGATGGAGTTGGATATTGTTTAAAAAAAAAAAACTGCATTATGCAAAAATTT 
TGTACAGTGTTAAGGCCTAAAAACTGTGTGGTTCAGAGACTAATTCCTGTGTTTAATAGCATTTATGCTTTAAGCACAACTAGAAAATTCTAAG 
AATTGCACTCTACGTATGTATCACTACAAACTTAAAAAAAATTATGTCTAATTTATATTAATACATTTTAAAAGGTGCCCGCACTACCATACAT 
CAGTATTTTATTATTATTATTATTGTTATTCCTGTTTAATTTAATGTGCCCGCACTACAGTGCATCAGTATTACGATTCCTCAACACTTTCCTT 
TCGCTATTCATGAATTTCCCATTGTTTTACAGCCTAAGTAACCACACACTTTTAGGCCTCAATTTTTTATTTTTTATTTTTTTCTGTGAAGGAA 
CTTGAAGTGATGCATGTGTGAATTTAAGATACCGAAGTCTTAAAGTGACCTGGATGTGAAGGAAAAAGTAAGATGAGAAGTAAAGAAAGCCTTT 
GTAAGGTGGTTTTAAAAGCCTTATGCAAACCTTTTAATCTGTGTCTCTGCAAGTGCCATCCTTGTACAGTGTTCAGAGGGTAACGAGGGTTACC 
TTTGCACCAGCTTCAGTGTTAAGCTCACCGTGTTCTTTGAAGCACCCGTGTCAGTATTAGACGACTAGGCAGCAGTTCCTTAGTTTACATATGT 

ATTTAATTTTAGGTCAAATAACATTTTATTTATGTGGCTCATTTTATATTTCCTAATTTTATTTATTTCATACTGTAGTGTACAGTATTATAGT 
TCTTCAATATATAGATATATTTTAGTAAAAAAGGAACATGACGTTGATCATTTGGGCAAATTTTACGTAAAGAGAAGAGCATTTATTGTGTTTT 

TGATACAATCTTGTGAAAACACTGTATTTTCGACTGAAAATTCCACTTTCTTCATCTTGTTTTTTAGCTAACCTCAAGAGGGACTGTTAAATAC 
AATGTATGATACCATGACAAAAATCTTTCCTGAATTGTCTTTGTAAAAGTATTATTGAATTTTCAATTTGTAATTTCTTTTGAAAATGAGCATG- 
CTCGAATAAAAATGTAGCCAAACTAAGAATGTAGTTAATGAGTTCTGTACTTTTAGAGAGCTTTCCTTCAATGACCATTAACATGTAACATGCT 
TATGCTTATAATAATGCTAATTATGTTTTTCAATATAATTTTAGTTTAGCAATAATTTTGACTGGTACCAATAACTGTTTTTTAAAATTCCATA 
CTTATGTACAGCAATTTTACAGCTTTTCTCAACTGATCCTGATTCCAGATTGTGTATTTTTTATGTGAGGTTATATTATTCAAATTTAGTCTAT 
TTACTTTACAGACATTTCTACTTTTGCATTACAAGTATTTAGAGATTATGTGTTAAAAACTCACTTTTCTGTCCAAGGGGTCTTTGTGATTTAT 

TTTGAAATGCAGACTGTAGCTTATCCTTTATCTAAGATTATAAAATGGGGGGTGGGTGGGAAAACAAAGCTAAAGGCACATGC 
ACCTTCATTTTCCAAGACAGTCTTTCAGTTTTTACAAGACGACCCTAATAGTCAGTATATGAATGTATTCATAGGTTTTTACACAATGATTTTT 
TTTATCAGAAACCAGATTCTAATTCCTAAATCTAATAACAAAGTCAGAATAATAATACAAAAGCAGATTACCTTATGAAATTTACAGCTCTTGA 
ATATACGTAACTATAATATAGTAGCTGTCCACATATTTTTTCTACTTTAGAATCAAAAAACAAAAGCATGATTTTGCTATTGAATTTGCTAAAA 
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CTTTAAGTGTGACACCTCAAGTTGGCAAGAAAAACATATTTTTATTATTTAGCCATTTTCGTAAATTTCATAAACATTGTTCCTTGAAATGACA 
CACACACACACACACACACACACACACACACACACACATACATGCCCCAAGAGAGAGAAAAGATGTAATGACTATACAGAGGCAATTGAGCAGA 
TACTTGTAGAAAGCATATTTTCAGCTCTATCTTCAAGCCTGGTGAGGACTGGCATTAGGAGAGATGGCATAAAGCATTCTGCTCCTGTCATCGC 
TATACC AG AGTTTGC ATGTTTGG AAAGTTTACAGC ATTCTTT CCCT ATTTCT CCTT CTTT C AATGG C ACAAAT AAATAC ACT AC AT AG AAATTT 
TCCCGATTTTAAAGGCTCTAGGCGATATCTTTATTAATTCAACCTGAAAATATCAAGCCATTAAATTTTGTCTGGGTAGAATAAATCCCTGTGG 
CCTCCTTTAAAGCAATGTAGGTCTCTGCTGCCCATGGGGCATATCTGTGTCCCTACCCACAAGAGACAGGACCAACAAAGAACACATGAGCAAC 
ATACTCTTTCTCCCCAGAAAGAAGAAAGCATGCATGAGAAGGAGCAAAGGGGAGCACAGAGTCTCCCTCCCCTCCTGAAATCCCTCTTTCCACC 
ATTGTTTTTACAAATTACTTTTCACAGGAAGGCTCAGAATACCTGAGTCTGCAAGGATCAGGTTAACACTTGTAAATTGTGACAATCACTACAA 
TGTCCTATATCTTAAGGTTTCTTTCCTTTTTAAAAATGCAATTTAGCCACTAATAGTATTGCACATTAGAGCTGCATAATCTTCCAACTCCAGG 
GAAGACTAAAACATTGGACTTATCCTAGGATTCCTTTCCAAGGTCATAAACAAGAAAGCCCTCCAAATCATGACACATAATCTCCTTTTCTTAT 
CGAATACTCTTCCCTTGTTCTAGTCTTAAGTATTACCCTTTACCCCTGAGGATAGGGGCTGGGAAAAGGTGATGAAATCCTGGAACTGAACACC 
CCGCCCATTTTCTCAAGAGCCTTTTGTATTCTAGCAGATCTGGGAGGTTCTTTCTTTTTTGCACATGACACTGTAGGCTTAGTTCTGAGAAACT 
GGGCAAGAGAGATGAGATTTCTCAGCCAGAACTAACAGCGTTCATCTCCCTTAGCATGAACTTGAGCTTGCAGTGGAGTGGGAGGGCCTGAAGG 
AGGAAGGAGAGAAGGGACTATATTTGAATAGGTATTAATAAATTTATTAGATACTTTTCACAATCAGATAACTTTAAAATGTTATTTTTTATCT 
T CTAAGG AC ATAAGCCTT AACAAC ATCAAAATTT AGTCATAAATTTG AAG ATATT CC C C AATAAT AAGTTTATAT AT ATAC ATATATAT ATATT 

GCTCTGAAGCCCCCGCACATTGTAATAAACACAGCTGCATTTATTTGAGTATGTGTTCCCGTGTACATGTAAAAACATCCAAACAAACACACTC 
AGCAGATTTATTTCATGTGCAATGGGGCAATTATTCAAATAAATATGCTCAATACAATTATTTGAGTCTCGCATTTGCATGCTCATCACTCACA 
GAACTAATACTAAAAGAGGGGGAAACACCAAAGAATTTACGTGGGGGAAAATATATGTGAAAGCAATGTTATTGTAGATGTTATAAGGTAGCCA 
AAGCTATGGCTCCCTTCTTAACTGAAACACAATGATTTTGTATTCAGTGGCATTTGTTTCTAACGATGAATAGTTATTTCACTCACTTGATCAT 
TACATCAGAAGGACTGCAGTGTTTAGATTCATATAATAGCAAACTTTAAGGACCTGAAGCAGATAAGGATGAGACATCTCTATATTTCAAAAGC 
AGAATAGTTCTTTCTACATACTTTACATCAAAGGAACACTGATAAATTATTATGGCTCACATACGTAACTATAAATTTAAAATGTTATACATAT 
AGAAAAACATTCCTACATTTTAAAACATTAAAAAGTCACAGATGACTCGTGTGATCATTTTATATATTAATAAATACTACAATATATATGTGAA 
CACATTACAAATCATATTGGTGAACAAAGAGGCTGTAAAGCCTCTCTTCAGTATACTGACATAACCTAATATACTAAAATGGGAAGGGGCTTTT 
AGTCACTGAATATGCATCGTGAAACAAAGATGAAGAAACTACATGGCTTGTGCCCATCACGAAAAAGATTCATACTGAAGGCTTAGCTTTGGTT 
TTTATTCAATTAAATTGTCAAACTGTGCACAGTGAACTTTTTTTTTTTTTTAGAACTTGAGACATTTGTGATGTTGGCTGTTTAAATCTTTGTT 
ACCTTCGCTGTGAATTGAAATTGTACATATTTAGTAAATCATGCAAACAAAACAAACTTTTTAGACAATATTTTTATTGGAGAGTTTTCTTTTC 
CTGTATCCATGTTTAAAAAAAAAAGACCTCCTTTCCCAAAATAAAAAATGTCAATACTAAATTTAAAGAAGTATAAAGGAATAATTGCTTCCTT 
TAGAGCAAATATTTAAATAAACATGGAGAGAATTGGCAACATGTTCTTTTGGGGCTAATAGGCTGTGTTCAATTTTTTGGGTTAAAGTTCCAGA 
GGG CCTCTGTTTCACATTC AAAGAT AATATATTAAT CTCTG AATTAAAG AAATGCTCTTAGGTAAC AGG AT AAATC C CTCAGTCTT C ATTTGTG 
TGTG AAGTGTAGCATTCAT C AGAGAC ATGACATTG AG ACG AC ATGATGCTG AATATG C C ACAAG CT AAAAC AC CTCTATTAAAAC AGTC ACCTA 
CCACCTATAATCCAGTGTGACATATTAAAATACTCCAAAATACAGAGCATGGAGAATGAACACCATAATTCCCATTTGGCCTTGAGAAGAATAT 
GACAAAGATTCTAATAATTTTTGTCAAAGAAAATGATGATTTAAAAATACATGAAGATTAAAGTGGTGACAAATGATCTTTTAAGTATTTCTAA 
TTGGTCATCCTCATTCATAGCTTTGATTCCACAGAAATCACAAATCCTAAGGCCCCTGACTTGTGAGTGCGCCCCGTCAGCTTTCTTCATGCTA 
CAGAATGTGGCTGTTAGGTAGGAAATGAAGGATAAGACCCCAATGTGTTAAAAATAGACTTCTTCTCCGGCAAGAAGTTTAAAATTGGCAAGGA 
CAGGACTCAGAAAGAACGGCCTTCACATGAGGAAGCATTCAGAGAAAGATTGTTACCTTGTGATCTGACCATTTCCAGAACAGTCAAAAGGCTC 
TCTCCCTCCNNNNNNNNNNNNNNN^ 

GAGTGTGTATATAATGTATATATGTATAAATGTGCATGAGTGTTTGACTATGTATGGGTGAGTATGTATATGTGTGAGAGTGAGTTTGTATGTG 

TTTGTGGGCATGTATGTATGTGTGTGTCAGTGAGCATGTGTGTATGTGTGTGAGTTAGTTTGAGAGTATGAGTGTGTAAGTATATGTATATTTG 

TATGAGAGAGTGAGTATGTGGGTATGAGAGTGTGTGTAGCTTTACTAAGTTTACGTGTATAAAATTGGATAGATTGTATCTTTTAAAAACCAAT 

ATTCAAGAGATGGAGTCTAAACAGAGGGCTTCTGAGATACTTTCTATTTGTTATCTTACATAAACTGAAAACATTTAAAATGTTGATACTGGAA 

AAATACAAAGTTCTTAAGAGAGCTTCATAAAAACTGAAGAAAAAACTGAAACAATTTCTAAGGTATGTCAACAATTAAATAGAGAAAATATTAA 

ATTAGCTTTTTTCCCCATCACTTAGAAAACTCAGACTTCTAAAATAGGGCCTTTCTTTAAACAATAATCATTTTTTGCCCATTCTTAAAATAGT 

TGTATTATAGGGCAAATAATTACAGTATACTCCTGTCCAATTTTGTTTAGAGAAAGAGAAATATAGGCTTTAAATTACTTGAAAATGCTGATGA 

ATAAAAGAATATAAATTTAGAAAGGAGACTCAAGAACACCACTAAACTCAAAGGAAGCAGGGCACTGCATTTAGTGACCACAGCAACCTGGATC 

TTGGTTTTCACATGTCTTCTGAACAATATTACTTCCAACAGAAACATTTCCCAAAACTACAGGGCAGCCCAAGATCCTTGTGGGCACACGGGGA 

AAGCACCAACTACTGAGTAACCCTCAACCACTTCCTGCCGTCTGAAACACTCTGTGGAGGTCTACCATCTCATTACTGAACATGCTTAGAAAGT 

GTGAGGACATAGGATTCTGGTTAAAGGCAGGTCGAAAGCAAGAGGGAAAAGCAGAAGTGCAAGCCACCCTGCCCAACTTGTTTAAAAGGATATT 

C CTCAAGTAAGC ATG CCCAAG AGTAATCAACCTC AGTTCTAAG C ACTC ACCTTC CTTTTCCTC AACATCAAGAACGTTG AC AATAG CC AAGAC A 

ATCCCCTAAAGGGGAGCTTTTGAATCACTTTAGAATAAACGGTGGTGGAATAGTCAACATAAGCTTCCAACAAGCAGAGTTCCAGCCACAAGAA 

CTACTGCTACAGGTGTACCACCTTAATTTTGAAAATGATAATTAAACTAATGACTTTTTATATATTAAAAAAAAAACACATTTCCACTGGCGTT 

TTCATTATAAAATCTCATGTTGTAAATTCCTTCATGACTGGGACAAAGTTATGGCATACTATCTACATTAAAATTGATTTAAAAAAGTGTTCCT 

ATG AATAAAAGCTTTATGTTTGTAAC ATTGAG AACG ATTAAAAAAAAAAAG CAATTAAT CTATCACCC AC ACGTTAT AG ATG AAG AAACCG AGG » 

TCTGAAAATGCTTGAAAACACACAAGTGTTTGTTTTTAGCCCACAATAATCTGGAAAGCAGCTAACTGCATAAAAAGTCTAGTCCTCTGAAAGA 

G AGT AACATAGC CTCTTCAAAG CATCACTT C AAAC ACC ACAGTAAAATGTT CTTTTC AAAGGGCC CG AAGAAG C AGCAAAAG AGATGGGTTAGT 

TC CTGC AAG AAGGTTTT CTTCTGGT CTATAAG AACTTTT CCATGC AAG AGCG AAATG AAAACAATCTATGTTGG AAGCCTGTGTTACTCTAAGC 

TGTGAC AAC ATCTGTAC CTAGTCACTT CTTAT C ACGT AGAGTCTC C ACTGAC AGGCAG AGATGTT CTC AATTTTG AGAAATACTCTTCAAAAAT 

CTGTAACTGTTGCTGCTTATAGCTGAAGAGACTGAGGTCTGCAAGTGCTTGAAAACACACAAGTGTTTGTTTCTATCTCACAATAATCTGGAAA 

GCAGCTAGCTGCAGATTGCCAAAACTCTAGCCTTCTGAAACAGTGTTCTGTACTTTCTAAATACACCA<ZAGAAAAAGGAGGAGAAAATAGGGCT 

TGAGCTTTGCTCCAAGGAGCAGAAGCAGTTGGAGATTAACAAACCAGTAGCAGCAGAACTGATGGAAGAATACAAAAGAAAGTCAGAGTAGAAC 

TCCTGGACACTTCCTAACCCAAGCCCTAACCTTCAGATGCTAAGGTTTAGTGAAACTAAAACCCCAGCTCATCCTGTAGCTACAGGGGACCCAG 

AACCAGAGGTTGGGTCTCTCATTTTTACATAGATGATGTGATTGCTTTTCATTGTTTTAAGGGCAATTGAGTGAAAATAAAAAGCCATCCACTT 

AATGGT CT AGGG ATAC AGTGGTATAG AAAG C AACC AC AC AC CC CTTT AAGAATGTACATTC CAGGTGGGAAGGG AG AACAATTACAAGGT CCC A 

GCGGATAGGACAGCTTAGTTAAAAATAAAAGCAAGTGAGAAAATAATGAGCAAGATGGATGTGGGGGCTAGGATTTGGGGTGTCAGGAAGAACC 

TCATGGGGAGTTGAGATGAAGGATAAGAAGAAGTAAGGCATGGGAAGAGCTGGAACAAAGGTGTAGGAACAACAAGTATAGACACGAGGCACAA 

GCGAGGCTGGCTTTGTGGACTAGAAAGTCCCCCTATGAGTGTAGTGTAAGAGGGGCAGAGATAAAGCCAGAAGACCACAGGCTTTTGATGAACT 

TCTTAGGTTATTTGGTCCAGTGTCTTATTTGCGTAGGTGAGAAAATTGAATTTAGTAATCTCTTGAGTTTTGTACAGCGGTAGTCTGAGGATGG 

GATCATTAACCCCAGTGAATTGCCTGTAACGAATTTTGCAGCCCTGTGTTTTGGAATGGGGGGAACCTCTTTTTCTCAGACGTTTGCACCTGCC 

TTGTATCTCGTCACAGGCAGATCCGTCACACTGGAAAGCAGAAATTGTTTGGCCCAAAGAAAGTTTGTATTCTGAAAACTGAAGCACTAGCTAT 

GGCAAATGGGATGCTGGTGGAAGCCCTTTCCCCAGTAGGCGTTTTCCAGCCAACTCCCCGTGGTTGCTAGTCTGCTCAAAACAGCTGGGCTCGA 

AT C AGG CATAAG CAAGGGC CT CAGC CATTT C C C CTTC CTCTG AACTTCTTTTAAAAAAAAAAATAC AAAAC CT CACAGAGCTGCG AG AG AAG CC 

AATAAGAAGTAAGGAACGTGCAGCAGGTGGTACCATCTGTGCCCGACTAATTCCAGCCAAAACAATCTGCTCCCTCGAGTTCCCAGTTGTGGGG 

AAGGGAAGAGAATCTGACAGCGGCAGAGTCAGGGGAGGGGGTGGAGGAGGGCAGCGCTGAGTCTATTATTCCGGCGATCCGCAGGTGGGAGGAG 
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GCAGGTTATTGATGCCAGTGAACTATTATCTCTGTCTTTTGCTCTTTACAACCACGGAGGGAGATCTCTACAGCGCGTTCTTGCTAAGCTGGCA 
ACTACATCCCACACCTGAGAGACAGACGTGCAGGCTTGACTGTGAGCCTGTCACCACTGAGATGGGAGGGACAGCTTGGCAAGCGCAGCCCACC 
CCAAAGTGAAAAAGTAAACAAGAGGGCAGGGAGATGATGTTTATTTTATTGTATTTTCCTAGCAACCGAATGCCCTCTGTCTCCATGTTCATTC 
TTTGAAAATTACCCACAGCTTAAACTGGGCTTAGTGTCCACATGCTTTCACCCCGGGATGGCATTTTCCGAAGCAAACTCCTTGCCATCGATGG 
ATTCCTTACGAAGAACGCATCTCCCTTGGCATACTTAAAACCTGGGGTGAATAAATGCACTAGTTCAAGGATAAATGAAGTCGTCTGCTTTTCT 
TTAG AG AGG AAC AGAAAGGGACTGAG ACAG AGC ATACACAC CGTTGTAGTGTCCCAGGAAAATACAT CTT CTG AAAAGATTCT CTTAAC CC ACG 
GCAAAAATTCCACCAGTGCGTTTAGGTTAAGGCACCATCCAAGGATCGTACTAGTATTTGTTAAAGGCATGTAAGGAGGGACATTTGCGTTACT 
GCATTTCTTTCCGCTAGCTTACCTTTGCTACAGCTGGGGGTTGAGCTCTAAAAGATGGGTGCATTCGTCCAAGAGGGCGTTCAGAGGCTTGAAG 
GGAGAGCAGCAAGAAGGa.TTCATACATGAAAAGCAGTGAAAGTGGGAGAAATGACTGGAAAGGAAAAAGTGCTTGATCCTAATCTCAGTTAGAT 
AGAAGTTCACCTTCCCTCAGAGTGTCTGCTGAAATACTGTGGATACGTGTGAGTACAACCTTACTAGGAAACAGGTCTTTGCAGATGTAGTCAA 
GATAAGCCGAGGCTACTGTAGTGCACTAATGCAATATGACACACTTACACAAGGAGGCTTTGACAAGACAGTGGCAGA 

MOUSE SEQUENCE - mRNA 

CG C CG AGTCC ATGCG AACTG C CATCTG AT CCG CTCTTATCAATGAAGC AG CCGAT CATGGCGGATGG CC C C CGGTGC AAG AGG CGC AAACAAG C 
CAATCCCAGGAGGAAAAACGTGGTGAACTATGACAACGTAGTGGACGCAGGCTCGGAGACAGATGAAGAGGACAAGCTTCACATTGCTGAAGAT 
GATAGC CTTGC AAAC C CTCTGG ACCAGG AC ACCAG CCCAGCTAG CATGCC CAACC ATGAGT CCT CCC CACAC ATG AGCC AAGGGCTGCTACC AA 
GAGAGGAAGAAGAGGAGGAGCTAAGGGAGAGTGTTGTGGAGCACAGCTGGCACAGTGGCGAGATTCTGCAAGCCTCTGTAGCCGGTCCAGAAGA 
AATGAAGGAAGATTATGATGCAATGGGGCCAGAAGCCACGATCCAGACCACAATTAACAATGGTACAGTTAAGAATGCAAATTGCACATCAGAC 
TTTGAGGAATACTTTGCCAAAAGAAAACTGGAGGAAAG AGATGGC CACGC AGTG AG CATCG AAG AGTAC CTT CAG CGAAGCG AC ACGGCC ATTA 
TTTACCCAGAAGCCCCTGAGGAGCTGTCTCGCCTTGGCACGCCAGAGGCCAACGGGCAAGAAGAAAATGACCTGGCACCTGGAACTCCAGATGC 
TTTTGCCCAACTGCTGACGTGCCCCTACTGCGACCGCGGCTACAAGCGCTTGACATCGCTGAAGGAGCACATCAAGTACCGCCACGAGAAGAAT 
GAAGAGAACTTTTCCTGCCCTCTTTGTAGCTACACGTTCGCCTACCGCACCCAGCTCGAGAGGCATATGGTGACGCACAAGCCAGGGACAGATC 
AGC AC CAAATGCTAACC C AAGGAGCAGGTAAC CG CAAGTTC AAGTG CACGGAGTGTGG C AAGG CCTTC AAGTACAAGCACCAC CTG AAAGAAC A 
CCTGAGAATTCACAGTGGTGAAAAACCTTACGAATGCCCAAACTGCAAGAAACGCTTCTCTCATTCTGGGTCCTACAGTTCACATATCAGCAGC 
AAG AAATGTATTGGTTTAATATC AGTAAATGGC CGAATG AG AAAC AATATCAAGACGGGTTCTTC C CCTAATTCTGTTTCTT CTTCTC CTACTA 
ACTC AG C C ATTACTC AGTTAAGG AAC AAGTTGGAAAATG G AAAACC ACTTAGC ATGTCTG AG CAGACAGG CTTACTTAAGATTAAAACAG AACC 
ACTAGACTTCAATGACTATAAAGTTCTTATGGCAACACATGGGTTTAGTGGCAGCAGTCCCTTTATGAACGGTGGGCTTGGAGCCACCAGCCCT 
TTAGGTGTACACCCATCTGCTCAGAGTCCAATGCAGCACTTAGGTGTAGGGATGGAAGCCCCTTTACTTGGATTTCCCACTATGAATAGTAACT 
TGAGTGAGGTACAAAAGGTTCTACAGATTGTGGACAATACGGTTTCTAGGCAAAAGATGGACTGCAAGACGGAAGACATTTCAAAGTTGAAAGG 
TTATC ACATGAAGG AT CCATGTT CT C AGCC AGAAG AAC AAGGGGTAACTT CTCCCAATATT CCC CCTGT CGGTCTT CCAGTAGTGAGTC ATAAC 
GGTGCCACTAAAAGTATTATTGACTATACCTTAGAGAAAGTCAATGAAGCCAAAGCTTGCCTCCAGAGCTTGACCACCGACTCAAGGAGACAGA 
TCAGTAACATAAAGAAAGAGAAGTTGCGTACTTTGATAGATTTGGTCACTGATGATAAAATGATTGAGAACCACAGCATATCCACTCCATTTTC 
ATGCCAGTTCTGTAAAGAAAGCTTCCCGGGCCCTATTCCCCTGCATCAGCATGAACGATACCTGTGTAAGATGAATGAAGAGATCAAGGCAGTC 
CTGCAACCTCATGAAAACATAGTCCCCAACAAAGCTGGAGTTTTTGTTGATAATAAAGCCCTCCTCTTGTCATCTGTACTTTCCGAGAAAGGAC 
TGACAAGCCCCATCAACCCATACAAGGACCACATGTCTGTACTGAAAGCATACTATGCTATGAACATGGAGCCCAACTCTGATGAACTGCTGAA 
AATCTCCATTGCTGTGGGCCTTCCTCAGGAATTTGTGAAGGAATGGTTTGAGCAAAGAAAAGTCTACCAGTATTCGAATTCCAGGTCACCATCA 
CTGGAAAGGACCTCCAAGCCGTTAGCTCCCAACAGTAACCCCACCACAAAAGACTCTTTGTTACCCAGGTCTCCTGTAAAACCTATGGACTCCA 
TCACATCGCCATCTATAGCAGAACTCCACAACAGTGTTACGAGTTGTGATCCTCCTCTCAGGCTAACAAAATCTTCCCATTTCACCAATATTAA 
AGCAGTTGATAAACTGGACCACTCGAGGAGTAATACTCCTTCTCCTTTAAATCTTTCCTCCACATCTTCTAAAAACTCCCACAGTAGCTCGTAC 
ACTCCAAATAGCTTCTCTTCCGAGGAGCTGCAGGCTGAGCCGTTGGACCTGTCATTACCAAAACAAATGAGAGAACCCAAAGGTATTATAGCCA 
CAAAGAACAAAACAAAAGCTACTAGCATAAACTTAGACCACAACAGTGTTTCTTCATCGTCTGAGAATTCAGATGAGCCTCTGAATTTGACTTT 
TATCAAGAAAGAGTTTTCAAATTCTAATAACCTGGACAATAAAAGCAACAACCCTGTGTTCGGCATGAACCCATTTAGTGCCAAGCCTTTATAC 
ACCCCTCTTCCACCACAGAGCGCATTTCCCCCTGCCACTTTCATGCCACCAGTCCAGACCAGCATCCCCGGGCTACGACCATACCCAGGACTGG 
ATCAGATGAGCTTCCTACCGCATATGGCCTATACCTACCCAACGGGAGCAGCTACCTTTGCTGATATGCAGCAAAGGAGGAAATACCAGAGGAA 
ACAAGGATTTCAGGGAGACTTGCTGGATGGAGCACAAGACTACATGTCAGGCCTAGATGACATGACAGACTCCGATTCCTGTCTGTCTCGAAAG 
AAGATAAAGAAGACAGAAAGTGGCATGTATGCATGTGACTTATGTGACAAGACATTCCAGAAAAGCAGTTCCCTTCTGCGACATAAATACGAAC 
ACACAGGAAAGAGACCACACCAGTGTCAGATTTGTAAGAAAGCGTTCAAACACAAACACCACCTTATCGAGCACTCGAGGCTGCACTCGGGCGA 
GAAGCCCTATCAGTGTGACAAATGTGGCAAGCGCTTCTCACACTCGGGCTCCTACTCGCAGCACATGAATCACAGGTACTCCTACTGCAAGCGG 
GAGGCGGAGGAGCGGGAAGCAGCCGAGCGCGAGGCGCGAGAGAAAGGGCACTTGGGACCCACCGAGCTGCTGATGAACCGGGCTTACCTGCAGA 
GCATCACCCCTCAGGGGTACTCTGACTCGGAGGAGAGGGAGAGCATGCCGAGGGATGGCGAGAGCGAGAAGGAGCACGAGAAGGAGGGCGAGGA 
GGGTTATGGGAAGCTGCGGAGAAGGGACGGCGACGAGGAGGAAGAGGAGGAAGAGGAAGAAAGTGAAAATAAAAGTATGGATACGGATCCCGAA 
ACGATACGGGATGAGGAAGAGACTGGGGATCACTCGATGGACGACAGTTCAGAGGATGGGAAAATGGAAACCAAATCAGACCACGAGGAAGACA 
ATATGGAAGATGGCATGGGATAAACTACTGCATTTTAAGCTTCCTATTTTTTTTTTCCAGTAGTATTGTTACCTGCTTGAAAACACTGCTGTGT 
TAAGCTGTTCATGCACGTGCCTGACGCTTCCAGGAAGCTGTAGAGAGGGACAAAAAGGGGCACTTCAGCCAAGTCTGAGTT 

MOUSE SEQUENCE - CODING 

ATGAAGCAGCCGATCATGGCGGATGGCCCCCGGTGCAAGAGGCGCAAACAAGCCAATCCCAGGAGGAAAAACGTGGTGAACTATGACAACGTAG 
TGGACGC AGGCT CGG AGACAGATGAAG AGGAC AAG CTTCACATTG CTG AAG ATGATAGCCTTGCAAACCCT CTGGACCAGGAC AC C AG CCCAGC 
T AGC ATGCC C AAC CATGAGT C CT CCCCACACATG AGC C AAGGGCTGCTACC AAGAG AGG AAG AAGAGG AGG AGCTAAGGG AG AGTGTTGTGG AG 
CACAGCTGGCACAGTGGCGAGATTCTGCAAGCCTCTGTAGCCGGTCCAGAAGAAATGAAGGAAGATTATGATGCAATGGGGCCAGAAGCCACGA 
TCCAGACCACAATTAACAATGGTACAGTTAAGAATGCAAATTGCACATCAGACTTTGAGGAATACTTTGCCAAAAGAAAACTGGAGGAAAGAGA 
TGGCCACGCAGTGAGCATCGAAGAGTACCTTCAGCGAAGCGACACGGCCATTATTTACCCAGAAGCCCCTGAGGAGCTGTCTCGCCTTGGCACG 
CCAGAGGCCAACGGGCAAGAAGAAAATGACCTGCCACCTGGAACTCCAGATGCTTTTGCCCAACTGCTGACCTGCCCCTACTGCGACCGCGGCT 

CTAC CGC AC C CAGCTCG AG AGG CAT ATGGTGACGC AC AAGC CAGGG ACAG ATCAGC AC CAAATGCTAACC CAAGGAGCAGGTAACCGCAAGTTC 
AAGTGC ACGGAGTGTGG C AAGG C CTT CAAGTACAAGC ACCAC CTG AAAGAACACCTG AG AATTCAC AGTGGTG AAAAACCTTACGAATGCC C AA 
ACTGCAAGAAACGCTTCTCTCATTCTGGGTCCTACAGTTCACATATCAGCAGCAAGAAATGTATTGGTTTAATATCAGTAAATGGCCGAATGAG 
AAACAAT ATC AAG ACGGGTTCTT C C C CTAATTCTGTTTCTT CTTCT CCTACT AACT CAG CCATTACT CAGTT AAGGAACAAGTTGG AAAATGG A 
AAACCACTTAGCATGTCTGAGCAGACAGGCTTACTTAAGATTAAAACAGAACCACTAGACTTCAATGACTATAAAGTTCTTATGGCAACACATG 
GGTTTAGTGGCAGCAGTCCCTTTATGAACGGTGGGCTTGGAGCCACCAGCCCTTTAGGTGTACACCCATCTGCTCAGAGTCCAATGCAGCACTT 
AGGTGTAGGGATGGAAGCCCCTTTACTTGGATTTCCCACTATGAATAGTAACTTGAGTGAGGTACAAAAGGTTCTACAGATTGTGGACAATACG 
GTTTCTAGGCAAAAGATGGACTGCAAGACGGAAGACATTTCAAAGTTGAAAGGTTATCACATGAAGGATCCATGTTCTCAGCCAGAAGAACAAG 
GGGTAACTTCTCCCAATATTCCCCCTGTCGGTCTTCCAGTAGTGAGTCATAACGGTGCCACTAAAAGTATTATTGACTATACCTTAGAGAAAGT 
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CAATGAAG C CAAAG CTTGCCTC CAG AGCTTG ACCACCG ACTCAAGGAGAC AGATCAGTAACATAAAG AAAG AGAAGTTGCGTACTTTG ATAG AT 
TTGGTCACTGATGATAAAATGATTGAGAACCACAGCATATCCACTCCATTTTCATGCCAGTTCTGTAAAGAAAGCTTCCCGGGCGCTATTCCCC 
TGCATCAGCATGAACGATACCTGTGTAAGATGAATGAAGAGATCAAGGCAGTCCTGCAACCTCATGAAAACATAGTCCCCAACAAAGCTGGAGT 
TTTTGTTGATAATAAAGCCCT C CTCTTGTC ATCTGTACTTT C CG AGAAAGGACTG AC AAGC C C CATC AACC C ATAC AAGG ACCAC ATGTCTGTA 
CTGAAAG C ATACTATGCTATGAACATGG AG C CCAACTCTG ATG AACTG CTG AAAAT CT CC ATTG CTGTGGGC CTTCCT CAGGAATTTGTGAAGG 
AATGGTTTGAGC AAAG AAAAGT CTACC AGTATTCG AATTCCAGGTC AC C ATCACTGG AAAGG AC CTCCAAG C CGTTAGCTC C CAAC AGTAAC CC 
CACCACAAAAG ACTCTTTGTTACC CAGGTCT CCTGTAAAAC CTATGG ACTC CAT C AC ATCGCC ATCTATAG C AG AACTC CACAACAGTGTTACG 
AGTTGTGATCCTCCTCTCAGGCTAACAAAATCTTCCCATTTCACCAATATTAAAGCAGTTGATAAACTGGACCACTCGAGGAGTAATACTCCTT 
CTCCTTTAAATCTTTCCTCCACATCTTCTAAAAACTCCCACAGTAGCTCGTACACTCCAAATAGCTTCTCTTCCGAGGAGCTGCAGGCTGAGCC 
GTTGGAC CTGT C ATTAC CAAAAC AAATGAGAGAACCC AAAGGT ATTATAGCCAC AAAGAACAAAACAAAAGCTACTAGCATAAACTTAG AC C AC 
AACAGTGTTTCTTCATCGTCTGAGAATTCAGATGAGCCTCTGAATTTGACTTTTATCAAGAAAGAGTTTTCAAATTCTAATAACCTGGACAATA 
AAAGCAACAACCCTGTGTTCGGCATGAACCCATTTAGTGCCAAGCCTTTATACACCCCTCTTCCACCACAGAGCGCATTTCCCCCTGCCACTTT 
CATGCCACCAGTCCAGACCAGCATCCCCGGGCTACGACCATACCCAGGACTGGATCAGATGAGCTTCCTACCGCATATGGCCTATACCTACCCA 
ACGGGAG CAGCTACCTTTGCTG ATATGC AGC AAAGG AGGAAATACCAG AGGAAAC AAGGATTT CAGGGAGACTTG CTGG ATGG AG CACAAG ACT 
ACATGT C AGGC CTAG ATGAC ATG AC AG ACTCCGATTCCTGTCTGTCT CGAAAG AAGAT AAAGAAGACAG AAAGTGG C ATGTATGC ATGTGACTT 
ATGTGACAAGACATTC C AGAAAAGC AGTT CCCTTCTGCGAC ATAAATACG AAC AC ACAGGAAAG AGAC C AC ACC AGTGTCAGATTTGTAAG AAA 
GCGTTCAAACACAAACACCACCTTATCGAGCACTCGAGGCTGCACTCGGGCGAGAAGCCCTATCAGTGTGACAAATGTGGCAAGCGCTTCTCAC 
ACTCGGGCTCCTACTCGCAGCACATGAATCACAGGTACTCCTACTGCAAGCGGGAGGCGGAGGAGCGGGAAGCAGCCGAGCGCGAGGCGCGAGA 
GAAAGGGCACTTGGGACCCACCGAGCTGCTGATGAACCGGGCTTACCTGCAGAGCATCACCCCTCAGGGGTACTCTGACTCGGAGGAGAGGGAG 
AGCATGCCGAGGGATGGCGAGAGCGAGAAGGAGCACGAGAAGGAGGGCGAGGAGGGTTATGGGAAGCTGCGGAGAAGGGACGGCGACGAGGAGG 
AAGAGGAGGAAGAGGAAGAAAGTGAAAATAAAAGTATGGATACGGATCCCGAAACGATACGGGATGAGGAAGAGACTGGGGATCACTCGATGGA 
CGACAGTTCAGAGGATGGGAAAATGGAAACCAAATCAGACCACGAGGAAGACAATATGGAAGATGGCATGGGATAA 

HUMAN SEQUENCE - GENOMIC 

CTGCTGACACAACCCTACTCCCAAATTTGCAGGCAGGAGAGTGAAGCAATGTCTGTACTCTATACATAGTCTTACTTTTTTCTTTTCTTTTTTA 
AAGTAGCTGTTTCAGCATTCAACTGGGGGCAAGAGGGGTTGGGGGGTGGAAAAAGATAGTGCAGGCAAACTTTCTCAGTGCTATTCCATCCCT.C 
TATGTCTCCCCACTCCTTCACACCTCTGAAGTTATGGCAAGACTAGGTAAAGAGTTTTGAACAATATTGAGACCCTCTTATATTTACCTTGAAC 
AAATAGGATCTTTGACACTTCTTGACCACACTCAGCTGCCTGCAAGAGTGCTTCCTCCTATAGCAAGTCATATCGGGAGAATTCGCTGAAGAAA 
GGTTTTTTCCTTACAATTGCAAATGAAAGTATAAAATAGATCACCAAATTTTAAAGTGTGCATATGTCCTCATCTCAGCTGTTGACATCATATT 
TATAAT C ATG AG CACGC CAGGTTTCCT ACAACTT AAG AAATTCTATG ACCATATTACTTTTCCAACTTTAT CAGT AAACATTG ATTT CTGTATA 
ATGCAGAAACCAGTTAAATAATTTCTGGCCGGGTGCAGTGGCTCATGCCTGTAATCCCAGCACTTTGGGAGGCCGAGGTGGGTGGATCACCTGA 
GGTCAGGAATTCGAGACCGGCCTGGCCAACATGGTGAAACTCCGTCTCTACTAAAAATACAAAAAATTAGCTGGGTGTGGTGGCAGGTGCCTGT 
AATCCCAGCTACTCGGGAGGCTGAGGCAGGAGAATCACTTGAACCTGGGAGGCGGAGCTGGCAGTGAGCCAAGACTGTGCCACTGCACTCCAGC 
CTGGGTGACAGAGCGAGACTCCGTCTCAAAAAAAATAAATAAAAAATAAAAATAAAATAAAATAAACAACACCTAAAAGACATGTTACATCCAC 
TCTGGTTTTCCATAATTTAACTTCATGTATTTTTCAGGTAATTCATGATAGTAGGAATTACTATTTATTGATACACCTGCTCTGTGCCAGACAT 

GGTCTCGCTCTGTTGCCCGGGCTGGAGTGCATGGAGTGCAGTGGCACCATCTCGGCTCACTGCAACCTCTGCCTCCTGGGTTCAAGCAATTCTC 
TTCCTCAGCCTCCCGAGTAGCTAGGATTATAGGCATGCACCACCACGCCGGGCTGGCTGATTTTTGTATTTTTAGTAGAGATGGGGTTTCACCA 
TGCTGGCCAGGATGGTCTTGAACTCTCGACCTGGTGATCCACCCTCCTCGGTCTTCCAAAGTGCTGGGATTACAGGCGTGAGCCACTGCACCCA 
GCTCCTTTGCCTACTTTAAAAATAAGGTTCACATGGGTAAAATAACTTGTCCTCAATACACAATTAGTATTTACCAAGCAGGGAGCCACATCCA 
GTTTATCTAATTCCAAAACCTGTATCTTTGTCACTATAATATGCTAACATTGAGGATCTAGTGTCAAATATACTAATGTCCAGTTTCCAGTCAA 
CAAGTGCTAACAGAAGTTGTATAAGAAATAAAAACTATTCCACGACATCTCTGGACCATGATGTCTCCTTCATCACTAACTTGTCCTGTGCCTG 
GGCCCAATGTTGGAGCCAGTTGAGCTAGCAAGAACCTCCCATGGGAGCTTTTCCTAAGTCGGGTGCCTGGGAGAAGAGACTGGACCAGAAAATA 
CACTTTATCTGGGAAGCCAGAGGCACCAAAGCCAGAGAAACTTTGGCTCAAGGACTTGAGCCAATATTGTAACTGGAAAAATGAGCCTAAGTGT 
TAGGTC CAAAAGGCAAAATAAG CCATACGTGGAAAAACAAGGG CC AATC AC AGCATCCAGGAGGC CTGGAAATGGGTCACAATGTGC AG AGCGG 
GTGGGCACAAGTGGGTCAGAAACACATCTGGGAAAGGTAAAAAGATGTTGGATGTCACATGAATATGGTGTTGGCCCTGGGGGTGGACGTGGCA 
GATTCAAAAGCACACC AAG AACCAGATGCTTG AATTGTGGGG AGTCACTG ACTCTCC CTAAGC C AC AATTTT CT CAG CTAATAAAATGG ACCCA 
GTTGTAACCCCTTCAGATCTGCTATCAGAATTAAATGATACGTGAAAGGATTTAGCATAGTGCCAAGCCTAGAAAAGCAGGGGTTTTTTTTCCT 
TAGCTATTATTACTTTATATTTGTGATTGCCATGGAGATGATAATAAATTTTGAGAGTAAAGTTTTTACATTTAAGTACCTGAAAGAACCCTGA 
AAAAAAAAATTCACCCTTAGAATGGTACAAAATTAAAACTGAGTACAGAACAAAGTTTATAGTTTGAGCCTTTTAACAGAATAAAGAGTATTAA 
AG AAGACCTTGAAGCAAG CATG AAGTAATTTCC AGGTCACTAG ACAATTTG CAGGTGC AAAC CATTT CTAGTC C C ATTGT CAGAGGG AGAAAAA 
AGGTACAGGTCACACCCAGTCCCCTACGCTGATGTCCAAATGTCTGGTTTGGTAGTTTTGACCTAAAAGGAGCATGGAATGGATGCTTTCAAAA 
TAGAAACAATTAAC^GACCCTTTAAGAACTAC^GATATAAGTGTTTTGAGAAGTCTTAAAGAAAACAAGAACAACCAAAAACTATCAGTGTTAG 
TATTACATCACGATAGTTTTTCCCCCTGGCATTTGCATTGATTTTTCAGTTTTACATCAAAAAGAAAATCTGGCCTTGTGGACATTTAAGAGAC 
TAGGGAATTTCATTTTCCACTTAATACACTGATTTTCTTCACCACTCTAGGTACTTGAAATTAGCGCAAACCCCAGGACAGCTACAATTCCAAA 
AGGGAATGCTCAGTTCATTATGAATGGTCTTAAAGCAAACAGTGCTCTGACAGCCAAATTCCTGGTCTTCAAATTTGTAAGTTTGCCCTTTTTT 
TCACAAGTCTTACTCAAGACCGCTTCTGAGCTTTTGCACATTTAACCCTTACACTAAAAGACAATATGTTACTAAAGAGCATGGGAAACTTCAA 
GTTCATACATTTGGACTAAATTCCTTTTCAAAAGAAGTCTAATATTTATAACCAAATTATGACCATATTGAATACACTAAATTAACTGCTGAAC 
TAACAGAAAGGAAATACTGTATTTATTTTCACTTCTGTGGCTACGCATCCTTTGAACAGTTCGAAAAAATCATAAACCAGCCATAAATCCTAAA 
ATGCTTTTCATTTTCTTTCTTCACGTAATAACACAGCACTGATTTTTCAATAAAAAATATACTGTAAATAGTTGTTATTTTTAATAATCAAAAT 
TAATTTGTAC CATCTTTAGTTGAT CTGTATATTTGTTT AAC CTTT CATT ATAAT AATAAAGCTAC AATATAGTGAAGTTTTATGCATTACTTC A 
TTTAATT CTC AATAAAAT CC CAAGGGATAGCATTATTAGTGTACCCACATTGG AG ATTAAAAATAAAACAAG CTTATAGG AGACTGCTTATAAT 
CACACAGGTAGTCATTTGCAGGGCTAGTATTCAAAATAGATATTAATACTTTGGACTTTAACTGGCACAGGAGAATAAAAATATCAGGGATACA 
CTTACTTAATCATTTTTAATAATTTAAATCAGCCCATATGTTAGTAAGTAAAAGATAAAAAATGATCCTAAATACCAGGCCTGAGTTATTTGTC 
AATTGCTG C AATTTT C CACTTTTAGACTTGAATTAATAGACATAACTAAAAATTTAAATGACAAAATTCCAATAAGAAAACATAGTGCATAATT 
AGTGCACATCTCTGGATTTGGGGAGGAGAGTGACTTGATTTTACATAGAGTATTGTTTTTCCTAATTAATTGTAGTGTGCCACATATTTGTATG 
TGAATGCCTCATAAATGGTTTACAAATTGTTAAGAAGTTTATGGATATCTAGAAAGAATATTACAGCTCAATAAATAAACTTTTACAAGTGTAG 
AAGAGAAATTTTGCATTAAAATGTGACTTTGTTTCTTCATCCTGAGAGAATGAATTTTTAAAAAACACATTTAAAATCAAGCATTAGATATGCA 
AATATGTGTTCAGATCAGAGATACTAAAATTATTCAAATGATTAATTATTCATCATAAAATGTCAATTAATAATTATGAAGCAGAAAAGGCATC 
TTTCTAATACATCTTTATTTTTCTTGGCCTAAAAAGGGCTAAATATACATGTTCAATTGACTTCTATCAAGTTTTTAAAATTCAACAAAGTAAA 
C AAATTGT AAACAAGTG AAAACTCTG AATTTTAATG AG AACAAC AAATATG C CCAAAGTG AAGGG AAG AG C AAAAAATAATAATAAAG AAAACA 
AAACAAAAACAGTTATGTTC ATG AC AT ATG C CG CCTCATGCTC ACTC AC CTG CTAGGTAACGGAC AGTAAC CTAGCCTAGTC AAGAAAATAAC C 
CAACAACCCAAGTTGTGAATTTGCTTAGTAATGTGCAAACTACGTGACATGATGATGTTTCTCTCTGAATTGATCAATCTTTGTTGGGGTTCAG 
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G AGGAGTG CTTTGGGAATTTTTTACC CTTTGCAAATAGTCATCAGAAG AAAAGCGC AGTTTAAGTTTC ATAAAATTAC CTATTGTAATGT CT AA 
AGTCTGTTAACAAATTAAGTACTACTAAAATATGGCTGTAAACAAACTTTTTCACATTGCCTTAATTCTAAAGAATGCCCCTATGCCAAGCATT 
ATGCATTTTTTCCAGGAAGACTATATCTATTATATGTTGTCTTTTAAAATTATCAGTCTGAGGTGATGTGATAATATAGAAGAATAAACCATTA 
TGGT CACTGAAATATTG ATTTATTTTATTTTTATTATTATTATTTTACTTTT CACTGACAC CTGGTGAACTTGTCGTCT CTGAGAG CCGGGGAG 
TTATTTTAGTCAGGGTGTCCCTGCCCTCCTGCTGGTAGATTAATTACACATTAAACGTTCTGTTTTCAAAACGAAATGATAAATCTGGACACAT 
AAAAGAGGCACAAAAAGAATCACAGCGAGGGAGAAGAGTGGATGTTAAGAAAGAAAACAAGAAATTGCAAAAGGGAGATATCAGATAGAAAGGA 
GAACGTAGGAAATGCAACTGGGAAAGAATTTCAAGAAAATAAGGATAAAGGGCAGGGAGGGGTGAAAGGAGGGCCAGAGGGAGGAAAAGCAGGA 
GGGAGATTTTTGGTTTTCAATTCCCTGGTGAGGCTGCTGGCGTCCGCGCCCTCAACGCCCCAGCCTTCCAAGTTGAGGCGAAAGCCACCTCCTC 
GGGCCTGCGTCGCATCCAACTTACTCCAAGTTTTCTGGTGACTCCTACAGGGCCCCTTTCCGTCCCCCCCCCCGCTCCCCGCCCCCCAAGCCTT 
AGTGAGATTGACAGTCGCGTGGAGGAGGCTTTTCCAGGCACAGCCTTTCTCATGGTAATCAGCCCCCGGCATCACCTCCCGGCCGCGGCTGCGC 
CCGCTCGGAGCGCGGCTCGCGGACCCCGGGGACCGGAAACAGGGCGGCGGGCGGGGAGCAGGCGAGCGAGCCAGGTCAGCTGACCGGGCGGCGG 
GCGGGGGTCGCAGGATCCCGGGCGGGGACAGGTCTGGGGGAGGGCGGTCTGGTGGGAGGGGGCCGAACACCGCCCCCCCCCGCGACGCGCTCCT 
CCGCCTGTGCAGCGGGGCCCTTCCTGGAGATCAAATGCAGGGAGCGAAGCTGGCGGCGGGGGTTGGGGCGGGGTGTGTGGGGGGGGGAGTGGCA 
GAGCGCGCGGAAAATTGGGGACAACAACCAGACCTGTTTAGCATCAATAAATTAAGATGCTCATTTGGGTCCTGAAGTTTGCTGGTTCCTGTCA 
GTAGAGACGTTGGCAAAAGCCCTGAAGCCGAGATTCAGCCTTTACTTCAAAAAAATAAAATAAAATCAACCCCTCAGCTGGCCGCCCTGCTGGG 
GCCAGGTGACGTGCGAGATTCCACAGCCTGCGGGTCTCGCAGCAGGGATGTTAGGGACGGTCTGAGCTTCTCTGGTCCTGTTTTGGTTTTGTTT 
GAAAGGGCTTCTCAGAGAGATGCTCCTGATTTTTTTTTTTTTAATAGACTTTCCCCTCCTATCCTAGGCTCAACTCCGAATGGATTGGATTGCG 
AGTCTGCACGTGAGAAAACCGTTTGGCTTGGCTTGGACCCCTGCGGCCCCCCACCTCCTCCACACACACCCAGTCCAGGGGTCCCGTTTATCAC 
CCTTTGCTTGCAACTCCAAAAGAAGTTGCCCACCTCCTGAGTCACAACACAAGGTCGAATAATTCCTCTAGATGAAAGATCAGTTTCATTTCAA 
AACGAGAATAGGTTCCTTTTTTTATTTTCTCCACATGGTACAAAATAAACAGAATTTGCTTTAAAAAAAATCATTAGCTGTGGCCAAATTCGAA 
TTCCTTCTACAGCCTGTGTGTTCAAGGGCAGAAACATTGTATGTCTTCGGGCATCTGGGCCGCCAAGCTGAGCGGGGGGAGGGGGGAGCGGCTG 
TGAAAGTTGAGGAAATTGACAGACTGAGAGGTGAATGGGGGGACAGGCACCAGGTCCTGGCTGGAGGGAATTGGAAAACAAAAGTGCATCCTTC 
TCACCCTGCCTGGGTGGAGGGAATGCTGAGGGAGGTAGTTTGTTTTGCCCATGGAAACCCCAAAGAATTATTTTTGCCCCTTCAATGTTGATTG 
CAATATTATTTCACATTTCCGTGTATCTGTTGTTTTAATCTCTTTCGTCTGCGCTAATCTGGAAGTGGATTATTAATGGGGAAGACAGAGAAGG 
AGAGATTCATTTGCAGGACTTATTTTGGTGTGTGAGGAGCCGAAAGCCAGCAGCCCGCAGTCCTCTCTCGACTTTTCTCTGGGTCCTGTGCTCC 
TGCATCCTCCTGATCCCACGATCCCCATTGTCCCCGAACTGGCCCTCGGACTGAGGGAGTGTTCGGAACAAATTTATATTCCGGGTTCCTCCCG 
ACCCCATCACCTCTGCCACGTTGGGAACTCTCTCGGCCAAATGCCTGGGGAGGGGCGTGCCAGTCAGGAACCAGGGGCAAGGCAAGCTAGCCGC 
AGCGCTCACCCCTCGCGGAGACCCTTCCCGTGCCACCATCCAAATATCTACCTTCATGGGAACCTGGAAGACTGCTTTTTCACCCCAAATCAAA 
TACTGGCTAGTCGGAACTCCCAGTGATAAATGTTGGGGACTGCCTCCTGCCACTTGAGCAATTCCTGAGTCCAGGGTAATCAGATGATTAGGTG 

GTTAGCTATTCGATTGGATCCTTTGACCTGAGGTTATGCTTGTGTGTGTGTCTGGTCTGTAAGCCTCCAATGGCTACCTGGGTGCCTGAAGAGG 

AGTCTTGCCTGTAATAACTCTATGCAAAGGGCTCCTTCTTCCTTAGGAGTGGTGGAAGGGTGGCTGTAAAGCAAACGTCTAGAGAAAGCTGGAT 

TCCAATCTTTTAAATTAAAAAAGAGGAAAAAAAGGAAGAGGAAGAAAAATGGACATGAACAGTGGTGCTAAATCTCAGAAGAGGAACTTGATAA 

GTCACACATATATTTAGTATAGATATATAATAATGAAAGAAATGTAAAATATAAAATTAAGAATGTGCCTGACCCATGTTGAAAATCTTTGATT 

TTATTTATTAATAATTTTTAAGCTGAAGATCCTGAATGCCTTTCTTCTATAGACACTTTATCTGTGATGGGGTGGGGGGAGAGAGTTAATTTAT 

CCAGCAGCTATTTTCATTATAATAAATACTTAAATTAGGAAAGAGGTGAGTAACCAACTGTGAAAATCTACTTTCTTGCATCCTAGAACAAGAT 

CTAGCTGTGGTCGTGCTAGGTAGCTATTAACCACCCCCACCCCACTCCCCCCCCCCGCAAAAAAAAATACAAAATACAAAGACGTATACCTCTG 

GGAGTGTGGATGTGGCAACCCATGTGGTGGCTTGTCCCTCCTTTGAGTGCAATTGCCAGTGACTCTTGCATTCAAAGTGTTGCTTTAGGGACAC 

ATTCAAAGCAGAGTTCAAAGCAGTTTATCTTAATATAGTGTTGGATCAGGGTATTATTTGTTTCAGATTTCATCAGACTGGAAACAGGAGGGTG 

TAACATATTTAACAATATTAAAGCTTAAAAATTGGTGTGAGGCAGCTCTCTGGTCCTCTTAACACCTCCAGCTTTACCTTTCCGAAGAATCCTA 

AATGCTGTGAGGCTAGAAGTTTATTTGTGCTCTGAGGTTCTCAAGCACTTTCACTCTTTAGGAAAAAAAAAAAAGTCTCACAGTTATTTAAGAA 

ATTGAGCCTGAACCATCCGAGGATAGGAGATTTCTTCCTTTTCCGATAAATGCCTGTGCTCAGCATCCTCAAATTTGGCTGTCTTTATTTACTT 

CTATATTAGTTCCAATTATGTGCAGTGTAAACCAGCTTTTTGATTAACAAAAGAGCAGAGCATTGGTTAAGAACACTTAAACTTCAAAAAAATT 

CCCCTGGGAAGTGGGCTCTGAATTGGTTAATAATGTGCAGTACTTGCTAAATTGCTGACTTCCAGATGTGGAAAATATCTTTCTTGTTTAGGAC 

CTATGTAACCTGATTGGATTACGACAGAAGCGTCACGTTGGAAGCTTTTGAGTGATTATTTAATTAACCATACAGTAGAAAGCTGTATTCTCCA 

GG AAATC C CTTCCATATTTGCATAACCAATC CCTTCAGAGCAAAGGTGGAGTCTTTTCTTTTTAATCTTACTTTAATTGTAATATCAAAAAATA 

TATACTCCAAAACTTAGACCCCATGCCGTTTAATATCATGGTCTCCCTTCCCTGCTAAGTTTCTCTATGGCCTTTCTCGTTTCTCCTCCTGCCT 

CCCTACACACTCTCCCTTACTTTGTAGTGAGGTCTCCCCGAGGTGTAGAGAGATTCAGAGATCGGGCAACCGAGTGTTCTATTTTAATTTACTT 

AG AGACCCTTTATTAAAATGG CAAACTAGTTTTTAATATTGGGATC C AGTC GAG AAATTC AT CATG GAC AC ACC CT AATACAC ATG CCCTAAGA 

TGCAGCTCCCATGCAGCATTTTTTTTTCTGGCTCTGGTACCTAAAAAGAAAAAAATAACAATAAGAGAAAGGGCAGAGAACTTTGTTCCAGAAG 

CTGTACTGAGATACCTACACAATTTGATGTGCATCTCAAATGTGGTCATTAGAGATATCTGTATAAGAAGAGACTATCTGGATTGAGGACCCGG 

GATCTTTCCCTTTAACTTTCGCCCCTTGGAGTTCTCCAGTTCTGTGAATGGTGTGCAGCGTTTTCCGCCCTGTACTCTGTAGGATTTAGTGATG 

AGGATAATGATGCCAAAGGCTTGACGGGCTGGCCATTCATTAGGGCATCTGATTAACATAGTAAGGAATGTTTATTTTCAGTACATAAAATTGT 

AG AACTTTGGGAG CATCGTCTGAATTGT C AG AGCTG AAC AG CG AGGAG CTTAGTG AGAG ATG AGAATATAGAG AGGTAGCTAATGTGTGGGAAG 

GTGAGCTAGTTGATATTCTATGAGAAGTTCGTCGTGTCCATCTCATGCTGTAGGTGTAGGGAAAGTTGTTCAGGTGCTGCTCACTAGTCCTTTG 

AGATGCAGGTGCCAGTGGTCTGATCTCTAGTTGATGATGAGAGAGC^TCTACTTTCACATACTGAGTGTCTTGAAGTGATN^^ 

NNNl^GAGGCGAAGGCGAAAGGGAGGGAGAGGAGGAAGGGAGGGAGGTGGAATTTCATTTCTTCCACTAAAGCGTTTGCGGAGACTTCAAGGT 

ATAATCTATCCCAGATCCTTTCCCAGAGAGAAACTTGGCGATCACGTTTTCACATGATGCTCACGCTCAGGGCGCTTCAATTATCCCTCCCCAC 

AAAGATAGGTGGCGCGTGTTTCAGGGTCTCTCGTCTCTGTCCTACAGAAAAGAAAAAGAAAAAAATGTCATTAGAAGAGGCGTAACACGTCAGT 

CCGTCCCGAGGTTTGTGTTTGCTGGAGTGGCCGAAAGAGATCAGTTCTAACCTGCTCTGCAGGAATAAGGGTCCTGCCTCCCGACACTCTTGGC 

GAGGTTTTTGTACAGTTTGCTCCGGGAGCTGTTTCTTCGCTTCCACCTTTTTCTCCCCCACAGTTCGCGGCTTCTTCATGCTTTTTCTTCTCAC 

CATTTCTGGCCAAAACTACAAACAAGACTTCGCAGGTAGGTTTTTTTTCCTCCCCTTTTGTGTCTTTTTATCCCTTTTTGGTGTGCTCGTCCTC 

CATCGTCCTTTTCTAATTTTCTCATTTTGAGTGGGGATGTGAGTCTGAAGTGAGAAGGGGTGTCCGTGGGTAGGAATTTGAGGTGGGTTTAGCT 

AATAATTTCCCCTGTACCTGTTCATTCAGGTAACCAAAGGTGTCCTTTGCTATCCAGCCCAGGAAAAGTTTTATTGAGAATTATATGGCTGGAA 
TAAAAACTCATCAAGGGGAGAGGTCCTGCTCTATTTTCGCATCTAGTTCCAATTCATTATATTCAGCAATTAGGACTTGGCAAATACCTGTTAA 
TAATTACAAAACTTGGTCAGTTACAGACCTACAAATTCGGGGGCAAGTCTTTCTCTTAGACATGGCAGTTCATCCTCTCCCACCGAGAAGGCTG 
TTTTCTAAGCAGAAAGTTGTCTGTTTTTGTCTGCTTAGCGAGTTTCATTTCTTTATTTCATTCTTTGTGTGTGTATGTGTGTGAAGTAACAGGT 
CACTTCTGTGATTATAAATAAAGAAGTGAAAGTCCTCATGGAACTTGAGTCGTTTACCAAAGTGGAGGGGGGGGCACTACAGCTGGGAAGAAAA 
CTGCTGTCAGGATATCAGGGTTTTAAATTAGGATAACTTTTAAAATTGTATTTTTAGTGGCAAAGTAATATAGACATGGATTTAATAGAAGACA 
C ATACAC AC ATATAT C C CATTC CATACTTTGG CACTG AAAAGT CG AGAG AG AG ATAGC AGGAGTTC C C AGG AACAGTG ATG AG C CCGGCTAAC A 
TGAATGTGTTTATCT C C CACCTACTG ATATATTTTAC ATGCTC CCC CTGTAATG ATGAAGGC AAGATT AC TAACTCC AG ACTTAGG AGTAACAG 
GCAAAGATAAAGTTTACAGCACAAATGCCCTGTCTCTCTCTCTCACACACACACATGCCCATAAAACTAGCAACTTACTTTATTAAACATGTAT 
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TTATATGCAGTCGTGTGTCTCAGGATGAATATAGACAGGCCAGCTGTTTCATCCCAGACACTTGTGTGACCATTTCTTTATTTCAGGATTTCCC 
CTAACAATTTCAAATCAATAGGACAAGGAAAGAAATGATAAAATATGTCAAACTTAAAAGTCTCCTACTATGTATGCCTAGGTAAATTTAAGGT 
GCTTTCTAAAATATCCACTTCCCCTTCTCTCTGCCCCCCTCCCTTCACCCCTCTCAGCAAATGTGTGGAAACTGATACTCACTTTCCAGGTTTT 
CTGCAAAGCTTCTAGCACAGGAGACAATAGGTGTGGGGCGTGGGGACTGAGTGTGCCCGGCAGAGAAAGGGTTAATGGCCCTTGTGTTACAGTT 
TGCATCTGTTACATCTTTTATAGCCGCCTGTTTAAACTAATCCTCGAGGCACAGCATCTTCCCAACCTCCACCGAGTTTTCAGGATTCTCCTCC 
TCTCCTGCCTGCCTCCGAGGTCCCCCTTCTCCAAGTTTTGACAGTTTCAACTGAAAAAATGCAGCGCCTCTCTCGATTTTTAGGTACAAAAGTT 
TCGAAGCCAGAAAGGATACGATCATTTAGTAGAGCTTAAAAGTATTGCCGTAGTGGTTGGACTTTCTCTTTCCTTTCTTAAGGGAAAAAAAAAA 
TTCTACTGGAACTATTTAAGGGAACCAGTGTGGGGGAGCATGTGTGTGAGTGAGGTGGGGGGAAATACTTAAGTAAATATTGTCAAAGTGGCGA 
GGGGGGGTGGGGTAAAGGACAGTGTCCAAAGAGGCTTATAATTATATTTATCATTGCGGCGTAAAACGGGAAATCTTAATTTGGGGGCGAGGGT 
GGGGGGAGGAAGAGACAGTGCCTCGATAAACTCCAAAAGGGGAGGGGAGGGGGCGCTGGGCGAGTGGGCTTCCTATAATTACTATTATCAATTT 

CGAAAAGAAAACCTCGCCTCACCCCAAGTTCCCGAGCCGGGGGCTGAGGACTTTTCGAAGGAAAGGGTCCGCCTAGCCCTGAGTCAAGCGGTCT 
TACTGTACCGCCGTGTGCATTCCCTCATACGGTCAGGAGTTATGACTCATTTTGAAGATGTAATTCTTGTCTCTCTGATCCCCTCGCGGGTGCA 
ACACACCAAACAGTAACAAACACAAAGCGCCTCGGGGCCAAGGCTGGGGGTGGGGGGCGGGAAGAGCGGCGGCCGAAGTTTCGCTTTGGGGTTG 
GGGGGCGCGGAGAGGTGCTCGCCGGGGCGGTGGCGTGGGCCCTGGGCGGCCCGCGCGCGTTTCAATGGGCGCGCGATGCCCACATTGTCGCTGT 
GTTTGGTTGCTAGATCGAGCCTGCGTGCTGCCGAAGCAGGGCGCCGAGTCCATGCGAACTGCCATCTGATCCGCTCTTATCAATGAAGCAGCCG 
ATCATGGCGGATGGCCCCCGGTGCAAGAGGCGCAAACAAGCCAATCCCAGGAGGAAAAACGGTAAGAAGCAGCCCGAACCAAACTTTTCCGGGC 
CACTACGCGGCTCGAGACCCAGGGAGAAGGAGGGGGAAAGGGAAAAGGAACCGAGGCGGCGGCGGCGGCGGCGCCCAGGGCTCTAGGGCGAGGC 
TCCCTCCGCGGCCGGCGCCGGAGCCCGGCGCGCGCGGCGGCTGGACCGGGGGGTGTTGGGGAAGTGCCGGGCAAAGTGAGCGTCAGGCACCCGG 
GGGTCCGAGCGCGGGGGTCCGGCCGGGGCCCCGCGCCCCCAGCCCCGCTGCGCCCCTCGAGCCCCTGCCTCCGCCCTCCCTCCGCCTCCGCCTC 
CCGCTCCGCTCGCGCCCGGCCCGCCGGGTGTCCGGCCGGGCTTCGGGAGCGTCCGCCTGGGGCAGGGCGGGGGCCCAGGCGCTGGATCGCGCAG 
GATCCCGGGGCGGGGGCGGGGGTGGCAGAGAGACTGCGAAGGCAGGAGAGGGGAACCGGGTCTGCGCCTCAGCGAGGCTTAAAGTTTCTTGCCG 
GAGTCGCCCGGCCGCTTCTCGGTGCGCCAAGTAACGGTCCGCGGGCAGCGGGGCCCGGCCCATCGCGCCCAGACCCCGGGGTGGGAGGGAGTCG 
GCCGGCCCCGCGCGGGGTCCGGTGGGGTCGATGATGGCTCGGGGACGGATGACTCCTCTCCAGCAGGCTCTGGCCCCCAGGCCGGGGACTGAAG 
GAGTCGCAGGGCGCAGCGAGACTTTTCCCGGCAGTTTCTACATGGTCTGGAGGAGCCCGTTATCCAGGCTGAGTCAGGAAGGAGGAAGGAGAAA 
GGAGATGGGGGTTCGAGGGGCACACGCAGATCAGAGGTGGGATATTAAAGGGGGGGGGTGAGAGTTTGGTAGGTCCGTTTTGGAGACAGCCAGA 
GAAGGGACGCGGGGGGACAGAGAGAAACAGAGAGAGAGGAAGAGAGTGAGAGAGAGACCCCCTAGGTATTACCCCAAACAAAATCGTGGGAATA 
AAAGAGAAAAGTGATTGGCAAGAGCGCGGAAGGCGCCTGGGGGAGGGGAGAGGGCTGGGGACTAGCGAGGGTGCCGGGGGGGGGTGGGGGAGCT 
GACGGAGGATAACTGAGTTTAAAAAGAAAGAAACCAACCCCCGAAAACAAACAAGCGAACGAGCGCCAGCCCAGACTCGGAAAGGAAACTTGTC 
GCTCCCCTCGCTCTCAGCCCGATCACCCGGCGCGGGGCCGCGTAGACGCTCCCGAGGCAGGCGCTGGGACGCAGCGCCCACCCGGCCTCCCGGC 
CTCCGCAGCCCCAGCCCGCGCCTCGCGGGGACCGCCCGGGCCCACTTGGAGCAACTTTCCTCTAGAGAAGACAATTGTGCGCGCCCCCGGCCTG 
CCCCAGAGCTGCGCGGCGCGGGGAGGGGGCGGCTGGGGGCGCAGTGTGAGGTGCTGGAAGGAGCAAAACACAAAGACGAGAGAATTTTGATTAG 
AGACAAATGATGCTTTTCTCTCTCTCTGTCTCTCTGTCTCTAGGTTTTGTGTGTGTGTACGCGTGTGTGTGCGTGTGTGTGTCTTTTGCTTGTT 
GTGGTGGAGGTGTCGAGCCATATGGGGGAGTGATAGAGGAATTTTAGTCAGAAACTGTTCGTTACGTTATCCTGCCTTTCCCCTTTGTGCTGTC 
TTTGATCTATTTGGTTGGCTTAGTATTACAGAAAAACAAGTACAATAATATATTCCGAGCTGCTTCCCCAAGATTCAGTTCAGGCTGCTTCTTT 

ACAGGAGACCTCCCCTTCCGCATCTGTGAGTAATTTAGTAGACACTAAAATTACACCTAATGTCCCCCTCTCCTCTCTTGTGTTTCCTCTGTTC 
CTTTTATTAAATGTTGGTTATTGATTTTCTAAAATCAATGTCTGTTGTGGGGCTTTTTTCCCCCTCTTACAAGTATCTAAAGCACGTTGCTGAT 
CAACTGGATAACAAAAGCTTTGTGTCAAGGAGGCTTTTTTCCCTCTTCTGTTAAACAGTCATTTTTTTTTTTTGAGAGAAAAAGAGAATGAGAT 
TTAAAACAAGGCTCCCAGAAGTGTTCTTTTGCAGGGAAGACTATTTAAAGTGTGCATTTCTTCTTGCCTTCCTCCTTCCACGTCCTTCGGGATT 
TTGGCACCGTTGACCAGCCTGGCCCTAGCAGTGAGGTCAGGCCAGAGCCCAGGTCTAAGGAAATAGAGGGATCCTGGCTTCCTGGGAACCCCTA 
GGAGACCTGGCAGAGAGGGAGGCCCGTTGGGCGCTTCGCAGGTGGAATGGAGTGCCAGAGATGTCCGCAGTCATGGACACTGCAAGTATTTCCC 
CTCCACCCAGCCACTAACTTGGGAGAAGCCTCCACATTCAGAAGTGGAAAGTTGAATTGCACATTTTAAGGCATTTAGCGCAGATCCTGCACAC 
TTAATATCAAGCCTGTCCATTGCTTACAGCTTCTCTAACTTTGAGTGTTAGCTGTCTTTTTTTCCAAATAAGCTGTGGGAAAACATGCTGTATA 
CTGGTTATTGTAAGTGTTTTTCACTGGGTTTAATCTGAGCGAGCAATGTTGTGGTTTTGAGAAGCAGGTAGAAGAGTACTACCACCCGAGCCCT 
TTTTCATTTTCTTTCTCATCAAACACATATCCAATGCCTTTCCCTTTGGGAATTGCTAGGATTTATCTGAACTGAGTGGATTTTTCTTCTTTCC 
TGGATTCATGGAAAAGATGTCACTTTTGAGCTTGTGTCTTTGCTGATAACACTAAATATGATGATGCTTATCAAAATCATATAGAAATTCCTGG 
AAAGAAATAATGGCAATAATAATCGTATAAGTAGAAGCTGGAAGGGAAA 

TAATGAAGTCAACAGTGTATATATAGACTAAGGCGACAAGGAGATAAAACGTGTAAAGCAGTGTGTGTGTTTTAAAGGCTGGTCAAGAACGTGA 
GTTAGAAGACAATGCTATGTACATTTAATAAAAAGGAAAGGAGAAGGAGGCAGTTGAAGAAAAATAAATGTACAAAGAGAGAAACAAGTATCTG 
AAATACAACCTTCCAGATTCTCAGGCTAGCAAGATGCCTGGCAGAGGCAGTGCCAGGGCCAAGTTAACCCATAGCGGGCAGTCAGTCTCCTTTC 
CCCCACATGGAAAGGATGAAATCTCTTCCCAGAAAATAAGATGTGCAGGAGGAAAGAGGGAGTGGGGTGAGGGGGAAGGAGGCAAAAAGCGAGT 
TGCCCGCAGACAAGAATGTGTGTCGGTTTCAAGAAAGTTCAGTCAGATGATCCTCAGTCGGCTGACTCACTTTGTAACACTTTCACTGACGCTG 
GAGAGGAGGGGGAAAACCCAGCCCCCCTTTTTCTTTCCCCTGATTATACCCCACTATCTCCACACAGCCTTGGAGTCAGAAATGAGCACTCGGA 
GCGGGAGATGCCCTGCTGCTGCTTGCCACCGGTGCGGCCCGTTTGTAACTTGCAAAGTTTGTTGCTTTTGCCCCTGATTCGGGCAGCGGGTCCT 
GGGATGCTCCTGCTTCCCTCCTGCCTeCCACGGAGCCCGGGAAGAGGGTCTGCCTCCCCATCCCGCCACCTTCCAGCATCAGCCTCTGAAAAAT 
CTCACAGAGACATGGACGTTGTAGCAAAAATCAAATCCGGAAACTGCTTGTTTCAGAGAAAGAAATGAAGTTGTGTTTTAAAGAAAAACTGAAT 
TAGGAGGAGAGAAAAGGGAAATAGGAGAAGAAAGGAAAAGTTAAATTTGATTTTTCTCCAGAGTTTCCACTAAAGGGTTGGGGACAGTGTGAAG 
GAGAAGGGGAGCTTTTTACAAATGCCTTTGGTCTCTGAACTTCAGTGGCAAAGAACAGGGATCAAGTTGAATGTTCTCAGGGCTTTGGATCCTA 
GAGGAGAAACAATCAGAAGAGCAGAAATGGTTATCCCTGTTTAAAATAAGCCCTCAGTCTTTACCACTTCCTTAAAGGAGTGGAGGTGCTGGTA 
GTGATGGTTAGAGGCAATGAGGGACGGAGAAGTTGCTCCCGTTTCAGAGATGCTTAAATGAAAAGGAAAGAAAATGCAGTCAACCCCTTCTCCA 
GGAGGTGCCTCCTAGGTCTGCTCCCTGAGAGGTGAAGTTGGGATGGGGCAACGAGAGTCATACACACTTAGACAAGGAAGTTTCCTTCGGATCA 
CTGTCAGTCCAGACTTGGTTATGTTTGCAAAGTGTGGAAATCTTTGGCAAGTAGCTTTCTTCGTAAAGTTGATGAGCTTCTAGGGAGCCTGTTT 
TGCTGACTTTCAAAGCACTGGGGCAGGTTGTGTGGCAGGTACCAGTTGTGAGGGCGCTCCAAAGATATCCATCTCCATCGTTTTTTCTCTGTGG 
AGATCTTCTGCAAGTTTTGTCACGCTGCACACACACAAGGCTGGGGGCTATGTATCTAGGCTGATCTATTTGTTTTATTTTGGTCTGGAAAAAC 
TAAGCCAATTGGGGTAGAAACATGCTTTCCTTCGTAGCAGAGCCAGTAGGCTGCTGGTGTCCATAGAGTGACAGTCCACCAGGACTAAGGGTGG 
GGTGAGGATTTTAAACTTTACATTGTTTCTCTGTTACCAGATACAAATAAATTCACGTCTTCCACCATTTGTTTTCAAATAGGGTAAAACCAAG 
ATTAAAGTTCCCTGCTCAAGTGCTATGTCATAGGTTTCAGTGTTTGCCTTCCTTCTTAATTTGCTTAAAGAAAATTCCAAGAGGTTATTAAAGA 
CCTTGATGCCATATTAAGAATATTTCCTGGGAAAAATGTATGTCTACCCTGAAGGTAGGAAAGGAGGGCGTTGCTAGCCTCTAGCAGTGCCGCG 
TTTATTCTAAGATGTGGGAGATTCTTTTCCTTGCAACAGTTTTTGTCATCTGCATTCTTCCAAGGCTTTTAAGGTGCATTTTCTTCTGTGTGAA 
AGGAAATTCTTTGTCCTTTTCCTCTCAGCACCGTGGCTTCCCAAGGTAGACACTATTTTGTGCCTGTCACAGAGAGAGGGAGTGCAGGTTTGCA 
ATGCTCACAGACAATTGATTGTCTGCCCTAATGTGTTTCATTTACATGTTTATAACGTCAATGGTGCTGGGGTGTGCACTGTACCATTCATTCC 
CGCATTCCCACAAGGGGGCAATTGTCTGAATGGCCAAGTCAGAGACCTTTTTGATTGCTCTTTGGTTGTCTTTTCAGAGCAAAGAGATAAAGGA 
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GGAAAATCTGTGATGCAGAAACACTAGTTGAAAATATACAGAATTAAATGTCACCACAAAAGCAGATGTTAACATAAGCCCAAATATGCTTTTT 
AGCCAAGATGTGAAGGTTGAAAAAAATAATTCAGAGCAGAGGGAAGGATGATTTAAACCAATAAATATAGCCCTATTCCCCCTCTTTACTTCTT 
TTCTGTCTTTAGCAATCAGAAGATGAAATGTAATTTTCCTTTTCATTTTTAAGCCTTGAAACATCCAGGCACCTCCTCATTATTTGTATGTTTG 
CTGTGATTTGTGAATTTTGTATATATTTACATAGCTCTGTTTATGCCAACAGCATCAGCTTACCACTTGGAAAATCTATTGAATGACTATTTGG 
GCTGTGGGGAGGGTAAACTTTTAAAAAGTAAGATCCAAGTATTTCTTCATCAAGCAGTTTTTAAAAGGAAAACGATAATAATCAGTAGGCTCCA 
TGGAAGCCTTTGCCTTAATAGCTATGTGCCAAATACTTTTATCTTGTGTGACAGTCATGTCAGAGTGAAATCTCTCAGGAAAAGTGTAACTAGT 
AGTTACAAAGTAAATAAAGGATTTCATTTTAAGGTGTTCTGTAGTGTTTTTATGCTGTGTATGTGCATGTGTGTGTTTTGTCTTGTGTTTCCTC 
TGAGGAGGTAAGAAGAAAAGCCATCCATGCGTGTATCTTTTGGCTTTTCTCTTCTTTCCGTTCTCTCCTACATATTATGCATATATGTAGCCCA 
CATGAATACACCTGTTTAAAAGAAAATCACAGTTCAGATGGTGCCTTGCTGGTTCATTTAGGAAACAACAGTTATTAGAAGTTGGTCTGATTTC 
GCGTGTGGTCCATGAAGACAGAAAATACCAACTCTTGTGTCATCTGGTGGGAGGCAAATGGGGGAAAAACTTTTATAATTTTGTAGTAAATTAG 
AG AGGGG AAAAAAACTGC C AGTCTGTG AAAAG ATTTTTGCCT CTC CGGGAAGAC ACAC AC AC AC CCAGTAGCTGC ACCGTTAGCTGAAC CCCTG 
ACACGGCGGTCTTTTGAATGCCTTAGGTATGATTTCACTTTCGCTCACATCAATGCTGACCTGAATGCCTTTCATATCTGATCCGCTGTGTCTC 
TCCCAGTAAACATCCCCTGAGGGGAGAACAAAGAAAGGAGCTCTTCTTCTTCTTAATCACAATTCAGCCCTTTCACCGCCGGCAGGCTCCATTT 
GCATTCTGCCACAGAAAGCCAAGATGAAAAGAAAGAGAGAGAGAAAGAGAGAGAGAGAGAGAGAGAGAGAGAGGCACAGGGTAGTAGCTGAGTA 
AAATAACTTAGGTGTTTGTGGCTGTTTGTTGGGCTTCCCCTAGTTACCAGCCTTATATAGCTGATGCTCCACCAGGCCCTGTCCCTCCTGACAG 
GCATATAGTGTTACAAGATGGCATGTCTGTACTATTCATGGCCACCCGCTCAACACTTGAGGTAAAAAGTGTCAGGAGGGGATCGAATTCTCCC 
CCAGAAGCCTGTTAGATTTGGGGTCAGGTGTGTGGACTTCCCGCCCTTAAGTGCTGCCTACGATTTGGCTTTAATAAGTCTGATTGTTTACCAG 
CGGACCAGAGAGGTGAGGGCCCTGGGGGTGGGAGGGACGGGCGAGCTGGAGACTGGGCCCCTGGTCTGGTTTCAGTGACGGGTCCTCACACCCA 
GCCTGAACACACTGATAAATCCTCAGGAAAACTGGAAAAGACTTTCCCATTTTTCCCCCTGACTTTTTATGATAATTCATATTTTCAAATGAAA 
GGGGAAAAAAGCCAAGAAGAAACTCTCAAATGAGCCAAAAAGGAAAAAAAAAATTCTCTGAAAAGAATTTTAGGGGGAAAAGTTGTGCTATTTT 

ACAGCCTTTTTGTATCTCAAACTGGATGCTTCAGGATTTGTAGGGGAGGGGTTGGTGGTATTCACGTTCTCTTGTGAGAGAAAGTTTGTGCCTA 
AAGGCCTCCTTCCTGGGAACTGTTTAAACCCTCGCAGGCAGACCTGTCAGGTTTTACTGTGTTATTTGCCACCATTTTCAACATGCAAAAGTAA 
CATGCAGTTAATGGTATTGGAATGAGACCACAGCAAGAGCAGAAACCTCTCGTGACAACTTTTCAGCGACATTATCTTGCTCCTAGACTGTCTT 
GT CTTTTTCTTCC CCTTTCTG AAACCACTTTTG AG ATACCAAT AATTTTCTC CCAACAATTAG ATT AAGGATAC AATGCGCTCACACACATG CA 
CCACACACACACACATTCACACACACAAACACACACACAAACTTTGGAAGTGCAATCTCTTCCAACAGCAGAGTGAATGATTTGAAACGGGGGC 
TTTT CC AATAAC CCTTGTGGAAGATTTC ACTTAT AAG AG CAAAACTAACGGATAT ATTAG AAGTTGTG CGAAC ATGTG AC ACAGATTC CTG ATT 
TTTTTTTCTTTTTCCCAGAAGATTTACAGAATTTACAAAAAGAGATTATCCCTACACCTTCCACCCCTCCTATCCACCCCCATGACCCAAGCAA 
TGAAGGATTTAGGCAGATTTACTTCAGTAAACACCTTTGGACACTTGCGGGGAAAGTGGGAGTCTGTTTGCAAAAGGAGGCTTTTGTTAAGTGA 
GGTACGGGGATAATGCTTTACCAGGCAGCTGTGATATTAACCTACCCAGCAATGCGGGAACACTCTTTAACTCTTTGAGTGCCTGGCCCCTTGC 
GCTCAGCAGATAAAATCCTGGCTCTCCAAAGACACTCAGAATTCTGGCTCTAGCAGTTTATTATTCAGACAAGTCTTATAGGCATGAAAACTGT 
TCAAGCTTTTAAAACAATGTGGTTTAATTAGATGAGGTGGACTTACATTGCTCATAAGCCCTCCAAATGGTGGTTTATAATTGGCAAGGGAAAA 
AAAAAAGATAGAAAAAAGGAATCAAGGCAGCACATTAAAAATTCCAGGAAATATCTTTAGAAAAGCTATTTTCATTTCTAGCTTTTAAAATATT 
AGACTACGGTAGCTAGAGGGAATGAAGCAGCTGGGGCCTCTCTCCTTCCTATAAAAGACACCAGAAGTTTGTGATGAAGAAAGGGGCTTCAACT 
TGAAAAGCTATGAGAGGCCAGTTCGGACAGTGATATGATCTCAGCCTTCGCATCTTTTCAAGGGGGAAGTACTGCCTATCTGTCCAAACCTGGG 
AGGTCATGTGAACCTCAGAGTCAGGGCCTCAGGCTGGCCGTTACCAACTTGAGACTTTCCAAAGCAAGCAGAGAGGCATTTATGAGGAAGGAGT 
TAATGGTTATTTTTTGCTGGGCACAAGAATAACTTTACAGGTGTTGCATTTGGGCTTAAATAAGATTGCCTTATTTAGTTTCGAAAAAGAGTGT 
AGGTGTCAACATTCGAGCAGCCACAAATGTGTGAGAAAGTAAAGGGTATGAGACATGACGGAATTAAAGGTGTTTGCTATGTTGTTACACCGTG 
TGTCAGGCTGCAAGCTCCCTTTGTCACAGCCTCCTGGTGATTTGACAGCGCAGATCTACTTCCCTTCTAGGTGAGACAGCATTTTTAAACTTGA 
GTTATAAATATGGTACACCCTTCGAGTTGCACCCTGCCTCCCAGATCCGTGAATCCTATTTGAAAGCATCTTGCCCTGAGACACAATGAACAAA 
CGCCCGTATACAAGGAGGCTGTGGGCTCGGGGGCCCGGGCAGCGCCAGCATCACAGTAGCTGGCATTGACTGTTGTTTGGCAAGAAGGTCCTCT 
G CC AAATC ATCCAATAATT AAGTTTT ATGTTATTTGTATGAACGACC AAGCATGC AGTATTCCTTTTC AAAT CAAAGGGAGG CTTAAAATTACT 
TTTTGAACACTTTCAGACCATGGTCAGGTCACAGTTTGGGGGCTGAATTAAAATGATCTCATTCATGATCTAATTGAGGTTGGCAAAACCTTAG 
CAGTAGCAGGAGTACATAAATATAAATCAAAGACCAAAATTTAGCAAATCATATCATTTGCTAGAAATCTGCTCATGAATTATTCTCCGATTGC 
CAACCCAGAAGTTAAACTTTGTCTCCCCTCAGCAACAGTAACTGCGCATATTTTTTCAGGCTTCTGACAGGAAAGTTAGAGGATCTGAAAAGAG 
AAAGGAGAAGGAAGATGATCACTGTGTCATCAGATATGGTACATTTGTGACCCAAGAAACTATGAGAGCTGATAAAGCCATGTACGTTTACAGT 
GGCTGCTGCAGCCTTGGTTAGAAATTAATATGGGTTTCTAAAAACCAGACTTTGGAAGAGCAGGCAGCACAGACACATTAAGAGTGTAAGGGGA 
GCAAACGTTTCAAGAAGGGTCTGATTGTACTTTGCTTTCATTTTTTCAATTGAGGAATGTAATCATCATAATGATTCATGATTATTTACAAATT 
TAGTTCTATCACTGAGCTGGGTCCAGGGATTGAGATTTGAAGTAGTGGTTAGAACTAGAAGACGATACGGAGCTGTTAGTGTGCATATTCAGGT 
TACCTTTCATTCTTTCTTTCTTTTTAACGCTGCTATAAAATTAAGACTCCAAATAACTTTTCCTATAATCTGTGGGATTAAATGTCATACTCTA 
TTGTATCTAATCCATTTTTAAGTTGTAAATTTTTCTTGTTTGCTGTGTATGATTTCATCTTAAACCCACACAACACTTTACTATAAACTAGAAG 
AGGTCTAATTCTACAGTTGAATCTTTTGAAGTTAAAATTTTAAATCCTGTGTAAAAGAAGATGTTCTTTTAATCAAACAGTAAACACAGAACTG 
GTCAGTTGGCCACCTTTATATATCACAAATATATGAAGGTATACTTTTAAATCTTCAGGATAAACTAAGGTGGGAACATTTAAAAATAATCTCA 
GGTGAGAGAGGTAGATGACCACATTCCTGGGAATAGGTAACTGTCATTAATGATTTCCTAAAATGTATTCTACATTAAAAAAACTGTAATGGAT 
TTCTCTTTAATAGTTACGTTGCCCATAGACAACATAGTGATTTTTGTTCTTTATATACTGTTTCTTATTTTTTTATAATAACTCAAGGAAAGGT 
ACTCCTGACAAGATGATAGCCACCCCCTCCTCGCAAATATGAAATAATCAGTAATAGATGAACAGATTAAAATATTGTGCTATATAAAATCTGA 
GGTTTTTTTCTTTCTCTCAAATGGATGAGTAAATTTCAAGGAATTCAGTGCCCAAGTGATCTATAAATGTAATATATTGCTTTCAATGTTTCTT 
AGTTTAAGAAAGTATTTAT.TGTCTTGTATATCCAAGTAACTGTAATCAAGGAAATTGCAATTGCCTATTCTTGGAAGTACCTAAGTTTCTATTT 
TAGACACCATGCACATCAATGGAAGTGTTTCACATCATGAGAATTCTCAGTTTTAAGAGGTGAGGTTTATATATAAGGAACTCAGTAAGCTGTG 
TTTTCATAATAAATAGACCCATTAAGAGGGAAATATCTCTGAGCAAAATGGTTGTCCTCTAAAGATTTCCCATCACCTTTGCTCTGCTGATGGG 
AATTTGAAAACTAAATACAGCCCATGTGCACACATTCCCACATGCACACAAACACAAATGCACCCTAGGATCCAAACTCTGAGAATTTTCCTCT 
TTAACTTTCACTACAGTCATCTAGCTTGTGAATGAAATACACTTAAACAAAAATAGTAGAGGCGAAGAATTAATGTAGATTCTTGTTTAGTAGG 
ATTTATTGTAGGGGGGAAATGTGTTCCCTATGCCACATGATTCTTACGAAACTTACACCTATTAATCTAAGCTTTAAGTGTATTATTTAGGATA 
AATTACTAGCTTTCTGCTTTTGTACTGTTTTCTCCCATTTTCCTTCAGTATTACCAATCTTAACACAGATTATCCTAAACTGATTGCAAATTAT 
TATGGTTTTTAAAAC AG C ATT CTGG AGTC C TGAATAAAG ATGGTATTTTAAACTAGTGTTTAC AATATAC AGAATAAAAAAGGGTGGGGGAGAT 
TTAAAAC CAT AC CGAAC ACTTAG AAATGTGTGGAGTTTTATACTTGTGC AG ATAAGTGTGAGGTAGC CTTGCC CTGTG AAAC CAAG ACC AC AAA 
TGATACGTGTCAGTAGGTTCTTTGATAGGGCTTCTGGCCACAGTGTTTTTGTGCTGTCAAACTGCTATGTTGAACAAACACCTCCTCTGGGACA 
GAGTGATAAATGCAGAGACAGGCTGGCTTCAACCAGTCTCAGCAACCTCCTCAACCACACCCCCCACTCCCAGCCCACCTCCTACCTCCTACAA 
TCCAGCCACCTCCCACTCCACTTTGCCCCTTTACCTGAAATTGACATTTATATAGAGGTGCCCAGGATTTTTTAAGGTGTCAGTGGTGAGTAAT 
TGTTGATACTCCCCAAATCTTATGAATCAGTACTCTGAAACTGCAGGCAAAGTCCTTTTTCTGGCAGGCTTTATCTAGTCTTTTTAAATGGAAC 
TGGACTGAGCTTCTAAACTTTTGCCAACTTGAACTTTTTCCACCTTTGCTTAATCACTTGAAAACCACTTGCTTTCCTTGTCTTTCCCCCAGTC 
GCTTTTTATTTTCTAATGTTCAAGCTATTACATTGTGCAACACAGACAAAATTTTGCCTTAAAAAATCCAAACACTATTACCTCTTACTTTTCA 
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CTAAAACCTGTTTACTGGTGCCTTTGTGTGTGCGTTTTTTCCCCCTGACATTAAATGAATTTCCATCTTCTACTTCTGCAATCTCTAAGAAATA 

GATAAACCATTATATTTTTTCCCTGCTCGTATTTTAAAGTGGTGATCCTGACAGCAGGACGATTATTGCACTTTATGTTTTAGTGGATGTTTGC 

TGTTGCTAGTTACAGCAACACTTATCATAAGACAGCAAGAAAAGAGTAGTCCCTGGTAATTAAAGTAATGAAATATTCATTTACTCTACCTTTT 

CTGTAGTCTCACAAATTAGGCTGCTACATTTAATGCCTGCACTGCCTCTGTTTTTATTATAATGGCAGCTTTCGCATCTGCAATTAGGACTAAT 

TCTGACAGTTACAATTTCTGAGGGATGGTAAACAGTGAACGAGATGTGCAGCAGAGGTATTACACGTGAAAAGCCCTTGTCTCTTTAACCTTGT 

TGTTTTTTTTCTCGCAGAGGTTACCTTTTCCCGATGGTGCAAAATCGACTTGACATAACTGTTCATCAGTTTCAGGGTTTTCCCTGGAGGTATT 

TGCATCAAATCAGCCCAGTCAAGCTTCAAGTTGAAATTGGCAGGCCAGAAACTCACAGGGTAGAGACTGGAAAAGAGACAGCCAAAGTACAGGC 

AGCAAACTGACAGCAGCAGAGTGAAAGACAGAGGGGTGGGGGGAGGTTGAGAGCGAGAGCTTTTCAACTTTAGTGTGCGGGAAATCTCAGCTCC 

TCCTGTACTGATCTCAGCAGCACCATATCCTGAAGGAGCTTGAAAGGTTGAGATTCAGAACAGCTTCAGCTAATTCTTACCACTAGGGCTGACC 

AGCCTTGCTCCGGGGGTTTGCTCTCACTTAATCTGATTGGATGCCTAAAGAGGAGTGGGCACACTTAATTAAACGGAAGGAAAGTTCTGAGGCA 

CCTCCCCAGCACTTATTAAAGCTTGAAAGCCAAATCTCATGATCAGTGTTATAGGAGGAAATTAAGGTGGTTTGTTTTTTTTTTTTTTTGTAAT 

TGTTAACTTGTAGGAAAGTGAACAATCCCTCTCTTTACCAGGTTTGTTTTCTTGGGGGTTCTCTTCTGAGTAGATTAAATGTTCACAGAGACTA 

GAGCTCAGGGGACTGTCCATTCAAAAGCTAATGCATTTTGGCTAACAAAAAGCCAGTACAAGTAGCAAAAATTATATTTGAAGAGATACTCCTT 

TGAATGACATGGGTTTGCAAGTTCTCTGTCAAATAATGCCCTACTATCCTGGTAATATGAGAACACGTATTAAGTTGTTTAAAAGGTCAAAAAA 

CATGGCAAAACCTTAAGATGTCTAAGATACTCAACTTTTACTCTCAACAAGGTCACTTTAAGAAAAATTCTATGATTGCAAAACTTGTATAATT 

GCTTTTAC AAAG AAAAC AAATATG AAAAGTGTTTC CTTTGG CTGAG AACATTTTTTCTCCTTGATGTCTT AAAAAAAAAAATTGT C AT CCTTCC 

CCGTCTCTTCTAACTTTGGAGTGGGAGGGGGCTGGTGTTTTTACTAGATGATTTAAAATCCTCCTTACTTTCCAACTAGACTTGGGGGTCGAAT 

AAGCCCTTGCTTTCAAACCGTTTTCTAGCTCTGTGTATGACAGGCATTGGCTGATCTGCTGATGCCCATTCGACAGGCACTGTTGAACTAAAGT 

GGTGTGACGGCACAGTTTTGTTAAGCTGTGAACAAAGGGCTGAAGATGCCTTGCTGGCATCATCCATGTGCATATTGGCCTTGTCACAGTTTTG 

CTTGATTTAATGCTCTGTTTATTCCTAGATATTAAAACTTAAATTCTGAACAATATGTTTTCAAATACTACATACCAACTTTATTTTAAAAGCT 

TTAAGTTTGAGGACCCTAGGGTCCATTTGCTCATCCAGTTTCTGTGTAGCCAACATTAAAACAGAGGTTTGGAAATAAATAGATTGCCAGTAGG i 

CTCTTAGCTGTTATCCATTTAAAAATGGGATTCCAGTCTTTAAAAGTCTTATTAGGATAAAAGATTTATTTTTCTTTGATCATTGGTTGAAAGT 

CATTATTTATTTCCAACACTGGATTGTCACATAAATTCCTAAGGAAGAGTTACCTTGTGTGTACTCAGTGCAGTCAGAGTAGACTTTTTAAAAT 

GACAAATTATTAAAGAGATATTCAGTAATAAAAGAAAGCCTATAAGAATACCTATAAGGGTAGGCACATCACCACTGAGAGAAAAAAAAAAATC 

AAGGGAGTTTATGTTAAAGTGAGCCCTATTTAAGAGATAGCAGAAGAATTAAGATTGAGACTTAAAAACAAAATAATTGTTATGAAAATCCCTG 

TTCCAGAGGCAACAGCTCGCCTATCTAAAGAAATCTTAAGTTTGGTACTAAATTTAGATTCCAGCGTCCCGTTGAATGTGTCTTGAGCTTTATC - 

TACGCTGGGTTTTTGTTCCCCCTCTGCCTCTCTTTCCACTCTTGAGGTTTrCTTCAAGTGTTTGCTAAGAGATTAGTTAGCAAGTTTATATTGA 

GGAGGTAGCCATGGGAGGCAGCTCTCTGCTTGAAGGAACGCGCAGTGGGTCAGAGTGAGAAGATACAGGGAGCTAAGACTGACTAAGGCCTGGG 

ATCAGGTACTTTATTTTCTCTCAAAGACAAACCGCCCATAGAAAGGTTGGTGGGATGGCATCTGCCAGCAGGAGCACAGATGTTACCACTTTTA 

G AAACTT CC AAAC AAGC ATTATTGCTGG AAT AAGTTT ATG AAAAAAAAAATCTG CTGCC AGAATACTC CTTTTT CATTATGTAAAG AGGCTATA 

ATTTGAGATATTCAAGGTTATTTTTACCTCCATTCATAAAACAGCATCTTTCTTGAGAGCTGTTACGAGTTAGGTGAGGAAGGTGGCAAAGGAG 

AGAAAAATACTCAGCAGCCTAAAAGTATTGCTGCTGCTAATAACCGGTGAGACTGCACTAAGAATCTGAAATGGAATCTCCGGGGTAAAACACA 

TCCACATTTCTACCTGCCCTAAGCGTGCTTTCTTAGCAGTGACTGAGATGAATTGTCCATTTCTTTTCAGTGGTAGTTTTTCTCCATGTTCACT 

TATGCCAAATAATTCCCACAGCCAGAAAGAGTGATACAGGTCGGGGTGGCTAGGAAAGAATAAGCCTTTATTGCTAGTTTTTGTATAACATCAG 

GCATGAGAAAGACACTTGCTAACAGCATAGATTGCAAGACACTCTGTGGCCTGTTCTCTTAGTTTCATGAGAAAATTTTGTCCAATCCCATAGG 

TGTGAACAAGATTTAGACATGTAATCTCCAACCTGGAAAAGAAGAGAGCTTTTAATATATTAATAGGGCAGATTCTTACTTAATATATAAAGTG 

AATTTTGGCATCAGTTTGGGGTTTCCTATTAATACTTTGTTAGCAACTGTTTATGGAAGAGACAAACAGCAGTTCATCCAAATAGTCCTCCTTC 

CCCAACCCCCAACCCCTATCTTGGTATTAACTGCTTTGTCCTGTCAGCTTATAACATTCTATCTTTAAATTACTGTAAATGAAGTCATAATTCT 

AGTTATGTTTTGTAACAAGTCCATGGCTAGGACCAACATGACTTGTCACCTTTTAATGAACTGTTGTACTTTAGGATCTTCTAAGGAATAGAGT 

GTAAAAAGAAGCAAAGCAGGAGATGAAGAGGTCTCGTAAATAGTTTCCTTTGAACATCCACAATTGCTTACATGGCCTTTTCCCCTTTTTTCCA 

GGCTGGCAGAAATGGCCTAGCCCAGGACTCATTCAAGTGAGCACATTTCAGAATGACTCATTGGATGATTGGAGGGAGACACAAGCCCTACGAT 

ACC AATGCAGTGTATTAATGGAG AAAGTT C CTGAG ATTGGGAGTGGGTGTGACATT AGG CTAGGGT ATT CCTGAAGGG CT CTAATTCATGTGAG 

AATATTAAGTGTAGATCTTCTAGCTATCAGTTAGCGTAAGGTTTCATAAACAGGTAATGATGGCTCTTTCCCCCCGCTACCCCGCCATCCAATT 

TCTAGCTGAGTGAGGAACAGGCTCTGCTTCATATAAATACGATCTTTGAATTTATCTGCAATGAGGTACAGCTTTAATGATCTGTATCTGCAAG 

CC AGG AG CATG AATGTG ATCTTATTGTATCATAGTGTAG AGATG AG ATAGGCTAG CGCTACAG C AC ACC AGTG CATTGTG C CTGGGTGTCGGG A 

GCAATCCTTCCATTTCCAAAGCAGCAACTCTTTATTTTTCATCATTGTTTCTTTACCTCACTTGTATGCTCCTTGTGATACAGATCTGAGTGAG 

TTGTGCAAGCTTCAGACTTGCCAGCCCCCAGCTCCCAGGCCTAGTACAGAGTAATTCATAAACTTACCATATTAGACTATCAGATTGAAACCAA 

GGGTTTCTACTGTGGTGGAATTGGAAAGCCCATTGTTTTGATTATCATTTCATCAGCCCCAACTGATACTAGTATGCTCAAGGAAAACATACTT 

CAGTTACAGTTGATTTTCAGATTCCAAAATGGTGCTGCAAAGCCTGTGCATCTCTAATTATATTTTATGCTAGGCTGTGCAATACCAAAATATA 

CGCCGCAGCAATCAGTGAGTGAACAGTATCAATCAATTTGTAAACAGATGAAGTCACTCATTCCCAAACTGGTTTTCCAAAAACAATTACTAAA 

TTACAATAGAAAAAAATTGTACAGTTACTGTATTTGTGTGCTGTGTTACAATCAACATACCAGGGAAACAAAACAATTTAATGCAGAAAAATCA 

TCATTCATCTACATTATAATTGCTTCTTTTTCACATCTACAGGGCGGTTAATTAAAATTGTGATTAAATGCGGTCGCGCTGCCTAAGATGTCTT ' 

G C C CAAAAC AGGTGGT AC AG AATTTAAAAGTAAAAAAAATGTAATTAGC ATTGG AAATTG AGAAATTGC CTGTAAGAATC AGTGTT AATTTCAG 

TCAGTGATGAGGTAATTTATAAATGAATGCAGTGGAGGCTGTGCAAATGCACAATTGCCTTCCTTGCCATTCTTAGCATTCTCAGCATGCAGGT 

GAAAATGTTTTCAAAATATTGAGGTAATTTGAAAATCAATCCATGCATTCTGTATCTTTTTTCTCCCATTTGTACCAAATGCTGAACAAATGCT 

GCCATAGATGGCACAATCCATCAGTTTTTTACTTTCTAAAAGTAATGCTGCACATATTTTAGACCTAGATTAAGAAATATAACAACACAAATTG 

CAAGCCTAAAATTGTTACACGGGTCAAAATTGTACACCTGAACTTCTGACTAATGGAGATTTGGTTGGCTGTGAAATGCTCCCATCAATAAAAT 

AGAGACATGGGGGGAAATCTGTCCATGGTATAGGTGGTACAAACAGAATGACTATTAACCAATCCAATAAATACTTGAGATTAAATTTTTAAAG 

TTTAAGAAAGAAACAGAAAATTTATAATAAGGCTGATATTTTTCTTAGAATCTTGAACCGTAACTTTGTTATTCCATCTAGAAACATCTAAAAC 

CAGTTAATAAAGTTATCACTAGAAAAAGCGTTTACAGAAATTAACTGTTTTTCAATGTCATCTTTCCTTTCAACAAAGATGCAACTTTCTACAA 

AACATTATGCTATCAACTTACTATATTTCAAGCGTTCTATTGGCAAATGAGTGGATTCTATAGATTAGATACTGGTTAAAAATTATTTCTATTT 

ACGCTGTATTTTTACTATTAAACCGCTAGACTTTTAAAATCTTTTAATGGAAGAAATTTAACTTTCATGTGCTTATTCTGACCCTCTGAAGAAT 

ATGAATTTAAAATATTTTAATAATGAATTGAGAATATGGGGTTTGAGTATCTGGCTTGATACCACTGGAGTTAAGAGACTTTGTGGGGCTTTTT 

AAGCATCCTCTTCTGTGTTTGGCATTCTGCAAAATGATCTCTCCATATAAAGCTCATCCTAAGAATATGCTTATTTAATTGTGGCAGATCAATC 

TGATGATCAAATTCTCTCATGTAAAATATTCTACGTGTTTTTTGCTGTTTCAGGCAGAAATCAATAATTTCACTTCACTCTGAAGTTATGTTTT 

GTGGTAATACGGACATTTTCAGGAGAAAGGTGAAAAATAAGAAATACTGTATCTCTGGGAGTGTCATCTTTATTCATTCATTCATTCATTTTTA 

GAGACAGGGTCTCACTCTGTGGTTCAGACTAGAGTGCAGTGGCACCATCCTAGCTCACAGCAGCTGAGATTCCTGGGCTCAAGGGATCTCTGGG 

AGTATCTTTCTATCCTCTGATTTCAGGCCTAGTTTCGGGCCTTCCCTCATGACCCTTCCTGATCATTTTTAGGACACAAATGAAAAGTGCAATT 

TAGAGGTGACAGCTCAGCTGGTTGTTCCAAGTGGCATGCCATCGTTTCTCTCATATTTAAATCTGTTTCCCATTTAATATTACAAGTAGAAATA 

AAATGAGACCTCTAAATGGAGGAAACTGAAAGGTCACCAGTTAACTCCATGATCCCTCTCCTTTCACCAGCTCTTGCCTCCCACTAACTGTGAT 

GATGACGATTTCATATTCCAGCAGTCAGTTCACTTTCAGCGAGGGTGGGTGCAGACTTCATCAAAGAATGGCTTCCTGGATTTCCTTCAGGACC 

TGTGAACATAAGATCCGCAACCACATGGGGCTTGGCTCAAATTTCAGCAGAGTGGTGGGATGGAGGAGGTATTATGACGTGCTCCAGGCTGCAC 

TGGTTCTGAGTTTACAAGGGGTCACAAGGGTTAGAGAATCACAGATGTCAATAGAGCGCGAGGACCTTCCTACCCCTTGAAATATTTGCAGTAG 



695 



WO 03/039484 



PCT/US02/36071 



SAGRES DISCOVERY 02-3 6 



AAATCTTACCTCTTTACGTTTGGTTCGTAGTGCCCCATGAGCTTAGCACGGCAATGTGGAGTTACTTGTGAGATGCCACCAATGTTTCATATAT 
'ATATATAGTATATTATATAATATATAATATTAATATATATTATATAATATATAATATTAATATATATTATATAATATATAATATTAATATATAT 
TATATAATATATAATATTAATATATATTATATAATATATATTATTAATATATATTATATAATATATAATATTAATATATATTATATAATATATA 
ATATTAATATATATTATATAATATATAATATTAATATATATTATATAATATATAATATAATATGTATGATAATGACATATATATATATATGTTG 
AGAATGACAGTGTCTTTTTATACAAGCTCCCTCCACCAAGTATCATCTCTGTACTCTTACAGGGTCATCAAGATTGTCAGAAAAGGCCTGGACT 
ACATGCCTGTCCCAGCACTAGATTGGTATTTTTTAAGTCCTTTTTTGTTTCAAAGTTTGCCATGTGAGCTTAACTCAGTTCATTCTGCTGTTAT 
TACAAGCATCACCTCTTTGAAGCTGTTATCAGATTCATGAAAGAAAAATGCGCATTTTCTTTTTCTACTGAGGGCTTCTTTCACCTTTATTCCT 
G AG AGTGATC AGAG CTTTG AATTGTAAAAAAAG AAAAATTTTCTC ATTGTACAATAATTG AAAAGTATGTCATCAGGTC CTTT CTAGGT CTTCC 
TGTGGTATGTCAGCAGAAAACTACAGTGTTTGTTCATTTTGCATTAATTACACACCTACTATGTGCAGGCTCTGGCTGAGGTCTGTGGATCAAA 
AAATGGATGCTAGAGCCTGGGCCCCTGAGGAGCTTGCTGTCTAGTGGGAAATGGGGGTGCATTTAAGATATGATGAAAATGTGGCAAGTGCCAC 
AAAGAACTTTCTACCCAATACAGAGAGAGTACAGAGGATGGCACAACTAGATCTGGGAGAAGGTGGTGAGGGGTCACTTCATGGCAGAGGTGAC 
TTTTGAGGAGACTGTTGTCATATAACATGGATTTCACCAGCAAGTGAGGGCACAGCACGCTGGGCTGAGAGGATGGCATGTACAAGCCAGGAGA 
AAGGGTGAACAGCGCAGGCATTGTCAGCCAACTGAGATGTCTGAAACACAGGGCATGAGCAAAGAGGATGGGCTTGATTTGAGTCTGCAAAGGT 
GGTCAGGGAGCAGAAGAATGTCCTATCCCATATTTTTGGCTTGTATCCAGTAAATAGGTGATGGTGAGCTTGCGAACCATGTTTTATAGAAGAG 
TGACATAATTATATTTGGGTTTCAGT.GACACGTCTCTGGCAACTGTACGAAAGATATTATCATCTAACATTTGTTGAGTACTTAACAATGTGCT 
GGGACCCGTGCTAAGAATTTTGCCTATGTCATCTGATCTCGCCCCAACAATAATGCTGTGAAATGGGTACTATTATTTTCATACTATTTTTACT 
GATGAGGAAATTAAGGTTTAGAAAGGG CATGAG C CTGGAGT CAGGAAGAAAGTCTACGGTTACATGTTACTGTAATCATGGAATTTCTAGAATT 
ACAAGCAACACAGGCAATAATGATCATTGACTAGAAGGACATTTGGAAAAGAAAACCCAGCGTTTGAAAAAGAGTGAGGCAGTTTGATTCTGTT 
TCTCTGAGTGAATAGTGAGACTAAGTGGGGTGTAAGGATGTTTCATCCTCAAAATTTATTTTTTCTTTCATTACTATGTCAGTTTGAAAAAGAA 

AAACAGTGGAATTTGGTAAACCCTGGAACACTGTTCTTGCTGATCTAATTCATGACATTAAGGCCTTCCTCGGCCTTATGAGGAAGCAGATGAA 
AATAATCCTTTTGCGATGACTATTTTCCCCCTTTTCTGATTTAACTCTTCCATTGCCTAAGACTCACCAATTCTCAAACTTCTAAATTCTCCAC 
ACTGCCTTATCTCTGCCATCCCATGGCAAGTCCTAAAGCTGCTAACATTTTGTAACAACTATGTGACAAATTGTTGTGCTTTTATTCAGGTCGG 
ACATCTTTGCCAGGCTTGCTTGTTGTGTTTTCTGTTTGGCTGTGTCATGGGAGCAAAGGTGCCTGCCTTTGTACAGCATGTCAAATCTGGTTAA 
CATGCAGCCATTTATCTTTAAAACCACTCCTGCACAATGGCAGAGGTGGGCCAAGCCACAGGGCTCTAAGCACAACCCAATTTTTCAGACCATC 
TTTTCTGCATATAGGGAGCACGTTGGACAGCAGACAAGACATTTTGTGATTTGGGGAATCTCTTAGAGACAAATTGTAGAGTGCAAGTGCAGTG 
TAACTGGACTGCTGGGTGCCCAGTGAAGTGAGGAAAATCAGATACAGCACAGGCTGAAAGAATGAAGCAAGAATTCATATGTCTGTGCAGAACA 
TGCACAGTACTTTGCTCACACAGAGAGTTCACACATAGACAAAAGCATGTTTGCTTGTGGGTTATTTTCAGGGGATTCTATAGCCACAGTCTAG 
GCGTATATATTTGCACGTAAGCTTTCTTTCTGCATTTTGTACTGGTAGGTGTGTGTACATGTGAAGATGTAAACATGGTTATATGAGAAGACAA 
TTTGCTGTTGCTGATTTAAGACACGGGAAAGGCCTCCTAGTTCACTGAGGCGTTTCCCTCCTAATGTAGTAGAAGCAGAATCTTTTTGTTTTCT 
ACAATrGTTTTAATAAAGGACTCTGTGTGTGTTTAAGGAAGACTCAGAGCCAGAGTGTCAAGTGCTGCAGTGAAAAATACTGAAGATTTTTCTT 
TCCATAAGACAGCTGCAAACTTTATAACCCAGTTCACTCTGGGTTTTCATTTCTCAATTGTTTCAAGGTGTCTTGGGAATGATTTGCCCTTAAA 
TAACTAGTTATCAACAAAGGAGAAAAAATAGCAATAAAAAATGTGATAAACCTGCATAGACTAGTTTAACTAAAATGAAGAATTTCCTTGCTTG 
GAGCAGTTCAAGGACCGAACATAGCAAAACTGTGTGATTTAAATGAAATATTCAGAGTGGTCAACATAAATACACATGTAGACAAGAGATAGTA 
TATGTGTGTGTGTATACACTGAGGTTACTTCTTGAAGAAATAGGCATTTTTTCCTTTCTTTTTGCTTTTTCTTTCTTTTCTTTTTCTGAGTAAA 
GGACCCCAGAGATTGTCTTTCACTTTGAAAACAATCTCTAATATCAGGAAAATGCGCTGTTTGTTTATGCGTACATAATGCAAGTTTGTCCGCC 
TGGGAACTGCAGCAAATGGGAGAAGTATGCATGGATTTCACAGGTAACAGGATTACGTGGGCACATAATTGATCCATTTGGAGAAAAAAAATGA 
CAGTGCTCTAAAGATGCCTAGGCTTTGGAGATGGAGTTTATGAAACAGGCATTTGTAAATTCAAAGGAATCAATATGTCAATTTTATTACATCT 
CAGAACCAGCTGGGCATTAAAGGAACAGTAGCCTTAAAAAAAATTACAGCTGCATATTCCTACGTTGTCTACCTTTCTTAAAGGCCCTAGAATT 
TAAGGAAATGAACTTAGAGATGTGTACCTTTTCAGAAATGAATTTACATTGTCCAAAGAGAACAACAATTTAACATTATGTCAGTTATCAACCT 
AAAAATTTGATTGAAATGTGTGCCTTATCATTACAATTGAAGTCTATTAATAGATACAGATAATAAGCAGAATAGTGATTTTCACATAGGTTGC 
ACTGTCAAGG ATT CATTGG AATT CATATTTG CATTGTGCTTTTC AACAGTCTAGATTTTACCTCTTCACTG ATG ATAGG ACATAGTTT AAGAG C 

TTTTTTTTTTTGAGACGGAGTCTCGCTCTGTCGCCCAGGCTGGAGTGGAGTGGCGCGATCTCGGCTCACTGCAAGCTCCGCCTCCCGGGTTCAG 
GCCATTCTCCTGCCTCAGCCTCCCGAGTAGCTGGGACTACAGGTGCCTGCAACCACGCCCGGCTAATTTTTTGTATTTTTAGTAGAGACAGGGT 
TTCACTGTGTTAGCCAGGACGGTCTCGATCTCCTGAGCTCGTGATCCGCCCGCCTCGGCCTGCCAAAGTGCTGGGATTACAGGCGTGAGCGACT 
GGGCCTGGGCGTTTTTGACAATCTAAAAAGACCAAGCTATTTTAAATTATTAAGTTCCTAAATAATAGGATTTGGACAGCAGCCATAAGAGAGG 
TGAATGGGATGGGAATTTAAGATACTATTTTAATATCACAAAGAGGTTACACAACTAAGGATGAAAGTTAGAAGCTATGAATTGGTCCACATAC 
TCTGCATGTGCTGTCTGCTAGAGGCTGCAAGGCGAGCTGCTTCAGTGTTTCATGTTCCAATCTCCACCACCCAGACTCCTGCTCCAATAACATC 
TCTAGATCTATTCACTTGTAACAAATGGAGCCCAGTTCTCCTCCCTCCCCAAGGAGGCCAGACACTCGATACAATGAAAAGAACACAGGATTCA 
GACCCAAACAAATTTGTGTCCACATTCTGATTCTGCCATTTACTCTCCATGCCATGTGCCCCTGGGTGCGTTTCTTAACCACTCTGAACTTCGG 
TTCTTAATGCTTAAAAATGGGGAGCAGTATTTGTTTTATAGAATCTTTGGGAGTATTACACAAAATTCTAAAGACAGTGTCTGGAGCCTAGAAA 
ACGCTCACTAAATTCTGATTATGACTGTTTCAAGGTGTGACTAATCAGGATGCCAGGAACCCTACGATGGAGGCACTTCAGTTTCTGGGCCTTG 
CTGAAACATTGTTGAAAAGAGGAAACAATAACCGTAGGCTGAGATATTCGTTCCTTTTTTTTTTACTCTTTGGAGAGTACTTAAAAAAAGAAGA 
AAAAAGAAATAGTCATAGTGATTGGCATGCTATTCTACCTCTACATTTCCAGGAAATATACATGGTACTTTTTCTTATAGAAACAGCATGTCCT 
CCAAAAAGAATACATTGTGAGATGACTTTTGTCACAGCACTTAAAATATCTGATTCCTATTTGTCTCCCCACAAATGTGTAAATGGCTTGAGGG 
CAGTCTTGC C C AT CTC AGCT C AGGCCATG ACATAC AAAAATTGTTTCGTTAAAGC AAAGGT ATAATGAATACAGCGGGTATATT AAAG ATTC AG 
TATACATTATCATATGTAGAAAAAAGCTTTGGGTAACTTTATGTCAGATTCCCTACCACCATATTAATAACTTTTTGAAATTCACTTTGTGACA 
GGTATGTTATTTTGAATACTTGAGTGGGTTTGCTTTTTGTTTTTGTTTTTGTTTTTAGTTTGTATTTAAATCAACTGGCTCTCTGCCTTTCTCA 
ATGACACCTTTGAGACTTGGGAGTCAGGGAGGCAGAGAGGCAGTGTGGGTGCTCGGAAGAGTGTAGGCTTTGGACATCTGGGCTCAAATTTGGT 
TTCTACTTTCATACAAGCCATAAGACCTGTAGCAAGTTGTTCAGTCTAACTGCATCTCTGCTTCTCATAATAATACTCATGTTATAGGGCAGTT 
GGGAAGAAATACTGGTAACAGGTAAAGTGCCAAGCACATAGTAGGTGATTAATGTTCTGTCCCCTTCCTCCACTCTTCTTTGTCACTTGAGCAT 
TCACTTTGGGTTGGCATTTAGTGAGCTCCTTCTGCCCGTCAACAAGTCAATCAACATTTAATACATACCATGGGTAGATATCTTAGCCCTGTTC 
CAAATTTCATTATGAAAATTGGGCTATTTTCTACTCAAGGAAATGAGCATGCAGAAGTACCTTCTGTACTTAGAATCACAATCATTTTAGCTAT 
TTTCCGCTTAATCTGACGGTTTCTTTGTTCCCATCATCTTTTTTAGTGAAGCACTTTGGTGTTTCTGCAATCCTTTGCTATCATTGTGTGCTTG 
GGTATCTCAGATCTCTCTTCTCGCCCGATCCTTTGAAGACATCAGAAAAGAAGAAGGACAAGGTCTCTTGACTATACGTTTGCCAGACAACTGT 
GTGGATTGGTTAGTTAATAGAGTTGATTAAAACACTTTGTTTGATTGTGCTTAAGCATACCAGAAATACATTCAAAATGTACAGCTACAAAATG 
TAAAG AAGGT AGTCC AAATATAGTACTACATAATG AGGCTC CGTGTTGGTAGTATATAAAG C AGTTT AG AGT AT AG CTTCAAATT CTAATGAAG 
ATCATTTTAAATGTTGCACTGAATTGTGAATTTAAAATTCCCATGTTCTCCATAAGTATCTGAAGAGGGGCATGTAAATACCATAAGTGAATTA 
ATTACTGCCTTAAGTTGGTAAAGCATGTGTGAATCCAAACTTTATTCTTGAACTTGCACTTCTCTTCCCAAGGTTTTTTGAACCATTTCCTATA 
TG CTGAGTTGTG AG TACCTATTTAACTACTGAGGACATATGAAGAAGGTAGTTTT CTTTG CATGGATTAAATGTTTCAATCTCTGAAAATCACC 
AC C AC C AC AACAAAAAGTCTG C CCGG C ACCAT CTAC ATGTAC ATGATG AAATTC CTAAAG CAGAAAAG ATAT ATTTATAAT CTGAAACTTATAA 
AAACATGACAAACTGTTACCTTCACTTTTGTGCCCCCTTTTTTCATTAACAGTATTAGGTCGTTTTTTTTTTTTTTTTTCTCTTGAGAAGAAAC 
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GAAAGACGAAGTGGCAAGAATATCTTTCACTTTTGCTCACGTTTTGGTGGTGTAATATTGGGACCACTGAAGTAATTGGACAACTTTTCCGAGC 
TGACTCTTCTGAAGTAAACCCAAGGCAAAGGGAAAATGGAGCTGCTGCTAGGCTCAACTGATGGCGCCCACATGGCGCCCACCCCAGCTCCTTC 
AGAGACTCCATCATTTCCACAGAAGGGCCAGAGGCCCTGCCAATATCCGCACATCACTGGCATGATAGACCATAACAGCTTCTTCTGAGCTGTT 
CCGGTCTATCGTGTCAATGCGTACTGGGGGAGTCCTCAACGCACGGATCACTGACACGGCACTACATAACGGCTCCTTAGCAGCCATTATTGGG 
TATCAAGTCAATGCCTACTCAGGGAGGCTTTATCGCAGAGGCCTGCACGAGCAGACACATTCCGAATAGTAAAATTCCTTAGGAAAATTAGTCA 
TTGCCCATGTGTGATAGCTGTTTTCCATTTTGAATTTTAACCATTTTGGGAAAAGGAAGAGAATGGGAAATACCAGTATAGTCCGAAAAGCCCT 
TAAAAAATGAGTGCGAAAAGTGGAAGGGTGGAGTGGACATAGGAAGATGATGAACTTGTCATTTTTTCCTTTCCATAGCTTCATTTTATTGTGT 
GAAAGTTGCAGAAAGCACTTCACTTTCATCGAGGCTCTTTTTAGGCAGGGTACAGCCAAGAAAACTTTTTTATGGCTCAGATGTAAATCCTAGA 
AAACGTAGTAGAAATGATGGCAGGATCTCTAACTGTAAAATAACAGTAGTGTTAGTAGTAAGTGTCATTATAATAACGTTATAGAACTCTGCAG 
ATCAAAAATACCACATTTTATCATGATCTCTGCAAGAGATTTGTGTTGGTAGTCATTCTAGACTTCTAATAAATAATACGTTGAGTAGGAAAGG 
TTCTGTGAGGAT CCAAATAATAATG AAAATG ACAGTGGTG ATATTAATAAT AATAGTAC AG CTCCCATTTATTGTATCATTATTATGTGG CAGG 
CATTTGTATACATTATCTCATTTAATTTTCTCAGCAGATGTGACAAATCAGGAAACTGTGGCTTAGCAAAGTTAAATAACTTGACTGATGTCAT 
GCAACCACTAAGTGACAGTGGTGGGATTTGAACTATATCTGGGGAGAGTCATGCTCTTACCATTGCATTGCCTCTAATGATCATCACTTTCAGG 
G AACTAGGTGTTTAATTAG AAT ATC CC AAC CC ATTGT CTG CTTACTGATCAGGAAACTGAGGC AGGGT AATTTTAGTAATTC C CC CAAATAATA 
AAG AG AGTCAGAATGAATACC AGAAAGC AAC AAGAGG C AAAAAC AG C CTTT CT CTCTGACAACATGTTAAC CAC AAAC AAGAC ATGGGAATTTC 
AGAGCCTCCGTTTGTGTTTCAGAAGGAATGTCCACTGTTGCCATCAGTCCTGAAAAGATTTCCTTGCAGCAAATCAAAATGGTTCGAGTTTGCT 
GTTGTTGATATTTTTTTTCCTTTTGTGTTCTGCTTACTGACTGACATCTGCTATCATGCTAAGCAGGTGTTCCTATGTAAACGAACGTGCCCTG 
TTTGTGTTTCGCCATCCTCGCTGCTGCGCACCCAAATGAGCAGCGTGATTAAGAATCCTGTAAATTTTTGAAAGGAAACGGATGGCTACCCTAC 
TAG AAC ATAATTACAC CGTTCC AAC ATCCG C AG CTC ACTGCTGC AGG AGAGTTGG AG AAC AG C AG AAATT AATAATATATAATAG CATCATTCT 
AGTAATTTATAAATGAAATAAAGTAGAGAGGAGATTCTGCTGATATGCATTTTCTCCTTAATTCTAAAAGACAAAGTATAGATTAGAATTTTAG 
TGGGGTGAAACCTGGCCAGCAGTCTCCCACTAGTTGCCTGATTCATGATAGGAGTGTTTTTGCTTAGGGAAAAGAGCTAATATGTTTTATTAGG 
CCAGAGGAAAAAAAGAAAAAGAAACATGAATAAACAAGGCCCTCTAAAGGCAACACTAAATAAAGGGGGTCTGAAAAAATCTCTGTGGATTGTG 
TGCCCACTGTATTTAAAAAGATATTATTACTTTAAGACTTCAACATGTGCTGCATTTTTTCTTTCATTGTAATAACATACCACCATAGGTCACC 
CCTTCTGAGAAAAGAGGGACTGATCAGTTAAAGATGTGGCCCAACATAAACTTTATGTTAAATAGCACTCGTGTAAATTCTAGAGATCTGCTGA 
ACAACAATACACCCATAGTTAGCAATAATAGAGTAGATTTCATCTTGTATGTTTTATCACAATAAAAAAGAACATTCATGCCTTTTTAAAAACA 
TTATTTTGAGTACCCAGTATGTGCAAAGGAGCCTCTTATTACAAATCATCGTTAGATTAAGGGAGTTGATGCTTTTAGTCAACCATGCTGGAGA 
AAGAACAACACTTTCTAAAGAGGCAAATAAACTATATGTTAAAAGTAACCAGTCCATTTCTCTGTCTCATAGGGTTGTGGCAGGCACTTTAGAA 
ACTTTAATGTTTTTCTAACTT C ATTTAC CGTAGGT AAG ATGC CT AAC AAATGGATGAGCTCAGTTGTTT CAAGAGTTTGT CT C CCATGAGCCAA 
TG C CCATCACACACAC AC AC AC AC ACAC ACAC ACAC ACAC AC ACTCACAC ACGAGC AATTATC CTTAAG AAAAAT AATATTTATAGC ACTTAAA 
GTGTTATTTAAGCAACTTTTCCTGCTTAATTCCAAAGAATGACAATACATCCAAAAAAAAAAGTCATGGATTTTCTTCCTTTAATTAAACTTAG 
AGAACATGAAAATACTGTTTGCCTTTCAAGAGAAGCATGTCCATTTAAGATGCTTATTCATTTAAGCAGTATTCATTTAAAGGTCCCCTTGAGT 
ATTACTCTATGTGTTTTGATTTGGTTCAGAGAAAATAAATTCATTTAATAGATTTATTTCATTAACAGGTATTTATTTAAGTGGGTTCCACTGT 
ATTTAAATCTCCAAACAGTTTCCATTAGTTCCTTAGCTCACTTGCTCCATGTTGACTAATTTTAATAAGCCTAAGGTGCCTAGGGTCTTATTGA 
GTGTTCAGTTTGATCAATATGGTTAAATTAAAATTGTGCAAAATATAAGCAAATGTACTCTAACAACACAGTGAAAAATGTGCTGTGCACTAAG 
CATTGATTGGTATGCTGTGGACACAGATATATGAAGCTGGGTGGGGCTCTGAACTACGTGGAAACTGCCACTCTCCTCCAAAGCTCCCCTGGCT 
TTAGATACATCCATGTGATCTCCCACCCGTTCATGGAGACAGCAGCTCAGATACCCCCATTGAATTAGAAGGGGAAGGAGATTCATGTCAGGTG 
TTTTGCTTTTTGATTTAATGGAAAACAGCATGTAAGGCTCACAGTGAAATCCTATATAAAGAAAAAAAGCTAAGATTTTATAAAAGTTCAACTT 
TGAGTATTGCTGAAATGCTTTAGGTAATAAAGAATGCAGGCCCTAGTTCTTTTTCACAGAATAACTTTTTACCGTAATTATCCTTAAATTTTAA 



TTAAAGTATACCAAAATCAGCTTTGCCATTGGTACTGCATTTGAAAACCTAGTAAGCTTTCTAACAAATTCATTGCTTTCTATATAATTGTAAA 
GTT AAATAGATAACTGAATATTTTT AGTGG ATT CCTTTTAGT ATG AATAAGTTTGTAT CTTCTATT CCTAAAT C AATTTCTTTAC CTTTCCCTT " 



AATCACTTACCAATCATAAGTATATATCATTCAAAATTGTTCCTGATATGTGCTGGCTGTTGGGGCAGTTTCTTTTTCCTACCTGTTGTGTGCC 
TTTGTACCTATCTTTAATCTCTTCTTGCTAAGTGATAGCTACCATCACAACACTGGCTTTCCTTGATAGCATATCTTCCTGCATGTCCAAAACT 
TAAGTTCACATGAGC^GAAGTTGTTCTTATCAAAGGTAAATCAGAAGTTAAAAAAAAAAGCAGAGAG 

CAAGCAATGATGTTGAATTTGGGAGAAGTGTGTTCTATTGAAATGAAAATCATTTTCTAGTTTAAACTGATCACGGAAGTTTATATGCATAATA 
AGGATTTGAAGTTTCCTATCAAATTAAGTACAGTGTTTGAGCTTCCTAACATTTAATAATACCATCACCAATACACCTGCAAAATAAAATAATG 
. TTTGAGCCCCAAAATCATCAGAAATATGTAGACCAATACCAGTTCAGAAGAATTGACTTTATTTTTGTAATGGGGCCAAGAAAAATTCTTAGGT 
TTTTGTTTAGTTTTGTGCTTGTTAATCTTGATTTTTCCCAGTGTTTTGCATGTTTTGAGTTTTTAATATCAAAGGTACTGCTCTTTGTAAACAA 
GTGTAAGTTTACCCAGGCAGCTTCACTTACACCCTTCCCTTGTAATCAGATGTGAAAATTACACCCTCCCTTTTGGATACATGATAATTACACA 
TTTCAACATGCAAAGAATTGTCTCTGTTTCAGTTGTTGGAATGAAAAAGCTGAGACATTTCAGTAAAATATATTATTATATTAAAGATCATTTC 
CATAATTGTTTT CGGGATTTGTAATCAAAAC CATG ATC AAGGTAGT CTTAGTTTTAAAAAGAATACACATGG AAATAAGGAGAGG ATAAAATTA 
ATTGCCGAGTTC C ACTTGAATGACCATT CTTTTATTTT ATG AAAAT ACAGTTAAGT AC ATTATATTCTTTCTTTAAAAAAAAAAAAAC CTTCTA 
GTAC CTTATTTG AC ATTTT CTTTCTC CATGTT CGTTGAATTACCTATTTTTT CAGGTCG AC CAAAAAAATGT AG AAATAC AC ATTTTTGTG AT C 
AAGGTGAAAAATTTAGTCAGAAGAGAGATATAAATACAATGAAGGAATCTTTTCAAGAAAAGATGTGTTTGTTTTTGTTTGCAAGAGTGCTTTT 
CAGCCAAATATAAAATTTTGTAAACTCAGGTAAGGCACCTCACACTTCACAATCAGACTTCTGGATTCATCTAGAGTATCACTCATATCATAGG 
TAAAAATATATGTCACTATTGGTATAAAATACACTGAAGCCTTAAAAATGCAGAGGTTTTGGCAAATAACACTAACTCAAAAATATCTTGTATA 
TCCAAGGAGAGGGTTTAAAATC ACCGATT C CTTTTTACTTTCTT AAG CTAAGAAG AAAAGGAAGAG AG AGGCC AGGCG C AGTGGCTC ACACCTG 
TAATCCCAGCACTTTGGGAGGCCGAGACAGGTGGATTGCCTGAGGTCAGGAGTTGGAGACTAGTCTGGCCAACATGGTGAAACCCCGTATCTAC 
TAAAAATACAAAAATTAGCCGGGCGTGGTGGCGAGTGCCTGTAATCCTAGCTACTTGGGAGGCTGAGGCAGGAGAACAGCTTGAACCCAGAGGC 
G AAGGTTGC AGTG AGC CGAGATC ATG CCGTTG C AC CC C AG CTCAGGTGACAGCGTGAG ACTCTG ATGC AAAAATAAATAAAG AAAT AAAAGAAA 
AGGAAG AG AGAAGGC AGCATTAGATGGCTG ATGTTATGGCTTCGTGAAACAGTTTATGG CATAAAGAAATAACTC C C CAACTCCTTAGTTTTC C 
AAGTATGTAAATGTTTCTG CTCATCC AAACACTAG C AT AGGTAAGTG AGG AC ACATATTT CATCTAG C CC AAATAT ATTTTTTAAAAGAATCCC 
TGCAGATTTTTTGCTTCTATAAAAAATATCCCAACCCAAATTTCTAAAAATTTTGATTT-TTGGAATTAAATGATAATACTAATTAGCATTTACC 
TATACATCCTTTTCTATTTT AAAAT C ATTGCATAATCTGGCATTTATATTTAATTTTCTAAAT C ATTTTC C CTAG AGAGCATTC ATGTAATTTT 
AG AACTTGG AAGGAACC AGGATTT C AACT ATACTC ATC C ACAGACTTTTCC C ATTGGGTAGAAATTGAAAC AGAACTGAC AGAACC AGGATTTG 
AATACCAGCCTTTTGACTCCAAATCAGGGACAAGATGCAGTTTTGTATGTTAATTATTTTTATTGGTTTTGATATTGTGGCCCCAAGATCCATA 
GTCTTATTTT CATG CTAAGTGACTCTTT ACT CTG AAGGG CCAGGTTATAATTG CCATGT ATGC CAAGAGTGAAGGGACCCAGGACCAGAAAATT 
CAGTATGCCCGGGTGGTGAGTTTTTAGACTTATGGAGCTGCATGTTCTGAACTCCACGTTCTTTGGTTTTACTGCTCCTGTGTTTTTTGACAGT 



TTCCCACTTCAGTCGCATTCCACTAAGCCTATTTTGGCACCATAGAGAGGGTGATGAGAGGGAAGAGTCAGTGGAGGAGAAGACAGGAAGGTTG 
CCAGGAAGGAATTGAAAGGCATATGCTCCTGGCCCCATTGCCTGTGTCTGCCTTCACCACCTTTAGCTTCACAAGCAGTGGCCATGGCAAATAG 
GAAAAGGTTTGGGTGGGAGAAACACAGAAGAAGCCATTCCTGATTAGGCCATGTGTCTTCCACTAGTTTCCATCAGAGTGGGCTGACCGATCTG 
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TGAAGATCTGGGATCATGACTCAGTATAACAAGAAGAGTCCTACACATTTGATTCAGGAAATTTGGGCTCCTGGCCCACCCAGCCCTGCCTTCC 

aatctcagcatggccttggacacatccttaacctctctgggcctcac^ttcctaatgataaaatgcagggactggacagagattgcaaactggt 
ggctgacagatgtttgatttgtcccacacagtattttaaacacatttgaattggttgccaatatttaaaaattgggctatttcacacacacaca 
cacacacacacacacacagacacacacacacacacacaaatccagatttccagctcccctggagaactcagatgatctggtgtttcgggcccac 
atagctgcatggaaagaccatgtgggaacaactttgagttccgtaagaaaaatcaatcaacttccctcacctgcttggcctgtgtagacatttg 
agtgtgggaccccaattctctccaagactcctttgaagctctagttttagaattccaaatatgatttgcttgaccataagaaatatacttaatc 
catagtggtttctatattcacggcagaatgctaaggtatttgtttatacaatcagcatgaggtaaaagttggaac'tatcttaggccaaataaat 
c ag ccc c atttag aacaaatgctg actttgaaatttg ataatggg agg cagg aatagttcag caaagatagcctttgaggtagttacaag aaag 
atggtttggctcctgactgagtattacctacacagcgaactgtgtattttgcaaattatccaaaagtagattctttaaaacccaaatcaaataa 
tacaaggcccttcagttaacattttttcacatctcccactctaaactaacatcttcataaatattgagatcatgaactttttctgttcatgtaa 
ttgcaaacaaattatattggcctgggaactgtttgatcttcttcaaaagtaaaggaagtacattgattttaaaagttatatttttgtaaatcat 
gtttccaaatgtatccactttaaacacaaaaggtaacatttgcgactcatggttatagagtgtttaatattgtacaaggtgcattgacaaaaat 
atctcatttgatctttacaacaattgtaggagctagacagagaagacatttaatacaaatgaggagtctgagacccagaaaagttggatgacta 
ttggaaaattgggctattacttgcttaatgtgaaaaagagccgggattcaaatctacagcttt:tggctcgatatttaatgttttccatgccatc 

ctctctctctgtcatgaacaagaattgagaggttaaatgggaattgtctcatgaattgtctcaatgttttctaagttgaatgaagaatcttttt 
tggtagctattcttaagtgaatgctggatttttattaagggaagctaacagatatttaaaagcaccctccatatataaaagcacaatccatgga 
agcatagtgcaaggaataatgatatagacaaatggaggaggggcaataaaaagtcataaaacaggcaggtagaggtttctggaaaaataaggtg 
gtgagggaagagtctaactgtaaaagtaaaaaggtagaagatagaaccgttgaaaaaaa 

gcaagaagactccgtagtaatttaagaagtgaaaacttttaggacagaggtaggagagaaatgggaaacactggagaggaagtaacaactagga 
agtgtggaagaaaaacctgcaggccagaaatctgagcaaagagttgagagaggatgatggtaaatgtgaaacattgaaagggatgttttaaggg 
attcagacattgagaggaaagtaaattttcatcacaacaccccatgacgacaggctcaacacatttggattatgagaaaggaaattaacatggt 
tagaacgaaagaataaaaattagtaagagaaatctttggatgtcaatggagaggaggagaaatgatattaaaaggaaagaaggcatgggtggaa 
agtagaatgagatgagaacctatggtaggtggaggtgaaaaatgaaatgcgtcagggaagatcatgactgggaccgccgcacactgcagtgatg 
aagacggagaagctattcttcagggaacctggaaataaaaagaaaccttaagatgtatttggagggaacccaccccagcaaggtgagaaagcaa 
gaggttacattctgcaaaaagagaaaatgaacggggagaagggggaaaactaggggaaagagaaaacagcaaatcaaagttatggagcgtacag 
cattgaaaggaatgaggcattctgttggaattattcatttaagcatatgggtattggcgtcccttttctaaaaccggatcctctcccttatttc 
tcatttttctataacactattataataaattcagatggaaaagtacaaggatgagcaattttttactttagaaatgtttcaaaaggggaggtaa 
acttgatggttatctgtctgaagggtgacgcactatagtggcatgtgagaatgaggccagaggtaatcatcagttttgaaattgttgtttcaac 
aaattcataatgcatataaagtaactcgtgcacacatttatggcaaaacatactctagatattaatttatattgcttatactgaagatctcttg 
agttttcaaaaagtttgatttacagatttttcacatcaaaaattttttgtagattctattttgtaattaagatgtgtagactcctcaataattc 
tttaccttgatgctgtgtaractcatttatctagattaaaatacttccttgccgtgaatgttctaaaagtgtaccccttggggctctagaattt 
agaagtctcccttccccaactatttctagtctaccttttcaattgagttaatataatggc'tttagaaatacaatttccatgttgctataaaaat 
ggggttaaaagtcataacaggcacaagaaacaggaggaaatgagaattgtgtactttcagtcacacccgggccatgtgctcgggccacatacag 
catgcagccctccggagtgggctgtgtaacgcggggcacacttgaggtcagggcacatagaggattaatttactgaaggtggtagacaatgcct 
ctgccacaaatgcaaacattttttcataagcgcctgaagcaattagttctcttcaataataaatttaatcttttcctccttcctttctttcctc 

TTCGTTTCTCCTCTTTCTTCTCTTTTCCTCTATAAATGCTGGCCTTTGTCTAAGATCTTCAACTCAAAGGTGTAGATGCCAGGAAAGAAAAACA 
AAATCAATGTATTGTGGTACTAACAAATAATGCTATAATTATTAGAAAAAAACAGATTGAAGCAAGATACAAAAATTCTCAAAAGGAGCTATCT 
GTATGAAAATCTTTTCTACTTCTAGAGAGTATGTGAATGACTGTATCTTTCATATCGTGAAAGCAGATGCTTACATGCAATCACGTTTAAAAAA 
AGAAACAAACTATCACAGTAGTGACATTGCCTATTTTATATGAGTAGGGAAACTAGCCAAATAGCTTTGGGAACATTTATTAGCCTTGTCCTTT 
TTTTTTTTTTTTAACTTTTAGTATAGAGAGAAAATAGAGATGACAGGTAGGTGGCTAAGTAAGGTGACAGGATGGCAGACAGCATTCCTATCAG 
GGCAGAAAGAATTTATAAGGGAGCTGCCACTTATAGCGTAATAGAGCTAAGTTAAGAATTGCAAACAGAGTAGGGCCAAGCAACATTTTAAGAA 
CAATTGTCCTTAAACATTCTTGTAATGCTAAGTCACTCATGTTTGTTTCCCACTTGCTTCCTAGAGTTAAGAAAAGTTCTTTCCTAACTTGGGT 
TGCTATGCAGAGATGTGAAATTTCATTGGCTCCAAATGCTTTTCTGTCTAGTAGGGACTACTGGGAACCCTGCTAATGTGCATATTGATGTACC 
CTGTAGCTTCACAGATGATGAAAGAGCATATTACTTATTTCCACAACAACAAAGCTAAGAGAAATTTGAAAGGAGCCAGTTATTTTAGCTGGGG 
AATTTCTCCCAGGTGATGGGGCTATGGAACCATGGAATTTAAATATGGGGGCCGTCCTATTTTCTAAAAAGTTTTTATGGGGAGCCATAATATC 
AGTCCCAAGCAGAAATCAAATCAAATAAAAGACTATTGCTTTCATTTGCATTTATTTAGTCAACTATGCCTAAAATACGGAAAAGATATTATCA 
TGCTCATTCAGAGTGTATTTTATTGGTTGTTTACTAGAGTGGACTGACATGATATGATTTGTGCTTTGCGGGGTCACAACAAGCTACTAGCAGG 
ACAATTTGCTGAATCAAGAGGATGATTGTGTCTGGTGCCAGTCAGTCGCAATTAGGACCAGGATCAGGGAGGCCCGGGGCTTGTGCATCGTCTT 
GGGC AAGCTGCATAGAAAT CAGCTCAC CTGAAACTAATTGTCACAAC AGAGACCTTATG C AAATG AG C CCTGGGGTTAGCGTGGGAAAAG AAAA 
ACTGTCGCAAAGATAGGTGACCTGCTGAGCAGGGGGTCTGTTGCTGGGGAAATCTTTGTTCAATGAGTTTAAAAATGTTTTCATTGTTCAAAGT 
CCACCCCCCGCCCCCCCCCCCCCCAAAAAAAGTAGCATACACACTCACTAAGAGTATGGCAAACACACTCATCTAAAATTCCAATAAAGCAGAA 
GCCTGCTTTGGAGCATGCCATAAATTGGGAGTCTTTATAAGGGCTACAGCAGGAGAATAATTTCCCTTTGCAAGGGCCTTTAAAGTTTAGGTGC 
TGCGGATTGCAGTGTGGCCTACCTTGAAAATTCACTTGCAAGGTCAAGCCTATTGCTAGCCTGGCAGGACCCGCACAGCCTTTTCTCCCTGCAT 
TCCAGCAGGCCACCTCCACACAGGCGTGAGGGGTGCCTGTGAACTAGACAAGAAAGGCCTAGTTTCTAATTGAGCTTTACTGGTATCTCAGGTA 
GAAGAGAAGGGCCAGGAGCACTCTCTTAACACATGGCAAAAGAATCCGGGGAAACAATGGCAGTTTCTTGAATTGTGGTTTCTCAAATACTCAC 
AAGTTCAAATGAAATGCAAGCATTGTGAAATTCCAGGAATGGTAATGCAGCCCAAGTGGTAATAGATCATAAAAATTTAGCAAAAGAAAAGTAA 
AAATTATTTTTAAACTATGATTTACTTTGTTTTTCAATCCCTGACAAAAACACGTATAAGTTGGAAATGACGTTTGATTTTATTGTAGCACTCA 
TTTGGAATAATCTTTAATATGTTTTACTTTAGAAAACCAGATGAAGAAAAGTTATTCAAAGGTAATGATAAACATTTTTATACGTTACTGTAGC 
AAAGTTGCCTTTGGGTTCTTGAATTGATTTTTAGGTTTTCAATCTTGTTTTCATAAAAACATGGGCTAACATATTGATACTTCTTAGCTTTACA 
CTAAAGATTTCCGAGTGAGATAGTAGATAATGTATATTCACACAGGAGTATAAATATAATATCAAGGAAATGAAATAGAGTGTTCTAAGCTTTA 
GC^GTAACAGAGAGCATAGATATTTTGCATCTAATGATTTCAAAGAAAGAATAAT'rTGAATTTAAAAATGTAGGTGAGAGAAAAAGAAAGTTTC 
ATTGCATTGGCGTTGAATACAAATGCTATTTTGTTTGGCAAATTACTGGACCTAAGAAAGTGTTTTCATTGTGTTTCCTAAAGGGCTGGATTGA 
AATTTGGACTTGTACCTGATAAGCAAGCTCAGGAATTAACTTGGTAGCCACCACAAAACCTAAAGAAAGTTAGGCTTAGAAGTGCAACTTAATC 
ACAATTTAGATTAAAACACACACGCATACACACACATATACAACTCTTTTGTCCCTTCACCACTGTCTGAAATAATTTCCACATAAGAGACATT 
TCACAGTGGGTACGAAGTGCTCAGCTTTCACTCATCAAACTTTAATCGGAACTGCATTTTAGTTTTTGAATAAAGAACACTTAAAAAATTTAGA 
TGCAAATTATTTTGCATTATTCATGCTCTAAGTGTCCTTGTAGATTTAAACACTTCTGAGGCCACCTTGATTCAAGTAATTACCTAGGCCCTCA 
CTGCTCCGTCATGAATAAGGTATTTTGTACAAGTAAAGTATGCACCCGATGAGCTTTTAAAGTGGCTTTACACTGAACTTGTGTATTGCTTCTT 
GTGCATGAGTGAGCCGAACATGTGTCGCAATCTGTCTCAGGTGGGAAACCCTGGCTGGGCATCCATGGGTGACGGGATGAAACCCGAGCGTCTC 
CTTCACACACATGCTCTTCCTTTGTCTCTACCTAAGAATGTTCCTGCCTGATTCTAGTAGTTGTTTTAAGCATTAAAAAAAAGCAATAGATTCT 
AGGAAAAGAGACAGGGAAAGTGACAGTGATTCCGCTTAACCCGTTCATCACCAGAGATTATTGGAAATGCCCACTTTTCAGGCGTCCTCATCTC 
CATCAGCAAAGGCTTGCTTGTAAGGTAATAAGTCTCTCTCATTTTACATGGTTCTGTACATCTGTCTCCCCATCTGTCAGCCCAGCATCCTGAG 
CTATTAGAGCTAGGTGCTACCTCGACCAGGGTATTGACACGAAATGGAGCAGGCTTCAAACTCAAAAGTAGCTGAAGAATACTTACAATGGAAA 
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TGAAAGTGACCATAGAGCATCAATCTGTAAGTTTATCCACACACACAAAAAGAGGGTTTGTAAGAGTTAAATGTAACTGGCTGAAGCTTATAGC 
TGGCGTTTGTTACAAAGTACCCAAGCTTTTCCTTTCCAACTTCGTGGCTTTGAAGAATTATAGGAATTTTATGATGTGCTGTTGGAGTTATACT 
GGCAGAGATTACAGTAAAGGGGTTAAAGTTGGTTTATGGTAGAAAAAAAATTATGCAGAAACCAATAAAAATAAACACACTCAAGTAGACTAAA 
CTTGCTGGGCTTTTAGTTTTACTTTTAACAAAGGAAGTTTAGATGAAAGTAAATGTTGCAGCTTTTAGAAAATTAGTTGACACTCATACTTGAT 
CATCTTTACTATACAGTGGTATAATTAATATTTAAACATTCTAATAATGCAGCTTGGTTTGCATGCACTTTTCAGCCTCACAACATTATATTTT 
ATCTGGAATTGTGCTAGCATTTTCTTGGGTAGTGCCCATTTTCATAGAGTTAAATTTAAAATAGGGTAGGGCCTCAGCTCTTATTGCCAGTAAA 
ACATCAATAGGAGAGTGAACAGGTTTCATACATCTACCAGACAGTTTATTATTAAGAACAATATTTATTTGAGATAATAGATAATATATAAATT 
TTGTTTCATTGCCCCATGAATGTTTTTAAATGATCAGAATAGATTAAGTTTGAAAGTTGCATTTGGCTGTTGTCGACTCACTGTTCAAAACAGG 
AGGATTTTGATGATGTCAAGGCAGTGCGAAATCAGCAAGTGATACATGAAACATGGAACCCCCATGCCTGCCCATTCATTAGGGCATCTGATTA 
ACATAGTAAGGAATGTTTATTTTCAGTACATAAAATTGTAGAACTTTGGGAGCATCTTCTGAATTGCAAAAGCTGAACACCCAGGAACTTAGTG 
AAACAATAAAAATATAGAGAAGTAAGCTAATTTGTGAGAAGCCTGAGCTAGTTTATTTTCCTATGAGAAGTTTCTTCCTGTTCCAATCTCATGG 
CTGTAGGTGGTAGGGAAAAGTTGTTTCAGGTGCTGCCCTCAGCTAGTCCCTTTGAAGAGTGCAAGGTGCCCAGTGTTCCTGATCTTCTAGTTTG 
AATGATGAGAAAGAGCATTCTACCTTTCCACCATCACTTAAGTGTCCTTTGAAATTGAATTTGCATGCACATATTTACTGCTCATTCTTTTTAA 
GTGAGTAGGTGTGCTGAGCTTCAAGTCTATTTTGAGACTCAGCCCATGTTAACCCCTTGAGGCCCACTTCATGATAGGTACTGCCCTGTGGGAA 
TCCTGTCATTTAGTGAAGCATGAAGCCATAATAGATCCACAGCCATACCACCATTGGGGCATCTCATTTCGATTAATTCCCTGAAGCCTTTGGT 
GCTGTGGTTTGCAGAAATCAAATGGCGCAAATGAGAACTACAAAATTAGGCAGGTTAAATTTCGCAAGAAAAAAAAAAGATAAGTAGTAGAAAA 
AATAGCCAGTGTAAAATATTAGTACACAGGAGCAGTAAGTAAACTAAGTTCCACACTGAAAGAACCACCAGATCTCGAGAAGTAGATATCAAGA 
AACAGTTTGCACTGGCTGTTTTATTTCCTTATGTCAGAAGGAAGTAGGTTTTTACAGATCCTTGGACATGATCATCTTTGTTTCTGATATTCAG 
AAACGGAACCAACAGTTTGGTGTCTATTTATTTTATTTGGTTTGTTTTTGAGAAAGCGAGTTAAATAAACTCAGCTTACAAATAATTAACAGCC 
CCTGGAGTATTTAAAACCTGCTACTGAGGTGGTAGAGATAAGTTGAATCCAACAGCTGTCACATGTATGGGTTTGACAGATAGGTAAGTCCAAG 

AGAGCTATCAGTAGTACATTACTTCTAGGAATTATGACATGCAATAATGAATAAATACTTCTATGAGAAAAGTCTGCTGTGGAATCTTAATTCC 

AGATGGGTGTCCTGACAGCAATGTGCCAGCAATATTGTGGAAAGAAAAATGACATATATACATACATATATATATACACGCACATATGTATATG 

TATATATATGGCTTTTAAACTTGAATAATAATTTCTTCCATGTGTAATAGGTTCACAATTATATCTAAGGAATTACTTTTTTAGTTGCGAATAG 

AGATCAAAGTGAAAACAATAGTCAACCTTGCCCTTCAGGTGGCAGTTACATGTGAGCTGCATAGTGAGTGTGAGAGACAGTCAAGGATGTCAAT 

CAGAACCTACAGATTAACCCACAGCAGTGAAATCTGAGATGGTTTATAACAAGTAGATAACAGTTTCAGGCCTATGTGAGAACGCATAAAGTAA 

AACTTCATGCTGGGACAAAACAGGGCAGGACATTTGAGGTAGAGAGTGAGAAAACCATACTTTTATTATGACAAAGCCTCTCCCATACTTGTTG 

AAATGTCACTGGGTTGTTATTAAATGCTCACCATTTCTCTAGGTTTTATATTATCTTACAAAAAGCTTTTGGAGTTTCCTTTAATTTTGATAAA 

CATTCAAATTTGTGCATAATTTCTGCACTTCAGCTTTGAATGACAGAAAATTTCCCATGCTTGTTGAGTTTCCTTTCAAGTAAGAAAGTAATTC 

TTGTAATAAATAAAAATGTTATATTTCTTTGTTCCAATGTTATCAAGTTAATAAACCCTTACCTTAGTTTATAAAGTCAAAATTTACTAATGTA 

TTGAAATGAGAACCGAAATACTCAAAAAGAAATCTTAAACATCAAATAATAACGAGGGTAATGAATGAATGGTCATGGTTATGGATGGTGATGA 

TCTAATGTAAGGTCCTATCTCTTTTTAATAGAGAGTCCTCAGGCTCAGACAATTTAGGGTTAAAGTGCCTATAACCAGATCAGAATCCTCAGTT 

ATTACGTAGTACTCTTTTAAGACCCGTGAATTAAGTTATAATCAATGATTACAACACTGGTATCATTTATTAATGTACCCTTCTCTTCTAGGGT 

AGCAGAGATCAGTTTCTGACACCTTAGAACTCTTCATGTGCAAGAGGAAATTGAAACAATAACAACATATTTAGGCAGTAGGCAAAATGATTTG 

CTTTGGCTTTACCTACAGGGAAACTTGGGCAATGGTCATTAGACTTTTTTAATGGAACTTCAAGTCTGATGCCTTGTGACCAGGTGCTAACATG 

G AAAAGAGTTAGC AT C ATTG ACATTCTTTGATTCGGAAGCAC ATAAG AGGT AG ATAAGG AGAC AACAC AGG CG ACCC AC CTC CAGG C CAGG AGA 

AGAGGACAGTTCCTGGAATGTCTGCAATGTGTTACTATTTTTGTCACACGTATGTGAGGCCATCCATCTGGTCTGAATCAATCAGTCTCATCCC 

AGGGCTCTGCTCGTCTCCCAGCTGAAATAATACCCTTCTTTCCTCAGTGCTGTCTTCAGGAGGGGCGCTGCTCAGGACTGCCCGGACAAGGCCA 

ATTAATGAGCCTGTGTATTTGCAAACGATGACGCAGGATTAGACACTGGAGAAAACTTTCTTTAAATTCTCTATAAGCTCTGCTCTCCTAGAAA 

CAGTACTTGAGAAAACCGGGTGAATCATTAGACAAATAATTGACCCCAGAAAGCGAAAGACTGATGCTACATTACTTTGCATACGTACATCTTA 

TTTTTTAAAGAAAATGTCCTTGCCTTGAATTTAAACCATGAATTGGTCTGCTGTTATACCCAAAGTAGATAAAGCCTGGGTGTGAGGCATTCAC 

CACGACTTAGCCTGAAGTATTTTCTTCGGGCACTTGACTCTCCTCCACGCTACATGTTCAATTTCCCTGCACCTCTGTAACAACCCTACACCTC 

TGCTTCTAGATCATCTTCTTGGCATTCCTCATGTGCACATCCTGTTCTCTAGCAGTCCCTTATCCATGCCGCCTCATCAGATTCCTGCACACCT 

GACAGCCTCTTGCTTGCTATTTCAGCTACTAGACTACTGACCTCTATTGTACATGCCTGCAATCCCAGCACTTTGGGAGGCCAGGGTGGTAGGA 

TGGCTTGAGCCCAAGAATTTAAGACCAGCCTGAGCAACATAGTGGGACCCTGTCTCTACCAAAAAAAGAATCAAGGTATGCACCAGTTAAGCCA 

GCCACGTTTTAGGACCACATAGCACTCTTCCCACAAGAGACGTCAAAACTTAATGACATTGGCTTTGGCAAATTCAATACCATGACATAAAACT 

ACTCATTTTCCCTATCTGCCTAGTTTTCCATTGCAGTGGGAAATACCACCCTATCGTGGACCTCCCAACCAGGAACCCCATGGTTATTTTTGTC 

TCACTGCTGTCTTTCTCACTCCCCACAACCAGTCTGTTACCAACCGTTGCTACTTTTTCTTTGCCAATGTTTCCTGAATCCACCCCTTTCCTTT 

CCATTCTCATAGTTGTGGTCTTAGTCTAGGCTTTGGCCTTGGCCCATGGGGACTTTGCAGCCTTCTTTCCGCTCTCCCACCACATTCACATATC 

AAATTCCAGCTTACTTTATTTAATAACACTGACAAATTTTTTTTTCTCTTGTCTATGTTTTTGGTCCATTCATTCTCTCTGAGCTCCATTGAGA 

CTGCCAGCTGCTCTCTGGACTGGCTTCTAATGTTCAGTTCATACATGTCACCTCTTCATCCAGCTACCTCCTAATTGTTCCAATCTTTTTTCTT 

TCTTTTTGGAGGTAAGCTCTTCTGGTACTTCTTTTTTTATCGTTCTCACACTTCTTCAGAAACTCTTCTCATGGTATACATGTTGCTGGTACAC 

ACCACTCAAGGGCAGATTCTGACACTTTCTTTCGGTAGTCCATCCGTGCTTCCTTTCTGATGTAGCAAAGTGTCCTCTTTGTGAGCACGCCCAG 

GTTCAAAACTTCCATTTCCACCACTTGCTACCTATGACATTGGGCAGTTACCTGACAGCACTTCACCTCAGCTTCCTCATCTGTAAAATGGATT 

GTTGTGACGAGTAATAAGATCATTTATTTAGAGCACTGGTGGCACACAGTAAGCACTGTTAACATGTTTGCTATTAGTATTATTATCATATCTC 

ATAGGACTCCCCAATCACACCCCGCTTCAATCACCATCATGCTGTATGCCATATTATCCTTGCATGTAAATTTTGAGGACCACATAACTGGGTT 

TTAAAAATCTGGTTCTAACAGTAGTTTATGTCTTAGAAATCAGGGCAAAGTTAATCGAAGATACCTAATATCAAACCAGGTAATGATGAAGACT 

TTAAATGCTTTTTGAGGATGATTATAAAGAACATTATGATAAGAATGATGATGATATGATGATGATGATGATGATGATGATGATGAAGAAAACA 

TGACCAAATGCTTCTTTGGGTTAATACTCTGCTTATAAAACGAAGTGTCCAGGAAAGATACAGTATTCCTCCTGAAATTAGTTTTTTTTTCCCA 

TTAAATGGAAACATGTTATGCATAAGAACATATATTGTGCAGTATGCATGAGATTTATTTTTCAGAAAGCAGAGAAATGGCAAGAATTTTAAGT 

GTTCTACATACTTATTTAGATCTCACATGAGGAGATAAAACAAATGAAAACTCTGACTTGTTAATAATTTACGTTTTGGTGGAAAATTCATACA 

AGCTGTTAAGATAGCTCTAAGACCCAACACAGAAAATGCAAATAACATATATCCACTGTGCACTGAAGAAAATTTGTCTGAAAAGAAAATAACA 

TCAATTAAAAAAAAAAAACACAAGTGATTTCAAGGGAATGTTGACCACATTTACAGGGCTGTAATTGTGCTTATTAATTTTAGATGTCTCTTTT 

GAAATATTCGTGTAAATGATCTCTCCACTTACCAGGTGTTTCTTACAGAAAGTCCACTGGGCTACCTCACTAGCTAGGAGGTGGCTTACAAATA 

GGGGATTTCTTTTTAGAAAGCCACACCATTACTTTTCTCTAACAGCTTATGCAAAAGTTTTGTGGGGGAGGGAAAAACCCAAGCCAAAAAAAAA 

AAAGAAAGAGAGAGAGAGAGAAGAGTGTGCATGACAATAACTACCTCTGTCCCTTAGGTTTTTGTTCTTTTCATGTCATGGAACTTTTTAGCTG 

TGCTGCCTGGGTAACTGCTCTGGAAGGTTGGAATATCTGTTGTTGAAGGAGGTTTGTGATTGAGGGCCCTCTGACACAACCTTTTGTTGCATTG 

AGGTGTTTGATCCTCTTTCCCTTTCTTCTAAAACCAATCCCATCCCTTTAAAAAATGGATAACCAGCACTTCTTTTACTTATTGTCAGCTTTTG 

GAAAGTTACTCTGGGGGTTTGTAGAAGTTTAACTAGTTAACTCTTTGCATGCTGATGTCCTGTCGCTAAATATTCTTCTTCTTTCTAAACAGGA 

AGGATTTTAATCACTTACATCAGGTAACTACCGCTGTTATGCAGGCATAGCAAGTGAAACATATTAAGGTCCAGAAATAAAGCATTTGTGTTCA 

AGGTCTTCAAATGTGAGAGTGATTCAGGCTTTGCAATGAGACACATCCTTATTTTCTTTTTGTCCTAGAACCGAAACATGTGAGAGTTATGACT 

CTG C C ACTTG AAAAAACATG ATGATATACT AATTTTTCATTG AAGAACAAC AGG CTTTGGTAATAAGTAAATGC AAAGGGTTACTT C AG AACTG 

GGGTACATAACTGAATGGCAACAAAGAAAGAGAGCCTTAGAATGAAAAGTGTAGGGGTCTTGTTCCAGTCTGCTGACTAAATGCTGGAATATTT 
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TTTTCCCAAAAGAAGGGACACAACCCAGGCTCTAGGAAAGAAAAGAAGCTTAAGTGGATTATTTAACAAAAAAGCAACTTA.TGGCTTCTAGATA 
GTG ACCTACATTCTG CAC ACAATAATGATGTTTT ACGGTGGTG ATAGGGTTAATAAC CTAAC AT CATTCATGT AGTGTTTTTTGAAAATTG AAT 
TTTACTGCTACAAAGTAAATGTAACAGCCCTCTGGAGACAATATTACAGGCACTTTATTGTTTGCTAAGCTGATGTCATCTTTCTACAGACTGA 
CTTTAAAACAAAGGC AGAAC ATTTATTAC AAATAT C ACTGTGTGAAAGGAAAT CTACTG AAATATTGTTT AG AAGGTG AG CTGATAAAAAAGTA 
TTAATACTTGGCTTTGATCATCTTGTACTATAAAGTTATGACTTCAAATTTTTTCTCATGTGATCTCTATTCAAGGCAAACTTCATCCTGGCAA 
TTGCTACCTGTGTCTCTAACATTATTTGCCCTCAAGTTGAAACATTTGTTTAAGATTCATGCGTGTTTTAAATACATTTTTACTCTCTAAGGCA 
ATTTCTTAACAGAGTTGATGAGTTTTTGAGAGAGAGAGATTAAATAGCATCTTTCAGAGATAATATATGTATGATTTTAAAAACAAAGTATGGA 
GATTAAGCTGTTTAGTTTATATAATGAACTTTCAAAATCACCTGTAAGTGGTGACTGCAAAGTTTGCAATTTAAATAAGCTGTTTCAGGGACTG 
CCAAGCAAGCATTCTGCATCACAGGTTGCTTGCAACTCAGAGGGTTTGGTCTCTGTATCTGATGCACGTGTAATACAGCGTGAAGTTGTTTGTG 
GATCACACAGGAGCTTCTTAGAGCTTCATTTCCACACTATAACCCTTGAAAATGTATCAAATGAGCAGATGCACTTGGCTCTTCCTTAAAAGGC 
ACAAGTAATTTGTTTGTAAATCAGTTACCTTTCAAGAAAAGTTAAATTAGGGGGAACTCTTGTTTCTTTGATGTTTTCCCTCTTAGAAAGCCAA 
AG AGCAAATT AATG ATCATTTTGAAGTAATAATGAT AATGAGG AAAAT ATAATTTAGTGAGCT ACACTAT CC C AAAATAACTTTTT CAGGTACA 
GCATATAAATAACAGCCCAAAGGACTAAAGCAGCCTGATGGTGTTTTTCTAAGAAAATGATTTACTGCTCTGCCTTTGTCTCTGAACTCTGGTT 
AGAAGGAAAACACAGGTCAAGGAAATTGGGTTAAGGGAAAAAAAGCCTGTTATGGGCTAGGTGTAGAATTATATGAATAGTGACTAATTGGGAG 
TCTGTAGCACTCAGATCAGTGTGTGCAATGCTCAGTACTGGCTGATGGTATTTATATCAGTCAAAAATGAAGCTGGATACATCTTTGCGTGCTC 
TATGAAGGCAGTGTGTTAGTTGGTGAATTGGCCGTGACCAGGAGAAAGCTACCAGTAGTACTATGATTGTGACTAAACCAAGAACTGAACTGCA 
ATGTTTTAAAAATTTATTTTACTAATAAGTGTACTTCTGTATAGAAAAATCATTTTTAAAAAACCTTACAACTATTTTGAAACATTTTACTATA 
AGCCTGCCTTTGATTTGTTTGGGAAGCTATTTTATAGTCACTCAATTCATTTATTGTATTTGACAAATACTAGCTACTTACCATGTGCCAGCAC 
CAAAGGTTCAAAAGTGAGCCCTCACAGAGCCTTACAGATTAGTGTCAGAAAGAACTGCTTGGCAAGGGTAAGAGTGTGACACATTGTGAGTATT 
CAAGAAATGTTTGTTGAGTGACTGATAGAATGAATTGAGGGATGATCAAGGTAAGTCCTCGATTTGGTATATGTACAAGGAGGAACTAAGAGTT 
TCCCTCCCTGAACAGGTCAGAAAGGACATGCTTGAGCTGGCCTTAAAAAATCACCTGAGTGGCATGTAGCATGTGAATAATGAACAGGAATGGG 
CCACTGGTGGTAGAAACAGCATCCCAGAATATGCTCTGAGTTTTAGCAGCACAGCCCATTTCTGACCCCTGCATGCCTCAAAGCCACTTTAAGA 
ATTTGGTCTTTGCCCTTCTGTCCTCACCCCCGTTGTACTGTAATACACGCAAACATGTGTGTGCATGTACACACACATGCACACACACATGTGC 
TAACTCCATCGTTGGAATTCGACTGTCCACCCCTTCAAGAATCAAAGCATGTCCTAAAAAAAGGAAATGGCATGCCTGTTCCTTACTTGTATCC 
ATAAAACTCACATTTGAGTTGTCTATCATGAGACCTCAGTTTTTTGACCAAACATTGTCCTTAAGCATCAGACACATAAGAAAAACTGGAAAGA 
GGAACAGGTAATATTTAAATCACCCACTATTCTTGTAATGAAAGGATTTTTCAAACATCAAGATGAAATGGTTTTATCAAATTATTAAAGTTTG 
CTTTTTGTGTCCGACTTAGCAACAAGTCATGGATGGGACACTCAAAACAGGCCAATTTGGGACAGTTCCAACTGTAGGAGGCCTTGTGTCATTA 
CCTGTATAAATGGAATCGAGCTTCCCTTCTTCTGCAGCTATACATTTTCTTGCCTTTGATTTCCCACTCTGCTTTCTCTCCCGGCAGGCTCTTC 
CTGTCTCCTCTATCAGTTACTCTATAGGCAGATGTGCCTCTTTTTCCATTTGCCAGATCCCCCCAACCCAGATCTTCCAAACTACTCGCCTTTG 
AAGTCTCTATTACCGATACAATCACTTTTGTTTCCCTTCCATCCCCTCTCTCACTGCTCCAGTTTCTTCTCTCCCTAACCCCATTAGTTACATC 
TGCTGCCCCTACCATTCAGCCTGTGTTAAATCGTAATGCGCTTGACATAACTTCAGTTTGTCTGCTAAGTACTCAATCAGCACGCATTGCTATC 
TTCTGATTTGTAGGAAAGGGGGCAAGACTGAGTAAGCTGGCTCAGAATTCTCTGAGTGATTCAGCTCTGCCCAATTAGCACAACCAAAGTGGGA 
AATTGACAACTAATAATAATGAAAGAAATGGGTTTTAGTTGTGAATATAAATCCCACAAACTTGGTTCCTGATGCCTGTGGTAGATACTGTATG 
CTTCATATGGTGGTCAGATGGCTCAGAGAATGCAGAAGTGGATGAATGAAGGAGAGTGTGTCAATAATTGCAATATTTATTAGTTGACTGGGAT 
TCTTTCCCTGGAATTCATTAATGGATTTTTTAAAGACTCTGCAAACCACCAGAAATTGTATGTAACATTTAGTATATTGATGCATTTTTTTCCT 
GGGCAGTGGGTCCATACGTTTAAGCAGATTCTTAAAAGGCTCTATGTGTCCCCACTATCCGCCTCCAAAAAGGTGAAGAATCATTGCTATAAGT 
GAAGACACCTATTTGGTCTATGTTTTCATGTGGTCTGCTTTTTTTCCCAGGCCATTTTAAGATTCCACATGATTTGAGCAGTTCAGAGAGTAGA 
AACGTAGGGTTTTAAAGGCAAAATTTACCTTCTTTAAGAGGAAAAATGTTTAAACCACCTACCAGGTTATACAATTCACATTTTAAAAATTATT 

TCC ATAGAAAAC CAAAAT CTTG AGGAACACTTTCAAAACAACCAG AGAAAAATAAACC ATTCCTTATGTC AGT CTTGTTAGGGAGGGATTAAGA 
AACTGGCAATTATTTTGGCGACCTTAATTGTTGCGCGGCAGGAAAATATGTAATTAGAGCACGTTCCCAGGCCTGCACACCTGCAGCACATCCT 
ACAGCATAATGTCAGCTTTCAGTGCCTGTCGGTGCCAGGTTCTAGCACAACCAGTCACAGTGACGCTCTGAGAACATTTCGGACTCATGTAATG 
TGGCTTCTGTGTATGAAAGAAGCAGGCATTTACACTACCACACAATGGAGTGCATTGCTGCAACACTGGTTTCATTATTTTCTGACGCCTACCT 
TCAGCACTGCCCTGGTTTACTCCGTTTGAGGTTTTATTGTTACGGTATAATAGTCCTGTACATTTTTGAAATTCCCTTATTATTCAGCTTATTA 
ATACAGT ACTG ACTTGATTAT C AGG GTG C AGTTGCACAG CGGAAGATT CAGTGCATTAG CTAAGTC AGAAGCTG AGT AAATTCTTGGTATAATG 
AGAACAATTGTTTGACATTTTTTTATGTAGAAAGATGGGGCATGGTAGTTCTCTATATAGTTGCATTTTGGAATTCACTCTATATTCCCTATAT 
GTTGTTGAGTATTCGTTTTTCATATAAAGAAAGCTTAAAATGTGTTCTCACTAATTTGAAAAGTGTTTCAGGGTATGGGAGGACTCCATCATGA 
TTCTGATTAGCTTTTTTCTTCTTTTTGTTTTATTGGCTTTTCTCAACAAAAAGAAACTCTGAGGTTAGAAAAAGTAGTGAAAATGAAGAAACAG 
TATGCACGATGCCTATTTTTCAGATAATTCCATAATCTGGCATAGTGATAGTTAACAGACTTTTCCCCCCTAAGGGAGATACACTGTATTTTGC 
TATCTGACATGTTGTCATATATAAAGAAATCAATTGGTAATTAAATGATGCACCTTGTGAAGATGACAAAAGGCATTTGGTTGCGAAAAGAGAA 
CTGGGTTTTGAGGGGTTTGTAGTGAAGGCCTAATGACTATTCATAAGAGATTTTCAGTCCGTTGATCCACTTGACTGGAAAGTTCTGCCCTGGA 
GAGTTAGTGCTGTCAGTTT CTCTC AC CTCAGAAAG CCG CCG CAATCG ACGGTGTAGAGGATG AG CG AGAAATTATCTAGTAGTTG CTCTAGGCC 
TGTCTTAGGTCACGTGCAGAAGGCACATCTGGCTTCCTGTAGGTACAACCTCAGGACATAAACTTTGACTAATTTTTAAACTATAAATATGTAC 
GAGTGACACTGAATAAGTTACCTTTTATTCATATTTCCTTTATTTTAGAATGCATGCAAGTTGTGTAGTAAGCTGCCATTTTGGCCTTATTTTT 
CTTCCAATTTTAACTGTTACACACTTGCTTGTTAAG CTAAG AGTGACTGTTTATG AAAGTTGTC AAGGACCAAATG AT AAC AGT CT CCTTATGT 
GAAATCCAACAACTCTGTGTTTGCTGAGAATATGCCAAAGTTGCCCTGCAGGAAGCTCACCTGAAACAAATACAGAGTATATGATTGGATAGCG 
CTCTTGGGGGGTGTTTATTGCCCTATTTGGCAAAAGGCAGTAAGATATCAAAATGTACATACATAGGACTGGATACAAGGCTGCCACCACATCA 
AGATCTCTAGAATTGCAGAACATTGTTGCTCCAGTGTCTTCATAAACACAATCACAAAAACTACGATGAAAATTCATGCATTCAAAACAGACCA 
GTTACTGTCCACCATGGACCAGGCACCATCCTAGCTTTGGAGGAGACAAACATGAGGGAAGTAAAATCTGAGTGCTCATAGTTTACTGAGGAAC 
AGACAAATAAGAAAACAGTTACACTACAACATGTAAAGAGTTATGATTGAGTTGTATAATAGCACAGAGTTTAGAATCCAGGAAAGGGTTTTCT 
GAGAACTGTTGGGGTCTACAAACGGGGTAAAGATTTCTTATACGAGCTACTCTTTCCATTGCGAAAGCCAAATTAGGTGGCGGAAAGGTGAGTT 
GGACAAGTGAGGTGTTTGTGTTGCATGTGGAATCTCAACAGAACAGTAGTGGCCAGCAATTTCTGTACATATTTACTCTTGGAAAGTGCTTGTC 
CATGTTATCTTATCAAGAAGGTCACCTAATCAAAGGTAAACACATTTATCGCCTCATTAAGGCTTGTTTTATGGCCACTTCGATGTCATGTTTG 
AGGTAGAAGTACCTGTCACAGTCTTTGTCTGGAATGTATGTAAAAGGGATTTCATGGACACTGCAGAGGTTTTAATCTTTCAATATCAAAATAA 
TTTAATGCATAATATGTATTTGAGAAGATGTCACTGGTGATTCCTACTTGTGTACTGTGTGTACTGAGTTTTGCTGACACATTTGCTAGAGCTG 
TCAAGGTGGAC C AAATGAATGGACAG ATG CCAAAAAAAC AATTATGCTT ATTAATGTAC ATTGATTG CTTGTTTAGGTT ATAAAAC AAATT AAA 
AAAAACC ATTAGTATTTAAAC CCTTTTATAGCTG AGCTAATG ATTGCTTGTAATATAGTGT CTGGTAAAGAATATTCTAT AATAC CTGTAAAGC 
CCAGCTATGTTATCTAATTAGTAGACTTTGATTTAAGTGGCTGTAATTATGGAATTGAATAGTTGCCTTTCTAAATAACCAAATGGTAGATTTA 
AATATATAAAGATGTTGACTTGATTATTTAATATTTGTAGCAAAGACAAACCACCTAAATAGAGAGATTAATTCCACATCAGTGCAACATTAAA 
AGGGAGAGAGGATGCCAAGAATCGCATTAATTTGGGATATAAGTGTCTGAAATTTCCTCAAAACATTTACGCCAAGGAATACCAACAAGACAAT 
ATCAAGCAGCTCTCCCTAAGGATAGAGAGGTAAGGCAAACATGATTTTAAACTGCACAATATCACACAGTAAAATTAAGGACAATGTGTTCCAC 
CAGATGCTAAACACAGCCATTTATCGAGCTACAAGGTTCTAGACTAAGTAAGTGTTTTGTATACATATTAGCTCCATATTACCTCCATGACCTC 
TTTCCCCATGAAGCCTTCCCTGAGCCTCAGTATCCACTCTTTCCTGTACCATGAATCCATTTTTCTTTTACTTTTTCTTTTCTTTCTTTCTTTT 
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CTCTGGCACCCAGGCTGGAGTGCAGTGGCACAATCATGGTTCACTGCAGCCTTGACCTCACAGGCTCAAACCATCCTCCTGCATTAGCCTCCCA 
AGTAGCTTGGACCACAGGCATGCACCACCATGCCCAGATAATTTTTTTTTTTATTTTTTGTAGAGACGGGGTCTCACTATGTCACCCAAACTGG 
TCTTGAATTCCTGGGCTCAAGTGATTCTCCCACCTCAGCCTCCCAAAGTGCTGGGATTACAAGTGTGAGCCACTGCACCCAGCCCATGTTTTCA 
ATAAAGATGGTG CT ATTTGAAACTATGG CATGTC ACGTGTATATTATTTT ATTTC AC CATGTGTTTAAATGAGAT AACC AGGTGC CAAGAAAG C 
TTCAATATTTGCTTAAATAGCCAATGTGACGGAGAATAGGTAACCTCTTTTCTTTTTTTTTCTTATGATTTGCTTTGGCTATTAGTTTTGAAAC 
ATACATGTTATATTCCCAATTAGATCTCGTTACATCCTTCACAGGCTGTCCAAAAATTTCCATACTTCTAACAAGAACTTCGGTTGAGTGAGTT 
TATATTATATAGTTTTTGTGTCCTTTGCCCTATTTCTTTCAAGGCCTTTGAGTCAGAAGCATTCAGCACCACGGCGTACGATAGCCACCATTTG 
CTTTGCCCTTTTAACTTTGGGGGTTACTTCTGACCATAGTCCAACTGCTCAGAAGGGCTTTTTCACAAATTGTTTACCGTGGCAGTTGCTACCC 
TATTGGGGTTTGCATTCAGAACCCATAAGCAGAGAGCAATGGTGTCAGTATAACAAATAATGTGTACAATTTTTTAAAATGCTGAATTTACCAA 
ATCCCCATATTATGTTTTCACACTGCTCTTTCAGAAACTGTGCTAATACAATACTCCTATAAACTGATCTTGGTCCTGGCAGGCCCTGTTGGAA 
CTAATGGGGCCTGACAGTTCTTCAGTTAAAAATTATACATGAGGGCCACTTTCCCTTAAATTATCTATTGTATGCCAGCTGTTCACAACTGCAC 
TGCTTC ACTTTCTTTG CAGTG CTAGAAATGT CTAATTTTCTC ATAAT ATC C AT AGC AACTATTCT C ATGG AGGG CATTGAAGTT AGTAAG ACTT 
CAAACACACCTTCACAGAAATCATGCTAGAGTTGCAGTTTCCATTTTCTTTAATTTTTTGGTTCTGAAAAATGTTTAGATGGCTCATTTTGCCG 
GTTTCATGCCATAGCACTTGAGTTATATCATAATTTCTCATTTGCTGCACAACTTTATTCTATTTTTATGCTCCTAAATGACGCAGCTCTAAGT 

TGTTTTTGTTTTGTTTTTGCTGGGGAGGGGAGAAGCGGAGTCATCACCAAGGGCCTTCTTTTGTTTTTCAGGCATGTTAAAACTGTATAACCAA 
C AG AAC C ATTT AAAAGGAAGAAAAACAT C AGC CAAGTTCCGTGTCTGAATGAAGGCTGTCTTCTCAAATG CTCCTC ATTACT CC AGAGCAGTTA 
TATTTGGATTATAATTAAAAGGAGGCTTGTTTTTTTTCTTTTATTCTTCTTTTTTCCCAGAATGCCTCAAGTGAAGTATTGCTCCCAAAGTTAT 
TGCACCTCTTTAGTAACAAGTGCTGGGATTTTAATAAGCCTGTCCCCCCTCCTTACCCTGTACAGAGGAAAGGATGGCAAAGAGTGGCTGTGGT 
ACAAAGGTTACATATTCAGTGATATTTTCTGCTTTTATTGGTAAAAATGGGGAGGTGGGTGGAGGATTTCCTTTAATTATGAAATAAGTGTGAT 
GTTAGTAGTTATTTCTGTAACCTGGTGAAAATGCTGCATATTTCAGGCCTAATTTTTAGCATATGTTACCACGTGTGTAATAAAACGGTGATCT 
GCGCTCTCCGAATCTTTTGGCTGTTAAGGAGCACTCTGATTATAACTAGTTGCTGTAGAAACCTGGTCATCCAGATGCTTATCAAGAATGCATT 
ATTATTTTTTAAACCTTGGTGGAGAAGCCACAGACTGCAGCAGTTGGACAAGGTCACATATCGATGGAAGTGACATGTCTTTGCTCTTTCCATT 
GTGTGATCGTCCAGGGCCTGGGGGCATTAATATGCAACGGTTCTGTTTTTCTTTCAGAAGGACTTGTAAAGTCTTTAAACAGAGGCACACAGTT 
G G AATTGTTGCGGTACTGAGTGGGTGTATAG AAGCT AG GG CTG C AGCCTTGTCC AGTTGC AG ATAGAATAAAACTGAC AATG ATG CAATGGGCC 
TGGCATGTAGACAACTCTGTGGGATGGATGAATGGTGCGGCTCTCGCTGTCCCTCCGGTGGTGGTAGGCCCTGTAATAGCTAGCGTAGGAAGGG 



GTTTGTTAGAAC ATG CGCTTAATGCTTTTATACTC CGGGAGCTCTGGG AGGG CTCACCTTAGGTAATAAACCTTTCCGTACTTTGCAATCGCTC 
ACAATTTACATGGGGACTCACATTATCCAGTACAAAGCCCAGCATTCCCCTTCTACTTGGTTTTAGGAGTGTGATAAAAAAAAAAAAAGAAAAA 
GAAAAGAAAATAACTATAGCACTTACTTTGAATTTTTTGAAAACCTGTCCACTCCCGCTATGAAAATGGCCCCTAATTCTAATTACTCATATTT 
CCAAGAAAAATTAGTCACACAAACTTATGTTATGTGTTGTCTCAGAGGTTGAAAGCAAATCAGGTTTCCAATAAGACAGTACATCAAACAAAGT 
AGCATGTTCTTGATGCCGATGACTTTTTTTTAGAATTATGGTTGGAGATTTTTGGCAGACAGATTGTCTTTTGCTCTATCAAAATGACAGTTTC 
TTTTGT AACTGC AACATTC ATAATTAG AAGGAG AGAAGCAATCTG CCC AATTTAAT ATACTAAAAG AAGTTT AG AGTCT CTG CTAGT AATTTC A 
TTATTTTTAAATTTGAATTAATTGACTTAAAATAATACAGTTAAGAAGTATAACCAGCAGGATTATGGAGAAAGGTTTCTTTTTCCTTAAAAAA 
AAACAGTGCTCTCAGTGTTACACTTAAGATGAGATTGAAATTTTCTTTTTTACGCCAGGTGCCCCGTTCTAAGATTCAGAGCAGCAATGTGAAT 
ATTCATCCTTGCAGTGGAGCTGAGAGAAGTTGTAGGGCAAATCCTGGGAACAAGGTCACTTTAAACAAAAAAGTTCTCCAAGTTTCCCATGCTT 
ATAAGGCTGGCTGGGCTTAATTAAAGTCAATGGATGACCAAAAAATAAATAAATAAATAGAGAGAGAGAGAAAGAAAAGAAAATGAAAGAACAA 
CCACCCACCCCATATCAGTCTCTTTCTAGGCCTCACTTCACATTGTATACCTTAGCCGTTGATGTTCAAGCTCTTTACATAGATCAAGAATAAT 
ATTTCTTAAATCCCTTAACAACACTGACGTGTCCATGGTTTAATCACTCTTCCCCAGTCCACATCTCTAACCTACGTCACTTGGGTGGCCCTCA 
CCC AC AGCAC CAC AAC AAAAACAAAGC CAGAATTGCATT CAG AATG AAAT CAT CATAACATAGC AACCTTGTT CAGGATGTGACCTTTGGGTTT 
CAGCAACCCTGTCTTATGCAGCCCTGGCCAACCTTAACCTTTCCTGTTGGCTCGGAGGGTAACCTTTCTTCATATTTTCTTCAGGATCTCTCCT 
TACGGGACCCAGTATGTTGCATGCCTATGATGCACAGGGCCAAAAGTTTCGGAGTGTTAAAATCTACGAGCCTGTTTTCCTCTATGAGAGAATG 
AAGCCTGCACTCATTTTAAAGAATACATACGTAGCAAGATCTCTTTTTACCCTTCCTGTATAATTTTGGTTATGCTTAACTCTAAAGGAAACCA 
ATTCTCTTTAGCTCTGTTACCTTATTTCGTACCTTAGCTGATTGTCATCTTTACATGAGCATCAGATATGGATGTGACAAAGATTTTTTAGAAA 
TAATAACGACCAGTGCTTTATGAGTTGTGAAGTGTTTTTCTCTCCCACAAGAAATTACAACACAAAGTGCCCTATGCATTTTTTTAGTATGTTG 
ATAAGACAGCAGGAAATTTTTTAACCCTCAAAACTTTCTGATTATAAGCTGTGCTCTAAATTTACACGGGCAGTGTTCCAAGTCCCACACTCCT 
TTACAAGTATATCATTACAGACCTGCAAGTGAGAAGGTAAATTTCCCCATGGCAGTTCTGAAATCTGACTTCAGGCTAAGAGGCCATGGACTGA 
GAGGGCTGATTGTGCTGGGTACCTACATATCAAAATCTCCTCTAGTATTTTAGTAGTTCCTTCTGTCCTTTTTGCAGCCCCGTGTCCTACAGAA 
GTGAC ATTTTGTTCCATTTT C ATTTAT CTTACTCTC CTT AGTTGTATATCAAAAGATATAC ACATTTATATAACC CAAG AAGCCAGGG ATTAAA 
GCACAATATTTCTTAACACAGCTTCCTCTAAGATCTCCAGTAGCTACCTAATGCTTAAAGCTTGGGCTGACGTGGGTTATGGGGTTATAGTAGC 
TTTATAGATATTTCTATTTGTGTATGCTATGTTTATATATGTAATACATATATGTGTGGCTTAGGGCTATACTGACATGTTATTTTCTATGTGT 
T C ATTT ATT ATAAACAG C AGGC AAGCAG ACGTTTC ACCTCACACCTCACT CTGGT CT CTATCATTC AAAAAATATTGC AAG ATT C C CATTCT AA 
ATTAAATACATCCGAGCTTACGTCTTTTATCAATTCTTTATTCTTGGTATCTCAAAATTCTGGTCTTCGTCCTTTGTCTCAAAAAGGGAAACTG 
CTGAAAGCATTTCCACCTGGATGTTTAAATTATTTAAGTTGCAGGAACCAGACCTTTTCCCTCCTGAGTAGTTGTGGGTTTTAAAGGCTAAAAT 
TGCTTCATCATGCCAAAGTGAAAGTATGCATAAATTATTTAGTTAAACCTGAGAAAATACAGACTTTTCCCAGTGATCTTTCAAGGGCTGCCTA 

ATTACAAAATGGTAATTTTTTTAAAATTCCAAGCTTCATAATATCCAGTATATCTATATCATTCCAAGGTGAATACTGTGATAATCAATCAATA 
CCAGGAAGACTCCTCCAGCTGGCGAGAACTGCAAACCCTCTCTCAATGTATTCTTAGGAAAATCAGGCAACTTGTTATAGGTCTTTCCCTAGTG 
CCAACCTAAAGACTGGGGGGCATTTCCGATTCAATTTCTAGTCATCCAGAGTTGGTATTTCAGTTTTAAAAGTAGAAAGTTAGGTAATTTTAAG 
ATGTTATGAAAACTTTGTTGACATTTTTAATTTGCTTTTTAAATTTACCTTTACTTCAGTAAATAAAAATACCAGAAAAGTGTGAAGTTGTGTG 
GTGGTGGTGGTGGTTGGGGTGTGTGTGTGTTTGTGTGTGTATGTGTGTGTATAAGATAGATAATATTAAAGTAGCAATGAAAACAGCCCAGAAA 
TAT AGGC AATTG AGGC CC AATTTC AAGTTT CTGTAGCATAAGGCATGTATATTAC AG AATGTACC AC ATT ATGTATCTGATCTCTAAATTCGCC 
TTAGTAT AAATG CTCC AAGTACATTCTT ATG ACCAAG AAAAGAATGGTATTTTT AATTG AATAC CTAAC CTC AAATC CTG AAAGAAAC ATTAAT 
TGGGACAGGACAAAATGTCAACAAAAAAGTACTTATGTGAGTTATTTAGTATACAGCTGTCTGTTCATTTGTAGAATCCATTTGAATTTTATGT 
TCAGAGAAATTGGGAGATGAGAGTAAATATGGGGGGAGATTGGCATGTAAATTTGTTGAGTTTTCATGAAAAAATAAAAATTTAAAAAACCTTC 
CAAG CAAAATAAAACCTGTTCC ATT CAC AAATG ATGGATGTCACTG AT CCCATTAATACCTGTTAC ATACCAGGTC CTCTTC CTTATATCTAAC 
TTGCTTTTTCTCCCAATTTCAGTGTAGTTGCTCTTGACCTTGCCTTTGTTCTTCTCTCCTCCTTCTCTCTTCTGCCCAGGCACAGTTATGTCCA 
CTAAACCAGATGAACAAGATTTCATACTGACACCACCATACTCTGTTAAATAGTTAAAAATCCTATTTTGGCTTTTGTTTGCTCACTTAGATTT 
GTACACC CAAGGTG ATG AAGAG AGC ACAGATAG AATCT AG AGAC AAATAGTTTCTGGAGTCAGGAATC AGAT C CAGATT CTAAC ACGAGGTGAT 
GTGGG AAAAAGT C AGTTAAAATTTCTGAG ATT C AATTT ACTC ATCTATAAAAT C ATCCTC ATAATAATTG CT C CC CCCTT C AAAGGTTTGTTAT 
G AGG AG CAAG TGGAAAAATGTCTATTAACGGGCTCTG CTGTCAGT AG ATT AATG CATAAAT C C AGGTATTATTATATAATCAAACTGTCCTTTT 
AAATGTAGAAGAAAAGGGTTTTTAAGG CAC ACATGAG ATT CTGGAAACGTAGACGTTATAGAAAGTCTATAGGG ACTAAAAATGCATTGT CTTC 




'TTTATGA 



701 



WO 03/039484 



PCT/US02/36071 



S ACRES DISCOVERY 02-3 6 



TATATGCATTTATCTTGCCAGAGGTACATGCAGACCTTTGGGGGGTGCTGCTCTGGCCAGGACAGTGGTGGAGAGCTCTGACTCTTGAGTGTGA 
GAGCTGGAAGGATTGAGAAAAGACAGGAGGGAAACTTCGAGGTCAGGTGACTTCTTTCTAACTACAGCAGGTTCTCAGATCCCTAGGCTGGCCC 
AAGATGAGAGAACAGTCACCAAAGAGAGTCTGGCACAGTAAGCCTAAGTCTCAGTGTCATCTGATTGTGAAATCTGCTTGTTTGCATACTCATA 
CAGTACCAGAGCTTAAGCCCTGGCCACTGTACGGATGACTGTACAAGAGCAGAATCTAAGAGCAAGGGGTTGTTTTTAGTAAGGAAGAAAAATT 
TATTAGAGTTACTTCAAGGAAATGTATTAGATTATCTCACCAAATACATTAATAGCATCAATTATTGTATTTTACATAATTTTTTTTACACCAG 
ATACACAGTATATTAAAGAATTTGTGGAAGTCCCCCATGTGAACCAGTATTAACCATGATAAGAGTAATCAGGACTGGCCCAAGAAAGGTAGAA 
ATGAGAATTTATAAACTTGTCTAATTCTCATTGCTTGAAGAAAATTGAAATGAAAGAATCCAAAAAGGGATTTATGAATATTTTTTAAAGCTTA 
AAAAGCCCAC ATACTTAT C AT CG AATTGT CTGCTTACG ATAGG AGCTGG AAG AGTCCCTTATAT CC ACTC AACTGTACTTAC ATTTTAAATGGT 
TGTTTTCCTTTCTCTTACACTACTACAAGAGAAAGGAAATGCCTAGGCAAATAAACTCAGTTAAAATAACTTTATGGTTGTGACACAGTTTGAC 
AAAAGC AAAGGAAATTCAGAGT C ACTGCTC AC ACTGTAT CCT CAGCTGATTC C AACTGTGGAAAATAAAATGCTTTAAAAAAAAAAAACAATGG 
AACAAACTTGGGATGGATTTAGTCTTAGTCTTAGAGGCAGCCTTCTTAAATGCTGAATCTCTGAGTTCGCCATCTTTAAGTTCTTATAAGAGTT 
GCAATATCTGTATTCATCATAAATCTAGTCAGAGTTAAAGAAGAGTATTTGGTTAAGTACTGCTTGGAAAATATGTTGTCCTTTTTTAAGATTA 
TGTGATT CT AACTCAAAG CTGTAACTTCTTGGGGGTTAATAAC CTAC CTTGAG ATATACTTTAAGTAATAATAATGGCTTCTTGGG ATTAGG AA 
AGATATTAAACTTACCCATTTCCAACGATCCTGTACTATTGCAGGAGAGATGTGGGGAGGGAGAGAAAGAGAAAGAGAGAGAGACGAGAGAAAC 
ATTTTG ACCAAAATTCCATATTC ACTATTG CT ATGCAAATT ATAAAC CT AAC AG AGAGGTG ATGTATCATTTTTATTAAACTTATG CTGC AC AA 
ATAGTGTTT AC AT AG AAGAGTATAAAGTTAATTCC CT CC CGGGAAGC ATTTCTAAAAAATATAAATTGTATTTTG AGAGTT AATC AATTTGTTT 
TTTCTCTTTTGGCATTTTAATTGAAGCTTCCAAACCGTATGCTTCCTCAAAGTATCAGAAGGCAAATATCAGTCGTGTGGTTATAAAATCAACT 
CTTAATTTTCTTTCAATGAAGTAGCAGATAGTCAGCCTGTAAATTTTACCTACATTACTATGGAGCTGCAGTGCTATAAATTCAAAACAGTGTG 
CAGGTTGGTGGAAATTGAGGTCCAGGCAGCAAGGCATGTCCATAAACTTTTCTCAGGTTATTGGAACAGAACGAATCAAAAGCGGTTCCTGGTT 
GTATGATATTCTCTTTTGATAGAG CAGGCTG CTTGTTGTTAGC AATCCAAGTGC AGAGGTT AGTC AG AG CAGAATGTAATTTCTAGCAATCTG A 
CAGACCTGCGGATTGAAGCGGCAGGTTTTCCCTTCCGATTTCAGGGAATTGCTTCTTACTGTGAGAAATGATTAGCTGTTATCTCTGACTGAAT 

AAATGAAATCTTCTCTGTCAGGGCAAAATTGTGCTTTTGGTTAATTGAAGGCAGATTTAGCATAGAGGGTGTGTGTGGTGATGTGTGTGCAGGG 
TGTGTGTGTGTGATGCTCTGATGGTGTAGGCAGGCACACCCATGTGTGTACATTTACAGGAACGAGGGATCATTTCATGGATTCTCTCCCAACT 
TTGAAAATCCTGGGTTCAAACAAAATCCCTACATTCTGAGCAGGGTTGAAGCTTTTAGAATAAACTATAAGTGGAGACAGTCATGTGGGTGTCA 
GAATAATGAGCCTTCATATAAGGACATCCTGTTTCAAAAGAGTTTGAACTGCAATATTAATCAAAACACAATAGATACTCACTGAGCATGGTTT 
TCACAAAAGTATTCATCAAAGGGCAGCTGCATTCAAAGCAAGAGATTTAGGTAAAATAAGTTAATCCTTGATCTCATCCAGGTTTGTGTGTAAA 
TTTTGAATAGGGAGGGGTTCTAGTGATAGCAAGCGTCCTCTGGATGATAAAACAAAAAACGTGGCATGGGAAATTCCAGGTTTATCTTGTGCTT 
CTTGTTCGCTTTTGATGGAATCTTAATAGTGACTACACAATTAGGATCAGGTTTATCCTTCTGTTTATAGTTTGTAATTGCTCTGGAAATCCTG 
AGTTTCAGTAGTTCAACTTTTAGTTTTTAAGCAGTCGGTGAGTTTTTTAAAAAGTTACTATCGGATAATGTTTCATAGTTTCTAATCCTATTAC 
AGCAATGTAAAATAAACTGTATTTCCCAAATACGAAGCAACATCTTTTATTCCCAGACCTCTTACTTTGCAAAGAGGAAACACCATCTTTAAGG 
TCATACTAGTAATACTCCTTATTTTGTGATGAACATAATATACTTTGTTTATAAATCCTAGTTTAAAACAACAGAGATTTGTGGTAATTGACGA 
AGAGTAAAAAAGTCACAAATACTGAATCTTCATTTTTCAGATGTGAGCACAACATTCCTAGGTATGTACTAATATATTCTAACACGGCATTGCG 
CTGTCATCAAGACTTTTGTCTAAATGTCACCACTATTATGAGCAATAGTTTTGCTAAATTCTTTAGTTGTATTCCCTAAATGGCAGATACCTTT 
GGACCTCTCTCTCATTAGCTATTAAAAAGAATAGTTCTTTGAAAATAACAGTTCTGTGCTCCCTAAACTTCTTTTGTTTTTTGTTGAGTGATGT 
CAACTTAGAGTTCCACACTGATTGCCCTTCCTCCTTGCTTTGTCGCCACAAAAGGGGTGAGGGGGTGCCGGAGTTTGACCCACACCTCTGGTTA 
GTATTAATCACACAGACATCAGGTAATCACCTAAGTGCACTCAGACATACTAATAGAATGATTTACAGACCAGGCGCTTTGTGTTTTTCTAAAT 
CTCATTTTAATTTATTTAAAGTGACAGTGAAGCTAGACTCCAAGCTAATGAGTCTGCATAAAAATGATTTCTTTTTCCACCTTTGTGTTTGCTA 
AAACTTTCTGACTCTGAAATCCTGTCAGTGAAAAATTATTTGAGATGAAACACTGCAAAAGAAGGTAAGGGGAAAGGAGACAAAGAATATGATT 
TGATCATCAGAGACCTGCCCTGGGTCCAAGTGGGCCTCATGGTAGCCACAAGTGTCCAGATCAGACAAATGGGGACTTTTGCATATATGTTTTA 
GTGCTTCATCCAGACTTGAGTGCTTCACAGAGTCTGTGAGGCAACTCACATCCTTTGGTAGCTAACAAATTGGTCCTTTCTGACCAGCAAGCAG 
TTTAAGAAAGCTAAGCTGTGTTGTATGCGTATTAAATATAGCACGAACTGCTTGGCTTTGCTTAACCTTAGTTGTATTAACAGATTGTTTGTTT 
TGATGACTGCGCCGTTAGCATGCCAGATGATAAGGAAATGGTTTTGGATTAGTTAGGACCTATAATATAGAAACTAAATAAGATGATAGACTTA 
CAAGGATATACATTTCCTGTAAAAAAAAATGAATTCCCTTATCAGGATTTACTTGAAAGGAATATGTCTTATTACAGAAGGAGAATGCCTTGAG 
GAATGTGGGAAAGATTAAAGGCTTTTGTCAGTAGTTTAGGTTGGGACCAGGTTTCCTGTGTAGCCAGCCCCCCTGTCCCCACGTAAATGTTTTG 
CTTTTCCTCCTCTCTCTCTTTCTCTTTAAGGGGAAGAGTAAGCCCTTCTCGCTGCCTGGCGGTGTCAGATTAAATACCGAGATGGCGACAGGAA 
AAAGGCTGGAAGGAAAAACAAAAGACAGGGGGGTGAGAGTTATCAGGTTGGCGACGGAACTGCAGGCTTGTCGGACTCCAATTTACAGAAATCC 
AAACAGATTTTAGTTGACACGATCTGCAATCATTACCGCCGGAGCAGAGCTAATTAAGAAATTAGCTTTCCTGATTGCCTGTTCTCACAGTGAT 
GAGTAGTTGAATAATGTTGTATGGCTGAAATGTTCTAAAACCAGACAGTTTAACAAGTGTTTAGCCTTTTGTGGTGATGCTGTATTTACTTTAT 
CTATAATATCTGTGCTGCATCACTATTTGTTTCCTCTCCTTAGAAGCACCCCTTGACTTTTTTTTTCCTTTTCCTTGGTTCACCCTCTTGTTCT 
TGGCATTAAGTCAGAGCTTCCCCCCTTACTTCAGCCGCGTATAGGAGAGAATTATCATACAGATTTGTGGCATGTGGTACAGAAAAGTTATCGG 
AAACTTGTGG C AC ATTC AAAAGCATATTT CCTACC CGTCT AGGCATTTTTC AC AAGAAAATATC AGGT CCAAAGTGG C ATTTG AAGTTTCTGAA 
TCTGACTAAATGCAGAGGTGATTGTGAATAAATAACATTAAAAGGCTTTAGTCAGCAAAGATACAGTACGAGTGAGTGGAGCTCATTAGAAACT 
AGCCGTGGACCCCAGATATGTCAAAGGGGGGTTTGCTGAGAGGTGACCACGCAGTCTTCATAACTTCCTCATCTCTCCCACAACTATCAAACAC 
ATAGGAAGATGTTATTTGGAGAAAAAAAATAGTTATGTTTAAAAAGCTTGACAAAGAAATTAATCAAAATGAGCTTCATGGACCTTGTAAAATA 
TGGTCCAGGCACATGTAATGCATATGTAATAGGCATGCGTACCGATGTGTCCATATGGACAAATAGAAAACCCAAGAGTTAAAAGTTTCTGCAA 
AAAGACAACAACTTCTTTCCAAATTAAATAGAAGGCTTATTTGAATATAAACTTTCTCGCAATACAGCAAAATAACAAAGATTGGACAAAGGTT 
TCCAGGTGTCACTGTTGAAACTGCAATGGGAGGTAAGAGTATTGCTAGCTTCCCAAATGAACCACAGAAGGGGAAGTTGCATCATTCAAGATGC 
TTATCCTTTAGGATTTCCAAGTTTTAAAATGTAAATATTCATCTATGGAAAAACCAAAATTTCCAAGTTTTCCTAGTACACCTTCAAATCATTT 
CTAC AGCTAAGAAAAATAAAT ACTAATTTTT CTTAATGAGG CCTAAT AACAC CTTTAACTTAC C ATTTT AAGAG ACGCT AAGTC AATACAATGT 
GCAGGTCCCTTCTGGATATTTATTTTCCTAAGCACAAATTCATTTATACCGAAAAAACAGTGGATGAAATACTAGAAAAATCTTTTCTGCACTG 
GACCTCTCTTTTCCAGATTTACCTAAGAGAATCTTACCAGGAATGGAGATAGACTTTTACTTCCTAAGTAGATTTAAATTTAACACCAATTTAT 
TCACTCTAGTATTTCTATATGGGAACTAACAGCTTCTATAGGACCTCTACAAAGTGCCAGAAATATGATCTCATGTGTAGTAATAAATTTAAAT 
GTGTTTTCTTTTACATATTCTATCCCTCCGTATTTTCCCAATCTCTTCCTTTTTTATGACTCCCCCACTCTCAGTTTCTAAAATCACTTGTCCA 
CT C CGGAG AC C CAGGGG C ACTGC CTAG AGAAGG AGCTAACTTTAAAAAAAATAAACCAGGCTGGTC AC AGTGG CTG ATG CCTGTAATCCCAGCG 
CTTTGGGAGGCCAAGGCAGGCGGATCACCTGAGGTCAGGAGTTTGAGACCAGCCTGGCCAACACATGGTGAAACCCCATCTCTACTAAGAATAC 
AAAAATTAACCAGGCGTGGTGGTGGGCGCCTGTAATCCCAGCTACTCGGGAAGCTGAGGCAGGAGAATTGCTTGAACCCGGGAGGCGGAGGTTG 
CAGTGAACCAAGGTCATGCCACTGCACTCCAGCCTGGGTGACTGAGTGAGACTCCAGCTCAAAAACAAAACAAAACAAAAAAAGCACCATACTC 
AGAGCTGCTATAAGTAACATGCAGTTGTAAGCCACACACTTCTTTGCATGATTCTTATTTTAAAGATTGGAAAGTAGAATTCGTATTTGTTTGT 
TGTACTAATTCCAGTGGTATACCTGGAATTAATAAATGGTACTAAGACACTAAGGCGTTACTTTCTTGCATTATTCTAAATCAGAGTGTTGATT 
AGAGAGAATAATCCAAAGGTAAAATAGTCAGATAATTTATTTTTATGTAAGTTTAAAAAGAGAAAGAGATTGATTTTTTTGAAGAGTTATAATT 
AC ATTC AGTATGTACCTTTTGTG CATTGAAATAATTTT AG ATTTT CTG AAAAGG AAATATTG ATGTAATTC AG CTCTC AAAACACTTGATG CC A 
TGCCTTTCTTCCTAGTGTTTATGT AAAAGC AAGTGGTCAATTGTCG CTG CATC AG AGCTATG AC AAGTTCTTCTATATTAGGTGGG CATC ACTC 
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AAACACTTTTCCATAGTAGATCCAGTGGTATACCTGGAATTAATACAATTTATTAAGTACTAAGCTATGTTGTATTTATTGTATTAATTCCAGT 
GGTAATACAATTCCAGTGGTAATACAATGTATTAATTCCAGGTATACCTACCACTGGAATTAATACAATAAATACAACATAGCTTACTACTCAA 
GTCTATTACACGCC AT CTAAAATAGCTAATCAGAAAGG CTGT ATGTCTG AAACAC CCAAAAGTCACTCATC CTCTTT CTTAAAGC ATT AAAAGT 
TTTGGCAACTTTTCTGAATCCGAGTTGTGTGAGTCCTATACTGTACTAAGCTGGACATCTTAAGGGCTGCAGGTTTTAATATTTACACTGCCCC 
GACTCAGTTGGTAACCGCTAGCAAATCATCTCACCGCAGTTTTTGTCCTTTTGCTGAAGAAAGGTGAATTTGGTTTCATGATCACTGTTTGCTG 
AAGAAGACAGTCCCAACAATGGTCCAAAGCAAGGCCAGCTTTTAAAACAGCCACCAACTCTGAGTCAAGGCATCTACCTTCATTCTAATCAAGA 
AGGGAAGATACAAAGTTTCAAGACCAGTCTTCACCTTGCACTGAATCTGACGGGGTCTTACTCAGCCACTTTCCACTACCTTTCAACCTAAAAG 
CCAAGAAAAGCAAGGATTTGGATTTTAAAGCTGTACTTGTTATAGGTGTTCATGGGTTTTGTTAGCATTGTTGTTTTTTAGGGATGAGGGGTGT 
TACTGGAGTGGAAGGGGGAGCTGTGTTGCTTTTAGTTTGTCATTTAGGATGTTAAAGTTAGTATGGGTTTCAGTTTGCATTTTAAAAATTAGAA 
TGGTAATGAGCAAGGTGCCAGAAGGAAATAACAAAGCACATTTTCCTGAATAGCTGCCCCTGTCTTCTGTGTTCAGATTCTACTCTGACTTCCC 
AACCCGGCTTCCTCTCCCGCCTGCTCCCTTCTGAGGTGCAGTGTAGAAGTTCATTCTCAGGTTTCTCTCAGTTTGCAGGACGAGATGCTGCCGG 
CCAGGCCAAGGGCAGTTATGCCAGCTCAGTGTAGTGCAGCTTCCTTGCCCCAGCGTGCGCAGGCTGAAAGCTCAGCCAGTTTCTCTTTCTGAGG 
CTGCTTCACGTCTTCTCAGGGATTTCCAAGGCACGGACGTTCATTTGCCTAAAACTCTCTTAAACTGCCTGACAAAAAAAATAAGTACCTAAGT 
ACG ACATAAGTGGTACACC CACG C AGG ATAATTAGG ATTG ATGTG CTCTTTTAG AGGC AC CAG ATC CTC AACCT CCC CTTACTAGTGGC ATTTC 
TCACCTGCTCATGTGGTGCCCACCTGTGGCTTGCTGGCATTGCCACTGCCTGCGAGTGGGGAGATTTCCAAGTTCAAAATGAAGGCCTGATTTT 
AC AT G GTG G AACG CTG TAG GACTGTGTG GAG C T CTGTG AAGG AAT T AAGG ATG G C ATG AAGT C C T AGT T TAT GT C AC TGCTCCCTTGTT T ATGT 
TCTTTCCTTGACTATTCCCACGCCCCCTCTCCAGATTTTGCATGGCTTTTATAGCCTCTAGTAATTATATCAGCAGCATGGAGTCTATTTTTAT 
CTCTTCTGAATGTGTGCAACGTAAATGTCAAAAACCATAAAGGCCCTTTTTAGCATGTACCTTGCATGCACAGTTTGAAAAGTGTGATGCAGCG 
TTCAGAGAGATGTTGCATTTTGAGGTGAGACAGATGAAAAGTGGAAAACTCAATTTCACCACTTAGCTGCGTGAACTTTCAGTAAGTCCTTTAT 
CATCTTGAACGTTTAGCATTTTCTTCTGTAAAATGGAGTCCGGCTGCCTACCTCATAGGGTGGCAGCATGGAACCTAGTTTAGTGTCTGGGATG 
CCCCCTTTCCACAGCAGGTGCCCCCAAACTCCTAAATTATATATTTCATGCTTAAATGTCATGACCTTTCAATGCCCTGCATTGCCCTTTATCC 
AACTTAGAAACGGAGTAAAAATAAAATCTTACCACTGTAAGTCACAATAGGATTGTCACAAAATTAGCATGTGAAAGAATGATACGGAACTCAC 
TGTCACCAAAAAACTGTCCCTAGACTTGGCTAATAATTATAATAATACCTAGCATTTATTACTAAGCACTTTCTGGGAGCTGGTCTCTAGGTGC 
TTTACATGTAACCTT C ACAACCATCCACTGAC CC AGTGG AT AG AT ATTCTTGT CCTCC ACTTAAT AAAGGAGGAC ATGG AGG C AGGTTAGATAA 
CTTAACAAAAGTCACAAGTTAGGAAGTTAGTCAGCTGGATTCAAATTGAAGCATCCTGATCCCAGAACCTACAGAAATATAAAATGTCTATCAG 
GCAGGAGCATTCACATGGCTGAGCTGCCCCAGCTTCTAGGCAAGGTTGTTTCCTCTCTTTGCACTTCCTATTTGAAGTTGGGCCCTGAAAGCGG 
CTAGATGGGCCCGTCAGAAGGGCATGCGAAGCTGCAGTCCCTTACTCAGCTACGAGTTAGGGACCATCATGCTTCAAAGGGGAAATGGCCTCAG 
CATGTTTAGGTAGTCCAGTACCATGGTACAGTTTTTATGGCTCATTAATTTATCTTTAATTGAAGATAAGTTGGGAGAATTTAGAGTTGTGAGA 
AAATGTGTTGTTTTCTAGTCAAAAATTCTCCTGTAGTTGTGATGAATGGACAAGATGGGAGTAACTGGGGGATGTGGTAAGGGATAATAATAAA 
TAATAAAG AG CATATTTGTAGGC CCTCAAC AAAATCTAGTG ATGG AAGGAAGAAC ATATATAGGC ATGTTAG ACATATGAGAAATAT CATAATA 
CATTTTATGGGTAAG CTAAG AAGAACCAGTTATG CAAATTTTCTCTACTTTTTTATG AACTACTTATTG ATT ACC CCAGTC ATTTTT CCATTG C 
TACCACTGCATAAAGCAGAGGAAGCCAGTGCAGTCAGAACCCTCTTATTTATACAGTAAAGGCTATTACCGACCAAGTACTTAGCAGCCAGAGA 
AATCTTGCGTGTAAAACAGAACTGGGATCTGAAGAACTTAGAATATGTCATTTAAAGAAATATGATCACTGGTATGTACTAAAGTGCTCCAACT 

CCCAGGCTGGAGTGCCGTGGCGCGATCTCAGCTCACTGCAACCTCCATCTCTTGGGTTCAAGCAATTCTCCCACCTCAGCCTCCCCAGTAGTTG 
GGACTACAGGTGCAGGCCACCATGCCCGGCTAATTTTTGTAATTTTTGGTAGAGATGGGGTTTCACCATGTTGGCCAGGCTGGTCTCGAACTCC 
TGACCTCAGGTAATCCGCCTGCCTCAGCCTCCCAAAGTGCTGGGATTACAGGTGTGAGCCACCGCGTCCAGCCAATTGTTAGTCTTTGGTACGG 
TGCCCATGAGTCATCAAACTCATATGTGGAAGTTTTTGAAAGAAGAAAAAAAAATGAGAGTAGATTGATTAATGACTATTAAAAATAGCCTGGG 
ATCTACGAATACCCATAGTAAAGAGCACCAGGCACTGGATAGATAATTGGTCTAAAGAGCCTGGACCTTGCTGAAGATAATATATACATGTAAC 
ATGTTTTGTGAAAATGG AGTCCTGAAG ATG AAAGGTGTATCTTTT C CATATTG ACT ACGTG ACTTAATTG CT CACTTACTAGGCTGAGAAAGGG 
GAGCAGAGGGGATGTGGAGAGGGAAGAAGGAGGGAAGGAAGGAAAGAAGGAAGGAAGGATAGAGGGAGGAAGCAAGGAAGGGAGGGAGAAAAGA 
AGGGAGGAAGGAAGGATGTGGAAGGACGGAAAGAGGGGAAAGGATGATTCAATATCCTTTGACTACTAACATATGGCCTATTTGGGGAAGTAGA 
CGATGGTGCATGGAGTCTCCTGAAAGCATCATATGAATGTTTGAAAATGTTATTGCCCACACAGTGCAAGTGCATTTAGGTATGTTTTAAGATA 
GGTGGGCTAACTCTGAACTAGGGATTCCCAAGTTTAACTGCCTTATGAAGGTTAGAATTTGAGCACTTAAGTTCAGGGAAGGAAGGAAGGAAGG 

CCAAAGTATGGATACGTTTTCAATTTATTTCTAAAGAGTTCAATTTAATAACTGTCTGAGACTGAAACCATTGACACAGCAGAGCTTCTAGTAA 
TTATAATTCTGAGATTCCCCAAAGTGGAAAGTCCTAGGAATACTGCCTGAAATGACAGTGCATTTGCTGTTCAGGTAAAATTCTTTAGGAATTT 
TCTCTGATTCTGATTTCTATTTCTAAAATTTTCGATCATCTTCACCATTTTCCCCCAAAAAATGAGGGGTGCATTTCTGTCATTTTGTGTGTGG 
TTGGGTGGTATTGTTGCGTCTCAGTTAGGGGTTGTGAAATGGAAGCTCTGGAGGGAGGAAAGGCATTCTTGGTTTGCAACTGAGAGCAAAAGGT 
ACCACCTAAGCATCTTCTGTGAGACTAGGGTGCTTCCTTTAGATAAATGTGTATCTGTAATCAGCTTAACTAAGCAGGTAAGGTGTTCATTAGC 
TAGGCAGGGTTTTCAAAGAGAGAGAGAGGGAGAGTGAGAGGAAGAGAGAGAGAATGAATGTGGAAGAGTGAGAAGAACAAACAAGTCAAAGCAT 
TTGTTCATGCTGCAATCTACACATCAATTATCCCGCTGTGCTAATTACCACCTTTCCATACCCCAGGTACCTAAGCATTCACACTTACTCACTT 
TCATGCCTCTGATCAAAAAAAAAAAAAAAAAAAAAGAGGAGGAAAGAAATGATAGAAGCAGGGGATGATGAACCCAGAGGAGAAATACATTCTT 
AGAT CAAAATTT C CTTT AC ATATGAAAGT ATAAATAAGGGGTCTTCTC C ATCTTGC CATTGTTGTTTT AG ACAATTAAATATTTGC AAATGTTT 
TAATTGCAAAATATTACTTACTGTCAGGCTTCCAGGAGTGCTTCCATCTCATCAGCCCTTGTTTCCATACTTAAAAGAAGACAGAGAGGTGAGA 
ATTGCTGGTCTTGCCTGAGATTTTGGGGTTGTGCCATTAGAATGAGATCAGATCATTAAAAGTCAGTGACTACTAATTATCAGGCTACTTTTCT 
GAGGCTATTCAAGAATTGGGCAGTGAGGAGCCAGAGAGCTACCTTTGTATCAAAACCTTGGTGTTCCCCCTCACCGACTGAACCTTCATCTAAC 
AATTAAACATTCTTTATTATGATGAAATCTGGGCTTGGAATCCCTGTTGGTTTGTGGGCTTCCTTGTCAGGGTGCTCATTTTCTCATTTCAGAG 
TGAAGTTGGATAAAAAGAAAACCTATTTCCTGTAGCTCATTTGATACCTGGTGGGGATGCTATTCAGGTGACAAGGATACAGGCACAGAGGGGG 
AACAGATGTGATTTACACACTCATTATCATTTGAATGAAAGTGCAGATAGGCCTGTTCAGGGGCCTGGGCATCACCTGGACAGCTTTCCTTCTG 
ATCTTTATCCCATCTGAGAGGCCAGGTCCCCCTGACATCTTTAAATCCCCGACCCCCAGCTGGTGACACACAGAGTTTTATGACAGTCAGCAGT 
C CT CTG AAGCTC CAAG C AC AG ATGC CATTC AG AATTGTGCTT C ACACTGTTTTTTTC ATTGTGTTC AGGCTTAATCAGG AATATAT CCAAAAAA 
AGCTTAACTTGAATAATTTCTTTTGGTACTTCTCCAGAAACCTGTTTGCCACTCGAAGTTTGTGTATAGTATTCTAAAGGGCCTCAGATTTTGT 
GTTCTTAAAGTTATGTGCATACGTAGCTGCTTCAGCTTTCGAAAAAGGACAACAAAATGGAAAGGACCATAAGTTATAGATGTCATCAAAGTCT 
TATGTTTCTACGACTATCAGATCAGATGAGCTTAGTATTGTGGTAGATGCAGTCAGAATGTTAGAGTGCAAAGACAATAGAAAGTTTGGATGAA 
GCTACCAAAAAGAAAAGTTTCTGTTTGGCCTCTTTTGCTCTTCATAAAGGATTTTCAGCGTCTTTGTTTTGCTACCTGGAATGGCTGCTGTCAC 
CATGATCTCTCAAGCATTTTGTTACTTATTTGTGGGATGTGTGAATAACATGGAAAAATTGCTATGTCATCTGAAGACCTCAAATGATGAGTCC 
TGAACAGTACAAACTGTTTTTTTTTTTTTAAATACATTTTCAAGAAAGCTTGCTTTCGTTCAGGACAAGAATGCACAACAACCTTGAATAACTT 
TGTTTTTAACCTTCCCTTATCTCAGGCAGCCTGACAGTTTTGGTGGGGAGCGAAAAGTGAAAGGAATCTGTGAGAACAAATACTGTGGTGTTTC 
ATGATTTTAATT AGGT ATTGT ATTAAAG AGAAAAATATAATG AAC ACAAG CACAT AC ACATTTTATTT C C C AT CTAACATTAAC AGTTAAAG AA 
AACAATCACTATCAAATTACTTTGTTACAGTCCATAATTACAACTCAGGTTACGCTTAACTGTTATTAACAGAATGTACAGTAATATGTTCTGG 
CATCGTAATATGTTATTGTAGCATTATAATTAATCTTACAGGAAGTATAATAAATTTACAGTATCAGATTGAAGCAATACTGCATATAGATTTA 
TTAATGCTTTTAATCAGTTCTGGCAAAATTAATTTTGCACTGATTGCTTACATTGGAATTTGCATATACTTAGTGAAAGTAATTTATTTTTTAT 
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GGATTCCTTTTTATTAAAATAGGGCATATGGCCC^ 

CATATATCTTCCCTTTAAGATAATTCTTTCTCTTAAGATTTATTTTTAAATTATATTCTTTAAAATACTTTTTTAACTCTTATTTCAATGATCT 
ATTTTTTGAAACTGTAATATTTATTTCCCTATTGTCATTAGCCTACTTTTCCCCAAGGATCTAAGTTTGAATAAAAACACAGGCCTTGAAAAAT 
ATCTACATTGATAAGGGACTGCATTAACATTTCAGAAAGTGTCATGTGAAAATTAAATATCATTGAAAAATAATGAAATTTTACTCTTTGAAAA 
GTCCAGTAAAAATGGGACAGCACATGAGAATTTTGCCATTATTTCTAAGTGCAACTATGTTACAATACTCCAAAATGCTTTCTGTGCCACGCAA 
TGTATGTGCAGAAAAAAGGCGAGTGCAGATTTTTTAAAAAAACTTAAACTGATATCAGTGTTGTAAGTTCAAAAATAGTATTGAGAAAAATATA 
CCTAAAGTGT CTTTCTATTAAAATATACATGCTTTGTAAGGAAAGGTAAATTATTG AC C AAAAAAAAT CAAGATGTCTTC ATAAAATATATGTT 
TACTATATCTTAACTTGTCAGGCAATTTGAAATTTTGAATAAACTCATCACTTAAATCTTTATTTTACCTCTTTCAAAAATAGTAAATTAGGTG 
TTCCTGTAGGTATTGATTAATTTATTTTGCAAAAAATATTTGAAGAATAAGGGAAGAGTGATTTCTTATTCTTATAAGTCTTAACAATAAATAT 
GTTCCTTGGCTTGAAAATTGAGTGAGCCTAACAGTACATAGCTTTCTTTTCCTATGTTAGTGAGTTACATTATGTAAAGCATATTCATGAACTT 
ATATAGATTCTGGGTAGTTCTGATGATATGAAACTAAATTTTTTAAATAATTTAACTGAATATTTTGATATTGCTTGTATCAGGAATTTCTTGA 
CTAAAAGAGCATATATGCAACAGTGTGACCTCTTTGGGCTCAATACAAAAGTGATTTGTAGAGTGATTCTGTGATTTTCCACCATAATAAATTG 
AGAAAGGCAGGTCTTGGTAAAACTTTATAGTCATGTATGAATACCCATATTCAGGTCTTCACGTCCAAGAGACATTCATTTTAATTTATGTCGT 
TGTTTATCATCAAGGAAGATTTTGAAGTTTTGAGAATTGGCCTTTATCTGTCCTAAACCTCTAACATTCCACTGTATCTTAATGAAACGGAGGT 
TCTGTTCTTTCTGCCCAGGGCTTGTGATAAGTGTTTGCAGACTATGTAAACTTCTGAATAATAACTTTCAGTAAGGCAGGAGTCTTAAACCTCT 
TAGTATCATTTTGTGCAGTATTATTCTGCTCTGTAAGATAATGTGTTATCAATACTTCATAAGATAACTTTGGCCAGAGAATGAATAAAATTTA 

AACAGAGAAAAAGGTGGCTTAGTCTAAAACACTTAGGAAGGACTTAAAAAATTATTTCCCAAAGAATTAGGGAGTAAAAAAATTGTAAGTACAT 

AAAATTAATGCTGGTGTGATTGTTTAACTTGTGTAACCTGTTCCTTGAGGTAAAATGAGGAAGAAGCATATGATTTGGCCTCTCTTTTCAGTGA 
AGGAAGGAAGTCCATGGAAATTACTGAACCAAACTAGAGATCTAAAGCAAAAGCCCTTTTGTGACACAGATGAACTGAATAGTGCACTGTGACT 
ATCTGACTTTTGCCACGTCCAGGCTTAGGCCGCCAAGCGGCCAGGGTCAGCAAATTCCACTACCTGAAAATGACAGAAGGCGGCAGGGAAGGGG 
AATTGAGGCATGGGGAGAAGCAGTTGAAGCATACTAGGGAGGCATGAGGTTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCT.CTCTCTCTCTC 
GTGCAGCTAAAGGAAGAGAAGGAAGGAAAAGAGGGTGATCATTGAACGACTTTAGGGGCAAGTCTGGAGTTAGGCGCTGTGGTGTCCAAGCAGA 
GCCGTGTCTGGTGGCGGCAAACTAGATTGCTCCAAGCATGGAGCGCCCTGCTTGAGGACACTTGTTGTTGGACTGTTTGTTTACATGCAGTTTG 
GGTGGCAAAAAAAGGGGAAAGTCTGGGTGACATCAGCTGCAAGAAGACTTAACCATATGCCGATGTCATGCAACCGCCAATTATTTGAACATTG 
TGAAGGTTAAGACATCAATCCATCCATTTTTCTTTGTCTTACTCTGAATCGTGACATTATTTTCTCTAGTTCATTGACCTTGTTGGCAATTTAC 
ACCACCAATATAAGCCTCAGGATCCTTTTGTAAAATGAGACTTGACACTAAATTAGTCAACTAAAAATTTAAAGGGTAAAGGGTCGCCCCAGCC 
ACCCACTCCTGCCCCTCCCTGTACTAAAGTAGAAAATTTGGACAAGGCACACCATGCGTGTGACTCAATTGTTCTGGCCAAAAAATGGGATGAA 
TAATTTTATTTCATAGATGCTTGGTGATTACTGGAGTTTACAAAAGTTAACCACTAGTTAAAAAAAAAAAAAAAAAAAAAAAAAAATATATATA 
TATATATATATATATATATATACTGCTTTTGGGTACTGAGGTTGAACAATTGGTCGGGGATAATTCCATAAAATGGATTTAAGTATTTAACAAA 
TAATGTAAATGTATAG AG C AGG CCTAAAATTT CTCCACTG CCTTTGAGTATAC CTTTAGAAGTTT AC AAAT AC ATG AGG ATAAAG CAGTTT CAA 
TAAAATGATCAATTGTACAAAGTATAGAAATATACCAAGCGTCTCTTAAGTAAATGATTACAACATTTAGAAGTATTCATGAGTTTGACATATG 
CAAAGCAGCCTATCTCTCATGAGTCTGAGTTCCAGCCTCCCTGAACCTTTGTGCATTTCATAGGCTGGTGAACAGCCCAAACATGTAAATAAAT 
AGCCATTCAAAGTGCAAGCATTTTTAAAAGTTTAAAACTCCACACAAGTTCTTTTACAAAAGAGTCCACCCTTTTATGTACCTTTAAAAACATT 
TAGCCACTTTATTCTTTTGTGTCTTTGAAGAGAAAAAAAATTAATAAAGTTGTAGGATCCTTTTGAATTTAGAAAATGTTGGCAATGTTGGAAA 
GAAAGACATTCAGCATTTCAAAGTTCTGGTGGGGAAGGAAAAAAAAGATTCTGAATAAAACAATTTTATGTGATTTTGCAGGTGGTTTGAGCTA 
TCATTTTATATGTACGTTTGTACCACTGCTCATTGGAATGTTCATATAATACTGACCTAATTATGCATAGAAAAAGATAAGCCATTTACTTGAT 
TCATTTCTTCTTTTTAAATCAAGAAAGGAACAAAAAGGCTCCTATTTTCTGAAAGAAATTGTTCGCTTTTATTGCAGAAAAGTAGCAGCTTGTG 
CAGAGCTAGAACTGTAACAATTTTATATTCCAAAGGTTTTGTGTGTATTCGGTTAGTTACAGTAATTATACCCAATAACTGACAGCCAAAATCA 
CGTAGGAGAAAGCAAAGGCTGTTTTCTCACACAGGCCCTGCTGCAGAACATCTGCTGAGAGATTTGCATATTAATTAACCCATATTAACTCTAA 
TTATTCTGGGAAATTATCAAATAAATTGAATTTTCTAATTTTAACCTTTCTTTTACTTGACGCGTGTGGAGGCTGAGAGGACGCACCAGGCCGT 
CTCACCTGGGCAATGAGCAAAAGATCTTTTCTACCCCTTTTGCTCCTTTAGAGCTGGGGCAGCCTGGGGAGCTTTTGTGTGCCTTGTGCTTTTT 
TGGCTTCTGTGCCTGGTAGGGTCTCCATGCATTTGTTGAGAGAGGGAACATGTGTGCTTGTGAGCACAGATGGTGGATTTATACAGGGGTGAGG 
AAAGGTGGTACCTCAGAACAGTTGAGCAAACCTTAAGTTTTTTTTTTTTTTTTTTTTTCTTCCTCCCAGCCTGTTGTTTAGGCCTGAGCAAATA 
AATGGGAGTTTAATTCAATTAGAGCCTGGCTGTAGTCAGTGCCTCATGACAGAAATTATTCAATATTTTTCCCCTCACATTGTTTGGTTTACAC 
ATCACTGACTCCCTTCCTTTTGTACTCTGTTTAGAGTGGCCATAATGTGTTGAGCTTTTGTGTCTGCCATGTCACTGTCCCTTTCACCGTTGTC 
TGGTTTTGTCAATTGTGAGGTGCAATGATGCTGTTTTGAAAACAGGGTCCTAGTCAGGGTGTTGCTATGTGAGTAGGGTGGCTGCAGTTTTAAA 
CATACTACACAGTAAATAATGTCATTAGCCCAATAGACCTGAATCTACTGCTAAGCCTTAAGAGAAATCCTTTGGGTAGGGAAGTGAACTTTAC 
ATGCCTTTCTCAGGTATTAGATGTAGCTTAAAACTGAGATTTCAAAGATAAATCTGGTCAGGGCAGTATGAAGAATTGGACTCCATTGCATGAT 
CCCCTTTCAGGCATTTCTTTGGGGTAAGAGGCAAGATTGACTGAGATTAGAATTTTTTGCATGTGATCAAGTTTGTAACGACCCATACTTTAAG 
CCACAGCGATCAGGAGAAAGCTACTGATGAAACCTCTACCACAAGCAGATCTCCAGCCCCCCTACTTCGAGCCACATCTCTTCTAAAGACCTAT 
GACTCTATTTCCCCCTCAATGATTTCACTTCTCCCCATCCACTAAGATCTATTAAGATGAGCCACACCTCTTGCTACCTTGAAGGTAATTGTTT 
TCCTCTGGAAGAGCTGTTCTTTCCCATTATTTCAGCTGATGGAGTAGAAGCATTACGGTACCTCCATGTAACATTCCTTAGACTCAAGAATTAT 
TATTGACTTCAGTAAACTGCAGAAAACCAAGAAAGTCACCAAATAGGTCTGTTGGATGGACAAATATTTGAAAGCAATTATTTTTATGGATAGG 
CTAGAACTCCAGTCTCCTTTTTCATGGAAGCATGGAATGCCTTTTGCAAGAAAAATATTTCTTTAAGAGACAAGCTGTTGCTACTTCAGATGAA 
GGTATGGGTTCATGCTAAGGTTTTTGAGGGGAGGTGGTTTAATTTCGTGGGACTACAATAGCTAAAAGTGTATTTCAGTTATATCTGTATCTTA 
GAAAAATGTACAGTTACAGACAAGGTTTAGGGTGGGGCAACTAAAACAATCAGAGAAAATTTTTATAGTTTTTCTATTTCGTGTTTATTTTTTA 
CAGCACATTCCAACGTACTCTGGCAGTTACTGACTTTACACCTTTTATGGGCTTTGAAAGTTGTGTAACCTTTTCAGAGGAAGGTGATAGACAC 
AATATCTATTTACACAAGGACACATTTCCCCTTTCTTTATATTCCGTTTATTCAAGGTTTTATTTCCAAGGTCTTATTACTATAAAACTTAAAG 
CTAGACAAGGTCTGCCCTCATGTCAGATAAAAAAAAATACCAAAACAATTTTGATGGCTCAGAAGCTTATTTTTTCATACTTCCAGGTCCTAAA 
TAAATTACAGTTATTTTCACATTCCTCTTGAATATCCTTCAGGCATGATAGTGAGCATATTTTTTCTGTAAAGCCCCTTAATACTTTCCTTCTG 
ATGGTTTGTATAGAGCAAGTTGTTGAATGATCGTGGATTCCAATAATTAGAGAGAGTCTTCTAAAATCTTTTTTTCCTTTTGACATATTGTTGG 
AAGACATATAGTCACTTGATGTATTTATGAAAGTCTGTGGAATTATTGGCAGTAGATGTACAATATATATGAAATTATTTGTGTATAGCAGTTG 
TTTTGGGGGTCTTCCCTCAGCATGCCATCATGCTAGGCTTGCTGATGAAGGTGCTGTTAGACTTTTTAGCCATCAAAGGGCATTATTGACTTGT 
GTTCTGGAATATAGCTAAGTATTATGTCCTTGGATTGTAAGCATATTATAGATGTTGACAGAAAGTGAAGCTGAAAAAATTTCTAAAGGATAGA 
AATAACTACAAAAACTCACTAAATGAAAGGAGCGGTCAGGGGCCTGTATGTTTGAAACATCAATACAATGACTAGTTTCCTTTGGTAGGAGTTA 
AGTAAGGTAATCAAAACCATTATGAGTCCTAGATATACAGGAAAACCCGAATATGTTTACTTTTGTAAAAAAATAAACAGATGTCAAGTCTTTG 
GGAAATCATAAATTTCACTGAGAACACTGTGACCTAGAAATACCGTGTCTTCTTGAAAGAAAGTGAATTTACTGTTACAAATTCTTCGACCAAT 
ATCTGTTTTTAGGATAGCTTGACAAAGGGAGGGTCCTTGCTTTTATTCTTATTTGCCATTATGTTTATATTTTTGATATTAAGGAAGAGGTTTG 
GAGGGGAAAATTACATATCTAAGATGTTATTACCTGCATGTTGGAGCCTATCCAGAACCTCAACAAATGTATGGAAATTTGAACCTTTTTGAAA 
ATCACCAGCATACTGAAATTTGAAAACCTCTCCCAGGTACCAGGGAACCTGCTAATATTTCCAGAGGGAATGAGTGGCTGCCATCTTCCCAAGA 
TGCTCCTGTAACCAGGAAGTTGGAGGAGCCTCAGAACTGGCCTCTCTCCACTGCAACCATGGCATTGCAGAAATTCTGCTCTCATTTTATTTAA 
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TCATTAATTTATAATGCAGGTTTAATGGCTTCGAATGTTCCTGGGATAAAAAATTAAAGTGGCCAAGCTAGTTTGTATAAAGGCTGACTATAGT 
ATGTTAACAATAATTATTTATAACAATATTTTGTATTGGATAGCACATTCCATCTGAATATTTCAAATTGGCATGGTCCCTTCTAACTGGCATT 
AATTCATTCATCTTGCATCCCCAAGTAATAAAGTTATTCCCATTTTTAAATGGAGAAATCAAGATTCATGCATTTCAGTGACAGATGTTCAAAT 
TCAGAAGAAAATCTCTGTTTGAGTTTGTCTTTGCCTTGTAATACGTATTTGTCACTAGGCCTCGATTATTAAATAAGAAATTGAACCTTGCATT 
TAGTCCTATGATCTTTACCCACCCAAGCACGGAGGTAACAAGGTAACTGTGATTTAAAAAAAAAAAAAAAGTCAATGATAAATCCCCCCGGATG 
GGCAAGAGTCACTGGACAAAAATTATTGAAAAATAGCTGCATGCTCTCCTCAGTAGCACATACTTGGAAATTGAAATTTTGTGGGGAAGACAAG 
GAGGAATAAAGGCTAAGGTTCAGGAGAAAAGTCTTAGAAGGTCTTCGCGACACTTGCCACATGTAAAGACGTTGTAAGAAAGCAGGCCCACAAG 
G C CTTTAATC CACTGGCT CAAACATAAATG ATCTCTAAG C ATGTAAG CATAAG AG ATTTAGG AAAC C AAATG ATT C ATAAAATT C C AAAACACT 
TCTTTTTTTTTTTTTTTTTTAAAGACAGGGTCTCATTCTGTTGCCCAGGCTGGAGTGCAGTGGTGTGATCATAGCTCACTACAGCCTCGACCTC 
CCAAACTCAAACAATCCTCCTACCTCAACCTCCTGAGTGACTGGGACTATTGGCATGCAACACCATACCTGACTGATTTTTTATTTCTTGTAGA 
GATGGGGTCTTGCCCAGGCTGATCACAAACTCCTGACCTCAAGAAATTCTCCCTGCTTGGCGTCCCAAAGTGTTGGGATTACAGGTGTGAGCCA 
CCATAGCTGGCCAAAAGGACTTATTTTAAATTTGAAGTCATATTACCAGCAGAGACATTTTTAAAATGAGGTTACATGTCTGTGTCACGTCTAA 
GCTGAAGGATTAGGCATGGTCTCTCTCATCATGGCCTTCCTACTTGAGGAAGCATTTGCAAATAAATTTCTAAGTGAAGGGCCAACACAAAAAT 
TGTGACTGGCACAAGTTCAAATCTTCCTTTTTCCTCGTAGCCACCACACATTGCAGCACCAGAGAAAAGACAACAGACACTGAAACAATGGTAT 
TTCAGTGATTATACCAGTTACATCACCTTGCATTTCCATGTTACTGTTTTATACATCACACAGTGCCATTGCACATACAACTTTGTAGGCTCCT 
ATGACAACCTCATAAACAGGGAACCATTATCATGATTTTTACTCATTTCTACCAAGCTTCCTTGGATGATAGGCCAAGGCCACACAGCTGGTTA 
CACGTTGGTTCTGGGACAAGGCAAGTCTTCAAGCTCATAATTCTGTGAACTGCCTCTTTATCTCTATTGTTTCCAAACTATTGCAGGAAACATG 
GGTGTATTGTTAGATTCTGGTAATTGATCAAATTGGTAGGCTTCTATAACTCAAATTAAGGGGATCCATGAAAGTAACAATCATCAAAACAATT 
TAAAATTAAGCAACAATCTCCATTTTTGTGGCATGAAAATCCCAAAAAGTCGCAGGGATTTGCATCCCTTACTCTGGTCATGTGGGGTTTAAAC 
TTAGATTGCATTCTGCACTGGGAATTTGTATTATCATGTATGTTTTTGTTTGGCTGTTGTACACCTAAAGACATGCTTTCTGGTACCGGCTTTG 
CTACCAACTAGCTGTACGGCCTTTGACAAGCCATTTGACCTCACTGTGCCTGTATTACCTCCTTTGTCAAAGAGTTGACTTCAAGTGTCCTTGT 
GGAACTACAATTTTGTGATTATATTTCTCCAAATAAATTGTAAGCTTCCTGAGGTGAGAATGGCACTTCCTTCTATCTTCTGGATTTGCCACAT 
TGTGGGTATTTAATAAATGTTTGATGATGGCATTGAACGATTTATTGGCACGCTTGAGTAGAGTTATAGGAAATCATTATTGGGTGCCTTATTA 
AGAATTAGCTGTCTATAAGCTGCATATGTAATTTTCCTTTACATCAATAGAGTTTCTGCTTCTGGTGAAGACGAAGTATTGCCCCTTCACATCA 
GTT CTT CTGTATGTTAAT AC ATTAG CAACTG ATATCTT ATTTGTACTGTAACTG AC AG AATAATGTAG AGAAAGC AT ATAAGT AGGAAAAGGGG 
TTAGTAAGGTAACATTGTATAGGGCATCTTCAAAACAACAGTTCTGCTATTTCAAATGTCAAGCTAATTATCAGCAATGTTTAAATGCTATGAT 
AGGCCATTTTTGCAAATGCTGAAATTTTCCAGCAGGTATGGACGTTATAAAAATGTCAAATTTTGCTACTATTCTATTACATGTCACCAGAACA 
CAAAAATCTGAAAATAAAAGTTATATGTATAGGCAAGGAAGAGAAACCATTATTTGTTTTGCATATGACTGTAAAATTAATTGGCATAGTGATA 
TAATTTAGAGTATTGTTTACTTGGAAGGAAGAGTAGAGAGGATTTAATATA 

HUMAN SEQUENCE - mRNA 

GGCGATCACGTTTTCACATGATGCTCACGCTCAGGGCGCTTCAATTATCCCTCCCCACAAAGATAGGTGGCGCGTGTTTCAGGGTCTCTCGTCT 

CTCTCCTACAGAAAAGAAAAAGAAAAAAATGTCATTAGAAGAGGCGTAACACGTCAGTCCGTCCCCAGGTTTGTGTTTCCTGGAGTGGCCGAAA 

GAGATCAGTTCTAACCTGCTCTGCAGGAATAACGGTCCTGCCTCCCGACACTCTTGGCGAGGTTTTTGTACAGTTTGCTCCGGGAGCTGTTTCT 

TCGCTTCCACCTTTTTCTCCCCCACACTTCGCGGCTTCTTCATGCTTTTTCTTCTCACCATTTCTGGCCAAAACTACAAACAAGACTTCGCAGA 

TCGAGCCTGCGTGCTGCCGAAGCAGGGCGCCGAGTCCATGCGAACTGCCATCTGATCCGCTCTTATCAATGAAGCAGCCGATCATGGCGGATGG 

CCCCCGGTGCAAGAGGCGCAAACAAGCCAATCCCAGGAGGAAAAACGTGGTGAACTATGACAATGTAGTGGACACAGGTTCTGAAACAGATGAG 

GAAGACAAGCTTCATATTGCTGAGGATGACGGTATTGCCAACCCTCTGGACCAGGAGACGAGTCCAGCTAGTGTGCCCAACCATGAGTCCTCCC 

CACACGTGAG CCAAG CTCTGTTG CCAAG AGAGGAAGAGG AAG ATG AAATAAGGGAGGGTGG AGTGGAAC ACCCCTGG CACAACAACGAGATTCT 

ACAAGCCTCTGTAGATGGTCCAGAAGAAATGAAGGAAGACTATGACACTATGGGGCCAGAAGCCACGATCCAGACCGCAATTAACAATGGTACA 

GTG AAGAATGC AAATTG C AC ATC AGATTTTGAGGAATACTTTG CCAAAAGAAAACTGGAGGAACGCG ATGGTCATGCAGT CAGC ATCG AGG AGT 

ACCTTCAGCGCAGTGACACAGCCATTATTTACCCAGAAGCCCCTGAGGAGCTGTCTCGCCTTGGCACGCCAGAGGCCAATGGGCAAGAAGAAAA 

TGACCTGCCACCTGGAACTCCAGATGCTTTTGCCCAACTGCTGACCTGCCCCTACTGCGACCGGGGCTACAAGCGCTTGACATCACTGAAGGAG 

CACATCAAGTACCGCCACGAGAAGAATGAAGAGAACTTTTCCTGCCCTCTCTGTAGCTACACGTTTGCCTACCGCACCCAGCTCGAGCGGCATA 

TGGTGAC ACAC AAGCC AGGGAC AGATCAG C AC CAAATG CTAAC C CAAGGAG C AGGTAATCGC AAGTTC AAATGCAC AGAGTGTGGCAAGGCCTT 

CAAATATAAACACCATCTGAAAGAACACCTGCGAATTCACAGTGGTGAAAAACCTTACGAGTGCCCAAACTGCAAGAAACGTTTCTCCCATTCT 

GGTTCCTACAGTTCGCACATCAGCAGCAAGAAATGTATTGGTTTAATCTCTGTAAATGGCCGAATGAGAAACAATATCAAGACGGGTTCTTCCC 

CTAATTCTGTTTCTTCTTCTCCTACTAATTCAGCCATTACCCAGTTAAGAAACAAGTTGGAGAATGGAAAACCACTTAGTATGTCTGAACAGAC 

AGGCTTACTTAAAATTAAAACAGAACCACTAGACTTCAATGACTATAAAGTTCTTATGGCTACACACGGGTTTAGTGGCACTAGTCCCTTTATG 

AATGGTGGGCTTGGAGCCACCAGCCCTTTAGGAGTTCATCCATCTGCTCAGAGTCCAATGCAGCACTTAGGTGTAGGGATGGAAGCCCCTTTAC 

TTGGGTTTCCCACCATGAATAGTAATTTAAGTGAGGTACAAAAGGTTCTACAGATTGTGGACAATACTGTTTCCAGGCAAAAAATGGACTGCAA 

GG C TG AAG AAAT TT C AAAGTTG AAAG GT TAT C AC ATG AAG GAT C CATG CT C T C AAC CT GAG G AAC AAG GAG T T ACTT C T C C T AAT AT T C C G C C T 

GT CGGTCTTC CGGTAGTGAGT CATAATGGTGCCACTAAAAGTATT ATTG ACTATACGTTGGAAAAAGTC AATGAAG C CAAAGCTTGC CTCCAGA 

GCTTGACTACTGACTCAAGGAGACAGATCAGTAATATAAAGAAAGAGAAGCTACGTACTTTAATAGATTTGGTCACTGATGACAAAATGATTGA 

GAACCACAACATATCCACTCCATTTTCATGCCAGTTCTGTAAAGAAAGTTTTCCTGGCCCCATCCCTTTGCATCAGCATGAACGTTACCTTTGT 

AAGATGAATGAAGAGATCAAGGCGGTCCTGCAGCCTCATGAAAACATAGTCCCCAACAAAGCCGGAGTTTTTGTTGATAATAAAGCCCTCCTCT 

TGTCATCTGTACTTTCTGAGAAAGGAATGACAAGCCCCATCAACCCATACAAGGACCACATGTCTGTACTCAAAGCATACTATGCTATGAACAT 

GGAGCCCAACTCCGATGAACTGCTGAAAATTTCCATTGCTGTGGGCCTTCCTCAGGAATTTGTGAAGGAATGGTTTGAACAACGAAAAGTCTAC 

CAGTACTCAAATTCCAGGTCCCCATCCCTGGAAAGAAGCTCCAAGCCGTTAGCTCCCAACAGTAACCCTCCCACAAAAGACTCTTTATTACCCA 

GGTCTCCTGTAAAACCTATGGACTCCATAACATCACCATCTATAGCAGAACTCCACAACAGTGTTACGAATTGTGATCCTCCTCTCAGGCTAAC 

AAAACCTTCCCATTTTACCAATATTAAACCAGTTGAAAAATTGGACCACTCCAGGAGTAATACTCCTTCTCCCTTAAATCTTTCCTCCACATCT 

TCTAAAAACTCCCACAGTAGTTCATACACTCCAAACAGCTTCTCTTCTGAGGAGCTCCAGGCTGAGCCTTTAGACTTGTCATTACCAAAACAAA 

TGAAAGAACCCAAAAGTATTATAGCCACAAAGAACAAAACAAAAGCTAGTAGCATCAGTTTAGATCATAACAGTGTTTCTTCCTCATCTGAAAA 

CTCAGATGAGCCTCTGAACTTGACTTTTATCAAGAAGGAATTTTCAAATTCAAATAATCTGGACAACAAAAGCACTAACCCAGTGTTCAGCATG 

AACCCATTTAGTGCCAAACCTTTATACACAGCTCTTCCACCTCAAAGCGCATTTCCCCCTGCTACTTTCATGCCACCAGTCCAGACCAGTATTC 

CTGGGCTACGACCATACCCAGGACTGGATCAGATGAGCTTCCTACCACATATGGCCTACACCTACCCAACTGGAGCAGCTACTTTTGCTGATAT 

GCAGCAAAGGAGAAAGTACCAGCGGAAACAAGGATTTCAGGGAGAATTGCTTGATGGAGCACAAGACTACATGTCAGGCCTAGATGATATGACA 

GACTCCGACTCCTGTCTGTCTCGCAAAAAGATCAAGAAGACAGAGAGTGGCATGTATGCATGTGACTTATGTGACAAGACATTCCAGAAAAGCA 

GTTCCCTTCTGCGACATAAATACGAACACACAGGAAAAAGACCACATCAGTGTCAGATTTGTAAGAAAGCGTTTAAACACAAGCACCACCTTAT 

CGAGCACTCAAGGCTTCACTCGGGCGAGAAGCCCTATCAGTGTGATAAATGTGGCAAGCGCTTCTCACACTCGGGCTCGTACTCGCAGCACATG 

AATCACAGGTATTCCTACTGCAAGCGGGAGGCGGAGGAGCGGGAAGCGGCGGAGCGCGAGGCGCGCGAGAAAGGGCACTTGGAACCCACCGAGC 

TGCTGATGAACCGGGCTTACTTGCAGAGCATTACCCCTCAGGGGTACTCTGACTCGGAGGAGAGGGAGAGTATGCCGAGGGATGGCGAGAGCGA 



705 



WO 03/039484 



SAGRES DISCOVERY 02- 



GAAGGAGCACGAGAAAGAAGGCGAGGATGGCTACGGGAAGCTGGGCAGACAGGATGGCGACGAGGAGTTCGAGGAGGAAGAGGAAGAAAGTGAA 
AATAAAAGTATGGATACGGATGCCGAAACGATACGAGATGAAGAAGAGACTGGAGATCACTCCATGGACGATAGTTCGGAGGATGGGAAAATGG 
AAACCAAATCAGACCACGAGGAAGACAATATGGAAGATGGCATGTAATAAAGTACTGCATTTTAAGCTTCCTATTTTTTTTTCCAGTAGTATTG 
TTACCTGCTTGAAAACACTGCTGTGTTAAGCTGTTCATGCACGTGCCTGACGCTTCCAGGAAGCTGTAGAGAGGGACAGAAGGGGCGGTTCAGC 
CAAGACAGATGTAGACGGAGTTGGAGCTGGGTATTGTTAAAAACTGCATTATGCAAAAATTTTGTACAGTGTTAAGGCCTAAAAACTGTGTGGT 
TCAGAGACTAATTCCTGTGTTTAATAGCATTTATACTTTAAGCACAACTAGAAAATTGTAAGAATTGCACTCTACTTATGTATCACTACAAACT 
TTAAAAAACTATGTCTAATTTATATTAATACATTTTAAAAAGGTGCCCGCACTAGCATACATCAGTATTTTTATTATTATTATTGTTATTCCTT 




TTAAAGTGACCTGGACGTGAAGGAAAAAGTAAGATGAGAAATAAAGAAAGCCTTTGTAAGGTGGTTTTAAAAGCCTTATATGCAAAGCTTTTAA 
TCTGTGTTTCTGCAAGTGCCATCCTTGTACAGTGTTAAGAGGGTAACATGGGTTACCTTTGCACCAGCTTCAGTGTTAAGCTCACCCTGTTCTT 
TGAAGCACGCATGTCAGTATTAGAAGAATAGGCAGCAGTTCCTTAGTTTACATATGTTTGTGCAATTATTTTCTGTACTTTTTTGTTCATTAAT 
TTTGTCAGTATTACACCAAACTGTTTTTGCAACAAAAAAATTTTTTTTGCATTCATTTAATTTTAGGTCAAATAACATTTTATTTATGTGGCTC 
ATTTTATATTTCCTAATTTTATTTATTTCATACTGTAGTGTACAGTATTATAGTTCTTCAATATATAGATATATTTTAGTAAAAAAGGAACATG 
ACGTTGATCATTTGGGCAAATTTTACGTAAAGAGAAGAGCATTTATTGTGTTTTGGAACATTAATTGTGAGATGGGATTTTTCAATTTTATTAT 
TTTATTTTTGTTTTTTTCCAATTACTGGAAATTCCAAATTTGGGAACTTTTGATACGATCTTGTGAAAACACTGTATTTTCGACTGAAAATTCC 
ACTTTCTTCATCTTGTTTTTTAGCTAAAAAGAGGGACTGTTAAATACAATGTATGATACCATGACAAAAATCTTTCCTGAATTGTCTTTGTAAA 
AGTATTATTGAATTTTCAATTTGTAATTTCTTTTGAAAATGACCATGCTCGAATAAAAATGTAGCCAAACT 

HUMAN SEQUENCE - CODING 

ATGAAGCAGCCGATCATGGCGGATGGCCCCCGGTGCAAGAGGCGCAAACAAGCCAATCCCAGGAGGAAAAACGTGGTGAACTATGACAATGTAG 
TGGACACAGGTTCTGAAACAGATGAGGAAGACAAGCTTCATATTGCTGAGGATGACGGTATTGCCAACCCTCTGGACCAGGAGACGAGTCCAGC 
TAGTGTGCCCAACCATGAGTCCTCCCCACACGTGAGCCAAGCTCTGTTGCCAAGAGAGGAAGAGGAAGATGAAATAAGGGAGGGTGGAGTGGAA 
CACCCCTGGCACAACAACGAGATTGTACAAGCCTCTGTAGATGGTCCAGAAGAAATGAAGGAAGACTATGACACTATGGGGCCAGAAGCCACGA 
TCCAGACCGCAATTAACAATGGTACAGTGAAGAATGCAAATTGCACATCAGATTTTGAGGAATACTTTGCCAAAAGAAAACTGGAGGAACGCGA 
TGGTCATGCAGTCAGCATCGAGGAGTACCTTCAGCGCAGTGACACAGCCATTATTTACCCAGAAGCCCCTGAGGAGCTGTCTCGCCTTGGCACG 
CCAGAGGCCAATGGGCAAGAAGAAAATGACCTGCCACCTGGAACTCGAGATGCTTTTGCCCAACTGCTGACCTGCCCCTAGTGCGACCGGGGCT 
ACAAGCGCTTGACATCACTGAAGGAGCACATCAAGTACGGCCACGAGAAGAATGAAGAGAACTTTTCCTGCCCTCTCTGTAGCTACACGTTTGC 
CTACCGCACCCAGCTCGAGCGGCATATGGTGACACACAAGCCAGGGACAGATCAGCACCAAATGCTAACCCAAGGAGCAGGTAATCGCAAGTTC 
AAATGCACAGAGTGTGGCAAGGCCTTCAAATATAAACACCATCTGAAAGAACACCTGCGAATTCACAGTGGTGAAAAACCTTACGAGTGCCCAA 
ACTGCAAGAAACGTTTCTCCCATTCTGGTTCCTACAGTTCGCACATCAGCAGCAAGAAATGTATTGGTTTAATCTCTGTAAATGGCCGAATGAG 
AAACAATATCAAGACGGGTTCTTCCCCTAATTCTGTTTCTTCTTCTCCTACTAATTCAGCCATTACCCAGTTAAGAAACAAGTTGGAGAATGGA 
AAACCACTTAGTATGTCTGAACAGACAGGCTTACTTAAAATTAAAACAGAACCACTAGACTTCAATGACTATAAAGTTCTTATGGCTACACACG 
GGTTTAGTGGCACTAGTCCCTTTATGAATGGTGGGCTTGGAGCCACCAGCCCTTTAGGAGTTCATCCATCTGCTCAGAGTCCAATGCAGCACTT 
AGGTGTAGGGATGGAAGCCCCTTTACTTGGGTTTCCCACCATGAATAGTAATTTAAGTGAGGTACAAAAGGTTCTACAGATTGTGGACAATACT 
GTTTCCAGGCAAAAAATGGACTGCAAGGCTGAAGAAATTTCAAAGTTGAAAGGTTATCACATGAAGGATCCATGCTCTCAACCTGAGGAACAAG 
GAGTTACTTCTCCTAATATTCCGCCTGTCGGTCTTCCGGTAGTGAGTCATAATGGTGCCACTAAAAGTATTATTGACTATACGTTGGAAAAAGT 
CAATGAAGCCAAAGCTTGCCTCCAGAGCTTGAGTACTGACTCAAGGAGACAGATCAGTAATATAAAGAAAGAGAAGCTACGTACTTrAATAGAT 
TTGGTCACTGATGACAAAATGATTGAGAACCACAACATATCCACTCCATTTTCATGCCAGTTCTGTAAAGAAAGTTTTCCTGGCCCCATCCCTT 
TGC ATC AGCATGAACGTT AC CTTTGTAAG ATG AATGAAGAG ATC AAGG CGGT GCTGCAGC CTCATG AAAAC ATAGTCCCCAAC AAAG CCGG AGT 
TTTTGTTGATAATAAAGCCCTCCTCTTGTCATCTGTACTTTCTGAGAAAGGAATGACAAGCCCCATCAACCCATACAAGGACCACATGTCTGTA 
CTCAAAGCATACTATGCTATGAACATGGAGCCCAACTCCGATGAACTGCTGAAAATTTCCATTGCTGTGGGCCTTCCTCAGGAATTTGTGAAGG 
AATGGTTTGAACAACGAAAAGTCTACCAGTACTCAAATTCCAGGTCCCCATCCCTGGAAAGAAGCTCCAAGCCGTTAGCTCCGAACAGTAACCC 
TCCCACAAAAGACTCTTTATTACCCAGGTCTCCTGTAAAACCTATGGACTCCATAACATCACCATCTATAGCAGAACTCCACAACAGTGTTACG 
AATTGTGATCCTCCTCTCAGGCTAACAAAACCTTCCCATTTTACCAATATTAAACCAGTTGAAAAATTGGACCACTGCAGGAGTAATACTCCTT 
CTCCCTTAAATCTTTCCTCCACATCTTCTAAAAAGTCCCACAGTAGTTCATACACTCCAAACAGCTTCTCTTCTGAGGAGCTCCAGGGTGAGCC 
TTTAGACTTGTCATTACC^AAACAAATGAAAGAACCCAAAAGTATTATAGCCACAAAGAACAAAACAAAAGCTAGTAGCATCAGTTTAGATCAT 
AACAGTGTTTCTTCCTCATCTGAAAACTCAGATGAGCCTCTGAACTTGACTTTTATCAAGAAGGAATTTTCAAATTCAAATAATCTGGACAACA 
AAAGCACTAACCCAGTGTTCAGCATGAACCCATTTAGTGCCAAACCTTTATACACAGCTGTTCCACCTCAAAGCGCATTTCCCCCTGCTACTTT 
CATGCCACCAGTCCAGACCAGTATTCCTGGGGTAGGACCATACCCAGGACTGGATCAGATGAGCTTCCTACCACATATGGCCTACACCTACCCA 
ACTGGAGCAGCTACTTTTGCTGATATGCAGCAAAGGAGAAAGTACCAGCGGAAACAAGGATTTCAGGGAGAATTGCTTGATGGAGCACAAGACT 
ACATGTCAGGCCTAGATGATATGACAGACTCCGACTCCTGTCTGTCTCGCAAAAAGATCAAGAAGACAGAGAGTGGCATGTATGCATGTGACTT 
ATGTG ACAAG ACATTCC AGAAAAGCAGTT C CCTTCTGCGAC ATAAATACG AAC AC AC AGGAAAAAG AC C AC AT CAGTGTC AG ATTTGTAAGAAA 
GCGTTTAAACACAAGCACCACCTTATCGAGCACTCAAGGCTTCACTCGGGCGAGAAGCCCTATCAGTGTGATAAATGTGGCAAGCGCTTCTCAC 
ACTCGGGCTCGTACTCGCAGCACATGAATGACAGGTATTCCTACTGCAAGCGGGAGGCGGAGGAGCGGGAAGCGGCGGAGCGCGAGGCGCGCGA 
GAAAGGGCACTTGGAACCCACCGAGCTGCTGATGAACCGGGCTTACTTGCAGAGCATTACCCCTCAGGGGTACTCTGACTCGGAGGAGAGGGAG 
AGTATGCCGAGGGATGGCGAGAGCGAGAAGGAGCACGAGAAAGAAGGCGAGGATGGCTACGGGAAGCTGGGCAGACAGGATGGCGACGAGGAGT 
TCGAGGAGGAAGAGG AAGAAAGTGAAAATAAAAGT ATGG AT ACGGAT C C CGAAACG ATACG AGATGAAGAAGAG ACTGGAGATCACT CC ATGGA 
CGATAGTTCGGAGGATGGGAAAATGGAAACCAAATCAGACCACGAGGAAGACAATATGGAAGATGGCATGTAA 
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TABLE 37 



MOUSE NOMENCLATURE 
ICSGNM Vdacl 
Celera mCG3S3 6 

HUMAN NOMENCLATURE 
HGNC VDAC1 
Celera hCG165B8 

MOUSE SEQUENCE - GENOMIC 

TTTGATCCTGGAAAGGCATCAGAGGCTGGTGTCTTTGGTAAGAAGGGCTGTGTACCCTGAACCTGGGATATGGAGGGGTCTGATGGGTTTGGGG 
GAAGAAGCTGAAGAAGTTATGGCATGTCAGAGCAAGCCCTTAAGGTCAGTTTCCTGCCTCCCTCCTCCAGGGTACTCAGAATCCAACCAGCTTG 
TTGATTTATTATCTTTCTAACTGTCACTGTCAAGAAAGTCCTCTCCCCGAGAGGGACAAAGGGCATTGTAGGAAGGGCAAAAAGGATCCCATAG 
TTGGAGATGCCTGAGCGGATCCAGACTTTGCAGGTAACATTGTGTGTATGTGTGTGTGTGTGTGTGTGTAATTTCCACGGAGGTGTAGCAGTAG 
CAAGCCGTATC AG AGGCAGTACAGACACTACTGTC AAGATAGGCAAC AGGT C ACATCCATAC C CTCT CTC CTG AC AC CAATTACAAAC CTAGGG 
ATCCCTGAGGCCACCCTCACATTTAAGAACTCACTGGGATCTCTGTCACTCCCAGTCACAGGTAAAAGCAACTCAGGAAAGGGTCAAGTGGGCA 
AGACCAGGAGGCGTCCCAGGGAACTGTCTGCCGTCTCCTGCAGATGGAGTCCCAGCTGGTGCTCACTGCTCTCCAAATGTGCCAACTCACAGGG 
AGCACCATCCGCTGCCTCAGGTGCTACCTAAAGCGCATATTGGGGTTCCATACTTGCTGCCTGTGAGGTCAACACCAGTCCTTCAGATAGTCTA 
AGGCCCAGCTTCGTAAGCTTGGCTCAAAGCTGGTAACCATGGCAATCTCGTTGATTTACACTGTAAGGCCAACTCTCTAAATGAAGATCCGCTC 
CTAGAACAGCACTTTGTGGAAGCTAAGGGCAAAGGCCAGACCTCCTTGTAGACAAGGTTAAGAACTTTACTTGAATGTAGATAAATTCAACTTC 
TGGCCTGCATTAGGCTGCAGAGGCCATTCTTCAGGACTGAAACCCCCCAGGACATGGTCCTCAGCTGCACAGACTGTAGAAGGAAGCCCAGGGG 
ACTGGCTGCCTGCTTGCATGCTGTAGTCACCTGTCATACCCTGATGGCATGTTGAACACCAGCTGGGGGACAGCGTCCTGGAAAGGGACAGGGT 
GGACAAGCCAAGGCCAGGCCTGACCCCAGGGCAGCATTGATTCCAGAAAGGAAGTTAGCAAAGTTGCCATTAGGTATTGAGCTCTATGATGGAA 
GCAAAAAGCCAAGTTCAAA&CAATGTGGAAGGAAGAACCTACCTTTGAATAGGAGTAGAGGAAGTGACCACCTGGTGGAGGATGTGGTTCCGTT 
GGCAGAGTGCTTAGTGTCTAGCATGCAGGAAGCCCACAGCCCTGGGAGATAGAGGTAGGAAGATCAGAAGTTCAAACTCATCCTTGGCTACCTA 
ATAGTGAGTTTGAGGGAAGCCCGGGCTACGTGAGATGCAGAGATGCAGTGTCAAAACAAAAAACAAAACAAAACAAAACAACAACAACAACAAC 
AACAACAACAAAAACCCAAAAACAACCTTTAGTCCTAGCACCCAGGAAGCAGATATAGATGGGTCTCTTTGGGTTCAAGGCCAGCCTGGTCTAC 
ACTGTGAATTCTATAACAGCTAGGGCTACATAGTGAGACTATGTCTAAAAACAACAAAATTCCCCCAAAAAACAAGAATCAAGTAATGCTTGTT 

GTCCTGGAACTCACTTTGTAGACCAGGCTGGCCTCGAACTCAGAAATCTGCCTGCCTCTGCCTCCCAAGTGTTGGGAGTGCACCACCATGCCCA 
GCACTTGTTCAAGTCTTAAGGAGTTGGGTTGTTAAGTCAAAGGACAGAGGCAGGTACAGCTTTGCCCCTAGGGCAAACCCCATGCATCTGTTCA 
CTTGTGTAGCCTGAGGAGACAATGCTATCTCTTGCAGTAGTATGGTATCTTAGCCAATGATCGATTGATCGATCTCTCTCTCTCTCAAATACAC 
ACACACACACACACACACACACACACACACACACACACACACACATATGCGTGCTGAGCAGAGAAACTCTGGCTTCTTTCCCACTTAAGGTCTC 
CGGTAGGAAGGCAGCCTCTGACAATTTCACTTTCCACACTCCAGCCCAAATTGGAGAGCCTCACAGCTGCCAGGGCAGGCAGATAAGTTTGCCA 
CCCAATAGCAGAAACGACCGCACTTACTCCAAACCCTAATCATTCCAGTGCAGCAAATGGAGAAAGAGCCTCTGTCTTTATTAAGATTTTTTTT 
AACTTATTTTTATTTTTTGAATGTAGCCCTGGCTGTCCTGGAACTCACTATGTAGTCCAGGCTGGCCTCAAACTCACAGAGATCCTCCTGCCTC 
TGCCTCCTGAGTGCTGGGAATATAGGCGTGCACCACCACGCCCAGCTAAGAAGAGATTCTAAAATACAAGTGTGTGTCTGTGTGTCTATGCCCA 
TGAGTGTAGTGCCTGCTGAATCTGAAGACTGAAGCTCGAGATACAGGGACATGGGTCACGGGTGGTGGAATGCTGACGAGGGTCTTCTAGAAGA 
GCAGAAAAGGGGGCTGGTGAGATGGCTCAGTGGGTTAGAGCACCCGACTGCTCTTCCGAAGGTCCAGAGTTCAAATCCCAGCAACCACATGGTG 
GCTCACAACCATCCGTAACAAGATCTGACCCCCTCTTCTGGAGTGTCTGAAGACAGCTACAATGTACTTACATATAATAAATAAATAAATAAAT 
AAATAAATAAATAAATAAATAAATAAATAAAAAAGAAAAAAAAAAAAAAAAGAAGAGCAGAAAAGGTACTTAACTGGTACCTTCAGCCTCCTGT 
CCCGGATTTGAGACAGGGTCTCACTCTGTAGCACAGGCTGGCCCACATCCATAGAGGCAGGGAGAGCAATGGGGTTCCAGGGGCAGAGGAAAAG 
GCACAGGGAGGCATCTGATGATACAAAGTTTCAGCTACACATGTTACATAATTTCCAGAGCTGTACCTGCTGAAGCGTCCATGGCTAACAGTCC 
CGGGACAGGGATGGCTGCTGTCCTGTCTATTTGATGGAGTTTACAATTTGTAAACCTGGGCATGCCGGTGAGGGAGTTTCTAGAGTGGGTTGAT 
TAAGGAGGGAAGCCCCGTCCTAATGCTGGGTGGCATCTGCTCAGGGGCTTAGCCTACATAAAAAGGAGAAAGTGGGCTGAGCCACCAACATTCA 
TCTCTCCCTTCTTGCTGACTGCGAATGCCCTGTGACCCACTGCATCATGTGGCTCTTGTCATGTCTTTCCTGTTATGATGGCCTGCCTTCTCAA 
CTCCCAAGCCAAAATAACCCTGTCCTTCCTTGAGTTGCTTTCGTCAGACACTGTGTTTCAGTAAGAACAGTCACTCATACAATGGTGGATTGTA 
AGTTTAAGTTAGATGTGAAGACAGATTTTTTTTTCCCTTTGGTTTTGTTTTGTTTTGTTGGTTTTGAAAGACAAAGTTTCTGTGTGTAGCCCTG 
GAACTTACTCTGTAGACCCGGCTGGCCTGGAACTCAGAGTTCTGCCTGCTTCTGCCTCCTGAGTGCTGGGATTAAAGGAGTATGCCACCACTGC 
CCTGCTTGCTTTGGTTTTCTGAGACAGGGCCTTGCTCTGCAGCTCTAGGCTGGTTTTAAACATAAAATCTTGTAGCTTCCCTCATGCACACACA 
CACTGCCACTAATATAACTAATTATAATTATATAATAATTTTTTAAAGTTTCTGAAAGCAGATGGTAGACAAGATGGCTCAGAAGTTAAAAGCA 
TTTGCTGCTCTTATAGAGGACTATGGTTCAGTTCCCAGCACTCACGGGGAGGCACACAATGATCCTTAACTCGTTTCAGGGGATCTCGCGCCCT 
CTT CTGGC CTC C ATGGAC AATGC ATG C ACATGGT ACAC AATC ATCTATGC AGG C AAAAC ACTTATC AC ATAAAATAAAAATAACAT AT AAATCT 
CCTTTTAAAAAGTCAGGAGAGGGGCTGGAGAGATGGCTCAGAGGTTAAGAGCACCGACTGCTCTTTCAGAGGTCCTGAGTTCAATTCCCAGCAG 
CCACATGGTGACTTAAAACCATCTGTAATGGGATCCGATGCCCTCTTCTGGTGTGTCTTTAGACAGCTACAGTGTGCTCATATACATTAAACAA 
ACAAACAAATAAACAAACAAATAAATCTTTAAAAAAAAGAAAGCCAGGAGAGATTGGTTAGTGGGTAGAGATGCTTACTATGGGGGCCTAACTA 
GTCTTTGGAACCTACAGAGGGAAACTGACTCCATACGATCTTCTCCAACTGTAGCCCCCTCCCCTAATATTAATTAAAGCAATTGTTTTTCAAA 
AGATTTCTTTAGTTTTATGTTATGTGTATGAGTGCTTGCCTGCATGTATGTAGATGTACCACATACTTGCCTGGTACCCTCAGAGGCCAGAAGA 
GTGTTAGATTACCTGGAGCTGAAATTACAGGTGTTTATGAGCCAATATATGGGTGCTGGGTCCTCTGCAAGAGCGGCCAGGGTTCTTAATGGCT 
GAGCAATCTTTCTTTCTTGTCCCTAAGATCAGTCATTACAAGGGAATGTAGGGATGTGGTTGGCATCTGTACAGCTTGTTGATGGAGATAGATG 

TATTCTTATTTTGTATTATTTATGTATATACATGTGTGTGTGTAGGGGTTGTGAATGTGTGCCACATGGGTACAGATACCTACAGAGACCAGAA 
GAGGGCGATAGATCCTCTCCAGCTGGATAACAGGTGGGTGTGAGCTGCCTGAAGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTATAACTGAA 
CTCAGGT CCT CTGGTAGAGC AGG AAGTGCT CTTAACTACTG AGCCAT CTT C AG CCCC AAG AAAAT AGATTAAAAAAAAAAACT CTTT AATCCCA 
GCATTTGGGAGGCAGAGGCAGGAGAATTTCTGAGTTCGAGGACAGCCTGGTCTACAGAGTGAGTTCCAGGACAGCCAGGGCTACACAGAGAAGC 
CCTGTCTCAGAAAACCAAAAACTAATCAAACCAAACCAAAACCAAAACAAAAAAAACCCTGCTAGCCTCGAATCCTAGGACTCAGGAGGTAGAG 
GCAGGAGGATTTCTATGAGTTGAGGCCAGCTTGGTCTGTCAATATAGTGAGTTCCAGGCAACCAGGAGTATATAGAGAAACCCTGTCTCAAGAA 
ACCAAAGTGGGTGGAGATATACCTTTGTGGTTAAGAGCACTGATTGCTCTTGCCAAGGACCTGGGTTCAATCCCTAACATCCATATGTTGGTTC 
ATAATTTTTAACACATGCATGATAGTTCACAACCATCCAGAGCTCTAAGGGATCCAACGCCTTCTTCTGACCTGCAGGGGCATCAGGCATGCAT 
GTTGCACACAGACATATAAAGGCAACATCCTTAGTGTAAAAGAAGTAAGTCTTTTTAAAAAAATAATCTTTGCTGGGGATGATGGTACATACCC 
ATAATCTTAACAGTTAGGAGGTTGAGGCAGG AGG AT CACG AGG AGTTAGT C AACTTCAGC AACAT AC C AAG ACTATGC CTTAGAGATTG AATAT 
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ACTCACAGGGCCCCAAGTATAGGATGGGCATCGCTCGCCCTTGTTGGGCCTGCTATAACTTGCCAGCAGTCAGTACTGTGGTTACAATAATGTG 
GATAGCGTTATAATTGCTCCCATTAATATTATGAATGAAGATTTCCTCAGAGGAAGCCTCTGAGACACTTTAGCAGGCTGAAGATGATGGGGGT 
GGGTCAGGACCTAGGGCCATTTTATTCCCTCAATCCCCAGGACTCACATGGAAAAGGGAAAGAACGGATCCCTGCAAGCTGTTTTTTAACCTGT 
GCATGAAAGTATAACGTAAAAACAAAATTCTAGGCCTTTAGGCCCAGGCTTGGGAATGTGACCTCTGTGACTTAATGCTCCAAGGTATGCTAAT 
CATAAAACAGATAGCGACATTCCTCCACCCGCCAGCTTCCTGGGTTCAAAGAGTGTTCATTCACAGAAAGTCACCCTGACCATTGCTGGAACCC 
GCTATGCAAATGTGCTATTGTTAGGGGCTCTTAGAAACTGTCTTGAGAGATAACAGGAATAATTACCAGGTATTCCTTGTGACTCTTGTGACTT 
TGTACTTCCTTGGGACTCTTAACTGGTATCTTTGGTATTTTCCAACAAAGCCCTCCCCACTTCCTTGAGTTGTGGTTTCTTCCTTTAAATACCC 
CCTTACCCAGCTACTTGGGGTGCCACGGTCCTCTACCCCTGCGTGGTGTATGACCGTGGGCCCGAGAGCGCTCTTGAATAAGAGTCCTCTTGCA 
GTTTGCAGCAAGACCGTTTCTTGTGTGATTTGGGGTGTCGCCTCTCCTGAGTCAGAACGTGGGGGAGTCCTCACGTTGTGGGTCTTTCATGCAC 

TTTTTTTTGAGACAGGGTTTCATGTAACCTAGGCTGGGTTTGAGGTCATTATGTAGCCAAGGATACAGTAAACTTCTGATCCAGCCTCTGAAAT 

AAAATAGTCTCACACGCATAGACCATTTCATTATTAAGAGAAAACTGCATCCCCTCTGGATGGTTTACTTTGTTCTGTGCAAAGGAAGACTGCA 

ACTGATTTTGCACCTAAAAGAAAATACAATGTAAATAAATTAGGCAAAAAGAAAGAAAGAAAGAAAGAAAGAAAGAAAGAAAGAAAGAA 

GAAAG AAAG AAAGGAAG AAAG AAAG AAAGAAAG AAAGAAAG AAAGAAAG AAGGAAAGCAAG CAAGCAAGC AAC C C ATTACT C AGGTAGCTGGC A 

AAC AG CAGGAG AGG C C AG ATGC AGGTG C AC ACT AG CTGCACAGCTAAT CTT AACC CT AGCGTC AGTTTTAGTCT ATTTT C ACAGCTAGAGAACT 

CCAGGGTCTCAGTGATTCCTCCCCAGAGTCAGGGGAAAGAGAGCAGGAGGACTCTGTCACTTGTCAGCTCCAACTCCAACGAAGCCTGTGCATG 

AGACAAAAGTGAAATAGGGTCACTTATCCCAACAGACCTATGGTCAGGACAAAAGTGACATAGGGTCACTTACCCCCAACAGGACTATGGTCAG 

G ACTGG C CC AT C C CC ACAAGTC AACAAGAC ATCTCTGG ACTC ACATGG AACTG AAGT AG CTCTGGGG ACC C CAAACTC AGG AGGGGG ATCCATG 

AGGAAATGAGCTCAAAGCGTCTTGCAACTGCACAGTGTTCTGCTTGCTTTTCTGGGCCAACAGAGATGCAAGCCTGCCGGAGGAGTTGGCAGAC 

TCAGGACATCCTGCTGTTTCCCTAAAGCTTCTGGATTTCTTAATTTGAATCTGCAAGTAAGAACCCGACTGGCCAGGCTTGGATCAGGTTTTCT 

GTCTCAGGCCAATCAGCTTTGGCAGACTCCGTAGAGGGGAGGCTGGGCAGAGTCCAGTTTAAAAAAAAAAAAAAAAAGGTGACTTGCTTTTCCC 

CTCCCTGCAGGCTGTGACTGGGAAGAAAGATCAATGAATAACATTTCTGGTGCACTTGGATTTCAATCCCAGGGGCTCCCAGGTCTCCTCCCTA 

TTCTGGCTGATTTTCTTTGCCTTTCTTGTGTGGCTAATTCTTTGGATTTAAAACCTTCCCTTCTGGAAGGAAAGAGATTCATAAAAGTCAGGTT 

CAGTCCTCAGCACTAGAAAGTTAAAAACAAACAAACAAACAAACAAACAAAACCCAAAACATACATGGCTTGGGAAGTCCAGCTATCGGACTCA 

CGAGGTCCCTCTAGTCAACAGTTGCTGGAGAGGGAACTCTTGAGCTGCTGATAAGTCATGCATTGGTCCAGGGATGCATGCAGGTTTGTTAGTT 

GGGGGCCTTTGGGGTGATCTTTTTAGTTACCTTGAGTTACCTTGTAAATAAATTAAACACTTTCCCTGGTTTGCCGACGTAGACTTTGGGTGGA 

ATTCTTTAATCTGTCATCTGTGCCTTCTCTACCGCAAATAGCTGTCTGTCTCCCCAGCAAAAGTGACACAAGCCACTCGCTGAGTTTTAGGTAA 

GTGCCTTACCAGTCCTCTGCATCTCCATTCATTTTAAATTAAAACCAAGACTCCCAGGGCGCTGAACGGAGGTGGCGCACACCGCCTTTAATCC 

CAGCACTTGGGAGGCAGAGGCAGGCGGATTTCTGAGTTCGAGGCCGGCCTGGTCTACAGTGTTAGTTCCAGGACAGCCAAGGCTATACAGAGAA 

ACCCTGTCTCGGGAAAAAACAAACAAACAAACAAACAAAAAACAAAAACAAAAAAAAAACC 

GAAAGACTCTCAGGGCGAAGTTCCGAGAAGCCAGACTTTCTGCCCACCCACGACACACAGCCCTGGGCATCAGGGCTCTGGGTCAAGTGTTAAG 
ATTCTTGGAGACAAATCTTGTGTCCCCAGGTCTTGTCCTTCCGACTCTGCCTCCCTGTACGCCCCTGTGACTCAGCAGCTTTCCCTGCCTGGCT 
TTAACTCCGGGAATGGGCTGGGTGTTTGTTGCCGGGTAGATAGAGCTGCAGACTTGGGAACAGGTTCTTTCTAATGCAAAGCAAGCCCTGTACC 
ACGGAGCTATCTGTTTGCCCACATTCTATTTCGAAGGGCTTTCCCTCATAGTCTTAACTAGATATGGGCTTAGGCCCCCTTACATTCCCTCTCC 
TCGGCCTCTCTCTCTCTTGGTTCCCTTCCTTTAGCCCACGGAACAGCATTTTCAATCTAGAGTGGCTGCGGATGCCCAGCTGTCTTGTTCAGCT 
ACAGCAGGTTGTGAGCAACCACCTGGCGTCTCCTCTACTGGACCCCAAATGCCTGAATTCTCCTCGGACGTCTGTTAGTAGAAGGCAAAGGGTG 
TGAAGTCTTCACTCACATGTGATTTCACAAACTCTCCAAACCTGATTTGGTTAGTCTTGGTGTGGCACGCTCAACAGGGCAGGAGGCCACGTGC 
TGAGACCAGGCTGGGAAAAAGTGTCCGCCCTCTCTACACTGCAGGAAAGCAGACATCCAGAACCCGCGTGACCTCACGTAGCGAGACTCCGCAG 
TCTCACAAACCCACTTTGTCTTTTTTAATTTCTTAAATGCTTGGGAAATGGCGGAAAGAGGCTTTGACACTAGGGAAGATTGCACGCAACTTTA 
CAGTGCGGAGCCGGCTCTCGGGAGAGTTTAATTTGCAACTGACTCGCTGACGCACGCGGGCGTGTCGCAGGCTCCGGAAATCAAGGTTGGAGCA 
GAGGGGACAGTAGCCGCTCTGACCTATACAGCGCCACTTCCAGAGCCCAGTGTCCCCACTGGGCCTCCGAGTGACTTGCAGCCTCGGCGACTCC 
GGCGACACTATCCGCTGAGGTCCCTAGGCCACCGCTCTGTGTGCCGGAAGCTCCCCTCCCCCTCTTCCCAAATGCTTCCAGCAGCCTGGAGGCT 
GCAACAGTGACCCGCGTGTCCCCGCGCACGCACACACCTCACGCACGTCAGACCCACGCCTCCCTATCGCCCCGTGCCAGAGTGCACGCAGGCC 
TTTACGCGCGGCCACACATGATCACAGAGCCGCAGAGGGCGAGAGCGCGGCTCGCGAGTGGGAAGAAGACCCCGAGACTGGTCTGGGCGCTGTC 
CGGGGTGGAGCCGAGGGCGGAGCTTCGGGGTCCGGCGCGCAGAGCTGGGGCGTGTCCGCGCCGCCGCGATCTGCGCCGCTCCGCCCTCGGCCCG 
TTCGCTGCGCTCCCAGCCTCCTCGCCGCAACCCCCGCCGTAGCTGCCGCTGCTCCCGCCGTCACCGCCTCCGAGGTAGGCGCAGCGGAGAGGGC 
CTGGGCTATGCCTGAGTCCCCAGGGCCTCGGGTCGCGCTCCTGGGAAGTCTCCAGGGAGGCGATCGAGGGAGGTTCGGGCGAGGGCGCTGGGCC 
TAAGCGCTTGGCCCCGGGAAGGGTGAACCAGGGACGATCATTGCGGGCCTGGAGGGGCAGCGGGCTTGTAGAGGAGGCCTGGAGGGCGGGCGCA 
GAGCGGATCTCCCAGATTCTAGCTCGAGCGTTCAGAGCACCTGCATTTGGAAGCCAGGGGCGGTTCGAACATGCGAGGAGCGGAAGGGCAAGGG 
CGGCCGCGTGGAGGCCCGGCGGGCCGCGGGTCTAGGTGACCTTCCCGGCGGCGCCCTCTGGCTCTAGATCCCGTCGGTGTGGATCTGGTAGAGA 
CCCTCCCACGGCCCAAGCCCTTCCCCACCAGCTCCAAGGGCCTGTGCAGACCCAGCTTCCTCCGCCGAGAGGACGAACTCCAGGCACGGCCATG 
CCCTGGATCCCCCAGCCCCTACACGCCCTAGCCGGCCCACGCCCGGAGTAGGTGGCGCCGGGTCCCTCGCGCGCATGCCAGTGTCTTCCCGGGC 
GGAACGGGCTGCCCTGAGTGGACTTAGGCCGCAGGAACAGGGACCTGGGCCTGGACTGAGAGCGAGACCCCATAGGGAGCCATACGCTTGGCCT 
CCTTGGCCTCGGGGACGGAGTCCGTGTTCTGTGTCGCCAAATGCAACTGTGCATTCTGGAAACTGTTTTCAGGGCCTGACATCAGATTGGAGGC 
C CGCAACTCT ACACGGTTTGT C C AAGGT CACACTGGTAGGAAGATTTAAAACTT C AATCTT CTC ATCTGCG AAATAGG AG C AATT ATATACACT 
T C ACTG AGTTTGGGGG AAAG AATAAAATGATCCG ATTAAC ACG AAG C CTTGGGGCATG C ACAAGGACAC CTT AGAAACCTTGAC ATTTG C CT AG 
GAGACCTAGGAGCTTTTGGGGAGGGTTGAACTCATCCTCCACAGACTTTTATTTTATTTTATTTTTTATTCCACATGGTGTACAGGAAGGGACT 
CCATGAATATACAGGCGTATTATTTTAATGCCATTATTACTAATGTCAGAAGCAAGCATTTGTGCAGCACCAGGTATTGAGTCATTGGAGAATA 
ATTCACGAGACACTGTCAGTTTGCAGATTGACAGCTGTCAGGCTGGAGCACTAAATCTGACTGCAGACCCAGAATGCAGGAAGAGTGTGGGCTT 
AGCTCAGGTGTGTGCTGTCCAAAACTTCTCTTTCCTTGACCAGAGATATGGGTGAGGGGCTTAACTCCGGCTTGTTTACTAGCAAGCCAGGCAT 
AACTGCGGAGGGCCTGCCTGCTTTTCTCGGGACTGACAAAACTGAAGGGCCAAACTCAGGCTTGTCTTCAGGGACTTGGGTGGGACCACTTGGC 
ACACATTAGGTGGTTAAGAAAGGTCTGTGGGGTAAATTCATTTTTAAAAAATGTCTATTTAATGTGTGCATGCTTGTGCCTATGTGAGTTTATG 

ATTTATTTATTATTTTATGTAAGTAC ACTGTAGCTGTCTTC AG ACACTC C AG AAGAGGG CGTCAGAT CTCATTATG GATGGCTATG AG C C ACCA 
TGTGGTTGCTGGGATTTGAATTCAGGACCTTCAGAAGAGCAGTCAGTGCTCTTAACCATTGAGCCATCTCTCCAGCCACAGCAGTAAGCACTTG 
TAACCCCTGAGCTCTCTCTCCATTTTTTTTTCTTTCATACCACTCTTAACTACCCAGGCATGGTAGGTGCACATTCAATCGTGGAATCTTAAAA 
CAGCCATTAGATGACCTAGACAGCTCACTCACTTCTAGAAGCTATCCTGTCCTAGCCGAGTCATAGATGTCATAAGAGCTGTAATCGTACATAC 
TCACCTACAGCAGTAGTCATGAGAGATGAGAAACAGCTCCTTTAGCATTCTACAACTTCCCAAGTCCTGGGGGAACTTGTCCAACTGGTGTTTC 
TGGGCTTAAAGCTAGAGAGTGATATGGGTAGATGGGATTCTGGCCAAAGCTGTGGGGCCTGTAGCTTCTTCCCTTTCTGACAGGTGTGGGGGTA 
TGACAGCTCGAGTAAGGTGCCAGTCCCCACTTGTAGTAGCTCACAGCTGATTCGCTTTATTTCTGGTTTCTAGAATGAGGCTTTGGACAGGGGC 
TGTCTGGGGCCATGCGGTCCTCATGCTGGACCTGAGCCCCTAGGATTCCGGAAAGGTTGTACTGTCGTTGTAGCTTTGCGCTTTCCCCAGGTTC 
CTTCGGTACCTGAAAGGATGGCAGAGGCATGCTTAGCTAGACCTGGGTGTGGGTCTCCATCCCGCAGTTAAGTCACAGCATGTGAGCACTTTAC 
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CTAGGGCTGAGCTAGAAAAAGCTCCAGAGGGCAGCCTGGGCTCTCAGTTCTGATCTGACAAGAGCCACAGAGTCTAGCTCAGGTGAAATAGCTT 
TCTCGTGTCTTAGTTCCTCTGTTATAATGTGGTGGATTGATTGATTGATTGATTGATTGATTTTGGCTTCTGTTTTTAAAAAAATTAATTGTTT 
GGAGGTGGCTAGCACATGTGGAGGTCAGAGGTCAACTTCTGGTCTTCCTGTCTCCACTCAGGCCTTGGGATCACCTGGGTCTGCAGTAGAACTG 
TGACTGTCAGTGCTGGCCATTCTGGTGTTCTGCGGCCCTGCTGTGTATACTTGGTGCTTGGGCACCAGTCCTCCGCTAGTATCCCCACACTGCA 
CTGCTGCTGTGTTCTGAGGAACCCATAGGTGTGAGTGCCTCTGCACAGCAGAAGTTACCAACTGGTTGGGAAAGGAGAGAGGTAGGTGCTGTGG 
GCCATCTGTAGTGGACGGTGCTCATAGAAATCATTTGCCCTGGGGTGAGATAGGAGGTGTCCTTCCGGGACCTGGCCAGACAGTATCCGGCTAA 
ACAATAC CTCT CTATGGGTGGGAAGG ACTCTGG ACC C CGTGGTTCAGGGTG AG CTTCTG ACAAG ATG CTC AG AAAC C ATTATTATAATAGTAG A 
TATACAAG AC C AGAG CTTGGTT AGATT C C CT AG CC ATAAATATAG CAATGGAAACTGTCT ATTGGACTGGCTTGTGTGGGACTTAGT AG AATGC 
TAGC CC AGC ATG CAG AAAG CC CTGGATTCTTC CTTC AACACTGCAGAAACTCAGTATGGTGGGG CAC ACACTC AG AGGTGGAGG CAGG AGGATC 
AAGTTCAAGGTCATCCTCCGTGACATAGTGAGTTTGAGACTCACTGTGGGCTACATTAGATCCTGTTTCAAAGCCAAACCAAACTGGCTGGTGG 
TGCACACCTTTAATCCTGGTACTTGGCGGGGTGGGGCAAGGGGGAGGGCACAGAAGGCAGACAGATCTCTGTGAGTTTGAGACCAGCCTGGTCT 
ACAGAGTTTCAGGACAGCCAGGGCTACACAGAGAAACCCTGTCTTGAAAAACGAAGAACCAACCAACCAAAGAAACCAAACTTATTATTTATTT 
GTCTGCTCATCTCAGATGATAAGTTGACCTGTCATCTGTCATCTTAATAGAATTCTACTTGTGTTTGTTTCATGGCTTCTGCATGTACCAGCCG 
CAGGGATGTATACCAAGGGGAATTGGGTCAGAGAGACTGACTTTGGGGTCTTTTACTTAGAAAGGGAGTAGGATATAGACCCATATGTCCTTGA 
TTCCCAAGGCTGAGCACTTAAAAAAAGCGCTGACTGTGTCAACCCCCTATGCCTTGTGGTGCCTGGGCTATCCTGGAGCCCTGGTGTACCTGGC 
TGGACCCTAGACCCTGGAGTGCTGCTGGCTGCCTGCATGGCCTTCTCTCCACAGGTGGGTGAGGGAGAGAAGGCAGGTTGCCTTGAGTCAACCA 
CAGCCTCCCCAGCCTTATAGAAGGCTGTGCTGCTGCTGGTGGCCCAGCTTCCAGAGGGTTTTAAAATAGAAGCAGAGCCTGGAAAGCCAGACTG 
TCCCCCTGTGAGACTCTGTGGAGGGGGAGGGGAAGGCAGCTGCTTTGGGAACTCAGCCTGCTTCCAGAGCAGAGGCCACTGCCTTGCCAGATGT 
GTGTGTGTCTGTGTGTGCCTGTGTTTATGTCTGTCTGTGGTGCAGGGAAGCTCCTGAACTGAGCCTGCTTTCTGCTGAGAGGTTGATTTTTGCC 
CCTGGTCCCTAGCGTTGGAGAAGTGGTTGATTTTGCTGTAATCTATCATGACCTCTTTTTTATTTGTTATTTTAATTTTTAGATATATTTATTC 
ATTTTATGTATATGAGTAC AGTGTAGCTGCCTTT AG ACGTAC C AGAAG AGGG AATTGT ATACATT AC AAATGGTTGTGAG C CAC CATGTGGTTG 
CTGGGAGTTGAACTCAGGACCTCTGGAAGAGCAGTCACTGCTCTTAACCTCTGAGCCATCCCTCCAGCCCCCAACCTCTTGATTTCTTTATATG 
TATAAGGGTTTTCCCTGTACATATGTATG C ATATC ATG CTCATGTAGTAC C CACAGAGTCCAG AAGAAAGCGTCC ATC AG ATC CC CTTT AACTG 
GAGTTAGAGAATATTTTGAGCCCCTGTGTGGATACAGGGAAGCAAACCTGGGTCCTCTGCAAAAGCAGCCAGTGCTCTTAATGGCTCAACCGTC 
TCTCCATTCCCTTGATACCTCTTTTGTTTGTGGGTCAATTTTTTGCCCTGGCAAACCATCCAAAACTGTTGGAGAAAGAGCAGAGCCAAAAGTT 
TTCCCATGATTCCCTAACCTGGGATGGTGATGGTAACATTTGGTGGCTTTGGCTCCTGACAGTAGCTATGTACTGTTAACCGGTTATTCATGCA 
GCGTAATAAGGAAGTCACTTGCGGGTGTACTTGAGAAAGGGTGGGCTCTGGGTCACACCCAGGGGCTCTTCTGCCAAGTTGATGACTCCTCCAT 
CATCATCTGTAGTTCCCTGGATGGTCTGAGAGATGCCACCGTAGGTGGCTCCTGATTTTTGGGAAGCTGATCTTGTTTCCCCTTTGCTTTTGGA 
GATGGGGGTCTGAGCTCACTGCGTGTTTCCAGTGTTGAGGAGACTCTACTTCCTGGTTAGGCGTGAGACCTGTGTTAGCCTGTGTTAGCTTGGG 



TTTATACACATTGAAGATAAGGAGCTTTGCCCTGTTCTTTGCCTTCTGGGCGGAGTGGCCCAGATGTTGGTGGCTGCTCGGGAGAGGAATATGC 
CCCCATAGGCCTTGCCCAGTGATAGGGCTACTGTCTCAGTTTGAATCAGTCCTTAGAACCAGTATGAACACTGTCCAGACAACTTTTCCTTCCT 
GTATCTTAAAATATTACTCTTATGTCAATGGGTGTTTTGTCTGCTTGTGTGTATATATACTATACCATGTGCATGTCTGGTGTCCTCAAAGGGG 
ATTGAACCTCCAGGAACAGGAGTTACAGATGGTTGTCAGCCACCACATAGGTACTGGGAATTGAACCCTGGCCCTCTGGAAAAGCAGCTATTGC 
TTTAAACCAACTACCATTTCTCCAGTTCTTTCTCTTAAAAAATACTTTATGTGTACGTATGTGTACTACATGTGTGCAGTGCCCGAGAAGCCAG 
AGGAGTGCGTTGCAGCTCCTGGAGCTGGAAACCCAACCCTGATCCTGAGAAGAGTGGGCAGTGCCCTTAGCCTCGGAGCCATCTCTCCAGCCCT 
TTGGTGTCTTGACTGTGATGACATGTTGGAAGGTTGCTGACTTCCAATGTTTTCTGCTCTTCACAACACTATTTCAATAATGAAGTAGAATAAA 
AAATGGAAACCACATCTGAATTCCGCATCTACTTTTCCCAAACCACATTTCTCCCTGAGGCAGCCATCCTGCCCAGATGGGGCCCCTCTTTCCT 
GATTTCTCCCACTCACTCACAAGTTCCTGAATTGATAAAGGACCCACTAATTATGCAGAATTAGAAATTTCCCTGGCATGTTCTTTTCTTTTCT 
CTCCTTTTCTTTTCTTTCTTTTTAAAAATATTTATTTTTACTTTTTTAAAAAAAATTAGGTACTTTCTTCATTCACATCTCCAGTGCTATCCCA 
AAAGTCCCCACCCCCACCCTCACCCCCACTTCCCGGCCCTGGCGTTCCCCTGCACTGAGGCATATAAAGTCTGCACGACCAATGGGCCTCTCTT 
TCCACTGATGGCCTTATGTTCACTTTTTGAGGCAGTGTCTCATTATGCAGCTCTGGCTGGCCTTGAACTCAGAGATCTGCCCGCCTCTGCCTCA 
TGGGAGTTGGGGTTTTAAAGGCCCGCACCACAACACCCAGCTTGGCTTTCTCTTTTCATTAGGTGGTACATAATGTTCTATGTTCTCACATATA 
AATTCACCACTGTTAATTAATTGTGTTGAGATAGACTCAAAACCCAGGCTATTCGTCCCCTGTATGACCAACAATAACCTTGAACTTTTGGTCC 
TCCAGCCTCATCCTAAGCGCTGGAATTACAAGTTTTCTGCCCCCGTATCCATCTCCCCTCATTGCTTTTTGATGACTCTTTGGTGATCCTTAAT 
TTGTTACTATCGTACTTTTTTTGGTTATGTCATTTTTCTAATGATGGGCATATTGGTCACATCTAGGTTTGTGTGACACAGGCAATGGGGTAGA 
GAATATGTTCTGTAGGTATTTTGGTGCCTAGAACACTTAGTGCGTGGGGTTCCTGGAGTAAGATTAATGCTGAGTTAATTGTTTATCAATTATT 
CTCTAAAAAAAGTGGACTGTATTCACATTCCGTTTCCTGACATTTTTCCATTCTTGGGGTCGTCAGTGTACAGCAGCTCCTGGAATAAAACCCA 
TAGCTGGTTTTAAGGCCTGAAGCACCCAGGATACCCCCTGAGAGGTCCCTCACCCTGGCCTCAGCTCTTTCCTAGGGGGCTTGCTGCTCTGGGG 
ACTCCTGGTCTGGTCTGCTCTGCTCCGCGCTGGCTTGCCAGCTGCCTCTGGGGGGGTGGGGGTGGGGGTAGGGGAAGCGCCCACTTCCTGGTTA 

TAACTGAGTCGGGCTCTGGCCTGAGTCCTGGTTCATCTAGAACTCACCTTCTGGACTATCCCTGTTTGTTTTTCATCCTTTTTTTTTCTCTCTC 
TTAAATTTTATGTATATGAACGTTTTGTATGTGTGTACACCTGTGAGCCACCATGTTGGCTGATTCTAATGAAAGAACAGCAAGTGCTCCTCCC 
TCACCTCTGAGTCATCTCTCTAGCTCCTCCTCTCCACTGTTTGTTTTTTTTTTTTTTTTTTTTTTTTGAGACAAGAGTCTTATGTCGCATAGGC 
TGGCTTCGAACTCACTATGTAGCCAGTGATGACTTAGAACTTCTGGTCTTCTTGCCTCTCTCTCCTGCAGGCTGGGATTATTGTCATATGCTAC 
CAAGCCTGGTTTATGCAATGCAGTGATAGTACTCAGGGCTCTGTGCATGCTAAGCAAGCATTATACCAACGGAGACTCATCCCACCCCTTAAGC 
TCGTCTCTGGCCTCAGCCTCTGAAACTGCGGCAGCAAAAAGCACGAAGCACACCCGGCTTGCGGTGATGCTTTGGGAGGGCTGATGAGGTAGCT 
CAG CAGTTAAAGG C ACTTGCTG C C AGGTCTGAAGAC AC AGTTT CAGTTCT CAGAAGCTATATGGTGGAAGG AGAG AACT AACTCCTAAGGTGTC 
CTCTGACCCTCACAGGTGCACCACGGTACACACAGGCTCACTAAATACACGTAATTAAAGATATAAGATGTGTTACTCACTGCATAGTAACTCA 
CGAATGCCCATCATGTGCTGGGCCTTGACTTCTTTATAGACATTTGGGTAAACATATGCTTGACGGGCTCCGAGGAGCTTTGAGTTCAGGGGGT 
GTATGGTGGGAGGAGGGGTAGAGGGTGGGAGCACGGTGAGTGAGCAGCTGTCACTGCCATGTAGTTGATGAGTCAGGAAGATGTTGTCCTCCCT 
AGGCCCCAAGATGGAAGTTACGTAAGTGGGTTGTGTGAACTGCTAGGTGATACACAATCCTTCCCTCTGCTTCCAGTATGGCTGGGTATCCATT 
CCTTAGGCTGGAGTGGCGTTTGCATAATTTGTTCAAGGTCAGCCAGGGAAGGCTTGGGTTGGTAGGCTGGCAGACAGGGGGGCAGGGGAGTCGG 
GGAGGAGCAGGTGTCCCCCGAGCCCCCCCCCCCCCCATTGAAGGCAGTATGGTGGAATAGAAAGAAAGGGAGCCTCACTGAGCCTGGCCCCTAC 
CCTGAGCTCAGAAGTTCCGACTCACTCCCTGGTTGATAATCTCCTTAGAGCTGATGCAGTAGCTGGTGTTTGCTGTGGGTAGTGGTTTTTTTTT 



AATGAATGTTCTGTCTTTTCCTCAAGGTGGGATCTGGTCTAGATGCCTGCAGGGTAGGGGCTCTGGGGGGCTGTCTTTTCTGTGAGGTCAGAGA 
AGAGTAGCAGGAAAGACCTGGCTTCTGATAGGCTCAGGTAGACACAGGAAGATCAGAAGTTCAAGGCCATTCCTGTCTGCATAGTGAGTTGGAG 
GCTCGATTGGGCTACATAGGACCCTGCCTCAAAAGGAAAAAAAAGAGGCAGGTGTGTAGGCACACTTTCAAGGTTAGCTCAGGGGTTAAGTAAG 
AGCACTGTATTTTTGTTGTTGTTGTTGTTGTTTGTTTGTTTGTTTTTTTAAACTTTGGACCTGCAGTTTTGTTCCCATGACTACCTTTAACTCC 
AGCTCCAGGGGATCTGGTGCCTCCTTCTGGTCTTTACAGGCACCTGCACACAAGTGGCACACACAGATATATATTTATATACACAAAAATAAAA 
TGAAATCTTAAATATTGGTTAGAGTGTGTGCATGGGCGCTTTAGTGTTCTTGGATGCTGCAGATGGGCCCGCTCCCCCTCTGATCCTTCCTCTA 
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TTTGTGTGTGTGCGCGCGCTGGGTCCCCTAGAACTGGAAGTCATGGACAGTTGTGAGCCACTGTGTGGGTGCTGGGAATTGACCCCTGGTCTTC 
TACAAGAGCAACAAGAAGTCTTAGCCAGGGAGCCATCTCTCTTGTTTTTGTACTTTCACGGATGGCTCTTAATCCAGCAGAGATGGAGAATGTT 
CTGGGCTCTCTGCCAAGATTTTCTTCTGCAGGTCTGCTGGGCTGGGCTGCCTTTCAGCCCAGGATTGCTTGGGGGTGACTTTTCTTAGGGGAAG 
GGCTAGGCCCATCTGGCCTGAGGGGGAAGGGGAAGAGGGGAGTCCCCAGCTCTGGAAGAGCGGGTGGGGCAGTATTGGGTATATCTCTGCCCTC 
TCTTTTGACCTGACCTTAATGTGGGCTGGTCTGCCTACATTAGGTTCCAGCCTGTTGGTGGGCGAGAGGTAAGAGCCGCAGCAACACAAAGAAG 
GCTCGAGCAGTCTCTGAAGATGTGAACCATGGCCTGGGCCGCAGATTCCATTCACAGTGGAGGCTATGGCTGTTTCTTCTGTAGTGTTTATTGG 
GTTTGGCCGTAGGCTGTCTTTAGTTATTTACTGAAGGATTGGTTTATTATGTGGAGGTAACTTTTGGGAGTCCCGTTGCATCCTGCAGGTTCCA 
GCTGTGCCAGCAGGCACCTTCACCTGCTGGATTACGTTGCAGGTCCTGCTGTGAGCTCTTTGTGGTGTCCTTGATTCAGGTGTTGGTCAGTTGA 
TATTGTTTCCCTGGAATCATTTGAAATGTTCAGTGGGCGCCCACTCGCCAGGAATATACCATAGTATATTCGTGTTTGTGAATGGGTACATGTG 
TCATGTCAGATGTCGCCTATGCAGATCCAGTTTGATAAATTAGGTGTACAGTTTTTGTTGTTGTTGTTTGTTTCTTCATTTGTCTCGTCACCTC 
TGAGACAAGGTTTCTTTGCATAACAGACCTGGCTGTCCTGGAATTCACTTTGTAGACCAGGCTGGCCTCAAACTCACAGAGATCCACCTATCTC 
TGCCTCTTGAGGAGCTAGGATCAAAGGTGTGTGTCACCCTCACCTGGTAGGTGTGCAGTATTTTAAATGAAGGGAACCAGCTGAGGATGTAGCT 
CCACTGGCAGAGTGCCTGCCTGGGGACTTGAAGTCCTAAATTTGATCCCAGCAGTGCAGAAACTAGATGTGGTGATGATGCCTGCAATTTCAGC 
AGTTGAGGGATGGAGGATTAGAAATTCAAAGTCATCCTTGGCTACATAGAAAGTTCCAGGCCATCCTGGACTACATGAGATCTTGTGTGTGTGT 
GTGTGGGGGGGGGTTGTGTGGTGGGAATGGAACCAGTCTTCTGGTTAGTGACATTATGGTTCTGGGATGGGACTCTTGTCACTCATGGGTCCTT 
CTCTTCAGGACAGAAGTCACAGTGTGTGCTGTCCCAGAGCAAGGTTTAATTTTTTCTACACAGCTTGTCAACATAAAACCTTCCAGGAATATAA 
TGTCACAGAGACCATTAGAGTTATTCTCTTTCCCTGACCACTGTGATATTTAACTAATATTTGCTCACTAACTTAATTATGTGTGACAACTAAG 
TCCTGCTTGTGACCTCCTAGGGTCCCAGCACCCATGTGTGTGTGTATTCACTCATAGATACGTAAATAAAAGAGATGATAGCACTTTTGATGGA 
ACCTGGAGCCTTTCATATGCTAAGCAGATGTGCTACCCTGCACTCTAGTCTCAGCTCCCTGGAGAGTATTTTTTTTTAAGATTTATTTTATTTA 
TATGAGTACATTATAGCTGTCTTCAGACACACCAGAAGAGGGCATCAGATCCCATTACAGATGGTTGTGAGCTGCCATGTTGGTTTGCTGGGAA 
TTGAACTCAGGACCTCTGGAAGAGCAGTCAGTGCTCTTAAGCGCTGAGCCATCTCTGCAGGCCCCAAGTAGTATTTTATGTGCATTTGGGTGTT 
TTGCCTGCATGTGTGAGGCTGTTGGATTGCCTGAAACTGCTGTTGCAGACAATTGAGACCTGTCCTATTTGAGTGCTGGGAATTGAACCCAGCT 
CCTGGANNNNNNNNNITOn^^ 

GAAGGGGGTGGAGAGATGGCTTGGTGGTTGAGAGTACTGCTGCTCTTCTGGAGGTCCTGGGTTTGATTCCCAGCACCCATGTGGCAGCTGAGGT 
TGTCTGTTACCCCAGTTCCAGGACATCCAACACCCTCACACAGATGTGTGCAAAACATCAATGCACATAAAATCAAAAGAAATCATTAAAGAAA 
AAGCCAGGCAGTGGTGGCACGTGCCTTTGATCCCAGCACTTGGGTGGGCTTGTGGGAGTGACAGGTGGATATTTGTGAGTTCGAGGCCAGCCTG 
GTCTACAGAGCAAGTTCCAGGACAGCTAGGTCTAGACAAAGAAACCCTGTCTAAAAAGAAAAATCAAATCAAAACAAAACAACAGCCCCCCCAA 

CACATGCATATAGAGGCCAGAGGACAACTTGCTGGGGGAACTATATCATTTTCTCAGGGATTGAACTCAGGGAGCCTGGCTTGGTAACAAGTGG 
CAAAAGAGCCACTGAGCCCTCTTGCTGGTCCCTTCTTTTGTATCCTTGTAGTTTGTTTCTTTCTCTCTCTCTCTCTGTCTCTCTCTCCCTCCCT 
GCCTCCGTCCCTTCCCTCCCTTCCTTCCTTCCTTCCTTCCTTTCTTTTTTTCTTTTTTTGAGACAGGGTTTGTCTGTGTAGCCCTGGCTTTCCT 
GGAAGTCACTCTGTAGACCAGGCTGGCCTCGAACTCAGAAATTCGCCTGCCTCTGCCTCCCAAGTGCTGGGATTAAAGGCGTGTGCCACCAGGC 
CCGGCTATGATACCCTTCTTTTGTAGCATGTTGTTGGACTTCATTTCCTGTGAGGAGATACTTAGCTAGCTTGTCATGCTGTAAAGAAAGTTTT 
GTGGAGGTGGGGTTGCAGCTCTGATACTTGTTGAAGGAATGAAATCAGAACCATGTGAAAGATACATCGATTGCCATGGGAAGCTTCAATTTAT 
CCGTGTGGAGTTACCAGCTGGGCGGCCGGCATTTTGTAATTACTGGCAAGAGTTCTGCGGTTCAGTATAGTGGCTGACTCCTGGGAATATGTCT 
TGGATGGTTCATTCATTCATCAAATATTGACTGACTCCTTGTGCTCTGGGTCGGTGCTTGGGCCTGGCGTTGCTACAGTCAAAAGCAATCACTA 
AGTGTCCCCAGCTCTAGCCTCAGGGGAAGGGTGAGACAACTCAGGGCACACCCACATCTGGCACACCCACATCTGGATGCCTGAGACTTAGAGC 
TGAGTGATTTTTATTGGTTGTTTAATTATATCAAATAAGTTTTATTGGTGGTAAACTAATTTCCATAATTACCTATGTGTTCATTCTTTCTCGT 
GCTTTTGTTGTGGCAGAACATGGCCGTGCCTCCCACATACGCCGATCTTGGCAAGTCCGCCAGGGATGTCTTCACCAAGGGCTACGGTGAGTGT 
CGGAGGAGTCGGGAGCAATGGGAAGCCTTTCACCTACTAAGGGAGTTGGCATCTTTGTGACACTTGAGGTGGTCAGTTCCCAGCTGACAACTTA 
TATGTCCAGACAAAAGGATGAGCTTCCTGTGGCTGTGCGCCACCCAGTGGTGAGGCTCAGGCATCACAGGGGCAAATGGCAGATCTAGTCCCTT 
GCAAGCTCCAGCGTCTGCCCCAGTAGAACACTGTTCTAAATTTACCCTGATGGTCCCACCTCTGATGACTGCCTCTGCCAGCTGCTGGAACCTG 
CCCCACAGNNl^NNNNNNNN^^ 

TTCAGATAGCTAGGAGGAAAACAGTGGTGTCCTAGCTTCAAGCTATTATTTTGATTATTTTTTTTTTTCCTCAGTGCTGGGGTCAAACCTTTAG 
"CTTGGTAGCAAACATTCTGTGGCTGAGATACACCTCCAACTCCTGGCTTAATTAGTTAACCTGATTTTGGCTGTTTTTCCTTCTTTAGGCTTTG 
GCTTAATAAAACTTGATTTGAAAACGAAGTCAGAGAATGGATTGGTAAGTCTCTCCACTTGCACGGGACGTTATATTGTCCCTTACCAGGAGTG 
GGTACTGTGGCCCGGGTGGCAGAGCCAAAAACAGTTGCCTGCTTGGATTGTGGCTGTTAGTGCTTGTCATCGAAGCGCTGTTCCATAGGTGGTC 
TGGGACTATAGTAGCTTTTAATGCTTTTTTTACCAGTTATTTTATGTTGTTTGAAATCAAAACTTCTGGCCTAATGTACTGTAGGTGTGTGCTG 
TACCCACTGATCTACCCTGATCCATCCTTGATGCTTCTTATTTTAAATTTGACCTCTCGTTCCCCCGCGCCCCTCTTATTTTGAGGTAGAGTCT 
TACTGTGTAGTAGCTCAGGCTGGCTTCAAGTCACAGAAACTCTCCTGCCTTAGTCTCTCATGTGCTTGGAGTATAAGATGTGAGCCATTACACC 
TAGCTTTGACCTAGGTTGTTTTGTTTCTTTATTTAAAGACTTAATTTATTTCTGTGCATGTGTGCGTGCCTGCAGGAGTTTGTGCACCATATGC 
ATGCAGGAACCTGGGGAGGCCAAAGGAGGGCATTAGATTCCCTGGACTGGAATTACTTTTATAGGCCATTGTGAGCTGCACAGTGGGTGCTAGG 
ACTCGAACCCAGGTCCTCTATAAGAGCAGTAAGTGAGTGCTCTTAATTGCTGAACCATCTCTTCAGCCCCGCTGACCTGTTTTTTTTGTTTTTT 

TCGAACTCAGAAATCCGCCTGCCTCTGCCTCCCAAGTGCTGGCATTAAAGGCGCGCGCCACTACCGCCTGGCTTTTTTTTTGTTTTTTTTTTAC 
TTATTCATTTATCTTTATTTTTTTGAGACATTGTCTATCCACATGGCCCTGGTTGGTCTAGAACTCACTCTGTAGACTAGGCTGGCGTTGAACA 
CACAGAGCTCCACCTGTCTCTGCCTGAGTGCTGGGATTAAAGGTGTATGGGACCACCTATGTTTGTAATGTTTCATTATTATTTAGGAAACATT 
TCTGGTGTTGATTGATACAGATACAGGTATCTGTAGCAATTGTTGGAGGGAAGGGGTGTGTTGCTCTGTCAGTAGTAGCTCCCTCTGAGGCTGG 
AGGCAACATGGAAGCTGGGTGGTTTCCTGTTCAGACTTTAGGGCCCCCAAGGGAAGAAGGAAGCTGTCTTCCAACAAAGACCTTTCCAGTAGGT 
TTCCTTGGGTAGCAGACCTCTCACTCCTGTGTATTTCCAGTATGTAATTGAACTGTAGAAGTAGTTGTGCCTGGACACGTTGGGGACTCTCTGT 
TGCTTAAGGGCCTGGACCAAGGGCAGACTGGACTGTAGGCTAAGGTCTCTATCTCTCTCTCCTTTAAGGAATTTACCAGCTCAGGCTCTGCCAA 
CACGGAAACCACCAAAGTGAACGGCAGCCTGGAAACCAAGTACAGATGGACTGAGTATGGGCTGACGTTTACAGAGAAGTGGAACACAGACAAC 
AGCCTGGGCACTGAGATCACTGTGGAAGACCAGGTAAGAGCTCCCTGCCTGCTGGAAGTCCTGGCTCCTCTAGTTCCCATTGAGAGATCCTGGG 
TCCTGTCTTTGGTTAACCTGTGCCACCTTTCTCTTATTTGCAGCTTGGTCGTGGACTGAAGCTCACCTTTGATTCGTCATTCTCGCCGAACACT 
GGGTAAGGTTCTCCTTACCCACGAGGATATTCTGAGATGTTATGGGCCCTGGAAGTCCATTACAGCAAAGGATTTTTGGGCTGACATCATGCCA 
AAGGTAGCCTCTTAGCTGGGAGGCTGGAGGGTGGAAGGAATCGTGTGGTCAGGACCAGCCAGGGGTATGTAGTGAGATTCTACATCAAAGAACA 
AAAAAGCAACTAGGTAGCAACAACAGTAAGGCTGCCTTGGTCCAAGTGCTACATATTCTGGTCTGTCGTGGTGTTCTATCCAGGACATGAAGAT 
ACAACTGTTAAGGGACAATGCTGTAGCAAGCATTTAAAAAAAAAAAAGATTTATTTATTTTATGTATGTGAGTACACTGTAGCTGTGTAGAGAG 
TTGTGAGCCATCATGTGGTTGCTGGGAGTTGAACTCAGGACCCCTGCTCGATCTAGCTCTGCTTGCTCCAAGCCCCGCTCGCTCTGACCCAAAG 
ATTTATTTATTATTATATGTAATTACACTGTAGCAGTTTTTAGACACACCAGAAGAGGGTGTCAGATCCCCTTACAGATGGCTGTGAGCCACCA 
TGTGGTTGCTGGGATCTGAATCCAGGAGCTACAGAAGAGCAGTCAGTGCTTTTAACCGCTGAGCCATCTCTCCAGCCCATTGCAAGCATTCTTA 
ATTTAGGAAATGTATTTCTCTAGCAAATGGTTTTGTGTGTTCCTGTGCTCATTTGGAGACTGAAGGTGTCTGAGCTGGGATAGTATTTGCCCCA 
AGGAACTTCCCTTTTCTTTTTGTCACAGGGTCTCCTATAGCTCAGACTGGCCTTGAACTTATTTTGTAGGCAAGGGTGACATTGAAGTTCTGGT 
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CCTCCTGCTTCTGTCTGTTAAGTCCTGGGATCATGGGCATGTGGTCCCATACCCACTTATGGGGTGGTAAGGATGGAAGCCAGGGCTTATGCAG 
TGCATTTGTGACGTATGCTACGTGTACACCGAGCTGTGTCTCCAGGGTTAAGGATTGTCCTTGGTAGTGGAGGACTCAGGCCAGTGTTTACTGC 
TAAGATCCCACAAAGCCACTGTGTGCCTGGCTGCAGGCCACGGGCTCTCTGTCCCAGCTGATCTGTTTCACATAAGGATGCCAGTCAATGAAAG 
TGGCCAAGGCTGAAGGGCAGAGGTGACATTTGGAATCAGGGGCTGACTGGTCACTGTTGCCAGCCTATTTTGTACATGTGGAGGGCTCTTCTCC 
CAGTTTTCTGAGACCCTGAGATCCTGAGAGGTTAACCACAAGGTGGCTCCTGGGGCTGCCAGGTCCTCCGGCCAGAAATAGTTTAGGCTTGTTG 
GTTATTGACACATCAGAGGACAAAGAGAGCAAGCTGGTCTGCCTCTCCTGAGTGCTCCACAGGGCAAAGAAGGAACTCTTCTTTGAGTTCAGGC 

TTTTTNNNNNNNNltt^^ 

TGAACTAACTGGGCTTCGATTTAAATGTGGGCTGGACCTGAGACCTGAAGGACTCAGGGTCCTCATCAGTATCCAGAACTCTTGAGTTGTGAAC 
TCAGTGGGGTCTCACGACTATGGTGGCAAAAGGTCTCCTAGCATAGTCACTAGGCAAGGGAAAGACCCATTGTTTATTTTATGTGTATATTCCT 
GAGTGTATGACTATGTATCACATGTGAGGGGGAGGGGGAGGGGGGACCTGAAGGTGTCGGATGCCGAGGAACTGGAGTTACAGGTAGCTGGGAG 
CTGCCAGTGTGAATGCTTGAAACTGAATCTCAGTCTTCTGCACTCTTAACTCTGAGCCTGATCTCCAGCCCCGGGGTCCGCTCTTTCCAGCCTG 
ATCTCCAGCCCCGGGGTCCGCTCTTTCCTTTTTCGCTGGCTACTGGGTGAACCACAAAGATGACCATCTCCCTCAAACTGCTGTGTGGGTAGCT 

GTCAGATCTCGTTACGGATGGTTGTTAGCCACCATGTGGTTGCTGGGATTTGAACTCTGGACCTTCGGAAGAGCAGTCGAGTGCTCTTACCCAC 
TGAGCCATCTCACCAGCCCCACATGCTTCTTTTCTGTAGGTTTGGAAAACAGCTGAGAGGCCTAATAGATGCCTGTGTCAGGTTTTGGGTTAGC 
CGTGGGGAGAGGCTGGAAAAAGAACATGGTTGGCACTCACTTTTTGATCTCTTCCCATGGTGTACACAGTGCTGATGCGGCCTTTTTCAGACCG 
AATTTGAGCTCAGGAGAAGTTGTGTCCTGTTGGTGGCTTAGCAGGTGTTTAGGGACAACTGGGCAGTGACCTCAGTTCTATTTCCTGGCTTCTA 
CACAAACTGGGAACAGGCAAAATGTTTACCGTTCTTGGATGATTGTATGGAGATGAGTTAGGTCGGCTTTAATACACTCTTCCTTTTGCCTTTA 
GGAAAAAAAATGCTAAAATCAAGACAGGGTACAAGAGGGAGCACATCAAGGTCGGCTGTGACGTGGACTTTGACATCGCTGGGCCCTCGATCCG 
GGGCGCTCTGGTGCTTGGCTATGAGGGTTGGCTGGCTGGCTACCAGATGAATTTTGAGACCTCGAAGTCCCGAGTGACCCAGAGCAACTTCGCA 
GTTGGCTATAAGACGGATGAATTCCAGCTTCATACTAATGTGTAAGTGTATGTGGGGGGTTGTTTTAGTTGCTTTGCTGTTGCTGTGACAGAAT 
ACCACGACCAAGGCAACCCGTGAAAGAAAGTGTTTGGTTAGACCCACCGTTTTAGTGTGTTACAGTCTATGAGGGCAGCAGGAACNNNNNNNNN 
NNNNNNNNNNNCCCACCTTTTGGCATCCATGGTTCAGCGGCATGTGCGTTTTTATCTTTTGTGATTCTGGGCTTTTTTTTTTTTTTTCTTTTCT 
TTTTTTATTGCCCACCTAAGCGTCTTCAGTGCTGGGATTAAAGGTATGAGCTGCCATGTGGGTGCTTGGAACTGAACCTTGGTTCTCTGCAAGA 
GCAGCAAGTGCTATCAACTGTTGAGTCATCTCTCCAGCCCCCTGAATTTAACCTTTTCTTTTGAAATAGTTTTAAAGTTTTTTTATAGGGAACT 
GTGATACAAGCAGTATGTAGAGCTCTCCTCTACTTCTCCCCTACCTGCCTCTGATGTTGAAGTTTTCTATCTGCCATCACATTATAACATACTA 
TATAATATACAG CTATT C ATTACATAATAATATTT C AGTCAAGCACCTATAGGACTGTGG CCTCTGAGATTATTAC AGAG CTGAAAAATTCCTG 
TTGCTTATTGCCATCAAAACACAGTGCATTTATTGAGTCTGTCAAAATTGACATGAACACCAGGCACTCTGTTATCTCCCCATAAATGTGGAGC 
AGGTATAATTTTGCTCATGTAACAGTATTTGGACCCAGTGTGTGCCTCTCTTGTGGACTCACTCCCTGTGTTCTTACCATTAGAGCATGTTTTT 
TTTTTTTGTTTTTTTTTTTATATAAAATATTTACTGTGAACCCACGTGCTATGTTACGTGGGGGTGCCTTGGACATGTGTCTCTTGGGTACATG 
AGGAGGTCATGGTTGAGTGGTTAATCATGGTCATCTAGGTTTCTGTAAGTGCACCCTGTGATGTTTGCTTAATGACCAAATGGCCCAACGATGC 
AATTTTCAGAATGTGTCCCTGTCATTAAGCAATTGTGACTAACAAAGATCCATGCCATCAAGTGACCATTGGTACCACACTATTAACTGATGTC 
CTGCTGATATCATCTCTCTGGCCTGGAACCTAGTTCTGGATCCTCTATTGCATCAAGCTCTCAGGTCTCCTTTGTGGCCTCTCCCTGGGACACA 
CTCTCCATCTTTCTCTGTCTCTCTCGACCCTGACATTTTTTGAAGAATTGCTGAGAGCTCTTTGCAGAGTGTCCTTCTGTTTGGAT'rGGTCTGA 
TATTTCCTCCTGAGTGTATTCAGTTGCATCTTTTTGGCAGCTGAGGAAGCGGCACCTCAGTGTGCTGTCTGGAAGGCCACTATTGTGTGTCTTG 
GCCTGTGATACCAACCCTGATTATGCGGCTAAGGTGGCATCTGCTGGATCTCCGCTGTAAAGCTGTCAGTTTCCAGCTTTGTGCTTAGTAGCTG 
TGTTACGGGGAGATACTGAGACTGCAAATATTCTCTCTCATCACACTTTGGGTTACATGGAAGCATCCTTTGATGCTTGCCTGTGCAATTATTG 
GTAGGTGTTCCCTTCCTTCTTTTCTTGTTTCTTGAGACAGGGTTTCGTTCTGTGTAGCCCTGGGTCGATCTGTAGACCAGGCTGGCCTCGAACT 
CAGTGATCCTCTTGCCTCTGCCTCGCAAGTGCTGGGATTAAAGGTGTGAGTCACCAGGGGAGGCATCATTCCTTTCTTACTTATGGGCTTTTAC 
TGTAGGGAAGGGCAGTCCTACTCCTCCCTTAACCAGTTTTAGTTTTTATTTTGATGTATTATCTTTATATTTTGTCTATATATGTGCTTTGTCT 
ACATATGTGTGTATGTATGTATGTATGTATACCGCTTATGTGCCT^^ 

GCTCGGCTTTAATACACTCTTCCTTTTCCCTTTAGGTAAAAAAAATGCTAAAATCAAGACAGGGTACAAGAGGGAGCACATCAACCTCGGCTGT 
GACGTGGACTTTGACATCGCTGGGCGCTCGATCCGGGGCGCTCTGGTGCTTGGCTATGAGGGTTGGCTGGCTGGCTACCAGATGAATTTTGAGA 
CCTCGAAGTCCCGAGTGACCCAGAGCAACTTCGCAGTTGGCTATAAGACGGATGAATTCCAGCTTCATACTAATGTGTAAGTGTATGTGGGGGG 
TTGTTTTAGTTGCTTTCCTGTTGCTGTGACAGAATACCACGACCAAGGCAACCCGTGAAAGAAAGTGTTTGGTTAGACCCACCGTTTTAGTGTG 
TTACAGTCTATGAGGGCAGCAGGAACCACTGAGAGCTCCCATTTTGATCCACAACCACAGGGCAGGCAGAAAGAGGGAACAGTGGGGGTGGTGG 
GAGACTTGTGAAACCTTCTCCAGCAAGGCCACACTTCCTAATCCTTCGCAAACAGTTTGACCAACTGAAGACCAAGTATTCAAGTGCAGGCCAT 
GAGTGTTTATGTGTGTGGCTAGGGTGGTGGCTTTTCTTTTCGTAAGTTTGGTTTTCAGTCATTTGGGTCAATGGGCCCCACGGCCTGTGAGCAT 
TTTTGTTTCCCGTCACACTGAGGATAATCAGGCACTCATTCTCTCCATTAACTCGGTTAACAGCTTGCTGGACAGTGGGGTGCTGGGTGAAGGG 
CTGGCCTATAGGTTGGGGAGAGTCTGTGCGTGGTCTTGGAGGTTGAAGGACATTGATGACATGAGGTAACAATTTTAGTCATAAAGACAATCTG 
ATTTGGGGCCGGAGGAAAGCTGAGCAGATGAGAACACTTGCTGAGAGGATAAACAGTTTGGATCCCAGCATTCCTGTCATGCATGGCTCACAAC 

TTTTTGAAAAGTAACTTTACTTGGGTTAATTCGATGAAGTACTAACCTGTTCTTTCCACTAGAGGGCGCTAAGTAAATAGCTTCTTAAATTCAG 
ACCAATAATGGTATTAGTCTAAACAAATACTTTTTCCATTAATAACAATTAAAAACATGTATATGTATGTATGTGTGTGTGTGGGGTCTGTCTG 
TCTGCTTGTCTGTCTTTCTGTCTGAAGTCCTATGCCTCAGTGTAGGTGTGGAGGTTACATAACAACTTTCAGGGAGTGTGTTGTCTTCTTCCTC 

AACCATTAACCAAAGTGAATACACAAACACAGTAGACAGCAGAAAACTCTGTAGGAGTCTAATTTTCTAGTTTCTGCTTTCATTTGGAAAAAAC 
AAAACAAAACAAAATGGTTTATTTTTGCTCACTGGTGTGTATGTGTGTGTGTGTATGTGTGTGTGTGTGTGTGTGTATCTGTGTGTGTGTGTGT 
CACATGTGTGCAGGTGCCCATGATGGCCAGAGGGGGTTCTGGATGCTCTAGAGCTGAGTTATGGGCAGTTGTGAGCTGCCTGATGTGGGTGCTG 
GGAGCTGAATTCAGAGCCTTTGGCAAAGCAGCGAGTACTCTTAACAGCTGGACATCTGTTGCTATGCTTACTCACAGGAATGACGGGACAGAGT 
TTGGTGGCTCCATTTACCAGAAGGTGAAGAAGAAGTTGGAGACTGCTGTCAATCTCGCCTGGACTGCAGGAAACAGTAACACTCGCTTCGGAAT 
AGCAGCCAAGTATCAGGTCGACCCTGATGCCTGCTTTTCGGTGGGTACCCGAGAATCACCCATCTCACACCAATTCTATGCTTGTGCTTAGACA 



GTTACTCTGTAGACCTCACAGAGATCCACCTAGTCTGCCTCAGCAGCGCTGGGATTAAAGGTGTGCGCCACGATATTGACCTCCATGGCTTTTT 
GTTTTTGTTTTTTGTTTTTTGTTTGGTTTTTTTTTTTTTTTTTGAGACAGGGTTTCTCTGTGTAGCCCTGGCTGTCCTAGAACTCACTCTATAG 
ACTAGAATGGCCTCAAACTCAGAGATCTGCCTGCTTCTGGTTCCTAAATGTTGGGACTAAAGGCATGTCAATTTTGCTTGACACCTGCAGTTTT 
TTTTTTAATTTACTTATTATTTATTTATTATATGTAAGTACACTGTAGCTGTGTTCAGACACTCCAGAAGAGGGCATCAGATCTCATTACGGAC 
GGGTGGTTGTGAGCCACCATGTGGTTGCTGGGATTTGAACTTTGGAGCTTTGGAAGAGCAGTTGGGTGCTCTTACCCCACTGAGCCATCTCACC 
AGCCCACCTGCATAGTTTTTATATCTTCAGAATTTTCACACTGGAGACGCTGAACGCTTATGGAGGTCGATTGGGTAGCTTCCTTAAAGGCACA 
TAGCAAGTATGTGCTGGGACCTGGCTGTAAGTAGACCGCTCTGGTATTGAGCCTCTCTTACTTAAGTGTTTCACTCTTCCTCTCCTTTCCATTT 
GGTTTT C AGTCT CTACATC CAC ATTAAG ACATCAATG GTC AGG ATGATGTATTCC AGTGGTAG AG C C CTTGCCC AG CATGT C TGGG CTTC AG C C 
ACATTTCTGGGAAGAACCCAAACAAACAGAAACAAGGCTGGGATGTAGCTCAGTTGGTAGAGTGCTTGCTTAGCATACAGAAAGCCTGTGCTCG 
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GTCCCCAGAACTGCGGAAACAGCAGGCAGAAGGATCAGAAGCAGGCCATTCTTGCCTATGATGTAGCAAGAGTTCAAAGGCAACTTTGGGCTAT 
ATAGTGAGATCACATCTCTAAAAGAGACAAAACCAGGTGGCCTCTTGTCTTGCTTACCCCGTGGTACCCATCAGGGTTCCGGAATGGGTCAGGT 
TTTGTTGTGAGCCTATTTGAGCTGGCTTGTGTTATCAGTCTGTAGGTGGGCACCTTTTTGAGGTGGGCTGAGGAAGTGTCATGCTGCAGAATGC 
TTCTGCTGGTTGGTGTGCCTCACAGAGAGTCTATTTTAAGTCTCCTGACCTGGGAACTGAGTGCTCTCAACATGAGGCATGCATATAAAACTGA 
AAGACAAAGGCTCTCCTTGTTGGGATGTTGGGAGCATAAAGGAACAGTTAGAAGGGACACGGCCTGCTGAGAGCCCTTCTTCTCCTCGCTCTGT 
CCTT CAAAGTTCACAGG AGC AGG AAAGCACACACACTTGCACATGACACAT CTCATTGAGTTTTACCAG ATGGCCATGAG CAGACAGGAACACA 
GTTCTGATACCTGTGACTTGCCTAAGATACTGTCACCAAGTTTGGAGGTACACCTGTGGGACAGTTTTCATGGGTGAGGAACACTGTCTTCCCT 

GTTGTTGCCCATGTGCAAAGCTCGTTCTCGGTTGCATTTTGCTGATGTCTGCTATTGCTGAGGGACATTATAAACGAGTATATATAAGCTTTTA 
TAATT AAATGTTTATAAAGG AAGTTGTG AAGT C ATTGTAAAAAGAAAAAG AGAGTCTGAG AAATAG AAAG C AG AAG GAACCTGTCTGGGCTAAC 
TCACATCACAGCTCTAGTTATTTTCTCCTTTCCTTTCCCCAGTATGTGATATGTGATAGCTGCTTCCAGACTGTAGTCAAAACTAGCCTGTCAG 
TCATCCTCACGATGGAAAGACTAGGGTATAGGGATGTAGTGGGTCTTCTATGCATAGTTATTCCATCCTCTCACTGGTGTGTGAGGGCTGCAGA 
AATCCGACTC1AAGGGTGACTATGTAATATGAAAATCAAGTTCTTCCAGGGAAAACCATCCCGTTTGATCTAAAATTACAAGTAAGCCCCAGGAA 
AAGAAGTTTATTGTTTTTTTTTTTGTGTGTGTGTGTGTGTGTGTGTGTGTATGCTCACGTGTTATGAAAGTGAATGTAAGACTCAGGCTGTTAC 
AAGATAGGGTTTCCCTCCAAGGCAATACTGCTCAAGCAACTTACTGAGTTGGGGCAGCAGCGGATGGCACACTCATTGTAATGGGACTGCAGGA 
GGCTGGAAGGGAGGGGGATTCGGAAGTACGTTCCAGCAGGGTCTCTGCTCTGTGTGCCAGTGATGGCCGTTGCATGTGTTGATTCGAGGATAGC 
AGCAGGTCAGGTTGTATTACAGAGCACACCTTGAAGGGTCGCCTCGCTTGGCCACTGCTGACTGCACCTGGAACAGATTCTGAGCTTGATTCTG 
ACCTTGATGCTAACCTCTCTTCTCTTTCCTTTGTCTGTTGCCCCTTTCTCCCTCCTCCGTCCTCTGTCAGCCCTCCCTCCCACACCTCTGTGTC 
AACTCCCCACAGGTATCAAACTGACGTTGTCAGCCCTGCTCGATGGCAAGAACGTCAATGCGGGTGGCCACAAGGTTGGGCTAGGACTGGAATT 
TCAAGCATAAATGAATATTGTANNNNNNNNi^^ 

AAAGGTGTGAGCCACCAGGGAAGCCATCATTCCTTTCTTACTTATGGGGTTTTACTGTAGGGAAGGGCAGTCCTACTCCTCCGTrAAGCAGTTT 
TAGTTTTTATTTTGATGTATTATCTTTATATTTTGTCTATATATGTGCTTTGTCTACATGTGTGCATGTATGTATGTATACCGCTTATGTGCCT 
GGTGCCTGTGAAGGTCAGAGGATGAGCCTATAGTCCCTGGAACTGGAGTTACAGATGTGTGAGCCACCATGTGGGTCCTGGGAATGGAACTCAT 
GTTTTCTGCAAGAGCAGCTAGTGGTGCTCTTAACCGCTGAACCATCCATCTCTCCATCCCTTTATTATCTGAAAAAAAAACACATACACATAGA 
TATGTATATATGCACACACATAAATACACACACACACACATGCAGTTTCTTCTGTGTGTGTGTGTGACAGTGTATGTATGGACATCAGAGAACA 
ACTTGGCAGGTTTGGTTTTTTTCCTTTTTCCATGCTAGTCCCAGGGATTCGCTCAGGTCATTAGGTTTGCCTGCAAGCACGTCTACCTCCTGAG 
CTATCTTGCCTGGCCCTAATCATTTTTGACTCATGTATAGACTAATGGACATTTATTCAGTTGCATCATTTAGACGGTGGCTCAGGCTGTGACA 

TAGGGTCTTTCTTCCCTGGTCCTTCTGTCAGCCATTTGTCCTAGGCGCCTTGGCGCCTTATGTTGGGAATGGTGTTTAAAGGCGGTGCTGAGGC 
C C TAG GTGTGTTG C AG ATG AAC TT TG ATG AC TTTGGCTCGCTG GG AATT AAC AC TGGCTTTCT G AAA C T C TG GT GAT AC C GG G AAAT C AC T G AC 
CACCCTGAGCCAAATGTAGGCACTACTGGATGGGACCGCAGGGCCTTCCTTACGGATTAGCACCCACCCAGGAGTTGCCTTCTACAGATAGAGC 
CTGCTTGCTAACCATCAATCCGTGCTGTGTGTCTCTTGAGTGCTCGTCAAATTAGCACCACTCCTTAAGTAGCTAAAAAAAAATCCCAGCAATT 
TGAGACATTTGAGAAAGGAAAATCTCCATAGCTGTGCTCTGGGCAGATCGCAGGGGGAATCTGAGTCACTGCCCCTCCTCTGTCCATTTTCTTG 
GGATTCTTGGACCCTTAGCTAGAATCCTATGAGAATTGATGTGGGTGGTACCCACCATTGGTCAGAGGCTCTGCCACAGGCACCACACTTTGTG 
GTCAAGGGCAGCTTTTTGCTGGTTTTGTCTTTTGAGAGAAGGTCTCCTGTAGTCCAGTCTGGCCTTGAGTTTTTATGTGTCTGAGGCTGGCCTT 
GAACTCCTGATCCTCCTGCCTTCATGGCCAGGTGTGTGCCACTCATGTTTTATTGAGACAGGTCTGATTATGTAGCCCAGGCTGACCTCCAAGT 
TATGATCCTCTTACCTCTTTGGGAGTTGGCTCCCTCCTCCCTCCATCATGTGGGTCTGGGCGATTGAACTCAAGTTGTTAGGCTTGGTGGCAAG 
TGCCAGTACCTTAAGCCATATTACTGGCCCTAAACTAATTTTTTTTGATGTATTTTAGTCTATTGCCAATTCTTGTCTTACCGATGCTAACATT 
TCCCCATCTTTGAAGGCCTTGGGTGGAAACCTTATTTTAGCAATTAGATCTGTTGGCCCAATAATTCCTGCTAATCTCTGATAGCTTAAAGAGC 
CGCTTCAGGTTTACTTTGTATGTTTGCTGCCTTGGATCTGTAACTGGCCATTTCCCAAGAAACAGCAAGGCCTCTGGGTTTAGAGCCATGGTCT 
GAAAGCCG C AGATGAAC CCTTAATGTCACTGGATAAGG C CAGGAATGGGCAACTATGTGTTGTCTTTTGGAGCT CTG AGTCCTGGTTTCTGTGG 
TTTAGGCTGAGAAGCAGTTGGCTAGGAAGTCATCTCTTTTGTAAGCCTGTGATGTAGTTCTAATTGTACTTGACAGATTTGATCTTAAAAAAAT 
TTTTTTTATCTGGGCAGTGGTAGGTGGCCTTTAATCCCAGTACTTGGGAGGCAAACAGATCTCTGAGTTCAAGGCTAGCATGGCCTATAGAAAG 



GTGGCCTATGTACACAGTGCCTCGGTGTGCTTGTGGGGGTCAAAGGAAAATCTCCGTGCTTCATTTTCTTAAAACAGGCTGGCTTCCTTCCTTC 
CTTCCTTTAAAAATACTGCATTTATTTTTATTTTATGTGC&TTGGNNNNN^^ 

GTTTTTAGACTGATCCTCACACCCTGTTCCCATCGTGCCCTGTTCCCATCCTAGCCCATCACTTAACCTGTTTTACACCAAAAGTAGTCTTTAG 
GGTGTGGTTAGCTATTTCTTTTGTGCCATTTTAGGGTGGAGAGGGTGGGCGTGATGGAGCCAGTCATTCAGGACTTAATTCTTCCTTGTGTTGT 
GGTGTGGTTTTCTTTCTTCTTCTTCTTTTTTTTTTTTAATTCCTTCTTTCGCCATTGCACCAGAGTATGAAATAGCTTCCGGGTTCTCCGGCTC 
TGAGCTGGGCGGTGATTGTGGTCACACCCTGACAACACTAGGGATCTCAACTGACTCCTCTTGTAGCCTCACCACTATTTTTTAGCAGTTTAAT 
GGGTACATTATAG AGTCTT C CATTTTGTGTGG AATTAG CTCCTCCCCTTC AAATG CTGTAATTAAC ATCACTTAAAATAAAACTTGAATAAAAT 



AT AAAT CT AAC C T G ATG G T AG AAAAG AAC ACT TGG G AG G G T GG AG AG GT G A GTCGGGGGTT T AT AGT GTTTCCTGCGCCTG TAG AC CT G AAG C G 
CTCACAACTTCCTATAACTATGGGTTTGGGGTATCTGATTCCCTCTTCTGGTCTCCTTAGGTACCCACACACATGTGACGCACAAATAAAAATA 
AATCTTAAAAGCACTTAGGGTTGATGTAGTGGCACATCTCAGTACCTTGGAGATTAGCACAATGAGATCAGTGAGGAGGAAGGTTGCGGGGTTC 
AGGAGAGCCCACCCTTAGTTGAGGCAGTGCTGGCATTGATGACTGTTGGGTGAGAGTCAGTTTTCTTTGGGGGTGTATGCAGCTGCCGCAGGAA 
GCTAGGGCCGCTGGCTGGATCTAAGGAGAACTGCAGTCAGTCACAGGCAGTTTGATGAGGGTAGTGGGAACGAACGGAACCAGGGTCATCGGCA 
AGAGCATCCAGCACTGTTGAACCACCACCGCCTCTTCCAATAATACATAATAATCTCACTGTTGTAGAAGGTGTGTCTGGTTGCTTTGCTCAGG 
TTTGAATGAGAATGTCCCCTTAGGCTCTGGCTTTTGAGTAGTTGGTCTCTTGTAGGTGCAGTGTGGTAAGGCTTAGGGGGTGTGGCCTTGCCAG 
AGGAAGTACGTCACTGGTGGGTGGGCTCTGAAGTTTCGCAGCTTATGCTGCTCCTAGTTTGTACTCTCCAATTCTTGTTTGTGGTTTGATGCCT 
AGGCTTTCAGTTTGTCATTCCTGGTGCCAAGCCTGTCCGCTGCCACGCTTCCCGGCCTTGATGGTGATGGGCTGCTATCCCTCTGGAATTGGAA 
GCCAAGATGATTGCCTTGGTCACGGTGTTTTGTCACAGCAATAGGAAAGTAAACACAACTAGGCTGCACCTTCATTCAGCAAGAGACTTTGGGT 
CCTTTTCCAAGCCCACGAGGTTATGGTAGAATCCATTTGTTGTGAAAGTGAGTCCCTTCTTGCCGGCTTGTTTCCCGACGACCACGCAGTACCT 



GACCAACTCTGTCTCTATTACCGGCTCACGATTAGGCGAGGCTCCCCTTTATAAGGATAACTGCCATGAAAAGTAAGCTCACCACACTTATAAC 

tctcattcgcaggctttcccttgtgggccatgggagggggtcgttttgaagtttactcttggtttttcaagacaggattttcctgggcagtcct 
ggaacttgccctgaagaccaggttggactcagagattcacctgcctctgcctcttaagtgctgaggttaaaggtgtgcgccaccactgcctgtc 

accagggtggcctcgaactcagaaatccacctgcctctgcctcccgagtgctgggattaaaggtgtgcgccagcacggccggcaaaaatttgta 

acgtcttttttctttccttttttttttttagatttatttatttattatatgtaagtagactgtagctgtcttcagacactccagaagagggagt_ 

cagatctcattagagatggttgtgagccatcatgtggttgctgggatttgaactccggaccttcggaggagcagtcgggtgctcttcccagtga" 

gccatctcaccagccccccaccctttttaaaaaaaaatatttatttatttgatttatttttattcatagctgtcttcagacagacagatccgta 

gagggcatcagatcccattacagatggtggtgagccatcatgtggttgctgggaattgaactcaggacctctggaagagtagtcagtgctctta 
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ACCACTGAGCCATCTCTCCAGCCTGCTTTTTTTTCTTTTTTTGAAGAAAGGTTTAATTGCTTCTATTTCACAGGTATGGATGTTTTGGCTGCAT 
GTGTTTGTGAACCACATGCAGTCTGGGGCCTCCAGAGACCAGAAGAGGGAGTCAGATCCCCTGTGACTGGAGTTACAGATGCTTGTGAGCTGCC 
ATGTAGAGCTGGGAACTGAACCTGGGACCTCTGGAAGAGCAGCCAGTGTCCTTAACCACTGAACCATCTCTGCAGCCCCCCTCTACTATTAACA 
TTTTTTATGTTGTTTCTCCTTGTGTGTGCATGTGTGTTACAGAGAACAAGCGAGGGAGTCTCTTTCTTCCTAGTTTGTGGGTCCTGGGGATTGA 
ACTCAGGTTGTTAGGCTCGGTGGCAAATGTGTTTACCTGTTGGGCTACCTCGAGATTTTTACTAAATCGTGAGTTCCTCCACGGAATAGGAATT 
CTACCCGCACACTCTTCAGCTTCTATAGGAAGTGAAGTGGAGACTTCTGGTTTCTTTGGAAAGTCAGTTATGTCAGCGTTTTGCTGGGGCACCC 
AGGTGAAAGGATGGTTTGCTGAAGCAGATACAGGTGGAAGGATGTTCTGCTATAGCAGACATGTGAAAGGACACATGAAGTTTAGAAGGAACAT 
AAATCTGACCCCACGGACAGTGGGAGCTGGAGCATTGGTTTGCGTTGCTCTCCCTTGCTAGTTTTTGGTGACATCATGGATGCATTGGTTTGCC 
TTACACTGCATTGCTGTGCTTTGCATGCAGTGACTTCATAGAGAGAGGCTTGCAAAAGAAAGGTCCCTGCGGCTTCTTGAGGCTTCCGTGGCAT 
GGGGCCAGTTGGTGAGCCTCACAGTTCCTTCTGGATTCAACTGCAGTTGCTGATTCCTGTGTGGTATCTGCTGAGTGGACTGGACTGAGAACAA 
CAGAGACTGGAATCTCCCCAAAGAGCTATGACTAAACATAGCTTATCCTAATAGCCTTCCTTTTCCACTATCTCTGCTGGTTGGTGGGCTAAGA 
GGGGAGGTTGAACTCTTATTAAAGGAGGTTGAGAAAAATATATGCCTACAAGGAACATTCTTTTTTCTTGGCAGGATTCCTTTAAAAGAAAGAA 
TTTTATTACTTTCTTTACTCTGTCTGGACATGTGTGGGCATACATTTGGAGTTCAGAGGACAGTTATTGGAACCATTTTCCCCCTATCTTTTTG 
TGAGTTCTATGGATGAAACTTAAGTTCAAGGTTGTGGCAAGTATCATCTGCTCTTGTGTGAGAGTTGAGGCTTGTTGGTCACATCGACAGCACT 
AGGTATGTATAGACGTGCAGCTAATTCTTGAGTGAGTGCTTAGGCTCTGACCAGAGACTTTAAAGAAAGTGGTTTCCCGGGGCTGGAGAGATGG 
CTCAGTGGTTAAGAGCAGTGACTGCTCTTCCAAAGGTCCCGAGTTCAAATCCCAGCAACCACATGGTGGTTCACAACCATCCTTAATGAAATCT 
GATGCCCTCTTCTGGAGTATCTGAGGACAGCTACAGTGTACTTACATATAATAAATAAATAAATCTTAAAAAAAAAAAAAAGAAAGAAAGTGGT 
TTCCCTGT C CATGTAGTTGAAGGC C AGGC ATAGTGTAAAGTGTTGTG AAATGTAT AAAAGAC C CCG CTAAGTATG ATGGG ATGTC ATT C ACCAG 
GCACTTATTACATCATGCCTGCACACAGTCTGCAGTGTGTTAGATGGAATTTCACTGCAAAATGCCTTGAGTTCATAGTATCTCATTACTGAAA 
AGAACTCAGATGGGGCTGGATGCTTCAGCAGGTAGAGCACAAGATGTTCTTGCAGAGGACCTGGGATTGGTTCCCAACATCCACGAGGCTGCTC 
ACAACTGTCTGCAACTCCCGTTCCAGGGCATCTGATGCCCGTTTCTAGTCTCTGATAACACTACTCCCATGCCTAAGCCTCGAAAGATGAGACA 
TATACACAGACATGAAAAATAATCTGAAAAATGGACTCAGCTGATCCATCACTGAGGACAGAAGAACAAAGTAGATTAGGGAGGATGATAGAGG 
GTGTTGCAGAAGCCGATCAATTGAAAACCATCTCCAAAGAGGCAGAAGCTGGAATTGAGATTAGTCTTTGTAATGGTTTGTATAGGCTCAGCCC 
AGGGAGTGGCACTATTGGAAGGTGTGGCCCTGTTGGAGTAGGTGTGGCCTTGTTGGAGTAGGTGTGTCACTGTGGGTGTGGGCTTTAAGACCCT 
CATCCTAGGTGCCTGGAAGCCAGTATTCTGCTAACAGCTTTCAGATGAAGATGTAGAACTCTCAGCAACTCCTGCACCATGCCTGCCTGGATGC 
TGCTTTGATGATAATGGACTAAACATCTGAACCTATAAGCCAGCACCAATTAAATGTTGTCCTTATAAAAGTTGCCTTGGTTCGAAACACACAC 
ACACACACACACACACACACACACACACACACACACACACACACAAAGAGTGGCGTTGGTCATGGTGTCTGTTCAAAGCAGTAAAACCCTAACT 
AAAATAGTCTCTAAACACTGGTATTTTCTAGACTGGCAGAAAGCAAAGCTTTGGGGTGCTTGGAGGGACTGTACCTCTGCTAATCTGGAAGGTT 
TGGGCACCATTCCATGTACATGGGCTTTATGGCAGACTGTGAAATGAGGTAGATGAATGGCTTCTTGGTTTGTTTAACAGAATCTGTGTGCTTT 
TAAGATGTCTTGGGGTCAGAGAAATTGGCTTTGGGAAAACACAAGCTGTTTCTGGGGAGGGAATTGCAGAGACAGCAGTGAAGCTGTTGGGGGC 
ACAATAAATGCCAACTGCTCATTTTACTGAAAATTAGTGAAATGAACATATATGAATTGAAATCTATAAGAAACATTCACACAACATACTCACA 
GATGGAAACTGTACCAAGGCTCTAGGCAAACTTTCTAAATTCACACTTCTCTTCTTTCTTTTTCTTTCTTTCTTTCTTTCTTTCTTTCTTTCTT 

CCTGGCACTCACTTTGTAGACCAGGCTGCCCTTGAACTCAGATATCCACCTGCCTCTGCCTCCCAAGGTTTATATTTTAGTGTTTCATCAAATA 
TTTAACACTTCTCCGTAGTTAAGGGTGCATCAATAAACAAAGTAAGGTCAAGTTGGCCTTGGCAGGCTTGCTTTTGTGTGTGGGGCGCTGTAAG 
AGAGGATAATATTTAACCGGATGATAGTGTTATAAAAGAAAAGCAAGGAAATTGGCTAGAAAGTCAGAAGGAGACACTGGCATTGAGAATAGGT 
TCAAATGTTCCAAAGACATACGTCTATCACTTTTTACATTTTGTAAAACAAACCTCTCAGTATACAAAAATATAACCCAGCAAGTGGGAGGTGA 
AGGTGAAGGAGTTCAAGGTTATCCACTGGGTAGAAAGGGATTTTGAATGGCGGTGCCTGGCAAACACAGAAGTGGATGCTCACAGTCAGCTATT 
GGATGG AACACAGGG CCCCCAAAGG AAGAG CT AGAG AAAGTACC CAAGG AG CTAAAGGGGTCTG CAAC C CT AT AGGT AGAAC AACAATATGAAC 
TAACCAGTACCCCCGGAGCTTGTGTCTCTAGCTGCATATGTAGCATAAGATGGCCTAGTCGGCTCGGCCATCATTGGGAAGAGAGGCCCCTTGG 
TCTTGCAAACTTTATATCCCCCAGTACAGGGGAACGCCAGGGCCAAGAAGTGGGAGTGGGTGGGTAGGGGAGTGGGGGGGGGGGGATATGGGGG 
ACTTTTGGGATAGCATTTGAAATGTAAATGAAGAAAATACCTAATTAAAAAATAAAATTAAAAAAAAAAGGAATTTTGAGGCCAGCCTGGGCCA 
CTTGAGATCTTGTTTGAAAACGAAAACCAAAAGGGTGCTGGAGAAATTATTCAACAGTTTAGAGCAATTGTGCTTGTAGAGGACCAGGGTGTGG 
TTCCCAGGAGCCACATGGGGTGGCTCATAATCACAGCAACCTCCAGCTCCAGGGGAGTAGACGCCCTCTTCTGGCACTGGAGGGCATTTGAACT 
TACACACAATTTTACTCTTTCTTTATTGTTTCTTTAATGCTTATTTTATCATTATTATTTTTTGAGACAGGGTTTCTCTGTGTAGCCCTGGCTG 
TTCTATAATGGCTTTGTAGACCAGGCTGGACTCGAATTCACTTAGATTTACCTGCTTCTGGGTCCTGAGTGCTGAAACTAAAGATATGCACTAT 
C ACAC CTGG CTAGTTTT AATTC AGAAATG ATTGCTTGCATAT ATGTTTGTGTAC C CCATATG CCTAATG CCTGTGG AGAT CAAAAG AGGTCTTA 
TAGTCAGATCCCCTGGAACTGGAGTTAGAGGTGGCTGTGAGCTGTTTAATCTGAGTGCTGGGAACCAAACCCAGTCCTTTGCAAGAGTAGCAAA 
TGCTCTCAACAGCTGAACATTCTCTCCAGCTCCATATATATATATATAATCTTTCTTAAGTGTATTAAACTTGTGTGTAGTTGTTTTACTTATG 
AGTTTCTGCATCAGTTATACGTCTAGTGTTTGAGGATGCCTAAAGAGGGCACCGTATACCCTGGGACAGATGGGTGTGAGTCCTCACATACAGG 
GGTGCTTGGAATCGAACCCAGGAGCTCTGGGGGAATCAGCCAGTGCTCTTAAGCGATGACCCCTGAAATACATCTCAAAGATGACAACGATAAA 

CC ACGCTAACCTTTCGGGTTCAGAGATGCAACGTC AT CACGCCGGGACGTAGCTGCTT 

MOUSE SEQUENCE - mRNA 

CCGTAGCTGCCGCTGCTCCCGCCGTCACCGCCTCCGAGAACATGGCCGTGCCTCCCACATACGCCGATCTTGGCAAGTCCGCCAGGGATGTCTT 
CACCAAGGGCTACGGCTTTGGCTTAATAAAACTTGATTTGAAAACGAAGTCAGAGAATGGATTGGAATTTACCAGCTCAGGCTCTGCCAACACG 
GAAACCACCAAAGTGAACGGCAGCCTGGAAACCAAGTACAGATGGACTGAGTATGGGCTGACGTTTACAGAGAAGTGGAACACAGACAACACCC 
TGGGCACTGAGATCACTGTGGAAGACCAGCTTGCTCGTGGACTGAAGCTCACCTTTGATTCGTCATTCTCGCCGAACACTGGGAAAAAAAATGC 
TAAAATCAAGACAGGGTACAAGAGGGAGCACATCAACCTCGGCTGTGACGTGGACTTTGACATCGCTGGGCCCTCGATCCGGGGCGCTCTGGTG 
CTTGGCTATGAGGGTTGGCTGGCTGGCTACCAGATGAATTTTGAGACCTCGAAGTCCCGAGTGACCCAGAGCAACTTCGCAGTTGGCTATAAGA 
CGGATGAATTCCAGCTTCATACTAATGTGAATGACGGGACAGAGTTTGGTGGCTCCATTTACCAGAAGGTGAACAAGAAGTTGGAGACTGCTGT 
CAATCTCGCCTGGACTGCAGGAAACAGTAACACTCGCTTCGGAATAGCAGCCAAGTATCAGGTCGACCCTGATGCCTGCTTTTCGGCCAAAGTG 
AACAACTCTAGCCTGATTGGCTTAGGGTACACTCAGACCCTAAAACCAGGTATCAAACTGACGTTGTCAGCCCTGCTCGATGGCAAGAACGTCA 
ATGCGGGTGG CCAC AAG CTTGGCCT AGG ACTGGAATTTC AAGC ATAAATGAAT ATTGTAC AATCGTTTAATTTTAAACTATTTTGC AG C ATAG C 
TACCTTCAGAATTTAGTGTACCTTTTAATGTTGTATGTTGGGGATGCGAGAGTTGATAAATACCACGTTAGACCTCCAGGCTAAGGATGACTCG 
GCTTTAAGGTGTTTACCATTTCAGAGGTACAGCAGAAACCCCATTCCAGAAAGGGTCCTTTTTAGCTGTAGGCGTGGGTTGGGGAGGAGCCCCT 
GTAGAGATGCCAGGCTACAAGTGGAAAGCTGGGAACATGTGGGTCCTTTGTAAATCTGTATCCAGTCCCCAGATGAAATTGTGACTTCCCGAGC 
ATCGAACCCTGGTGTCCAGATCCTATCTGCTCGGAAGCATGTACACACCTGCGTGAAAGGGATGTTTTTAGACTGATCCTCACACCCTGTTCCC 
ATCGTGCCCTGTTCCCATCCTAGCCCATCACTTAACCTGTTTTACACCAAAAGTAATCTTTAGGGTGTGGTTAGCTATTTCTTTTGTGCCATTT 
TAGGGTGGAGAGGGTGGGCGTGATGGAGCCAGTCATTCAGGAATTAATTCTTCCTTGTGTTGTGGGGTGGTTTTCTTTCTCCTCCTCCTCCTTT 
TTTTTTTAATTCCTTCTTTCGCCATTGCACCAGAGTATGAAATAGCTTCCGGTTCTCCGGCTCTGAGCTGGGCGGTGATTGTGGTCACAGCCTG 
ACAACACTAGGGATCTCAACTGACTCCTTTTGTAGCCTCACCACTATTTTTTAGCAGTTTAATGGGTACATTATAGAGTTTT.CCATTTTGTGTG 



713 



WO 03/039484 



PCT/US02/36071 



SAGRES DISCOVERY 02-37 



GAATTAGCTCCTCCCCTTCAAATGCTGTAATTAACATCACTTAAAATAAAACTTGAATAAAATACTGAAACCTCC 
MOUSE SEQUENCE - CODING 

ATGGCCGTGCCTCCCACATACGCCGATCTTGGCAAGTCCGCCAGGGATGTCTTCACCAAGGGCTACGGCTTTGGCTTAATAAAACTTGATTTGA 
AAACGAAGTCAGAGAATGGATTGGAATTTACCAGCTCAGGCTCTGCCAACACGGAAACCACCAAAGTGAACGGCAGCCTGGAAACCAAGTACAG 
ATGGACTGAGTATGGGCTGACGTTTACAGAGAAGTGGAACACAGACAACACCCTGGGCACTGAGATCACTGTGGAAGACCAGCTTGCTCGTGGA 
CTGAAGCTCACCTTTGATTCGTCATTCTCGCCGAACACTGGGAAAAAAAATGCTAAAATCAAGACAGGGTACAAGAGGGAGCACATCAACCTCG 
GCTGTGACGTGGACTTTGACATCGCTGGGCCCTCGATCCGGGGCGCTCTGGTGCTTGGCTATGAGGGTTGGCTGGCTGGCTACCAGATGAATTT 
TGAGACCTCGAAGTCCCGAGTGACCCAGAGCAACTTCGCAGTTGGCTATAAGACGGATGAATTCCAGCTTCATACTAATGTGAATGACGGGACA 
GAGTTTGGTGGCTCCATTTACCAGAAGGTGAACAAGAAGTTGGAGACTGCTGTCAATCTCGGCTGGACTGCAGGAAACAGTAACACTCGCTTCG 
GAATAGCAGCCAAGTATCAGGTCGACCCTGATGCCTGCTTTTCGGCCAAAGTGAACAACTCTAGCCTGATTGGCTTAGGGTACACTCAGACCCT 
AAAACCAGGTATCAAACTGACGTTGTCAGCCCTGCTCGATGGCAAGAACGTCAATGCGGGTGGCCACAAGCTTGGCCTAGGACTGGAATTTCAA 
GCATAA 

HUMAN SEQUENCE - GENOMIC 

TATATTGCATGGTGCTGAGGTTTGGGGTATGATTGAACCTGTCATCCAGGTATTGAGCATAGTACCCAAGAGGTAGTTTTTCAACCCTTGCCCC 
CCTCTCTCCCTCCCTCCCCTCTCTTGTAGTCCACAGTGTCTATTGTTCCCATATTTATGTCCATGTGTATCCAATGTTTAGCTCCCACTTATAA 
GTGAGAACATGCAGTATTTGGTTTTCTATTCCTGCATTCATTCACTCAGAATAATGGCCTCCAGCTGGATCCATGTTGCTGCAAAGGACATGAT 
TTCATTATTTTTTATGACTGTGTAGTATTCCGCCATATATATGTACCATATTTTCTTTATTCCATCCACCACTGATGGGCACCTAGGTTGACTC 
CATGTCTCTGCTATTGTGAATCACGCTGTGACAAACCTACATGTGCATTTGTCTTTTTGGTAGAATGATTTATTTTCTTTTTTTGAGATGAAGT 
CTCACTCTGTTGCCCAAGTTGGAGTGCAGTGGCACGATCTTGGCTCGCTGAAACCTCCACCTCCCAGGTTCAAGCGATTCTCCTGCCTCAGCCT 
CCTGAGCAGCTGAGACTGCAGGCGTGTACCACCATGCCCGGCTAATTTTTGTATTTTTAGTAGAGACGGGGTTTCACTATGTTGGCTAGGCTGG 
TCTTGAACTCCTGACCTTGTGATCCGCCTGCCTCAGCCTCCCAAAGT.GTTGGGATTACAGGTGTGAGCCACCGCACTCAGCCATGACTTATTTT 
CCTTTGGGTGGAATGGTAGTTCTATTTTTAGTTCTTTGAGAAATATCCAAACTGCTCTCTACACTGGCTGAACTAATTTACATTCCCACCAGCA 
GTGTATAAGCATCCTCTTTTCTCTGCAGCCTTTCCAACAACTATTTTTTAACTTTTTAATAATACCCATTCTGACCGGCGTGAGGTGGCACTCA 
TTGTGGTTTTGATTTGCATTTATCTGATGATTAGTGATGATGAGCATTTTTTCATGTTTGTTGACCACTTGTATGTCTTTTTATTTTTATTTTT 
TTGAGACGGAGTCTCACTCTGTCATCCAGGCTGGAGTGTGGTGGCACGATCTCGACTCACTGCAACCTCCACCGCCCCGGATTCAAGTGATTCT 
CCTGCCTCAGCTTCCTGAGTAGCTGGGATTACAAGCGCGTGCCACCACACCTGGGTAATTTTTGTATTTTTAGTAGACTCGGGGTTTCACCATG 
TTGGCCAGGTTGTCTCAAACTCCTGACCTCAGGTGATCCGCCCACCTTGGCCCCCCAAAGTGCTGGGATTACAGGCGTGAGCCACCATGCCTGG 
CTGTATGTCTTCTTTTGAGAAGTGCCTGTTCATGTCCTCTGCCCAGTTTTTTTCGGGGGGTGGGATGGGAGACGGAGTCTCACTCTGTCACCCA 
GGCTGGAGTGCAGTGGCACGATCTCAGCTCACTGGAACCTCCGCCTCCCGGATTCAAGTGATTCTCCTGCCTCAGCCTCCCGAGTAGCTGGGAT 
TACAGGTGCCCGCAACCATGCCTGGCTAATTTTTGTATTTTAGTAGAGATGGGGTTTCACCATGTTGGCCAGGATGGTCTTGAACTCCTGACCT 

caggtgatctgcctgccttggcctcctaaagtgctgggattacaggtgtgagccaccgtgcccagccctctgcccactttttaatgggggtctt 
tgttttttgcttgttgaattgtttacattccttatagattctggatattagagctttgttagatgcgtagtttgtaaatattttctcccattct 
gcaggctgtctgtttactctgttgatagtttcttttgctgtgcagaagctcttaagtttaattaggtcccacttgtcaattttgtttgtttgtt 
tgtttgtttttgagacacagtcttactctgtcaccaaggctggagtgcagaggtgcgatcatagctcactgcagcctcgacctcctggactcaa 
gtgatcctcccacctcagtttcctgagtagctgagactacaggtgtgcaccaccatgccaggctaatttttgtattctttgtacagacgggttt 
ttgccatgttgttcaggctgatttttgttttgctgtaactgctttggaggacttagttatttataaattctttgccgcggttgatgcccaggag 
ggtatttcctaggttttcttctaggattttaattgtttgaagtcttacatttaagtctttaatccgtcttgagttaatttttgtatatggtgat 
aggcaggggtccagtttcattcttctgcatatggatagccagttattccagcaccatttattaaatagggagtcctttccgcattgcttatttt 
tgtccaacttgttgaagattagttggttgtaggagggtggctttatttctgtgttctctattctgttccattggtctatgtgtctgtttttgta 
ccagtactatgctgtttgggttattgtagccttttagtatagttggaagtcaggtaatgtgatgcctccaattctgttatttttgcttaggatc 
ctttggttattctggctcttttttttgtttaatataaattttataatagttttttttctaattctgtgaaaaatgatgttgttagtttgatagg 
aacaggattaaatctgcagattggttttggcagtatggacattttaatgatattgattcttccaatccatgagcatggagtgtttttccatttg 
cttgtgtcacatagatgatgctttctaactgtgtctttacatggtggaaagggtgaacaagctctcaggcctctgccctaatgataattacatt 
tcaaaagctctgccttctaataccgtcatcttgggactcaggatttcaacatatcaattttgggagtaaacattcatactatagccccattcta 
ataaatcatttctagaattgtcttttagaggttgtatattagtttcctattgctgttgtaacacttcctattgtgttgtaactgtgaaccacag 
actcagtggtttaaacaactcagatttatcattttacagttctagaggtcaggagtctgaaatcagtctctctgggctaaaattaagtgggcat 
cagggctccctccttctggaggccttgggaggagaatgtgtttccttgtctttttcagcttctataggttgcctgcattccttggctcatggct 
ccttcttacatcttcagagctagcggtgtagcatctccaatctctctctttctttcttctttttttctttctttctctttttctttctttctct 
ctctgtctctctccccacccctgccctgctctgcttctgtcattaaatcaccttctctcactctgaccctcttgtcttcctgttataagaactg 
taggccgggcatggtggctcatgcctgtaatcccagcactttgggaggctgaagtgggtggatcatctgaggtcaggagtttgagaccagcctg 
gccaacatggtgaaacctggtctctactaaaaatacagaaattagccgggcctggtggtgggcacctgtaatcccagctacttgggaggctgat 
gcataagaattgctggaacccaggaggcggaggttgcagtgagctgagatcacgccactgcactccagccagggtgacagagtaaaactctgtc 
taaaaaaaaaaaaaaaaaaagaacttgtgatgacattcttgggattacattgggcacacttggatgatctaggacaatccccccatgtcaagat 
ccgtaacatctgtatgatctcacttaaatgtacaatctagaataatcacactcatagaagcagagagtacaatggtaatcttcagggctggagg 
gaagggaaaatggagaggtgatgatcaaagggtataaggtttagttacgccagataaataaattctggagatctatgcatctgacaaaaggtat 
aatatctagaatctataaggaacttaaagagttcaacaagcaaaaaaacaaataaccccattaaaaagagggcagagggggctgggcgcagtgg 
ctcacacctgtaatcctagcactttgggaggctgaggcaggcagactgcctgagctcagaagtttgagaccagcctgggcaacatggcaaaatc 
gcatctctactaaaaacaaagaaaaaaatgtgggcagaggacatgaacaggtgcttctcaaaagaAgacatacaagtggccaagaaacatatta 

AAAAATGTTCATC ATCACT AATCAT C ATCTACTATAC AT CACAGTGC CTACAG CTAAC AAT ACTGC ACTGTAT ACTT AGATTTG CCAAGAGGAT 

agatcttaagtgcccctacaaaaaaaaaaaaagggaatgggggtaggggaggaaactttgggaggtgttgggtatgtttatatgctttacggtg 
gtgatggtttcatggaaatatacttatctccaaactcatcaacatatatatattaaatatgtacagctttttgtatgcaatcctatctcaatga 

TAGTTTG C CTCC AC AGTTTTTAATGTTGGGGTTG CAGTAATAC TG AACATAGATTGCCTT CCATT AAG ATTGT AAC AGAAATATTTC CCCAC AG 
GAAATTTGTTGTTGTTGTTGTTGTTTTGAGACAAAGTCTCGCTCTTGTCCCCCAGGCTGGAGTGCAATGGTGTGATCTCGGCTCACTGCAACCT 
CTGCATCTCGGGTTCAAGCCATTCTCCTGCTTCAGCCTCCCGAGTAGCTGGGATTACAGGCGCCTACCACTATGCCTGGCTAATTTTTGTATTT 
TTAGTAGAGGCAGGGTTTCATCATGTTGACCAGGCTGGTCTCAAACTCCTGATGTCAGGTGATCTGCCCGCCTCAGCCTCCCAAAGTGCTGGGA 

AAACCAGGTTGTGTTCCGTCCTGGGCTGCTGTCCATTTTCCTGCAGCAGGCATTCCCCATACTTACAATGATGGTCTTAGCGTGGGTTCCCAGC 
ATCAAGGGGGGTGGAATAGGATTATGATTCTGATCGCATATAGCCTAATTGCTTTTCAGAAGGATTGTATCACTTTACACATCTCCTGATGAAC 
CTCATATGACTTTCTTAAAGCTGAAAAAAGTTCGCTCTTTTTATAATCAAGGTATTATGTCCTCATTAAAGCATATTTGGAGGCTGGGCCTGGT 
GGCTCATGCCTGTAATCCCAGCACTTTGGGAGGCCAAGACAGGTTGATTACTTCAGGTTAGGAGTTTGAGACCAGCCTGGCCAACGTGGCAAAA 
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CCACATCTCTACTAAAAATACAAAAATTAGCCAGACGTGGTGGCACGCAGCTGTAGTCACAGCTACTTGGGAGGCTGAGGCATGAGAATAGCTT 
AACTCGGGAGGTGGAGGTTGCAGTGACCCGAGATGGTGCCACTGAACTCCAGCCTGGGTGACAGAGGGAGACTCTGTCTCAAAAAACAAAACAA 
AACAAAACAAACAAACAAAAGAATATTTGGGAAATGTAAAAAGAGCCAAAGGAAAAAATCACTCATAGTCTCATAAATAGAAACACAACTTAAT 
AATTATGTTTCAATTTATAAGAATTGATCAATTCTGGCTGGGTGCAGTGGCTCACACCTGTAATCCCAGCACTTTGGGAGGCGGAGGGCGGCAG 
ATCACAAGGTCAGGAGTTTGAGACCAGCCTGGCCAACATGGTGAAACCCCATCTCTACTAAAAATACAAAAATTAGCTGGGCATGGTGTCGTGT 
ACCTGTAATCCCAGCTACTTGGGAGGCTGAGGCAGAATTGCTTGAACCAGGACCTGGGAGGCGGAGGTTGCAGTGAGCCAAGATCATGCCACCG 
TACTCCAGCCTGGGCTACAGAGAGAGACTCCATCTCAAAAAAAAAAAAAAAAAAAAAAAAAAGAATTGATAAATTCCCATAAATACTTCATTAA 
TACTTAATAC ATTTCTTTC CAATATTTGT CT CTCTGTGTATATATATACAAAATTCTTAAAAATCATAGCTATGATGTTGGAGCTTCTTGGAAT 
TGTTTTAGATTAGATCTAGGACACCTCATGTTTTGGGATATGCAGGAGAATATTATCAATTGTGTTTACCTTGGGATGCTTTCTGTCCTGTTTC 
CCCAAGAGATTACTGCTGTCACTCAGAACCTGGAGGCCCAGCTGGGTCCTTCCCTGGATGCTGAGTGTCAGGGCACAGTGTGGGGAGTGTGGCC 
TGAGATCCTTGACCACAAACACGGCATCTTGATTCTTCCTACCCAGACTCTAGTCTGAGGAGTTCACTGGAAAATGATTGGAAAGTTAGGTTTT 
ATG ACAATG CAACTTT ATAAT C CAATTAATTGATG CTGGTTAC AAGC AGAATATCTTT CTCTTTAAAAATTAATTTACATAAATG ACTACCATT 
TCTGCCTTCATGAACTTCATCTTCAAGCTCTGGTACTTAGCACAGACAATGCTAAGAAACCACATAGAAATCCAGGGACATCTGGCTCTGAAAA 
GAGAAGAGTTGGGAGTGTTTCATCCTATGTTCTTGAAAGGGGGGTGGAATAGGTTTATGATTCTGATCATAAATTGGCTGCTTTCCACTTTGAT 
AAATATCTACAGTAGAAGC C CTAAGG CTGT AAGTTAG AGAT AAG ACAAAAAC CAAAAACTCCCTAAAATG AAAT AGTCTTACATTGGTAAC C C A 
TTCCAATATTAACAATGAAAGAAAAATGTCATTTTCCCTGGATGTTTTACATTGTTCTTCTTGAATGGAGGAGAGGAACTGAGTTAGCATCTGG 
AAGAAAACAATCCAAACTGGACTAGGCAAAACAGGAGGCCGTTGGCTCAGGCAGCTGGTAAGTACAGGGTGTAGTCTCCGGCATGGCTAGATTC 
AGGACCTCATCTCTGCCTTTCTCTTATGGGCTTACTTCATTTTCAGGGAGTCTTTATTCCTGTAGCCCCAGGAATTCTCATCTGGTCTCATTGG 
TCCATCCCTGCGGGGCGGGGATCGGGGGCGGTGGGAGGCCAGGATGTGGGGGCGGAGAGGCGGGGGCAGGAGAGGTATACAGGGCTCTAATTGG 
TCAGACTGGGCCATGTGGCCACTCCCAGGAAGGCTTTGGAGTCAGGGATGGAGTCAGCTCCATGAAAGCTTGCTGACCAAAAGGAGAGGGAAAC 
AGGGTCATTCGCCCAGAGAAAAACTGAGGTTAGGATTGTCCTGTCCCCACAAACCTCCXTCTCCACCCACCAAGATTTGACTGTCTTCGCCAGG 
GACTTGCTCTAGCTGGGTCAAGCTCAAGTGGGGTTATTGAAGTGGAACAGGGAAACCCACGCATGGCAAGAACAGGGGGGCACTCAAGGAACAG 
GGGCCCAGAGCCACCCTCTGCAGCGGCTGCTCCATTCTCTGTTCTGTGAAAAGCCCTCGTTAACTTCGCAACACCGACAGGGATGCCAGACCCA 
GGTCTCCCCAAGGGCCTTGAAAGCTCCCGCATTTTCCCCTCTGCCATACTCATCCCTGGGTTTCTCAGTTCAGGTTTGCAAGAGAGGATCTGAT 
TGACCTGGCTTGGGTCAGGGGCCCAACCCTGACCCAATCAGCTGTGGCAGATGGAATGGAGGTGGGGCTCAGGGGGTTTCCCCTCTCCCTCAGG 
GTTGTGGTGGGTCAATGGATTCTAGTGATTATGGCACCTGCAGATCTCAGCTGATTTTGTTTTTTAAAAAATTACTAATACTATTTCTTGAGAC 
GGGAAGTTGCTGTGTGGTCCAGGCTGGAGTGCAGTAGTGGGATGCTAGGTCACTGCACCCTCGAACTCCTGGCCTCAAGCCATCCTACCTCCTT 

GCAGAGTTTCGCTCTTGTTGCGCAGACTGGAGTGTGATGGTGAGATGTTAGCTCACCGCAACCTGGGGCTCCTGGGTTCAAGCAATTCTCCTGC 
CTTAGCTTCACGAGTAGGTGGGATTATAGGCATGTGCCACCATGCCCGGCTAATTTTTGTATTTTTAGTAGAGACGGGGTTTCTCCATGTTGGT 
AAGGCTGGTCTCGAACTCCCGACCTCAGGTGATCCAGCCGCCTCAGCCTGCCAAAGTGCTGGGATTACAGGAGTGAGCCACTGCACGGGGCCGA 
GTGCCTACTCTTTATGTGTCCCATTTTAAACTTACACCAACACTCTGAAGCTGAGGCTCTTAGAGGGCAGCCTTCTTGCCTGGGTCACGCAGCC 
ACTAAGTGAGTGGTTAATCTGAAACTAGCACCTAGGGGAGCTGGCGAAGGGGCCCAGGGTAGCAGAGGCCATGAAGAACTCTTTCCAAGTTGTT 

TCCTCCTTCCAAGTTCAAGCGATTCTCGTGCCTCAGCCTCCTGAGTAGCTGGGACTACAGGCGCGCGCCACCACGCCCGTCTAGTTTTTGTATT 
TTTAGTAGAGACAGGGTTTTGCCATGTTGCCCAGGCTGGTCTCGAAGTCCTGGCCTCAAGTGATCTGCCTGTCTCGGCCTCCCAAAGTACTAGG 
ATTAGAGGCTTGAGCCACTGCACCCGGCCCAGATTGGTTCTTTAAAGCGGAGTTGAGAGGTGGCGCTGGAGGGGAGGAAGCCCTTCGACATTTG 
CTCCCAGCCTCAAAACTGGGTTGCACCGGCATGTGTTCCTAGCCCTGTGGGGTTCCTGGAGCCCCGCGTTGTCCCGGCCGGCCTCCCTGAGTTC 
TTGTGCTCCCCCTGCCCACCAGTCTCAGTGTGCGGGGTGGGGACCACCAGGCTGGGAAGCCCAGAGTTCCCAGGCAACTCGTGCGCCTGGGAGG 
GTGATAGAATCCGTCCTACACTCCTCAGGATCTTGAAGGGGGCTCTTCCTTACATTCCCAGTCACCCCTCCCCCAGCCCCTACACAGGGCCTAG 
GTAAGCTGTCTGCACCCCACTCCCACTCTGTATCAGCTGCCCTCTTCCTCAGCACCCTATCCCACTGGAGGACCTTTTCCAACTCCAGTCGCCA 
CTTTTAATCTGCCGCCTTTTCCCAGCAGCCAGTCGTGATTGCCTGCTCCGTAGCCCCAGTTGCCCACTGCTTTAGATAGTGTCGCAGCTGGCTG 
TGAGGAGTGTCCTGATTCTGTAACCCGGCACCTCCTCCACAGGGCCCTAGACGCCTCAAGCCTTCCAGGACGTTTGTTGATCAAAGGCGAAGGA 
TGTGCAGAATCTTCGTCCATCTACGAATTAATTCTCGAAACCTGCTTCGAGTGGGCCTCGCGCGTAAGACAGGGGACACTCAGTGGTGAACGAG 
ACCACTCGCTTAGGCCTAGCAGCGAGGTGACCGTTCACTCAACACACACTAACTGGGTCCCGCAGGACACGCCCCGGCTGGTCGCGGGGGTTAC 
CCGGGGTGCCCTCAGTCGGCCGGCCGGCCATAACCGGCGTGATCTCCTCGCGCCGAGAGACCCAGCAGGGACCTCGCAAAACCCAATCCACGTT 
TTGTTTTATTTTGTCTTTTTGCCTCTCAAATGCATGGAAATTGGCTGCTAGTAGCTTTGCTACAGGAGAAAATCGCTAATCTGTAGTGCAAAAT 
CGGCGCACAGGGGTTTTCTCTGAGATTGTCTAGACGCCGCGCGGGCGGGTCGGAGGCGCCAGACACATTGTATCCGGAGCGCGGAGCTCGGGAG 
CAACAGTCGCCGCCTCTACTCTGTATCTGCGCCGCCCCAGGCGCCCAGTGTCCGCGCTGGGCCTGGGACTGGCCTCGGGGGATGGGGCCCACGC 
GGGCTTTGATGGGGGGCCGGGGGCCACTTTGTCCACCCAGGCGAGGCTTGGGTCCAGCGCCGGCCACATCAACTCCCGGGGGATCTAGCAGCGC 
GGAGGCCAAGCAGGAGGCCCAGGAGCCCCGCGCGTCTTCCATTAGCGCAGGGACCTCCGGGCCACAGCTCAGAGAATCGGAAGGCCTCCTCCCC 
CTTCCCGAGCGCTGCCACTGGGGCCGAGGTTTCCAGCAAGAACCCGCGTGTCCCTGCGCACGCACACACGGTGCACACGTCAGTCCGGCGCCTC 
CCCGTGCCCCGACTCACGCAGGTCCTCCCGCGCGCCCGCAACACGCCCGCAGGCTCCTGTGTCTGCTGCCGGGGCAGCGGGGCCCGGAAGGGTA 
AGAACGCGGCTCGCTAGCGGGATGGGGACCCTGGCCCGGCCTGGACGCTGTCCCGGGCGGGGCCTGGGGGCGGAGCGCGCCGGGCCGGGCGCGC 
AGGAGGGGAGGCGGGTCCGCGCCGCCGCCGTCCGCGCCGCCCCGCCCTTGGCCCAGCCGCTGGCTCGGCTCGGCTCCCTGGCTCGGCTCGCTGC 
CTCCGCGTCGCAGCCCCCGCCGTAGCCGCCTCCGAGCCCGCCGCCACATCCTCTGAGGTAGGCGCAGCGGAAAAGGACCCCGGCTTCCTTGCGC 
CCTGGACGGGGGGGGCCAGGCCCCTGGGGAGCTGAGAGGGAGGCGCTGAGGGAGGAGCGGGCGAGGGGCCCGGGCAGCCCGGCCGCGGGGAGGG 
ATCGCGAGCGGCCGGCGCGGGCCTGGCTGGTGAGCGGGCGGGCAGAGAAGGCCGCACAGGCGGGTGCCGAACAGGTCTGGGCTGGGGAGCGCGA 
GGCCGAGGGTCCAGAGACGCCTGCGGCTGGCGGCGAGAGGCGGCCCGGGCTTGCGGGCGGAAGTGCAAGGGCGGCCGCGTGGAGGCCCGGCGGG 
CCGCGCGTCTAGGTGACCTTCCGCGGCGGCGCCCTCTGGCCCTGGATCCCACCAGCGTGCATCCGGCGGGGACCCGTTGGCCGCCCACGCTCGC 
CGGACCAGGCCAGCGGGCGGGTGCCGGCCACGCTGCCGCCTCGGGGATGAGCTCACGTGACGACCGTGGCCGCGAGTCCCCAGGCCCACGCGCC 
CTGGCCGGCCCACGCCCGCAGAAGCTGGCGCCCGGCACCGCCCGCCTGTGCCAGAGCCTTCTAGAGCGGAACGCGCCGGCCGAGAGTCGACTTA 

TGATTACTGGTTCGGTCGTTCATTCATTCGCCAAATGCGGCGGTGGATTCTGGAAACTGTTTCGGAGCCTGACTTTGGATTAGAGGCCCGCAGT 
CTTAGTGGTTTGTACAAGGTCACACAGCTGGGAAGTCCCCATACCTTCGTTTTCTCATCTATAGGACGGGAGCAATTGTACCTCTCCTTGGATG 
AGTTTTGGGGAATAATAAAATGAATTAATTAGCATGAAAGCTTTAGAACAGTGCCGGTGTGGAGAAGGGCTAAGTAGAAACCCTGACACCCTTG 
GGGCTTTTTGGGTGAATCCAGCCCATCCCGCGCAGACCATTTTGCTACACGTGGCGTTGTGGAAGGGGTTCAATAAATGTAGCTCCTGTTTTTA 
AACATTCTTTGACTATTATTGACAAGCATTTGTATACCAGGTATTGAGTAACTTTCAGCTTAATTTATGAAAAATCTTGTAAGTTTACAAATGG 
ACATTGTCAAGCTGGAGCAGTAAGTTTGCATGTGGAGATCTTGAATGCAGGAGCAGAGCCTGGTTTAGAGCCCGTTCCGCCCGGGGTCCCTGTC 
CCCTTGACTAGCCTCCCCTCTCCTGGGGAGATAGGGGAAAGGGCTCCTCTGTTGCCTAAACTTCTCCACTGAGGCAGGAGAAGGCCAGAGCAGA 
CTACCGAGGGCCAGCCTTCATTCTGCCCACCCCAGCTGTGGACCAACTCAGCTCCTAAGGGTCAGACTGAGGCACTGAGGCCCTGTGCTACTTT 
GTCTTCAGTGCCTGGGGTGGTGCTGCCTGGCACACAGTAGGTGCTTGAGAAGGGTCTGTGGGGGTAAATGCACTCTTGTGTCAGAATCCACCCA 
TCTTTACTGACAGAGTTTTACTATTC CAGTAC ATGGCCCATAGTAGGTG CTT ATTG AGTATTTGTGG AATTATTG AATGGGCATATGAAGGG CT 
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GCAGGCCCAGACCATAGTCCTTTGATCCTGGACTTTTTTTTTTTTTGAGACAGGGTCTTGCTCTGTTGCCAGGTCTGGAGCGCGGTGGCACCAT 
AACGGCTCATGGCAGCTTCTGTTTCCTGGGTTCAGGCAATCCTCCCACCTCAGCCTCACAGAGTATCTGGGATCCCAGGCACACACCACCACGC 
CTGGCTAATTTTTGTATTTTTAGTAGAGTCGGGGTTTCACCATGTTTGCCAGGCTGATCTCAAACTCCTGGCCTCAAGCAATCCACCCGCCTCC 
GCCTCCCAAAGTGCTGGGATTACACGCGTGAGCCACCATGCCCGGTCCTGGACATCCTTTTGAGGGACACAGACATCTCACTTGTGGAAAACAG 
CCTCACCTAGCAGAGAGTCACAAATATTTAAAGAACTGTAACAGTATGTATAGTCTCTTGAAATAAGTGCTTTAAACACATCGTGTTCATTCTC 
TGGTTTTCCAAGTCCCGAGGGAAACTTGTTGAACTGGTGTTTCTGGGCTTGCAGGGAGGGTGACATGGGTGACTGGGATTCTACAGAAGGTGTT 
GGGCCTGTTACCCCTTCCCTCATGGTGGGTGGATGGACAGCTTGTGCTGGGGTTGTCCTGAGTAGGGTGCCTGCCTGTGGGTAGTGGGGACTAC 
TCCTTGTTGATTATTTAGTTTTATTTTTGCTATTCTAGAGTGGGGCTATAGGCAGGGGTTATTCGTAGCTCAGAAAGTGGGGGACCATACAGGG 
ATGAGGTGCCTGTGGGCCCCTGGCCTTGCTGAACACTAGGCAGGTGTGGACAGTGAACTCCATGCTGGGGAGGTGAAGGGCATCCAACCTCTAC 
CCTTACCAGGAAGATGCTCCTGAAGCACTGAAGTCCACTTCGCCTTTGATGGAATTTCCCGTGGTGTAGTGTCTTCGGTGGTAGTGACTGGAAG 
AGGCGCATGTGTGGTTGAGGACCAGCCGAAGCTTGGAGGCAGCCCCTCCTGGTGCTCAGAGATTCTGTAGTCTGCGGCTTTGGGTTTTCCATGG 
AGTCCTGTGGTAGCCACTGAGAAAAGTTGACCAGTGGGCTCCTCAGCTGGGTCTGGGCGCATTTCTCCATTTTACCACGTACTCAGGGGGTTTG 
GGATGAGTGGGACTTTAAGTTCTTTACTCAGAACTGTGCTGGAAAGAGCACTGGAGAGTAGCTTAGGCCCATAACACAGGTCTGGTGAGCCATA 

GCCCAGGCTGGAGTGCAGTGGTGCAATCTCGGCTCCCTGCAATCTCTACCTCTCGGGTTCAAGCAAGTCTCTGCCTCACCCTCTCGAGTAGCCG 
GGATTACAGGCGCCTGCCACCATGCCTGGCTAATTTTTTTGTATTTTTTAGTAGAGATGGGGTTTCACCATCTTGGCCAGGTTGGTCTTGAACT 
CCTGACCTCGTGATCCACCCGCCTCGGCCTCCTAAAGTGCGGGGATTGCAGGTGTGAGCCACTGAGCCCGGCCGAGTTTGTGTGCTATAAAAGT 
ATGATTGTCGTCATTACAGTGATTGCTGATTGAGGGCTTGCTCAGCACCTTTCTGGGGGCTCAAGGAATGTTCTGTGATGTTGAGTTCACCACC 
CTAT ACCCTGGG AGAGAG ATAGTGTGTTTCCATTT CAC AGGTCAG CAGACT CG AG CACAG AGAGGTGAGGTAAC AC AGC CTGGC AGGAGTGG AG 
TTGGGATTCAAGGCCTGGTCTGAATGGTGGTGCTCTCACATTGCAGTTGCACTCCAAGGGACCCTTGCAAGGTGCTAACAGATGTGAATGCCTT 
TTGGAAAGTCAAAATTGGTGTTCAGATGGGAGACATTATTTTTCCACACCAGTCAGAGTGAACTTGTGCATGGCTGTGTGCGGGCCAACTGGCA 
GTGGACAATGGAGTCACCTCTATTTCTTGCAAGGACAGTGGTGCTGAGTGTCTATTATAAGGGTCCGTTTTCCCTGGGATCTGGTGGGAGGCAT 
TCTTTCAGGACCTGTTCAGCTAAACAATGCCTCATTGTGGACATGAAGGACTCTGGACCCTGTGGTTCAGGGTGACCTTTTGAACATGCTTAGC 
AGC C ATTATTAT AATAAATATACAAAATGAAAACTTGTGAT AAAAT ACTGTGTGT ATT CCCTGCTT ACCAAGCGC CAG CC ACTGTAC C AAGTGT 
TGTATATT AACG AGCT AATTCAGTCCTCACAGTGACGC CAATCCAGGCTCT CTTT CTC CATATTAG AGCTG AAG AAAAAGG AGTAGAGAGGTTG 
CGACTTGCCCAAAGTCACATACCTAGAAAGTGGTGGGGTGGGTTAGAACTCAGGTCTATTTGATTCCCGAGGCTTCCTGCCCAAGCACTGTCTG 
TCTCAACCCTACCTGGTCAAGCCAAGCAGTGAGGCTCCAGGGAACTTGAGGTGCCTTAGGTCAGGTAGGAGCCCCAGGTATGCCTGGGATCCAG 
ACCATAGTGTACTGGCTGCCAGCGCAGGCCATCTCCCCTTGATAGGTGGGTGGGCAGGCTGCCCTGAGTCAGCAACCTCCTGAGCCCAGGAGCT 
CAGCATGGAACTCAGCTGTGCTGGTGGTGGCCCAGCTGCCAGGGTGTTTCAAAATAGAAGCTACCCCTGGAAAGCTCTACTGCCCACTGCGAGA 
CTGTTGTGGAAGAATGGAGGGAGAGAACAGCTGCATTGGGTACGCAGACCTGCTACCAGAACACAGGGCCATCAGCCTTTGCCAGCATCCTGGA 
GCTTGAACCAGGAACTGTTCCCCTGGGTTGTTTCTTCCTGGCAAGAAAGAGAAAGTGCTGGAGTGTGTGTGTGTGCATGCGTGCATGTGTGTGA 
GCGAGCTGCTGATTGTGTTCGCCCCCATGTTGGCTTTTAGAGCTAGGGTTGCCTTCTGCTGGGGAAGTTGCTTTTCCTGGTCCTCAGGGCTAGG 
AAGAGGTGCTGTTTCTGTGATCACTGGCTGGTCTGATACCCCTCCTATAGGCTGGCCTAGTTCTGCCCTGACAAACCACCTAGAATGGTGTTGG 
TGAAACAG CGGGG C C AG AG ACTTTTCC ATAGTACTCTCTT C CTTGG C AGAATC AT AAG ATG ATGGC AATGATG ATGATGATGGTTGTGATTG CT 
CTGTTGGTTAGCGTCTTTGCAGGGATCTGGTGCACACTTACACTTGGTAATCCAGGAGAGTTTAATGAAGACATCATTTGCAAAGCTGTGGATG 
GGGTGTCAGGTCTGGTCTGTTAACACCCTGAGGCCTACAAGAGAGGGAGCTTCTTGGCAGGAGCTGTGGCCTTGGGTAGAGGAAGGTAGTCATT 
GCCCATCTGAAGCCTAGCAGGGAGGGAGACTCGGGGTGAGTACCCCGACTTCATTCTTCCCTAAACTCCCGTCTTCTGCAAGTACCTCACGTTG 
AAAGGCTAAGCCCAATCATAAGCCCATGGACAGCAGTCCATAATGATCAGTTCTGGGGGCACAGAGCAGGGTGGAAGGGAGGAGAATGGATCTG 
GAGGGGCAGACAGAGTATCCAGTGTAGTGGATTATGGTTATTACTGCCATTTGTTGAACACTTACTCCATGCCAGATACTTCTGCTGTTCTGCC 
TGTTTCACTCATTCCTTGTAACAACTTCCTTAGGCCTAAGGCCTTTCCTCCCAGCTGTTTTTAGCTGAGTCTTGGAGACCCATGGCCACCCTGC 
TCCCTGTATCAACCATTGCAGTAGTTGTTGGCTCTCTAGGGGTGCAAAGCTCATCTGCCTGAATCCTTCTATTATTACTATTTATTTCTTTTTA 
TTTTTTATTTAAAAGAGACAGGGTCTCACTGTATTGCCCAGGCTGGTCTCGAACTCCTGCATTCAGGCGATCCTCCTGCCTCAGCCTCCCAAAG 
TGCTGGGATTAGAGGCGTGAGCCACCATGCCTGGCACATGCCTGAATCCTTTTGAGGGAGCCTCTGCAGAGAAGAGAGCATATTTCTACCAGGC 
GGGGGCCTGGTAGGTGCTTAGTGCAGGAACCGCCCTGAGCTGCTGCTTCTCAGTGGCACCTGGGGGCAGCCCTGCCTGTTAGGCACAGGCTGAG 
AGGTAGGGCAGGAGGAGTTCCATCTCTTCTGGCAGGCTCTTCTTGAACAAGCGCCTCCGGTGATTCTTGTGCACCCTGAAGTTAGGGAGCTCTT 
TCCTGCTCATGATTTCTGGCAGGGTGGCCAAGCCACTAGTGGTCACCTGGGAGTGAAATGTGCCCCGACGGACCTTGCCTGATAACTCTTCCAT 
CTCAGTGTAGTTTAAATCTGTTCTTGCAATCTGTATGGACACTCTAGGTAGCCTTCTGGCATTGCTACTGCAGCAGCCTTGGAACGTGATTTGG 
GACACAACACAGCTCAATTTCAGGCACAGTGGTTGGCTTTTAAAGTGCTGTTTTTTTGGAGAGGGAGTCTCTCGCTCTGTCACCCAGGCTGGAG 
TGCAGTGGCACGATCTTGGCTCACTGCAGCCTTTGCCTTTGGGTTCAAGTGATTCTCATGCCTCAGCCTCCCAAGTAGCTGGGATTACAGGCAC 
TTACCACCACGCCCGGCTAATTTTTGTATTGAAATTCTTTATCCTTAAACAAATTATTAGTATACACAAACAGCTTAAATAATGAAGCAGAACA 
AAAAATGAAAATTCGATTTGAAGTGCATTCCTTCCCTAAACCTCCTTCTCCAGAAGCGTATCTAAGCCAGCCCCAATTTGCAGATTGGCTTGTA 
TCCTTCCACATGCTTTCCCATCCATTCATGAACATAGAAAGATGTGTAAAAAGGTTTTCCTCCAATTACATGGAATTACAAATTTTCTGACTTT 
TTTCATTTAACTGTATCATAGCTAGCTAGCTTTCTTTCTTTTTTTTTTTTTTGTTTCGAGACGGAGTTTTACTCTTGTTGCCCAGGCTGGATTA 
CAATGGCGCGATCTCAGCTCACCACAACCTCCACCTCCCAGGTTGAGGCAATTCTTCTGCCCCAGCCTCCCGAGTAGCTGGGATTACAGGCATG 
CGCCACCACGCCTGGCTAATTTATTTTGTATTTTTAATAGAGACAGGGTTTCTCCATGTTGGTCAGGGTGGTCTCGAACTCCTGACCTCAGGTG 
ACCCGCCCACCTCGGCCTCCCAAAGTGCTGGGATTACAGGCATGAGCCACTGCGCACGGCTATCGTAGCTTCATAGCTAGCTTTCTATGCCACC 
ACATACATCCACCTTATTCTTTTTTTTTTTTTTTTTTTTTTGTGAGACAGTCTCGCTCTGTCATCCAGGCTGGAGTGCAGTGGCATGATCTTGG 
CTCACTGCAACCTCTGCCTCCTGGTTTAAGCTTGTGCCTCAGCCTCTCAAGTAGCTGGCATTACAGGCGTGCACCATCACACCTGGGTGATTTT 

CTCAGCCTCCCAAAGTGCTGGGATTACAGGCATGAGCCACCCACCTTATTCTTTTTGATTACCATATGGTACTCCTTAGTTTGCAAGTATAGTA 
CCTTAATTTTTATTCATTCATTTTCCTTTTGATGGACTTTTAGGTTGCTTCTGGGTTTTGTGTTACAAATACTGCTGCAGTGAGCATCCTCATA 
TACACATCTTTGAGTAGTGCCTTGGTTGCTACAGTGGGGCAGGTTCCTAGAAGTGGAATTGCCACTAGGGTTAATGCTGGGTTAATTGCTCTCC 
AAAAAGAGTGTACCTGTAGTACTCCCCCTTGGCGTGAACAAGAGTGACTGTTTTCCACACCCTCACTGACACTGGATATTATTTACGTTTTTGC 
CAGACTGCTGGTTAAGTGAGCTTCTGAAACACAGATGTGGTAGTCACTCAACAGTGGCTCTTGGTGGCCCTTAGAATAAAATCCATGCATGGTA 
TTGAGGTCAGAAGCAACCAGTGCTTCTGATGGCACTTGGTCTCCTCAGCCTGAGATCAGCTCTCCTTAGGCCGAGGTGGGAGCAGGCAGGGAGT 
GGAGGTCATTGCTAGTTGAGGGTCTCCCCAACTCCCCCACTCTTGGTGATGCTGCAACAGTGAGCCTGCAGAGGGAGCTCTTACTTCCTGGTTG 
CATTGTAATGAGTTCCTATTGTCAGATTCCAAGTTTCTACTTTTTTCCCCATTGCTAAATAATACTTTGATGCTCATTGCTCATTCACTCATCA 
AACACATTTATATTGAATGCCTATTATGTGCCAGGGCTTAGCATCTTTATATACGTAACTTTTTCCATATTTTGGATAAATTTATGCATGACAG 
GCTCTGGGGTGCTTTGAATTCAAAGAGGTGATTTTGGGGGTAGGTGTATGGGGTAGGGTGGGGTGGGGGCACGGTGAGCACAGCAGCTGTCATT 
GC C ATTC AGCTG ATG AG CC AAGAAGG ATGTGT ACCC C C AAG AC AG AGGTTACGTAAGTATTATGCAGACTGTG CTGGGTG ATAGATAC ACTAT C 
CTTCCCCTCTGTGCTTCCAGTATGGGCCGGATTTTCATTCCTCAGCTGGAATGGGGCTTGCATAATTTGTTCAAGGTCAGCCAAGGAAAGGTTG 
GGTAGGTAGACTGGCAGGCTGTGGAGGGGAACCAGGGACTCCTGTATCCTGGTGTGACTTGCTGGTCCTTCTCAAAGTCTTCAGTGACTGCAGG 
CAGGTCTGCTCAGCCTGGCCCTGCCCATCCCTCTGTTTCCTACCAACCAGTGGGAACAAAGCCCCCAGGCTCTGCCCTGAAGCCATCACTCAGG 
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CAGAGAGGCCTGTGGTTCTGACTCCCCCAGGACGCCCTCTGACTTCTGTCTGTCCAGGGCTAGCTGCTTTGCCGATGCCAGACTGCCCTGCTTC 
ATGCGCAGCCTCTAGAGGCTCAGCTTGTGAAGGCCCCTGGGGGGTGGATGCTGCAGAGACAGCTGTGTATCAGTAGCTAACTGTACAGGCTCCG 
ATTTGGAGCAGATCTGGGTGGAAGGAGTGACTGGGAGGGGTGGGGGCCAGGGTTCAGCCTTCAAGTCAGCACCCTGGCAGGGTGTTAAGTGAAA 
GCAGGCTTTGTTGCCGACTTTTCTTTCCTCCAGTCCTCGCCTTAGAAAATTAATGCAGATTATTATTTCTATCATAAAATTGTCTCTGAAATGG 
GTTCGAGAGCTGTGTAAAAATGGGCATTTTGGGGGTGCTGTCTGTAGCTGTAAGAAAGCTGAACTTCTCGGAGCGGCAGAGCTGTCTCGGGCCT 
TCCTTAGTTCCGTCAGATCAGTGCAGCAGGGGATGGGCCGAAGTGCACAAAAAGGAGGGGAAGCTACCACTACCTGGCAGTTGGGGGCCTTTAG 
TGAAAGGGTGAGTCATCCTTTTGCTGTCCTCGGTGGTGTCACTTCAGGCCCAGGAGTGGACTTGACTCCATTCAGCCAGTGGTTTCTGTGAGTC 
TTCCTTGCCAGGTGCTATGCTGGGGAGAATGCTTACTTGGGGGCCCAGAACGGGGGAGATTATGGTTCATTGTCGGTGTTCAAGGAGATGGGGA 
AGAGAGCAAGACACAGATGAGAAAGCCAGCATCCAGTATGTTTACAGTGAGGCATTGGATAGGGATATGTTTTAGTGAACCAGCAAGTTCACTT 
GCGTGCTGCTGGTACCAACTACATGGTTGTGTTGTGGAACCCCACAGCCCCAAAAGAGCTTGGCCGTGTCGGAGCTCCTAGAGGCCCCAGGAGG 
GGTCCGGTCTGCTCTTCTGAGCTCTGCTCTCTGAGTGCCTTGTCCTTGGGTGGTAATCTCTTTAGTGGCCTTGTACTTCAGGCTGATGTTTGCT 
GTGGGTGGGGTGTTTTTTGACAGGTGGCTGTGCTTGTTGGATTTTGGGGATTAGCGATGAGAGAGGGCATTTGGGGAACATTTAATGGATGAGT 
GCTCTGCCTTTATCCTGAGCGGGGACCAGTCCAGATGTGAAGGCTGCTGTGTCTGGGAGGCGTCTCTTCTGTGGGGTCAGGGGAGAGTCGTGGG 
GAAGGCTCTGGCTCCTAAGGTCCAGGGAGGTCTTAGGTGACCCACAGATATTACCACTGGACTGCTTCTCCTTCTGCTTCCCCAGCCCCCACCC 
CGGCTGAGTTTGTGGCCCCCCTGGGAGGCATAGGACTGAAGAGGGGTACTTGGTTCACTGATGGTTTGTTAACCCTGTCGGGTGGAGAATGTTC 
TGGGCCCGTTACTGTTATGTTCTGTGTCTGCCTGGGGTTACATTGCCTCAGCTTTCAATCCAGAGTTGTTCTCCTAGGAAGGTGTCAGGTAAAG 
GGTATTTCTTGAGGTTCTGGTGGGTGGTTTCCTGGTCTATCCCGGGGGGATGCACCTACAGGGTTAGTTTGGGAGGGAGGAACAAGTGGGGAGA 
GGGGAGCCCCCAGACTGGAAAGAGCCAGTGGCGGGCAGTGTAAAATGGATCTTCCCCCCTCATCTCTCTACCCTGATACTAATGTGGGCTGACC 
TGTCCATGGTTTCAGCCTGATCATGTGCAAGAAATAACACAGCAGCGACAAAAATAGGACAGAGTAAACAGCTCGCTGCTCTTCTGTCTGTGCT 
CTGACACAAAAGTGAGCTGGGATAAAATTAACAAAGCATCTGGAAAAAGTAAAGTAGGACCTGGATCACAACTTCACAATTTAAAATTGTAGAA 
GTTTATACTGTTTCTTTTACAACATACTCAATGAGTCTGTGGCCTCCTGCAATGCCTTTGAAGTTAAAGCTTTGGCCAAGAATGCAACTTCCAT 
TG ATG ATATGGAAGC ATAT C ATGT CATATG AC ATG C C AGG AGC ATGT C ATAT ATGTGTTTATTTGTGTG AAT AT AT AT AC ATGT AACTTCAGAT 
GGTATATATGCAGATGAATTTTGATAATTTAGGTATACTGTATTTTAAAACGAATGGAATGGTCCTTCTGGTTGAGACTAATGATTCTGGGGAT 
GGAGAAGGTGCAGGAGATGAGGCTTTCTCATGCATGACCCCCTCTCCTCCTGGGCAGAGCACACCATGTACAGTCCCAGATTAGGATATTAATC 
CTGTGTACACAGCATATACAGCATGCCAAAGCAAAGCCTTCCAGGAATGCAGTGTGGTCCTTAGGGCAAAGACTATTTGAGTTACTCTCCTTCC 
TTGAACACCGAGGTGCTTAATAAATGTTTGTTGATTGACTTAGTGATATGCAGCAATCCCAAGTAGTCCTTTGATGGTTGGTTTTAAAAATAAA 
GTTACACTGGAGCTCAATAAATATTTGTTTAATGTATTTGGAGGATGTATTTGGGTTTTTTCCATGTGAAGAGCTGCCAAACTGGTTTGGTTTT 
ACTGTATTCTCTATGAGAAATATGAAGTGGGTTCCCATAAAGTCCAAAAGTTTTGTGAAAAGTTGGGCCCATCCTGGCATATAGTAGGTACTCC 
ATAAATATTTGTTGAATGAATGAAATCAGAGCCACATGGAAAATGATGTTCCCATGAAAAGCTCTGATTTCTATTCGGTACATTTAATGTCCTA 
GTAGCTGACATTTTGTAAGATGATATGTTTTATTGGCAACAGTCCTACAATTCAGTAAAGTCACTGGCTCATGGGAATGTGTCTTTGACAGTTT 
ATTCATTAAGCAAATATTTCCTGACTCCTACTCTGTTCTGGGCCTGGGCTCAGTCCTGGGGATGCTGAGGAGGAGAGGTCTAAATTGTTGATCA 
TCTGTCAACAAAGACTCATTGAGTGTCTCAAGCTCTGGCCACAAAATGAAGGACAAGACAGCAAGGGCTTCTTGGCCCATCTGGGAGGATAAGC 
TACCTGGTAGTCTTAGTGCTAGGTGATTTTTATTGGTTGCTAATTACATCTAATAATTGTTATTGATGGAAAGCTAATTTCCCTAATTATCAAT 
GCATTTATTCTGGTGATTCTTTTATCATAGCAGAAGATGGCTGTGCCACCCACGTATGCCGATCTTGGCAAATCTGCCAGGGATGTCTTCACCA 
AGGGCTATGGTGAGTGTTGCAGAGAGGGGGTGCCTTTCAGCTCACAGACTGAGTTGGCATGTTTGAGACTTTACCGATAACTGTTTAGGAGACC 
TGGGTAGGTCAGCTGTTCTGAACTTTCACGTGAGGGAAAAAAGAAGCTTTCATTTGTGTGGCAATTGTAGCAACTTTGGTTGTGCACCCAGTTG 
GACAGGCTCCTGCATTGGTGCTGTCAAGTGGGTATTCTTGTTTTCTTTTCCAAGTGTGGAGCAGCCCTGTGGAAGCTGCTGCAGTGGAGCGCGG 
CTTCTATATTTAGCCTGTGCTTAGGCACATGCCCACGAGGCCCAGTAACTGTGTCTTTGCCAGCTGTCAGGTGTCTTCTTATCAGACCCTGCTG 
GGAGTGCAGGTGGGACCCAGGTGGGGGTGCCCATTCTGTCTGCTGCTGTTCCATGGCAGCTGAGAGCTCCCCCCACGAGCAGCAGCAGAGACTG 
GGTGCCCTCAGCCCCTGTGGCAGGAGTGTGCTTCTTTTTAAAAAAGCATCCTGAAGCAACCATGAGGGAGGCAGAGGTGCTGTTCTCTAGTTAT 
TTAACCTATTGACAGTTGTCTTCTTCTTTCTTTAGGATTTGGCTTAATAAAGCTTGATTTGAAAACAAAATCTGAGAATGGATTGGTAAGTTGT 
CCAACCCACATGGAACATGAGTATTTATTTATTTTTATTTTATTTTATTTATTTATTTTTGAGATGGAGTTTTGCTCTTGTCGCCCAGGCTGGA 
GTACAATGGCGTGATCTCAGCTCACCACAACCTCCACTTCTTGGGTTCAAGCGATTCTCCTACCTCAGCCTACCGAGTAGCTGGGATTACAGGC 
ACCCGCCACCATGCTCGGCTAATTTTGTATTTTTAATAGAGACGGGGTTTTTCCATGTTGGTCAGGCTGGTCTTGAACTCCCGACTTCAGGTGA 
TCCGCCCACCTTGGCCTCCCAAAGTGCTGGAATTATAGGCATGAGCCACTGCGCCTGGCTTATTTTTATTTTTAAAAAAGATTTTAGATTCAGG 
GTGTACATGTGCAGGTTTGTTACATGGATGTATTGTGTAATGGTGAGGTTTGGGCTTCTAGTGTACCCATTACCCAAATAGTGACCATTGTATG 
GAACGTGGGAATTTGTTGTAGATCAACAAATAACTGTCGTGACCTGGCCCGCAAAGCCAAAAGAAGGTACTTTTTTTTTTTTATTCTGGCAGTT 
TTTGTGGTTTTCACATTCATTCCATTTTCTGCATGATGGGTGGTCCAGGGGAACCATGCCAGTAGGCGCCCAGTTCAGCAGCGGGTAATAGAGG 
AGAATGGGTCAGGTCTCAGTTTTAGTTTTCCTTGTGCTTCTTATTTTCAAATTCACCTGCATTCAACCACATAAGTGTTTTTAAAGTAATCTTA 
GTAGTCCCTTTGAAATTATGTGTGCAGTAATTGTTGGAAGAAAGAAGTTTTGGGTTTGAATTACCGCTGTGTCAGCTTTAGCTCAGTGCTTTTT 
CTCTGTACTGCCCTGGAGCCAGGATGGAAGGGAGATGCTTTCCTGTCCAGACTGAAGAGTTACAGGGAGGAAGGAAGCTGTCTGCTGACAACAA 
ATTCCCCATAAGATTTCTTTACATAGCAGGCTCCTTTACTCCCATCTGTACTTTAAATATCTATTTGAATTGTAGAGTTAGCCTTGGCCCCCCC 
ACATTCAGGGTCTTGCCTCTTGCAGAAAGGCAAGTATAGTGTTTAGGAGTGAAGTGAAGCCAAGTGAGTGCTATGGTGCAGGCTGTGACTCTTC 
TCTCTCCTTTGAAGGAATTTACAAGCTCAGGCTCAGCCAACACTGAGACCACCAAAGTGACGGGCAGTCTGGAAACCAAGTACAGATGGACTGA 
GT ACGGCCTG ACGTTT ACAG AGAAATGG AATACCG AC AATACACTAGG C AC CG AG ATT ACTGTGG AAGAT C AGGTAATGGCTG CTGTGAAAAG A 
TGTGGATTTATTAATTCGCATCTGCCAGCCTGCCTTGTGACTAAATCTAGTGGCAAATTTCTTTTCTGTTCAGCTTGCACGTGGACTGAAGCTG 
ACCTTCGATTCATCCTTCTCACCTAACACTGGGTAAGAGTTTCATCTGTTTTCTCCACAAGGATGTTCTCTGATGTTGCAGGTGGTGGAAGCCC 
TTTGTGACAAAATGTTTTGGGGGCTGACAGCACCTAAAATATGGTCTCCGAGACCTGGCGATTTAAGTCCTCTGGTTTTGATTTGGTCCCAGGG 
GTCGTATCCACATCTATGCACTAACAGACTATGCTATAATGAGCACTTCCTAATTCAGGACTGGTGTTTACCCAACAAACGATTTCTAAGTGCC 
ACCTGTGCTTGGCCCTGTGCCCATCTGGAGATCTAAGGGTGCCCAGGCCATGATTGTTACCCGCCAAGGAGCTCACTTTCTAATAGAGGATTCA 
GACCAGTGTTTAGCCGTGTTTTGTAATAAGATTCTGCATTTTGTTAGTGTTCTCCTAGTTTCTGCCATGGAGGTTGCAGGATTTCTGTTCAGTA 
ATAGCCATTTCATGTGAGTTAGGCTGCTGGTGATGTAAGTGGCTATGACCAAACGGGAGTGGGTGACATTTGGAAGCAGGGCCTAACTGGTCAC 
TGTTGCCAGCCTCATTTCTTCAGGCATGGAAGTCCTTCTCCCAGCTTCCTGCTGCTTAGGGACACTGAGACCCTGTGGGTGTAACTGCAAGGTG 
GCTCCTGAGGCTGCACTTTCCCCAGGCCTTCTGGCCACAGATGTAATAGGCTTGTTAGTTCTTGACCATCACTTGGCATGATAGCATGGTAGTC 
TGCCTCAATTCCTGGGTGCTTTTCAAAGTGCCTAGAAGGAATTATTCCCTTTTAGAATACACCCTTGTTTTTTTCCACTCATATTGGTGGGTCT 
TCCAAACCTGGGGAAGATGTTTTATATAGTGATGTTAGGGTCAAGGGCATGTACTGAATTTCAGTTTTTAAAAATTGTGGGCCGGGCGTGGTGG 
CTCACGCCTGTAATCCCAACACTTTGGGAGGCTGAGGCAGGCAAATCACCTGAGGTCGGAAGTTTGAGACCAGCCTGACCAACGTGGAGAAACC 
CTGTCTCTACTAAACATAAAAATTAGCTGCGCCTGGTGGGCGCATGCCTGTAATCCCAGCTACTTGGGAGGCTGAGGCAGGAGAATCGCTTGAA 
CCTGGGAGGCAGAGGTTGTGGTGAGCCAAGGTGGTGCCATTGCACTGCACCCTGGGCAAGAAGAGCGAAACTCCATCTCAAAAGAAAAAAAAAA 
AAAAGAGTCGGATGCAGTGACTCATGCCTGTGATCCCAGCACTTTGGGAGGCTGAGGTGGGTGGATTGCTTGAGGTCAGGAGTTTGAGACCAGC 
CTGGGCAACATGGCAAAACCCCATCTCTAATAAAAATACAAAAATTAGCCAGGCATGATGGTGCGTGCCTGTAGTCCCAGATACTTGGGATGCT 
GAGGCATGAGAATCGCTTGAACCCAGGAGACAGAGGTTGCAGTGAGCTGAGATCGCACCACTGCACTCCAGCCTGGGCTACAGAGAGAGACTCT 
GTCTCCAAAAAAAAAAAAAAATTGTGGTAAGATATACATATAAAACTTAACATCTTTAAGTGTGTAGTTAAATGGCACTATGAATTTTTCAGTT 
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CAGTG CAC ACAAGTGACTGGGCAC ACAGGGTT C CTATCCTCTGGAGATGTCGTCTTATAGCTTGG CTATAG ATGAT CTG AAGAG ACCATTGTTA 
CGGGGCTGATTTACTCTCATTCCTCTTCGCTGCTGTAGTTTGTCCTGCAAGAGCACTGCCTTTTTGCAGTGCTGTGCACTCTCCCCCCAGGAAC 
TCTGCCATGGTATCAGGGAGCGGTTATCTGGAAAGATCCTGGGATAGGATGAGAGGCTGGAGGATGTGCCCACATGCTTGAATTTGCTGCCTGG 
GACTTTGCCTGCTGCCCTGGGATAGCACACTTTGGAATTTGTAGGCGATTTCCTTCCCATGACCTTAGGGAGCTTTGCAGAGGTCTCCAGGCCA 
TGCAGTATAAAACACAAAGGAAAGTTTTTTGGTTTTTTTTTTTTTTGGGTTGAGGGGGACGGAGTCTTGCTCTGTCGCCCAGGCTGGAGTGCAG 
TGGTGTGATCTCAGCTCACTGCAACCTCCTGCTCCCGGGTTCAAGTGATCCTTTTGCCTCAGCCTCCCAAGTAGCTGGGACTACAGACACGGGC 
CACCATGCCTGGCTAATTTTTGTATTTTTAGTGGAGACGGGGGTTTCACCGTATTGGCCAGGCTGGTCTTGAACTTCTGACCTCGTGATCCACC 
TGCCTCGGCCTCCCAAAGTGCTGGGCAGATTCATGTGTTTCTCCTGCCTCAGCCTCCCGAGTAGCCGGGATTACAGGAATGCACCACCACACCC 
AGCTAATTTTGTATTTTTAATAGAGACAGGGTCTCTCCATGTTGGTCAGGCTGGTCTTGAACTCCTGACCTTGGGTGATCTGCCCACCTCAGCC 
TCCCAAAGTGCCGGGTTTACAGGCGTGAGCCACTGCACCTGCCCCCCTTTTTTTTTTAATTTACTTTTTATTTCAAAATAATTTTATACTTAGA 
AAAAAATGTGGCAAAAATAGTATGCAGAGTTCTCCTGTGTTCTTCACCCAGCTCCTAATGTTAATGGTTTACGTAACTATAATGATCAGAATCA 
G C AAGTT AATGTTG ATATC ATATAGTTAATTAATCTGTTGTCACAATG ACGTCTTTTTTCTG AT CTGTGATCC AGTT C AGGTT CCTAAATTGCA 
TCTAATTGTTAAGTCTTCTCTAATCTGGAATATTTTCTGACTCTGACACTTTTGAAAAAGAGTGGCCAATTATTTTGTTAAGATGTCCCTCAGT 
TTGGATTTGTCTGATGCTTCCTTATGATTAAATTTAGGTTATGCATTTTTGGCAACTGTAGTTGTTGTGTTATATTCTTCTCTGCACCTGATGT 
TAGGAAGAATATATCAGTAGGCCTCATTTTTGGTGATCAGTTTTGAAGTGGTGTCTGCCAACTCTCTTCATTGTAAAGCTACTATTTTTCTCTT 
TGTAATTAGTAAGTATCTTGTGGGTAGAGACTTTGAGATTATGCAGATATTCTATTTCTCATCATACTTTTGCTCAAAAATAGTAACATCCATT 
GGTGATTCTTGCCTGCAACAGTTACGCTTGGCAAATGGTGAGTGGAGTGCAGTGGTGTGATCCTGGCTCACTGCAACCTCTGCCTCCTGGGATC 
CAGCAATCCTCCTTCCTCAGCCTCCCAAGTAGCTGGGACCACAGGCGTGTGCCACCAAGCCCAGCTAATTTTTGTATTTTTAGTAGAGATGAGG 
TTTCACCAGGTTGGCCAGGCTGGTCTAGAACTTCTCAGCTCAAGCGATCCACCCGTCTCAGCCTCCGAAATTGTTGGGATTACAGGTGTGAGCC 
ACCACGCCTGGCTACAAATGGTGATTTTCTTTTCTTTTTTGTTTTTATGAGATGGGGTCTCACTCTGTCACCTAGGCTGGAGTGCAGTGGTATG 
ATCTCGGCTCATTGCAACCTCTGCCTCCCTGGCTCAAGGGATCCTCCCTCCTCGGCCTCCCCAGTAGCTGGGACTACAGGTGCCTGCTGCCACC 
! CCTGGTTGATTTTTATATTTTTGGTAGAGACAGTGTTTCACCATGTTGCTCAGTCTGGTCTCAAACTCCTGACTCAAGTGATCTGCCTCCCACC 
TTGGCCTCCCAAAATTCTGGGATTACAGGTGTGAGCCACCACACCTGGCCTCAAATGGTAATTTTCTATTGCCATCCTTCCTTCACTTGTTAAT 
TGGT ATTCTACCGT AAGGAAG AGCT ATT CCTT CTTCC C C ATGTATTT ATTTAATC AATTATTTATTTATATTAGTATAGATG CATGGACATTTA 
CTCTATGGGCTATAATGCACAGTGTCATTTATTTTGTCGCTCAAGTTGTCCCAGATATGGGCTTTGGGAGAATACACTCTGTGTGCTTTTTGAC 
AAACCTCTGTCGTTTTTCAGAGCATGTCTTTATTTCTGGTTTTAGAAAGTGTACCACGCTCATCTAGTACTTGTTTTTCCCCAGTCCTGCTATC 
TGGCATTTCTCCAAGGAGCCTTGGTTCTTTATGTTGGAGAATGATATTTAGAAACTAAGATTGTAGGCCTGGCGCGGGGGCTCATGCCTGCAAT 
CCCAGCACTTTGGAATGCTGAGGCAGGTGGATCACGAGGTCAGGTGTTTGAGACCAGCCTGGCAAAACCCTGTCTTTACTAAAAATACAAAAAT 
TAGCTGGGTGTGGTGGCGCACACCTGTAATCCCAGCTACTCAGGAGGCTGAGGCAGGAGAATTGCTTGAACCCAGGAGGTGGAGGTTGCAGCGA 
GCCGAGATGGTACCACTGCACTCCAATGTGGGCGACAGAGCAAGACTCCATCTCAAAAAAAAAACAAAACTAAAATTCTGGGTGCTAGATGTAC 
ATAATG CTACTGGGTATTTGAGG AAAGTT CTGGTGGTG C ATC ATGG AG ATTAGAAACG AAAGCTGG CTTTCC AAAGTG ACTGAGGGTACAG CCT 
GGGAAAACACCTGGCTCCCAGGAGGAGCGGAGTGTAGACCACATCTGGATGAGGCCACAGACCTCAATAAGGACCAGCACCCACGCTGAGTATC 
CATCACAAATAAAGCTTGCTTGTTAACCACAAATCAGTCAGGCCTCTCTCGGGTGCTTGTCAAATTAGCACTACTGTTGAAATAGCTTAAAAAT 
AAATCCCAATAATATCTGAAAGAGGAAGACTCCACAGACATGGTGTGCAGTGTTAGAAAGAGACCTGGAGAGAAGCCTGAGCCACTCCCCAGCA 

ctgccctttctcttggggattgtgggccctggccagaatccagtgagacagtgggtgggggtgccatgtcaactggtgcaggtggtgcacacca 

CTGGTCAGAGGCCCTGCCATAGGCATCATAGTTTGTGATCATCAGCAGCTTTTTATTAAAAATTGAAAAAGGAGATGGTTAGAAGATGCCTGAT 

tttatatttccttttccctttgtaaatgtcagcctctcaacagctgtctaatcatcagtcatctcaaccagcctggtgccaatcacatacttgg 
ctgaaacgcagacttctttccccaaagagcaggcagatgaagataggtttctttttcttttttcttgagacatcttgctctgtcgctcaggctg 
gagtgcagtgatgtgatttcagctcactgcaacctccacctcccaggttcaagcaattctcgtgcctcagcctcctgaatagctgggattacag 

GGACATGCCACCACGTCCTGCTAATTTTTGTATTTTTAGTAGAGACAGGGTTTTTCCGTGTTGGCCAGGCTGGTCTCCAACTCCTGACCTCAAG 

tgatctgccctccttggagtggtgggattacaggtgtgagccactacgcctgaccagttttggatttttcttattgagagataatttggttgtt 

ACTCGTTTCCTTCAAACCTTGCCAAAATGTACAGAAGTAACTTGAACAAAATTGAGGTTCCAAGGCATAAGTTTCATTGTCACTTGTTCTGTTG 

gtgagcaggtctgtgcacacctactcccaactgctgagggagctgagcagcgaaagaaagagactgacaaatgcagtttctcagaaagaaacat 

TTAATAGAGACTTACAAATAGAAGCGATGTCTCAAGCAGCCAAGAGACAGTGGATCCCTGCATTCATCCTCCAGAAAGTATTCTTTATATAGCA 

agcttttagagtaaagacatgtgcatgtcttagaccatcttgcagaaaagtcttgcaaaacttgtgaccaaagggaggttagataagcatcttt 

ACTTTTTAAATTTTTATTTATTTATTTTTTTGAGACAGTCTCACTCTGTCACCCGGGCTGGACTGCAGAGGCGTGATCTTGGCTCATTGCAACC 
TCTGCCTCCCGGGTTCCAGCGATTCTTCTGCCTCAGCCTCCTGAGTGTCTGGGACTACAGGTGTGCACCACCACACCCAGCTAATTTTTGTATT 
TTTAGTAGAGATGGAATTTTGCCATGTTGGCCAGGCTGGTCTTGAACTCCTAAGCTCAAGTGATCTACCTGCCTTGGCCTCTAAAAGTGTTGGA 
ATTACAGGTGTGAGGCACTGTGCCCGGCTGGCATTGTTTCTTTTATGGGATTGTCTATGATGCATTCCTTGGTCGTCATGGCTGTATTAGGCTA 
TTCTTGCCAGGCAAGGTGGCTCACGCCTGTAATCCTAGCATTTTTGGAGGCTGAGGCAGGCAGATTGCTTGAGCCCAGGAGTTGGAGACCAGCC 
TAGGTAACATGGTGAAACCCCATCTACACACACACACACACACACACACACACACACACACACACACACACACACGCTGGTCATTGTGGTGAGC 
GCCTATAGTCTTGTCCTTGCATTGCTCTAAAGAAATACCTGGCCAGGCGAGGTGGCTCACACCTGTAATCCCAGCATTTTGGGAGGCTAAGGCA 
GGCAGATTGCTTGAGCCCAGGAGTTGGAGACCAGCCTAGGCAACATGGTTAAACCCCGTCTACCCACATGCACACACACACTAGCTGGGCCTGG 
TGGTGCGCACCTATAGTCAGTTCTAGCTACCTGGGAGGCTGAGGTGGGAGGATCACCTGAGCTCAGGAGGTAGGGGCTGTAGTGAGCCATGATC 
G C AC CACTG CACTC CTGC CTGGACAACAG AGTGAGACCTTGT CTGAAAAAAAG AAAAAAATACCTG AGGATAGCTAATTTATGAAGAAAAGAGG 
TTCAATTGGCTCATGGTTCTGCAGTCTGTACAAGCAGAGCACAGGCATCTGCTCGGCTTCTGGGAAGGCGTCAGGAAGCTTTTAGTCATGGTGA 
TTGATG AAG C AGG AGC AGGC ACAT CAC ATGGCAAG AG CAGG AGC AAG AGAGAGAG AGTGGTGGGG AGGTG CCAC ACGC AAAC AACCAG ATCTC A 
TAACT C ATTATTGGG AGG ACAGC AC CAATC C ATG AGGG ATC C AC C CC C ATGGTCT AACCAC CAC CCAG C AGGTCC AACACTGGGGACTGC ATTT 
CAACATGAGATTCAGAAGATACAGCATCGAAACTGTATCAGTGGTGATTTTGTTTCAAGACGGTGTCACTCTTGCCATGGAACAGGCTATTTTC 
CTACATCACTTGGGAGGGGTGCTGGCTTTATTTTCAGCTGTGACCTCTAAAATTCTTGTCTCATTGAGAATTTGGAATTTTTAACCTTTATTTT 
TTTTTAATGAGAAAT CTGAAAC ATAC AAAAATATAC AGAAAAATATGTTTAAC C CTC ATTCTATT C CTATC ACACAGCTTTGAT AGTTACCAAC 
CTGTGGCCAATCATGTTTTATTTATACAGCCATAAATATAACACTCCTCCACGCACATACTATTTTAAGTAAATAACAACACTTAATTTCAGCT 
GTAAATATTTTATTATGTATCTTTAAATGGCAATAATCCATTTTAAAGGAGCATAACCATGATATTATTATTATATTGAAAAAAGTTGATCATT 
TCTTTTTCTTTTTTTTTTTTTTTAAAGATGGAGTTTCACTCTTGTTGCCCAGGCTGGAGTGCAATGGTGCGATCTCAGCTCACGCAGCCTCCGC 
CTCCCGGGTTCAAGTGATTGTCCTGCCTCAGCCTCCTGAGTAGCTGGGATTACAGGCATGGGCCACCACACCCGGCTAATTTTGTGTTTTTAGT 
AGAGACGGGATTTCTCCGTGTTGGTCAGGCTGGGCTCGAACTCCCGACCTCAGGTGATCCGCCTGCCCCAGCCTCCCAAAGTGCTGAGATTACA 

TTTTTTGAGACTGAGTTTTATTCTTGCTACCCAGGCTGGAGTGCAGTGGCGCGGTCTTGGCTCACTGCAACCTCCACCTCCTGGGTTCAAGTGA 
TTCTCCTGCCTCAGCCTCCCAAGTAGATGAGATTACAGGCATGTGCCACCACACCCAGCTAATTTTTGCATTTTTAGTAGAGATGGGGTTTTGC 
CATGTTGGCCAGGCTGGCCTTGAACTCCTGACCTCAGGTGATCCACCCACCTCGGCCTCCCGAAGTGTTGGGATTATAGGCGTAAGCCACCGCA 
CCTGGCCTTTTGCTGTTTTTAAAATAACAGGTTGGTTCTTTAGTCTCTAAAGATGACAGCTATGTGATTTGAGCGTTATTATAATTCTTTTTTT 
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GTTTCTCCTGCCTCAGCCTCCTGAGTAGCTGGGATTACACACGCCCACCACCGCGCCCAGCTAATTTTTGTGTTTTTAGTAGAGACGGTGTTTC 
ACCATGTTGGCCAGGCTGGTCTCGAACTTCTGACCTTGTGATCCACCTGCCTCAGCCTCCCAAAGTGCTGGAATTACTGGCATGAGCCACTGCG 
CCTGGCCCCGAGTGTCATTATAATGCCTAGAATAAACATACTGTTTAATATGTTTCAGCCTATTGCTAATATTTTTCTTATTGAGGCTCACATT 
GCTCCATTGTCGAAGCCCTTGGGAGCCTCTTCAGGTTACCTTGTAAGTCCTTTTGCCTCCACCCCAGTAGTCTTCAATAGCTTTGATAGATGTT 
TTAGGTTACTGTGTACATTTCCTGCCTAAGATCTGTAGTTGGCCATTTCTCCAAGGAGCACTGGTTCCATTTAGGAGGAAATGGTCTAGGTGCT 
GAGGATGAAGCATTAATCTCAATGTGAATAAAGCTAGAAGTGAACAGTGCTGTGTAGTCCTTGAGGCTCTGAGTGGATCTGGTTCCTCCTGTGG 
TCTCTGGTGAGAATGCAGCTTCCTGTGGGAGATGTCGATCTTGTAACTGAATGATAGAGACAATCAGATAAAAATGATCCATGTTGTATTTGTT 
GGATGTGATCTTGTTCTCCAGTGTGTACTTTTGGTAAAAGACATGGTAATAATAGGTCTGCAGGTGACACTATTCACCTGCTCTTCCTAAGGGA 
TGCTGGGTCTTGAGGAACCGGCAGTAGAGACACTGAACTGCTTATAGACTCACATCTGGTATCATCAGGTTGGACCTGGGATAGTGTCTGGCTA 
ACTAACACTTCCTGGCCCCCATGACTGCAGAGTTCCAGGTTCTACATCAGTACCCGGTTCTCTGAAATATGTACTCATTGGGGTCTCATGAATA 
TGGAATTGAAATCCATTTTACTGTTGTACTCACTTAGAGGGAACATAGCCTTTGTTTCCTTACTTAACCATGTGAGCCACAGAGTAAGAAGAAA 
ACCGTCTCTTTAAAAGCTGCTATTTAGGTAGCTGCCTTCATGGCAGATAAATCTTTTCCACAGGTTTGGAAAATATCAAAGATGCATCTGTTTC 
ATAATTACATGGTGGCTTTCTACCTAATGAATGCCTGTGTAGGCTGCTACGTTAAGCATACAAAGAGGATAGGAGAAGAAAGTTACTTCGTATT 
TATTTTTCAGGCTTTTCCTGTCTGTGTTCTCACTTCGTTATTGTGGGGTTTCTGCAGACTGAGTCCCTGTGGAAGAGAGGTTGTGTCCTGCTCA 
TTGTGGTACAGCAGTGGCTTAAGGGAGAACTGGAGCCCTGACTTCACCCCCACCCCACTCCCTTTATTTGACCTGGGATTAAAAAAAAAAAAAA 
GACAACTTGCATTTCAAGGTGAGTTAGCTTCTGATCTTAATATAACTTATTTTCCTTCAGGAAAAAAAATGCTAAAATCAAGACAGGGTACAAG 
CGGGAGCACATTAACCTGGGCTGCGACATGGATTTCGACATTGCTGGGCCTTCCATCCGGGGTGCTCTGGTGCTAGGTTACGAGGGCTGGCTGG 
C CGG CTAGCAGATGAATTTTGAG ACTGC AAAAT CC CGAGTG ACC C AGAGC AACTTTGC AGTTGGCT ACAAGACTG ATG AATT C CAGCTTGAC AG 
TAATGTGTAAGTGTACATGGGGGCAGCAGGGTGGGAGGGGTGGGGTTGGAGCATGTGTGGTAAGGGGATTGCTTTTCACTGTTTTTTTTTTTTT 
TTTTTTAAGAAAGCCCAGTTTTTAACCACTGTAAAGTGAGTTTGTTGGCATTAGATGAGCCACATGGCCTGCTGCTATCTTTTGTTTCCCACCT 
ACCCATTTCCTGGAGTGTCTTAGATCCTTTCCAGTCTGTGAACAGTATATATTGCCACAGGTACACAAAGTGGCTGATTAATTACAGCAGGGAC 
ATGGTGTCAGTCCAGAGCGTGTCCATTCCCTGCAGTTTTTGTTTTAGTTAACAAAACAGCTCTCTTTCTCTGTCTAATGCCTGAGGATTAGCCT 
GCTGGGCTTGATGACATGTAGACATGGTAGACAAATTTAGGAGCTGATTATCTCAGTTACAAACTATCTTCTCTGTACAGTGAAGCATGTAAAA 
GTAACTATTGGACAGTATGGTGAAGGGAAACAGTGATTATAGGTTAGGAGAGAGCCCCTTGAGAATTGAAGTAGATTGATGATTTAAGTTAAGG 
GAAACACATTTCATTCATGAATCTTGTTTTATCCIATAAACCTTGTTTTATTTAGTTTCATGAGGAATTAACCTGTGACAGGCACAAGCTGGGTG 
CAGAGTTACCATGTTTATTTCTTTCCACTAGAGGTCACTAAAGAAGTAACTTCTTAAACTTAAGGCAAATCAGTGATATTAATGTGTAAACTAA 
TATTTCCATTAATAAATTTTTTGAGGAATTTTTATCATTAATTTGGAATCTGTTACAGCTAAAAAGTCACAGGAAAACTATAGAGATGGACAAT 
CTAGTGGTTGGCAGGGGGCGGGGAGGGTATGACTACAAAGCAGTGACTGAGGGAGTTTCGGGGAGGGAACTGTTCTATATTCTGACTGTCGTCA 
TGGTTACATTAATGTGTGTACGTGTGTTAAAATTCGTAAAAATGTATACCAAGAAAATATCCATTTTGGCCGGGCGTCGTGGCTCACGCCTGTA 
ATCCCAGCACTTTGGGAGGCCGAGGCGGGTGGATCACGAGGTCAGAAGTTCAAGACCAGCCTGGTCAAGAAGGTGAAACCCCATCTCTACTAAA 
AATACAAAAATTAGCTGGGCGTGGTGGCGGGTGCCTGTAATCCCAGCTACTTGGGAGGCTGAAGCAGGAGAATCGCTTGAACCTGGGAGGTGGA 
GTTTGCAATGAGCCGAGATCACGCCACTGCGCTCTAGCCTGAGCAACAGAGCAAGACTCCGTCTCAAAAAAAAAAAAAAAAAAAAAAAAAGCAA 
AGAAAATATCAATTTTATTATATGTTTAATTAAGAAGAGGTGAAACATACTAAAAAGCTATAGGAAACATACCACATGCATAGAAATGTTTTTG 
AACGTAGAATTCTGATTGGCATGGGAAGTGTTTTCCTTGGTTTGAAATTGGGCATTGGCACCAATTCTTCAGTACCAATTCTAGGAGGAACAAT 
GGCTGTTAGCCATTTCCCCCACATATCTGAGCTTCAGCATTTTAAATAAGCAACAAGTGGGTATGGTTTATTTTTGGAACCAGCGTGAAGGCAG 
CTGACACAACTCATCTGGGTTGCCCTGGTGCTTGCAGGGGCCCAAATGCATAACAGAAATTCTTTGTGCTTCATATAGATGAATTTGAACAGTT 
CCACCTGTGTATTTATTTATTTATTATTATTATTTTTTGGTGACAGGGTCTCACTCTCTCACCCAGGCTGGAGTTCAGTGGCACGATCTCTGCA 
GCCTCGACCTCCGGGGATTAAGTGATACTCCCACCTCAGCCTTGCAAGTAGGTGGGACTACAGGTGCATGCCACCACACCTGGCTAATTTTTGT 

GGGATTACAGGTGTGAGCCACTGCATCTGCCTTCTGTTTATGGTTTTGAAAGCTCTGTACAGGAAGGCAGTATTGTGTTCCTGGTTTTAGGATA 
TTCTGAAAAGTCTGGCCTTTTTTAAAAACATGTAAGCCCAAGAAACTTCCCCATTTGAATATATTACTAAAGTCATTCAAAAATCTTATTTTTG 
ACAGGCTGCTGTTTTATTGTAGCATACTTGGGCTGTCTACAGAAGACAGGATTCTCTGTGAATCAGGCAGTGCCTGGGTCTCCCTGTACTTTCT 
AG AAG C ATAATGTCTGTCTCG CTGAATTTCATGGGGAAACG AAAATTTACAATGTGTGGCTC ATACGTGTAATC GTAG CTACTTGGG AGGCTG A 
GGCGGGAGGATCACTTGAGGCCAGGAGTTTGGGACCAGCCTGGGGAACATAGAAATACTCTGTGTCTAAGAAATTTTTTAAAAATTAGGTGGGC 
ATGGTGGCAACATGGCTGTGATCACTTGAGCCCAGGAGTTTGAGGTTACAGTGAGCTATGATTTTGCCACTGCTCTCCAGCCTGGGAAACAGAG 
CAAGATCCCATCTTGGGGAAAAAAAAAAAAGAAAATTTAGAATGTATTCTCTGATTTAGGGAGAGTGTCTTGTGAAGACTAGAGTTTTTGTTCT 
TAGGTCCTGAAGCCCTTTGCTGGATTCCAAAGTACGTGGGCTCTGACTCACAGTTAACCAATGCCATTTCCACTGGAAATGCCCACAATGATGA 
GGCAGAACTCAGACACTGATTTTATGTTAAAGATGTTTGAGAGGGTCTAGGCAGGCTTGAAGACCATCTGATGCAAGGAGGATGGTCATTCCTT 
TTTAAAAAATTGCAGCATTAAAATTTTTCTTAATTTTTTTAATCAAAGGAGTCTGAACCCATGGTTGTAAAATCAAACAGTACAGATGGGCCTA 
TGAAAAGCAGTGATTCCAGCCTGCCTCAGCCTGCTCATCCCAGCTCCGCAGTGGCAGCCACTTTAACTGTTTTTGTTTTCTGTGGTTCCCTCCA 
TGGAGAAGGTTGCTTCTGACCAGGCACCAGTATGCACTGTGTGTATAAACAACAATCTGAAAGCAGTAATGAGAGACAGTCTATGATCTGTGCC 
GACCCCAGCGCGACAGAGGACAAAGTGTAGACTCTGAGCTCTTCGTATGCCTTTTTAGGGGTGGCAGTGACTGCAGAGTTTGTATAGGCTGTTC 
AGCTGGGTGGGGCAGACTTTCAAATTCTGAGAGCTTAAGCAGGGCCCCAAAAGAGGAAGAGGAGAATTTGAATGACTGAAGAAGGGAAAGGGAT 
ATTCCCAGCAACTGGAGTCATTCAGTGTGTTTGTAAGAGAGGAGGGAGCTTGGCCAGCTGGGGTTTCATTCTGAATGTTTTTGAAAGAGGGAGA 
CATTTTATGATGTAGCAAAAAGCTCCCTTTCAAATCCTGCCAGGGTTAGATGTTGCAGCATGGGTGAGGAGTATGCACAGGTGGACGAGATGAA 
TTGTGGATTAAGCTCTTTTGAAGTGCTGCTCCTCCAAGAGGCTGGGTCAGTGCCAACTGTATCTCCCCAGCAGTGGCTGCAGCAGGTTGTGCCA 
AGGGCTCTAACTTGCCTTCTGAGGCATATGTGCAGCCCCACCTTTCTTGGCATTTCTGGCTGTGTTCTCTTCTCATTTTCTTCTCTTTCCATAA 
CATTTTTTATTTTTACTTTTATTTTTTGAGCCAGAGTCTCACTCTGTCACCCAGACTGGAGTGCAGTGGTGAGATCTCAGCTCACTGCAACCTC 
TGCCTCCTGGGTTCAGACGATTCTCCTGCCTCACCCCCCCAGGTTGCTGGGATTACAGGCACCTGCCACCATGCCCAGCTAATTTTTATGTTTT 
TAGTAGAGACAGGGTTTCATCATGTTAGCCAGGCTGGTCTCAAACTCCTGACCTCAAATGATGTGCCCGCCTTGGCCTCCCAAAGTGCTGGGAT 
TAT AGGC ATG AGCCACTGC AC C CGGACTTCC ATGC CATTTTTCTGGTAG AATCGTTTATAAAAGT AAT AAC ATC AGT AGC AGTAAAAATAAATC 

TCAAGCAGTCCTGCTGGCTCGGCCTCCCAAAATGCTAGGATTACAGGCGTGAGTCACCACGTACCCCCTGTCCCCTGGCTTTTTCTTTTTTTGT 
TTGAGACAATGTCTTGCTCTGTTGCCCAGGCTGGAGTGCAGTGGGGCGATCTCGGCTTACTGCAACCTCTGCCTCCCAGGTTCAAGCGATTCTC 
CTGCCTCAGCCTCTTGAGTAGCTGGGATTACAGGCGTATGGCACCAGCCCGGTCAATTTTTGTATTTTTAGTAGAAACAGGGTTTCACCATGTT 
GGCCAGGCTGGTCTCAAACCCCTGACCTCAAGTGATCTGCCCATCTCGGCCTCGCAAAGTGCTGGGATTACAGGTGTGAGCCACTGTGCCTGGC 
TAGGTGCCTGTTCCATACTTATCAGACTTCCTGTAATTTAGTACCTGTTTTGTGAAATTTGGTGAACTTCTGACTTCCGTTAATACCAGTATTG 
GTTCAGTCCATTTCTGTCATCCCTGTCTTCTGGGAGACTTGGGTGGATCTGTCTGGGCTGCAGCTCACCTCCCTGGGAAGCTCAGCATCTGTCC 
TGTGCTTGTTTGCAGGAATGACGGGACAGAGTTTGGCGGCTCCATTTACCAGAAAGTGAACAAGAAGTTGGAGACCGCTGTCAATGTTGCCTGG 
ACAGCAGGAAACAGTAACACGCGCTTCGGAATAGCAGCCAAGTATCAGATTGACCCTGACGCCTGCTTCTCGGTGGGTATCTGTGGAATCACGC 
ATCTCACAGGCAGGCCCATCTGCTCTTTATGTTGGAATCCTTCAGGTTTGCTGGAGTGCTGTGCTTCAGCTTACTCAAAGTGAGAGATGCTGCT 
GGGCGCCGTGACTCACGCCTGTAATCCCTGCACTTTGGGAGGCCAAGGCAGGCAGATCACTTGAGGTCAGGAGTCTGACACCAGCCTCGCCAAC 
ACGGTGAAACCCTGTCTACTAAAAGTACAAAAATTAGCCGGGCATGGTGGCGTGTGCCTGTAATCCCAGCTACTCGAGAGGCTGAGGCAGGAGA 
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ATTGCTTGAACCGGGGAGGCGGAGGTTGCAGTGAGCTGAGATCGTGTCACTGCACTCCAGCCTGGGTGACAGAGTGAGATTCTATCTCAAAAAA 
AAAAAAAAGACTCCGTCTCAAAAAAACAAAAACAAAGTGAGAGATGTTCTCACTTTGAAAAGAGTGCCAAATGAGTACAGTGATCATACTACTA 
GTACTTCTTATGGGTACCAGGCACTGTGCAGAGCCTTTTGTGTAGATTACTGTGTTTAATCCCATTTGAAATAGGTGCTTTGGTTTTTTAATCA 

GCTCAAGTAATCCTGCCACCTCAGCCTCCCAAGTAGCTGGGACTATAGGCACACCAGCATGCCTGGCTAATTAAAAAAAAATTTTTAGTAGAGA 
CAATGTCTCACTCTGTTGCCTGGGCTGGTCTCAAACTCCTGGGCTCAAGCTGTCCTCCCACCTCAACCTCCCAAATGTTGGGATTACAAGGCAT 
GAGCCACCATGCCTGGCCAATCATCTCTGTTTGTTTGTTTTTTTTTTTGAGACGGAGTCTCCCTTTGTTGCCCAGGCTGGAGTGCAATGGCACG 
ATCTCAGCTCACTGCGCAACCTCCGTCCCCCAGGTTCAAGTGATTCTACTGCCTCACCCTCCCATGTAGCTGGGAACACAGGCACCCACCACCA 

cacctggataatttttgtgtttttagtatagacggggtttcaccatgttggtcaggctggtctcgaactcctgacctcaggtgatctgcctgcc 
tcggcctcccaaaatgctggaattacaggcatgagccatggcccctggccaatcatctctgtttttacaaatgaggaactagaaacttaggtga 
gtaacttgctcaaaggtacacagcaggaaagtgctgggagctggatttgaaccagactggcttactgttaagcctcttccattaataccagttc 
ctgttctatcatgcggactgttaaaaggggcactctgaaatctagggttctaattgataattccccccgccccgcctcacttttcattctgctt 
.ttcagctcctgcattgcatattaagaaatcaatagtcagttggcatcttgcagagtctctggcattgctcacaggccctcgaactactacacag 
'tttttgcagtaaatcctattgggctcatttctgttgtcacagggcactggcggctgtatctctttggggtgaaatgagggaatctcatgttgca 
gaatggtgtctgtactggtttgtgtaatttatggacagccctttttaagtctcctaaactagaaccgaatttggctcccttaacagcaagcact 
taaaaacaagagaaaaggagcctcattatttatatgagcaaaaggacactggcccctaagaggccttccttctctctgctttgttcttatgagg 
ggtgtcagatctcagcacaccctttgaacagaaaggtatgcacctaaaattgatgtattttgtattgaatttaatgaatctcatgaacaaggtg 
gtcatgaaaaattttgattctaaagtccaaggttggttgactaaaaagctctaattttggagatggaagtgcaaagtattatacttaatgtttt 
ctctgttttgtcatttccttgattaggctaaagtgaacaactccagcctgataggtttaggatacactcagactctaaagccaggtatgtgttg 
cttgtgtgtgaaatcggttctttatcttaaaaaaattgtggtgctggtttgctgatttatgtcattgcttataaaatgtttatataatacagtg 
ggtatatataaatggatatatgtaaagtataattaaatgtttataaaggagtatggggtcattataaaacatttggagaatatgagatgtagca 

ggcagattctcaaaactaacttataaatcagccccactgtaaaaagacaaagaaataggaaaagtggtttgcaggtttcctctgcacagttggc 
taggccagtccacggcgtattatagttctagtgtataaccacttttgaaccctggaaatctaagactaccagctactccctgaatcaggttatt 
ccagggaatgtcagtttgttgtgtgcatctgtggatgtacatgcacactacacatgtgtgtacactatgaacatgaacatgtaagaccttaggt 
tggattcaggattgaggtttcatttaaagggatgattgccaaagaagcttactgcatgctaccagtgctatagactaattgtaccaggggaaca 
gtgagaggaaaaaggaaagtggggttccagaagtagatttgggtaggctctctgggcggtgggataattatagttgttttataagcccactgta 
gtatgcctgttggtcagatagtgctaagtaacaaggattgaagggccatgtagtttggaccctgctgataatacctggaacaggttctgaattt 
ggtgttaatctttcttgtcatttctttcctccattcctcctcgtttcctctccctcatttttctccctgcaggtattaaactgacactgtcagc 
tcttctggatgggaagaacgtcaatggtggtggccacaagcttggtctaggactggaatttcaaggataaatgaatagtgtacaattgtttaat 
tttaaactattttgcagcatagctacgttcagaatttagtgtatcttttaatgttgtatgtctgggatgcaagtattgctaaatatgttagccc 

TCCAGGTTAAAGTTGATTCAGCTTTAAGATGTTACCCTTCCAGAGGTACAGAAGAAACCTATTTCCAAAAAAGGTCCTTTCAGTGGTAGACTCG 
GGGAGAACTTGGTGGCCCCTTTGAGATGCCAGGTTTCTTTTTTATCTAGAAATGGCTGCAAGTGGAAGCGGATAATATGTAGGCACTTTGTAAA 
TTCATATTGAGTAAATGAATGAAATTGTGATTTCCTGAGAATCGAACCTTGGTTCCCTAACCCTAATTGATGAGAGGCTCGCTGCTTGATGGTG 
TGTACAAACTCACCTGAATGGGACTTTTTTAGACAGATCTTCATGACCTGTTGCCACCCCAGTTCATCATCATCTCTTTTACACCAAAAGGTCT 
GCAGGGTGTGGTAACTGTTTCTTTTGTGCCATTTTGGGGTGGAGAAGGTGGATGTGATGAAGCCAATAATTCAGGACTTATTCCTTCTTGTGTT 
GTGTTTTTTTTTTGCCCTTGCACCAGAGTATGAAATAGCTTCCAGGAGCTCCAGCTATAAGCTTGGAAGTGTCTGTGTGATTGTAATCACATGG 
TGACAACACTCAGAATCTAAATTGGACTTCTGTTGTATTCTCACCACTCAATTTGTTTTTTAGCAGTTTAATGGGTACATTTTAGAGTCTTCCA 
TTTTGTTGGAATTAGATCCTCCCCTTCAAATGCTGTAATTAACAACACTTAAAAAACTTGAATAAAATATTGAAACCTCATCCTTCTTCTGTTG 

GTACAACAGATTACCATATGTTTAGCAGCTTAAAACAACACTCATTTATTTCACAGTTCTGCAGGTCAAAGCGAGGCAGGTGTGCATGCCTACG 
TGGACTGTGCTTAGCTTCTCACAATGCTGGAATTAGGGTGTCGACCAGGCTGTCTTCTCATTTTATCTGGGGGCTTGGCGTCCTCTTCCAGGCT 
TTCAGGGTTGTGGTGGAATTCAGTTATTTTCAGTTGTAGGACAGAGGTCCCTATTTGTTTGTTGGCTGAGCCACTCTCAGTGCTCAGAGGATGG 
CAGCATTCCTTGCCATGGGGTCCCCTCCATCGCCAAAGCCAGAAACAGAAAAACTCCCTCATGTGAAATCCCTCTCACACTTCCAGTCTCCTCC 
AGGTAGAGCCCCAACCCTTTTAAGGACTCACCTGATTAGGTTAGGCCCAATGAGGGTAATCTCCCTTCAAGTTAACTGCCAGGTAAAGTAACCT 
AATCACTGGTAATATCCTTTCATGTTTGTAGGTCCCTCCATATGGGTCATGGGAAGGGGTGATTTTGGAATTCTCCCATATATTTATATGTTTT 
TAATAACTTGATGGTGGATTTTTTTTTTTTTGAGGCGGAGTTTCATTCTTGTTGCCCAGGCTGGAATGCAATGGCGCACAATGTCTGCTCACTG 
CAAGCTCCGCCTGCTGGGTTCAAGCAATTCTCCTGCCTCAGCCTCCCCGCCTCCTGGGTTCAAGCAATTCTGCTGCCTCAGCCTCCCGAGTAGC 
TAGGATTACAAACATTTGCCACCACACCCGGCTAATTTTGTATTTTTAGTAGAGATGGGGTTTCTCCATGTTGGTCAGGCTGGTCTCAAACTCC 
TGACCTCAGGTGATCTGCTCACCTTGGCCTCCAAAAGTGCTGGGATTACAGGCGTGAGCCACCACATCCAGCCTATTGTGGAAACACAAATAGT 
AATAAACTGTATGCATGATCCAGCTTCAACAAATATGAACATTTTTTTCCATTCATGATTTTTCAGCAGAATTCCTTTTTTTTCTATGTTTGAA 
AGTGACATTCAAAACAGGAACCATCTATTTTAGCATTTTATGCAACTGATCACCCAAAAACTGTGGGCCTCAGTATTTGTCATACTGTCTTCAG 
GGACTTGCAGCTATTTCTAAGTGAATGTTCATAGAATTTATCCAGAGATTATGGCACATAGTGGTTGCTGGGTACATCTAGTCAGATGTCAGGT 
ACAGTATTAAGATATTTTACTTTTAGAGACAGTCTTACTCTGTCAGGCAGACTGAAGTGCACTGTCATCATCATAGCTCACTGCAGCCTTGAAG 
TCCTGGGCTCCTGTGATCCTCCCATCTGAGCCTGCCGAGTACTTGGGATTACAGGCATAAGCCTGGCCCTAAAATATTTAAAAATGTATAAAGG 
GTTCTCTTGAGTATGAGGGAATATTTGCCTCACTAGTTACTTATTGTCTGCTTGTTGCATGCAGCATGTTGGAATATCATTGTGGAAAATGCTT 
TGAGTTCATAATATCTCACCAGTTAAGAGAATTGAGACAATCTGGTATGAGGACACAAATGGACAAAGTGGACAATGAGTCAGGGAAGAGGACT 
GCAGTGTGTTTATTATAGATTAACTTTAAAGTCAACAAGCAGAAACTAAGATTGAGAAGCTCATTTGTTGAACTGAGTGGTTTTACAGAAAACT 
TAAGTACCGCTCAGAGAAGGGAAGCTCCTGGGGGACTGGGAGGACTTTGCACCTTGGCTAAAGTGGAGAGTTTGCAATAAGGACACCATTCAGT 
CTAATACGGGCTTCTGGGGGATTTCGGGAAATGTGCAGATGAATGACTTCTTAGTTTTGTTAACACAGAGTTTGTGTGTTTCTGAGCTGTCACC 
AGGGTG AGAT AAAAGCTTAGGGG AAAC CAGATTC AGG AGTAGAAC AC AGGCC CTTTAGAGAGACAGCT CAGCTGTGTCTCTGGGGG ATAAC AG C 
AATCTTCGCAGGGAATCATAGAGACCAGAATGGTGAAGCTGTGGGCACAATAAATGTCTTGCTTAACGTCACATTGATTTTCCTGAAATTGATC 
AAATGG AACTTTTATGAATTG AAGC CTGTATCTGTTTATT AAGG AGACATTTAC AG AACGTACACACAGAGC AAAGTATGGCG C C AGGGCCCTA 
GGTGAACTTCTTGGAAGTTTGTAAGTTTGCATTTTTATACACTGGGGATTTCAAGTAACAAAATTTAAAAAGAGAAGCTTATTTTAGGAAATCT 
GAAAGTTATTTTCAATGGCAGCCCCTCACCTCTACTTCCTAGCTACCTTCCTTTCTTTTCCTCCATAATTTTTTTTTTTTTTTTGAGACGGAGT 
CrGTGGCCCAGGCTAGAGTGCAGTGGCATCTCGGCTCCCTGCAGCCTCCACCTCCCGGGTTACAGCGATTCTCCTACCTCAGCCTCCCGAGTAG 
CTGCGATTACAGGCACGCGCCACCACGCCTGGCTAATTTTTGTATTTTTAGTAGAGTCGGGGTTTCTCCATGTTGGCCAGGCTGGTCTCCAACT 
CCGGACCTCAGGTGATCTGCCCTCCTCGGCCTCCCAAAGTGCTGGGAGCCACTGCACTAGGGCCGGTCCATAATATCTTTATCATCTTGTATAG 
TGTGTATTTTACACCATATTCGCCCTCACAAGAAAATAAACTGCCAAGGCGGGCGGGGGGGGGGGGGTTCTTTTTGTTGACTGCTGTATCTTAA 
ATAGGGAGAGGTGCTAAATCTTTGCTGAAAAAAAATAAATGACTGTCGGGAAAGATTTTTAAAAATTACTTATAATCCCATCACCGAAATAGGA 
CTACTTAACATTTGTGTTTCTTTCGCCTTTGAGAGAGGAAGAGCAGTTACTTCGCTTTCGTGATCAGTCTGTTCTACAGCTGGATCTTCCTTTT 
TAAAATGGCTAAAAACGCTATTTTTGGCTGTATAGTACCCAATCATGCAGGCGGCAGGGAGGGGCTCGCTTTGGCCCTCTTCAGCACGTCACAC 
CCTAGCTTTAATCCGCAGCCAACTGTGTGGCGGTCCCCACTTTCGCCTAGCGGCAACTCCCTCCTCCCTGCAATCCTTCCTTCTTATTCCGGTT 
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TCCAGAGCACGTCTCCAGGCTTCGACGTCACCACGGTGGGACGTATGTGCCGAGGGCCGCGGCGTCTGACCTCATGGCGTAGAGCCTAGCAACA 
GCGCAGGCTCCCAGCCGAGTCCGTTATGGCCGCTGCCGTCCCGAAGAGGATGAGGGGGCCAGCACAAGCGAAACTGCTGCCCGGGTCGGCCATC 
CAAGCCCTTGTGGGGTTGGCGCGGCCGCTGGTCTTGGCGCTCCTGCTTGTGTCCGCCGCTCTATCCAGTGGTAAAGGGGGGCGGCAGTGTGGGC 
TTAGGAAGGCTAGGAGGGCTCGGGCGCAGGGCAGGAGACAGGCCGGGCCAGGGAAAGGGCGCTTCCAAGTGTCAGGAGCAGACGGCGGTGTCTG 
GTTGGGTCAGGGTCTCCGCGGGCCTGAGGACGGAGGGTATGGTGTCTGAAGGGGTCCAAGGTGGTAGGGTCTGCAAGGGGCCTGAGAAGCGGGG 
TCCCTGAGAGATGCAGGAACCCAGGGAGCAGGCAGCAGGGTGTGTAGATGGGCGGGGAGGGAGGAGTGGTGTTAGCGCCTAGAGATCGTTGAAG 
AATGGGCTGCCGCAAGGAATGGCGGTGGTGGGGTCTCCAAAATTTCTTGGATCGGAAAGTTAGGAGACTCTGGAAGAGAGGGTGGCGACAGGGG 
CTGAGGAGGTGGCCGGGGCTGGGGGTGTGGTGTCTGGAAAGGGTCCTGAGTTTGGGGGACTCAGGAATCTTGCAGGACCAAGGAAAGGTGGGGG 
TTTTCCAGAATGGGAGAGGTCAGTGGTAAAGACCGAGGCGGGCAGGGGCAGTAATCCAGTGACTGGACTGAACCAATGGAATATTTCCGAGAGG 
GAAAGTGAAAGGGAAAGAGCTGTCTTAGGGTACTGGTGCATATTTGAAGACTGGGAGGTTCTGGTGTTTGATAAAGATTCAGAGTACTGGGGCG 
TTGGGGCCCTGAAGGCTTGGGAGGCAGAGAGGAGTTTGGAGACAAGGGAGATCATGATTCCTCTTCCCTGTGTTCCGAGTTAACCAGGATAACC 
CTGCCTCGTTTTAATGGATCTGTAGGATTTGATTGATAAAATATTTCATTTCTTGCAAATGTTGCATGGTGAAATCAAGAGATTGAAGGGTTTT 
ATTGAGAAATTAGGAAATCTGTAAAGCAGTGCCTGATACTTGGTGGGAAAAATCCACTATTAAGAACTTGTAAGGATTAAACGGTATTTTGTTT 
AGTAGTCCCATTTTTCTTTCAGGCCAAGACAGAGTCCTGCGTTTCTCCCTAAATTTGAATTTTCAGCTGCAAAACAGTGTGACCTGGTATAGTG 
TTTTCTTTCTTGCCAACAGGGGCTGTCCAGCCCTACATTCCTCTGCGACAGTAGTGTGGGTACATACTTATGTTTCCTCAGCAACATTTCAGTG 
TTGCTAACTGGACGCCCTCCCAGAAGTCTTTGCAGTCCCTGAGGAAGGACTGCTGTCCATTTCCTAAGGCCCTTTTATCATTAGTGAAATGTAA 
TG AGGATTTCC GTGGTTG ATG C AGATATTCC CGTTC CTAAAGTACTTAAGT AGCTTAATTGTTTTGGCC ATTTAAT C ATCTAAGAAAAATAAAA 
CACAAACATTTATATTTCCTGCTGGAATGCTTAAGGGATATATATCTGGCAACTGTAGTTTCAGAAACAGCTTTTTTCCCCTAAGAGATGGTTG 
AAAATTGGGCAAGAAGTGAGGCAGAATGTGGACTGTTAAGTGTCCTTTAGTCTCTGCTTTTATTTGTTAGAGCCCTATAAATATTTTTCTAACT 
ATACTGAGACATTTT AG AGAAT CTTT ATCTTTTAAATTAAGT CTTTACATACACC AGTTTAAAATGTC ATAAATTC AG ATTATTCTGTC CTGAA 
AAGAAGCTAAATGAAAACGAACATACATGTCTTTAATAGGCGAGCAGCTCCACTGCACTACAGTGTAGCTTGGGATATAAGTATTTTTTGTAAG 
CATACCTTATAATTTCAAAGTAGTCAGTCCTGTAATAAGAAAATTAGTCTAGAATGTGTTGAGTTCCAAATTTCAAGTGAGTTTACAAAGGTAG 
AAGGTTACCACATTAGATTTATTTAAATTTGTTCCATATTAGGTTTTAAAAACTGTCAATGCTTGGTTATATGCTCGTCAGTGTGTAAGAATTT 
TTGTTTTATGTTTTTGTTTTGATCAAGTCTAAAAAATTAACATAAGCAGTTTGGATCACTGGGTGACTAATTCTTGGTCATGCCATTTCAAAAA 
TGCGTGGTTCTCTACATTTGCCATTATATTGTCCCCAAATGATCACCTAAACTTAATGTATAATGCATTTCATTTTTAAGGCATTGTTTCTCAA 
ACCAGTGTGTGAATGAGTTCTCGGGGTCCTCTGCATTCTTAAGTTTAAGAAATGCTGATATAGTTTTATTTTAGGGCAGTTTTTAAAAAGGGAC 

CATTGCAACCTCCGCCTCCCGGTTTCAAGTGATTCTTCTGCCTCAGCCTCCCGAGTATGCTGGGACTAGAGGCGCGCACCACACCTGGCTAGTT 
TTTGTATTTTTAGTAGAGACGGGGTTTCACCGTGTTATCCAGGATGGTCTCAATCTCCTGACCTCGTGATCCGCCCGCCTTGGCCTCCCAAAGT 

GCACAAACTTGGCCCATTGCAACTTCCGCCTCCTGGGCTCAAGCAGTCCTCCCACTTCAGCCCCCTGAATAGCTGGGACCACAGGTGCCTGCCA 
CCGTGCTCAGCTGATTTTTGTATTTTTGTAGAGATGGGGTTTTGCCATGTTGGCCAGGCTGGTCTTGAATTCCTGTGCTTAAGCGATGCACTTG 
CCCTGGCCTCCCAAAGTGCTAGGGTTACAGGCGTGAGCCACCGTGTCCGGCCTAAGCTTTATTTTTAAAATGTTAAGCTTCAAGTAGAGAGGTA 
ATATCAATTAGGAAAGGGAAGATTTAGAAGTCTTATTTATATGCTCATAGAAGGTCAACAGTTAAATCCGTAAAGTCAGAGTTGTACCTTTGTT 
CTGAATACTCTTCATATCTGACTTAATCAACTTCTCTGATTTGAAGGAGTTTGAGTAAGTTGATAGCCTTTGTATTACATGTTTCAGGTCAATT 
ATTTGTTTTTTCTTGTGCTGTATTTGTGTATTACTTCCAAGATTTTACTGCTTGACTAAGACATTCTGCTCCTACTTGGTGCTAGGTATTGGAG 
TTAAACAATGAATAGGGTGATAGTGGGGGTATCCTTAGAAGAATGAGTGGCGTTTTGCTGAGAACCATGGCATGGGCTCTTGAGGGAGTGCAGT 
AGGTGCATAGATGCTATGTGGGATGTGGTGTGGGATTTGTGGTGAGAGTTGAATCGAGAGCATATTCAATAAATATTTATTGAGTGCCTGCTAT 
CTATTAAGTAGGTAATGGGGATAGAGCTGTTAGGGAGATTAGTAAGATAATGAGAGTGAGGTAATGGGGGCCAGATCATGTAGGATCTTGAAGG 
CTATTATAAAAATTTTCACTTTTGTGAGAAATGGATGGGCCTAGAGGGTCTTAAGTAGAGGAGTAACATTTGATTTAAGTTTTGACAGAATGAC 
TCTGGCTGCTGTGTTGAGTATAGACAGTAGAAGTTAGGGTGGAAGCAGGCAGATTAATTAGGAGGCTATTGTAATAATCCATGTGAGATAATGG 
TTACTTGGATGAGGCAGGAGCAGTGGAGGGTGAAAAGCCCTCAAATGCTGCATATGTCAGAATAACAGATTGGATGTGGGATGTTAAAAAAAAT 

AGTGGGG CATAGGAATTTATTTAAACTT ATTTTG AGATAATTATAG ATTCACTTGGC AGTTGTAAGAAAT AATATAG AGAT CCTG C AT ATC C CC 
TACC CAGTTTTCCTAATAGTAACGTCTTTCAAAACAATAGTG CAAT ATCACG ACC AGGATATTAACATTGGT ACAGT CAAAATACGGGG CATTA 
CCATC AC CAC AAGGATATCT C ATATTG CCCTTATAAAG CCACCC C ACTT CC CT CCTAC CT CACC CCTCCTG AACT CCTGGTAAC C ACAAATT AT 
CCATTTGTATAAGTTGGTAATTTTGAGAATCTTACATAAATGGAATAATACAGTATGTAACTTTTGGGATTGACTTTTTTTCACTTAGCATAAT 
TCTCTGAAGATTCACCTAGGTTGTTACATGTGTCAATAGTTTGTTCCTTTTTAAATTTTAACTTTTATTTTTTCGAGAGTAAGTCTTGCACTCC 
AGGCTGGAGTGCAATGGCACGATCTCGGCTCACTGCAACCTCGGCCTCCCAGGTTCAAGCAGTTCTCCTGTCTCAGCCTCCAGAGTAGCTGGGA 
TTGTAGGTGCACACCACCACACCCAGCTAATTTTTGTATTTTTGGTAGAGATGGGGTTTCACCATTTTGGCCAGGCTGGTCTCGAACTCCTGAC 

ATTCTATGGTATAGGTAGACTACACTTTATTTATCTGTTGAAGGATGCCTGATTGTTTCCAGTTTTTGGCTATTATGAATAAAGCTGCTATGAA 
TGTGTTTGTGCAGCACTCCAGCCTAAGTGACAAAGCGAGACCCTGTCTCAAAAAGAAAAAAATAAAATGAGCTTTCTATGGACATCATGTAGTT 
GAGTCTGCCAGTCTCTGTTTTTTAATTGATGTATTTAGGTCATTTACATTTACTGCACTATGGATATGTTAGAGCTGAAGTCTGCCATTTTTAT 

tttttgtctttagcctgggatatatgagGtaaaaagaaaaacctaaggaagtcaccaccatgttgtttcacatatcctgaggtctctaactgtt 
ctacccagttctttccacctttcagagtgttcttgtgttattttatacataatgttcagagcttttagttgtttttagtgggagaaacagggaa 
gagtgtgtttgtcttcctgaaagccagccagaattcattttgaagatattaatgtgaatgtcagacatctaagaggagatgtcaagtaggtggt 
tggatttatgagtctagaattctggtcgttcttggaagttcttttaatttttctcagaaaagttaggaagtgatgtcatcagttgaaaatgagg 
ataacagagaagacatttgaagtttgtggttagaggaaaatgtgattggtgtcctaagagagtagaagggtaaatggactaggaaaatatgatt 
gccaacaattttaattgccaacagctttaaacatacacctgaatctttggcattgaatttaaaatgaaatgaaaacagtggcatggttgtatat 

TTTTTCTAGCCATGTTCAGCTGCTGGGTGCAGATGTGAGTAGTCAGAGAGCTTGATTTATTAATAACTAGGGATGAGTGTAGTCTCACCAAGTG 
AATGGGTCAAAGTGGACAAGGGGGAAGGGAATTGAAGATGGATGTAAGAGAGTGATTATAAGCAATTATAATAGCTGACACAGAATTGAATCTG 
AATAAAGAGAGAAGAGAGTGTATTGGGCAAGTTTTGATGGTGACCGTAAGGGAATGAAAAGGATTAGAGGGTTGTAGGTGTTTATGGATTGAGA 
ATACCAGGGAATGAACTGGAAGGATAGGAGGTCTTGCCAGCAAGTAGAATGCATGAAATTGAGATTATGGAAGAATTGTGATAATAAATAATGA 
CTCTGGGAGTGAGTGGCTGAGGTAAAGAGGAGGGCTAGCTCATGAGAAGAGAGGAGGTCAAAGATTTTGAAATCAAGGCAGGAGTACTTGTC.TT 
AGATGGAGTGAAGTCTAGAGCCAGGAGCTAAAGATCATTAAGAATTAGGGGGCATGACTTTGGAGTTGGATGAAAGTAAGTTAGTGCATTATAG 
CTTAAGATAAGAGAATCAAAGCTAGAGGCATTTAGGGAGAAGAACGGGAGAATGGTCTGAAAAGGGCAATGAGGAGGAGAAGTGTGCCTCCTTG 
AGATTCAGTGGTTCAAGGATGTGGGAGAAAAAACAGCTATTACTTAAACAGGCTGAAAGGAAAATGTGTCCTTAAGGGAGAGTCAGGTTTCAGT 
AATAACAAGAAAGCAAAGGGTGAAAGAAGGGATTTGCTGATGACTGTGAATTCTATACTGCGTGGTGGAAATTTCTTTATAATTATTCCCACCC 
TATCAGCTTGTGTCCTTTAAAGGTACTTACCCATGGAAAAATTGTTCTTTTAAAAGTTAAGTTTAGTTAGTTGGCTCCCACTTATTTCAATTTT 
AAATTTTATTTTAAAACATGTTTTTTGTACTTTGGCAGGAAAATTAAATGTATCAGAAAATAATAATTTTTAAATTCTTGAATTATAACTAAGT 
TGAAGTGATAAATGCAAAAATTATTTTCAGAAATTCCTGTTAGTAGTTTTCTGAGTAATGTACTGAGTTGTAGGTCCTGTTTATTTCTCTTTTC 
TTCCAGTAAAAAATTTCAAGG 
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HUMAN SEQUENCE - TtlRNA 

GCCGCTCGCTCGGCTCCGCTCCCTGGCTCGGCTCCCT'GCCTCCGCGTCGCAGCCCCCGCCGTAGCCGCCTCCGAGCCCGCCGCCACATCCTCTG 
AGAAGATGGCTGTGCCACCCACGTATGCCGATCTTGGCAAATCTGCCAGGGATGTCTTCACCAAGGGCTATGGATTTGGCTTAATAAAGCTTGA 
TTTGAAAACAAAATCTGAGAATGGATTGGAATTTACAAGCTCAGGCTCAGCCAACACTGAGACC^CCAAAGTGAC^ 

TACAGATGGACTGAGTACGGCCTGACGTTTACAGAGAAATGGAATACCGACAATACACTAGGCACCGAGATTACTGTGGAAGATCAGCTTGCAC 
GTGGACTGAAGCTGACCTTCGATTCATCCTTCTCACCTAACACTGGGAAAAAAAATGCTAAAATCAAGACAGGGTACAAGCGGGAGCACATTAA 
CCTGGGCTGCGACATGGATTTCGACATTGCTGGGCCTTCCATCCGGGGTGCTCTGGTGCTAGGTTACGAGGGCTGGCTGGCCGGCTACCAGATG 
AATTTTGAGACTGCAAAATCCCGAGTGACCCAGAGCAACTTTGCAGTTGGCTACAAGACTGATGAATTCCAGCTTCACACTAATGTGAATGACG 
GGACAGAGTTTGGCGGCTCCATTTACCAGAAAGTGAACAAGAAGTTGGAGACCGCTGTCAATCTTGCCTGGACAGCAGGAAACAGTAACACGCG 
CTTCGGAATAGCAGCC2AAGTATCAGATTGACCCTGACGCCTGCTTCTCGGCTAAAGTGAACAACTCCAGCCTGATAGGTTTAGGATACACTCAG 
ACTCTAAAGCCAGGTATTAAACTGACACTGTCAGCTCTTCTGGATGGCAAGAACGTCAATGCTGGTGGCCACAAGCTTGGTCTAGGACTGGAAT 
TTCAAGCATAAATGAATACTGTACAATTGTTTAATTTTAAACTATTTTGCAGCATAGCTACCTTCAGAATTTAGTGTATCTTTTAATGTTGTAT 
GTCTGGGATGCAAGTATTGCTAAATATGTTAGCCCTCCAGGTT AAAGTTGATTCAGCTTTAAGATGTTACCCTTCCAGAGGTACAGAAGAAACC 
TATTTCCAAAAAAGGTCCTTTCAGTGGTAGACTCGGGGAGAACTTGGTGGCCCCTTTGAGATGCCAGGTTTCTTTTTTATCTAGAAATGGCTGC 
AAGTGGAAGCGG AT AATATGTAG GCACTTTGTAAATT CATATTGAGTAAATG AATGAAATTGTG ATTT C CTG AG AATCGAACCTTGGTT CC CTA 
ACCCTAATTGATGAGAGGCTGGCTGCTTGATGGTGTGTACAAACTCACCTGAATGGGACTTTTTTAGACAGATCTTCATGACGTGTTCCCACCC 
CAGTTCATCATCATCTCTTTTACACCAAAAGGTCTGCAGGGTGTGGTAACTGTTTCTTTTGTGCCATTTTGGGGTGGAGAAGGTGGATGTGATG 
AAGCCAATAATTCAGGACTTATTCCTTCTTGTGTTGTGTTTTTTTTTGGCCCTTGCACCAGAGTATGAAATAGCTTCCAGGAGCTCCAGCTATA 
AGCTTGGAAGTGTCTGTGTGATTGTAATCACATGGTGACAACACTCAGAATCTAAATTGGACTTCTGTTGTATTCTCACCACTCAATTTGTTTT 
TTAGCAGTTTAATGGGTACATTTTAGAGTCTTCCATTTTGTTGGAATTAGATCCTCCCCTTCAAATGCTGTAATTAACAACACTTAAAAAACTT 
GAATAAAATATTGAAACCTC 

HUMAN SEQUENCE - CODING 

ATGGCTGTGCCACCCACGTATGCCGATCTTGGCAAATCTGCCAGGGATGTCTTCACCAAGGGCTATGGATTTGGCTTAATAAAGCTTGATTTGA 
AAACAAAAT CTG AGAATGGATTGGAATTTAC AAGCT C AGGCTCAG CCAACACTGAG ACC AC CAAAGTGACGGGCAGT CTGGAAAC C AAGT ACAG 
ATGGACTGAGTACGGCCTGACGTTTACAGAGAAATGGAATACCGACAATACACTAGGCACCGAGATTACTGTGGAAGATCAGCTTGCACGTGGA 
CTGAAGCTGACCTTCGATTCATCCTTCTCACCTAACACTGGGAAAAAAAATGCTAAAATCAAGACAGGGTACAAGCGGGAGCACATTAACCTGG 
GCTGCGACATGGATTTCGACATTGCTGGGCCTTCCATCCGGGGTGCTCTGGTGCTAGGTTACGAGGGCTGGCTGGCCGGCTAGCAGATGAATTT 
TGAGACTGCAAAATCCCGAGTGACCCAGAGCAACTTTGCAGTTGGCTACAAGACTGATGAATTCCAGCTTCACACTAATGTGAATGACGGGACA 
GAGTTTGGCGGCTCCATTTACCAGAAAGTGAACAAGAAGTTGGAGACCGCTGTCAATCTTGCCTGGACAGCAGGAAACAGTAACACGCGCTTCG 
GAATAGCAGCCAAGTATCAGATTGACCCTGACGCCTGCTTCTCGGCTAAAGTGAACAACTCCAGCCTGATAGGTTTAGGATACACTCAGACTCT 
AAAGCCAGGTATTAAACTGACACTGTCAGCTCTTCTGGATGGCAAGAACGTCAATGCTGGTGGCCACAAGCTTGGTCTAGGACTGGAATTTCAA 
GCATAA 
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TABLE 38 



MOUSE NOMENCLATURE 
ICSGNM Nfatcl 
Celera mCG1818 0 

HUMAN NOMENCLATURE 
HGNC NPATC1 
Celera hCG15098 

MOUSE SEQUENCE - GENOMIC 

CAAACTCCAAGGAAGGTAAATTCTAAATCGAGTCTGCCAACGGAGAGAAGAAAGTGTGCAGAAGAGCCAAGTGGGACTTCCAGAGCTGAAAGGC 

ACACTAATCCAGTAAGTGCTGGAAATGACGTCCCAGTGGGGGCTTAGCCATGGCGCTGAGCTGGCACAGGCAAGAGCCGGGGATGTGCTATTCC 

AACTGAGACTGCAGGCTGTGGACTGAAAGAATGAGAAGAGATGTCGGGAGAGGAAGTAAGGGAGCGGAGAGCAAGAGCATATGCACAGAGGGAG 

GGAGGGAGGGAGGGAGGCAGAGGGGTGCTGAAACCATTACAGATGTGTAACCCAATCTGCACCACCAGGAAAATCCCAGCAAACTCCAAGGAAG 

GTAAACTTCAAGAGACCAGCAACAAACTGACCTCACAAGGAGATATATCAAAAGCAGAAGGTGGGGGTATTAACCCTTGCAAGGGAACCCCAGT 

AACGTTAACATCTGACCCTAGAAGCAGCAACTGAGGCTTGAAGACAGTATGTCCAAAGGGCACTAAGAAAAAACTTGCAACAGACCCCTGTGCT 

CAACAAAGCTTCTTTCTAACTCTTAGACGAATTAAAAGCTTTGGCACAGAAACAAAAGCCAAGAATACGCTGCTAGCACAAAGAACCTTCTTGC 

GAGGAATACAAGGCAAAGGCGGGAATGCTGGGACAGTAACCTGCACCTACAGGAAGCAGCACGTCAGGAGGCAGGCACGTGATTTTACAAGGCA 

ACATGCATGCATGTTTTCTTCTCATGACTCACTTAAAAAACAATCATATAAAACAATGTGTGTATACTGTAGTGCTTTGCCGATAGCTTACAGA 

AACGCAACCCAGGTGTAAGATGTTTGCCAATAACAACAAATAGTGTCTTAAGGGACTGCAGAAGGCAAAGGAACAATTCCCACAATGCACCATG 

AGGTTTGTCTGTATCGCTTTCTGTAATGCTGTAGAACATCACACCACTGGGCAATGGGAGAACCATATAGAAATAATGCTTCTGTGAGTCACTG 

AAATGGTCGCAGGGTAAACTAAAACCCAGCATGAAGTCACGTGTAGCTGGCAAACACAGAGCAGACTCTAAGGGATGCTGCAAACCAGGGAAGT 

ACCTTCTCACCAAACACATCCTGTAATGCAAAGAAAGCAATAAAGAGACTGAGTGAAAGGAACACGGAGAATGTAGAGAGAACACGCCAAGTTC 

AACTTCATTACCTGAAACTGAAATGTGAACAGATTAACATTCCAGTCACGGGGCAGCAGTAGTCAAGCCGAAGAGTCAAACATTGTACAACTTC 

ATGCTGTCTTCTGGAGATAAGCTGTAGGTGGAGAGGTACACACTCACTACCAGGACGGGAATCATCCATCATGCACAAAGAAACTCCAGGAAAG 

CCAGAGTGGCTGTGCTGCTGTTGGATGAAAGAAACCAAAAGTAAAAAATAAAAGTCAAAGACTGCTGAATTGGATGCTCAGCTCCCTCCAAGCC 

TCGTGTATTGAAGACATGGTCCCTAGAGAGGGGTTGGAGCCATGGAGAGAGGGGGAAAACCTTTGGGCAGTGAGACTACCTGGTAGGAACCCCC 

ATTTCTGGAGACAAGCCCTTCATGAGGTTGATCCCCACCCCAAACCTCCCTTCCTTTTGCTTCTCTGCTGAGATGAGGTTGTTGTGGGCTGTCC 

CATGGTCCCACTGTGATAGGCTGTACTGCCATAGGTCCTAAAGCAATGGGGGCCACTCAATAATGGACTGAACAGGCCAAAAAAATGTAAATTA 

AAAAAACCTTATTTCTTCATATGTTAATCATCTTTGTGTTTTGTTACAGTAGCCGAAAGCTAACTGATACAGATTAAGAGGGCTGCTTCAAGGT 

AACTAAAGAACCAGTGTCTGAGAGACAGAGAGAGAGTTCTAAGTGTAGGTGTGCCTAACAACACAGTTCCCAAAGAGACATAGCAGAGCCAGCA 

GGTACTTGGTGAAAGCCTTCAGAGTCAGGGCAGGTTGACTCTGTCAGGGGGTGAGCGTGACTCAGAGTGGCTTCAGTGACGAAGTCCCTTGTGG 

CCACTTCAGGCAAAAGATGAGGAAATTGAAGAACACTAGGTATCAAGGGAAGCAATTTGGTCTTTATTCTGATTTCCAGGACATATGCCCTGGG 

AGAAAGTTATTAATAACTGACTGATTAATTGATTGATTGTGGTATTCGTTTTATTTTGTTGTTTTAGGGCTGTGTCAATTTCTCATCATGAGAC 

AAAATACCAGAGACAGCCACCTTAAAAGGATGAAAGCTTATGTTAAGTTATTGCTTCCACAGGCTCTTAGCTCCACTGCCTTTGGACCTATGGC 

AGAGCAGAACGTTCTGGCAGCAGAGCACACTGTGGGCAAAGCTGGTGACCTTAGGCAACAGAGATGGAGTGTCTGGTCTCAGTATGCACTCCGA 

GAGCAGTGCC CATC CCATGAGGTCCTGACTCTTCAC ACCC CAGCAC AGG ACAATGCTCCATCAG CC AGAAAACAGGTCGTTTG C CATGG CCTTC 

AAGACTTGGGTTTTTTTTGGGGGGTCAGGGGTGGGGGCACCCAAACCTTTAGGAAATGGATGTTGCTCTGGTTAAATCAAATCATAGAAGGCAT 

CTTCACTTGTCCAGGGACGAGGGAGAGATTAAACAGGAACCCCAATTCTGTGGTCCTCCAAGATACCCCAAGGTCTGAGAGGGAGTGGCTGATG 

TTGCTGTAACTAACTCAACGGCAACTGTCAGGCTTCACTTGACTGTTTTTTTGTTTGTTTGTTGTTGTTGTTGTTTGTCTGTTTTGTTTTGTTT 

TTGCTTTTGTTTGTTTGTTTTTAAGCACTTTAAAAGTAACCTGACTGGGCACCAATC^^TCAGTAGGCAGCACATCU^GCCAGGGCTTTAGCAC 

CAATGGCTAACCAATCAACTCAAACCAGCCAGGTGTGGTGCATGCCTGTCACCCTAGAACTGGGAATATTATAAGAGGACCTGGAGTTCAAGGC 

CAGCCTGGGCTACCTGAGACCCTTTTTAAAAAATGATGCTCCTGAATTCTGGCCTGTTAATTCCACTCTCCCAAACCGGCTCTGGAGGAAGGCC 

CAGTTTCCCAGCCTTCCCAGTGCCTCACAGTCCTGGGCCTCCTCCCTGTGTTGTGGAGTGAAGTAGATAGATCCAGTCAGAAGCCCCAGGTGAG 

GTAACAGGAGGGAGTTGCAAAGTAACCATTGCTGTGGCCCACACTGCAGATGCAGTGAGGAGATGTGTATTTAGCTACTGATGTTTTACATGGT 

TTACGTAAGCAAGCAAGATGTACATGGGTCTGGGGCTTGACTGTACAAAGAAGCCCTCCCTAGCCTGGTGCACCGTACCTGCCCACAGTGCAGT 

GTGTACACAGCCAAAGGAGGCTCCAGGTTGCAGGACTGAGAGTCGTGCCCCTAGCAACACAGAACCCTGCTTTTGCACTAAAAGCCCATCAGAT 

CTTGTTGGGGTTTTCTGTGCCCTTGTGTTTTCACACCAGGTTAGAATCAACAATTGCCTGGCTCTTGGAAACTTTGAGCGCTGGGTGGATAACC 

AAATGTGCCCCAGAAGGAAGGATTTAGCACCCAAAGACACCTATTGGATTAAGCTTCTGGGGTGCATTTGCCCCAATAATCCACAGAAGCAACA 

GTAATCTAAAAATAGTCTTGTTTTCTGTCCTAAGCTCCTTTTAACTTTGTTAGTCATCGCCAAACCTTAAAATAAAACCCGTGTAACGTCTCTC 

CTGGTAGCAGCTATAAACAAACCTCCTCTAGAGGAGGCCGAAGGAAGAGGAAAGAGGCGGTAGGGACACGCAGGGAGCGCGGCCGCGGGACCAG 

GCTTGAGCCCGAGGTGGCCGCAGGGCCTGGCGGACAGCTCAGAGCTGGCCGAGCTCCTGCGCCGCTGCCTCCGGAACTCCCTGCGCCTGGCGTG 

CGGCCACCGTGGTCCCGGCAACGGCATTAAACAGAGGGAAACAGGCCCGGGATTCCGTCACCCGCGGGGGATAAGGAGGGCATTGAGACAGACA 

GGAAAGGGCTTTTCTGGATGGGGTGAAAAGTTATTTATTGGAGAGGGAGGGGGGAGNNNNNNNNNNNN^ 

NNNNNNNNNNNNNNNNNNNNNNN^ 

NNNNNNNNNNNNNNNNNN^ 

NNNNNNNNNNNN^ 

TGACAGGGGAAGGGCGGGGACGGAAACTCTTCAGGCAAAATCTTGGCGTGCTGGTCTGGCGACACTAGGACTCACTGAAGAATGAATTTGGGGG 
AGGGGGGTTGGAGGATGGTTCTTGGGTAATGGGGTCTTGGCACCCCCTAGCGGCAACCTCTTTCAAGGAGAGCAGGGAGGCTTCCGCGCATCCC 
TGCAGGTTTTGAAGGTACCACTTTGGCAGCCTTGCCCGACATCCCAGCATCTTCACTGAGCATTCAGCTACTTAATAGATCATGCTCCACACAC 
CGGTGTAGGCACCTCCAGCCTAGCTATACTCTAGACCACCTGCGTGAGTGGCTCCATCCTCTCAAAGCCAGAGGTAGAGAGGTGCGCGCCATGC 
CTAGCTCTCCATGTGAGTAGCAGGCCAGTAGGTAGTGCGCCTGAGACATGTTGGGCACTGCCTGTGGCTATGCAGCATCCACCACTGCGCTTCT 
CTGCCGTGGTAGAAAACAGGATGGCTTTTAGTTCTGTGGCGTTGAGGCAACTAGAAAGAGCCGCTAGATGCTGCTGGAAGAGTGGATGGGTTTT 
AGCCAAGTTTTCATATTGTTTAAGATCGAGCCCAGTTGGCCAGCTCCATTGCTGGTTGGATCAGATTCTCTAAGTCTTGGGGTGTGAAGTACTT 
TGGAGCACCTACTGGCTCACTACACGCCCCGCGCGCCCCACAGTCTCGCCGCCCCACAGCAGACACGCTTTTTTTTTTTGCTTTTGAGTTTATT 
TTAAAGCATATGAGGTGTAGGCCAATAGATTTATGATTTCTATACACCAGACGTTCTAACTGCCCAACCCTCCAATCCGTTCCGTCCAAAGCCA 
ACAAGAAAATATGGTCGGGTTTTGGCAGCAGAGTTGCACCCCTAGGAGATGCGGGGAGATTTGAAAGAGAAAAAGTGTGAAGCGAGGCGGGACA 
GAATCCTCAGAAGTTCCCCCAGCACCAGCCTCCTCCTATGCTAGAAACCTCACGTACGCGCCTACAAAGCACCCTATGGTCCCTGCACTGGTCG 
TCCGCACCCGGGGCAAAGACCGAGAGGAGGAGCTGCGCAGGTGGGCGCGNItfNNNN]^ 

GCCCCGCACCCATCTCGAGTCCTCCTCCCTGGCTAAGCTGCCAGGGCCGGTCTGCGCGTCCAGGGAGGGGCGCGGGCGTCCGGCCGGACAGCGT 
GGCACACACTGTGAAGGGTGTCCCCCTGGTGTTTCCCCGGCGCAGCCCAGATTTCTAGCGCGCTTTCTTGCCAATAGGTGTCTCCTCTTCTCTA 
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GCGCTGAGTACTCAAACTTGGTGGGGTCTTGGAGATACCACATGGGGAAACTTGATTCACGGGGGCGTTGAGATGTGAGGATGGGGCGCAGTGG 
GGGCGGG AGCGCTAG AAG CGAAAACAAACAAC CAAACAAAAACACC CTGGG ATG AAGTG AGGCAT CTTTGGAGAGC CGAGTTGGT C CTGC CTTT 
ACCTCAGGAAGGCAAGCAAGTCCATGACCAGAAGTATAAGAGTCCTGCATCCTCCCAAGTGAGTCTAGCCTTAGCTGCTTCTCACTAAAAGTAA 
GAGCTTGGCAAAGTGGCCCCAAGTGGTCCAGACTTCTAAATGCCTCTCAAACTCGTGGCCAAATGTTGTATCCAGACAAGAGTTCTGCCTTAGA 
AAATGCCTTGAGAAAGATCGAAGACGGACTGCCAGGTTTGAGGTTGCTTCTTCCAAAAGAATATGCGGTGCAATGTGCCCTAACCTGTCAGGGT 
CACAACAATGACATGACCCAGACCTTCTGTCAGAGCCCTGCAGGTCCCCTCAAAAGAGTTAGCAAAATAACTTCTAAAACGTTTAGGCTCCTGC 
AGGTGTCTTTGAAACACCCTTTAAAGAGTGACTAGCTTTTCAGCAGGGATAACTTGACCTATGTCGAATGGACCCCAGGAGCCATAGGGCTCGT 
AATTCCTTTTTGGCACCAAAGAAGTTACTTAAAATTACTGAAGGCCAGCTGGACCCCTGCTGGGCTGGGGCACTCCTATTTACAAGGGCGGCCA 
TCCTGTAGACAAGCACTTGGAAGGAAACCTTAGCTTCCTGTGAGAGTCTGATGAGTGGGTCAGCAGGCAGAGGCAGCCGTTCCCAGAGTCAGCC 
CTGGACACCTGGCTCATCTTTAGACTTGAGCCATCGGCTCAGCACAAATGGATCCAGCTTTTCAGAGCCCAGGTGTCCTGGGTAGAGAGTCTTG 
TGTGAACTTTGAAGCGGAGCAGCAGAGATTGTTCCTTTCATGTCGCTGACCTCAATTCTAAAAGGTCTAAATGTTGCTAAGTGGACTCCCGAAT 
GAGCTCTTGCAGCAAGGAAAGCTACAGTGTTTTTGTTGTGGTCTGGGTCGTGAATTTCTTGACATTTATTTCCACACACATCTGTCAGTCACTT 
TTCTTCTCCATGTTCTTCTACTTGGAGGCCTTAAAGCTTACGTTCTTTACTTGTAGCGTTACTGTTCCATTACTCAAGAAACCTTCTAAGCTGA 
GGTTGATGGCTCACCCTCGTAATCCTAGGCGTAATCTCAGCACCTGAGAAACTAAGGCAGGAGGATTGCCATGAGTTTGAATCCAGCCTGGGCA 

CCTTCCTTTCTTTTGTTTCTTCCTTCCTTCCTTTCTTTTCTTTCTTTCTTTTCTTTTCTTTCTTCCTTCCCTCCTTCCTTCGTTTCTTTGTTCT 

TTTCTTTTCCTTTTCTTCTCTTTTCTTTCTTTCTTTTCTTTTCTTTTCTTTTCTTGTTTTTTTGTTTTTTTGTTTGTTTGTTTTTTTGTACAAA 

AGGGAAAACTATTGGGCAGAGGGTGTAATCATTTCTGGTGTAACTTACCTAGAAAAGGAAGTTTGACAGTGTCCCCAATGAAGCAGTGAGCTGG 

AGGCAATAATGACCGAATGATACTGGTCATATTTTACAGAGTGTGTGTGGATGTAACTGAGGTAACTAGAAACTGTGACCCAGTCTTGAGACAG 

CCAGACCCAGGCAGGGGAAAAGAACTGTATGCCGCAGGTCAGTATCTGCCATTGCTGTGGGCCGTGGGAAAGCACCTTGAGGAGGCCTTGATCG 

GGACACCAGCCTTCTCTGAGGCCTTCTTCCAGCTTGATGGGCATTTGGATGGAAGCTCATGCGGCCTGGCCATTTTTGAAGGCCTTGTGCTGCT 

CAGCTCTGAAGAACTCAGAGAAACACAGGCCTGTAGGTAGTCACAGCGTCAGAGTTGCCTGACACAATGCGCGACAGGCTCTCCGGAGCTGAAC 

AAAGGTTTCCCTGTTCTCCAGCTGTATAGCTTCATGGCACTGTTTCTTAATCCAGATTAGAAAATGCTGCAGCCATGCACCCTGCTTCATCACA 

CCCAGCACCCACCGGGGCTGGCCCATTAACATCTTGCACAGTTAGGAGGAAATGGTCCAAGCTAAACACTTCTATCAAAACTGGAGTGTCTGCT 

GAACTGGCAGACCAAGCTTCATACTATATAGAGGACTGGCAAGGGGGCTGGCAGAGGCACAGGGTAGCATTTCATAAGTAGTTGTGTTGACTGA 

CTCCTGTGTTAGAGAGTAGACAAGGAGGGAGGCAGGCCAGCCTCTGAGAGAAAGGCCTTGTGACTTCTTTCCTATTGTCCCAACATCTGGGGGC 

ATGTGGCCAGGGGAAGCCAGGTGCTTTGTAACTTTAGCATAAAGCTTTCTTCAAAAAGTAGACAAGAAGGGCTGTTGTGTGTGGAACTGTGGGA 

AAGGTGGATAAAGAGAGATCGAGGTCTCACGGCAGAAAACAGAACTTCCATTTCCGCGAAGGTCAGCAAAAAAGAAAAGTAAAACAAAACAACG 

CTCCAAGTCGCATCTCAAAGTGAGAACTATTATTAGAAACGAAATCAGGCCAGACTGAACTATAGTTTATCACTGGAGAAAAGCAGCCATTGAA 

ACAGGGTCCTGGGAGAAGTGGTAGCCCACGTGATGCTCAAGTTAGCCTCCGGAAAAAGCCATCGCCCAGAGTCCAGAGCTGCAGGGCAGGAGGA 

CACTGGGGACACTTGCATCTGGTGGCAGATACTGACACTAATGTCCCTCCTCCTTTCGTTCCTGCCTCCTTGCAGGGTTGGGTTGTGATACTGG 

TCTCCCCTGCCGTGGCCACCATTTTCCTGATATTGCAGATGTTGGTTTATGTGGTGCCAAGACACCAGGAAAGTTAGAACAAAAAGCTGGGAGA 

AACAGGAAAAGATGGTTGGGGCTCTGCAGGCCCAGCCTTTTCCTTCTGATTGCTGTGTGCATGGTACCCTGTCTGAATGGGTCACACCCAGCAC 

CTACTCAGCCTTTGGGAGCTTTGAAATGACGCCCTACTGAAGCAGGAGTGTGTGGTGGTTTTTTTTGGGAGCTGAAAGATTAATGAGGTCGTTA 

GTGCAGGAAAACAAGATTTGCTTTGAGGTAGGTGCCCACAGAGAGAGGTTGGGCACCATGGGCAGACTTGAATGCTTCGGAAGCAACTGTGCTC 

TGGGGTTTGACCTGCATAGAGGAGAAGGCGACCCTCAGGAAACTCCACCCTCATTCTCCTGACCCTTTCAGGTAATTTTAGTAAAAGCAGGGCT 

AGAAAATGACCCCACCCCCCAGCGTTGATTGCTTCAAGTTGCAGCGCTCTGAGGTGGGCTCTGAGATGCTTCCCTGAAAGTGGGTTTCCTCGGG 

CAGCAACCTGGAGGAAGCCTAAGAGAAGCCATGTTGGGAATATACATATATAGATATATCAGGGTTAGTATATATTTCCCTCTTTTCTTTTCTT 

TTCTTTTCTTTTCTTTTCTTTTGTTTTCTTTTCTTTTGTTTTCGAACTTTTGAACTAATTCAGTAGTTTTGGTCTTTTTCCTGGTGCAGGGAAA 

CAGCAAGACCCAGGGCACCTCCTTCGGCTGTGGACTGCACACCACGCTGAACAGGAACCAGGGGACCGGCTGCGGGGCCGGGCGGCGGGTCCAG 

GACGCAGCTCCAGCCCCGGTCAGCCCTGTACTGGGTCCGGGAGCGACGGCTCGGCCCGGCATAGGCTGCTGCGCTCCCCTGGAGGCGGTCAGCT 

GCGCAGAGGTTGGGGCGCGGACGCCAGGGCTGCTGGCAGGGGGCTAGGTTCCTGCGGAGCGGGGGGTATCGTAAGGGAGAGCGAAGCCCCACAG 

GAGGCGGAGGCCCGAGGGAGCTGTGCGGGGTCGTGCGGGGGAGCGGGCATGCGAGAGAGGGCCGGGGGTGGACCTCGGACCGCGCGGTCCTGCG 

GGCACGAGTGGAGCCTGGGCTACGCTTGGGCTCGCGCGCGGAGTTTATTTAAAAGTAGGAAGCCGGCGGCCGCGAGGCGCTTGTTTATGTAAAC 

CCGGAAACAGCCGGGGGGACAGGGGCGGGACCGGGGCGGGAGGCCGGGGAGGGGACAGGGGAGGGGACAGAAGGCGGGGGCCGCGTCACGCCGG 

GGACGCGCGCGAGCGCCGGGCGCACCAGTGCCGCGCGAGCCCGACATGACGGGGCTGGAGCAGGACCCGGAGTTCGACTTCGATTTCCTCTTCG 

AGTTCGATCAGAGCGGCGGGGGCGCCGCGGNNNNNNNNN^ 

NNNNNNNNNNNNN^ 

NNNNNNNNNNNNNNNNN^ 

NNNNNNNNNNNNNE^^ 

GCTCCCTCAGCAGGAAGGCTCCACCACTTGGGTTTCCAGTCCACACCTCAGCTACCAGAACCTGAGAGCTTTCGCTATCTTGCTGTCTTTCATT 
TTCTCTTCTCTGTCAAAAGTAAAGCTTCCAGTTAGGTTAACAATCAATGTGCTGTTTGCCCAAACTTGAATCTCCTAAACGGTTGGCAGCCCAT 

TTTCCTTGGGGTCTGTCTCCCAGCCGCACTGGGACAGAACAGACATGACACTTGTAGAGCATCTCCGATGATCTGATCGTGTCATGTATTCCAC 
TGACGGTCACTACTATTTTTTTTTTAAGTTAAACATCCTGTTCGCTTTTGAAGGTGAATGCTCCAAGTTGGCAGTCACCAGTCAGCAACTGTCA 
TATGTCCGCCCATAAGACCCCTTTCGGATAGGTTTTCCTTCTTCAGGGCACAGGTGTCAGGGCTCCGGGGTCAGTGACATGAGGGCAGGCAAGA 
CTGGAAGAGAGACAACCATTGGGAAGAGATCTGGGGCTAGAAGTGGAGGGAGAGCCTTGACATCTCTTGGTCCTGCCGCTTTGGGGGATTTGGA 
TTTACCCGCTCTTAGTGCATGGGGGCGTTTTTGAGTTCTCTCCAGAACCCTCACACTCCAGGCAGAAGAGCTGACTCTTGACTTCCCCTTAGGG 
TGTGCATGTTGGATTTGGATGAGTGTGTACCACTGTGCTTGTGGTTCCCTTAGGATCCGTTAGCTCTTGTCTCTTTAAGGGGGAGGGGGTACAG 
CCATGGAGCCTTCCTGGGCTGTCCAAGCTACCTGCTGTTGGGATAGGGCGCCACGGGCTTCCTGTGAGTCCTTACTTACACTGAATGGACAACT 
GAGTACAGTCCCAACACTAGGAACAGACACAGAGATCCAAAACGGGTACTTTGGTACCTCATGGTGGCCTGAGGACTGCTTGGGGAGAGGAGAG 
GGTATCAGGGATGCTGCAGACTAGGTAGTCATCTCCACAGACTCAGAACCTTCGAGGGAAGGGTGCTGCAGTTGTTCAGGTATACACCATTCAT 
GGATCTCAGAATCCAGAGTTCCACTGGAGTCTTCGACTCATAGCTGGACACAGCCGCTCTGACCGTGTCTTTCTGAACTGTATTGGGACACATA 
ATGCCCAAGTTTGAGGTTCATCTGGGTCCATTCATGGAGGGCACAAAAGGAAGTCAGTTTGGGTGCCAAAGGAGACACTGGTAGGGGCTCTGGT 
GAAGCCTGGGAAGCAGGTGGCTCCTTGAGCTTTGGATGACGTCCTCCCCTTACGCATGTGAGGGGCCGTGCTCCTCAGACATGCTTGTGTTGGT 
TATGCTCTGAAGTAGATGAGGTAGAAAGGTGTCTTGTGTCTCACTGCAGCCCAGGCCATTTGTGATGATACCAGAGTGCGTCGCTGAACTCCCT 
ATTGCTGCACATAGGTGAGTGCTCCCTGGAGCTCCGAGTGCTCCCTGAACTCCCTATGGCTGCACATAGGTGAATGTTCTCTAGAACTGCACAG 
AGCTGTAGGGACATGCCTCTTGGATGGATGTCCCTGTGAACTGTGGGTCACTGCCTCAGCAAAGCCAAGATGCTACATCTAAGTCCAACACCTT 
TAGCTTGCAGGGTGTAGGCCACTGGAGAGAGCCCTTGGCAAGGGGACCAGGCTTGGGAAGAACTTTTTGTCCCTTGTCTTGTGTTGACAGAAGG 
TGCTAGAGAACATTGGACATGTACAATACATGTTACACTTCTCAGTTTAGAGACAGACAGACAGACTGAGTGACTGACTGACTCTGACTTTTTT 
CTGTCTTATTACCAATCCCGTTATTACATTTTTATCCCTTGTCCAATTGCATTCCTTATATTACAGAGTCATCTGAAGTTACTAAGCTGTCTGC 
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TCCCCACTGAGCAGTAGAAGGAGCTTCAC ATTAT CTGGAACGAGTCTAAACATAAATTCATGTAGGCCTGAC CGATTCTGAGAT CAGTTGCAAA 
GGAATATTTGGGTTTTGCAGGTTGTCCTGAGCACACAAAACCCAGATCATGAAAGCGGACATGGCTACCTCAGAGCACAGCTTACCTCCTCAAT 
GCTGCATGAAGGGACCCCAGTATCCCCCTCCCCACCACACCACACCACTGTCTCCCAGCTGGGTTTCATGCATAGGCAGAGACAGCACTCCACA 
GGCAACCCCAACTACCAACGACTCTTCACAACTTTGTTCAGATGAAAGCATGTGAGCAGAAATATGACTGCTTCATCTGTGGTCACTGGGGCAT 
GTGGCCCTGGACACTTCCTCCCAGCCAGGGCTCTTAGCAAGATGGCAAGTCTTAAACTTCAGACTGGTGAAGGCTGCAGAGGCAGAACACTTCC 
AGAACTGACTGAGAACTACGAGAGCAGAGaCTGTCTACTCGCCCTCCTGGGGACACAAAGTCACATTTTGGTTATTGTGAGACTGGCAACAATT 
AAAGT CTAGATGGTTACACTTAAAAATC CTGAG CTC AAAGG CT CAAAGACTGATGTC AT CTTGCTCTCC CG AGAAGGGGGAAGTGCACTAGTTC 
CGCTTTCTTTACAGAGTANNNNNN^^ 

GCTAGCCCCGTATCAGGTTTTCAAAAGAAACCCTTGGCTAAGAGGGAGCGCCTTGGAAATACAACAAGGGAAAGGAATGCTTTAATATTCACCT 
GGGGGAGTGTCGGAGGTCTTCGAGGAAAGATGTGGGCCCAGGCTGGACACGGGACCCTTAAGCACGCTGTAGTGAGCTTATTTGCGGACCATTG 
GGTGACATTTGCTATTGCTCCAGCAAGTCCAGCTCTCTGCCCTGTAAATCTCCCTTTAGCACATCGTTGCATGACAGTATTGAGAACCTGTTGC 
TGTCTGTCACTTCTCGGGACTGACCCAGTCTCCATACAGTCCTCATTAGGGAGCACTATCCAATGTGCTAAGTAAACACAAGAACGGTGCTGCC 
TGCCCCAGAACTGTTTTGTATTCTTTTGTTTCATCCCTAAGTGTGGAGACTTGCAGCCTCCCTCACACCCTGCAGGCTCTATTGCATGTAGAAA 
GAGCAGGGTGGGCAGGCATTGGAGGCCAGGACCTGGCTGGCAGGATCTTTCTGGTTCTATTTCTAGCGCAGCCCCAGGAAAGGCTAAAGGGGTT 
TGTTCCTTAAAATGAAAGGTGAAAGTTGGCTGTGATCGGTTGTGCTCTGTGCTTGTGAACAGTGAGTTTGGGTGGTGACTCCGAAGGCCATACC 
GATGGCAGAGGGTCACATATATGTGAGCATCACATACACGTGGTGTGGCAGAGACACAACATTGTCTTCACTCCAGATAAAATACCAAGTGCCT 
TAAGCTG AAGC ACCTACAGGGGTATTTG C CAGCGGGTGC C AC AG ATTGCC CAGTGGGC AGCAGGCTTTGT C C ACAAGTCTT AAGAAGAC ATAGA 
CCAGGGGCTGTCATGGTGTGCAATGCCCTGGTACAGCTGCAGTAGTACCAGCTTGTTGAATTTGCTGAGGCTGGTGGGAGCTGGCCAGCGCAGA 
GAGTTCTGGATTTGCTCAGCATCGCCTGCCTGCATCTCATCCATGTGAAATACTGAATGCCGCAGGGTGATTGAGAGAAATGAGCTCAGAGGAA 
TAGGAGGACAGACGGATGGACGGCGACACCTGCACAGGGTGACCGCGCCTTCCTTTTGTATTACATGGCATAAGAGAATGTGTGCGTGAGAGGT 
CTTTGCTTCCAATTGTGCTTTTCTTCCCTGGTCTCCCACACCTCAGTTTACTGGCCCAGTCAGCAAAAGCCAGGCTGCGGGGCACGGATGTTGC 
CCCG AAACAGCAGCATATG ATGTTCTCTAATC AGCCTCAATGT CT CAGGATTAGTAAGGAATTACTGGGAAGC CTGGCATTCCTGATAG ACC CC 
CATAGAGTGATCCCTTTGAGGAAGTGGAAGTTGGTACAGGTGGAGGGCTACCCCACAGGTCCAGGCTTTGCAGCACCAGGGAACTCAACCGGAC 
TCAGCAGCCTGCCATGGGATCAGTGGGCACTCATGCTCTGAGGACTCTGAGGAGAAGGCAGCCAGCTCTGATGGCTGTCACAAAGCGAGCGGCT 

GTCGCACCTAGCCCCAGGCTGGTCTCTGACTTCACCATGTAGCAGGATAGCATCTAATACCTGATCCTCTTGCCTGCACTTCCCGAGCGCTGGG 
CTGATGGGTGTAGGCGTGCTTATGTGGACATAGTCAGTGTCGGCATTGAACCCAAGCTCCCTGAAGGCCGGACGAGAGCTTACTAACTGAGCTC 
TACCCCAAGCTCCAGTTCTGTTTTCTTAATAAACCGTTTATGGATTTTCCTTTGCCCCGTTGAATCATATTGTATTCAAACATTTTTGGTTAAA 
GTAAAGGCCACTCTTGTAATGTCCTGGGGCCCACGTGGTCTTTTCCACAACTTCCTCTTCCTCTGCATCTGGCCGAGCCCTGAGTGAGAAACCT 
CCTTCTTCCTCTTTCTCTGGGCTTCAGACACCCTGTTGCTAAGGCAGCCCCAAGGAGACAAGCAGAGATTTGCCATGTCGTCTGCCTGCCACTC 
AGCCATTTTTCCCCAGTACCCCAGGCAGCTGACCCCTTGGCCTAAACACTGCAGGGGTGTCAAGGCAGGACTCAGCTTGGCTTGCTGCTAGGAC 
TTTCTAGAAAACTCGAAAACTCTTCCAATTTTCTCTTCCTTCCAAAAGAAGGTGGTCTGCTGTGGGGCCAGGACTGGTCTGGATTAAGGCGGAT 
TCTTGCACTTAGGGGACAGAGAATAGCCAGGCCCTGCCTAACTGCACGTGTGCCTCCTTTGGGATTTGGCAGCTCAAGGCCATGCAGGACTGGT 
TTGGGTCTTCAGCATCTGGAGACATGGGCAGGTGCTGGGCTCAACTTTCCCAGTGTGTGCACAGCTGCTGGGATACCCATGTTTCCCATTAGCC 
TTAGCCTCAAACTTCCTTTTCTTCTGGGGTTGGGTTCCCTTAAGATGAAAACATAAAAAAAAAAAAAGATGTATTTATTTTATGTGTGAGCATT 
TTGCCTACTTGTGTAGATATACACCACATGTGTGCTTTGGTGCCTACCAAAGTCAGAGAAGGACATCTGATCACTCTGAAACTATAGAGTTACA 
AATGGCTGTAAACCATCATCATGTGAGTGCTGAGAACTGAACCCGGGTCTTCTTGCAAGAGCGAGGAGTGATCCTAACCGCTAAGCCATCTCTC 
CAAACTTGAAAGCCCGTTCTTTTCCAGTGTTGTGTTGTTGGCAGTCTTCAGACAGTGCACGGAGCTCTAGAGACATAGGGCAGCATATAACATT 
GGCAAAACCTGACTTCCCAGATGGCTTAGCTGCCTGCTCAGGGGTAGGGCCTCTGAGGCCTGGGTGCTGTCTCACATGGCCTGGTTACCACCAC 
TCTCC AGATGGGTTCCTGAAGC ACCTTTGTTTAGAAGTGGTG CCTCTGGTAGAAGTTCG AATTGCTGTGTGATGTC C CATATCTG CTGGGGACT 
GTGCCCTGGGCTCTAGTATGGAACCCTTCTAGGACCACAGTGGTTCTGAGGCCCAGAAGGCTGGAGAGAGCATAGATGATATCATCCTGAGGGG 
GCCTTTTAGGTGATGAACAGGTGGGGGTCATGAAGGACACGCCCATCTGGGGGTGGCAGTGAGTGTGTGAATTTCTGAAGACCTTGGGAGATGC 
TCAGAAGGGGCCTGGTTGGATGTGAGTGCAGCGAGAACTACTTCCTGACCGAGGCATGCTGCGGAGGGTGTAGTATCTCAGGCAGCACCAAGCC 
AGAAATCCAAGTGCAGAGGTGAGGCTGAGCCATGGCACAGGCATTCTTCCCGGACTGTGAGATTCCAGCATCAATGAAATCAATTCCTAAAACT 
CCTACTCTATTAGCCTGTAATTTCTTCCTCCTTTTTATCATTAGCAATAATGCAGTGACATTTTGGGGTGCCCACTTTCCACTCCTCACTGCCT 
TTGATTGACTAGTTAAGACCTGACTTCTTACCCGAAGATGAGCAGATCCCGGCCATATCTTCTGGGCCATGGAACATTGAATGTGCCTTTCCAT 
AGAAAGTTTTAGATTGGGAAGTGCTAGGCCAGCTAAGGGAGATCTCTCCATCAGTATCTTTCTCTGTGTTTGTCACCTGTATGGGATTAAAAAA 
ACATAGGATGCATAGAAAACCCTCTTCTCTCCTTTTCTTTTCTCCTCTGTCTCTTCTTCTTCCTCCACCTCCTCCTCTCCCTCTTCCTCCTCTT 
CCTTCCTTCCTTCCTTCCTTCCTTCCTTCCTTCCTTCCTGCCCCACCTCCTTTTGCCAAAATGAATGTGTAGACGGCCTTTAGTGAGAACAGCA 
GGGCAGCACAGCTCTGGACATAGCCATCTGTTGTGCTACTCCTGAATAGGGTCCCTGGTAACCTGTTCCAGACTTTTCTGTTGGTAACTTCACA 
GAGGAGCCAGACCGTCTGTTGGTCTCACCAACCAGCCTTTGGTCATCAGGCTTTTCCACCTGAACCTGTTTCGTATCTTCACCAACTGGGTTCT 
TTAGGATTGGTGTTCTTTTCTCACCATGGACAGTCTGCATCTCCCATCAGTCCTCCCTGGGGCTGCATTTTGGGATACCAGGGGTGGCCTGTGT 
CTGCTGGACCTGAAGAGGGGGGGTCACTGGCAGTGGACGGCTCTGCCCCTTGTCCAGTGCTTCTAGAAACAAACACTCTGAGCCTAGGGACTCG 
GCAGAAGTGTCTGATAAGTCCCAGATGCCGCCAG C CACAAGT C CTGTCTCTCCAG AAGTATTGCTTTCTCTAGAAAGTGGCTTTAGAGTTATTT 
AGGACAGGTGGAGGTCATTTCAGTCTTCGGCTCCGGGCTCTTGAGATCTGGATTGTGGACTGGGGGGTGGTGCTTCCCTATGACAAGGCTAACC 

CAGCTCTGGCCTTTCCAGCGCGTCTCTGTGACCCAGGGATTGAGGACTACCGATGGCCTCTTACTGGACACTGGAGTGGGACTCTGGTCCATCT 
CATAAAGAGGCGGCTGTGTAGCCAGAGAGGGTTTGTGAGGCCATTAATGGTAGAAGCCTGGGAGAGAGCAATAGTGGGAACTTCCTAACCTACC 
TAAGGACTGGCATGCTCCTTACAAACCATCTTAGGGTTTGACCGCTGCTTCGAGACCCTTTTTCTGGAGTTTCCCCCTGTTGGTTTCTGAGCCA 
GCGCTGTCCTTGACCACAGTATCACGCAGCTGGGCGCTGAACCCTAGTGTGGATCTAGGACTTCCTTGGGCTTATTTCCATTATTCAGAGACCT 
GGAAATGCTTGTCTCCAGACTCGTGTAAATGGGCTCTGCGATGTGGAGAGCCTTTCTGATCAGAAATCCGGAAGCATGGCTTTGCTGTCGAGTA 
CTAATTATAACAATGATTTTTTAAAAAGTGCTTACCAGAGTATAATCAGCACACAATGATCTCGAGGTCTAGGGGTGTCTTAGGAGCCTGTGTT 
TTGTTTTAG ACGCTCTAGAAGAT AGATTC CC AGG CAC C AG CTAGCCTCAGGTAGCC ATAAG AGC C ACACTGGAAT C CACATTGTC AC CCTTC CT 
CTGGGTGTGTTCTTTGAAGCCAAACATTTGGCCTGCTTGATAGAGTCATTTGCTTGTTAACACCTATTTAAACACCTGGCTCCCTGCGTCTGAA 
GCACCTCCCTCCACCGATAACACCGCCACTCTTCCTCCCTCCCTTCACAGTCTGTCTGTCCATCTTTCCTTCTGCCACTGCCCATCCATCACCT 
GCCATTCAGGTGATGGTCTGCCTAGTCATGAAACAAGATAAACGTGTGATGTAGAATCTGAAATACCCCTGCCTCTCTCAGCCTTTGATATACT 
AGAATTGCAGAGGTACTGAGCTGTGTTGTGCCTGGCACCGTCTGAGGCTCTGCAGACAGCCGTGAACCACAGGGCAGGCTGTGAAAGCTGGCTT 
CTGTTGGTCAGAGAGATGGATAGATAAAAATTGCTGTTAAATTGTGATATATACCAGGGTGGTGGTGGGGGAGGAGGTAACTCAGCTATTGGGT 
AAGGATTTGAAATCACAACTGGCTAGGGAATGTGCATTTTGAATATAGAGAAGACAGTAAGAGCCAGCCATGTGATGTGAGGTGGAGGACATCT 
TGCCTGAGGAATGCTGTTGTGCTGGTATAGAGTAAGGTCTATAGTCTAGCAGGAGGCCTTGCAGCAGTCTGACCTCAGGCCATTCCCAGAGGCT 
ACACTCTGGGCCTGGAGTCCTCAGGGCTGGCCCCAGGTCTTGGACTCACTGCCTTTGTGATTTATGTGTGTCCTGCTCACTGGCCTCACTCTGT 
CTTTCCTCTTTTCTTCCAGAACACTACAGTTATGTGTCCCCTAGTGTCACCTCGACCCTGCCCCTTCCCACAGCACACTCTGCCTTGCCAGCAG 
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CATGCCACGACCTCCAGACGTCCACCCCGGGTATCTCAGCTGTTCCTTCAGCCAATCATCCCCCCAGTTACGGAGGGGCTGTGGACAGCGGGCC 

TTCGGGATACTTCCTGTCCTCTGGCAACACCAGACCCAACGGGGCCCCGACTCTGGAGAGTCCGAGAATCGAGATCACCTCCTACCTGGGCCTA 

CACCATGGCAGCGGCCAGTTTTTCCACGACGTGGAGGTGGAAGACGTACTTCCTAGCTGCAAGCGCTCACCGTCTACAGCAACCCTGCACCTGC 

CCAGCCTGGAAGCCTACAGAGACCCCTCCTGCCTGAGCCCAGCCAGCAGTCTCTCCTCCAGAAGCTGTAACTCTGAGGCCTCCTGCTACGAGTC 

CAACTACTCCTACCCATTACGCGTCCCCCCAGAGCTCTCCGTGGCAGTCACCCTGCGTGTCTCCCAAGACCACGGACCCGGAGGAGGGTTTTCC 

CCGAAGCCTGGGTGCCTGCCACCTGCTAGGATCGCCCAGGCACTCCCCATCCACCTCTCCTCGGGCAAGCATCACGGAGGAGAGCTGGGTCGGT 

GCCCGCGGCTCCCGGCCCACGTCCCCCTGCAACAAGCGCAAGTACAGTCTCAATGGCCGGCAGCCCTCCTGCTCACCCCACCACTCACCCACAC 

CATCCCCCCATGGCTCCCCTCGGGTCAGTGTGACCGAAGATACCTGGCTCGGTAACACCACCCAGTATACCAGCTCTGCCATTGTGGCAGCCAT 

CAATGCCCTGACCACCGATAGCACTCTGGACCTGGGTGATGGGGTCCCTATCAAGTCTCGAAAGACAGCACTGGAGCATGCGCCCTCTGTGGCC 

CTCAAAGTAGAGCCAGCTGGGGAAGACCTGGGCACCACTCCACCCACTTCTGACTTCCCACCCGAGGAGTACACCTTCCAGCACCTTCGGAAGG 

GTGCCTTTTGCGAGCAGTATCTGTCGGTGCCACAGGCCTCGTATCAGTGGGCGAAGCCCAAGTCTCTTTCCCCGACATCATATATGAGGTAAGC 

AGCCTCCGACTGGAGTTGGGCATACGGTAGGGGTGTGGCTGGGGTTGAGAAGAGCCTACCCTGGCTTCTCTCTGGAGATAATGGTATGCTAGCA 

TTCATAGCATTATGACAGTCCCCTCTGTGCCTTCTTGTGGTGATAGCTGTCTCCGCCTGCTTGTTCCTCTTCTAAGGACACCTTGGACTAGACT 

AGGGGACCCTTACTTTTTGGAGGCGTGTTCJACAGGTGTCAAGGGTTGCAGCACA^^ 

NNNNNNXTCTACAGGGAGGTCCCC^ 

GGTCGCCCACTTCCTCTCTCTATGCCTTAATCGCTATCTATCACCATGCTGGGGCAGATGGGCCCCTCAGCTCACAGTCCCTCAGAGCAGCCAG 
CTCACCAGCGTGCTACCAGCAGCACGAGCACCACCTCCCGTCTTGCTGGCCGTCTGCTATCAGGGAGTGTGTTACAAACCTCTGGTCTTAAGCC 
GTTGGTTTTTCTTTTTAACGGGATGCAGGGGCTGCTTGCGATTTACCAGGTCCATCGAACCAGCTCAGTGCTTTTATTTTTAACTAAACAGCTT 
TCGTGTCAGCTGTACCGCTTGCGACGCCTGGAAGGCTGCTTTCTGCTCCAGGGTTTTCACTTGAGGCATGACAACATCCACTCAGGCCCGTTGA 
ATGTGCGTGTGAAATCAGTAGGGATGTTTCCATGAGCTGAGGCACCTGTGATACCCAGGGACTATCATTTGGCAGGGACAGTCTAAGGCCTGCT 
GCTTCGCTTTTGGGTCATTCCTCGCCCCCCCTTCTCCTCAGGGCAGACTCACCCCCCCCACACACACTCTTGGGGCATCACCACCTGGTATTTG 
GCCCCCTGACCTCTAGATGTAGACAGTGACTATGAAGCTGTTAGCTCCATGCAGTGCAGCCACGTGGCCGTGTCTTGAGGGGTCACTCTGGGAT 

CTTGGGCAGAGAGACTGAGGGCAGGGGTGTGGAACAGAGCTGTTTCCTGTCTTGCCGCATAGGCCTCTGTCGTTCTATCTTGTGTCCCTCCATC 
TGTCCTAGG AGGCCCAAAGGGCT AG GCAAGT C ATTAGAGCATGTCAGGAT CAAAGTTTATCTC AAAG ACGGG AACC C C AAATCCATAAAGAACT 
GTTGTGCCTGCCATACTGTCGGTAAGACTTCTAGTTAACGAAAACGGACTTCTACTTATTTCAGCTCGGTCATCAGCATCACGCTTTTGATTTG 
CGGTGCATGGACAGTGAAGGTCACTGTTGCTCACAAAGACTTGGTGGAACGCCTGAGGCGTAGGGAAGAGTCATGTACTAAAATATATCTGGAA 
CCATAGAAGCAAAGGCTTCTTATAAGTTAAGTGCAGATACGCACATGCGTGGTGAGATACGCACATGCGTGGTGAGATACGCACATGCGTGGTG 
TGGGGGTGGAGTGAGGGAACCACTGACTGGTGGCCTTTATGCCAGGCACACGTGGTCTTCCAGGTCAGGGGGTAGAAGCCCAAGCTGAAGGTTG 
TGTGGCAGCTGGTTCCTCCTCCACGCTACCTTGGCTTGCGCTAGCCATCACCCCACCATGGGCCACAGCCATTCCTTCCTTTAAGTACTTCAGA 
TCTGGATCTGGGCTCCTGCTAGTGACACCAACTTGGTCACCTTTCAAGGTCCTTTCTCCAGATCAGTTACTCTCTGAGGTTCTGGGGCTAAGAG 
TCCAAATTAGAACTTTGGGGACACAGATTAATATCTGACTGCCTATATTATTTTTTTTTTCGGGGAAATGACIAAAATGTCTTCAAACATAAAAT 
TTACCCTTTTTCCTTTTTTTCTTTCTTACTTTGGTTTTTTGTTTGTTTGTTTTTGTTTTTCGTTTTGTTTCTTGGTCTTGGGTTTTTATTTTTT 

attattattattttttgttttgatcttcacagagacagaggcatcctcactacgttgggcattcctggtggcctacagttggctatctgcccag 
cccaacctgccagtggcacaggtcctggaaagcagttgctgttttttcctctacttaggagcagtgaccatggcccagtggcctgtgatcccat 
ggtctttatctcatgggctcagagcccctggggtttctgtgatgctatgacattcctatgagcttacacaaacaaacaccaccccatcctgggg 
gttgaagttcagcttttcccactgttttggttcacctcgaaatctgtttcctggtcgctttgaatgggtttctgtaaactccctaatggctgct 
ctaggcagctgagagctttcgtggggaggtgacgtgtatggctgtgaccatcactgtgaagaagccagactccttcctcacagatgctcttagt 
ggacaagtaccaggtagcaggaacttgaaggtatccctgaaaggctgtgttcccacatgtcctccagatctgggctggagaattcccacagtgt 
gaatctacctccactgcccagcctgggcacggtgcctcctccaggcttgtcgatccatcccggctcaaaagaacacactgcagtcgccttcgca 
agggactcctattgttctgtagccatttcactttagggatcttgtttgttgttttctggggtacccactccctctcctgttcagagcactccag 
tcggctctatgggacaggagaaagaatggcaccgaactcctgctacaaccgaagaaattgtatttgtgaagctaataaggacagtggaaggggt 
tttactgttttcggcgcgggctttaactgcatgctgctgctggaaactggcaccgaagttgagagAacttgcttgaacatcaccgacagtgatg 
acaatggcagacaccttctgtgcaggtcgagccatcttatatgtccctggtgagcacggctaaggaaatggccaggagtgacagtgtgcaacag 
cacgctggcacctgtcagtgtgtgtggagggtgcacaccagaacacatgcctctggagatgacagtctccagtagattgttcctggatgtagtt 
ttcagatggtagcttttagggagttgtgtgtgtatacacattgatgtgtgcacttacacacacacacacacacacacacacacacacacacgga 

GGTTATAAGTCAACTTTGGGTGTCTTCTCTATCCCTCTTCTACCTTCTTTTTTGAGACAGCATCCCTTATTAAATATGAAGCACACCAGCCCAG 

GTGACATCTGGGGATCCAAGCTCAGGTCCTCACGGGAACATACACAGCAGGCATTTCACCATCATGCTACATCCACGGGCTCTTTAGAGGGCTT 
TAGTATTAACCCAAAGGAACTGAAGTTTAAGTGACTGTCCCTTTAGCCATTCCGTTCTGAGCCAAAACTTCACAGAGCACCAGTGTTGTGCGTC 
AGAGCTTGGGTCAGCTCTGCACAGTAGCATTTTCTTTCCTTCTAAAACAGGGTCATGGGAAGTGTGTTAATGCCCTCAGCCAGCCTGACCTCTG 
G ACTTG CCTATAG AAAGGCAACGTTACGTG AGG AATT CGG ATAAAG ACGAACTGGTCTGGGG CTAG CAG AAGCGTTTTAATGAAG AGTGTTCAT 
GACACGGAGACACATTTGCTGAGTTAGGTTGTGATGGCTTGGCCATTGCTTTCTAAAGAATAGAATTCCCAAGGGGTGGGGCCGACTCAGCAAA 
CAGCTTTTGCTCAGAGAGACGGCTTGGTTCAGAAGATAAGAAATGGGCACTGCGTTGAAATCAGTTTAGGTCAGAACTTGTTTCTTTCAGGGTT 
TGGCTGTGATGTTGGATGCCTTGATGATACCAGTGGCTTTGATGATATATACGCACAAGTGTTAGGTTGAAAAGGTCTAAGAAGTCCTCTTGCA 
TTTGAGGTTATCGGAATAGCTCAGAGTTTATCGTGAGTGGGAATAAGATAGAATATGCCTGTAGATGGGTCACAATAAATCCAGCTCTCATCTT 
CTCCACACTTACTTACCACGCTCATCAGGGGATTTTTGCGTTGGACAGCTGTTCAGTGAATCCAGTGACCTTGTAGCCTGGGGAAGGCACGGTG 
TCAGTGAAAGATAGTTTTGGTTCCTGGTTCCTCAGGAGTGATGGCCCACCTCAGGACTCTGTTGGCCAAATTGGCCTGCCCATACTTCAGACAT 
CTGCCAAAAACATCCATGTCTCTGGTTTTTGGTGGGCTCATTGGGTCCGTGATGGTCGTAGATTGGTTGCAAACTCGAGTCTAGGAAGGCCCTG 
ACCTTCTCTACAGCACAGGAGGGCAAGTGAATCGGTGGCCAGAGTGTGTCTTGTTCAGAGATAGGTATCAAGTGAAGCTTACTGACCGGCAAAA 
GTTAGTATCGTGTGCCGAGAACCCACATAGACTGCTAGCCCCAGCTAGCAGGTGACAGGCATAGACAAGGTGTCCAGGCAGAGGCCCTGGTAGG 
AAAGAGGGAGGTTGCCACAGATGAGTCCATGGTTATGCAGTCTGTGTTCTCAAGAGCTATCTGCTGTTTTCTCTTGGCTTTGTAATTGGCCTCT 
GATGTCCCTGCCACAGTTTGGGGAACGCACCATTAGCCTCACCAGGTGGGGTGCCATACCCGTCTTTGTGCTGTGCTATAGGCCCCAGATATCC 
CTGGAGATTTGGAGGAGGGGAGGGAGGGGTAATTTGGGACTGGAAAGAAGTGGCTGTCACCCAACCAGATCTTAAGGAGGCTTTGCAGATAGAG 
AAGCACTGGGCCGGGTCAGGGCTGCACACGGCCAACTCATCACTGACAAAGACAAGGAGGTCCCTTGTGAACCTGGCCAGATGCTAACTGATAA 
AGCCAGGACAGACACTCAAGATGAGTTGACTCTAAGGCCTGAACCTCTGTGATGCTCCTGATTCTTAGTTGTTCTGTGGAGTCAGCCCTGGAAT 
GTGCTCTGTGCAATATGGGGGCAGCAGGGGCTTCAGATTAAACCCAACTCTCCGTGGAAAGAAGGACACCGTGGGGAGCTTCGGAGCCAGAGCC 
TGAGAGCTAAGTGGCCCCAGAGGACAGGACTGTCTTCTAAGGCCTTTGGGGTTGTGGGTGCTGCATATAAGACGTGGGAGGTTTGTGTATGGAA 
TTCTCAATCCACTGTCCTCGTGCCTTTGCGGTGGTACAGGGTGACTGAGATGCTGGTTCATGTCTGTTCACAGTTTGATACTTGGAGGATGGGC 
CTTACCTCATTTGCATCTGCCTGGAAAGTTAGCCTGGTGTATCAGTTAGGACTTTCAAGGAGGCTGTGAGAGCCGAGCTCTGTCAGTATGGGGG 
ATGCTGGCCTTTGGATTTCCTCTGAGTACTCTGTAAAGAAAGCGGAACTAGTGCACTTCCCCCTTGTCGGGAGAGCAAGATGACATCAGTCTTT 
GAGGCTTTGAGCTCAGGATTTTTAAGTGTAACCATCTAGACTTTAATTGTTGCCAGTCTCAGAATAACCAAAATGTGACTTTGTGTCCCCAGGA 
GGGCGAGTAGACAGTGTCTGCTCTCGTAGTTCTCAGTCAGTTCTGGAAGTGTTCTGCCTCTGCAGCCTTCACCAGTCTGAAGTTTAAGACTTGC 
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C ATCTTGCTAAGAGCC CTGGCTGGGAGGAAGTGTCCAGGGC CACATGC C C CAGTGACC AC AGATGAAGCAGT CATATTTCTGCTCAC ATGCTTT 
CATCTGAAGAAAGTTGTGAAGAGTCGTTGGTAGTTGGGGTTGCCTGTGGAGTGCTGTCTCTGCCTATGGATGAAACCCAGCTGGGAGACAGTGG 
TGTGGTGTGGTGGTGCTGGTGGTGTGGATGGGTGTGTGTGCACACATGCACATGTGTTTGTATGTGCATGTACATGGATGCATAGACTTGAGGA 
CATCATCAACTATTACTACCCAGGCTTCGTCCACTTTTTTCTGTGTGTGTGTGTGTGTGTGTGTGTGTGAGAGAGAGAGAGAGAGAGAGAGAGA 
GAGAGAGGTGGGGGTTCTCTTACTGGTCTTGCTTGCCAGGGATCCCCAGGGATCGACCTGTTTTCTGCCTTCATGGGTCTGCCTTTATATTTTG 
CCCCCTAGAATGTGGGTTCTGGGGACTAAACTCAGCTCCTAGGCTTCCAAAGTACTTTGCTAATGGTGCCATCTCCATGGTCCCCTGTCTTTTT 
TTCATCTACTCTGAAATCCCTTCTGGTGACAGGAGTCTGAGAGGCAGGCATTGCTGTACTTGGAAGAATAGCCAGGGAAGCTGCAGCTAGTGTG 
GG ATTATG GG AACACTTAC C AC AT CTCCTG AAGG CCATGTACACGGGACTATTACAGACCTCTG CCAGGTGAATCACCTGTAAGGCAG AGAGGA 
CTTGCCTGCCGTGATAGCTTAGGCAAGACATGTGTCACCACTGACCGCACCTGGCCATTGGAAGGTTTCCTTTGGGACATGGTGATCATATGCA 
CATATTCTTCAGATGCAAACATTGCCAGGAGGTTTGATATAGGAGTGGCCATGCACCGCAGCCCCGGCCCATGGCATTCCTGGATAGATTGGCC 
ACCCAGCTCTGCCTCTGATTTATAAGCTGCTGTTTCCAGAACAGGATCCACTCAGGTCACCAAGATGCGCATGGTGCAGACAGAGACCTGTGCA 
AATGCCTAGCTTAACCCATGCTAGGTGACTGTGGCTATGTGTCCAAAGCTCCAGGCCATCTCCAGGTAGTAGTTTTCTATGATGACCTTGTTTT 
TGCTGGAACCAGACCTCTAGAGCCAAGAAGCCCTGGGCAGCCAGTGACACTGATGGCCTGAAATCCCTAAGCTAGGAACAGAGCTGTGGTGCCT 
TATGTAAGTGTCAGACTGCAGTTGTCAATTCTACAGGAGGCAGGGTCTTGGCTGCATGTCTAGGATCTCCAACCCTGGGCCAAGGTGTCCAGAC 
TGTTC CGTGT CTC ATG AT CATTAAGGAATAT CTGCCTTGTGACAGCACAGGG AAT CATGGCTGACGGGAAGGAGCTTG CTT CAGACAGTCATAA 
ATGGCAGTGGCTTCCCTATATGTTGCTACCATGTTCAACAGACTGAACCAACTTTCAGAACTTGACCAGCAACTGTTTGGACATCAGGCTGTAG 
GTCACGGCAGAAGTGTGTCATGGCAGAAGTGTCCCGTGGCTTGCGTGTGCTCTGTCCTGCGTTCACTTGTGCGACGTTTGGGTTACCGTGTCAG 
TTTGTTTCGGTTTTC ATTTTT C ATAAGT AA CGC ATG G C AG GTGTGGC CTAC AG CATC CTC AT CATTAAAACATCAGTGATACG AATC CTGATCA 
GCTGCAGCTGCTGGGCGTCACTCGGTGGCTAGAGAAAGGCACAGTGTGGAAGAGGAAGCTGGGTGCACAGGGGAAATGCAGGGTGTGCAGATGT 
CAGGCCTGCCCCGGGGACAGAGAGAGCTGGAGAGGCTAGACAGCTCCTTTCCCACAACAAATCCTCCTGAGAAATATTCTCCATCTGTCCTTCC 
TTCTTTCTTTCTTCTTTGTTTTCCAGTCTGAAACAGGTAAACAGGGCAGATACCCTTCTAGAGTCTGGCTAGAGACCCAGGAGCCCAGATCTCC 
TGGAACCTGGAGATTCAGCCTATCTCCCGAGCTCTGTCCTCCACCCACCCAGGATGCAGGTGGTAAGAGTAACCCTCACAACGATGAGATACCC 
AGGCTTGGAACGCAGTTCTGTGGCTTCAGATGCACAAGAGGCTCATGGGATATCCATGGGCCAGGGAGGTCTTAGGGTGAAGGGCAGAGTGCCC 
CAAACCTGGAAGAAGCATTTCCTTGGAGATGTCCTGCACTCTCACTGGTAAGATCTTGGGAAACAGCCAATGTATGAGGTCTGTGAATCTGCTG 
TTTTAACACACACATGTAGCATGCACAAACTCACATGCCTGCTGTCTGGATCCTGCAAGTTCCAGATTTGTGACTTTGACTTGGTCTCCCAAGC 
CAGTCATGCACTCTGCTTTCTGTTACAGGGACTACATGCCTTTGAGGCTTTGCTATCTTCCTTGGCAAGAGTCCCCAGTGTCCCCTGTCCTGTG 
CCCCAGCCATAGGACCAGTACAGGGACTAGGGTGGGTAGAGCTCAGGATAAATGGAACACTCATTATGATTGTTGCTCTTAGGCTGTGTCAGGA 
CCAGGATAGCAGGGAACGTCTTGTACTGCACAGCTGTTGTGGTAGAGGCTGGACCACAAAAGGAAGAGGCCAGCAGAGGACAGCTCCTTTGTCC 
CGAGCCTAGCTTTAGGTGGGAAAGTTGGGGACTGGGCCATTTTCCTTCCCTATTCCTGCTTATGCCTGTGGGTGGGGCCCACACTGAGCACCCG 
TCTTCCTCGTAGATATAGAAAAGTGCCACTTTTAGTAACATGCCCAAGATACTAGTCCAACAGACAAGGATGGCTGGTCACAGTCTCTCGGGCA 
GGATGGTGGTGTGCCAGAGCCCTTAAAATATTCCAAGGTGTCCTGGTTGCTGAGGCCTTGCTCCTATCCCCACCCTTTCCATCTGAAGAGGAAA 
CATTTTGTTAAGGGTCAGCTTATTGGCGCCTGTGGTCCCTAAGGTCTTCCCAGGTTGCTTTGGGAAAGGTGGGAACTAAGAGACCTGGACTAGG 
CAACCAGGAATCCTGTGCAGAGATGGCACTCATGTGCTGACCAAGGAAACTAGCCTGCATGCCCTGCCCCACCAGGCCAGCCCCTGGGCTGTCT 
GTCCATCTTGGCTGAGGTGGCTACCAGTCCTCTTCTGTCCAGGCACTGTCTGGACCTCTAGAAAGGCCAGCCCCTCTTGGGCGAGGCAAGCATT 
CCCAGGCTAAGAGTCCTGTGGTCAGGGGGCCACAGCCCAGATGTGCACTCTTGACAGTGTTGCTGGGTGGTCCTGGGCTTGGCCCTGGATGGAT 
GGACAGATGAAGCCCTTGAGGCCCAAAGTTTGCAGAACCAGCCAAGAAGTGCATTGATGGCCTTCCGCAACCCTTTCTCCTTCCTCATCTCCCT 
GCCTCCCTCCGTCCCTCCCTCCTCCTCCTCTTCCTTCTTCTTCTTCTTCTTCTTCTTCTTCTTCTTCTTCTTCTTCTTCTTCTTCTTCTTTTTC 
TTCTTCCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCCTTCCCCTGTTCCTTCCTATTTGACTCTTGAAACC 
CTTGGTCTTTCTTAGTTAGAGGAAGACCTTTGGCTGCTGCCCCCGTGTTGATGTAGTCGAAGGTCTTGTTTCCCTTTAACTGGCTTCCATTTTT 
TTCCACATAAGCAGACTTTAGGCTTGGGTTAGGTTTGTAGTTCCATGGACCTCAGGGTGACTAAAGCATAGATGGTCTTCACGGTTTTCCTTGT 
AAGATCTGCG C AGAGGGCTTTTTTAACTATGGATGGTT CAGAATCGAAAGGATTCTACCCAAACT ATGT AAGC AAATCTGT C CCCT CTGAGTTC 
C AGTGCACAGG AATTAATCTTGTACCTGTAGCTGGGATGACTTT CC ATGAAAGTTGGTGCAGCCTG AGGAC CGGTG CTTAGCTCC C C AG AAC AC 
ACATAAAGCTAGTTGCCATGTGTACCCATAACCCCTGAAGGAAGAAGAAAAGGAGAGATAGGCTTCTCTTTAGAAATTCATGGGCTAGCTCAAT 
CCCAAATGGGCAGCAGGAACCACCAGAGAGACCCTGTCTTAAGTAGGGTGGGAATGGATGGCCAACACCTGAGATTGTCTTCACACATGAACAC 
ATACACACATGCACATGCTGAGTTACAAAGGATAAACACACTCAGGATTCTTTGTTAATACAAACAGGGTTCATTACTGTGAAACCTTTTTCTT 
CCTGACCCCCAAATCTCCATCCCGAGACAGGGTTTCTCTGTGTAGCCCTGGCTGTCTTGGAACTCACTCTGTAGACCAGGCTGGCCTCAAATTC 
AGAGATCCACCTGCCTCTGCTTCCTGAGTGCTGGGGATTAAAGGAATACATCACCACTGCCAGACTGCCATCTGCCATTACTATTATATATATA 
TATATATATATANNNNNNNNNN^^ ' 
NNNNNNNNNNlSnflNNNN^ 

CTCTGCCCCTGTGTGCTCATTCTGAGTGCCTGTTGGCTTTCTGAAGCTCATCTGCACATGTTCTGATGTGTACAAGACGGGAATTCAGCCTTCT 
AAATGTATTCTGACACTGTTGCCTCACCTAGGAGCTCACACAAAGCGAGCCCTGATCTCAGGCCGGTGTTTGCGGCTCCCTAATTTGGAATTTT 
CTTAGCAGTCGTTGGGCAAGGCCTTTGGGTGGATCCTTTGTCAGTCAGCATTCCCTCCCTCCTGTCTCTGCCTCTTTGCTTCCCTCTCCTCTCT 
CATCCTGGCAGAAGCTGTGGGGCACTCACACCCCGGTATGGATCTTGGTGAAGGTTGTTTGACACTTCTGTGTGTCAGATTGGTGTGAGCCCTA 

TAACCCTAGAGGTCAGTACACAGAGCGAGCTTGCCCTTTCCAACACCTCCCAAGGCAGCAATGAGGCTCCTGGGCTATAAATTGCCATTCCCTG 
GCCCCACCCCCACCCCCCAGAGGTAGATTAGAGTCTGGAAGGCAGGGGAAACTATGTGGCTTTGATACTCTCAGTCCTTAGCTGTCATCTGCCC 
AGCCTGGCTCCGAGCTCTGGGGCAGGTAACACCTATGCTTCCTGTGGTGAGCACACTTCTGAGATGCCTGGGACCCTGTGGTCGTGAAAAGGTG 
AGAGGCAGAACTCAGAACAAACAGGAAGCAAAGCTTTGTCTCGAAAGACTCTGTTACCCATGGGTGTTCTTTGAGTATCACACAGCTGAGATCG 
GTGCTTGGTTCCAGTACCAAGATCCAGGTGCTTGGTACCTGTATGAAGGGATTAGGAGCTGGGCCTGGAGAGACTTGTGGCCCCTGAGCCGGCT 
GGCTGAGCTGGCTGAGGTGCTAATGAGGCTGTGCAGAATCTCTGCTTGGAGGAGAGAGGAAACTGGCAACTGCCAGCGACAGGAACCAGGGAAC 
GTGAGCCCACTGTGGCCTCAGGTTTGGGATCTGGTTTGGAGTTGGTCACTGTGGTGTGACCTGTTCGCCACAGCATTTTCATGTTTCCTGTCAG 
TCGGAGGCAGAGCCCTTTCTCATGGGAACAGTGATTCAAAACAGGAGAGCTGGTGGGTTCTCCCTGCGCTGCGCCCACATACCAAGCACTGTGG 
AAGGTCTGACTCGCCCATTATCAGGAGAAGCTGCCCGTCATTCCCACGCAGCCTGTCCTCCCATCCCTCCTCCCCCAGCATGGAGGGTACATCA 
GCCTGGTCCCTTCAGACCCTACAGCAGGAGGCCACCCTGCTTTGTGACCCAAGGACCCTCAGGACCCCAGAATCAAGGAAAAGACACACACACA 
CCC AC ATGGGCAC AC AC ACATAGGTAG AC AG AC CCATGC AC ATGTGAGTG C ATAC AC AC C AC AC C C ACGTACAC AC ACACTTGCTCT C ACACAC 
ACACATGTACATGTGCGCACACACAGACATACACACACACATGTGCACACACAGACCCACACACATGGACATGCACACACACACAGACATACAC 
ATGCACACACACTCACACACATAGAGACACACTCATGCTCATGCACACTCATGCTCTCTCTCATGCACACACCATTTTCTTGAGTGAATTCAGG 
AAAAAAAATCTAAATGTGTTTAGAACCGCTGAATGCATGCTTCGAACAGGCTGAGAAGGGCCGTGGGTACTTGATATGAAGCTTAATGAGAGAA 
AAAGAGGGCTGGCTCCCAGATCTCAACATTTAACAGGCTTTAGTCAGCACACACGGCCCAACCACAGGAGGCTCACCTCCAGTCTGCACATATG 
TTTTATTCTGCGATGTGTTTCTTTTAATTATTTATTTAGTGGTTGTGTCATCATAGTGCACACGTGGAAGTCAGAGGACAACTTGCAAGAATGA 
AATCTCTTCTAGCGTGTGGGGGGTCCTGGGGATCAGGTCTTCAGACGGGGCAGCAAGTGTCCATACCTCTGGCTCCATCTCTCTGGTGCTTAGC 
GAGGGTTTTTTTAAAAAAAGATTTATTTTATTATTTTAAGTGTGTGTGTGTGTATGGCCATGTGCCTATGAGTGCTAGCGAATAGCTATAAAGC 
CTGGTGATGCTGGCTCCTCCTAGATCTGGAGTCACTGATAGTTAGCATTCTGACAGGATGCTGGGACTCAAATCCAGCTTCTCTGGAAGAGCAG 
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CCAGTGCTCTGACTCACCGAACCATCT 

TGACGTGAGATTGCTCTTCATAGATGGCAGTTTCAAAACAGGTTGGGAGAAGGTGCTAGACACATGATATCTGACAGCGCTGGTGGCAATGACT 
GTGCTTTGGTGTGGCCAGCCTCTGCTGGGGTGGAGGGTAAGCCAGGAAAAGTGTCCCGAGGCCTTGCAAGGTCTTCAGTAAGACACGGGACCGA 
AATCAATCAGATGATTAGGGGCCGGATGCTTTCAGAGGCTTGCTTGTGGGTCAGC1AGGAAGTTCACACTCAGATCGGTTCTTTACAGAGCGTCA 
CTCCTCTCTGTTGGAGTCAGGTGTCGGGTGGAGGGGCAAACAGCAAGGATGAGAATGTTCTGAGGGGCGGCCTGGGGAGTGAATACAGTATACA 
AGGCTGACGTTATGACACGTTGGTGCCGGGGTGGGAGACTTCCTGATACTTTTGGGAAGCACGAGGCTAACACCTCAGGAACCGCAAACTGCTG 
ACCCTGTTGTCAGGACAGGGTAAAGATACAGTCCCTGATTTAATTATGTGAACATTAAATCAATGGCGTCTATAATAGCAATGGACTGGCTAAT 
AATCAAAGGCCAGCCATAAAGTAATATTCGCCTAATATTTGTAGTGCTGTTATTAAACAAAGTTCTTACCAATGAAAGATGCTCAAATTTTAAC 
CTTTCTTTTAAATAATCAGGATACCAAATTATATGTTTTGCCAAGACACTCCCTTTCTGTATAAAATGTGTGCACATCCACAAGTTCTCTAAAT 
TGGGTCACACGTGATATAAGATTTTAAAGTGTGTAGGTAACTTCAGATTACTTCATTTATACAAATCAAAGGGTCTCCGAGGCCTGCCAGGCCA 
GCCGTTTTCCAGGTTGCATTGAGTGTAAGTCTTGACAAGATGGAACTGAATTGAAGATGTGTTTGAAGTCAAAACCCTGGGTCACTCGTGAGTG 
CACAACT CTAGCAGGCAACC AC AGCCC CTGG GTCTGATGTCAG AGACCCTGTGG C AG C AG AAT CATGCTGAC ACCCTG CAGTCCAGACCCCAGG 
GTGTTCAGCCAGGTTTCCCCCTCTAATCTAGTCCCCATCTCTGATCTAAAGTGAAGTCCTATGGGTTTGGAGAGCTGTCCGAGTTACCGTGAAA 
TTTTTCAATCCGGGTTGACAATCTTAAATGTGTAAACCACCCTTCTTTTTGCCCCTTTTCATTATTCTGTGCCTGTCTGTGTCCTATCTGCCTG 
TCTGTCTGTGCCACTCACTTTTTAAAGATTTTTTCCTCTAGGGGTTGAAACTAGTCCTTCTCATTGTGAAGTTTGCTCCCCCCAGCTCTGTCCA 
CAGCCAGTCTTTCTGTGCAGATATAAGAAACTTGTGTGCATATATAAGAAACAGTGTGAAGGTGTGGGATGTTTTACAG'XGCCTCCTCCCACAA 
CACCTGGGTACCCATTCTGCCCCTGGCTTTGAGGAGTCTGGCCCCACAGCCCTGGAAACACACCCTCTCCTTGAAGTAGGAGTCTGCTCAGCTC 
CCATGGCGTGCCTTCCCTGGGGATGCCAGCCTCCCTTCTGGCCAACTCCTCCTCTCTGATGCCCGCCTTCCGCTCAGCAAGCTGCTGGAATCAG 
GGTATATGACACACACAGGAAACGGCCCTGACAGGCCTAGCGTGAGTTTCTAAGTGCACGGCAGCCCTTCCAGAAAGCCTTACCCCTTCTGTAA 
TGTTACTCTGGAGTCTCTGTGAGCACTGCGGATGGGCCAAGCCTGTGCCGTCAGCCTGCCTGTGTGCTGGGCAGATGCAGGCACTTACTATTGT 
GTGTTTGTGAGTCAGATTCCTAGAGGGATGACCCAGCTTGTACCCGAATGGTAACAAACACAGGTGGATCTTGTTAGGACTGGGCTGGAAACAA 
GGGACGTGGCAGTCTGGAGGGAGGAGTTCTCTTGAGTCTGCTGTAGCTCGGCACTGCAGAGGGAAGTTATTCCCAGAGCCCCATTTGGGCAAAG 
GTGCCTCTCAGGGCTTTCTTTAGAGAAGGGTGATCCTTCCTGTTCCTGGTGAAGAGTATCCAGAGTCCCATTGCTGATTCTCCTGTCTGCAAGC 
AGG CTATGT CTG C ACCACTT CC ATGGCTCTGGGAAGTAG ATTAGATTAG CTTTTAAAGACTGGCTGACTT CTTTAATTCATGAAGCACTGG C AA 
GCTATGACCACACACGATTGCACAGTAACCATGGCCTTATGAAGACTTTACTCCCCTACCAAGATGCTGCTGGATGGTATCGTCTGACAACTGT 

TCCTTGCCTGCCCTTGACTGGCAGCTCCCGTCACATTCTGGTCCATACGAGCTTCGGATCGAGGTGCAGCCCAAGTCTCACCACAGGGCTCACT 
ATGAGACGGAAGGCAGCCGGGGGGCTGTGAAGGCTTCAGCTGGAGGACACCCCATTGTGGAGGTATGGCATCTGCTCTGACCAGCCAATAGCTC 
ATACCTAAAACAGTTTTGGATTCACAGCTAAGGACTTTACTCAGACGTAAAACACAGTGACCTCAGAGCCTGCTATGTTCCTTGTCTTCAATAA 
TGTCCCAGTGAGTCCTTCATGAACTGGAAATGTCCAAAGTCAAAGTGTGTTCACGGTACGTCACTGAGGATGCATCGTCTCGCAGGCACTGCAG 
AGGCAGGGCATCAGCCACTCTTCTCCrCACAGAGGGAATGGCTGAGGAAATGCCCAAGTCAAAGGATATTTTGTGTGAATGGGTATCACTTTCA 
TACTACCAT CAAGTTAAAAG AG AGACAGTATGCAGG ACCAGTGTGAATCAAGGG CTGTCTGTGGCTACCATATAATGCTTTTC ATTCCAT CTAT 
AATGGTTTTAAAGGTTTGCCCAGAGCAGACTTACTTGTGGAGCAGGCACCATTACACCAACTGTTCTGCAACTCTCTTTCAAAACATCTCTGCG 
CCTGGAGCGGATGTGTGCTCTCCACCCACCCCACACCACACACGTGGGATTGGTGGAAGCACCAGGTCTCAGGTCTCCAGGGCAGCAGCCTCTG 
CTTCTCAGTGTGCCTGCAGGTGTTAGGAGGTAGGGTGTGAGGGAGGGGGTTATGAGATGGAGTTCTGAGGGAAAGGTGGCTGTGATGGGCACAG 
TCACACTTGTGGCATTTTGGGGAAGGAAAATAGAAATCCAACTAACCCAAGTCCAAGAATCTAGGAGTTGCTCGGTTCCACGAGACTGGTTGTT 
TCAGCTGGTCTGCAGTAGAAGTAGGTTCTAACAGATGTGCTGGTATGTAAGTGCAAGCAGGCAAAGATATGTGAATCCTGCTTCTTCCAATGTC 
CTTATGTAGGCCTCCAACAGAGGGTTGGCCTACCACGTGTGGATCTGGGACTTGCTTTGTCCCAGGCTGACCTTGAACTCAGAGATCTCCTTGT 
CTCAGTCTCCTGGGATTAAAGGCAAGTTTTGCCTTGCCCGGGGCCTAAGCTTTTCATGGCCACTATGCCTCAAGATCTCCGTGTTAAGATCCAG 
GTTAGAATCCTGCGTGCCCTCCATTTCTTGATTGTACTTCATTCCAGATGTAGTCAAGTTGACAGCCAGGAATAGCCATGAGACTAAGTTTCCC 
TGAGGGTTTAAATTCTGGGCTGTGATATAGTTTGTATCTGGTACGCTGCTCACCAATGGTGGCCAGGAGGCACACTGGAAAGTCGGAGGCCCAG 
CAACGTCACAGGTCCAGCTTGGTCTTTCTCCACCTGGACATCAGTGTGACATCCCAATGGGCGGGGTGAGTTTGTCTTGGCTTCCCTTTGTCAC 
ACCCGTCCCCTTGTGAGCTTTAGATCCCAGACATTACTGTTTTAAGCGCCGCCGTGAAGTGCTCACTCTCCGGCTGACTCTGGTCACATGGTGT 
TATGGAGAGGTCTTTACCCCAGTATCCCAACATCATAAACCCGGGTGCCCAACCCTGTTATTTCAGGACTGATGCAAACTGGAAGGGGTACTCA 
GCAGGGTACCCTGTACTTTTATTTTATTCCATTTAGGTAAATAAAGAGCTGGCAAGGGCAGGAGGCCATGGAGACAAATGGCTGTTTGCCAACG 
CAGCAATCAGCCACATGGAATGAGCCGGGCGAGGTGCAGAAACGAAGCACTTTAGGAGCGCTTGTGGGTGATATTAAGGTGATATTTGTGGCCT 
GTGTGCTCGATGCCAATTAATACCTACTCTGTTAGCCGCTTGAGGTGATAAAATGCTGGGGGACATCAGTACGCAGCAGCTGGCTTGACATTTT 
AAGTTTCTCCCCTTCGCAGGTGGACGAGGTGAGGTAGCCTGCCTTCAGCTGTGTTGGGTAACTACCGGTATTTACCTCTCCTTTGCCCGCTGTG 
GTTTTCACTGAATGAAAGTGGATTATTGCTGAATGGAACAGATTTTAATAGGAGAGGAAATAAGTCTGTTAAAGAAAGGCAGGGGAGTAAATGG 
AGAGATAATGCCTGGGCGCCTCCACTTACTTGGATCTTACAGCCAAGTGGCGCTGGGTGAGAGCGGGGGGTGGGGTGGGGGTGTGTGTGTGCAA 
ATACCGTGCCCTCATCAGAAAGATGGAGCTTCAGGTGCAGGTCTGTGCCATCTTGGGCTTGGTGGTTGGTGGCTGTAAGAATCCCAGCTGCTTT 
GGGGGGATAAAGGCAGAAGGAGTGTGGGGAGCCCTGTGTTTGGGGGAATCTGTGTCTGTCAGCCACAGATCCCCACTGTCTTGTGTGTCAGATG 
CTGAGCCGAAGTGCTGCCCCTAGAGAACCAGGTCCAGGTGTCTTGAGCTCAGGGCAACAGTGTATATCTCAGTGCAGCTGATATCCAGGAAATT 
GAAGCACTTCTGAGGGATGGCAAAATCTAAAACAGTGTTTAAGAAGCACCCTCTAAATTATT1AAGGTGGCGTTAGGGGAAGGTGGCAAAACCA 
GGCCAGGCCGCCGCCACTGCCACAGAACAGCCACCGCTTCTACAACACTGTTGAAGGGCAAAGGAAAACACCCCGTAGCTAAAAAAACACCCAG 
TTCGGTGGCGTTTCTCATTGTGGGACATTAGCAACTGAAGGGGTTTCCTGGGATATTCTCCCAAAGTAAACTCACACCTGTGCCCGCGTGAGGA 
AAACAGCTAAAACGAGGGAATTTTAGGGGATTTGTTTTCTCTTTTGGCCGGTGGACCACAAATTAGATAAAAATAGGATTTGCACGTAATTATG 
AAACACACAAAAAATAGAAAACTCTCTTGGTTGCCATGAAAGTGCTGTAACCACAAAGTTCTACGTCAGGCTTCTGGGTTATTTTGATAGACCC 
GGTAGTGCCTTCAGCTCTGATGTCCAACTGTCTTGGTCTTGGAGGGGCGAGGCCATGGGCCAGTTCGCATGCCCGGTGTGCGGACACTCCACAA 
GCCAGTTTGTGCCCAGTAGTCTTTGTAGCATTCCTCACTGTTGAGGGCTTCTATCTCACCCGAGAGGTCTGGACTCACCGTTCAAAATGGCCAC 
AGGCTCTCACTAGCCATTCTATGGTCACGAAGCTACCCAGGCTTCAAAAAGTCTGGCCTTACAGTCTGCTAGCATTTGAAAAGCCCTATCAGAA 
GGCATAGCCATGGGTTATCCTGGAACCAAGGAAGGGTTGGGCAGGGCTTATCTATAGTTTTCCTCGAAGTTCCCAGGAACGAGCTACCTTGCAG 
CCCCTAGGTGGAGATGGTCTGCACAAAGTCCTTATGGAGATATCCTTGGGGACACGGTGGCTCCATTCAGTTAACCACTGTCTTCTGTCAGTTA 
CTGAGACAGGGGCTecrACATCTGTGTAGAGCATGCTGTGGTCTTGCTTCTGATGTCACATTGTAATGTGAGAAATGGCCTAGATCTTCCTTGA 
GTATGACACTTGCCTTGGTAGAGCAGATGTCACAAATACTCTGACTACAACAGGGGCATTTGGTCAGGGCTTCTCCAGCTCTCTCCAGCAAAGT 
CTTCATTGAGTTTCATCCTTGTCCAGCAAGGTCCCTCGTGACCTTGATCTGGCCTCTGGCTATCAGGTCTGTGTGTCTGTTGGGTCTTAGGCAC 
CACTGACTGAGGATCCAAATTCTCCAGACGCTTGGCAGGGGATGTGATATCTACCTTGTCCTGGGCTATGGTGGCCTTACGGGCTCCTGCCTAT 
AGAGGCCCCTACTGTAGCGCATGCAATGCTTTGTGGTTTGAGGATTATCTCGCATCCGGGGGGGTCATGGACTCCAGCTCTGTTTACCAATCAC 
CAAAATGACCTGCCTGATAGCATCTGCGCATCACACACAGGCCCGCTCTGCTTGAATAATTAATAGGCCACTGAAATATGAACACTCAGAAGCT 
GGTC AG AGCCT AAC ATTTAGGTTTG C AG C ATAGGG CTTG CCATTTAGG ACAGTG AC GAG C AT AGCTACCGC CCGGC CGTGAAGG ACTC AGATCA 
AAGAGACACAGATAGTGTCCCAGACAGGTGACCCTGGACTCTGGGTAGAAATAAGCGACATGCTCTCAGGGCACAGACAGCAGGTACCTGAGGA 
TCTGTTGGAACCAGGGCAGAGTCATAGAGGAACCCATGACAGGCCCTGGCTTGTGCTCCTGCACCGGGGCCAGGCAGTGGCCAGTAGGGACTCA 
TGACATTAGGGACCCTTCTGAGGTTACATAGCTTGCCCCGACCCCATATAGATTCATGGCAGGGACTTTTTCTATCGTACAGTCCTTTGACAGC 
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GTGTCTTTTCCCCCAGGTCCTATGAGGAGATTTAGCATGTCAAAAATACTGTGAGAAGTCAGTTCCGAGGGGTTTCTGACCTGTGGCCAGAAGG 
TCCCTCGTCATTTGGTTTAGTGGCCTGGAATGCTCTGTCCCGTGCGAGCCTGCATCACCCCGGATTCCAGGTCTCATCTCTGGAGGCTAACACA 
GAGCCAGGGTCCCTCAAGGTGTTCTGGTCAGAGCACCAGAGCCCAAGGGCGAGCTTGGAAAGGCAGCATTTCACTCCGGCTGGGTCTGCAAGCT 
GGTAAGGCATGCATACAGCAGGGGCTAACCTGCAGGCGTGACCCCAAAGCAGGAGCATGCTGCCCAGAGTCAGCCAACCTGCATGAGGTCTGGA 
TTAATTTTTTAT'GGATCAGCCTGGACACTGCATGGAGTCCTCTCTCCTTTCAGGACTCTTCGAGGCAAACCTCCTTTCCCTGCCTGTCATGTAC 
AGGGTAACTGTCCTGTCCACTTGGATGCTGCCCCTGCCTTCTTCACCCACACTCAGCACCAAGGTCCAGTGTTCAGAAAACGTAAGGGTCTCAG 
GGAATTCCATGAGGGAAGCTGCAGTCTCCCAAACACACCACAGCTTTGCTTACTGTCCATGGCAGAGCTAAGGCTCGACAGACAATCGGTAGTA 
AGAGAGGAGCCGTCGTTCCAGGAAGACATCTGGGGTCAGCTCTCTTAGCGGTGGGAGAGTGAAGCAGACAGAGATGGCCGTTCGCTTACACAGT 
CTGCAGCAGCATCCCTGACGGCCTCTGCTAAGCCGTACTGACGTGCTCAAGGCTGGGGTTTCATGTGGCTGGGCTCTCTGTGAGCTCATTTCAG 
AGCCTTCCCACTCAGCAGAGTGGGAAGCAGGGAGGGTATTATGTGGACTGTGGGAACAAAGACAAGGCAGGGCTACAAGCAGAAGCCTCCCCAA 
ATGAAGATCCTGCAAGTCTGTGACCAACCCCCCCCCCCGCCAGACCTGACTCAGAAGCTATGGCTTCTTTGTTCCAGGCTAGGAAGAGTTTAAG 
TGATGCTAGTCTGAG ATACAG AACCT ACTGGTGGTTTTCTAGT CATAGGCCC AC AGAG CTCTGACTTAGTTAGGGTT CAGATGAG CTAGGT CAG 
TCCGGCCCCTCCTCTACCCTACCCTCCTTGGGGACAGGTGAGATGAGGGCTGAGTATTGGAGACAAAACAAGAACCGGCATTCGTGCCAATAGC 
CACGGCAAGAAGTGAGCCACATGTCTCCAGCTGGCCTGTGACCATGCATGGACCTTCTTCCTGGTAACTCTGTGGCTTTCCTTGGCCCAGAGGA 
CCCATACGTATCACAAGTGTCCCTGGCTACCCATGGGCAGCTGTTCAAATGTAGAAAAGATACAAACTGTAGAGTGTTCTCTTGGGAGGCTCGG 
AGGGACTGTTGTTTGCTCTCTGGGTCTGTTTGTGCAACTGGCCCTGCCTCATCATGGGAGGTGGGGTGCAGACAGACTACTGTTGTATACCTTG 
CCTGGCCTAAGGGGCTTCCTTTCATCTCCTGGGGTAGCACTGGGCTCCTTGCCTATGTGGATGGCTGCAGTTTGCCCTGTAGCTGCAGGATGGC 
TGCAGGCCTTGCCTAGCCAGGCCCAGAACCATGACCTCACTGGTCATGTTGGTAGATGCCCTCAGCAAGGACCTCAGGGCTGAGAGAAGAAGCA 
GATGAAGGGCCGATGCCCCTCTGGTATAACACACAGGGTCTGGGGTGCCATCGTGGCATCAGTACAACAGGTAGCCTTTGTGAGCTTCAAGTGT 
TTTTAGTCCTTCATCTTAGATTCCCAGCCCTGTATCCTCAGCGTTTTGGGCTCTAGTCAGACAGTAAGGGTCAGGTTCTCTTTCATACACTCCA 
TGGATGCTTGATGCATGGCCACTGAGCCCTGTGGTCCACGATGTTAACAGTAAAAAGCCACCAGAACGCTGACAGCCGCAGGCCGGACCCTGCA 
AGGTAGAAGGAAGGGCTGGAGTTCAGGACAGCAGCACTATTCCCTGGGCGTTCCCCTACATTTCTGGGCTTGGCATCACCATGGTAGCACGTTG 
TGACGTACTACATGGCACGGCTGCTCCTGAGTGGCCTCTGCCCTGTAACACTAGCCTAGAGTGTCACCACGGTCACCGCCGCGTCGGGATGATT 
CCCAGGAGAGTGTACAGGTGGCGGCTTCCTGAGTGGCCTAGTCTATGAGGTACTGAGGGAGGCGTCTGTGTTTCGAGTGTCTGTACCTTCGTGG 
CAGTTTTACAGAAGGAGTCTGCTGGCGTTGGTGCCTTTTTCCTTGGATTTGGGTGGGCAGAGAGTGGATGAACGCTGCCATCTGCAGGGCCAGC 
CTCAGGGATGCTAAATGTCAGAGATGATCCGGGTTGACATGCGTGGGGGTAACTAGGCTGATTCCTGGCCATGCCAACAGTTCCTGAGAGCACT 
GAGACCCCTGGGGCCTTAAAAGCTCTCTTTGCCATTGCCAGTAGGTGGGTGCTAAGATCTGTCCTACCTGCGTGTTGCTCGCATTTGTGCCTCT 
CTTTCTCCCCTGGCCCCTTTCAACCTCTCAGGCTTGGTGGGAATCGGTCCCTTGCAACTGGACCATTGATCTTGTGCAGAACAGATGGACCCTG 
GTTCAGCCACGTGCCCCTGGTTTAAAATTCCCACAATACCATGCCCAGGTATTGAAGGAAGGGTCCCATTCATTTTTTCAAGTAAGGGGTCGAG 
GAGGTTCCAGCCCTCTCGAGTCAGCATGCAAGGCAGGAAAGTGGCCCTCTGGGAGAAGAGCAGAGGTGATGCTGGGCTGGAGACATATAGAGCC 
TCCCTGAGGAGCACAGAGCAGGCCTGTGTTCCACACCCAGGTGCCGTGGCTGTGAGCAGCGATCCTTAGATGTCCACTCTGACCTTGTGGCACC 
ACAGGTCATAGAACTCACATCTGATGGAGGTCAGAGGCTCAGGGATAAACTGCCAGGAAACTGGTTTCTCCTTAGCCTGGCATCTCCCCCTTCC 
CCACTGCCTATCTGCCTCAGCCTTCCTCAGTCTAGGAGGAGAAGCACAGACTTTGTGAGTGAGCTGTTTTCTGGGATGGGACGGAAGCTCCCTT 
TCCGGGACCCTATGAGAAAGTGAGTCTGGACTCTGACCTCCGGAATGGCACAAGATGGCCCTCGGTGCATCTGCACATGCGCAGAGCCTCAAGA 
GTACGCGCGCTTCCCAGATAAAGACAGATCTAGGGTTCTCAACTCTAATAGGTCCGTTCAATTGGCAGGAGAGCCACGGAGCTCGCAGTCCTTT 
TCAGAAAGCCACAGAGCGTGGCTTCCTCCTGGAAAACCTGCACCAGGACCTTTTATATGAGAAACTGTGCCAGCTGCTGGGGAGGGACAGGCTC 
CAGGAGGTGGGGGTGGCTTGCAAGGCCTTTGTAAGGAAGGAAGCGCATGTTTGAGCCCAGTGCCAAGCCTTTTCCTCCGTGCTTCAGGAACATC 
AGACTTTCTCCACAGGAGACTGTTCGCTGTGTTGGGGATGAAGCTTGGGTCTTTGGGGATACAGGCAGACATGCTACCACTTAAGCCCCCAAGA 
GATAATTTTGAGGTAAATTAAACAGCTGATTACTAGAGGCCTGGAACAGCTTCAGGCCCCCAGCAAGGTGGAGTGACTTTGCCAGTGGAAATCA 
AGTCCCCATGAAGGTGCTCTCAGTGAATGTCTGGCAGGCATCGCCAATGTATGTGGTCTCTGGCATTTATGCCCTGGTAATATTTACATGGATA 

AGTCTCTCACAGCTCCCCTGTGCTGCCCTCGGCTTCAGACTTCTGGAAGGCCTCGTGTGTACTCGTGTATCTTAGCTCTTGGGGTCTGAGGGAC 

GTCACTAGACCTAGTTTTGCCTGTGCCTATAAACCTGAGTTTGATCATGGGTACAATAGTTGTCTTCATAGGAAGAGTCTTCAGAATTACATGA 

TATAAATTAAGTACTGTTGTGGGCTCATGACACATATGTGCACACACAAAGTGCTCACATGCTCATAAACACGTGCTTGCCCATCCAGGCACAC 

ATTCATGAAGCAAATGCACAGACTCTAAAATACATGAGTGCTCATACAGTACAAGCACAAATGCAGCACACACACACACACCATACACACACAC 

ATACACACACACACCATACACACATACACACACTCACACACACTCACACACACCATACACACATACAGACACTCACACACACCATACACACACA 

CCATACACACACACACTCACACACACCATACACACACACACACACACACACACACACACACACACATACACGCGAACACACACACACACACACA 

CACACACGCCCATGGATGTTCATGAGATAAACCTGTACACTGTTCCCACATAGGTCATATTTATACCAATTCATAAGTGCATACATGTATAAAC 

ACATGTATAGTTATACATAAATGGTTGTACACATGTCACATATAGCAGGACATGCACACACACATGCATACCTGTGGCACCCTGAAAGCCAAGG 

ATTTTTTTTATTTTCAGACAGAGCTAATCACTAGCATAAATTCTGTGGGTAGCAGATTCCACTGAAGGGCAGTGATAGTAACTCCTTCCTTCTG 

TCCTAGGGAGCTATGCCCAGAAGCTCAGCCTCTGCCTGTCTCGTGGGGAAGCCCTGGGGCCTTATGTCCTGCAGCCTGTACTCATTTGCTGCAA 

CACAGCCGCTCACACAGTGAGAGCCTAGTAGTCAGCGTGCCCCTCCTGGTTATGCAGAACTGGACAAGCCCTGTCTGTTTGCCATCCTTCCAAG 

TGCTCCTGAGTATGGAAAATTGGTTTTGTTATTGGTTTGGTTTGGTTTTGCAGTATATGTTAGGCAAGTTCCCTACCACTGACCCACGCTCCTA 

CGGTCAATCTTACCTCTTCATTTTGAAATGTCAGTCTTTTCTTTGAGTTGTCCAAGCTGACCTTGAGCTCACTCTGGAACCCACTGAGCCTTTG 

AATGTGTGGCCCTTCTGCCTCAGCCTACCGGGGGCTGCGATTATAGGCCTGCACCACACAGCCTAGTTCTCAGTTTGTGCTTAAACTCTCCTAC 

TGAGCATCCATGAGGGGTCCTGCCCTCGATGGTCATTTCTTTCCTACCAGACAGGCACACAGTGCCATTTGGAGTGACAGACAGTTCCACAGCT 

GGTAAGGTCTTCATGCTGGTTGTTCTGAGGAGGTCACCCTTACTAACAGCAGCCGCTCCCCAGGGTCTGTGCCTCTGGCTAAGGCTGGTGTGAG 

AGCC CC AGTTC AC CAGAATGACAGTTGGCTC CTAC CCTCTC AGATTGTGGGG CAGGAAGATGGATCAG AATTAGCTCCTGTGGGTACAGTGAGG 

CCTCCAGGGCACAGTGGTGAGTTCCCAAGATGCCCCTGTACCCTGCCAGGAGACCAGCACTCTGCAGTCTCTAGGAGAGGGAAATAGAACGTCC 

AATAACAGAAGACTTCCCGTGTCTGGGAAGAGATGTCTCCAGGCAGCGGCGTTTGTAATGAAGAATTGGGGCTGAAAACAATCTGAGGTAATGA 

GAGTC CAACACAAACTCTTAATT AACC AAGTAGAGGGAATTTAGGTTTAAAAAATAGTG AAACCCACC CTGGGTGCCATC CCC AG CC AGGAGG A 

GGGAAAGTGAGACCAATGTGTGAGCCGATTTCTCTTGTCTTCTGGGATATATCACGGGATGCTAATGTTACTCGGGGTCTTAAAAGCAAATTTC 

CCTTTAAGTTGATTGTTTCAAGTGTGCATTATGTCTTGGTGGAAGGATGTCACGTGACAATGTCCTTTGCTTAGTAACCAAGTCAGAATGACTC 

GCTGAAAGGCAGATGGTTTTCATCAGTTAATTGGCTCTGTTAATTCAGACCTTCCTTCCACTGCGTATGAAGGTGTGCGTGTTGGCCCAACTCC 

AGCACTGAATAAATTTGTCCTCCATCAGTCTGCTGGCCTGTCATCTCCCTGTGTAAGTGCTGAGGTGGCACAGGAGCTAAAAACAAACATTTTT 

AATGTGCAGGAAACTGGGGGACGCTTACACCTTGCAAGTGGAATAATGTGTTTTGTCTCGTTTAGAGGAAGCAGAGAAGACTTGGGTCTGACAG 

GTAACTTTATAAATGTTGTTCTGACAGACACTGTGAGAAGCCAGAGGCAGAAGGTCTGTGCAGGGGGATGTGTGAAGTAGCTTAGATTTCTTTT 

CTTAAAGTGAACTTCGTGCCTTAAATAATAGATATTTACCTCCCAGGGTAAGCTTTAAATATTCCTATTTTCACTGAAATGGCATGTTTCTAAT 

GGATAAAATTATACCGTATACACCGCCTTCCATGCCTAAGAAGCCTGCN^ 

NNNNNNNNNNNNNNI^ 

TTGTCTCTGAATTTCTATCTTTATTTTTTTTGTTACATTTCATATTGTAAAACTATTCCAATCTTATATAGACTAGTGGTTTCTGAGTAGATTC 
ATCACACTGCAAGAGGCTCCCAGGTGTTGAGGGGTCTGGACCAACCAACCTTAGTTGTTAAACCCTGTTTGCAGTAACTTGTGTGTTCACACAG 
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CTTTGTAGTCCCTGCAGATTAAGACAGTGTTAGATGTGATCACTGGCCAGAGAGTAGCAGAGGTGGCTTTCTGCGCTGATGGCCTCAGATGGGG 
GATTGCAATATTCTTTCAGTCAGCCAGGCCCACAGCAAATGGGGGAGTTTGAGGGGAAATGCCCTGTGCTTTCTGGCTCCACCCACCAGCCTTA 
ATCAAGGCTGCTGTTGTCTCAGGATGCCCGGGGACCTGTGGTCAGCAGGCACCCTTTACAGTCACACGTGTGGCCTTGGCACAGAGCACACATA 
AAAGCTGC ACGGGTGAAT CTGAAG CG ATCTAGCTCATAGATGCTGTGACTATGGTACAAACAGGGAGCAGGTGC CTGG CC CAAG C C CAGAG AG A 
AGTCGTTCCATGCTCACTTAGTATACAAAACACACGGGGTGCGTGTCTGTGAGTGGGTGTGTGTAGTCACGTACAACAACACTGCCACCTGCAC 
CTGCCCCGCAGACTGTCTCTCTCTCTCACACAGGGATCCTCCTTGATACCCGTACGTGCTCCCAACCCATGATGCTCAGAGTCTCTGCTGGCTG 
TGCCCTACTCATCCACGGCTCCTCACAGGACACAAACATTAATTTTAAACATTAATCAGCAGTACCTGTAATGCTGCCCAGAGGCCTGGGGAGG 
CAAAGACCTCCTGGAACCACCTACTGATGTCAGGGAGTGGGTTGGCTGCATATTCAGGACACTGTAAGGGCCACCACCCCATCTTTGCAACACA 
GATTCTCGTGCGTACAGTTGTGACACCTGCGTGGCGTCAGCCGCGGGGACGACTGGGCTGTTTTGATCAGCCCCTTCATCATACAGTCTGCTGT 
GAGCTCTTTATTCCGCACTGCCCTGTGTGGTGTTCTCAGATGTTCTCTGGTGTCTGTCAGCTTTCCTTCTATGTCCAGAAGTGAACGGGGGTAA 
G G C T CAT CT C C AAC C C T T AACTT C C T AC C CAT C AG G AATG G G C CAT C C AACAG G ATT ATTT G C TG G G AAT G C AAAT T CAGAG AT AC AG T C C C TT 
TAAGGGAATCAGATGAGAGTCTGCTTCTTTCAATAACAGGGTGTGGAGAGAGAGAGATGTTTCCTGTGGATTGAGCTGTGCTGTGGGTTCTGGA 
TAGGCGGGCCCAGGAGTCGCCAGGGCATTCTTACTCTCAAGTGTAAACTTCGTGTCTGTACTGAGGACTCTCTTGGTCTGGGAGGGAGTTTGAG 
GGCTCACAGAAAGTTGTCCCAGCTTGCCTCCTGGGCTTTGAATTGGGAAAGGAGAAGGTTTTCGCTGAAGAAAAATGATGGGATCCAGGGTCTG 
CCTCAGACAGGCTCTCACTTTTGCCTTCTCAAAGCTGTCAGTGTCTGTCACCTTGTGCCAAGTCGGCAGGAAGAGGACAGAGTTCCTCCCAAGC 
CTGTGTGGAGGTCTGCCAACCTCCCCGTGGAAGGGGTCTGCTTTCATCCCAGCCATCAGAGGTGAGCACTGCTCCACCTGGCCCCTTAGCTTAT 
TAAGGCAACACAGCCCGGGGCCTCTGCCCCATTAAGCTCTGACTAGTGGGGAACACATTTTTCTTGCTGCCGCTCAATGAACTTGAGCATTCGG 
GCTGTACCTGTTTGAAGTACAGTCCTGGTCCCCAGCCCTTTCATCTTGAGGTAGGACTGGCACTGACTGTGTGTGTGTGTGTGTGCCACATGCT 
GGTGGATCACAGGACATAATGAAAGCCGTGAAGTGCCCATGCCTCTCCTAATGAGCAACTGGCATGGATCAGGCCAGAGGCGGTGGCTGAGACC 
TTTGCACGAGGGACATGTGAGAGGCCCCGCTGCCTTGTAAAACCCCGATACCCACGGCGCACATCAAAATCCAGCAGTAGCTAATTGCACTGTC 
TGATTTTCTGGTCCCCACTTCTAGGTTTCATTGCCTTTTTCCAATGCTTTAAAATGAAAGGCACAATCCCCTACCATCCCGAAAGGCTGGAATT 
CCATCGGAGAGAGTAGTAGTAATGGCTGGAACCTGGTGTCCTCTGCACTCCTCCCTTTCCGGGTACCTCCCTTGCCCCCCTAAGGATCTGTGGG 
GCTATTTCTTGCGGCTGAGGCTCCCTCCCCATTCCCACCACAGACCACGTTCTTTGCTGCAGGACTCTTGAAGAqTGCTTGGTGCTTTCTTATG 
GTGCCGTTCACCATCCTCCTTGCTAAAACCAATTACCTAGCAATCCCGCAACTCATCACAGGGCTCTGAGTTCCATGTTCCAGCTCTCCTCCTT 
TCTGCCCACCTTCTGGCCAGGCCATTCCTTTGTGGTCGGCATGAGGGGCTGGGGGCTTATCCATTGGCAAAGTGGATGACAGCAATCGGAGAAG 
GGTATAATTGTCATCGACTGAGTCCTGGCAGCCACCTGTGTATCGTGGCATCCTACAGTGTATCTCATCCAACCCCGGCTTCCCCCAAGGCATC 
AGGGAGCTATGGGGCATTGCAAGCATGGTGCATGAGGTGGGCGGATCTCAGGATTCTAAATAGAATGATGGGGTGGGGGTAGGGCTTCTAGGAG 
TGAGGCAGAGGAGGTGGGAAGGGCGGTAGCTACCAGCATGGGGCAGTTTCACTGCGTCTTATCCTGTGGGCTATATACTCTGTCCACAAGATAC 
TCTGTGGTAGGGTAAGCGGTGCAACTGGCATTGATAGGACGTCTGTTCACACCTCTTTCTCTTCCTGAAGGAGAGGTACACAGGGCAGTCATGA 
AAGGATGGCGTAGACACAGTTGTGTGTGTGTGTGTGTGTTGCTGTGTTTATGGTAAATGGATCTATGTTACCAATCATGAGTGAGCAACTCTCA 
CTCTGCTAACTTGTGCCATAACTGAATGTAAGAAAAATAAGCGTGTGTTTGGGGGACGTGCAGGACTGATGTGGGGAAGCCAGAAAAGGCTTAC 
CTCTGCAAATCTGGAGGTGAGGGCGCCATGAGCAGTCCAGCCACCTGCATCTCTCCTTTGCTCACCTGGCTTGGAAGGACATTCCTTTCTCAGA 
GGCCAGTGAGAAAGCCCCACAGGTTGGGTGTGGGCTGAGATGCCATGGACCATCAGGCTTGCTAGAGTTTTGTGGTCCTTTCTCAGCAGCTTCT 
CCTGGAGAGAAGTGAGCGTATGAGTTCTGCTTTGTCACTGGCACTTGTAGCATGCAAATGGTGTGAAAGCTGCCTTTGTGTGTGTGCACATGTG 
TAATATTGTGTGTGTGCACATGTGTAACATTGTATGTGTGTGACTGTATACTTTTTGTATGTGATGTGTGTACAATATTTTAGGGGAGTGTGTG 
CGATGGGGTGCAAGTGTACACATTTGCACATTGCCTCTAGGTGTGCCTGTGAACCCATGTGCACACTACCTGTCTTGTTACACGTGTGCAGAGG 
C ATGTGTGAGGTGTCTATTTGTACATTGGTG CATAT ATG C AAACATGTGTCTGTTTG AAAAT AGAACTAAGAGTGTTCAGATC CT AATCTATAT 
TTTGGGGGCCTTTAGGATAATGAGGCTTTATTTATTTATTTATTCATTCCGATAGTGTCTCATTGAGTAGTCCTGGCTGTCCTGACACTGTGTA 
GACCAGGCTGGCCTTGAGCTAAGAGATCTGCCTGCTTCTCCCTCCCAAGAGCTGGTACTAAAGGTGTGCGCTACTATGCCTAGCTGCATTTTAT 
ACTTATAATTTCAAGAAGTACTAATATTATATCACATGAAGGTGAAGGTCTGGGCACTGGACACTGGGCAGTGGGCACAGTTCTCCTTTTGAGC 
CAGTCTGTTGACAAACAGTTGGTTCCCAGGATTTTATGTTCATGGTGCCTACTTACTGCGAGTCTTCTGTTTTCTTGCCAGGTACACGGTTACT 
TGGAGAATGAACCTCTCACGCTACAGCTGTTCATTGGGACGGCTGACGACCGCCTGCTGAGGCCCCACGCCTTCTACCAGGTCCACCGGATCAC 
GGGGAAGACTGTCTCCACCACCAGCCACGAGATCATCCTGTCCAACACCAAAGTCCTGGAGATCCCGTTGCTTCCAGAAAATAACATGCGAGCC 
ATGTAAGCCAAGTGGGGGCTGTGCCCGAGGGGTGGGCTCCTGCTGCTCTGCCCAGCACCCAGTGCTTAGCCCCAGCTCCTAGGCCCCAGGCCCT 
GTGGCTGTCTAGAGCCTGAAGAAACTTTACAGATATTTACGATGACAGATTTGCCTCTTTCTGGGTTGTCAGGTGCTGTGTGTTATGGCACCAA 
AGGTGTCTCAGTCACACAGCTGTAAACACTGCCCCCAGGGCCCAAATTAAGTTCCTAAACACAATGCCTGTTTACTTCTGAATGCAGCCCCGTT 
CATTCAAGGAATAGTTGGAATAAAGTGAAAAGATAGGGCGGGCAACACCTCTGGATTGTTTTCACTCAGAGCTGACTATGCACGCGGCTGACAT 
GGCCAG C ATGGTGCGCAAAG CCCCTGTGG C AC ACG ATTAACTTAGAAAGGG ATTTATTAGATGCTG CCTGC ACATCAC AGAAT AT CGAGGTCAT 
CCCGTGATTTGAGTGCCCTGTGTTTTGAGTGGAGAAGCTGAGAAAACACGGATTTCCATACTTCCCATGGGAGACACATTGTACTGGACCCATG 
G CGAGCAC AGACAGTAG C AC ACATAAGCAGGTCTC CAGGCAG AGGATG AGGC AGC CATG ATG AAAGC AC AC AGAC AAACGAGACC CAGATTAGA 
CTGGAAGGCCTGATGTCACTCTGCGGTACTCTGTCTCTGAGGTGACTCGAAGCTGAGAGCTGTTTGCAGGAGGGGCTGTAAGGGAGCCTGGGCT 
ATGCACGTAAAGACTGCAGTACATGATTGAGTTTGGGGGACAGGTGAAGTGCAGGAGATGAAGTTGGTGCAGGAGATGAGGTTGGTGCAGGGGG 
CTGTGCCAAGCTGCACCTTGTGTGTCCTTTGGTAATTTCTTCGTAACTTTAAGCCTTTTAAGTCAATGACCAAAGGGAAAGCATTCTGCGTGTC 




ATTATGAAGTAAAATGATTGTGAAACCCTGGAAGAAAAGTTTTACAAATCATAAAAGGTATTAAAGTAAATAAGTGAATAATTTCGGAGCCCTG 
AACCACATTGGCTGGAGAGCCGCAGGACACACAGGAGGCACAGCCTTGAAGGCTCTTCCTCTCTGAGCTGCTCTGACACATCTCTGCAGGGTCC 
GAGATGTCTGGTCCCAGGAGGAGACTACAGCCTGCAGGGCTACTCAGATGTGTGGGTGCTGTAATCTTTCCCATAGGCATCTCTGCGGGGAGGT 
GGGGCTGGGATGCCCAGCAGGAAGGCTGAGTCTTTAGTTCTGGTCCAGCAGACCAGCTGGGCAGAGAGTCAAGCCATGGTCTTTGTTTCCTGCA 
GCATCGACTGTGCTGGGATCCTGAAGCTCAGAAACTCTGATATTGAGCTGAGGAAAGGGGAGACAGACATCGGGAGGAAGAACACCAGGGTGAG 
GCTGGTCTTCCGAGTTCACATCCCACAGCCCAATGGCCGGACGCTGTCTCTCCAGGTGGCCTCGAAGCCTATCGAGTGTTGTAAGTAGCAGACC 
ATGCTGTAACTGTTGCACGAACTGTCCCCTCGAAGGTCTGTTTCAGTAGGCTTCCTGGAAGATAGGATCCCTCTCAGGAGACCTGACTTCCACG 
TCTGGCTGCGTTACGCATTCCCACACACAGCTGGGTGCTGGTTAGAATCTGACCAACGTACACAGCACTCGTGGCCTTGGCAACTATATTAGTA 
AAACGC AAAG CCTGTCATGAAGC AG AGTTATT CTG ACTGTAT CTTTATTTATTCC CTGCTTATTTTGAGGGAAATTGAG AAGAGG AAGTTTGG A 
TTTGCAGCCACCAGACTGGACAAACCCAAACAATTCCTCCTCTTTATCCTTCTCTTCCGATTCTCTTTTCCCCTCCTCTTCTCTCGTTCCTACC 
CAGTTCCTCTTCTCCTTTCCCCTCTGCTCTTCTCCGCAGCTTTATCTCCCATATTCTCCTTCTCTTTTATTATCTATCCCTCGTCCCCAGTTTG 
TGTGAATGTGTGTGCATATATGTGCACATGTGGTGTGCATGTATGTGTGTGCATGCGTTCAGGTGTGTATGTGTGCACAGATGTGTGCATGCAT 
GTGTGTGTGTATGTGTGTTGTATGTCTGTACACGGCTACAGATGGAACTCATCCCTATGCATGTTAAACAAATGCTCTGCCAGAGATCCATATG 
GCCTGTATCTGAATTTTGTAACTCACCACGACTGTTCATCTTCCCTGATGGTGCCAAGTTATGCCTTTAATGTGTGAGATGGCAACAGGACATG 
GCTAAGGGTTCCTGGTCCTAGAAAGAAGCTGGTATGGATGAAGCTACCACCTTCCTCTGTCCTGCTTAGCTGGTTCCTTGTCACTAGAAACATG 
TCAGGGGCCATCCTCTCAGCCCCCTGCACCCTGACGCCCTCCCCAATCTGGGGACTGCATTCATGTGGGGTCATCCAGACCACTGAGGGGACAG 
ACAGTCTTGGCTAGCCCTTGCTCCTCATATCCCAGCACTGTCAAACTATGTCCCTTCTCCAGCTATTGTGGCTTCATCTCCTAAGAGACTCTCA 
GCATGGGGAGATACACTCACTGGGGCTTTCAGTTCCATGCTGAACTCCTGAGTTCTGCAGGCCACTGTCAATGTCCCCTGGGATGTGCAGCAGG 



730 



WO 03/039484 



PCT/US02/36071 



SAGRES DISCOVERY 02-38 



TCCCCTTGCLATCCACTAACTGATCCTTG 

ACACAAGCTTGTGGCTCTGCCCTCTGTCCCTACCTGTCTCAGTCCGCTGGAGACCTGACTTTCTGAGGCTGAATCCTCTCCCCTGCGCTGGTTT 
GTCTGGCTGGAAGGAGTCTGAGGAAACTCATCTGACACAGGTGCCCAGAATGTCACCCCTGCTCCTAGCCTCTGTAGTCCCCCTTGCAGGACCA 
CGCTCATGAAGTTGCTGATACCCTACTGGGTCTCTCCCAGCTGCCTGTCAAGCTTTCTGCTTTGCCTCTGCACCCAGGCTCAATCTGTCACTGG 
GACTCTTCCTACCCAGCTCTTCCAAGGCCCTTCCTGCCCTTCCAGGCCAGGAGCCAGCATTAGAAGTCAGAGTTGCCTATTGCTGGCAGCTTCT 
GAAAAGAGTGTTCCGTTCTTAACGTGGAATCATGTCCTGATGGGTTTGCCTCAATCCTGACACCTACGGTCACTATGGTTTGAGACCCTCTACA 
AAGTTCAGGGTTGGCCAGTCCCCAGAGAATCCGAAGAGTTATGTCAAATGGCAGCACCCGGGGCCCAGCACCTGAGCTGCAAGGCATCCTCCAG 
GCCGCAAAGACAAGGTTTCACTCACTCTTGCCTCCTCTGACACAGCCCAGCGGTCAGCCCAGGAGCTGCCCCTCGTGGAGAAGCAGAGCACAGA 
CAGCTACCCAGTCATCGGCGGGAAGAAGATGGTGCTGTCTGGCCATAACTTTCTGCAAGAGTCCAAAGTCATTTTCGTGGAGAAGGCTCCAGGT 
ATGTTCTTCAGGCTGGCCCGGATGAGGTCCTGTGCTCAGTGCTGGTGGGAGCTGGCTCCTGGTTGGCAAGATATGGACCCTCCCCCTGCATGAG 
TGCGTTTGGTCATAGCATGGGCAATTGTCTGATAGAGGTAGCCGTCAGTCCACAGGGGCTCTGAAGAGCTCAtGATCTCATCCCCTTTGAGTTT 
TTGTATTGCTGAAAGTCAGGTCAAAGTTCAGCTTTCGGGTGCACAGGGCCAGACTTTTGAAAGTGTGTGTTAGGAAAGCCTATAGGCTGGTGTT 
GGAAAACTCCTACTTGCTAGAGTCATCTGGTCACCTGGAGTGGTCATCAGGCCTGGCACCTGTTTTGAGCTCTGCCCAGCCCTTCATTCTGGCT 
TTTCCTCTTCCCCCTCCATGAGGGAGAGCACTCCCTTGGCTTCTCCAAGAAGCCAGTCCCTTAAACAAGTGCCAGCTAGTACCACAGTGGATAT 

TGTGTGTATGTGTGTGTGTGAAAGAGTGTGTGTATCTGAGTGTGTGACTGTGTGTTTGTATTAATGTGTATGAGTGTGTGTGAGTATGTGAGAA 
TGTGTGTGTGTATGTATGTATGTATGTATGTGAGTGTGTATGTGTGTGAATGTGCATGAATGTATGAATGTGTGTGTGTGTGTGTATGAATGAC" 
TGTGTATGAGTGTGTGTGAATGTATGTGTATGAGTGTGTGTATATGTGTGTGTGTGAGATCTCCATCTCCACAGACACCCCCCCATACCCCACA 
AAGATCTCCATGAGAAGACAGAGCATGGCACTGCCATGCTCAACTGTAGCTTCCTGCTCACAGTAGCCCACAATGAAACTGTCTCATGGTTTGC 
AGATGCCAGGGGTGAGCTTAGAAGGGCCGGTGTCCTGAAGAGCTGTACATTTTCTTTACACCTACGGCCATTGTGTCTGCATGCCATTGGGGGC 
CAGGAGTGTGGCCCCAGGTCACTTCAGTTAGACATTGGTCCTGGCTGCTCTTCCTTTCTGGCTCCAACTTGGTAGAGCTGTACTGACCAGAGAG 
GCTTTTGGGCTCCAGAACACAGGGAAGGCTGAGCAACAGCCGCTTCGGTGGCTGTGGGCAGGCGTGCACTGACCCGGAAGATGCCTGCCCTCAG 

TATGCACAAGGGTATTGGGGTAGCATCTACTCCAAGCTAGTGAGCTGGAGGCTTTGCCTGCTTTTCGTTCTTACCAGCTGGCCTTTTCTCGGAG 
GTGGTCAGTCCACACTTAGCCTAATCATTGCGGAGTGCCGAGGCATTCAGTGGCCTCCATAGTGGGGTCTTGATTTTGTACCATTCACAGGAAA 
CATAAGCACTTCAATCAACACAGGCTTTGACATTTAACTCGGCCTGCCTCCGTAATCATGCATGTAATTGGAAAATATGTTGTAAATTATAAAG 
AAAGCCCAACTAAGTGCAGTGATAAAGAGAGCAGTGCCCACAGCCTTCTCCGGGGAGGTAAATTCTGAAGTCATTTGACGTTCTGAGCCTCAGG 
CCTGCCTCCCTGTCAGCCAAGGAGCACTAGACATAAGTAAGGCTCCGCACTCTGCACTGTAAGATCCCTGTACTCCAATGAGGGAGCCCCAGGC 
AGGATCCAGATAGCTTCCCTATCTGTTTATGGTTTGTTCAAGATGGGAAGACCTACAGAAGTGCCTGCCCCACAAGGGAATTGGCCACAGCTGT 
AAACTTGGTAGCTCGCACCTGCCGCAGCTGGGTCTGAGCCTGGGAAGAGTGGCAAAATGCATCTTCCGGACTACGGAGTGAGCAGCCCACTGCT 
GACCACAAGCCCCTGCCTTACTCTGCTGGAAGCCCCATCTTGCCTTCATTGGATTATTCCTACCATAAAGCTAAGCTCCTGAGGCTGCAGAATG 
GGTCCCTGACCTACGTTCACAGGTTACAAGTGATGTCTATACGTAAGGCCTGTAATAAATGAATAAGAGATAGACAGCACTGAGCGCTTTGAAA 
TGTGAGAACTCCACGGTTCTGTGTCTAGAGAACAATGTTTCGGGGTGTTTTTTTTATATATACATATAATTAGATTATTTGCATATGTGCTCAG 
GTGTGTGCATGCAAATGATATTTTTCTGAAGGAAGGAAACCAATATCTGCATGAGTCTTCCTTTGCCTTTGGTTTTCTAAGCAAATATCGTCCG 
TGACCTACCACACTGTGTGAGTGGGGACGAGCTTTTTCTAGTTGTTTCTTTCTGGCAAGCCAGAAAGCTCAATCTGAATTGCAAGCACAACCGG 
ACCCTCAGTTTCTGATAGCGTGCCTGGTCCAAGTTCCATTTTTAAGCTGTTGGTTACAGAAGCCAAACATTTGGATGAGAGGAGAAACAGATGT 
GTGGAAGCTGTGGTCTGGGCATGTGGGGCTGGCCTTTCTGGAAGGGGCCATCCCTATGGCTCTGACTGTTGTGGACATTGTTGAGTCAGGCACT 
CAGG ACTAGAGC CAGGGGTTTGG CTCCAATGTATCTTCCCTGTGT AATGCAG AATATCTGAGTCACAGGTACACTGTGG AC C ATC ATC CAGTG C 
TCCGGGTCACAATGTGCAATGACTCAAAGGGTCCTCTGCATCTGTTGTCAAAGAGTTTCCCTGCCAGGAGGGCTGTGGGAGTGGTTGCCGCTCT 
GCTAGAGTGGCTTGGGTAGGCACGGGTAGCAGAGCCAGAAGTTAGCTCCTACACTCTACACACTGCACCCTGCCATTTCACCGAGCAGCTGAGG 
AAAGTCACTGCAATGGCTTGCAGAGCTAGCTCCTCCCTGGGTCATCAACTAATGATGTCCAGGTGGGGGTGAGGGTGGTGGCACAGGGCATCAA 
GCAGCATGGCCCTGGCTTATGCATAATGGTGAGGTTAGGACTTTTCTCTGGCCTCTTCCTCCTCCTGTCAGGAGTATCCATTGAGGACTGGCTG 
GAATGAGACTGTCTTTCAGGGGATGAAGGTCAAAAAGAAGTGCAGCCCTGAGCATCAGGGAACACTGACTGATAACAGACATCCTTGGAGAATA 
TTTTTTCCAGGAAGCAGAGGTAGTCAGTGAGGTCTGAGGGTACTCGCCACACAGGGCCACACGTCCCGTCAGATGCTCTGGCGGCGTTTTGGCC 
TATCCACTCCAAGTGCCGCAGGCGTCTGGCATGGAAGATGACAGGTCAGCTCTCCCCAACACCCCCACTGCGCACCTCAAGTATGGCTTCATCT 
TCAGCTCTGCAGGCTCGATGGCGTGTTTGTATGTGAGTGAGAGCACGTCGGTGTCTGAGCAGTGGGATCAGTTATCCTCCTGAGCTCAGCTCCG 
TCTTCTTTGGAGACTGACCCAAGGTGAATGAAGAATAGAGGACACTGGTTTCTAAGGGAACGCCCAGCTCTACATGTTGGCATTGCAGGTAGCT 
CTGTTTGAAAGAGTATTGAGGCCTATTTGGGTGTCTGTTACTGCAGTGAAGCCAAAACCGAGGTGCCCCAAACCCCAGTACGGACAGGTGACAC 
CCGACCCTCCTTCCTTCATCTTCTACACTTGCTCTGCAGTCACAATGCTCTCTGGTGTCCTGCGTCAAGTCTGCCGTCAAAACACAGACCTGCT 
GTGCTTTGCTACCCACAGATCTGCTTTCCTAGCTGGCCCTTCCTCCCTCCCTTCCTCCCTTCCCTCTCCTTGGGAAGGGACACAGGAGTGGATG 
GGTGGGTATTGGGGCATACAAGCAGAAGGTGGCAGAGTTTGTGAAGCAAAGGCGTCACTGGGCATAGGAAGGCAAGAGTGGCCGGTGGATCCCT 
CTGACCTCAGGCAGGTGCATAGATGGAGCTCTCACGCCTTTACTCTCTGACTTTCCTTGTACTTGAAGAGTGGGGCAGATTGAACACTCTCGGA 
AATGGG CTGC C ATGGC AGCGAGAGAGAAGGTCTC AGGGTCAAAGGGC AGCCT CAGTCAGGTCT CAGGG C AG AAGAG CAGCTGAGGAGCCTCCTG 
ACTATGACCGTGTGTAGCAGGAAGTGCTCTCTCAACCTAGCTAAGGGGTCAGGGAGACACCTGTCTGATATGGAGGGTGGGGCACAGACACTTC 
ATTGTCGGTGTGTCTCTGGGGACACAGCTGGTCCCAGAGCTTGCCAGAGGAGAAGGTGCTAAGCTGTGGAGGAGGGACCTCTGGACAGCAGAAG 
ACAGCAGGGCTGAGAGGGTTGGGGACCTAGACTCTACGTGCGGCATGTACTCGGGGTCTCCCTAGGCTTTCAGCCTGTTTGTTAATTGTTAGGA 
GTTTCAAGGGACCCCTGCATGGTAGCACTTGCCCGTGACAAGAGGATAGCATAGGATAGCATAGCATAGGATAGCATAGCATAGGATAGCATAG 
CATAGCATAG C ATAGC ATAGC ATAG CAT AG CATAGG ATAGCATAG CATAGGATAG CATAGCATAGCATAGCATAGAAT AG CAT AG C ATAGC ATA 
GCATAGCATAG CATAG CAT AG CAT AG CATAGC ATATCCGGGAACC CTGGGTCTCC AG C CAAGTGCAGTATAGCTGACAGGTCTTTGCT CATTTC 
TGCTTTTGTTGTTTGTTTGTTTTATTTTGTTTTTGAAGTGTGAGCCTATTCATGAGCACAGGCTTCAGGGCATACTGTCCCAGGACTAGGAAGC 
AGTCTACAGAGAGATCAATAGCTTCAAGCAGCTTGGGTGGGGGCGCAGGTGGAGGTATTGTACAGAGTTGTATCCCTGCATGGGGCATGTGTAT 
TGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTCTCAGTGTGTTTATGTATAACTGAGCATAGGTGAATGTGTATGTATGTCAATGTGTCATGAGG 
T ATG CATCTATC AATGTATGGG CGCATGTGC CTGTTTGC AT ATTAATATGTG CTT ATGTGATGTGAC C AAGTAAT CCACTGGCCCTTTGTAG AA 
TGTCCCTGCCCCTTGCAGTGCTGAGCAGGGGCACCTCAAGTTTCCCGAAATTCCACCATGTGGCCGCTACAGTTAGAGACAACCAACTTTACCT 
CCCGTGGGGACAGGAGTGAGATCCCCACAGTGTCCTATTGGTGGTCAGTCTCCTGCCTTGGATAATCTATGTGCCTTGGGCCATGTATACACAG 
AAGCATCTTCTCAGCTACGTCCTCAAGAACTTGTGAAGTCCCCAGATGCAGCTGCCTCAGGCTCTATAACCCAACGTGTCTCGGGGTCAGCTGT 
AGGAGCACACATGCCCTGAAGTCACAACCAGCTGTAGGAAAATGCTTTCTTTCAATTCCCTGGCCATGGTCTGGGGTGGGCCAGAAACGGACAG 
TGTCTGCTCCCAGGCTCTGTACGCCATCAGCCCTGCGCACACATGCTAGTTTTCATCACGGGCATAAAAATACCACCGTGCTGACCTGGTCAGG 
CGAGGTTCCATGTGGCTACCATGCACCCTCACTCAGCAAGATTTGGGGAGAGCACACCCTTGAAGTTCCACTTACAGACGTGCCCAGCTCTGCA 
TGGTTC AGAAAT C ACTG ACCC AGTGAG AGACATAAGCTGGGG ACCGGACC C ATAATC C CTTTTG C AG AAG G CATTTCTTCAAGT CTTAGAAGGA 
AATAAATTTGGAAAGGCAGTGAGAGACCCACCCTGGGCATTCAGAAAGTAGACTTGGCCTGAAGGCCTGCAAGGTAGGAGAGGCCTGCCTCGGA 
TCCGGGTGCTGGCAGGCTGAGTCTTGCTGTGAGCTTCACGAGCAGCTAAACTCACCATCTCAAGATGGAAGCCACACAGGGTCCCTACAAAGGA 
GCAGCTGGTCCTTGCCAGTCTGGTTCCTCTTCTTCCTAGAGTGTCTCAGGATGACATTCGACAGTCGCAGTCACAATCCCTTGGATGGCACCTT 
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TCTGCCTATTTCCTGAAGTGTATTCACAGATTTCTCACAGGGTGCAGTTCTAGCGGCTTTGCGACTGTTTGGTCTGTGCCCAGGATACTTTGAT 
CTCCATGAAAGAAGTCCCTTTTCCACAAGCACTGGCACAGTGAAGGTGTGGCTGGGTGTGGGCCTGAGGTTCCAGTACTGGAAGTACTCATCAG 
AGTGGCCATGTGGGAGATGCTGGGGCTTTCTGGGTGGAGTCTAGGGAGAAGGGTGAGGTAGGTGTGTGTATGTGTGTGTGTGTGTGTGTGTGTG 
TGTGTGTGTGTGTGTGTGTGTGTGAGAGAGAGAGAGAGAGAGAGGGGGGGGGTGAGGAGGGAAGGAAAGGGGGGCAGGTCACTCTGCAAGAGAC 
CAGAGTGCTCCTTAGCTGAGCGACCTGTTGTGAAGGGCAAGCCTGGCCCTCCGCCCTCTGGCATCCTGCCTAACGGTGGAGGCTTTTCCACATA 
-CTCCTACCACACGGTGCCATTGCTACCAAGCCCCCCTCCTCCCCAGGGACAGAGTGGTTGCTGAATCATGCCCTGCTTCGGGCATTCTATTTTA 
GCCACAAAGAGCAAGAGAAGCCGTCAGCTCTTCCCTTCCTCACCCAGATGCCCACTGTCGCCTCTCCGAACCTTGTGGATTTCCCTCCTTGGGA 
TACTATTTGTCGGTAGAGGCAGACAGTGTCTGTGCTTTGCTCTCTGGTGCCTTTCACAAAATGGCATTTTAATCCCTGTTAGTCGATGCCAGTG 
CTGTTCATTTCTGTGACTGACCAGTACCCCCATGTGGCCAGGGCAGATGGGCATGGGTTGTTCTGTTCTCTGTGACTATCATGAATGAAGGTGT 
TGTGGATGTTCATAGACAAGGTTCTATGCATGCCCGTGTCTTCCTCGTGGCACGTCCCTGGCTGTGAATCTGTCCTCAGCTATGCAGTGCCACC 
AGGCTGTTTCCCAAAATGCTGGGGGTATGGATGGCGGGGGGGGGGTCTTGTTTTACCTTGGGGTTCTTCTGAGGGGTGCAAAGCTGCCCTCCTA 
ACCTGGGAGAAGCAGGCCTCCAGGGCAGCACATGCACACCAGGCTGGCGACCCTCAGAGCCCCTCTGCAGTCCAGCCCTGCAGAGCCTGTGTTC 
ATCTAGCCCCGTAACACAGCCATCCCAGTGCCTCACACTGATGGGGTGTCTGGACCTGCCCCTCCCTTGAGGCTGATGGGATGCAGAGTCAGGG 
CTAGAAGGAGGAAGCCTCCTGCTCCACCCCTAGGAGGGGGCGAAGCACATCTCAGAGGCTTCTCCACTCGTGAATAAACTCCAGCTGGTTCCAC 
GTGTGGAAACAGTGGCTCAGCCCCTACGCTGGCGTGTGACTGGCCTGTGGGCCTGTGGTGGCAGCGGCGTCCTGCAGCCAGTGGAGCGGCTTCA 
GACCTGCAGGCTGGCTGTGTGGAAACCTTGGGCGGGTGTGGTGGGGAAGCGTTTCTGATGACTCACACTGCAGGGAATTCCCTAATGATTTGGA 
ATATTTTTACTTCTGAAGTGGAGCACAGTTTCCTACTGGGAGCGTAGGGAGCTCCTGATAAGATGGGACACAAAGGCCCTTTTAGGATGGCCGG 
CTGGCTCCCTGCCTGGGAGAGGCTGAGTTCTGAACAGCACTTGGTTAACTGGCCTCTGAGCAGGGAGGAGGGGGGTCTGAACTGAGGAGTCTGT 
GGACGCATCCAATGGTCTAGGGCCCCCCTCATGGCCGATACCTGATGATTCCCTCAGGAGTATGAAGGACTATCTCCACGTAATTTGCCCCCCA 
CCACCCCATCCCCCGTCTCCTGCCAGAAGCAACCTGCTAGGTGTACAGTCAGAAGTCCATTCAGCCACCGTCAGAGCGAGAAGAGTGCAGCAGA 
GTCACTGTTTCGTCTATTTGACAACTGCAGCTGGAGGACCTGGGTCTGGATGGGACCAGTGCTTTGAATGCCTGGCCTGGGATAAGCACAGACC 
TTGGAGACCCCAAGGGACCATATTTTCAATGGGAAACAGAAGCCGATGGGTGATCTGTGTTGGTGCAATTTAGAAGACAGGAATGGAGTTCTGT 
CTTGTCTGGTAGTGGTTGGCATGGGAATGCTGGATTGGAGCTGGGCAGTCTTGGCTTGGTAAGGCACAGTGGCCCCTTCTCAGCCAGTCTGCTG 
GGACAGGGGAACAATCCGTCACAGGCAGCACCTTCTCCCCATGGTTCTGAGCCTTGGCAGGAACTTTTGGGATGACGGGGGCCACACTACAGTT 
GGCACACCTATGTACAGGCAAAGAAACTGTAGATTCTCAGGGACGAGAGGCAGAGAGCTGCCTCTCCCTTGTGGAGGGCAAATCTAACACAGCA 
TGCAGCCTGACTACAGACCCAGAGCACGGTTAAAGAACCGCATGTGGGTACTTGCAGTTTGACCCTTGTGGCTATAGGTGGCCCATGTGGCTGA 
GGTTGAGGGTGCTTCTCGGCTGTCATCCCTGAGCTACCAGAGCCTAGGGGTTCACTGTTTCTGACATTCCGGTGCTCTAGGGGTATCTTGTTGT 
TTTCCCTGAGGGGTAAGGATAGGAATGCAGTTAGACCCCCTTCATGGGCTCACCTGATGGCATTTGCTCAAGGCCTGGGGTATCTGGGGAGCTG 
GTGTGGCCTGGTGAGGCTAGGTGGCTCTTGGAGCCTCTGGTGACTCACATTTCCACCCCGTGGCTCCACCCTCCGCCCACCACCCTGTCCAGTG 

G CTCATCTCAGGAACTGACTTCATTTTGGAGGAGATAAAGGCC AGG ATGG ATAGC CGT C AACT CAGTGGC C ACCCAGTTGTCCCCAGGTCATG A 
GCCTGTCACCAGGACTGGGGACTCAGAGCCTGTGAGTGGCAGACACCCTTGCTCTAATCACTAGGTCCACACCTCATCGCCAGCTGAGAACAAT 

ATTTCTAGGTCCTGATGTGGCATGAAATAGCCAAAGAAAGGCTTCTCTTATCTCCTCGGTGCTTCCTCTGGGCAGAGGCTGGGACTTTGCCCTG 
GCTTGCCCCAAAACACATAGGAGGCTGGTGCGACTTACCAAGTGGCAGAGCCAGGCTGCGCTCAAAGCACAGTACATGTTGTGCATTGCTGGGT 
TATATTTTGGGGGTGCATGTTGTGGATTGTTGTTTTTAGGGGGTGGGGTCGCCCTGCCTCTCTCTGCTTTTCTGTCCCTTGGGAGAGACTAAGG 
TGTAGGAAACCTTCCCTGATGTGTGTTGTGGCAGACAAGATGAATATAAACCTGGACACAGGGTGGACCATTAGAAACACTCTTGATTATGTGG 
G CCCCTC CTAAGAATATAC ACTGGG C ATCGTCTTTG AACT CAC C AAGT AC AC AGGGCCAGTACT CTAG AGCAGGTCAGC ACATGC C ATCCAGTG 
TAGGCGGAATATCTAGGGGACACAGAGCACTGCCCTATGACCTCACCGTTTCTTCCCACTCTCCCCTCCATGACCCTTGATTTCTGGGTCACCT 
GGAACATTTTAAAGATATACTATCCCCCAAACAGAGTGACAGATTTCTTCCTGCCCTTTGTTCCAGATGGCCACCACGTCTGGGAGATGGAAGC 
AAAGACTGACCGGGACCTGTGCAAGCCAGTAAGTACTTAGAATCCTGCAGCAGGGACGAGGGAACCAGACGGGGGCTCCTGTTTGTTAAAATAA 
AACAGTGCTTAAAAAAAAAAAAAAGACAGAGGCATTGCCCAAATCCCTTGGCCAAATGAGAGCCACTAGAATAGAATGGAGGCAGTAAGGAGGG 
GCAGGAGGAGAGAGGCTGGAGAGAGCTTGAGGCCTCTTTATTCTGGGTGTGCTTTGCTTTTTAAAGGTTCCAGGTTCTGTCTCCTCTCACTAAT 
GGTGTAGCCCCAATTGAGTGGCTACCCCCCGGGAGATCTTGGTGTTCTAAGCCTCATTCATGGGCACCCAGCACCTGCCTGGACATGCCACCCA 
GCCTGTGTGACTTGCCACCACCCTCTCCAGAGAACGCCTCAGCTACCTCGCGCTCTTGTTTTGAACTTGGCGTGGACGAAAGGGCTGACCGAAC 
TGGATAGCTTAGCTCAGCTGGTTGGGTTTGCTGAGGAGCGGTGGTGAATGTGTGACATCGTCTGTGGGTGACATAATTAGTCTGTCTCCCTCCC 
GCGTACATACGCACCTGCTCGTGTTCCCTCTTCACCATCATGTGAGGTCATTATTGGTTGTGATTGGCTGATCTTGTCTCATATACTTGTGCTG 
GCTATGTCTGCGGCTGTGACATGTTTCTGACTGTTGGTGTGGTCTTGTCATCTAAAGTGGCTGCTATTGGAGACCTCGTGGAGTCAGGGTCCTC 
TTTGCTGACTGCAGTCTGTCTTCGCCATCCCTACGGTTTCCTCCCTTGCTTGCTCGGCTTTTGCAGTACTGGAAGTTGAACTAAGGACCACGCA 
TACCAGGCAAATGCTCTACCATTGAGCTATAATCCCTACCTCAACAGTGTCTTTTAATTGGACATTAAGCTGTGGATGGCTAAACAAATTAGAG 
TACTGTCGCTGAGTCCTGTGCGAATTCAGTCTAGTCTCAGAAGAGCATAACAAAATGCAGTGAGTAGGTTTTTGAAGACACCCAAACCCTCCCT 
AACTCTGTAGCTCATTGCACAGACTTCGTCACAATAGTCTGGGCAGCGTGCTTGTGACCACAGGGCATGAGGAGCCTTTGGTGCGCTCCCAGTG 
TATGGAAGTGGGATTTAAATGAATGAGAGAGCTTTTTTTGGTTTTGTTTTGTTGTGTTGTGTTGTTTTGCTTGTTTGTTTGTTTTGGTTTTTCG 
AGACAGGGTTTCTCTGTATAGCCATGGCTGTCCTGGAACTCACTCTGTAGACCAGGCTGGCCT-CGAACTCAGAAATCTGCCTGCCTCTGCCTTG 
GGCATATGAGAAAAGGACTTTTTCTATGAACACTGGGCAGGCAGCAAGAATCACATAAATGGGGCATGCTGGTAATGGGGTCCACAGAGTGGAC 
AGGCAGTCATGGCTCCCGTCAGCAGAGCAGTCACCAGGGTGTCTGCTTCAGTTGCAGCAGGCACAGGCTGCCTCCTTGTCTTCTAGCTGAGTCA 
ATGAGGATGGGGGAAAAGAAATCCTTTCCTGCTTAGGTTCCTCTCAGGCACTGAGCCACTCTCAAGAAACCTTTCCAAGTACTTCTCAGAGGAA 
AGGTCCTCTCTGGCCAGTGATACTGTTCATGTAGATGAAATCTTAAACATTCACTCACAGTACCCGGCTCCCTCCCTCCCACTGAAGAGATCCT 
TCTCTGCCTCAGTCTTGTCTCTTGACTTCATCCAAGTTGTCCTTAAGGAAATATTGAAGGCAGTGGCACATACACATGTACATGCGCACGCGCA 
CGCACACACACACACACACACACACACACACACACGGAAACATACCTGCACACACATTGCATTTATAGATATTTTAAAGATGGGTTTCTGCTCT 
GTATGTGGTTATGCATCGCCCCCACTCAAGACGGTGGGTTTCCTCAGGCCTGTGCTGGCTGCAGCCTTTACAGTCTCTGACAACACTGAGAAAC 
TCCCAACACTTGATCTCAGGGCCCACTTCCTCCAGCTTCCTTCCTGGTTTTGAGAGCAGAGCTCCTGGGGAAGGAAGAGGCAAGCTTGTAATAG 
GATCTGTCTGTGCATAGTGTTGAAGTGCGTTGACTTGTGTCCGTATCAAGATGTGACCCTCTTTGGTCATTTGGGATAAGCAAACAAGCCAGGG 
ATAGCCTATCCCTTTGGTCCTTTCTGCGTTCCTTCCACGGACCTCAGATATAGAGACCACCATGGGGTAGCCTCTTTCCCTTCACCTGACTGAA 
CTCCAACGTCACAGCCAGGCCACTTAAAGCTGGGCACAACCCAGGCCTGAGTGGCCACAGTTTGGGGCTGCTTCCTGCAAAGGTGGGCATGTAG 
CATAGGCACCCTTTACCCGCCCCTCCCCCACCCATCTCTTCCAAAGGAAGTGAAGGTAGATGACACAGCTTCCTCAGGTTGATGGAGCCCAAGG 
GGATGGAGCCCAGAGGGGACCCTAGCCAGTCCTGCCCTGGGGCTGGCATCCAAGGGCTGTCAGTGCCAGGTTCTCTCTCTGATAAAAAGAGGCT 
GGGGCTGAAGTTCTTCTGGTTTCTGTTTCTAACGCTGAGGTTTTATTATTAACATAACTCAATAAAGTTTGCTGCCATCGATTTACTACCATTA 
TAACAAGCTACGTATGGTTAATTACTTTAACAAAAGAAATGGTACCATGGATTTTTCTGACACATTTCCCCTGGCCTGTTAGACTAAAACCACA 
CGAGGAAAGAAACGGAATGAAGAAACTTATGGATCTGAAATCCCCAGCAGAAATCAGGTGTAGCACTCAGAAGTACTGACCTCCCTCCCTCCCT 
CCAGGCAGCTGCACCATGGGGCCCGGCACCCCC AGG ACTATCTCCCCCCCCAACTTGGGTGTTCCCACTCAGTTCCAAGTATTC ATGG CTTGCA 
TTCTTGTTTGCCCTTGAAAGAACGTGTAACAAACAAAACAAAAAAAGAAAAAAAAACTTGCATATTTCTGTTTAAAAACAGGAAAGAAAACAGC 
AGCCACCTCGGTGTTCTCAACTGTTCCAAGGCCCTGGGCTGAGCTCTGCTCTGCCTTCATTATGAGGAAATTAAGGATTCTGATGGAACTCCGT 
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GACCATTGTCACAGTGCCACTCTGGACAATGTCCATAAGGAATTCCACCATGTGTAACCACAAAGTGCCTGCTATAAGTAGGCAGAATGCAGCC 
TTTTGTCTAAAGGTCACTGGGCCTTAGATACTGGGGCAGGAGTAGGCCTTGAAGTCAGCTGTACCAGTAGCATCGAGGCAGCTCTGCTCTCTGA 
GAGATGCCCATAAGGGTGTCTCTTCTTGCATTAGTTGAACCACAAGGGTCTCCCAGCCTCTAGCTATGTGAGAAATGAGGGTGCCGCTTCCCTG 
AGGAGCCGGTGCACGCTACCTCCGGCCAATTCACAATCAAAACAGGTGAGTAGGTCACACACAAGAGTCACCATCAGAGGCCCTCTCAGTGGCC 
ATAGACAGCCGTTTGAGTGGACAGTGATGTCTGGACAAAGCGTTCCTGGTCTGTAAGGTCCTGACTGTTCCCTCTTTGCTGTTTTACCACCAGA 
ATTCCCTGGTGGTTGAGATACCACCTTTCCGCAACCAGAGGATAACCAGCCCCGTCCAAGTCAGTTTCTATGTCTGCAACGGGAAACGGAAGAG 
AAGCCAGTACCAGCGTTTCACGTACCTTCCTGCCAATGGTAACTCTGTCTTTCTAACCTTAAGGTCTGAGAGTGAGCTGAGAGGAGGTTTTTAC 
TGAGCAGCCCCCCGAGGCTATAAGAGGATGTTGTTGTAAACAAAACAAAACAAAACAAAACATAGCTGTAGCCTCTTCACACCACGTGATAGCC 
CTATTCACAAGACCAAGTCGCCCAGCCCCTCAAAGAAAAGCGAAGCCTGGGTGTGTTTTCCTGTGACTGGTGCATGCTGGGGTCATCACTTGCT 
CGCCTTTTGCAAATACAGCAGCGGGGCCAACCAAGCAGCTCTGGTGCGCTCAGGGGCTGATGCGGTCTGGGGGTGTATATCTAACCTCTGTGAG 
TCTTTGGGTTAGAAGAAAGTATTTGTCAACGCAGTTTTGTAAGTAGCTTCGAAAATAAGCCTGCCGTGGTCACTGGGGAACATACATGATGTTG 
TCCTCATGGTGACGCTTCTACACAGCGTGCGGTGTGTCTCCACTGAATAATGCTGTCCCCTGGTGACGTGAGACTTTCAGATGGAAGCTCTTCT 
GCTCGAGTTTACTCATTTAGGGAATGGCTTCTTTCATTCAGAAGTGATCGGCTGGCCTTTTCAACTTTCTAGGGTGTTTTATTTACGAAAATAC 
CGTTTTTAACTGCTCCCCACCCCGAAAGCTTCTAGAAAGGTGTGTCCCAGGCGTCCAGGGTTTGCTGTGTGGTGCAGGCCATTCTCCTGCAGCA 
GG ATGTAT AAACAG AGAG CAG AGT CGGTTGTTATCCTGAGTTCTATTGTATTTTG AGTAAG CTAGGCTATGTCAAC AAC CTTTTTAAATTGCTA 
CTTTTTTTTTCCTCTAAAAACTTAAGATAGTCATGTAATTTAAGAGGGAAGTTATACAATAAATACTAGCCATGAAAGCAGCCATATTGCTATC 
TTAGTAAAATCAAGGTGGTTTTGTTGTTGTTGTTTTGTTTTGTTTTTTGTTTTTTAAGGTTTCAAGGTTTTTTGTTTTTGAAGTGTAAAGGCAT 
TTGGAACAGTTTAGACAGTACGAAAAGTTGGTATTAAAATTCTGAAACCAATTGTCTTATCAGGAAACCCCTAGAAATGCCCTTTAAAAATGAG 
GACAATAGCTTTGTTGCATTCTCAAACAAGGACATCAGTGAAAGGGCAGCAACTGTCTGTGCTGTGGGTGACCCCAGAACAGCGGCGCATCCGC 
CATCCCGTCTCTGCTCTTCAGATTATTTCACAGGCCTCTTCCTTTCGGGAAATAATGCACACTCTCTCTTACAAAAAAACCAAACATTTGGTCT 
TTTATTTTATTTTATTTTATTTTTTGAAAGTGCAATGATTGTGTCCTACCTATACTTCAAGCATGGTTGATGTAAGATTTTTGAAAGGTCTAAA 
CGTTATAAAGAAAAAAAAACATTTTCTAAAACAATGTGGAAGCATCGTAAAGATTAACTTCCCCTTGTTCAATGCACATTTGAGTCCGTGATGA 
AGGTTTCATAGGGTGCTCAGTATTCGTAAAGAGCACCGTGTCAGAGGGGTCTGCGGAGCAGGCGTCCCGTGAGGCCCCAGGCTCTGGTGGCTGA 
GTGTACCTCTGCCTCCCATGCTGCCCTCCCTTGGTGATGCAGTATCCAAGCATGCCAGCGGCTCCACAGTCATTTGCTCTGCACCAGTCTGCCT 
CCCACAGTCCACATAGCCTCCTGCTGGAAACTCCCAGCTGCAAACCATCCTTATGTGGCTCAGGTCTTCCTTCCTCGGCCCTTCTGGCTTCACC 
CATTTGCTCCAGACCCCTCTTCAGCCCTTTCATCCTGCTTCCCTGACTCTCGTGCCCCCAACTCCAAGATGGCTGCGCAGCAGCATTGTGGTCT 
CGGGGACCAACCGTATTTCCACACCATTAGACTGTGAGCTCCTTCAGAGAGACCTTGGCCACAGTAGGGTTGAATGCTAGCATTACTCATTGCC 

CTGTCTGGTGCTCCCCTTCCGTGCTCCGTGGCATCTGTTGCTCTGGGGTGTATCTCTGAGAACACCGATGCTAATGAATGGATGCCTGTGTTCA 
TAGCTCCCCTGGTCTCAGATTGCTGCATTTGAATCCTAGAAACTCTCCAGGGCACATGAGTGGeTCTTAATTAACCTGACTCCATGATCCTTCA 
GTTTTTCTCCTTGGACACTGGCTGTGAAGTTCCGAGCCTCCCCTTGAGCCTTTCTGTATTATTAAGTGAGTTTCATGTATACTAGTATTTCACG 
TATCTGTGACCAATACGGACACAGGTTCTTATGGTCATCAAATATGCTGTGTTTGAGAAAGTAGGAATAAATCCTTTTAAACCCTCCCTGTGAA 
ATTCATTTTTATCTGTAGATATACAAAATCGAGACTCATTTAGTTTTCCTTCAGACTTAGGTGTGAGGATGTCTCAAGGGGGCTGCATCAGATT 
CCTCCTCTCCCTTACCCTTGTGAAAGGGCCCCCACTCTTGCACAAAACCGCCCCTTGTCCCAGGCCCTTTGAGATTCAGGGGGTTGGAAGTCAA 
AGTGTCCAAGGTATTTTGCTGAGTATAAGGCAGGGGGATGCCAGCTTTGTGCGTTCGTTTGTCACCTTCGCTGTCTCCTGATACCTCTACAGCA 
GATTAGGTCACCTGGTTGACACCCACCCGGGGCCATCCTCCTTTCTTATTCTCAGTTAACTGTGACAGCAATCAGGTGGCAAGAAAATAGAGCA 
AGTGACTGGGACCCTTGGGTTCTGGGTGGGGTGGGGGGGGTACTGAAGTCTTTGGTGTGTGGTCTGTGATGACCCTGGAAGGGTAGCTTGGCCT 
CCTTCCCTCCTACTCGTGTGTGCCTAACAGGGAAAGTCTCCACTTAAAGGAAACTCGTGGGCTTCCCGAGACTCTTGTCTGCCACTAACTTAGG 
TTTACTCCCTGAAAGGAGACTGTACTATCTTCTTCACTGAGCTGTGGGGGCTGGGCAGCACACCTTAAAGCCAGTGCTTCTGTACAGTGAGGGG 
ACAAGTCACCGTAACCTATACGATTCTGAGAGCCTGTCAGTTTGTCTGAAACTGTTTAGCTAGCTAGTTAGGAGTCCCCCGGCCTTCCCAGCCA 
GGACAGGACTGTGAAGGTGGGAGTGACTCTTGTCCAGAGACCAGGAACACGTACTCCCGAGCAGATCTTGCACAACTCATTGGAAACCCTACAG 
CGGGCTCTGCAGGTCTCTGGGATAGTCATCAGACACAGATGCTAAAAGCACCTGCCGACTGAGAAGAGACTTCAGAGTGCCCAGTCCCAGCCAG 
GGAGGGCCTCCCGGGCTTCCTGAGACTCTCACTTGACACTAACTTTGCTTTACTCCCTAATAAGAGACTGTAATATCTTCTTCACTGAGCTGTG 
GGGGCTGGGGTGGACATGGTCATAAGAAGAGGGCTATGCCAGGAATGTCTGGGTCTGAGCCCTTATTCCAACATGTCAATTATAATTCCAGAAC 
GATGAATGGATATAGAATGTCTCCGGTTTGGGTTCCAAGATGAGCATCTCTGCCAGTCTGAGACCTCAGACTAGCTGTTTGTTCCAGTCACTCG 
TGGCAGGAACTGGTACCTGCTCACAGGTGCAGGGGTGCTTATAAAAAGAAGAGTCAGCTTATTATAACAGCACAGCCTAAAGTCAGTGTTTCTG 
TACAATGAGGAAACAAGTCTCCACAAACTATAGGATTCTGAGAGCCTGTGACTTCGTCTGAAACTGTTTTAGCTGGTTAGGAGTCCCCTGGACT 
TCCCATCCAGGACAGGAGTGTGAGTCCAGGAACACCTACTCCCATCCCTGACCCAACCCCTAGCAGTGGGCACTCGTGTGAGAACAGAGACTGA 
CCTGGTGAGAGAGACCAGTACATGACTATAGGAGAGGAAAAGCATTGCAGTGGAACCAATGTCAGTCAAGCAACCCCCTGAGCACACAAGACCT 
ATAAGGATAGGTTGCCCCAAGGGCCAGAAGTCTATGAACCTCTAACACCCCTCCCCCTCCCACACACAGGCACACTTCTTTGCATGGACTCTGG 
GGTGGAG CCATGAGTG ATCTGG AGAATAAAAT AC C ATAAGGAACTTTCTTG AG C CCTTCCTGATTATTATT AGTAAG TACGTCTAAGATATATT 
TCCATCTCAGAGGAATAAGAGGAACGCACCACTTCTGCCGGATTCTTGGTTGTATCACCAGAGTCCGGAATCTTAGAGACTCGTGTAGACTTCA 
GCAGACGACCTGGGTCCTGCCTAGAAGCAGAGCCCCCACCTTATAATGGATCCCTGTGCCTCATGGGCTCTGTAGCTTAGTCACTGCCCTGACT 
ACAACTCTACTGAAGATATCAGGCCTCAACTTGTAACTGCCTGGGTACAGAGACCGTGATGGCATGGCAGTACTGTGCACAGCCCATGGCTGTC 
TGCCTGGGCACCCACTTCCTGTCCTATGAGAAGCCTGGCCCTGGAGAGAGAGGCTAAGGTCTGCCCTACTCCAAGGGTTTCTTATGGAGAAACC 
ATACAACATAGTGGCTTGTTGGGATTAAAGCCAGGACAGTTTCTTCCACTTACCATCATTCAGCTTGAGCCTTTCCTTCCTTAAAGAGCCCATG 
AAGGCTTCAAATGGCAGAGAACACAATGTGGTGTGTAACGGGGCAAAGTGATGTTAATTCTAGGGACCCTGCTTCTTGATTTTCTTCTTAAAAG 
CTAGTGAAGACCTTGCGGAGTGAGGAGAGGTCAGGGTGGGCCAAGGAGCGCTGTCTCTGGCGCCTAAAGCTACAGGTGGTACCTACCTTCAACT 
G CCAATGAC CT C AGCAAC CAACTGGCCATTGTAG CTGTGTG CCTTC ATGTTC AAATG ACACCGGTC AGT AG AC ATTTGGGAGAATGGCC AAGGG 
CTGTCTAGACCTCTGGATCAAGGAGTCCTGGCTACTTAAACTCTCAAATCTATCTCCAGGGAGGAGGGAGTCTGTTTCTCATACCGACACTGAT 
GTGCCGAAGAGAAGGAGCTAACACTTGCACCCAGGCCAGCCCTGCTGCACCACGAGGAAGGTTAGGCATCAGAAGAGGCCATTTCTGCACTATG 
TGATCTCTCAGGTCTTCCCATGTGTTAGAAGGCCTCAAACTGAAGTGAACACTTGTCTGGGTGCTAATGTGACAGCTCCAAGAGATGCAGGCCT 
CTCAAGCCTAAGCTGTGTCCATGTGCGTGCACACACCTTGTGCTTCTGTGGACTCTCCATTTTCACACAGGGAAGGAGATGAAGGGTAGAAGGT 
TGCCTGGAGATAATTGAGACAGAGAGAGCAAACCATGTGGCACCTGGAGTGCCCGCAGAGGATGGCTGTGACTGGGACATTTGAGGAACCATGG 
AATAGAAAACCTGCAATTTACAAGGGCCCGAGAGGGAGGCCAATGTCTTGTGGAGCGATCACAGAACACAATAGGCCATTAGGATGAAGGGCAG 
GAAGGTAGTTTTGTTTAGAAATCTAAGGGCCATGTGCCACCAAAAACAAACAAAAGCGTGAGTCAGAGTGAGCTGAACACCCAAGGAGGCTGAG 
CACGGAGGAGACATGCATGGGCGGGAGGGAGAGCAGATAGCTCCGCCTGTGATCTGCCCATAGAATTCATGCCATATGTTTGCCACCTGTGAGG 
TACTCTCAGGTCCCTGGCTGCCCCACCCAGCTCTGTCCTAGGCAGTATGGCAGCCCCAGAGCCCCAGCTGCTGGAGGGGGAGTTACTGTCAAAG 
CATAGAGATTGGCTTCAGCAGCTAGTGGATAGAACGCCACTGATGTGTGTTTTCTGTGTGTATGGCCTTCTGTGCCATCCACCGCCATCAAAAG 
TAAATGGTGTTTATCATTCTGCACCTGGATGGGTCTCAGCCGGTTGGTTTGGGCTGTGGACTAGCGTGCACAGGCAGCAAAGCCATTCTCTTCC 
TTCTCTGGGTCGGGGCCTGCTCTGTAGCTGGGAGTTAGGACCTTGTGGCACGACTGACCTCTGTGCTCACTTTGATACCTCTGGAAAGGGCATA 
TTCCCAGCTCTCACCTGCTCACCACAGATGAAAAGGCCTAGCGAGGTCCTGTAAGAAAGGCCGGAGCCAACAAGTCCTTGGTGTGTGCTGTTTC 
CAGTCCCCGGCGGGCTGAGCTTCCGCCTCACCCTTCAGGATTTCGTATTCTGCCTGAATGTACCTCCACGGATCCTCCCGCTGCACTGAACACA 
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TCCCTCTGTAGATGCTCCAGGTCTAAGCTGTCCAGGAGACAACCCTTACGCTCTCTCATCCCCAGGGAGCTGGGAACCACACATCTGCACCGCC 
ATTGTGAATGCTGAATGGCAGATGTGCCCTTCCATTCACAGGCTCACAGGTCCTGTAGGATCTGAGGTCGCTTGGCAGGAAGATGTGTGAAGCC 
TTTCTGGCCTGGGCTTGAGTGGCTCTCTGTGCTCTTCACCCCTGGAATCCTCTCTTGCCCCTGACTTACTGCTGGCTGTCTATGTTGATCAGGA 
GACTTAGGCTTCAATGTCACTGCCATGAAGACAATCTGACTTTTGTTTCATAGGAGTTTTAGACTTTGAACAAAACCTCTTCTGTCCGGCACTG 
GAAACAGCTGGTAAAATAATTCAAGCCACGACACTTGAGTTTACTTGAAAATGCAAGTGTGAAGTAACAGGGCATGGACAGAAGACATCCTCAC 
TTGTACTGAGCATACGTCCTGTGAAGGCTGTGGGAAGGGGACAAGTGGCCGCCTCTGCCTGACAGCTCTCACTGTGCACAAGAAAGGGGACTGA 
TAAAGGTGCTTCCCACCTGCTCCACTAGAAGGACAAGATAGATGCCATCAGCTGGCTACAGATCAGTCACCAGCAACCCTAATGGTGACCTTAA 
AGACCCATCTCCAGTTGTCTTGTTGGGGATTGGTACTTCAACATGAGTTCTGCGGCATCCAGGTTCTCCCACATTCTCCATATGCACAGCGTAG 
AGGGTATGGTACAGGCTGTCATTGATGGACTCGCAGAGGTCTGATAAAGCAGGCTGTATCCTCACAGCTCTGCCTCAGAATCTTCACACAGGTC 
CCACTGACTCATAGCTGGCAAAGCCTAGGCTGTAGGAATGAATTAACCCAGTGGTCACACGTTAGTCATACAGGCTCTGCCATGTGTCATGTGT 
GATGATGCCGTGTCTGTTGGTAATGCATCTGAGTGAGGGCTGCCCACTCAGCATACAGGAGCACTCTTCACACTTAGGACTGAGCTGGGCAAGA 
ACACTTAGACAGAAAGCCAACATAAGTACCATGTACACAACCGTGTGGTCTCTCTTCATGCAGCCACACTGCCTTCGTGTGTCAGATGCTGGGC 
AGTCCTCGGAGCAAGGGGATTGGAGGCACAGGTGTCAGATGTCGGTGAAACTTGCGTGGCAAGGTTGCTCAACTGTTTATATATTTTTAGCAAG 
TTGTCATAACTCCCCCCAAATAAGATGGTTGGATGTCCGAGGTGCTGATAGCTGCTGGGACCTTGAGCTGATGCCCCAGAATGCTGCATTTAGA 
ATGGGAACCATGCGGTCCGTCTGCACAAAGGTCCATGGGATGTTTGACTGATCCCAGGCAAAGAAGGACAGGGCCTGTCTGCATGGCTCTGGTC 
CACAGTAGACACATTCAGGCTCCCTCAAGCACAGGCACATGGCCCGTGTATCATCAGGCTCATTTTGTGGGCCTCACAAGATAGCCACATTACT 
CCAGGAGAGAGTCACCTTCTTCCACTTGGCCCACTTAAAGGAAGGTCATTCTCCACCCATTCCCTGTCCTGGCAGTCAAACCTAGGCTGTCGTG 
C ACCCTAGGCAAGCACTCTTAAGCACTAAGCCAT ATTCCAGG CT AG CTAG AAGTTATAG AAG CCAGAGTGAGTCTCTGTGGCTG AGC CTTACTA 
GACTTCGCCAGAAGATGTGCACTGTTAGTCTGAATGGGATCTGTCCTTGCCTATCTTTCTTATCTAGGAGATCAGACTTAAGATTCAAAGCCAA 
ACTATGAATCAAGAGCTTCCATCTTTTCCTGGGTCCTAGTGAGGACCCTCTGGCTGCTCCTCTCTAATCGAGCCAATGAGAGTTGGTGAAACAT 
ACACCCAAATTCCTGGATAGGATGGAGGTGGCGCGAGTCAGCTGTCTACCAGCAAGCTTGGATGCAGGGCAGCAGAGGCAGCTGGGGTAGCTAT 
ACAGAACAAACTACTTCTAGACTCATACTGTTGATGGCTTCAGAAGGGCCTGTGACAGACAGAGAACAGTGGAATTCCCCCAGGATCCTTCTGT 
GTGCATAAACTTATAGC C C AGC CC CAGTACAGCCTCAG CACAGACTTAATC CTTAGC C ACACACTGG AG AGGGCCTCAAATCAGAACCACAG AG 
ACCCTGGCTCTCACCTGGACCTTGTGCACAGCAGGCAGCCTTTGGAGAGTGCCTATAAGCCATTTTAGAAGTATAGTTTCCCAGAAAGAGCTTC 
CCACCTAAGCTGGAAGGACAAGCCCGAGAGATGGAACTCTGTGAGGCCCAGGAGAGGAGCGTCAGCCAAGCACAACCTGCCCAGTGGCTCACAG 
ATGAATGGCCTCATTGGGAGGCATCCTCACCTGGTGTTGGCATGTAGGAACAGAAGACTATTTGCTAGGCTTAAGTCTCAAGTGTAGAGTCAAG 
GAATGCTCTTTAAGGCTCCTTGGCCCATAGACTATCATTGCAGGACCTGCAGGAGATGGGACGGAGAAGGAGCCTTCCCCCATCACACAACCGA 
GCATGTGCCATTGACGGTGTCAGCCACACTTGGCTGGAGAAATCCTGGAGGACAGTGAGCCCCAACCTGGGACACAAACTTTGAGGCGACTCCA 
GGTCAAATCCGTCAGCCGTCCTTAGACTCTTCGAGGAGTGGGCTCACCACACCAGCACTTGTATGTGATCCCTGCAAGGCGCTGCCGTGTACAA 
GGTTGCTGGACTACGGTGACTGCTGTGGCTGTCAGGTGCACACAGTGCCGGGCATGCACGATGACACACATCTCCCATGGCCGCACAGACCCAG 
CATTGTGCTGTGCTGGGTGTGAGGATCAGTCACAGCAGGAGCCAGCAGCCCACCTTCTTCATGAGGGCTTGCTTTGTCTCTGACAGCTGGCCCA 
AAAGATTGCCGTTAATCCTTCATGTGCTCGCTTTCCATAATAAAGTCTGTATAATAAACTCACGACTGGGCTCATGTGCTGTTTTCAATGTGCT 
AGCATTGCGGTGAGCTCTGNNNNNNNNNNNNN^^ 

GACAGACCAGCGGCTGGGGCTTCTGTGGAGGCCAGGTCCCATTTCCTGACTAATAGGAAACAAGAGGCCCCATCCTACAAGGCTCTCAGCTCCA 
CATGAGAAATGCAGACACAGGCAGTCTTGAGTTGTATAGCCCTAGGGTTTCTGTAGACAGACACTGTGAGGGGTGGCATATAGCTTCAGCTGAG 
GAGACACTTACAGGGAACGTCAGAGAAGGGCCATCAGAATCCGATTCTTGGATCACTCGTCCTCTGCCAGATGGACAAGCTGCTCTGTCTCCAA 
GCGTTCCTCAGCTGTGCTGAGTGACCATCCAGTGATCAGGGGCCTCTGTCTTTGAGTGGAACTGCCTCCGTCAGGGGTGGAATCCACATCAAGT 
GTGAGACTGTGACAGGGTCCCCTGCACAGGAAGCAGAGGCTTGCCACCTTGGAGTCATCAGGTGGCAGGAGACATACCCTGTGTCTTCTTTCCC 
TTTGGGCTGACCTGTGTGACACTGCCCCCTCGCAAGCACTGAGCTCTGAAGGTGAGGGACCTGAGCATAAGATAGTGAGATTGGGCTGGCAATG 
TTTAAGTCTCCGTCCCCATCTATCCAATCAAACAGGCTTCGTCCCCAAGAGTGGCAGCGTGGTATCCTTGAGTGGAGCTGCTGCCTCAGTCTCA 
GATAACCAGACAGAAGGAGCCAGAGGATGGAGTGGAAAGGGCTAGCCAGGACACAACAGAGGCTGCGCAGGGTCTGCCCCAAACCCCAATCCTG 
GTTCATTTTGTACGTCCTGAGAAAGAAACTTGGAAGTCCAACTTAGACCATCAGGACTCATGCCCTCGTGAATGTGCAGAACTTCAATGCACTC 
AGCTGGCCCAGGTGACCATTCAAATGCCAGGAAGAGTCTGAGGTGGTTAGCAAGATGGGCCGGGGTACTTTAAACAGGTCCTAACAACAGAATC 
TACAGGGTTCCCCAGAGCAGCCACCACACCCACTCCCTGTCTGGCCTCTGGATTGCTGGCCCAGGTCCAACCAACGCTCCAAGTGCCTGTCCCT 
GTGTGGCAGGTAAATTACATTCTCTGTCATTTACTGGGCAGCTGTGTTTGGGACTGTGGCTTTCATGTCATGCTGGGTAGTTAGGGCTGGGTTT 
TACAGATCTTATAGGCTGCATCGTGGGAGGGTTGCGTTGGCCTTGGGACCTGGCTGGGGACCCAGAGCAGCTCAGCCTGGAAATAATTCACCTT 
CCAGTCATGGACCTTTTTTTTTTTTTTTTTTTAATCACAAGCTCTGAAAATGACGACTCTCATTTAGAACTGAACCTTCACACACAGATCCTGG 
CTTTGAGCAGAGCGACTCATACCCAGGATTCTTCTCGGTGTAGTTTTGTTCTTAGGAACATTGCTGCCTATGTCTTTCTGGTCAGGCCTGTGAT 
CCCAGAAACTGGCTGGACACGGTTCTGCCCCAGGTGCCTCTCAGGGTCTGACTTCTACCGGGTTCTTGCCAATTCTGGATTTACAGTGTGGTTG 
AGGCAGCTGGACTGATACTGGATGGGGGTCGTTTCTGAAGCATGGCTTACCCCCACAGAGCCGTCTAGACGGGCTCGTGCCTGGAGCTGAGTTA 
GTACCTGTATAACACATTTCATTGTAAGCTGTAGAACCCAGATGGCCAGGGGCTTCCTGTTCCTCGCAGCTCCTGGGAGATACAGCCCTCAGGA 
AGGGCGGGACCCAGAGCTGATCTCATATATTCAACTTTCTAATGTCAGAGGGATGGGTTTCCCTTCCTTCCGTTTTTGTTAAATGCCAGGATGT 
CCACAGTCCTTCTCATTATTAGCAGAGCATCCCGTCGCACAAAGCGATCTGGGGACCTGCCCAGAGAGGAGCCTGCTACCTGCCTGCACCTATG 
ATTCCCACGGCTTAGGCAACAGGACAGATAGGGTGGTTGGTGAACTGAACTAGGTCTTCACTGGGAGGCTTTTCTCAGAGGCGCCGTGTGCATG 
GCGTACTTGCCTTGGGGCTCCTATTCCTCCTTGTTTC 

MOUSE SEQUENCE - mRNA 

GGCCCGACATGACGGGGCTGGAGCAGGACCCGGAGTTCGACTTCGATTTCCTCTTGGAGTTCGATCAGAGCGGCGGGGGCGCCGCGGCCGCAGA 

ACACTACAGTTATGTGTCCCCTAGTGTCACCTCGACCCTGCCCCTTCCCACAGCACACTCTGCCTTGCCAGCAGCATGCCACGACCTCCAGACG 

TCCAGCCCGGGTATCTCAGCTGTTCCTTCAGCCAATCATCCCCCCAGTTACGGAGGGGCTGTGGACAGCGGGCCTTCGGGATACTTCCTGTCCT 

GTGGCAACACCAGACCCAACGGGGCCCCGACTCTGGAGAGTCCGAGAATGGAGATCACCTCCTACCTGGGCCTACACCATGGCAGCGGCCAGTT 

TTTCCACGACGTGGAGGTGGAAGACGTACTTCCTAGCTGCAAGCGCTCACCGTCTACAGCAACCCTGCACCTGCCCAGCCTGGAAGCCTACAGA " 

GACCCCTCCTGCGTGAGCCCAGCCAGCAGTCTCTCCTCCAGAAGCTGTAACTCTGAGGCCTCCTCCTACGAGTCCAACTACTCCTACCCATACG 

CGTCCCCCCAGACCTCTCCGTGGCAGTCACCCTGCGTGTCTCCCAAGACCACGGACCCGGAGGAGGGTTTTCCCCGAAGCCTGGGTGCCTGCCA 

CCTGCTAGGATCGCCCAGGCACTCCCCATCCACCTCTCCTCGGGCAAGCATCACGGAGGAGAGCTGGCTCGGTGCCCGCGGGTCCCGGCCCACG 

TCCCCCTGCAACAAGCGCAAGTACAGTGTCAATGGCCGGCAGCCCTCCTGCTCACCCCACCACTCACCCACACCATCCCCCCATGGGTCCCCTC 

GGGTCAGTGTGACCGAAGATACCTGGCTCGGTAACACCACCCAGTATACCAGCTCTGCCATTGTGGCAGCCATCAACGCCCTGACCACCGATAG 

CACTCTGGACCTGGGTGATGGGGTGCCTATCAAGTCTCGAAAGACAGCACTGGAGCATGCGCCCTCTGTGGCCCTCAAAGTAGAGCCAGCTGGG 

GAAGACCTGGGCACCACTCCACCCACTTCTGACTTCCCACCCGAGGAGTACACCTTCCAGCACCTTCGGAAGGGTGCCTTTTGCGAGCAGTATC 

TGTCGGTGCCACAGGCCTCGTATCAGTGGGCGAAGCCCAAGTCTCTTTCCCCGACATCATATATGAGCCCATCCTTGCCTGCCCTTGACTGGCA 

GCTCCCGTCACATTCTGGTCCATAGGAGCTTCGGATCGAGGTGCAGCCCAAGTCTCACCACAGGGCTCACTATGAGACGGAAGGCAGCCGGGGG 

GCTGTGAAGGCTTCAGCTGGAGGACACCCCATTGTGCAGCTACACGGTTACTTGGAGAATGAACCTCTCACGCTACAGCTGTTCATTGGGACGG 

CTGACGAGCGCCTGCTGAGGCCCCACGCCTTCTACCAGGTCCACCGGATCACGGGGAAGACTGTCTCCACCACCAGCCACGAGATCATCCTGTC 
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C AAC AC CAAAGT C CTGGAG ATCC CGTTGCTTC CAGAAAATAACATGCG AGC CATCATCGACTGTGCTGGG AT CCTG AAGCT CAGAAACTCTGAT 
ATTGAGCTGAGGAAAGGGGAGAC AGAC AT CGGG AGG AAGAACAC C AGGGTGAGGCTGGTCTT C CG AGTTCACATCCCACAGCCCAATGGCCGG A 
CGCTGTCTCTCCAGGTGGCCTCGAACCCTATCGAGTGTTCCCAGCGGTCAGCCCAGGAGCTGCCCCTCGTGGAGAAGCAGAGCACAGACAGCTA 
CCCAGTCATCGGCGGGAAGAAGATGGTGCTGTCTGGCCATAACTTTCTGCAAGACTCCAAAGTCATTTTCGTGGAGAAGGCTCCAGATGGCCAC 
CACGTCTGGGAGATGGAAGCAAAGACTGACCGGGACCTGTGCAAGCCAAATTCCCTGGTGGTTGAGATACCACCTTTCCGCAACCAGAGGATAA 
CCAGCCCCGCCCAAGTCAGTTTCTATGTCTGCAACGGGAAACGGAAGAGAAGCCAGTACCAGCGTTTCACGTACCTTCCTGCCAATGGTAACTC 
TGTCTTTCTAACCTTAAGCTCTGAGAGTGAGCTGAGAGGAGGTTTTTACTGAGCAGCCCCCCGAGGCTATAAGAGGATGTTGTTGTAAACAAAA 
CAAAACAAAACAAAACATACCTGTAGCCTCTTCACACCACGTGATAGCCCTATTCACAAGACCAAGTCGCCCACCCCCTCAAAGAAAAGCGAAG 
CCTGGGTGTGTTTTCCTGTGACTGGTGCATGCTGGGGTCATCACTTGCTCGCCTTTTGCAAATACAGCAGCGCGGCCAACCAAGCAGCTCTGCT 
GCGCTCAGGGGCTGATGCGGTCTGGGGGTGTATATCTAACCTCTGTGAGTCTTTGGGTTAGAAGAAAGTATTTGTCAACGCAGTTTTGTAAGTA 
GCTTCGAAAATAAGCCTGCCGTGGTCACTGGGGAACATACATGATGTTGTCCTCATGGTGACGCTTCTACACAGCGTGCGGTGTGTCTCCACTG 
AATAATGCTGTCCCCTGGTGACGTGAGACTTTCAGATGGAAGCTCTTCTGCTCGAGTTTACTCATTTAGGGAATGGCTTCTTTCATTCAGAAGT 
GATCGGCTCGCCTTTTCAACTTTCTAGGGTGTTTTATTTACGAAAATACCGTTTTTAACTGCTCCCCGCCCCGCAAGCTTCTAGAAAGGTGTGT 
CCCAGGCGTCCAGGGTTTCCTGTGTGGTGCAGGCCATTCTCCTGCAGCAGGATGTATAAACAGAGAGCAGAGTCGGTTGTTATCCTGAGTTCTA 
TTGTATTTTGAGTAAGCTAGGCTATGTCAACAACCTTTTTAAATTGCTACTTTTTTTTTTCCTCTAAAAACTTAAGATAGTCATGTAATTTAAG 
AGGGAAGTTATACAATAAATACTAGCCATGAAAGCAGCCATATTGCTATCTTAGTAAAATCAAGGTGGTTTTGTTGTTGTTATTTTGTTTTGTT 
TTTTGTTTTTTAAGGTTTCAAGGTTTTTTGTTTTTGAAGTGTAAAGGCATTTGGAACAGTTTAGACAGTACGAAAAGTTGGTATTAAAATTCTG 
AAACCAATTGTCTTATCAGGAAACCCCTAGAAATGCCCTTTAAAAATGAGGACAATAGCTTTGTTGCATTCTCAAACAAGGACATCAGTGAAAG 
GGCAGCAACTGTCTGTGCTGTGGGTGACCCCAGAACAGCGGCCCATCCCCCATCCCGTCTCTGCTCTTCAGATTATTTCACAGGCCTCTTCCTT 
TCGGGAAATAATGCACACTCTCTCTTACAAAAAAACCAAACATTTGGTCTTTTATTTTATTTTATTTTATTTTTTGAAAGTGCAATGATTGTGT 
CCTACCTATACTTCAAGCATGGTTGATCTAAGATTTTTGAAAGGTCTAAAC 

MOUSE SEQUENCE - CODING 

ATGACGGGGCTGGAGCAGGACCCGGAGTTCGACTTCGATTTCCTCTTCGAGTTCGATCAGAGCGGCGGGGGCGCCGCGGCCGCAGAACACTACA 
GTTATGTGTCCCCTAGTGTCACCTCGACCCTGCCCCTTCCCACAGCACACTCTGCCTTGCCAGCAGCATGCCACGACCTCCAGACGTCCACCCC 
GGGTATCTCAGCTGTTCCTTCAGCCAATCATCCCCCCAGTTACGGAGGGGCTGTGGACAGCGGGCCTTCGGGATACTTCCTGTCCTCTGGCAAC 
ACCAGACCCAACGGGGCCCCGACTCTGGAGAGTCCGAGAATCGAGATCACCTCCTACCTGGGCCTACACCATGGCAGCGGCCAGTTTTTCCACG 
ACGTGGAGGTGGAAGACGTACTTCCTAGCTGCAAGCGCTCACCGTCTACAGCAACCCTGCACCTGCCCAGCCTGGAAGCCTACAGAGACCCCTC 
CTGCCTGAGCCCAGCCAGCAGTCTCTCCTCCAGAAGCTGTAACTCTGAGGCCTCCTCCTACGAGTCCAACTACTCCTACCCATACGCGTCCCCC 
CAGACCTCTCCGTGGCAGTCACCCTGCGTGTCTCCCAAGACCACGGACCCGGAGGAGGGTTTTCCCCGAAGCCTGGGTGCCTGCCACCTGCTAG 
GATCGCCCAGGCACTCCCCATCCACCTCTCCTCGGGCAAGCATCACGGAGGAGAGCTGGCTCGGTGCCCGCGGCTCCCGGCCCACGTCCCCCTG 
CAACAAGCGCAAGTACAGTCTCAATGGCCGGCAGCCCTCCTGCTCACCCCACCACTCACCCACACCATCCCCCCATGGCTCCCCTCGGGTCAGT 
GTGACCGAAGATACCTGGCTCGGTAACACCACCCAGTATACCAGCTCTGCCATTGTGGC AGC CATC AACGC CCTG ACCACCG AT AGCACTCTGG 
ACCTGGGTGATGGGGTCCCTATCAAGTCTCGAAAGACAGCACTGGAGCATGCGCCCTCTGTGGCCCTCAAAGTAGAGCCAGCTGGGGAAGACCT 
GGGCACCACTCCACCCACTTCTGACTTCCCACCCGAGGAGTACACCTTCCAGCACCTTCGGAAGGGTGCCTTTTGCGAGCAGTATCTGTCGGTG 
CCACAGGCCTCGTATCAGTGGGCGAAGCCCAAGTCTCTTTCCCCGACATCATATATGAGCCCATCCTTGCCTGCCCTTGACTGGCAGCTCCCGT 
CACATTCTGGTCCATACGAGCTTCGGATCGAGGTGCAGCCCAAGTCTCACCACAGGGCTCACTATGAGACGGAAGGCAGCCGGGGGGCTGTGAA 
GGCTTCAGCTGGAGGACACCCCATTGTGCAGCTACACGGTTACTTGGAGAATGAACCTCTCACGCTACAGCTGTTCATTGGGACGGCTGACGAC 
CGCCTGCTGAGGCCCCACGCCTTCTACCAGGTCCACCGGATCACGGGGAAGACTGTCTCCACCACCAGCCACGAGATCATCCTGTCCAACACCA 
AAGTCCTGGAGATCCCGTTGCTTCCAGAAAATAACATGCGAGCCATCATCGACTGTGCTGGGATCCTGAAGCTCAGAAACTCTGATATTGAGCT 
GAGGAAAGGGGAGACAGACATCGGGAGGAAGAACACCAGGGTGAGGCTGGTCTTCCGAGTTCACATCCCACAGCCCAATGGCCGGACGCTGTCT 
CTCCAGGTGGCCTCGAACCCTATCGAGTGTTCCCAGCGGTCAGCCCAGGAGCTGCCCCTCGTGGAGAAGCAGAGCACAGACAGCTACCCAGTCA 
TCGGCGGGAAGAAGATGGTGCTGTCTGGCCATAACTTTCTGCAAGACTCCAAAGTCATTTTCGTGGAGAAGGCTCCAGATGGCCACCACGTCTG 
GGAGATGGAAGCAAAGACTGACCGGGACCTGTGCAAGCCAAATTCCCTGGTGGTTGAGATACCACCTTTCCGCAACCAGAGGATAACCAGCCCC 
GCCCAAGTCAGTTTCTATGTCTGCAACGGGAAACGGAAGAGAAGCCAGTACCAGCGTTTCACGTACCTTCCTGCCAATGGTAACTCTGTCTTTC 
TAACCTTAAGCTCTGAGAGTGAGCTGAGAGGAGGTTTTTACTGA 

HUMAN SEQUENCE - GENOMIC 

AAGGCCCTGACCGGTTTATAAAGAGCACCCATCTTCTCCGGCACCAGACGGCCCCAGCCTGGCATCTCGATGAGTGAAGCGTAATGAGCCAGAA 
TTGCAGGATTAAGCTTCACTTGAAACTCACTCCGGTTCAAAACTTAATGGAAAAAATGCCTGGCAAAACTTGTTTGGAGCTTTATTGAACCAAA 
ACACTTTAGAAACCGTTGGGGAAGCTCAGTGAACCCAGGCTGTGGTCCAGCCCCACGCTTTGTCTAGGGCAGGTTCCGTTCCCTCAAGCAGGTG 
ATGGGAATCCCGGACTGGAGCCTGAGGCTGAGCAGCCAGAGGCCACACCGCCAGGGCCAGGCCACACCACCAGGGCCGGCCACACCGCCAGGGC 
AGGCCACACCGCCGGGGCCAGGCCACACCGCCGCGGCAGGCCACACCGCCGGGGCCTGCCTCATCGCCCCACAGTCTGGAATGCTCTGCACACG 
C AT CAG AAGGAGAGTCG CTG AGC AT CACAAAGG AAAATAGAAAG CG C AG CCT C ACTGCCCAAGGCCGGGGCAGAG ATGACTTGCCTTGTGTTAC 
TGCCTAATTAAACAGATTTGGGTAAACAGATTTGGGTAAACCAAGTAGTTTAAAGAAAAATGTTGGAATATTGCCATTTGAAAAGTATTATTAT 
TTTGCAAGAGGAAAACAATTGTGAGTTCACAGGGACAAACCCAAACTCTTGCCAGAAACTAAAAATGTGATTTATTTACCTCTCGACCAGCGTT 
AGCAAAAAGAGCAGGCCTGCAGGATCAGGACGCGGCTCTGGGCCCTCCTGCCTCAGCCCTCCGGCACTGTGAGAGGGGCACACACCCGGGGTGG 
GTGTGCTTGTCCTGCGAAGTGCAGAACAGAGAAGAGGCTCCGAAGCACAGAGCGCCTCTGCCCTGGGCTTTGCACACATTCCTGACTTCTTAAG 
ACACAGCTGTGCAGGACCATTGCATCTCCGTGAAGCTGTCCTCATTGGCCTCAGGCTGACCCGGGCCCCTGGCACTCGAGGGCCAGGGAAGGGG 
TCATGTCTCCCTGAGACACACATGTGGCATCCTTTCCCCGCCCCCGTGCACACCAGTGGAGTGTCAGCTCAGCCCTGTTTGTGCTTTCTAAGAG 

CCGGGAGCTTCCCTCTGGCTAGAGTTGCTGTTTCATCTGCCTGTGTCCCTGCGGCCCCACCCCCATGGAGGAAGCGAGGACCCTGTTCAGCCAT 
GGCCTTCCTGTGAATTAGGCCTCCTTCAGGTGCAAGTGACAGAATCCACATTAAACTCGATTGAGCAGAAAAGGGAAGTTGCTTCCTCACCAAG 
GTGAAGACCCCAGGGGAGGCTCTCAGGTCCCACTAGACTCAGGGGCTCAAGCAGGGCATGGAATCGGCCTCTGGAGTCCCTGTCTCCATGGCAG 
CCCCGGGGTCCACATCTTCCCCAGGAGGGCACTCTTCAGGCCCCGGCTTCAGAGGAAGAGAACGCCATTCCCTGCGGCTGTGGGGCAGCAGCAG 
GCACACCTCCCTGGCCTCGGGTGGGCTCTGCCCCTGCGTGGGCTATGGCGGGAGTGGGAACATTCCCGTGACCCCCCTGGAGTTTAGGCCAGGC 
AGTGGAGGTCCTCGAGCAAAGGTCATCCCACAGGGAGTGCTCTGTCCAGTAGGAGCATGGCGCCCATGTCAGGGCACTGGCCTGGAAGGGAGCG 
TCTTAGTGGAGGCTGTGGGTGCTGCCAGGCCACCTGAGAGGGGACATGCATTGTAGGAAAGGCCACAGCGCACTGTGACAGGTGTGGTATCCTG 
GAAGGAATGAAAAACACTGCCCGGCCAGGCGCGGTGGCTCATGCCTATAATCCCAGCACTTTGGGAGGCCGAGGCAGGTGGATCACGAGGTCAG 
GAGATCGAGACCAGTCTGACCAACATGGTGAAACCCCGTCTCTACTGAAAATACAACAATTAGCCAGGTGCGATGGTGGGCACCTGTAATCTCA 
GCTACTCGGGAGGCTGAGGCAGGAGAACTGCTTGAACCAGGAAGGCAGAGGTTGCAGTAGCCGAGACTGTGCCATTGCACTCCAACCTGGGCAA 
C AG AGCGAG ACTC CGTCT C AAAAAAAAAAAAAAAAGAAAAAAG AAAAC CACTG CC CTTTGGGTTGGTTTC CTGGGGCTG CCATC AC AAATG ACC 
ACAAAGTGGGTGGCTTGAATGGCAGAAACATGTCCTCAGTTCTGGAGGCCAGAAGGCACAGTCGAGGGTCAGCAAGGCCAAGTGCCCTCTGGAA 
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CCGGCCACGGAGGTCCCTTCCGTTCCTCTTCCAGCTCGTGGTAGCCCCAGGTGCTCCTTGGCTCGTGGAGCCATCATTCCAGTCTCTGCCTCTG 

TCGGCTCACCACATTCCCTTTGTCTGTCTTCTCCTCCTGTGAGGGCACCAGTCATCATTGGGGTCCCCTTAACTGACA.CCATCTTAACTAGTTA 

CAACTGTAGAGATGTCACTTACCAAATTAGGTCTCATTCCCAGAGACCAGGGGACTTCAATGAATCGTTTTGGAGGAGGCAGTTCAATTCACAA 

CAGCATTGTTCTGAAATAATGATTAAGCTGTCTTGAGCCATTAGCAGGTGCCTCTCATTGATCTACCCTGAGAGGTGAAGGCCGTTACTATTGG 

CTCCCGTAGGTGTACCGGGGACTGGAATCCAAACTCGGGCTGTGGGCAAGCGCCTTGTCACACGAGAGCTGACGTGCTCTGTGAACCCGTCCCC 

GGGAAACTGGTCAAGTTAAAAACCCCCAGCCATTGACAGTCTCTGGAAATGGTCCTAAGGACACGCAGCAAGTGAAGACACATCTATTGAAAAA 

GACCTGATTTTTTAAAAAACCATCTTTAGTAGGAAAGGTGAATGTATTTGGTATTTGAACCAAAGCCACCCCCTCCTCCCCTCCCCCTGCCACT 

CCACCAGCAGGTCTGCTGCAGCTGAGGACACAGGTGGGTGGGGGAGAGTGACTCTGGGAGGGCGGGATGTCGGTGTTTCTCATCCTGCCCCATC 

TGCCTGTTGCTGGGGCTGCTAGGTCCTGGGGAGTCTGGTGGAGGGGTGGGGGCTCCCTTCTTCCCGGTCCCCACACTCATGGGTGGGAGGCTGG 

GCCTTGGGTGTGGCTCACTGAGAAGACAGGGTGCAACTACCCTTGCCCCCGCTGACAGGGCAGTGATTCCAGGCCAGGGGAGGCCAGTGGGGTC 

TCAGGATGCTGCCCCCGTCAGCACTCAACTCCTGGAGGTGGAGGCGTCACTCACACTGAGGCTCGGCACTGTCCCCATCCGCAGCTCCAAAGCA 

TTGGCTCAGAGATTTTGCCTGGAGTGAGAAGCAGTAAGTAAAAGAGATAGCTTCTAATCTGCTCCCAAAAGAAACGACTTCATTTTCAGCAGAA 

CATGGGAGAAGGTGAAAGCTTAGGGTCCCCTCGAAAACATGGAGGTTGTCATCAATGGCATTTGGGACATTCATGGATTTAATGAAGATTTAGC 

CTAGATTTAGGAATGTGATAGCTGTGAGGGGCCTCCAGGGGTCAAAACAAATATCACACATGGACATCAGAAACTCTTGCTTCAAAGAAGGCAC 

TATTTAGTTGGAGTAGTTTGTAGAGTAATTTATGCCTCCAGATATTGTTAAAAACAATAGAGCAATCCAATGGCAGCCGTGGAATTTAACAGCT 

GGGTATGGTCAGGGAAAGAGAGGAAGAGATCTCTATCAATGTGGTCGGGGAAAGAGAGGAAGAGATCGCTCTCAAAATCCTGCATTCCAGGGTG 

ACTCTGGGCACAGGTAAGACTCCTCTCCCTAAGGAGCAAGCCAGAGGCATAACTCTGCTGGTGGAGGGGGCAGTGTGTGGAATAGCTTCACTGC 

AGTCATCTCAGAAGTCACAAGAGAAGTAAATAAGCAAATAACAAGCCCCACACAGGGGGACCAGTATCCAGAGCTGCTATAATACATTGTCTAA 

AATGCCCAGTTTCCAACAAAATAGGAGGCATGCAAAGAAACACAAGAGTATGACCCCCACATTTAAATTTTTTAAAAAGCAGACAACAGAA^ 

GC CTGGGGAATGAC CAGATATTGGATTTAATGGGAAAAGGC CAAAATATCCCTTATATGCTCAGAG AACTAAAGTAAATCTTGATTAAAGAAAG 

CAGGACG AC AATGTC ACAT CACGTAGAGACTGTTG ATAGAATGTATAAAAAATAACCAGTGG AAATT CAGG AGTTGGAAGGCGC AGT CACTGAA 

GTGAACCATTCACTATTGGGGCTCAACAATCGATTTGAACTGGCAGAAGAAAGAAAGTGAATTTGAAGATACATCAGTAGAGAGTATGCAAGCC 

CCGAACAGAGAGCAGATAGAATGAAGGAGACCAAGGGGAGCCTCGGAGAGCTGAGGGGCACCAGGGACGCCCTCCAGGGCACCAGCCCACACAG 

GGGGTTCACTAGAAGGAAAGGAAAGAGGAAAAAAGGGATGCAAAAATATTAAAAGAAATAATGGTTGAAAATATCGCAGATTAGTTTAAAAAAA 

TAACCTACAAAACCAGGAATCTC^TGAACTCCAACTGGGGCAAGCCTAGAGAGGCCCACAGACCAACACATTATGAGTAAAAATGCTGAAAGT 

CAATAATAAGGAGAAAATCTCAAAAGCCAAAATAATAAAATAAGGTATCACTTACAAGGGAACCCCAATAAGGCTAACAAGTGAC^ 

GCAACGATGTGAGCCTGAGGCAGTGGGATAACAGCCAAAGGAAAGGAGAGAGGAGGAGAGGGGAGGGGAAAGGAGGGGGAGGCAGAGGGAGGCA 

GGGAGGGAGGAAGGAAACCTATCAATCCCAAATCCTATGCGCAGCAGAGCTTTCTTTCAAGAATGAAGGTGAAATAAAGACTTTTTCCGACAAA 

CTGAGAGTTTGTTGCCAGCTGACCCACCTTACAAAAAATACTAAAGGAAGTTCTTCAGGCAGTGAGCIAAGAAACTTCAGACAGTAATTTGAAAT 

CACATGAAAAAAACAGAGTGCCTCTTAAGGTAATTACGTAATTTCATAAGACAGTACGAATACATATTTTTCTCTTTTTATAACTGGTGTGAAA 

AGTGATTGTATAAAATAATGTATATAAAATATAATGTTGGGCCTATAACTTATAGCAATGTAATATATGTGTAGTGTATTGCTAATAACAATAC 

AAAGAAAGGGAATGAGAACAAAGCTATATTGGACTAAAGAAATAACTACAGATGGTAAAATAATGGTTATCACAATGTATTCTTAGGTTTGTAA 

CATTACTGTTTACAATGTAGAATGTATAAAAGCGGGAAGGGAATGGAGCTAGCTACATAGGGATAGTGTTTTTGTGTGTCACTGGAGTCGAAAT 

GTATATGGTACATACTAGAGCAATCACTAAAACAGTAACAAAAAAAGTTTAAAAACTCAGTAGAAAATAATTCACTTAATGCAAAGAAGTCAAT 

AAAGAAATAAATGAGGGGAAGAC^TAAGAAAAATAGAAAATGAAAAGTAAAGTGGAATAGA 

GTGAGTGGATTTAACAACCAATCAGAAAGCAAAGGCTGTCAGACTGAATTAAGAAAACATGACCCAACTTTATGCCGTCTAGAGGAGACATACT 
TTCTACTCAAAGCTACACACATAGACTACAACGATGGGAAAAGACGACACACCAACAGCGACTTCAGGAAAGCTGGAGTGGCTGCTAATGTTAG 
ACAAAATAGGCTTTTTAAAAAAGGTTTTATTAAAGAGGAATGTTTCGTAATGATAAAAGCACTAATCTGTGAGAAAGATACAACAATGATAAAC 
ATACGTGCAGCTAATAAGAGAGCTCCAAAATCTATGAAGCAAAAACTCACAGAATGAGGGGAGAAGCAGTTCTACAACAGAGAATGGGGACTTC 
GATACTCCACTTTCAATAATGGATACAACAACCAGGCAGATAACAAGGCAACAGAAGGCCTGAACAACAGTATAAACCAATTAGACCTACCAGA 
TATCTATAGCTAGCACACTCCACCCAACGACAGCAGAATACACATTCTTCTCAAGCGCACAAGTAACATCCTCCAGGATGGGCCATGTTCTAGG 
CCATCAAACAAACTCAGGTGGTTTGAGGCCAGAGGCCTCTCTTTTAACCACCACACTAGGGCCTTCGGAGGAGGCAAGCAGAGAGTTGTCAAAG 
AGGCCCTCAGGACTGGGTGCAGTGGCTCATGACTGTAATCCCAGCACTTTAGAAGGCTGAGGCACAAGGATCTTTTGAGCTCAGGAGTTCAAGA- 
AATGAGCACTTATCCACTGGGCGCGGTGGCTCACGCCAGTAATCCAGCACTTTGGGAGGCTTAGGCGGGCGGATCAAGAGGTCAGAAGCTCAAG 
ACCAGCCTGACCAACATGGTGAAACCCCGTCTCTACTAAAAGTACAAAAATTAGCCGGGCGTGGTGGCGCACACCTGTAATCCCAGCTACTTGG 
GAGGCTGAGGCAGGAGAATCACTTGAACCCGGGAGGTGGAGGTTGCAGTGAGTGGAGATCACACCATTGCACCCCAGCCTGGGCAACAGAGCGA 
GACTCCGTCTCAAAAAAAAAAAAAAAAAAAAGAAAGAAAGAAAAAGAAAAAAAAAGTGAGCATGT 

AATTAGCAAACCAGAATTATAGAAAAAGCTATTTACTTTTAAGTAAACAGCTGAGATTTTTTTTTTTAAGTCAGTGTGAATGAAGCTCACAGCC 
ATGGTTGGAGCTGAGAAAGAAGGATTTCCCTTTAGTTATGCACCTGTGTCAGCACCTTCTGACTTTCCTTCTAAAGTCTGGGGTGTTCCTGAGG 
ATCCGTAAGTTTGGGGTTCAGGGTTTCTACAGCATGCTGTTACTTGTGAAACATCTCTTTAACCATGTCCCAGAGTTGCCCAGGAGTTTAAGAC 
CAGCCTGAGCAACATAGCAAGACCTCATCTCAACAACAACAAAAATTAGAAATAAATTAGCCAGGTGTGGTGACATGTGCCTGTAGTCCCAGCT 
ACTCAGAAGGCTGAGGCATGAGGATCACTTGGGCCCAGGAAGTTGGGGCTGCAGGGAGCCCTGTTCATGCCGCTGCACTCCAGCCTGCAAGACA 
GAGCAGAAAAAAAGAATCAGGATCCTGGGCAGAGGGAGGAGAGGGGACCGGGGTCCAGCAAGCACTTGGGGATTGACTGAATGGCGTTGGGGAG 
AGATGACTCCAAAGTCCTGGAGTGGGTGAGAATGACTGCGAGTGGCTTTTAGGTGGGGAGGTTCCTGCCTGGCCACTCCGGGAGGGGACGTGGG 
GCTGAAGGGTATCAGGTGCCGTGCTGAGCAGTTTGGCCTTGATCCTAATGCCCTGGACACACGTCTAGGGTAGGAAAGTTGACTGATCCATTGG 
TGATCTGAGTTTTTAGACATGGTGGTAGTCCATGAGGTGGGTGTTCATGCTAAGAGTTTAGACAGGGAAACCTATGAAGCCCTTAGCAACCCTC 
CAGGGAAGGGGCGTGGTTAAAGAGATGTTTCATAAGTAACAGCATGGTATAGAAACTCTGAACCCCAAATGTATGGGTCCTCAGGAACACCCCA 
GACTTTAGAAGGAAAGTCAGAAGGTGCTGACACGGGTGTATAACTAAAGGGAAATCCTTCTTTCTCAGCTCCAACCATGGCTGTGAGGTTCATT 
CACACTGACTTAAAAAAAAAAATCTCAGTTTACTTAAAAGTAAATAGCTTTTTCTATAATTCTGGTTTGCTAATTTAATCCTAGTCTCGAGACC 
CTGGCTAAATAAATGCCCATTTCTCCAGATGGTCTCAAGAGTCTCTGGACATCGTGGGGGCCCTTCCCTGTTGGTTGGAAGGTGCCTCAGGAAG 
AAGGGGGTGGATTCTGAGTTGAGTCAAAACCTCAAAGACCCCTGATGGGAAAAGCTCTCAAGTGACCACCGCTGTGGGCCAGAATGCAAAACTG 
CAGGAACAGAACATTCGCAGGAACAGAACACAGTCGTATTAAGTGATTTTCCCGAGCAGGAAGTGGCATCTGGCCTGCGGTTCAGTAGGGGGAG 
GAAAAGGGTGGGCGCACCTGCCCCTGGCTGGCGCACCTGCCAGGTAGCCCCACGCGGCACCGCGTGTGCCGAGCGCCCCTGAGGATGGAAAGCC 
CCACGCGGGGCAGGTGGCACCCACCCCTCCGAAGACGGGACGGGATGGAGCGTTGAGCTTCGGGGCAGCTCCGGCCCGGCCCGCGCTGGAGACG 
CCCGCATCTGCCAGGATGGCGTCTCATAGCCCTGGTGCTCACACATGACGCCAGGAAGCCCCAGCAACAGTGACCGCCCAGGCTCTAGAAAATA 
TTGGACGGGGTGGATGAACACCCAAGTGCGCTCCAGGAGAAGGGATTTGGCACCCCAAGGGGCTTTTAAAACGGTAAGCTTCTAGGGGTGTCTT 

AAAATAAAACCCGTGTAACGTCTCCCCTAGTAGCGGCTATAAACAAACCTACGAGGAGGCAGGAGGAAGAGGAAAGGGGCGCAGGGCGCTCGGG 
GAGCAGAGCCGGGGGCCCGCGGTGGCCGCAGAGGCCGGGCCGGGGCGCAGAGGCCGGGCGAGCTGGCCGCGCTCTGGGCCGCCGCCTCCGGAAC , 
TCCCTGCGCCTGGCGCGCGGCCACCGTGGTCCCGGCAACGGCATTAAACAGAGGGAAACAGACCCGGGATTCCGTCACCCGGGCGGGGGGATAA ' 
GGACGGCTTTGAGAGCAGACAGGAAAAGGGAGCTTTTCTGCATGGGGTGAAAAAATTATTTATTGAAGGAGGAGGAGGCGGCAGCGGAGGAAGG 
GGAGGGGCGGGAGGAGGAGGAAGAGCCGGCCGCCCCCGCCCCGGCCCCGGCTCCTCAGGAGCCAAGGGCAGCCTCGCCAGGTCGGTCCCGGGCT 
CGAGGACCGCGGCTGGGGTCGAGGGGCTCAGTCTCCCACGTGACCGGCTGGGCGCGCCCCGCCAGACCCGGCCTCGGGATTCCCTCCTCCCGGC 
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GAGTCTCCGCCCGCCCCGTCCTGGAGGTGGGGAGAAGGAGGGCGGGGCGGGGGGGACGGAAACTCTCCCCGCCAAATCCTGGCCCCAGGCCTGG 

GGACACTCGCGGCGGGAAGATTTGGAGGGGAGGGGAGGGGGAGGGGCGTGGGGGCGCGGCCTCGCTGGAGTCCCCCTCCCCCCCCGACCCCCGC 

CCAC CGGC CTGGG CGTCCTCC CG CGGCNNNNNNN^ 

NNNNNNNNWNNJ^^ 

NNNNNNNNNNNNNN^ 

NNNNNNNNNNNNNN^^ 

CGGGCCCGGGCAGCAGGGGCGTGATGTCACGGCAGGGAGGGGGCGCGGGAGCCGCCGGGCCGGCGGGGAGGCGGGGGAGGTGTTCTCCAGCTTT 
AAAAAGGCAGGAGGCAGAGCGCGGCCCTGCGTCAGAGCGAGACTCAGAGGCTCCGAACTCGCCGGCGGAGTCGCCGCGCCAGATCCCAGCAGCA 
GGGCGCGGGCACCGGGGCGCGGGCAGGGCTCGGAGCCACCGCGCAGGTCCTAGGGCCGCGGCCGGGCCCCGCCACGCGCGCACACGCCCCTCGA 
TGACTTTCCTCCGGGGCGCGCGGCGCTGAGCCCGGGGCGAGGGCTGTCTTCCCGGAGACCCGACCCCGGCAGCGCGGGGCGGCCGCTTCTCCTG 
TGCCTCGGCCCGCCGCTCCACTCCCCGCCGCCGCCGCGCGGATGCCAAGCACCAGCTTTCCAGTCCCTTCCAAGTTTCCACTTGGCCCTGCGGC 
TGCGGTCTTCGGGAGAGGAGAAACTTTGGGGCCCGCGCCGCGCGCCGGCGGCACCATGAAGTCAGCGGAGGAAGGTAAGCCCCGCGCGGCCTCC 
GCCCCCGGACCCCTGCGCCCCCCACGGCCCGGGCCGCGCCCCCCGACCCCGCCCCCGTCGCCCGCACGGAGGGGTCCGGGCCAGAGAACGAGGT 
CGGCCGGGTCTGTGCGCCCAGGGAGGGGCGCGGCGCGGACCGGGAACGGCGTCCCCCAGCTCCCAGCAGCCCGGTTCCGAGCGCGCCTTCTGCC 
AATAGGTGTCTCCTCTGCCCCAGCGCTGAGGGCGCGAGGCGAGGCCGCCGCGGGTCCCGCCGAGGAAGCGGCTCGCAGGCCGGCGATTTGGGGA 
CGGGCGAGGCTGGGCCGTCAGGACCACAGAGGGCACGTGGGAGGGAGGAAGGGAGGCTTCCTTGGGAGTGAAGGATGGCCCGTGTGTTCCTGAG 
CGAGGCAGAGCCACCCTCTGGCGCCAAGATCGCGGTTTGGGGGTTCTGCGCCCCCCACCCCCACCCCGAGCTCGTGGCGGCGTCTCCCTCGCGC 
CGCGCCCCTGAATTCCCCAGGGCCGAGCCCGTCACGCCGGCTCCTGGAGCTGCAGGACCAAAAGATCCAAAGCGCGGCCGCAGCACAGCCCCGA 
ATTTAAGCCATTTTGAAATCCTATAGGCAGGAGTTCCAGCCAGAGAAGATGTTTCAGGCAAGTTTGAAAAGGAACCGCCAAGTTTCGAGCTGCT 
TCTTTATAGTGAAAAAAAGATGGCACAGTGTGGGTCCCTGAAACCCGGTGTGGGGGGCGCTGAGACCCCCCTGCGGCGCATCTCACATTCCAGT 
CCCCCACCTTAGCCCGTCCCCGGCACACAGCCCTGGCGATGCCGGGTGGGCTCCTGCAAGTGGCTTTGAAAATACCCTTGCAGAGGTGTGAGCA 
TACGAGTTAGGGATTAGGGATTGCAATGCTAATGGAAATTGGAAGACGCTTTTCCAAATTCCTTACCAGCTCTGAAATATTTTATATAATTTAT 
TTAAAGAGCGCCAGCACACCTGGCAACATATGTACTTCATAAGGGCAGACGTCCTTCCGAGCGCTGGCGCTTCCTGGGCGACCCTGATAACTGC 
GGGGCTTGCTTGAGAACCGGGCTCCCCCAGCTCTGGAAAAGTCGCTGGTCTTAGCAGAGCTGAGCACAGGGCCGTGAGCTCCACGGAGGGGGGT 
CCGTGTGGTGGGTGCCCTGACGGTTGACGGGACGGGAGGTAGACACCACTTCATCCCAATGTTAGAAAATGTTGACATGTTTAAACCATGTCCG 
GTGTCAGTGTTTTACACAATGTGCTCTTGCTAGTAGCAGAGTTTAAAAAATTTTTTTTTGTTGGAGTTTCGGTTTTAAATCCTGGGACACTTAC 
GCCGCAGTGTTCATTATCACTCCCTTTAGAAAGGCAGGTCTTTCCAAGTTCAGATCTCTGTACCTGAAGAGCCGGTGGCCGACGTGTAGTAAGG 
AGCCCCTTTCTTTTACGCAAGGAAAAAACACGACGGGGCAGTGGCTAGTTTTCGTGTTTCCTACTGAAGAAAATAAGCTCGAAAAGGTCCCTGC 
TGCAAGGCAGTGCGCCGGGCAGGGACGCCCGACCGACATGGGTGTATTTTATGAGGGCTGCAGAACTGGGCCAGCCGGAAAGTGTGATCTAGTC 
CTTGATACACACAGGCCGGCAGCATGGGGACACGCGTGGTTTCCACACGAGCCATCGCTGAGACCACCGGGAAGAACTCTGAGTCCTTCTGAGT 
AGGCCCCACGAGGCCATTCCTGGCCCATCTGAGGACCTGGGCGCCTCCCCTGCGTCCCTCGGGTTTCGGGACCATCTGGGTGGAAGCTCATTAG 
GCGTCGTGGTTCCTGAAGGCCCCGGGCTTGCTTCCTCATGGAGAACGCAGAGAAGTACAGGCCTGTAAGTAGCCACCCAGTCAGAAGTCGCTCG 
AGACACAATGCCCCACGGGCTGGGGCCAAACAAAGCTCACCCTGTTCTCTGCCACTTAACTTCACAGCGTTGTTTCCCAGCTCAGATTAGAAAA 
TGGCAGGGCGCTGGCACCCCGCTTCATCACACCCAGCGGGGGTTCTGTCTCCGCAGACATCCCCAGCCTCTGGGAGGATGCGTCCAAGCTAAAC 
ATTTCCATGGAGACACCCAGTGTCTGTGGAACGGGCAGCTTTGAATCTGGACGAATAGGTGTGAACCATTTGCAGGAAGGAAGGCCAGCACTGG 
GGCGGGGGAAGGGGGGGCTCCTAGGAGCAGCAGGGGAGCCGCCCCACCGACCCCTTCTCTGGGATGGAGACCAGTGCAGTCCTAGGACAGCAGC 
AGTGAGCCTCCATCCCTGCAGGGCCCGCGGGCTGGGGCCACCAGGAGGCGGGACAGTTTAGGAAAAAGT'XTTAGTCTAAACAGATGATAAGGGC 
TGTCATTTGTGTATAATTTTATGGTGGGGGTAAAAAGGTGGCTGGAGTTTTAAAAACAATGTACAGGCCGGGCGCCGCGGCTCACGCCTGTAAT 
CCCAGCACTTTGGGAGGGCGAGGCAAGCGGATCACGAGGTCAAGAGATCGAGACCATCCTGGTCAACATGGTGAAACCCCGTGTCTACTAAAAC 
TACAAAAATTAGCTGAGAGTGGTGGCGGGTGCCTGTAGTCCCAGCTACTCTGGAGGCTGAGGCAGGAGAATCGCTTGAACTCGGAAGGCGGAGG 
TTGCAGTGAGCAGAGATTGCACCACTGCACTCCAGCCTGGGTGACAGAGCGAGACTCCGTCTCAAACAAACAAAAACCTGTACAATGGAAAGAG 
AATGAAACGTTGTGGCTTCTCAACAGAAAACAGAACTTCCACTTGCCCAAGGTCGGCAAAA 

TCCATCCCAAAGTCAGAAGTATTATTAGAAACTAAATCAGGCCACACGGAACGATGGCTTATCACTGGAGAAAACCAGCCAGTGAAAGGGTCGC 

GGGAGAAGCCCGGGGACGACCCTGGGACTGGAGGGTTTCTCGCCTCTGNNlSnflNN^ 

NNNNNNNltfNNNNNNNN^ 

NNNNNNNNNNNHNN^ 

NNNNNNNNNNNNNNNNl^^ 

NNNNNNNNNNNNNNNNIWN^ 

NNNNNNNNNNNNNN^^ 
NNNKTNNNNNNNK^ 

NNNNNNNNNNWN^^ 
NNNNNNNNNNl^ 
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NNNNNNNNimNNNNNNN^ 

NNNNNNNmTNNNNNNNNNNNN^ 

NNWNNNNNNNNNNNN^^ 

NNNNWNNNN ^^ 

NNNNNNNNNNNNNNNNNN^ 
NNNNNNNNNNNNNNNNl^ 

NNNNNNNNNNNNNNNNNNl^ 

NNNNNNNNNNNNNNNN^^ 

NNNNNNNNNNMNNNNNN^^ 

NNNNNNNNN^^ 

NNTSNNNNNNNNNN^^ 
NNNNNNNNNNNNNNNNNNt 

CTTGCAGCTGGGGCAGATCCTGGGGATGGTGTGTGTGTCCTGACCAGAGGCCAGGCTGGAGGCTGGAATTGGCGTCAGGATGCCCAGCTCCAGC 
TCCACCCCAGTCCCTGCCTGTGGCTCTGGGGAAAGAAAGACCTCCTTATTGATTTATTGATTTATTGATTTGACAGGGTCTTGC'rGTGTCGCCC 
AGGCTGGAGTGCAGGCTGGAGTGATCTCAGCTCACTGCAACCTCTGCCTCCTGGGCTCAAGCAATCCTGCTGCCTCAGCCTCCCAAGTAGCTGG 
GACTACAGGCGTGCGCCACCATGCCTGGCTACTTGTATTTTTTGTAGAGATAGGGTTTCATCATGTTGCCCAGATTGGTCTTGAACTTCTGACC 
TCAGATGATCCGCGCACCTCGGCCTCCCAAAGTGCTGGGATTATAGGCGTGAGCCACCGCGCCTGGCCACCTCCTTGATTTATTGACATTACTG 
TTCTCTCTCCGGTGCAGGAGACTGCGTGGGTCCCGTCCTCTTGAGGGCATTTCTTTACGATGGGGAAGGCGGGACTGGGGCCTGGCTAGCACCA 
TCCCCAAGGCGCTCAGCGTGAGGGGAGGGGCCCTTCCCATACGAAGACATCCTGAGCAGGTCTCACCTCCCACCCCTGAGAGCTTCTGGTCGCA 
GCTGTGAGGTGTGGCTCCATCGCAGCTCTGTTTCTTTTCTCTTTGXTATGGCTCTGCCCCCTGAGTGTCTGGAATTTCCAGAAAGCAGCTGTGA 
CTCCTGGGATTGAGGCCACGGTGTGTCCTCTTACCAGGCTGCCGTGCCGTGTTTCCCACCTACCTGGGGCGCTAGAACCATTTCTGTTAGTAAA 
TACAGTGGGTTTGTATTGGTATTTTGAGACCCTAGATTTTTTTGGCATTTATCCGTGTTGGTTTCTGAACCACGACTTAGCGGAAAGACAGCAC 
TGTGCTTGAATAAAGTATCTTCCAGCCAGTGCAGTTGCACCAGGAGATGAATATAGAATTTCGATGTGCTTGTTTGTATTATTTAGAGGCCTGG 
GAATAGCCACCTCTAGGCATGTAATCATGAGGTTCCAAGATGTCATAAAAAGTCTTTTCAAATCAGAAATGCAGAGGCACGTCTTTCCTGTTAA 
AATTACTGATTTCCCTAATAATGATTTTAAAAAATATTTTATTGAGTGTAATTAACACATAATGATTCTTAGGACTAGCTGTGTACCAGAATCT 

TGAGGAGTTTTCTTTGTAGCTGGTGATTAGGGCACCTTGACAGTGATAAGCCTGTTAAAATCTGTTTACATATGTAGGTCCTTAGATCTAAAAC 
AC ATCC ACC ATCCATCATC ATC C ATC C AT C ATC AAAC C ATTATTCCTC CATTC CCTATGCAT CC ATG C ATC ATCATCTGTC CATTATTCCTC CA 
TTCCCTATCCATTCATTCATCATCCATCCATCCATCATCCATCCATCCATCATCAAACCATTATTCCTCCATTCCCTATCCATCCATCCATCAT 
CCATCCATCATCATCCATCCATTATTCCTCCATTCCCTATCCATTCATTCATCATCCATCCATCCATCATCATCC^ 

TTCCTCCATTCCCTATCCATCCATTCATCCATCATCCATCATCCATCCATTATTCCTCGATTCCCTATCCATCCATCTATCATCCATCCATCAT 
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TATCCATCATCCATCCATTCCTCCATTCCCTATCCATTCATTCATCCATCCATCCATCCATCATCATTCATCCATCCATCCATCATCCATCCAT 
TATTCCTCCATTCCTCGTCCATCCATCCATCCATCACCATCCATTTATCT^ 

AATGCATCATTCATCCATCCATCCGTTTAGCTGTCCATCCATCCATCATCCATCCATTCATCCACCCACCCATAATCCATCTCTTTATCCCTCA 
TTCCTCCCTTGTTTGTCCATCACCATCCATCTACCTACTCTCCATCTACCCATCATCCCTTCACCCCGCGTCCATCATGATCCATCCATCAGTT 
TCTTTACCTGTCTATCCATCATCCATTGTCCACCCACCCACCAACCATCCATCCATTAAACAAATTGAACACATTTTATGTGCCAGGCACAGTC 
TTTGGCTCTGAAAACAGCGGTGAGCAGAATAGACTAAGGCGTCCAGATGTTCTGTCTTCATGGAACTTAGGTTTCTGTTTGTCAAAGAGATGAC 
AGTGTGGGATGAATGAGTAAAAACAGGCTGTTAGATTGTGATACGTATTTAGGAGAAAAAATAAACTAGAGAAGGATGGCCCACGTGTTGAGTT 
TGGGGTTTAAATGAAGATGGGGTGGTTGAGGAAGGTGGTTTTTGAATGAAGAGTGGAACCCGTGAGGACCCAGTCGCCTCTCTCTGGGAAGGAC 
GTTCGGATGAAGATGGGGTGGTTGGGGAAGGTGGTTTTTGAATGAAGAGCGGAACCCGTGAGGACCCGGCCGCCTCTCCCTGGGAAGGACGTTC 
GGGGGCTTGTGCTGCTGTTAGGGGAGGAGGGGAGGTGGGCAGTGAGGGGCTCACGGGAGCCTTGTTGGCCAGGTGGGACTGGGGCTGTCACTCC 
AAGTCGCCCGGAGCTGTCCGGCAGCGTGGTCTCAGGGACGTTTGCTGAGGCCCGCTCCTTGGGGTCCGTTGGTCGAGGCCGGGGGTTGCTGGCC 
GGCCCTGAGTTCATGGGTTTCTGCTTTGTGATGCCCAGCCCCTCATGCTCCCATCTGGTTCTTTTTCTCTCTAGAACACTATGGCTATGCATCC 
TCCAACGTCAGCCCCGCCCTGCCGCTCCCCACGGCGCACTCCACCCTGCCGGCCCCGTGCCACAACCTTCAGACCTCCACACCGGGCATCATCC 
CGCCGGCGGATCACCCCTCGGGGTACGGAGCAGCTTTGGACGGTGGGCCCGCGGGCTACTTCCTCTCCTCCGGCCACACCAGGCCTGATGGGGC 
CCCTGCCCTGGAGAGTCCTCGCATCGAGATAAGCTCGTGCTTGGGCCTGTACCACAACAATAACCAGTTTTTCCACGATGTGGAGGTGGAAGAC 
GTCCTCCCTAGCTCCAAACGGTCCCCCTCCACGGCCACGCTGAGTCTGCCCAGCCTGGAGGCCTACAGAGAGCCCTCGTGCCTGAGCCCGGCCA 
GCAGCCTGTCCTCCCGGAGCTGCAACTCAGAGGCCTCCTCCTACGAGTCCAACTACTCGTACCCGTACGCGTCCCCCCAGACGTGGCCATGGCA 
GTCTCCCTGCGTGTCTCCCAAGACCACGGACCCCGAGGAGGGCTTTCCCCGCGGGCTGGGGGCCTGCACACTGCTGGGTTCCCCGCGGCACTCC 
CCCTCCACCTCGCCCCGCGCCAGCGTCACTGAGGAGAGCTGGCTGGGTGCCCGCTCCTCCAGACCCGCGTCCCCGTGCAACAAGAGGAAGTACA 
GCCTCAACGGCCGGCAGCCGCCCTACTCACCCCACCACTCGCCCACGCCGTCCCCGCACGGCTCCCCGCGGGTCAGCGTGACCGACGACTCGTG 
GTTGGGCAACACCACCCAGTACACCAGCTCGGCCATCGTGGCCGCCATCAACGCGCTGACCACCGACAGCAGCCTGGACCTGGGAGATGGCGTC 
CCTGTCAAGTCCCGCAAGACCACCCTGGAGCAGCCGCCCTCAGTGGCGCTCAAGGTGGAGGCCGTCGGGGAGGACCTGGGCAGCCCCCCGCCCC 
CGGCCGACTTCGCGCCCGAAGACTACTCCTCTTTCCAGCACATCAGGAAGGGCGGCTTCTGCGACCAGTACCTGGCGGTGCCGCAGCACCCCTA 
CCAGTGGGCGAAGCCCAAGGCCCTGTCCCCTACGTCCTACATGAGGTGAGCCGGCAGCGCGGGGCGGGACGGGGAGGCGAGGGGAGGCGCGGGG 
CGGGGCGGAACGCGGGGAGCGGGACGGGGGGCGGCGCGGGGCGGCCGTGTCTGGGGACGAGAGTCAGGACCTGGGTGGGCAGGTGGGCTCCTCG 
TGGAGCTGGGAGGCAGAGTCTGTCCCCATGTCTGCCTGCTCATGCAGACTTTTCCTTGTGCGCCTCGCCTCTGCCTCCGTCTGCGCGTTTCCCA 
TCTGAAGTCTCCAGATCCTCTCGGGCCCTGCTGATGGCCTCGTGTTCGCTCAGTCTCTGCAAACAGCCATTTCAAAGAGGGTGGCCCTGCTGGC 
GGTCAGGGCTTCCACGTGGGAATTCCGGGAGACGCCATCCGCCCCTAAGGAGGGCTCACACACGCGCAGTTTGTTCCTCGGGGAATTGCACGTG 
CGTGGCCCCCCTCGGTGGTTGCCTGCTGCTCCCGCTTCCTCCCCTGCAGTAATTGCCTTCCCTGCCTCGGGTGCAGATGGGACCGCAGCTCAAC 
AGTGCCCCAGAGCACCCAGTCCGCCACGCTTTGGAACAGCACGGCCTCCTGCTCCCCAGAGACGCCGGCTGTGGCATCAGGCTGGGGGAGCTCA 
CGCGCCTTCCTTCTTTGGGTCCCAGGTTGTTGGTTTTTCTTTTTAACCGTGTGAGGGGCTGCTGGAATTCCGCTGGGTCCACTTAACCAGCTTG 
GTGTTTTTATCTCTAACGAAACAGCTTTCCCAGCTGGTGGGCTGTGAGTGGCCCCTGAGAGTGCTTTGTGCTCTGGGATTTTTATGTGAGGCAT 
GAAAACGTCCGTGCAGGAGGTCGAGGGCAGTGCCCCATGGCCCGTGACGTCAGGGCTGCCGCTGTGTCCTCAGGAAGAGGCGTTTGCCACGCGC 

CTCAGGGGGCGAGACCCCGCAGAGCGGAGGGCAGGTGCAGCCCCCATGCCTGCAGGGTGAGGAAGGCAGGCAGTGAGGGTGCTCTGGGAGGACC 
CGTCTCTGCTCTGCAGTCTCAGGCCATGCTTCAGCCATGGCTGGAGCACGCATGGACAGAATTAGAGCTACAAGCAGTAACAAGCCTCCAGGCT 
GGGAACGAACCCACCCAAACCTCTCTGAAGGCTTGTGGCAAAGAAACAGTGTTAGAGCTGACAGTTCTTTGAGCAGCCCCATGGCTGATTCTGC 
CTTTGTACTGGCGTGATACTTAGAATCGTCGTCAGCTGAGGTTTGGAGAGAAAGCAAGGATTACCCCTGATTTTTCTTGACTTGCAGTGGGCGC 
ATTTACCTTTCTATCCCAACTTCTGTTTTTAATACATTAAGGTTTAAAAGGCTGGCGTATTCTAGGTGATCACAACGAGCCTGTGTCAGGACCC 
GGATTGTATTTACAATAAAAATCCCATTCAGTTGGAGGCATTGGGAAAATTTAAGAACTGTTTTTGCCTGCTGTACTATCACTGTTATTGTTTA 
AGTAAAAGTACAAGCGTAGTGGCACTGACTCTCCAGCCCACAGTCATGTACAACGCGCTTGATGGTCTGCAGGCTTACGGACGGTGACAAAGTC 
GTGCATCACCGCGGAACTTCACTGAACTGGCGAGATAAGGGAAGAGTGATGTCATCAAGGTCCCAAGACTGGGAGTTGGCATGAGGAGTGTCGT 
AATGCAGTTGTGAACCTTTGGGTGAACCCCACGTATTTGTTTCCTGGGGCTGCCCTGACAAGGTCCCGCAGACGGGTGGCCTTCATAGCAGGAA 
GGTTTTGTCGCGGGGTCCTGAGACTGGAAGCCGAGATCAGGGGCTGTTCTTTTGGAGGCTGTGAGGGAGCATCTGCCTGACCTGTCTCCCTGGC 

GCTGGGTTGGGGCCACCCTGGTGGCCTCATTTGAACTTGATCGCTCTGTAAAGACCCTCTCTCCAGACACAGCCCCACGCTGGGCAGGACTCCA 
TTATGTGAGTTTGCGGGGAGCACCGTTCGGCTGCCTCAGCCCCGGTCTTACTGTCGCAGTAAAAATGGCAGGCAGCCTTTGAAAGCGCAAGCTC 
GTCCTGGTTCCTTCTTCGTCTCCTGGGCGGCAAGGTGTCCGCAGGGATGTCGTGTTCTGGCAGGCACAGCCCCTCCTGTCCACCTTGGACCTGT 
GTTTGGTGTGGAGGTTGGAAAGCATGGGTGGCTGTTTATTTTTTCCTCTGCTTGGGGGTTTCAGGAAGAATTCCGTGCCCACGTGACCCTGTTA 
GCTTTATCTCCTGGCTGCAGAGCGCCCAGTTAGGTGTGATGCCTGTAACATTTCTGAGTGTTCACACAAACAAAGCTCAGTAAATATGTCCCAA 
ACTCGCTGCTGGGGTTTGCAGTTAACCTTTTCCCACTGTTCTGGTTCCACATCAAAATATGTTTCCTGGTTCCTTGTGCCCTGTTTCCAAGTGA 
CCTCGTCAGCGGGTGCCCTGGGGCAGGTGGAAGCCACGGCAGAGATGAAATGTTAGTTTTTTACCAGCGAGGTGGAGAGGCCAGACTTCCTTCC 
CCAGGAATGCCTCTCCGTCGGTCACATGCAGCAGCTCTGGCAGGCGTGGAAAATGTCACCAGGATCTCAGGCTGCACAACTAGAAAGCTGTATT 
TTTAATGATGTCCAAAGTTTGGGATGGAGAATGCACGACATGCCCATCTTCTCCCCACCGTGGTACAGAACTGCTGCTCCATTAATCCTGTCCC 
TATGCCAGAAGGAGGTTTCTGGTGGAAAGTGTGCTGTGTGCATCCTTCCCAGGGACCGTCTAGGATTGTTGTCCTTTGAGGCCTTTTGTTGCTT 
GTTCAGCACCTGTGGCGCCCAGTGCTATGCAGAGCCTCTGAGAGGCCCACAATGGTCAAAGAACGATACTGAATTCTTGCTGCAATTGAAGCCA 
TGATAATGTTTGTGAAGTTAGTAAGAGTAGGTGATAGAACCTTGATAGTTTTAGAGTTTGGAGCCATTTTAGAGCTCAGCGGAATGATGTGTCT 
ATTGTCAAAGCTTGGGGGGACTGGCACAGGAATCAGAGGCCACCTGCTATACCGCCTAAAAATTAGAATCTTAAGCTGTGAATTCTGGCATCAG 
AAAGGAGTGGTTTTCTTCCCGCCTTGCTTCTTTCCAGGGGTAATGACGGTGATCATAGCAAGTGGCCTCCCAGGGCACCTTTCCGTGTGCTGTT 
GAGGGTGCAACAGGAGGCGTTGCCGGGCTGCGTCTGGAGGAGGCCAGGGCGAGAGTGCACGTTGAAGGCTGTGCGGGTTATTTATAAATAGTGG 
TTCTCAAATGGTAGCTTTTAAAGATTTCATATTGACCGACAGGAACTAAAGTCTACGTGATTGCTTCCTCATTCCTTCATCGTTCGGCCTCCTC 
CACCTGGGCACCTGCCACAGGCCATGTGCGTCCATGTCCAGGTCTGTGTGTGCCGACATCTGCTCTTTGGGCATCAGCCTCTGGAAAGTGTCCC 
TGTCAGAGTCTCCACGTGTCTCACTCTCCGCACCCAGACAGTCTCTGGAGTTGCCTTTGTAGAGGCAAGGTTGTAGGGGAATTGGAAAGGCGGA 
GGTATTTTGACTGAATTTATTGGTAACTTTAACAGCACAATTCTTGAATTCAATTTCTTTTTATTTTATTTATTTATTTTTTTTGAGATGGAGT 
GTCGCTCTGTCACCCAGACTGGAGTGCAGTGGCACAATCTCGGCTCACTGCAAGCTTTGCCTCCTGGGTTCACGCCATTCTCCTGACTCAGCCT 
CCCAAGTAGCTGGGCCTACAGGCGCCCACCACCGCGCCCGGCTATTTTTTTGTATTTTTAGTAGAGATGGGGTTTCACCATGTTAGCCAGGATG 
GTCTCGATCTCCTGACCTCGTGATCCACCCGCCTCGGCCTCCCAAAGTGCTGGGATTACAGGCATGAGCCACCGCGGCCAGGCCTTGAATTCAA 
TTTCTACACATGAAACATTGGCTCTTAGAACTGAATGTTTAAAAAGAATTTCTAAGGAGTGAGGTAAAGAAAAAGAATTCCTAAGGGGCGAGAT 
AGGCTAATAAACAATGTTTACTTAGAGTCCGCTTGGTTTCAATGATCAGAAATAGCCGCTAGGTTGGTGCAATAACGTATATTCAAATCTCTTG 
GCCAGGCGCAGTGGCTCACGCCTGTAATCCCAGCACTTTGGGAGGCCGAGGCAGGTGGATCAGCTGAGGTCAGGAGTTCAAGACCAGGCTGGCC 
AAATTGGCGAAACCCCATCTCTATTAAAAGTACACAAATTAGCTGGGCATGGTGGCGGGCGCCTGTAATCCCAGCTAGTCAGAAGGCTGAGGCA 
GGCGAATCATTTGAACCCAGGAGGCGGAGGTTGCAGTGAGCTGAGGTCGTGCCACTGCACTCCAGCCTGGGCGAGAGGAGCGAGACTCCGTCTC 
CAAACAAACAAAAAAACCCTGTTTATTTCAGACATTAAGTTTTGGGCTGCAATATTGAAGATTTTAGCATATCGGTCACTTTTCTGCTATGCAT 
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TGAATGCCCTTTGCTCTTGTGGCTCTGGTACCTGAGGGGTTCGGGCGCCGGCAGTGTTGGGGGAACAGTGCAGGCTTTTGACAGCTCCCAGGTC 
CTGTAGTGGGGCCATCTCTGGGCTGTGGAGCCAGACTGTCCGCGGGCGCTGGTGGGCCCTTTGGGGTGATGGTGAACATAGTCTCTAAGGCGTT 
GTACCGAACCCCAGCATAGCGAGACGTGTAAGGTGGTAGCCGTGGGGTCTTCCCCGAGCTTCCCGGTGCCATCACCTCCTGGGAAGACGGATAG 



AAGCCCCTCCGTTTCTGGGGAGGGAAGCCCCCCAACAACCCACAGCCAGCCTCGAAGCCACGTCGCCCTGGCTCTGGTTCCCGCTAACCCTTGC 
TGGGGAGTCCCCCGCACAACCTGTCCTGCTGTTTCCTGCTGTTTCTGGAGCTAGACAAGCCTCAGCTGGCCTCCTGGCTCCCGGCATGGGTGTC 
AGGCCCTGGGGAGTCTCCAGTCCCTCCTGTGGGTACTGGGCTGGGCTGGCTCTGAAGGGTCTTGAAGAACGTGGCTGTGTGCCTCCCTGGCATT 
CGCGGTGGTGGCTCTGGAGCTTGCGTTTGGCTGAGCAGGCCAGCAGGTGACTCGCGCAAGCCAGACGGTCCCCAGGAAGCCCTCAGGTGTGGTG 
GGAGATGGGAGATGGGCTATGGTGGGAGATGGGCTGTGGCGGGAGATGGGCTGTGGCGGGAGATGGGCTGTGGCGGGAGATGGGCTGTGGTGGG 
AGATGGGAGATGGGGTGTGGTGGGAGATGGGAGATGGGCTGTGGTGGGAGATGGGCTGTGGTGGGAGATGGGAGATGGGCTGTGGTGGGAGATG 

NNNNNNNNNN^^ 

NNHATGGGCTGTGGTGGGAGATGGGAGATGGGCTATACCAGGAGATGGGCTGTGGCGGGAGATGGGCTATGGCTGGGCCTGTCCTCTGTGGTGC 
TGTGGATGCGTCCTATTCAGGAGCTGCCTACCAAGTTTCATTGCGATGTTGGAATCTGTCCTTGGTCCCTGCCACCATGGGGTGGGTGGAGCCC 
CCAGCACCCTGCCTTCTTCCTCCCCTTCCTGTGGGTCTGCAGGGCTCGGGGTGTTGATGGAGACTGTGGGGGTCGGGGGAGCCAGCAGTTTCGT 
TGTGTGATGGCAGGAAGAATCCGCGTGCTGCCCCACCATGCCTTGCGACGCTCTGTGGTAGGGAGCTGTCGGGTCACAGTCAGGCGCTTAACGG 
CCACCCGACTGTGGACGCAGCTGAGGCCATTTGTCCAGGGTGGCCTAGTCACAACCAACAGAACTGGAGTCTGCCATGATGAGCAGACCCCGCA 
ACCTACACTCCAGACTCCACCGGTGCTGGGACCCCGAGTCCCAGGAGACCTGGCGAGCTCAGCCCTCTTGTCACAAGGCCTGTACGGGGTGGGG 
GCACGTGTCACGGGGACCCTCGGCCCAGACTGGCCTTCTGCTCTCGTCACCAAGATGTGGAGCCTTCTGGGGTCAGAGCCCAGTCGAGGGGCTT 
TACGCAGCCTGTGGTGTCCTTGGAGCCACAGCTCCCTGGAGAAGGCACTGCGTCTGCCAGCCTCCGCTGGTGAGGGGCTCAGAGTTGAGAAGAT 
CATGCCTCCTGATTGCACGAGCACCCTGGTCTTGGCTCATTTGGTCCTTCTTGAGCCGCTTCGGTAGGATTTGGCAGCCCACGGTTTTCTGCCT 
GCGTTGTTTAGTTTGTTTCTGCTGTTATGGAGTTCACAGCTGACACTTGGAGGGCGGGGTTTGCAACACCAGTTTCTGATGGGAAGGACTGGTG 
TGAGGGTGTGAGGAGGCTGCGGAGGCCGAGGGCCTGTGCGTTCTCCCAGGCGTGTGTGGAAGGGCTGGGGCATGTTCTCCCTGGTCCTTCTCAA 
TGTTACTCTGTCCATGTCTGTTGTTAGCCATGAGGAGGAGAAGGCACTCTGTTCCTGGAAAGGAGAAAACAACGTGGCTTTTTGCTCAGATATT 
TTTTTTTGAGCCAGGGTCTTGCTCTGTTGTCCAGGCTGGAGTGCAGGGTGTCATCACAGCTTACTGCAGCCTCGACCTCCTGGGCTCAGGTGAC 
CCTCCCACCTCAGCCTGCCGAGTAGCTGGGACCACAGACGTGCGGCACCACACCTGGCTAATTGTTTAAGTTTTGTGGAGACAGAGTCTTGCCG 
TGTTGTCCAGGGGTGATCTGGAACTCCTGGCGTGAAGCAGTCCTCCCGACCTGTCCTCTCAAAGTGCTGGCATTGCAGGTGTGAGCCAGAGTTT 
TACAGTCAGATCATGGAGATCTGAAATGTTGCGCCATCTCACCGAAGACCGAGTGCCCGGGAGCCCCCCTAGGAGGGTCAGAAGCTGCCCGGGA 
GGCCCCTAGGAGGGTCAGAACCTGCCCGGGAGCCCGCCTAGGAGGGCCGGCACCTGCCTGCCCGGGAGCCCCCCTAGGAGGGCCGGCACCTGCC 
TGCCCGGGAGCCCCCCTAGGAGGGCCGGCACCTGCCTGCCCGGGAGCCCCCCTAGGAGGGTCAGAAGCTGCCTGGTTAGCTCAGATGCCCCCGT 
GGAGACAGCGTGAGGGCGGCAGGGAGCTGGAAACCTTCCGAGGTTCCCAATTTTGAGATTTCCTAAGCTGCCTGTGGTCCAGCTGGGAGGAAGT 
GTCTGGTCCTGATGTGCGTCGGTGACCACAGACAAAACAGGATTTGCTCCTGCGGCAACGTTGGCTTTTGAGCAGCGGGATAGGTGGGCCTGGT 
GGTAGGTGCTTCGGCAGCCGGGCAGCCGCAGGGACTTCCTCCCTCGGGATTAAACCTGAGTCGGGAGTTGGAGGGCAACAGTTATTCACATTCA 

AGAACATCTCTGGAAGCTGGGTTAGACGCACAGGGCTTAGTCGGCTTTGGGGAGAGACAGTAGTTGTAAAGGCCACACCGGACGCCGTGTGCAC 
CTCCCAAGGTTTCCCATGTGAGACCATGTGGCCTGCATGCTGCGTTCCATCAGCACTGGGCTGTGCGACAGATGTGTTTCCAGGCGAGGTTGCT 
GCAGAGGGGAAGAGGGGGACGTGTTTGCAGGCGACGTCGCTGCAGAGAGGAAGAGGGGGACGCGTTTCCAGGTGACGTCGCTGCAGAGAGGAAG 
AGGGGGACACGTTTCCAGGCGACGTCGCTGCAGAGAGGAAGAGGGGGACGCGTTTCCAGGCGACGTCGCTGCAGAGAGGAAGAGGGGGACACGT 
TTCCAGGTGACGTCGCTGCAGAGAGGAAGGAGGGTCGCGTTTCCAGGCGAGGTCGCTGCAGAGGGGAAGAGGGGGACGCCTTTCCAGGTGACTT 
CGCTGCAGAGAGGAAGAGGGGGACGCCTTTCCAGGTGACTTCGCTGCAGAGAGGAAGAGGCAGACGCATTTCCAGGCGAGGTCACTGCAAAGAG 
GAAGAGGGGGATGCGTTTCCAGGTGACATCGCTACAGACAGGAAGAGGGGGATGCGTTTCCGGGAGACGTCGCTGCAGAGGGGAAGAGGTGGAT 
GCGTTTCCAGGCAAGGTCGCTGCAGAGAGGAAGAGGGGGTCGCATTTCCAGGCAGCATGGCTGCAGAGAGGAAGAGGAGGACGTGTTTCCAGGC 
GACGTTGCTGCAGAGAGGAAGAGGAGGACGCGTTTCCAGGCGATGTCGTTGCAGAGGGCAAGAGGGGAACGCGTTTCCAGGTGACGTCGCTGCA 
GAGGGGAAGAGGCGG ATGCGTTT C CAGGTGAC ATTGCTGC AG AG AGG AAG AGGAAGATG CTTTT CCAGG CGACGTTGCTG CAG AGAGGAAG AGG 
GTGGGACGCATTTCCAGGAGACGTCGCTGAAGAGGGGAAGAGGGAGGCCCCTCCAGCAGGGCCACCTAGATGTTTGCTTTGCCCCGCGTGGAGT 
CATATTCCAGGAACCCCCGAACCCACCTGCAGCTTGATTCTGCTCCTCAGGGCCAGAGGTTCTAGTTTATGGGAGGAGTGTTTTCTCACTGGAA 
ACATGGAGCCCACACACACTTCTACGCTGGAAGCCGTGATGTGTGTCAGGAACGTGTTCTGATGTTGGTGTGCAAAATCAGTATTGTGCCTTTG 
TCCCCTCTGAGCCCCATCACGGCAGTTCTGAGGCTTGTGGGGCACCCCAGCTCCTCTCCCTCTGCACAGGCCACTGTTCCCAGAACTCGAGGGT 
TGCCTGACACCAAGATGACATGTGGCACAGACCTGGAATCACGAGGAAATGCCCGTCCTCCTCCCACGGGCAGACAGGTCGAGTGTGTTTCCAG 
AGACCGGGCCGTCCGTGGGGCAGTAGCGCCTGGATGACGTCTGCTTTCGCCTGGAGCCCTGGCTGCAAGGGGCGGTGCCGGGCAAGGGCCACCC 
CAGGGGTCTGGGAGTGCAGTGTCGGGCCTGTGGAGGTGGAGAGCAGGGATCAGCCTCTTTTTGTGGATGAGGAAATGGAGACACGTGGAAACTT 
GTGGTAAGAAGCTGTCAAGCCTCCAGGTTTCGGTTCTGGACAGGTGCGGGGCAGGTATTGGAGCACTTTGGGCTCTGAGGTCCACGTGGCCCAG 
CGGGCTCCAGGAGTCAGCTGCAAGGCGGAGTCCCTGTCCACAAGCTGCGTTGCAGGCACAGAGACCAGGAGAGGGCTGTGAAGCAACTCTGTGT 
TTACTGGGCTGAAGCAGCAGCTCTTGGCAGTGCCGCCACCATGGGCTGTGTCCTGTCCCCGTGGCGACATCACAGCTGAGCGCGAAGCTGGAAG 
CTTGGGCACGTCTTGGTGCTGGGTCTTCTCCGACCCCGAGGGCCAAGGGTGCTCTGTAGCTCCAGGCGTCAGAGTCTGAGCATCCTTTGTTTTG 
GCAACATCCAGGACAGGAGTCTTTGGAGAGTAACACATCCTTATTTTGAAAGAGCCCTTTAGGTGATTTGAGAAACCGCTGTATTTGTTGTAGC 
TCCAAGTATTACCCGTGAATCACCTAGGCTGCTCTTCAGTGAACATCCAGAATGCCGTCAGTTCTTGTGAAACCCCCAAGTTTCCCGTAGGTCC 
AAGCTGAGAAGATTGAGTGAACTCTGAGAGCTGAGCCGGGCCGTCTTGGCACCACTAGAAACGGAATCAGTTCCATGACTGATCTGTGCCCCAC 
CCCACATTAACTTGTGCAATATGACATTTCTGGTTTTGGTTTTTGTTTTATAAGCCATGCATGGCAAGTGCAGTCGGAGGCCCCCCACTGCCAA 
AACTTCCTGTGAGTAATAATGACAGATGGGCCCTGACCCTGGAGACGTCTGAGAAGGTGTTTGGGGTCCGAGAAGAGTCCGCGTGTGCAGTGAC 
TGGAACCTGTCCCTGGTGTGAACTTGGGGATGAGTGGGTGACGGGGGTGGTGGGGGCCTGGGGCACTTCCCCGCCCTCCGGACCACACTGTTGC 
TCTC C AGC C ACG AGAAGATG CAG CGGCCC C CGGCTG C AGCAG CTACTGTC C CGG AGGG CAGGGGAGTGAGGGAGAGGGAGGGTGTACGG CATGG 
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GGCCTGCTGCCTGGGGCGCTGGGATCCCACAGCGAGGCCCTGTTCCCACTGCCCAGGGGCACTGAGATCCCACAGGGAGGCCCGGTTCCCACTG 
AGCTTGGGTTCCCAACGGGCTCCTTTTGCTTCCCAAGCACCCTCTCCCACCCTTGAGCTGCAAGGAATGTTTCAGAGCCATGGAAGGTGCTTTC 
TCCCATCTGTAGTTTTTCTGGGAGGGAGAAAGGCTGACATCGGGGGCTTTGTAGAAAGCGTGCTCTGGCCCACACGTTAACATTTGGGAGGAGG 
CCTACAGGGAGCTGTCGGCTCTGGGCGAGGGCTGGGGGCTGCCTCGGGGGCGGGGGTTCAGGGTCTTGAGCTCAGCTTCTCACCCATCCGGGGC 
AGGGCAGGGCAGATAGAGGGGTGGGGAGAGTGTTGGGGGCTGCTGGGCCTGGGATGGCAGGGCCTGTGTCCAAAGCTGTTGTGAGGCTCACGAG 
ATACAGGGGTGGACCTGGGAGGGTTGGGGCGCGTACAGAGGGGATGACTTCGATTTTTCCAAAGAACAGGGAAGGGTCTGTGTCCTGGTCGTAC 
TCCAATCCCGTGTGGTGGAGCCACGGGACGCCATCAGTTTTTATGAAATCCCCAAATGTGTCCTTTAAAACAAAACCTCTGCACTCCGGCCTCA 
CAGCCCAGATCCCGCGCGCTCCCGGTCTGTGGCTTTGACTTTGGTTTGAGTTCCTGGGCTGGGCTTACCTGGCTGGCAGGGCCGCAGCTGTGGC 
ACTCCCTGTCTGGGGACGGAGGCTGCCCATGCACCCGGCTGTCCACCTTCTTCCCAAAGGCGGCGTCCTGGGCTCCCTCCCATGCGGACCCGGG 
ATCCACTTGCCCAGCCTTGGGGAGGACAGATGGGGACAGCAGATCCTGCCCCAGGGTCATTGCCCGTGGCCACATCGGTCCTGGGAACTGTGGG 
TAGGCCATGGGCCGCTGGTGCCTGCACCACTGTCCTGGTGGAAGGGGCTGGACCTGGGACTGCCTGGGACAAGAGGCCAAGGCACAGATGGCTG 
CAGGGGCTGCCCCTGCATCGTGAGCCTCACCCGGCGGGCAGGAGGGCCGGGCTGGGTGTCCCCATCTTTCTGTTCCCACCCTGGCCCCAGTCAC 
CTGCTTCTCATCCACCGATTCCATCTTTCCTGCTGGCTTGTGAGGCCCGTGCCCTCCTCTGGGCCGCCTTCCCTCCCATGGGCACAGAGCTTGG 
GTCCCACGTGGAGAGGAGGGCCTGCCCGCAGCCTCAGAGTCAGGGGGCCTTGGCTTCAGGGAGGGTTGGACGGGAGCCAGCCCATTGGACAGTA 
GCCCGGGGCCTCTGGGTGACCCTCCAGGGTGGGACAGCAGTGGTCCCAGGCCCCCCTCTGACTCCTGAAATCCTAAGGTTGCCCGGGCCGCCGA 
GCCCTCCGTCCACTCCCCGGCCTGCTGGGCAGGATTTTGTGAAAGGCCTTGTCTTGGGTCGTGGAAGAAAACGACGTGGTCTGTGGGGTCATCG 
CTGGGGCAGGCTGTGGGAGGGTGAAGGCTGCGTGCAGCGGCCAGGCCCAGCCAGAGGTCGGGAATCATGTCGGGGGTGACGCACAGATGCCGCC 
GCACTATCACCGAGAAACGCGGCGTGTGCGGGCCCACCTGGCCTCTTTAGGGCGGGCTCCGGGCTGCCCTCCAGGAAGGCCGACCTCTCCTGGG 
CGGGCAAAACTTTCTCAGGGCCGAGTTCTGCCGGCACAGGTCAGGGGGCAAAGCTGGCCTCCGAGGAGCCTGTGACCGCTGGCCAGTGTGTGGT 
CTTGGGGCAGCTCCAGACACACAAGCCCAGAAGACCCAGAGGCTGCCTCACGTCGGAGAAATGCGCTGATCGTCTCTCTCTCTCTTTGTCTCTC 
CATCTCTGTCTCTCTCCGTCTCTGTCTGTCTCTCCATCTCTGTCTCCCTGTCTGTCTCTCTGTCTCTGTCTCTCTCTGTCTCTGTCTCTCCATC 
TCTTTCTCTGTCTCTCTCTGTCTCTCCGTCTGTCTCTCTGTCTCTCCGTCTGTCTCTCTGTCTCTCTTTCCGTCTCTGTGTCTCCATCTCTGTC 
TCTGTCCCTGTCTCTGTCTCTCTGTGTTTCTCTGTGTCTGTCTGTGTCTCTCTCCGTCTCTGTGTGTGTCTGTCCCTGTCTCTGTTTCTCTGTC 
TCTCTCTGTCTCTCTGTCTCTGACTCTCTGTGTCTGTCTGTCTCTGTCTCTCTGTCTCTCTCCATCTCTGTCTCTGTTTCTCTGTCTCTCTCTG 

tctctcc^tctctgtctctttctccaVctctgtxtg^ccatttctctgtcgctctgtctctctgtgtctgtctctgtctctgcctctctgtgtc 

TGTTTCTCTCTCTGTTTCTCTCTCTGTCTCTCCATCTCTGTCTCTCCATCTCTCTGTCTCTGTCGCTCTGTCTCTCTCTGTCTCTGCCTCTGTG 
TGTCTCTCTCCGTCTCTGTCTCTCCATCTGTCTGTCTGTCTCTGTCTCTCTGTTTCTCTCCCTGTCTCTGTCTCTCTGTTTCTCTCCCTGTCTC 
TGTCTCTCTGTTTGTCTCCCTGTCTCTGTCTCTCTCTCTGTCTGTCTTTCTTTCTCACTCTCTTTCTCTTTTAACTAAGGGAAAAGCCGTCACA 
CAACCAAATGGCCATGAGGCCCGCGGCTGCCGGGTGAGGAGGGCTGCGGGAGGACCGTGAAACCCTCGCCCTCCTGAAGCTGCTCCTGTGGAGT 
CCTGTGGGCGGGTGTGGCCCTGCCGAGTTCAGAGTCTGTCGGTTCGTCTGTCTGGAAACTGCAGGAGTCATGAGCAGCCTTCACGGTTTTCACC 
TAAGGAATGAGCACGTGCGGGCTTTAACCCTCGGAAAATCAGAATTAAAGGATTTTACCCAAACCAGTTAAACAAAGGAACTGCCTCTGCTCTG 
GGCTTCTGCTGCCGAGGGCGCGATTCCGGGATTCTCATCGTTCACCGGCGGAGTCGGGGCGACTCATGAGGAGAGTGTTTTCAGATGCTGGGGA 
CGTGGCCTTTCTAAGGGAGAGGGACATGGCAGGGCCTCAGGCTCAGCTGTTTGGAAACTGAAGCCCATTCACCAGGTGGGCGGGGGAGGAGCTG 
GGCAGAGGTTGAGACACAAGACCTGAGAGCAGAGCAAAGT'TTCTCATTTTTTTGGTTGTACAAATAACAAACACCGTTCACTGTAGAAGAGTTT 
TAAACACAGATAAACCACGATAAATGAGTGCTGCACCAGCGTGGCAGCTCACACCTGGAATCCCAGCGCTTTGGGAGGCCGAGGCACCAGGATC 
GCTGGAGCCCAGGAGTTTGAGACCGCCCTGGGCAACATGGAGAGACCCCATCTCTACAGAAAATATAACAATTAGCCAGGTGTGGTGGTGCGCC 
TGTGGTCCCAGCTGCTCGGGAGGCTGAGGTGGGAGGATCCCGTGAGGCCACTGCACTCTAGCCTGGGTGACAGAGCGAGACCCTGTCTCAGAAA 
AAAGAATTCGATAATCCTGCGATTGAGAATCAGACAGTGATCATTTCAGGATATGTCTTTTTTTTTTTTTCCTCCCCCTCTGTCCCAGCGCAGA 
CGGCATCTCTGTCGCGAGGTTTCGGCTGAAAAAAAATCCCTCACGCCCTTCCCAGGCGAGGGAGACACAGGTTCAGGGGCATGAACGGCTCCTC 
CCGTGGAAAGGACTGTGTGGCCGGCTCCCCAGGCCACGGGGGCCACTGTCCTCCATGCCACGTCCCATGCCGCTTCCACCGCAGCGTGAGGACA 
GCAGGACCTGAGCCACGAGCCACACTGCTGTGGGACCCGTGTCGGGACTCGCAGGGCCTGGCAGGTGTTTCCATTTGACCTGTGGGCTCACACT 
CGGCAGTTCTGGGCCCCCTGGTGTCCACCTCCATGGGAGCACCGTCCCCGGACCCCCAGAGGGGCGGCAAACACAGGAGTGCTGGGGAGTGTTG 
CCGGGGCGGGAAGCCCGGACCCCCCTGTGACTCAGCTGCAGCCTCTCTGGGTGTTGCTGCGGGTGTGGAGGTTGCATCTGGCTCAGTGAGAAGC 
ATTTTTAAACTTGATTCTGCAGCCACTGCAGATTCGCGGGAAGCTGGGGGGAGGCAATGCCCCACCCGGCCCCCGGGGCTGCCCCATAGCAGCC 
ACCATGCCCTGGCCCCAGGCCCCAGGAGGAGGATCCTGCCGGGAGCGCCTTGCATTTTGCCTAGGACCTTCTTAACTCTCCAGACTCATCAGGG 
AAGCTCTGCAGGAGCTCAGGATAAACAGGTCCTTGGCTTGAAGCCTGCCGGCATGGGTTGGGAATGGTGGGGGCTCCATGTCTGCAGCAGCCAC 
GGCAGAAGCTGTGGCCACATGAGCTGGGCTCTGGGTGCGGCTGTGGCCATTGAGGAGGGAGCATGTCCCGGGTTCTTAGGTTAAGTGCGTCTTG 
GCAGGGGGGCCCGGGGCTGCAGCCCTTCGTGTACCCACGTGTCCGATGTCTCTGTGCCATGCCGTGACGTTGTCCTTCACGTAAAGTTTTGAAG 
ACCCACGTCCCATTGTCTGTGAAATCACAAGGTTTTACTTTATGGACTGTGTGGAATGGACCCAGGGAAGGGGGACCAGTATATGCCCAATTTG 
CCAGCATGTGCAACAGTGAACTTGCCTGGACAGCTGGCCTTGGTGTGGCAGTGGGTGCTGTACGGCTGGCCTCTGTGCAGTGGGTTGGGGGGAG 
CTGGATGGCTGGCCTCTGTGCGGTGGGTGGGGGGGAGCTGGACGGCTGGCCTCTGTGCGGTGGGTGGGGGCTGTACCACTGGCCTCTGTGCGGT 
GGGTCGGGGGAAGCTGGACGGCTGGGCTCTGTGCAGTGGGTGGGGGGAGCTGGACGGCTGGCCTCTGTGCAGTGGGTCGGGGGGAGGTGGATGG 
CTGGCCTCTGTGCAGCGGGTGGGGGAGAGCTGGACAGCTGGCCTCTGTGCGGTGGAGGCTGGACGGCTGGCCTCTGTGTGGTGTGGGGGGTGGA 
TGGCTGGCCTCTGTGCAGTGGGTGGGGTTGGGGGGGTGCTGGACGGCTGGCCTCTGTGCAGTGGGTGGGGGGGTGCTGGACGGCTGGTCTTTGT 
GCAGTGAGGGGGCTGGACAACTGCCCTCTGTGCAGGGGTCGGGGGGAGCTGGATGGCTGGCCTCTGTGGGGTGGGTGTAGGGGGAGCTGGACGG 
CTGGCCTCTGTGCAGTGAGTCGGGGAGGGGGGTGGCTAGACAGGTGGCCTCTGTGTGGTGGCAGGGCTGGACAGCTGGCCTCTGTGCAGTGGGT 
GGCGGGGGGGTGCTGGACGGCTGGCCTCTATGTAGTCGGGGAGGCTGGATGACTGGCCTCTGTGCAGTGGGGGCAGGCGCTGGATGACTGGCCT 
CTATGCAGTGGGTCGGGGGGCCTGGACAGCTGGCCTCTGTGCGGTGGGTTGGGGGGGCCTGGACGTCTGGCTTCTGTGCGGTGCGGGGGCCGGC 
CTCGGGCCGGTGGGCAGGCTGGAAGGTCAGCCAGGGCCTGTGGTGTCTTTAGTGAGAAACAGGAAATAAATCAAGGGGATGTTGTAGAAGTTTT 
ACCGCTGCTGGTTTAGAAGTGTTTGTTTTTATTATTTGTATATAATGTGTTGTTTTCAGTGTTGCACTGGTGTTTTTAACTATCGTGTAAAGAT 
GCAAACAGCAGGCCAGAAAACTGCCTTGATATATCACATTGGCAAAGACCAAGCGCACCCCGGACCCTAGTGGGTGAGCCGGACCCATTGGCAG 
TGGCCTTTGTGGTGCCTCGAGGGAGCCTCACGATGCTCACGCCTCTGACCAGTGGTTCTGCGCTCAGGGCATGACCGGAGATGTGGTCTGGGAG 
TTGGTTGTGTGGATGTTTGCGTTGCCAGGGTTTACAACAACAGAGGGGAACAGCCCACAGCCCAGCAGTACAATGAGGATGGTCCTTGTGATAA 
ATGGGATGCTGTGATTAGATTGTTTCTGAATAAGCTAAAATGCTCAAAATGTGATCTTTCTTTTATAAAAAGGCCAGGTATGGTGATACGTGCC 
TGTAACCCCAGCACTTTGGGAGGCTGAGGTGGGAGGATCCCTTGAGCCCAGGAGTTGGAGAATGCAGTGAGCTGTGATCACAGCGTCTAGGCTA 
GGCAGCAGAGGGAGACCTTGTTCTAAGAAATAAAAAGAGAAAAAGAAAAGACAAAGTACCAAATTATGTGTCTCATTTTCTTAAGATGTATCAT 
TTTGTAAAAATGTTTATAGAAATACACCCAGTGGGCTGGGCACAGTGGCTCACGCCTGTAATCCCAGCACTTTGGGAGGGTGAAGCGGGCGGAT 
CACCTGAGGTCAGGAGTTCGAGACCAGCCTGGCCAACATGGTGAAACTGTGTCTCTACTAAAAATACAAAAAATTAGCCGGTGTGGTGGTGGGC 
ACCTGTACTCGCAGCTACTCTGGAGGCTGAGGGAGGAGCATTGCTTGAAGCTGGGAGGCGGAGGCTGCAGTGAGCCGAGATGGCTCCACTGCAC 
TCCAGCCTGGGCCACAGAGCGGGACTCCGTCTCAAAAAAAAAAAAAAAAAAAATGGAGAGAGAGAGAAACAGAGAAAAACACCCTTTGGCTCTG 
TGGGCGTCGGTCACCGTCCAGACCGGGTGGACGTTCGTCGGTCACCATCCAGACCAGGTGGATGTTGGATGCAAATTTCACCCGAGCTTTTTTT 
TTTATTTTTTCAGTTGTGTTGAGTGTCACTTTTTTAAAAAATTGACTTATGTTGAAGATGAGTTTGAAGTTGTTGGAATTATCTCAGTCCTGAG 
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CTTAGGGCTTCAGCAAGCGAGTTGCCGTTCCGGGGGATGGGCTGGTCAGAGACCCCCGACTGAAGCACGCCTGCCCGAGGCTGCCCCAGGCGTC 
GTCCCCCAGAAGGAAGCACGCGGAGTGGAGTGGGGTGGAGAGCAGGCAGCAGCGGTCCCGTGTCCGCAGCAGTGCAGGCTCCTTTCCCGCTCAT 
TTGGGCTCTTTTGTCTGAACCAGAGACACAGATTTGTAGAGCTGCCAAATTGATGCTGAAAATTTCTAACCAAAACCAATCATCTTAATTGTCT 
GG ATTATG AT ATTTATTTTGTAAAC C ATTCTTGCTGTAAGCCATG C ACAC ACTGTGTCACTAAAT CTG C AAATGATTC C AGAGC C AAATGCAGT 
CCTGCACCGCGGCGTCGGGTCAACGGCGGACTTCACCTATGAGGGTTCTCGTGAGATCGTGAGAGCGTAGTTTTACTGCATCTTTTCCATGTTT 
AAATGTGTTTAGATTCACAAACTGTGACCGCTGTGGGGCAGTCACCCACGGTGTTCAGTGCAGCCACATGCCGTGCAGACGTGTACTGGGGAGC 
CGTGGGCCACGCCACGTGGCTAGGGTGTGCACTGGACACACCGAGTCGGTTCACACGAGTTCCCACGACGACAAAATGGCCTAAGGACGCGTTT 
TTCAGAATGTGTC CTTGT C ATAAAGTG ACACGTGGCTG CGTTTAC ACAAACTTATT CTTATGTAATAGTC AGCTGC AGAGTGGTTT AGACTG C C 
TTATCTTTAGGAAATGTGTCTGCCTTTAACCAGACCAGCGGTGGGGGGAGGCGGCTTTTCTTTTCTTCTTTCCTCCTCTCTCCTCTCTCTCGGT 

TCTCACTCTGTTGCCCAGGCTGGATTGCAGTGGTGCAATTTCGGCTCACTGCAGCCTCCGCCTCCCAGGTTCAAGCAATTCTCCTGCTTCACCC 
TCCCAAGTGGCTAGGATTACAGGCACTCGCCACCATGCCCAGCTAATTTTTGTATTTTTAGTGGAGACGGGGTTTCACCCTGTTGGCCAGGATG 
GTCTTGGTCTCCTGACCTCAGGTGATCTGTCTGCCTCGGCCTCCCAAAGTGCTGGGATTACAGGCATGAGCCACCACGCCCGGCCATGAATTTT 

TGCCTGCCTGTCCAGGAGCAGGTGTGGCCACTGCAGAGGGGCCCTTCATTGCCCAGCCCTGCAGGTGCCCCCTCTCCCTTCCCCAGAAACTCAC 
AGCTGGCCGCGAGCTCTGTGCAGAGAAGTCTTTCTCTGGAGGCTCTTGTCCTTCCTGTGTGGAGGCCTGGGTCCAGCCGCCTTTCCTTCTGCCT 
GGCAGCGTTAGCTGATACTGGGTGTCCATGCTGATCACCTCACGTGGGAAACAGCTCTGACAGTACAGCCCATGAAGCTGCGTCTTGGAGATTC 
CTCTGTCAGGGAAGCTGTCGTGGCTGAGTTGGGGTCCAGCAGGCACCCGCAGGGCCCAAAACCCCACAGAGCGGAGGTGGGTGGTGAGCCTGCC 
AGGTGCATCTTTGGATAAATCCATTTCTGAGTTTTCAAATTACTATGAAGCTTCCAATGTCACAAAATATGTAGTCTTGTTCTTGCTAAGGAAC 
ATTTTAGGTGTTTGTATTTTTAAAAATTACGTAGTTGATTCCATTCAAGCTGCCTCCTGGGCTTTTTCCTCTTTAAACGAGTCTTCTATTCTGC 
CCATCGTTTTTAGTTTGTTTGTTTTGAGACAGAGTCTTGCCCTGTCGCCCAGGCTGAAGCACATGCGATCTTGGCTCACTGGCATCTCAACCTC 
CCCTGGCTCAGGCGATCCTCCCCGCTCAGCCTCCTGTGTGGCTGGGATCCTCCCCAGTCAGCCTCCTGTGTGGCTGGGATCACAGATGTGCACC 
ACCACGTCCTGCTCATGTTTTTATTTTTTGTTTCGTAGAGATGGGGTCTGTCCATGTTGCCCAGGCTGGTCTCGAACTCCTGAGCTCAAGTGAT 
CTGTTCCCCTTGGCCTCCCAAAGTTTTGGGATTACAGGCATGAGCCACTGCGAGTGGCCTTGTTTTTGTTGTTGTTTGTTGTTTTTTTTTAGAT 
GGAGTCTCGCTCTGTCGCCAAGGCTGGAGTGCAGTGGCGCGATCTCGGCTCACTGCAACCTCCTGCTCTTCGGTATAAGCAATTCTCCTCCCTC 
AGCCTCTCGAGTAGCTGGGACTACAGGCCTCCGCCACCACGCCCGGCTAATTTTTGTATTTTTAGTAGAGAGAGGGTTTCACCATGTTGGCCAG 
GATGGTCTCAATCTCCTGACCTTGTGATCCACCCGCCTCGGGCTCCCCGAGTGCTGGGGTTAGAGGGGTGAGCCACCATGCCCGGCCCTTGTTT 
TGTTTTTAAGTCACTTTGGGTTCACAGTGTGTCCTGAGGTGTGGGGGGCTTCGGGGGGCTCGGGAGGCAGTTTCCTTTAACTTGCAGATGCCCC 
TGCTCTGCGACTGCATCGCATGGAACCTGCCCTTCTCGAGAAGCTGCCCCGCATGTCCCATGTCTGTGGGGCTTGTACTTAAAACTGACGTAGA 
ATGATGGTCAGCAGCTCTAGGCAATAATTGAGTCCTGGCCAGAGGGGCTGGTTCTGAAGATGGGGGAGTCACAGGCCCTGTGTGGAGGGTGACC 
TCAGGAGCCCCGGCCCACGGTGCTCGGGGTGAGCCTGTGTGGTGAGGACAGTCGGCGGGCCCTGGGTCTCTGCCCACACGGAGGTGAGGACGGT 
CGGCGGGCCCTGGGTCTCTGGCCACATAGCGGTGAGGACAGCCGTTGGGCCCTGGACTGCCTCTGCCCACGCAGGGTCTTGCACCTGATCTGAT 
GAGCAGTGCTGGTCCAGGGAGGGTCCCACCGCATCCTCCGCCTGCCTTGGCCCCTGCAGTAGGCAGTGCTGGGGAGACAGACTGAGCGGGAGAG 
GAGGCTGGGCCGGGGCTGCAGGGGCCACAGAGCCTTGGCCCTCCCAGAAACGGACTCTGATGGCAGAGGCGCCGGCCTCTTGCACAGGGTGGAA 
GGTGGTGCCTGCGTGGATGGTGGTGCACCGGGGCAGGCCACCCCCTAGATGCAAGAACCCCTTGGGTGCACCGTGTGGCCCCCAGGAGTGTTGA 
GACAGTCTGCCTGGGCCTCCTACAGAACACAGTTGGGAAGACACGCGGAGGGCACGGGCAGGACCTCACCTTAGCCTTTCACACCAAACATTCA 
TCTCCTGAAAAGACAGGGGCCGTGGGGCCCCCAGCTGGGCTGTAGGCTCTGAGGACAGCCCCAGCACCTGTCAGCCGCCAGGTCATGCAGCTCG 
TGTCCCTCTGTGCAAAGTAACCGAACAGCCTCCCACAGCCCTCACCGTCGTACCCCGCCCTGCTGCGTTTGCTCCCACCGCCCTCCATGGACGC 
CGTGTCCCTCCTCCTGGCCCTCAGTCAGGGCCTTCTGTTTGTCTTGCAGCAATCATGGAATTTGGGGGCTGGCGGCGCTGCGCACATCACAACT 
TCCAAACC C ACT ATTTTATAAAGGGCC C AGT CAGT C ACCTGTCTCATGGCAGC C ACAC AGCTGGTT CATAGCG AGG AGAGGTTTG AG CTTCCTG 
GTTCTTAGGCCACAGCCCATCCCTCTTAGATTTTAAAACAGATTTTCAATGAGTTCTAAAACCTGTCTTACTGGAGGGTTAAGTAACTGATAGA 
AGCCTGTCATGAAGGAAGAGAAGCGTGTTAAGGTTGTGCTTGGAAAATGTTTCCATCTTAGAGAACTGGCCGGGCCGTGGCCACAGGTCACGAT 
GAGTAAGCACTGCATTGACACAGGCTTCTCCATCTCCATGTCAGGACGTGCACTCGCCGATGAAGTGTCCACCCAAGATGGCGACGGGTGAGCA 
CGGGCACGTGTGGCCCGGGCGAGGTCTGTGTGGTGCTGAACGCCTCCTCTGCTCTGTTCCCTTCCAGCCCGACCCTGCCCGCCCTGGACTGGCA 
GCTGCCGTCCCACTCAGGCCCGTATGAGCTTCGGATTGAGGTGCAGCCCAAGTCCCACCACCGAGCCCACTACGAGACGGAGGGCAGCCGGGGG 
GCCGTGAAGGCGTCGGCCGGAGGACAGCCCATCGTGCAGGTAGGCACTGCGGCCAGACTCGCACGTCACTTGGTGCTTTTGTGGTCAAAAAGTA 
ACTTTGGAGCCACAGCTAACTGTGCTTAGACTCTCCCAGCCAGGCCAGCTGAATGCTCTGTCGTGGTTAGTCCCGGGCGGCTGCTCACCGCCTC 
TGAGCTGGAATGGGAGCATGCCACAGCTCCTCCTGCTTCCACACGTGCAGGCCCTCTCTCGTTGTTTTCAGATTTGCCCGAAGCAGCTCTCGTA 
TCCGTGGATGCTGCCTGTGGTGTGGATGTTTTGGGGGTTGATTCTCCCCTCTCTAAAGCCTCTGAACTTGGAGGCAGGAGTTCTCACCAGCAGC 
ACCAGCCTCGCCTGGTGGGGGACCCTCAGAAATGCAGGTTCTGTGGCCCACCCAGGCTTGCAGGATCCCATACTCTGGGCTTGGGTGCTGGGGG 
GCACCAGGGCTCAAGGTGCTCCCCGAGGAGAGGAGGAGTGGCTTCCAGAGCGGGCCTGGGCCTGGCAGCCACATCCCTGCCGGGGTAGGCCTGG 
GCCTGGCAACCCTGCAGCCGCGTCCCTGCTGGGGTGGGCCTGACTCCCCCGGGCTGTGGTGTGGCTTCCTCACCTTCCTCACACCTTGCGGGAA 
AGCCACGTGGAGTTAGGCTGTCGAGGGAGGGGTGTAATGACCGCGCCAGGGACGGGCAGCGTCTGCACAGAGCCATGCTCCCTCTGCACCCCAG 
GTGTTGATGTGGATCCCGGGTAGCCGTGGGTGTTGGCATTTTCTTCGTTCCACCTGTTACCTCGTCAGCTATAGGCCCCAGGCCCTAGATCTGC 
TGCTTTGGCAGCCACAGAGCAGCAAGTGTGTCCAGCCCCAGGGCTCCAGGCTACGCGGCAGCACAGAGGATGTTTTCCGAGCACACCCCAACAG 
CAAAAAACCGGGTGCCCCAGCCCCGTTATTTAGGGAATGATGCAAGCCGGAAGGGGTGTTCAGCAGAGTGCCTCGTATTTTTATTTTCTTCCAT 
TTAG AT AAATAGTGGAGAG AAGGTGG CCG C AGGGAC AAATGGCTGTTTGC CAACGCAGCAG CCGGCGG CAGGG AATTAGCGGGC AGGGCGCTGG 
GGTGAGGCGTTTTCGCCAGCACTTGCAGATGATGTTAATGTGATGTTTGTGGCCTGTGTGCTTGATGCCAATTAGTACCTCCCTCGTTGGTGCT 
TGAAGCAAGGAAATGCGGGAGACACCTGAGCGCACAGTGGCCCGTTTGACATTTAAAGTCTCCACCCTCCCAGGTGGGAAAGGTCAGACAGCGC 
TGCACCACGCTCCGTCACTGCAGGCCTGCACCTCCCCATCCCTGCCTCGGTTTTTACTGACCGAAAGCTTGTTATTGCTCAGTGGGAAGGATAT 
T AGATAGG ACAAGAAACGAGGCTGTGAAAGGAGG AGTGGAAATAAAG CAATAGAG AAATAATGGC C C AGTC CAC C CTATTTGCTGTAAATTATG 
TCGGTGAGGGGCACTGACGTCGCCCTTTTCACTGTATCTGGATGAGGGGCGGGTGTAGGAATCGAGGCTGTTACTTGGAGGGTAAAGCAGGACC 
ATGAGTGTGGAGAGAGCTCTGAGGTTTCTGTTTGTTTTGTTTTTTGGTTTGTTTGTTTTTTTTTTTTTTTTGAGACGGAGTCTCGCTCTCACCC 
GGGCTGGAGTGCAGTGGTGTGATCTCAGCTCACTGCAACCTCTGTCTCCTGGGTTCAAGTGATTCTCCTGGCTCAGCCTCCCGAGTAGCTGGGA 
CTACAGGCAGCCCTGGGTTTTAATGGATGTATTTTCACCTGCCTGTGAGTAGCGCCGGTGCCTGGTGCCGCCCGTCTCTGCGGACACAGCTCAG 
TGCTTGGGTACTCTCCCTGCGTCTTCTGGAATCTTCTGGAATCCCGTCTCTGGTTCTGCCATCTGGGTGTCTTGGGCTGAGGGTGCAGAAATCT 
ATC AATAC AG ATGC CACTG AGAGGAT CCAGGTGTT CTGGAGG ACTC AGG AAACTTG AAACAGTAATTAAAAATAT CTTTAAAATGTACC CT CAA 
CAATTATTCCAAATCAAGTGGCCCGTGTGTGCGCAGCAGCGACACGGGAGAGGCTGGCTCTGCGTTTGCACAGAAGGAGCCCTTTCCATTGAAA 
CGCGGGAGAAAACGGTCCCCTGCACGGAGAACGTCAGGAGCTGTCAGCATATCTCATTTGTAGAAATTAGTAATTTAAAGAGTTTTGTGATGTA 
TCTGTGGCAGAGTGGATTTCTGTCTCTGCAAGTGTGAGGTAAAAGCAGCTAAAAAGAGGGGGTTTTGGGGGTTAGTTTTCTCTTTCAGTTGGTG 
G AC C AC AAATTGGATAAAAATAGAATTTGTG CATAATTTAAAAACAAACG AG AATAGAAAG CTCT CAGTTG CCGTGG AAGCTC CT CGTAACCGC 
AGACGTGGCCTCGGTGCCGTCGGGTTATTTTAGTACATCCTTTGACGCGGCCCCTTTCCCGCTTTTCAGAAACGAGGCTCATCGCACTGGCCTG 
GGGGCGCGAGGACGAGGCCGTGGGTAGTGGGCGCTGCGGGCGGCTGGTCAGAGCCACTGGGAGCCGTTGGGAACAACTGGCGCGGGAGTTTCCT 
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GCATTTGAGAAATGCTGTTCTCTTCGTTGTGAATCGTCTGTCCGCTGCATGTCAAAAAGCTTGTCCAGAAAATTAAAGCCCGCTGTCTCCTGCA 
GTGCAGCTGAGCCCTGGAGGGTGGCGGGGGGCCGGGGGATGTGGGTGTCAGCTCTCGCGGCCAGGGGCACGCTGTGCCCCCGGGCCCGGTATCC 
CCGTCCTCCCGCACCCGGCGTCCGCGTCCTCCCACGCCCGCTGTCTCCGTCCTCCCCATCCCCATGTGTTTCGCAGTTGGGAAGTGAAGCACGT 
GAGCAGAACGCAGCACCTTCTCTCCAGGAAGCATTCGGAGCATGGACTCTGGGTTAGGAAAGGGTGTTTGCTCCTCTGGATAGGTGCTCGCTCT 
TACTTGTGGGTGCTGAGGGGCGTGAGGGGGTCCGGCATCCGGGTACCTGTGGGCGCTGAGGGGCGTGAGGGGGTCCGGCATCCGGGGCTTCTCC 
CATTTAGGGCCTTTGCTTCAGAGGGAAGGAGGCCAGCCCCCTCCAGTGAGCACTGAGCGTGCCCCCTGCCGTCTCTGTGGGGATGTCATTGTTC 
CCACGCCGGGGAGAGACCACCCCAGGCCAGCCCCTATTCTTCTGGCCACATTGCCATGATCACACCGTCCGCACCCTGAGGCCACCCCCATTAC 
GGCTGCCACGGGGGTAAAAACACCAGCATCAAAGCAACAGGGCCGTGGTTTAGCCTGGAAGAGCGGGGCCCTGGAGCCGTCTGCGAGGGGGTCT 
GGGTGGTTCAGGATGGCCGGCAGCCCCTGGTGGACGTGGTCCCTGCGGGGTCTGGCGGGACCTCGGCCATGGTGATGGGTGCGCCCCCTCTGCA 
GGGTGGGGCGTGGGGGTAAGGACAGTCCCGCCCCCTGTGCGTGTGAGGGGATAGTGGAGAGAGGGGTCTGGCGTGGGCCTCACTGCTCCTGGGA 
AACCAAAGATGAAGACGCCTGCTTAGGACTCACCTTGCCCTGGTAGAACAAGTGACTCAGACAGAGCCTCCCAGAGGCTTCTGGCCAGGCAGGG 
AGTGACCAGCAGCGCAGCCAGCCTCAGCTCCTGCCCACACAGCCCCCTTGTCACCGGCTCCTCCTGGCGCTGCTCCAGCACCTTGGCCACCAGT 
TCTCGGTGGGCCGGTCTGGATCTGCCGATGGCGGGACCTCGCCAGGCCGGTGGTTGCAGGGGAGGCTGAGGGGGCGTCCGCCTGCTGTCTGCTT 
CTCACCAGCATTTCCAGTGAGGCATGAAAGTGATGCGTGGCGGATGTTTCCCTCTGGCCTCAGCTTTCCCCCAAATCCCAGCTCACACTGAGTG 
TCCTGATGGTGGCACCTCGGGCAGCCGCCACCCTCTGCCCTCCACCCTCTGCCCTGACGGCAGGCTCTGCCTGAGGGGGAGGGTCTCTCTGTAC 
ACACAGTCTCCTCACCCTGGAGGGCCTGCTCTGCTCTCAACGGAGCTGGAACCAGGAGTTCGCGAGTGCTCTGGGTGGCTGCTGGCTTTTCTCC 
TTGTCTCACCTCCTCATCCGCACACAGCCTGTGCCCTCAGCGCTGCTCACCTCGGTATGTAGGCAGCCGGCATCAGGATGGTCTGGGGTGAGAC 
AGGCAGTGTTCTTCCCCTTCTCTGGCCAGGGAGGGTGGAGAAGCACCCGGGCACAGGCATTGAGGCCTTTTCGTGCAACTCATTGGCTTTCTGG 
GCGTGAAGGTGGAGGCTGGTCCTCCACCTGCGTGTTCTCCATCTGGGGGACTGTGGTCCCGGAGGAGACCTGGAGTCCGGCTCGCCGCTCCGTC 

CCTGCTCTCTTTGCCGTGGACTGCAGCCCCCTCGCCAGATGTGTTCCTCACATGAGTCAACCCGTCCTTGGCCTGCGTCCTCCACTGCTCGTGG 
CAGCTACACTCTCCCGGAGGTGGCCGGGAAGGGCCCAGGGCCTTGAGAAGATGTCTTTGCAGCACGTGCCCGGCCCTCGGCCTCCACCTCCATG 
GCACCCACCATCCCACGGGGGCACGTGGACCTCTGTGGGATATAGCCTGACCTCTGACCCAGGGGTCAAATAACTCAGGTCTGTTTACCAAGTC 
ACCAAAATAACCTGCCCGATAGCATCTCACCCATCACACGGGAGGGCGGGCTCGTGTGAATAATTAATAGGTCACTGGAATGTGAAACGAGAAG 
GCTCGGCCCGTTCTGAAACAGCATTTTAGGTTTGCAGCTTATAATATTGTCAGTTAGGAGAAGGGCCAACTGAGTCTGCAAAGAGGTGAGGGCG 
GGTGGTCTGGGATCCTGGCTCAGCCGCGCGGGTGAGAGGGGCGGGCGGGTCAGGCGAAGACTCAGAGTCAGGAGGCCAGACTGGCCCCAGGGAG 
GGCTCCTGGCCATACGCCAAGCTCAGGACGCAGGGTGGGGCGGGCCCGCTGGTGCCCACAGTGGCCTTGGTGGGCCTCTCCTTCCATTGCCCAG 
CTTGTAGGTCAACTTTGCCTCCACAGATCCGTAACAGACGTTTTTTCTGTCATGTAAGAAACTTGACAGCTGAAGACCAAGGAGTGGAGCCTCC 
CGTGAGGCAGCTCTTCTTTTCCGGTTGTTAAAATGCGCGTCGGGCCAGTGGTTCTGACTAATTCTCACTTTGTGTGGTACCTTCAGCTGGCAGG 
GGCTCGGGGAGTGTTCAGTACCGTGAGGAGCAGGTTCCTGAGAGGCCGTGAATACCGTGGACAGATTACCACAGCACGCACTGTTCCACGCAGG 
GCCTCATCCACGCTTTCTTAAGTGGTTTGCCACACACAGGAGCTCCTGGTTCTCCATGTCCCCTGCCAGGCAGGGCTGTTAAAGTGGAAAGCCG 
GGGAGGGACGTCGCTGGGACACATTGTTATCTGATCAGAGCTCCGAGGCCCCACCAGGAGCTGTGCTATTGCAGAACCTCAAACAGCAGCCGGT 
CCGGCCCCGCCCCAGGAGCCACGCAGAGGCCCACGCACGGGGAGGACGCCGTGGGGTGGAAACTAAAGTGCAGGTCTGACGACAAAACCACACG 
CC ACGGCACCGCTGCTGCCAAATGCCGGAGGCCTGCAGGAGGCACGGATTAATTTTTTATGAGTCTGCCTTGGAACCTAG A CAACAGCCCTCTC 
CTCTTTCAGCACAATTTCAGGGCGAATGACCGTCACTTCCCTGGAGTGCTAAGCGCATAAACGCACAGGGAATTTCCTAGTTCCACATACGCCG 
TTGTTCCCGCAGCCCATGCAGCTGGGAGAGCACACATGGTTGCCGTCGGGGTGTGTCTGTTTTCCCAGGAGCAAGAACTCTCAGAAGTGCAGTG 
TTGAAGCCCGAGCCTTCCCCGTGTCAGCTTTTATGATGAACGAGGATTCACCATTTATTTCTCCCCTAAAGCAAAGCCCACGGGCTCTGTTTTG 
AGCGATGGGGACAGATGCTCGGTGCTGCTGGGAAGGTGTTCACGGGGCAGATTCGCTGTGTCAGGAGACCAACGTGGAATGAGGTCGGCCCAGC 
CAGTCACTGCTTAAAAACAGTAATGACAATATTTGAGAAAATGGGTGGAATTTTGTGGAGATTTACTGGCACGGGGAAGGCGTGTGGCCTCTGG 
CAGGTCTGCGACACTGATTTCTAACTAGCTGTTCCACAGCTCCACTGCCTGGAAAAACTGGCAAAAATGTGGCCTGGGTCTCCTGACAGGCCTG 
GCCATTGGAGTGGGGGTGTGCAGCTGAGACAGGAAATACGAGGCGCATGAGTGTCCCCAAGCCCAGATCGTCAGCCTCCAAAATCTTCTATTAG 
TAATTTCAGAGCTTTGGCTTCTTGGTGCTTTGGGAAAATTTAAGATGACGCGTGGGCTCTGGCACGGGCGTTGCTAGTGACCTCTCCTAATAGC 
GCAGAAGGGCCTCCCAGGAGGCTTTCCTAGGTAGAGAGGGGTCTGCACGCCCACTGGAACATGCTCTATCCCAGCCTCAGAAAACCCACATTTG 
GTGCAGGTGGGACAGGAGGAGTGGACACGTCACCTGGAGACCACATGAGAAGCGGCCATCTGCAGCAGCAATCACCGCGTGGGGAGGCGGCGCC 
CTGGCAGCTCTCATGTGGGGCCTGGTCCTTCCTCGCTGCCTGAGCAATGGGCCCTGCTTCCCCGCAGACACCGTGGTGCCCCTGGGCCACACCC 
AGCAGGTGTCCAGTGACCGAGGGTGGTGTTGGCCATGGCAGGTCCCTGCCCGTTTCTCCGAGGACCTGGGGCTGTGACCCAGCTGGGTTCTCCC 
GGGAAGGAGCGGCCACTGTCTGCACTGTCCAGTGCTGAGGGTGGCAGCCATTTCTGAAGCCTCCCAGGTTTGTGCCCTGCTGTGTCTGAACAGC 
TCCGGAGTGCAGGGTCTCTGTGTCAGTGCCGGTTCTAAGAGGAACGAGATGTGGTTTCAGAGACACTCGTCTTCTCTGAGGAGCTGCTGGGCGG 
GACGGCTGCTTGCTTTCTTTGTCTGTGACGTTGGTGGCTGTTCCTTGCCCAGGCCCTGCCCAGGCCAGACGTGGGAGTGGCGGCTGGGAGCACC 
CATGGGCGTGTGCCCGTCTGGGCTGGGCTCGTGTCCGTGGACCTGCCTCAAGCCACACCTCCCTCCTCCAGGCAGGACACCGGGCCTTGTCTGT 
GGACAGAGGGGGTTTGCTGGGAACAGCACAGATGGCCCCTGGGCCCTGCGGAGCCGAGACGCACCATCATACACACTTGGAGCACATAGACTGA 
CCAGGTGTCACCCTGCGAGGCTCCCTGAGGCCATGTCCTAGGGAAATAGAAGGTTTCACCCGGAGATTGGGGAGTGCAGGGCTGTGGCGCTGCA 
GGGTGCGGGCCCTGAAGGAGGGGCAGGGGTGCTGCTGGATGGTGGCTCTTCCACCCCAGGATTCCTCGGGCCCTTCACCCCTGTGTGTCTGGAC 
TGGGTATCGCTGTAGCTGTGGGGCTCTGGAGGTGCACATGGCTGCTGGGCGGGCAGCGCTCCTGGGCCTCTCTCCCCCGTGATTTCGGTTTTGA 
TGTGTTTGAGCCACTGACCAGCAGGCTTAGGGGCCATTCTGGAGGTGGGAGGGCTTGTGGGGGAGGCAGGATGAACAGGGGCTGCTTGCCGGTC 
CTCAGGCCACCCTGCCAGCTCCTTGATGTGTCTCCCTGAGATCAGCCAGGGCATGCCGGCTGTGGGTGGGCTGTGACCTGAGGCCGTCAGGCCC 
TGCTGGGGTAGACTGGGGAGAAGTGCTGAGCGGAAACCACCTCACTTCTGACAAATGACAAGCGCTCCTGCCGCTTGGTGTCAGGCGACGCGAC 
TCTCAGTGGCACGGATGTCTCTAGAAGGTTGCCGTTTCTCCCTTCGTGGCCGTGGGCTGTGGATTCTGTGTGCTTCTGGCCCTGGGGTCACGGG 
GTTGCGGCGTTtCCCACTTGCCTGTTTCAGGAGTTGCATTCTAGATGATTCTCTCTCCATAGAAGGTCGAGGTTTCTCAGCATGGATTAATTGA 
TTAGATTTAATTAAATCTAAACGTGGTGTTTCCGGGCAGAATCTTCTTCAGCCAAAGTGAGCGTGGCCGTCTCTTCTCTGGGCGCTTCCAGGTG 
CGTTGGGGCCCCTGCACCCTCCACGTCAGTGCCCTGGCTGCGTGGCCCTGTCGGTGCTCTGGTGAGTCTGGGGTTCGTGCCGAGCGCCATTGCC 
TGCAGGTCGAGGTGGGAAGCGCGCTGGTGGGGCAAGGTGGTCCCTGCATGGCACAGGTTGGGAGAGCAGCCGGGAGGGCAGCGGGCCGAGGCGG 
TGGGGGAGGGCACCAGTTCTCCACGGCAAGCACGGCCTCTGGGGGTGCTCTTCCGGAGAGACGTGGAGACCCGCGTGCACGTGTGGAGACTGGC 
ACGTGTGAGGGGCCCACAGGTGTGGCCGGGCGGCGTTTCTCCTCGCCACCTCTGTCCACCCTCGCCGAGGCGTCGGTCCTGCTGAGCAGCCTCT 
GCTGCCTTCGTGCAGGTGACAGCGCAGGTGCCATTCACGGGCGCCATGTCTCCAAGAAGAGGGGCTCCTGCCGCGTGCCTGTTCTGGGGTTGCC 
ACTCAACATGCTTCCAGCACCTTCTCTGGGCTTCCGGTTTGAATGATCTTTCTCCAAAGTCGGCGGAAGGGGCTAGAAAAGTAGGGACCTGGGA 
AGAAAGCCCAGACACCTTGGAGGCGGGGTCCGGGAAACAGGCCCTGGCAGCTCAGCGCTGCTTCTCTGGAGTGGGGATACAATGTTGGTTCACA 
GACGTGCGGTGGCGGCGGGGGGTGGTGGCAGCAGTGTGCGGTTGTTGGCGCCACGTGGTCACGCTGGGTCCCTCCTGGGGAGCTTCTGCTCCGG 
CGGGCCACGCCTTGCTGTAGCCTGCAGGTCATCTGGTTGGTGTCTGGGGGAGGTCTGGGGCCCCAGCCCGGAGCTCAGCTCTGAGCATCAAGAA 
ACCCGAGTTTCTCCCCACTCCCACCCAGACAGCTCCCCACTCCCACCCGGACAGCTCCCCACTCCCACCCGGACAGCAGCAGCTGTGTTTGGAA 
GGGGACACACCAGAGCTTCCCTTGTAGCAAGTGAGGCACGCTCAGCTGGAGCCTGGCAGTCCTGCAGCTCCGCCTGCCCCCTTTTGAAAACCAA 
AAATCCCAAGAGACTTATGTTGAAACAGCCCTTCCCGGTCAGGACTGAGCCTGTGGCTGAGTGCAGTTTTTCAGTCGCGGCTGGAAGGTCCCTG 
TGCGGGGCGGCGAGTCCCTCTAGATTTGCTTTACAGCCACAAATTCAGTTTTATCTGTGGATCTGAACACGATCTATGAATCACTAGGAAAGCA 
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ACTGTGTTCACGGGAAGGATTCTCAGAATTGAGCTGACACTCCGTGGTGTGAACTCAGTATTGTCAGCTTGTGCACCGCGCGTATGGACACACA 
CCTGCACGCACTGTCACACACACTTGCCTCGGGCCCCCACACACACGGCCCTGAGAGCTAGGAAGACGAATCGGTCAGTCACACGGATTCTGCA 
GACAGCTTCCTTCACCAGGCATGGTAGTGAGGGCAGCGCCCACTACTCACCCAGGGCCTCTCGTGCAGGAAACTGCATGGACACGTCGTCCTGT 
TCCTGTCATGGGAAGGGGCCTGGAGCCGTCCCTCGGGGGGTGGGGAGGAGCTAGTTTCCCAGTCGGCGCCCGTGCATTCACCGGTCTGAGAATC 
CACTCAGCAGGCTTGCTATGTAACCTCCGCCGTTCAGGCCTCAGCATGGAGCAAGCCCGTGGGGTCCCGTCTGCCCAGCCTCTGCCTCGGTTCC 
TGCCGGGCACATGGACGCTTCCCTTGAATCCTTCTGCCGACGGCATCTGTGGGAGGGCAGGTACGATCGATCCTGGTCCTGTCCCCCTAGCCCT 
GGGCGGGTGTGCCGGCACCTCCAGGCACAAGGCCCCTTCCCCAGGCTGCCCAGAGACCCCAGCCCCGAGGTGCTGGTCCGCCCACCCTCTCTGG 
GAAGGGCTGTGCCACATGGCGAAAGCTGCTGTGGGTCCTGGTACCTGGTGTGCCTGCCTGCCAGGGCTCATGATGCCAACAGTGCCAGGTTTGT 
GGGATTTGGGGGTCAGGAGGGCCTGGCCCTGCTCCTGCAAGGCCGAGATGTGTTCCCTTGGAGGGTTGAGGGAGTGTTGGCTGTAGGGTTCCTG 
GAGGCCTCTCTCATGCACTCTGGGTCTGTCAGGAGGCTGGCAACTGTGGCCAAACAGGTAGAAATAAAACCTGAAATGAGAAAAAAACTTTTTT 
CTAGAACTTCCCAGAGAGCAGTGAGCTGGTGCCAGTGGGTCAGAGGCTTGTCACATGTGGTGTGTGTGTGTGCGTGTGTGTGTGCACGCTCTGG 
GGGGGTGTGCACATTTCCCAGTGTGGCTGTGCGTGTGTGTGTGCCCACGTGTGTTCACAGAAGACCAGGCTTTGCCCCGACTCCTGGCTCAGGC 
CTGAGTCTCCAGCCATGGCGTCCCCGTTCCTCCCGTTCCTTCTGTGCACTGCACACTGGGAACCAGGAGAAGAGGTGTGCGGCGTCAGGCTGTG 
TCCTTCCCCCACCCACCCCGAGCCCACGCTGCTCTGGAGGGAGACCCCAGCTTCCCCCGCCTACCCCGAGCCCTCGCTGCTCTGGAGGGAGACC 
CCAGGCCCCTCAGGCCCTTTCCCGCATCTGAAGGGGCCAGGGCAGGGCGTCCGGCAGATGAAGCTGCCCCTTAAAGCCAGGTCTGGGCCGGTTT 
ACAGGGAAGCACTGCTCACGTACAACCTGGCAGACCACACCAGCGCCGCACACACAGGCACCCCTGTGGGCACCCACGTGCCCGACCCCGCAGA 
CCACACCGGCACTGCACACACAGGCACCCCCGTGGGCACACACGTGCCCGACCCCACAGACCACACCGGCGCTGCACACACAGGCACCCCCGTG 
GCCACACACATGCCTGCACACGCACACTTCTGGTGCACACGCCCACACTCACGGAGGCTTCTGCACACCACACAGCCAGCAGGTGAGGAAGTGG 
ACGCTGCGTGGCTGTCTCTTGGTGGCTTCACCTGGAATGTCACCGTGGACCCCAGAGCCCGAAGCCCCGGCAAGCACAGAAATCACACCGGCAG 
CCTGTCCCACTTCGGGCAGGTGAGGCCTGGCTGAGAAAAGGGGGAAGGAGAGGGAGGATGCGGGGGTGTGTCCTGGTCCTCCACCCGTTTCGGG 
TTTGGGGTGCTCCGTTCGACTACTGGCTCCATTTTTGATGTGTTTTACTTTTGTTTCGATTTTTCCTGGTATCTTGAGTAAAGTCTCCCTGGAG 
CATCAAATTGGATTTTTCTTACAA'GTACCGTGTGGTGTTGACTCATCTGCTTTGGTGTGCCGTGGGTCACGTGGGCCTGGGGTGTGGGTAAGGT 
GGGCCTCGTTCCTGCAGGAACACCTGGCTCTGCAGCAGTGGCTGGCGTATCATGCTGGCCAGGCGCCTGTACCGAGGGTGGAGCCACGGGGTGT 
CTGATGCCTTCCTTCTCGTGCTTTGGTGGAGAATGTGGCTGGACGTCCTCCCATGACAGATGCACTCTCCTGCCTGGTTCCCTGGCCCCGGGCC 
CAGCCCTGAGAGACGCACCACGGCCTTCACCTGGAAGTGTCACCTCTGGCTGCTGTTGTGGGTGATGAGGATTCCAGGGCTGAGAAGAGGACGC 
TAGACGCTGTTCACACAGCGTGGCAATCTCTCAAATTAATCCAGCATGGGGGGAATCGGGGTTGAAACCGGTTTGTGAGCCGGATTTTCTGTCC 
CTGTGTACTTCCTTGGGGCAATTTGAAAAATGCAGATTTTACTCGTAGGCCCTAAATGGATAATTTCCCTTTAGGCTGACGGCTGCTCCTGTGC 
CCTGCCTGGAGAGAAGCCTGACTCCAGGTCGCCTTGGCTCCGTTTCTGTGCAGCAGCTCAGACTATGGGGTGGAGGGTGAGACATTCCCACCCG 
TGAGCTGCCTGTGTCCACCCCACACCTCCCTCCCCTGGGTGCACGCAGCTGAGTTCCACGTTGAATAAATTTGGCCTCAATCATCCACTACCCA 
CCATGTCACCGTGTAAGTGCTGAGGTCAGCACAGGAGCTAAAAACAAACATTGTAACGTGTAGGAGACTCAGTAGCTCTTATACCTCGGCAGTG 
GAATAAGAATAATACATTTTGTTTAGTTAAGGTTGAGGCAGAGGGAGGTCATTGTTGTGACAGGGAATTTTATAAATAGGATTCTGACAGGTTC 
TGTACTGTGCCAGAGGCAGAAAGCCCATGCAGTGGGGCCCGTGACGTATTTAAATGACTTTTCTTAAAATGAACTTCATGTTTTAAATAATAGA 
TGTTTACCTCCCAGGTGAAACCTTAAATATTCCCATTTTCACTGAAATGGCATGTTTTTTAAAGGATACAGTCATACCCCAAATTCACAGCATT 
CCACACACCATCAGAGAACTGCCACAGGGATCCTGGGGGAATTTTAAATTGTAGTTTTAAGACCACGTGACCCTGGAGCTGCCCCGGTGCCCCT 
CCCCCACCCCCCGAGGTGGTTTTGGTCAGCGACTCATTTACATTTTTTTCTATGTAAATTAAATTTTTAGGTATTAAATCTCGGAAAATGGAAT 
ACTGCGTGGCAGAATCCGCCTCTTAATCTGCTTTTCTTTTTACATTTCCCATCATAAAGATGTTTGAGTCCCACAGAGAGTTAAGGTATCTCGG 

TGTGGAGACACTGATGTATTCATATGGGAAGGGGGGCTCTATTGGAAAGGGAAGGGCTTTTTGTTCTGCAGAGTTAGGTGGTCTTAGCAGTAAT 
CACTTTGGAGTGGGCTGCTGGTGGCGTTGGGTGCAGAGACTCCTGTGGGCATCTGCGCACATGGGGGCTGTGTCCTCATCCCTGTCTGTGGCTT 
GCCCACCGTGTTCCCACGTGATGCCTTCGTTCAGCCTCTGGCTTTGTGTTTCAGACCCCAAACGCCCCTTCGATGTCTCAGCTGGGACCTGGGT 
CCCGGCTCAGCCTCACGCGGCGTCCCAGTCCCTGCCCATCAGTCTGGGCCTCACGGTCAGGCCCTCAGTGACAGCAGCCGTCGCTTCACTGTGG 
CCTCGTCCCTGGAGGGCTCTGAGTTCAGCCGTCGCTTCACTGTGGCCTCCTCCCTGGCGGGGCTCTGAGTTCAGCCACCGGTGAGATTGGTTTG 
TTCTTTACTGTGGTGACCACACGGCGGCTGAGGCTAAGCTGGAGCCACGGAGCAAGGGCCGCCTCTTCGCCTGCCCGGGCCCCTCTAGCCCCAT 
CTTCCCTCTGCCCACTGACATCTGAGAATGCGCCGTCCCCTGGCCCGGGCTCCCCCGCCTTCTCCCTCGCCTCGCTGGCCCTGAGTGGGCAGCA 
GGCATCTGCGTGGTCAGGGGCAGGCGTCGCATTTTCCTGTGGCTGGAACGTGCCTGCAGGAGCCCAGGCCTGGACTCTGCACGTGGTCATCGTG 
CTGCAGTTGCCGTCTGTGGTCAAAGATTTTAAAGTTAGTTTAGTGAGAAAATCGACTCCAAACGTGATCAGAGGGGTCGACGCGTCCCAGGATG 
AGTGGTTCCCGGGGGTGGGCGTTGCCACGGGCCTTGCATGGATTTTGCTGATGAATGTCAGGGCTCTGAGGCTGGCGCTCATCGGGCCCCACTT 
GGGGGATGCAGAAGGGAAGGCACTCTGAACGAGGGGCCCTGTGGGAGGGCCCACTGCGCAAAGGGTTTGACTCCTGCGGCCTCCCTCAAGGCCT 
TTGTGCTTGCTTTGAGAATCAAACGTTCCTGTTCCAAACCAAACTTGCGTCTTGCATATGGAATCAGACTATAGTGATTGTAAATGGTAGCGTT 
AAAGATAAAAACAAACAGTTCTAAAAATGACTGACTGCTGAAGGCGGAACCACGCGTGGTGCAGAGAAGGAGGGTGAGAGGGAACGGCAGCACA 
CTCTGTGTTTACCTCTCAAGACGCTGATGAGCAACTCATCCCACAGAACAGCTGGTCCTGAACATGTGTGTGCCCTGGCGTGAGGCGCACACCT 
TCCCAGAGGCGTGAGTGGGGCCCGGCCACTAGTGTCCTGGCGGAAGCACCGGGGCTGCTCCATTTGTCTGGAGTCCTGTCCCAGTGGTGTGGGT 
TTTGAGTCTCACCCACACGGCGCCGGCCGAGAAGCCATGAGCGGCTCTGCAGGGTGGTGCGGACTATAGACACCTCCATGCATGGTTGCCCTAG 
GCAGTGTCTGCCGCCAGCGTCTGGCTCTGGACACTAGCTGCTCAGCCACCAGGACGGCGTTGAGCGCTCCCCTGCCTCTGCAGGAGGAGAGGGG 
CAGGGAGCCATCAGGAAGGGTGCTGGGGCCTGGGGCCCGTCGTGCTGTGTGTGTGCAAACGCAGTGTGGCGTCCCCTGATCAGGAGTGGGAGCT 
GCGCGCTGCCCGGTTCCAGGTTAATGGAACACAGGAAGGTGGGTCATGTCCTGCGGGGCCTCATCTGGATTTATTGGTGAAGCGAGCCTTGCAC 
ATGGCTCAGCGAGGGCTGCGCTTTGCTGCACACGCCCCCTGCCAGCTTCACTGTGGCCTCAGAATGGGCACACACAGCAAGTGTGGATGCATAC 
GTGCAAGGCCCGTTTCAAAG CCTAAAACT CAGTGC CCAGGTCCATTGGG AT AAC AAGGCATTTTCTAATCTGATTTACAAAGAC ACCAGTATGA 
CATGGCAGAGAAATAAAAAGGGGGCAGGGCAGGGGGACACAGGCCTCGAACCCGCCGCAGGTTTTCTCTGCGTTCCGGTGACTCCCGGCGGTCT 
GTGCTCTGGGTGCTGAGCAGGTGTTTTCTGTTCTCTCGCCAGGTGCATGGCTACTTGGAGAATGAGCCGCTGATGCTGCAGCTTTTCATTGGGA 
CGGCGGACGACCGCCTGCTGCGCCCGCACGCCTTCTACCAGGTGCAGCGCATCACAGGGAAGAGCGTGTCCAGCACCAGCCACGAGGCCATCCT 
CTCCAACAGCAAAGTCCTGGAGATCCCACTCGTGCCGGAGAACAGCATGCGAGCGGTGTAAGCCGCGGGGGACCTCGGGCCTCTGGCAGGGGGC 
GGTAGGAGGGGGCGTGCCTCCCTCCCAGTCGGGGGGGGTCTGGCCAGCCCCCCGCACTTCCAGGCTGCGTGGCCAGGACACTTTTGGTTTAAGA 
GGCAATAAGTAAACTTCAGTCTTGCTTTTGACAATGGATTTGCTTCTCTCTAGGGTTTCAGCCCTGTGTATATTGCCACTTAAAATGTCAGATA 
TGCAGCTATAAATACCTCCCTCTGCATTTAGCTTCT'AAACAGGACCGCTATTTCTTTCCGAATACAGCAGTGTAATGAGAGGATGGTTAAAACG 
TGAGCATCAAAAAATTAAAGCAGTCAGCACATCTGGATCACGTTGACCTTTAGGAGGTTCCGACAACACGGATAGGCCTGTGCTGATGTTCTGA 
GTCTAATTTGACACTGTAATTTGTTTAAAAGTGAATTTTTTAGTAAGGTGAGGACGAAACATGTAACTTCCAAATAAGGCCTTACTCACTTAAT 
CCTAGCTTGTGCTGGGCACGCTGGCCCTAACCTGTGAAGGCAGCCGAGGAGGAGGACTGGTGGTTCCCGAGAGATTGATGTGGTACTGTGGGGG 
GAACCGAAAACAGACACATCTGTGGGTGAATGAGTGCAGGTTGAGCTGGGACGGCTGGAACGTGCAGACCAGCAGGA'TGGAGCCAGGCCGGAGG 
GCAGGGACGGCGTCCTGCGAGGGTGACCCGCAGGCTGGGAGCCCGTGTGATGGGGAAGCTGTGTGTGGGGTGGCCCATCCAGGTGGAGCCCCGG 
GGGTGGGTGCAGAGGTCCTGGGGCTGCAGGAGTGGGGAGGAGTCCCGCACGGTGAGGGAGAGCGTGTAGGAGATGGCGGCGGGGGGCCACGTTG 
GGGATTTTAATAAGTGATTCAAAGCCTGTAAGTCAAAAAGGGAAAGCTTTCTCTCCACGTTGACTTTTCAAGCACTGGGAGGAATGTACGCACC 
TGGGAATTCATTCCAAATCCCTGAGTTTGCCTCGAGAGCTGTAATCCAAGTTTCCCGCAGACAGGGCACAGTCAGGTGCGTTCCACAGCCGTAG 
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TAAACGTCCTGGCTTCGCTGGCGGCTGCGTTCACCCCACCATGATGTGGGGCAGAAAGGGTGGCCGGGAGACGCCCGCAGCCAGGACCGCGCTC 

TTGAGAATGTATACATGGAATGTTTTACTGGAGTCTAGTTTTGAATGAAATTGTTAAGAGGTTATATGAAACCATAGAAAAAATGGGTTTTACA 

CACAAAAAATGAGGGCTTTTAAATATAGTGGAAATAATAGAATAATTTATTCTAATTATGATTTATTATATATTTTATATAATTATAAATATAT 

AAT ATTTAAC CTAATAATATATAATATATAATTATTGTAAATG ATAATAATAAATTG AG CTTTTTGGG AACTACTC CAAGATAAGTGAGAACAG 

CAGGTGCCTCTGGCCCCTCCCCTGGGCCGCTCTCTGCCGCTCTGGTGACATCCCCGTATACGTGGCCAGCGTGGGCCCTGGAGGCAGCCAGGAC 

TTGGGACAGCTCCGACTGGACCCGCTTGGTCAGGGGTGGAGGGTGGAGGCTGGAGGCTGGAGGAAGGTGGGAAGGGGAAGGTGGAAGTGGCTTT 

TCTCGGGGCTGCCTCTGCTTGCCCCCTCGCCTGCGCCAATGTCAGATTCTCTCCTGCACTAGGCAAGGGCCTCACGTCGCTGGGTTCAAGGTCT 

TGTTTTCCTTGGGGAAGGGGAGAGTGGCCAGCTGCCTGGCACGAGpTCGTGGGGCTGGGATGAGGGCCAGAGGGTCTGGGGGGCCAGGCCTTTA 

TGCTCCCGCGTCAGCCATTGAAAGAAAAGCTGTGGGCTTTTGTTTTGGGCAGCATTGACTGTGCCGGAATCCTGAAACTCAGAAACTCCGACAT 

TGAACTTCGGAAAGGAGAGACGGAGATCGGGAGGAAGAACACACGGGTACGGCTGGTGTTCCGCGTTCACGTCCCGCAACCCAGCGGCCGCACG 

CTGTCCCTGCAGGTGGCCTCCAACCCCATCGAATGCTGTAAGTGGACGTCCACGCGCCCACAGGGGAGGAAACCGTCCCGTCACATGCGCTTCA 

CTGTCTCACCCTCTCTCAGCTTTTCGTTCGTGTAGACTTGGGACTGAACGGTTCCCACCAAACCCACCACAGTGTGTGGCCACGAGGGGTCTGA 

GTTGATCATGGCTGAGTTATTGCCTGTGGCCTCCCGGGGGCCCCTGGCGCTGGCTCCTGTGATGGCTGAGCATGGCCAGGGAAAGCGGTGTGGG 

CCGGGGCTTCCCCTCACGCTGCGCTGACCTTTGCGTATTTGTGCGATGACTGTGATTTGAGTGAAATTGGCTGAGTCTTAGGAAGATATTTTGA 

TGACTTCTTCAGAACGAGGTGGAGACCATCAGGATGAAGTGTGCACGG"CTTCTCCCCTAGAAGTAGTGGCATCCGCAGGGGTCGGCCCGCAGGT 

CGTGGCGGTGCTTGCTCTGGGTGGGTCGGCTCACGTGTGACCTGCTGGGTGCCACACGTGTGCCCCAGGCCGCCCACTCAGGACAGGCCCTCAC 

TGCCCCTCTCCTTCTGATGCAGCCCAGCGCTCAGCTCAGGAGCTGCCTCTGGTGGAGAAGCAGAGCACGGACAGCTATCCGGTCGTGGGCGGGA 

AGAAGATGGTCCTGTCTGGCCACAACTTCCTGCAGGACTCCAAGGTCATTTTCGTGGAGAAAGCCCCAGGTATGCTCTTCACCAGGGGCCATCT 

GCGGCCTGGGCTTCGGCGCTGGTGGGAACCGGTTCCCAGTCGGTGGAGCAGGACCCACCTGTGCACGGTCACCGGGACGGGGCTTATGGGGTGT 

GGCACGGAGCAGAGGCTCTGCGTGGCCCGTGTCTGCATCCGGCTGTGGGTTTTTGTGTGAGCCGACAGCTGTGCTGCTGAAGGGAAGAGGTGGA 

TGTTTATTTCTGGGGCCGCCGGGGCCACTGCACTCACATCGCTGCTGATACTCAGGGAGCCCACGGGCTGGGGACGCAGAGGAGGGCAAGACGC 

ATTTGCTGGCTTTGCTGGGGTCCTCCATCTGCAGAGAGTGGACGCTTCGGGGGTCAGTTAGCAGCAGGGCAGGAGGGAGCTCCCCTCCGGGGCC 

TTCCCCTCCCGCCAGCATTCCTGGGGTCGGAGGCAGGGATGGGGTGGGTGCCGCAGACGGCGGGAGCTGGGGTGGTCTTTAATGCCACAGCCGT 

GGTGTGTGTGAGGCTGTCGTGCCCCAAGGGCACAGGTCACCCCTGGCTCCAGGTGTTGCGCTGGCCCAGCCTGGAGGCTCCGGGGCTGAACTTG 

GAAGGGCAGCAGGGGTGTCCTCGGAGTGATGTTCCTCCTGGGGCCGTCACGCCTGTGGTTCTGTGCTGCCCACGGGAGACTGTCCTGCGGGGAT 

TGGGCTCACAGAGTGGCTCCCAGCCCAGGTCAGTTCCATGCAGACGCCGGGCCCCAGCACTCTCATCCCAGAGGGGTGGCCTCGCCGGCTCCGA 

GCAGAGTGTGTGAAGACAGTGGGCTGCACTGATGGGAAACTGGCATTGCAGGGAGAGTGGGCACCAGTGTAGCTGGGCACAGGGACCCTAGCCC 

AGCCCTCAAGGGGGTTCAGGCAGAGTGGGCCTGGCTCTCCGCAAAGCCTGCCGTGAGCTCCCTGGTTTTGGGGGTTGCTGGTGCCTTGCTGGGC 

CTCTGCCCAGGGTGCGCCAGGTGAGGGGCATGCCCCCACAAGGCCTGTTTTGTGATATTTTTTTCCTTTTGTACACTTACCAATTGGAATTCTT 

TTGCACTTAGTCCAATCCCTGGAAACCGCGGAGGCATTCAGCGTTGATAATGGGGTCTTGATTTGTACAGTTTGCCGGAAACTTAAGTGCTTCA 

ATCAAAATCGGCTTTAGAGGTCTTTGACTCTAACTTGGCTTCCTATAGAATCAGGGCTTAATTGGAAAACATGTTTTAAATTACAGAGAAAACC 

AACTAAGGGCAGTGACCGGGAAGGCATTTGCATTGCCCGTGCCTTCTCGGGAGGAGGCTAATTTTGAAATAATTTTGCCTTCAGAGCTTTCGGT 

GTGTGTCCACGCGTTGGCGGAGAAACACTTCGGCCACAGTGTAGGGCCTCGCTTGGGCCAAGACTGGCCAGAACCGTGGGTCCCAGCTTCTGCT 

TTTGAAAGCCCAGACCTGAGCAGCCTCCTTGCTTTTTCTTCTGCCCAGAGAGGCCTGGGCACCTTGGCAGAGCCTCCCCCCGAATGCAGTCCGC 

AGAGGTGCCCCAGCTCCTGCCCTAGCCAAGTTACTGTGCTGAGTTGGTGCCACGGCGCCATGGGTAAGGGCAGCCACCAGCCTGCGAGGGCCAG 

GAGCCAAGGGGATGCAGGACCAGCCCTGGCCTCATGCGGCCGCCCCTACAGGCAGCCCCTCCTGCCTTCATCATCACTGTGAGCTGTGGGGTCA 

GCAGGCCGGAGGGGTACCTGTTCTGCCCTTAAGCTCGGCTGCCACAGCCACACTTCTGGGCAATGCCAGTTTGTCTGCCCATGTCCTCCTCTTG 

TCCCATGAGGTCAGGGTGGGTCTCTGACGCTCTGCCAGCACCAGCCGGCGTCTGGTATACAGCAGGTGAGCCATAAATGAATAGGTGCTGTGCT 

CGAGAGCACGTGAAGCTGTGAATAGTGCAGGGATGAAGCCAGACCACGTTGATAATTTTATTCTTTATAGTTGAATAAGATAATTTGCATATTC 

AT AC ACACACAAG CACATTC C ATGTTTTCAAAAGTGG AGAAC AAATGTCC ACATAATTTTCTT CCTC CACTT C CGGCTT CTCAGGCGGGAGGCG 

TTGCTTAC^CACGTGCTGATGTGCAGTGACAGGTTGGTGCAGCAGAAAGCCCC^CaTCCTCATCCTGGCAACGAGAGAAACCACTAAACTGAA 

TTTAAATTAAAAACACAGTTGCCCTCTCGTTTTCTGATGGGATCGTCTGGTCTGTTTAAAGTTCTGTTTTAGACTGCTCTTGCAGATGGAACCA 

GGGCCGGGTGTGAGCTCAGGAGGGGAGGTTCCTGCTGAGGAAATCCGTCAGTAGGGCAGTTGAAGTGGCTTCTCCAGGAAGGGCCCCTGCGTCT 

CTCGACTGTCCTGCTCATTCCGAGGGTGCAGATGGTTGTAGCTGTTGGGAATGTTGGCTCTGGACACAGGCCAGGGTCGGCTCCACCCTGTCCT 

TCrCTGGAGTACGTAGGAAGCTCATTGTCCAGGCCAGCTCAGCCTCTGCGTATCAGCCAGGCCACCTTCAGGTGGTATGGGTTCACAGCATCTC 

TGAGCTTTGGGAAGTTTTAGATGGAGCGGCTCCACTGCCCTGGAAGGCTGGGAGAAGCTGGTGTTGGCCTCATGAGGAAGGGAGTCCCCGCAGC 

AGGGCTGCATTGCGGGGAGCCGGCCGGGCAAGGGCATGGCTCGCCGTAGCCTGGGTGCCGGGTCCCTCTGGGATGCTCCAGCAGGGCAGGAGGA 

GGGTGGGTGTTTGAGTCTCAGCCTGCGCTCCACGGAGCTTCCTCCCAGGTGTCTCAGGGCGGCGCAAAAGGCCGGGAGCGGAGTCAGCCTTTCT 

CTGAGGACTTAGTTTACAGCTTCCTCGGAAAACGACATTTTCCGATGATGAAAATCTGTGAGGAATGTTCTTCCAGGAGGCAGGTTGGCTGTGG 

GGAGCCGAGGGCCGGGTGTTGGTTTAGAAGCCCCTGGTAGCATCACAAGAACCCCCAGTTTCCAAGGCTGCAGGGGTTGAGCTGCAGGAAGTGG 

GAACCACACCCCTCTCCCACCCACACCCCTCCCCACCTTCACACCTGCACCCCTCCCGCCTGTTAAAGATCACTGTGTCTGTGTTCCGATGTGA 

GGCACCTCTCTGTACACGCGTGAACGTTGAAGCTGCTGAGGGACACACTAACGTTCAACATAAACGAAACGCCCGAAGAACGCCCGCGTGAAAC 

GTGAGCTCGGGCTGTGTGTAGAGCCTGGCTGAGATGAGACAGAAGGCGC!AAGGTTCTGAGATGTGGATGCATCAAACATGAGCCAGTTCTCGAT 

CGGAAGCCACACTACGACGCCGGGGGTGAAGACTCCCACTCCGTTTGCCAGCGATCGCGCAGCGGGCAGGGCTCAGCGGGTGGGGCTGCACGGG 
TCTCGTCAGTGGTCGTTTCTGTGGCCGCCGTGACTGGCAGGCCAGCTGGGGCCTGGACGGCCGGCGTCTCCTTCTCCAGGTAATCAGGGCCCCT 
CTACGTGGCCTCCCGGGGCCCCTCTGGGGAGGCAGCCTGGCATCTCACAGGCGGCCGGGGCTCCCGGGAAGCAGAGACGGGCTGTGCCAGGGCT 
CCTAGGCCCAGGCCTGGACCCAGTGCCGTGCCAGC(^C(2ACCCCAGGGGCCCTGCCCTGGTTCGCAGGGAGACACACAGAAATGTGGGAGGCCG 
GGTGGCCTGCACGGTGGGAGCGAGTAGACAGAGCCCCTCCCGGAGGCCCCCAGCCCAGCACATCCAGAGCCCTCCCCTGAGAAACCCCAGACAG 
CCAGGTTCGCCCCAAACCCAACATGGTGGGACGCCAGCTCGCCCCCCATCTCATGGCCGCCCCATCCCACGGCCGCCCCATCCTCTGGCCCTGG 
ATGTTACCACGTGGAGAAGACAGGCCTGTGGGCAGGCACTAGCCACACTGCAGGAGACGCAGGCTAGGTTTCCAGATTTCTCCACACAGCAGCA 
GGCGGAGGGCCTGCCTCCCACCTCACTGGGAGGGCCAGGACTCCAAATCTGGGCCAAATGTATGTTGTTATTTTTCAAATAAAGGGACCAAAGG 
CCCGGGCCTTTCCAAGGCTGCCCTGCCATGGGACCGTGACCGGTGTGGTTCCCAGGACTTCCACAAGCTCTGACAGGCACCTGGCCGTTGTTTT 
GGGAGGCTCCACCCAGCAGCCACAGAGCTTAGC1GGCAGCTGGCAGGACACTTGCAAGGACACGGAACTGTCACGGAACCACCGTGGCTTTGGG 
CTGTCACGGAACCACCGTGGCCTTGGCAGCTGCTGGTCCTATGCCGGGACACACACATTCACCGCGGCGAGTGTGGGGTGCATGTCCCCAGGCA 
GAGGCCATGTCATCCAGGTGCAGGAAGCGCCAGGCAAGGACCCTCCTGTCCGCCCAGAGAGCCGGGTCAGAGGAGTCCCCAGGCCTGAAGCCAC 
TCCCTCCGGGCTCACCTTCAGGTTCCTTCAAGGCCAGGGGGAGGTTCACCCACCCCAGGGTGTCGCGGAAGCCCCGAGGCCCCTGCAGGCCCCG 
ATTTCCCCAGTGAGGCATCAGTGCCCGCTGGCCACCCTGCCCCTCTCCTCCTCCAGCTGCCCCTGCTCCTTGTTTTCCTAGGGT.CTGGTTCTTT 
CTCGCGGGCGGGGAGGAGGTGAGGGTCAGGGCCCCTGTAAGGCAGACTAGTGGCACTGCCCCTTTCGGCCCTTGCTGTCCCTCCTCTGTCCCTT 
GTGGAAGGTCTCGGCCTGGGGCAGAGGAGCGGGCCGAGGAGGAAGGTGGAGTCCAGGTGGGTGGTGGGGTCTGTGTTCTGTTTTAGTCGTGGGG 
GATGTAGGCCGAGGGAGATGGACCCGGGGGATGGCTGCCTCTGTGGCATCTCCGTGGTGTGCCCTCTGACGGGGCTGGGTGAGCAAGGAGGACA 
CAGCTGGGAATTCCCAGCTCCAGCGTCCGCGGCACGGGCAGCCTCCCTGTGTGGAGCAGCTCAGCTGTCACCTCCTGAAGATGTTGGATGCTGG 



745 



WO 03/039484 



PCT/US02/36071 



SAG RES DISCOVERY 02-3 8 



CCCCGAAGGCAGCATCGCAATGACAAC^CCT^ 

GGAGAAGGTGACATTGCTGGGCGCCTGTGAGTGTGGACAGACATCACTGTCGCCGTGTGCTCCGAGAGAGGAGAGTTGGGGCTGCTTTGTCACC 
ACATGGCGTCTTTGGGAGCAGGACAGGTGGCCGGGCTGAACCCCCAGGCTTCTCTGTTTGCTCCCAGAGACCACACAGGGAAGGCAAGGAGGGC 
AGCGCCCGGGGAAGAGACACCTGCCCGTGTCTTCCTCATGCCCTGAGGATGGCTCAGTGGCCCAGATGGTCCAGGACCCCTAGAATTGAGTGAT 
GACCCCACAGTTCTCATCAAGCCGCATTCTGGATAGCGCTAGGGGCGACTCTCAGACTCCCCCTGCCTGGGCCCCGCTGGTGTGGGGAGGCCAC 
GCGTCACGTCAGTCCCCACTGCAGGAGGAGGGGCCGGGCTTCTGGCTGCCCTCCCTCCTCTCCCTTCTCAGGGCTTTTGGGATCATACACGACA 
AAGTCACCCATGGTCATGTTGGCTAGTTTCTTTTTTATATCAGCTTTATCGAAATATGATCTATACACCATTTAATTCACTCAAAGTGTATAAT 
TCGGTGGGTTTTGGTGGCTTCACATAATTATGCGGCCACCACCAATTTCAGAACATTTTCTTGTCCCCAGAAAGAAACCCTTGCCCATGAGTGG 
CCACCCCTGCTCTCCCTTCCCCCACCCCGGCTCCGACAACCCCAATGCCCCCTCGCCGTGGCCTCGCCTGGTCTGGCTGCTCCCTGCTGGCCTG 
CTGGGGAACCCCATCCTGCCGGCTGTGGTGCCTGGCAGCTTCTGTGGAGCGTGGCATCCTCCATGTTCCCTCGTTGGTGTGGGTCAGGGCGTAG 
GGTCCTCAGGTCCCCTCGTTGGCACAGGTCGGGACGTGGGGTCTTTCTGTGGCTGAGGGAAGCCCACCGTGTGGCTGCCCACACCTGTCTGTCG 
ATGGCACTAGGCCACGTCCACCCTGTGGAGATGATCGTGGAAAAGCCGCCATGAACCTCAGTGCGTGAGTCCTGTGTGGACGCCTGCCTGTCTC 
CTGAGCACATGCCTCGGTGTGAAAGGGCTGTGGGTCACAGGGTGGCTGCGTGTGAGGCCCTGCAGGCAGATGTGCAGCAGGGCTGGGTGGCTGT 
TTCCCCTCCAGAATCTCCTCTGGGAGCCAGGCTGGGACAGACTCCTGGGGGAGAGCCGGGGATGGATGAGACGCCCCAGGGACGCTCGCTTCTG 
GGCATGAGGATGCTGTGGGGTGCACGGCACGAGGACGCCGCGGGGAGCAGGGCACGAGGATGCTTTGGGGAGCAGGGCAGGAGACGCCGTGGGG 
AGCAGGGCTCGAGGGCACCGTGGGACCCAGGGACGCTGCTGCTTCCACCAGCGGCCCTCGTGGCTTTCTTTGTGGAAACAGTGGCTCAGCATCA 
GCACCGGCGTGGGGGTGGCCCGGCTCCGGGCGGCGGGTCCTGGCCGGTCTGGGAGGCTCGTGGGCCCGCAGGCCTGCCTGTGTGGAAACCTCGC 
GGGTGTGGCAGGGAAGCCTCCCGATGACTCAGACTGCAGGGAATTCCCTAATGATCTGGAATATTTTTACTCCTGCACTCGGGCAGTTTCCTAC 
TAAGGACTCGGAGCTCTGATAAGGCTGAACACAAAGGCCCTTTCAGGACCGGCTGCCTTCCTTCCTGCGAGGGGCTGAGTTTTGAACAGCACGG 
GGGCCGGCGCTGCCCGTCCGGGCCTGCACGGAGCTGGGAGCCGGCATGGCGATGCTCTTGCCGGCGGGACGCGGCCCTGCGTCTCCTTTCCTGA 
GATGCGAGGTTATTTCCATCTTTCAGCAGTCTCGGCGCTTTGTCTTGTTCTGGAAGCAATTGCTAGATAGACATTTGTGGCCGTGAATACTATT 
GCTTTTGAAAGACAATTACTTTATGATCCTTAAGCAGAAACAGAAAGCCTGCCCTCACCCTCACCCTGGTCGACCTGAAACGGCCACAGACGTG 
GGACACCACGGGGAGAGGCCCCACCTCCAAGAGGGAAGGCCACAGGCGCTGGCTCAGCCGGGGTCTTTGAGGAAGGCAGGGATGTTTGTCGGTT 
CCCCGCACTTTTAGGGGAAGTGTAAGCGTATCTGCTCCCACGTGCGCAGGAATTGCAGGGTGCGGGTGCTCCCAGGTGTGCGGTGGAGGCTGCT 
CCATGGCAGCTGCTGAGCTGGGCCTGGCTGGCCACGCAGACGTGGGTCCCCTTGGGGGCGCTCCGGCAAGGATGGTTCCCCACAGGCCCACGAG 
GCAGGGGTGGGAAAAGACGCCTCCATGCCGTCGTTCCATTTGCTTTTCATGGACTCACCGCTGCGGGGCAGCCACCTGGAGGAGGCCGCGGGGG 
AGACGGCTGGAGTCGCTGTTGCTTCTCGGGAGATAAAGAGAGGAGCAGGCTGTGTTGGCCTCGGCTGCAAAAATGGCGTCCCCTCGGGGTGTCA 
TTAAACGCGACATCCTGGCCCCGTGTGCGCCTCAGTGTCCCTCCTGCTCAGCACAGTCACTGAACCTCCCTCCCCTTGCCAGTGCCAAAGGCCT 
CCACAGCGTCAGGGAAGTTCCTAGGGAAGCTGAAGTTGTGACTCTGAGCTTCCTGGGCTGGGCGGGAAGCAAACTATAGCCTGTTGCGCCCGGG 
AGCTTCAGAGGACCACAGCCTTTTGTGGGGTGTGGACGGGGCCTCACCCCAAAGATGGACTTTGTCATAAGAAAAGTTGAAAAGTCATTTTCAA 
AAGGTGCCAAACAACCAGAAGACTTAGTTACACACAGAGTGATTTGGATTTTTATGAAGTGGGGGTGGAGGGGCTTCTGAGTGGTGCATCTGGG 
CTGGGGGCTTCTGGGAATCCTGTGGCATCAGCACCTGTGCTGGAGTGAAAACGCCTCTTTCTTCCCAGCTCCTGAGCTTTCCAGGGCCTGGAGG 
ACTTGCTGCTTCATGAAACTCAGATGGCTTCAAGCGCAACTGAGTGTACTTTTTAGTTTCCTGTAATTTTTTTGCTAGAGGAGAGAGGGATGCC 
AGGCTCTATCGAGTGGGTTGATCTGGTGGGTAATTTGCGTGGGGACCTCGGGCCTGCCGGGCTGGCATGGCCAGGGCTTGGCTGGGCGGCTCTG 
GGGTCCTGTGTGACTCACATTTCCTCTCCACCCTCCACCCAGGCAGCAGCCCGGCACTGTAACAGAGAAAAAGGAGATTTTGTCTGATTTATCA 
GTAATTGAGGGTTTGTAACAGACACACATTTTCTTCTTTGGAGAGAGAGCATAAGGATAAACTTAAGTGTGTATACCTGTAACTGTTCATTTTG 
GGAACAGACTTTATTTTGGAGAAGATAAAAGGCAGGAAGAGACTCTGTAGGAGATTGACATGTGTTAATTTGAGATAATTGCCGCAAACTCAGC 
GCATCTGAGGGGCCAGGCCGTGCACACACCCAGGCTGTGGTGGGGCCGCCTTGTCCGTGTGCGCCTGGAGCCCCCACTCTGCCAGGCCTGGAGC 
AGAGAGCACAACGCGTCCTTTCACTAGACCTCTGGGAGCCTTTTTATTTTTTAAAAACATGCAAATGGCCACTGGGGAAATGCCAAAAATACCT 
CGTGTTTTGCATTTCTGTCTCCTGATGGGCAAGAAGTTGTCAGAGGAAGGCTCTTCTCATTTACCCAGTGGTTCCTTTGCACACAGGCAGGGCC 
AGGGGCCAGGCCCTCATCCACCAGAGTAGACCCCAGCACGAGCAGGCGTCGCACCCTGGCGTGGAGCCCCCGGCCCCCCGTCACTACTCTCACA 
GCTCCTGCATCCCTGGGAGGCTGGGCTGGGAACTGCAGAGCCGGGTCCCAGGTCCACGCACAGACGCCCTGCACACGCTGTGCTGATGGGGTAG 
CTGCTCCCCCTCACACCTGCTCTCCCTGGAGAGGACGAGGGCATAGAGACCCTCCCGTGACCTGTCCTGAGGCTGTGAGAGGCCAGCAGATGCA 
GGGCCAGGACGGATTCCTGAGGATGCCCCTGCCCTGTAGTCCCTCCrACGCCGGGCTGGGGTCAGAACAAGCCCTGAGCCGCGTGTCCTCAGCT 
TCTCCAGGCTCCCAGGGCAACTTTGGTGTCGAGCTCGGGGCCCTGCCAGGGCACGTGGCTCCTGAGGTGCTGCCCTCGACAAAGCCCTGGGATG 
GGCCTACGTGGGTCTGCTGGGACAAGGCGCCCTCCTGGCTCAGGGCCCTGGGTCTGGATCACGTGGGGGTGTCTGGGGAGGGGGCTCCCCACCA 
CACAGAGTCACAGACGTTTCCTGCTCCTTTCTTCCAGATGGCCACCATGTCTGGGAGATGGAAGCGAAAACTGACCGGGACCTGTGCAAGCCGG 
TGAGTGCCTTTGGCGCAGCTGGAGCTACTGTGGGTCCCCAGGGCTTGGGAGGCTGGGGTCTGCTGGAGCCACTGCGGGTCCCCAGGCGTTGGGA 
GGCTGGGGTTCCTGTTTCTTAGAATGAAACAAATAAAAATAGTGCATAGAGTAACAGAACCAGTAACAAACAGGATCACCAAGTACTCGCCAAA 
GCACCATGTGCTGTCACCCAACGTGTCAGGTCACGTCAGAGCCCTGGCGGCCGGGGACGGTGCTGGACAGGCTGAGGGCCACCTCACACACCCT 
GGCGCTGAGACAGCCCAGGGAAGGTCGTCTCACACGGACCCTCCCGCCCTTTGCTGTCCCCTTGCTGTCACCATCACCTGGCACAGAGCAGGCT 
CCTGGGAGTCAGTGCTGTGCTGAGTTCCCGGGGGGTGGTCAGCACCTGCCCAGACCCGCTCACAGCACCGAGGGCAGGGCTCTGCGGCATCCCC 
AGTGGGGACTCGTGACCCCGTCCTGCGAGGCCACTGATTGCGCCGACCTCCCCTGTGATGGTGTCGCAAGCACAAGAGCCTGGGCGTGGCTCCT 
GGACTCGCGATTGGCCACAGCCTGTTAGCGGGCGGTGCATGTGTGCGGGGTCGTGGCAGACGCGTGGCTGGGTCACACTTCTGCTGTCACCGGG 
CCGTTTCCAACTCCCCCAGTCACCTGCCACAGCTTCCCTGGCACCGCGTGCATACAGCCGGTGCCTGAGGATAATGACCGTCCTCGGATTGGAG 
ATGACCTTTTGTGTGGATGGCTGTAGCTGCTCCCACATCTCCTGCACGGCACCGGTTGCTGCGTGCATCTGTCCCATCCCTGCGCTTCTGATCC 
ATGTGCTCATGTTTAAAGTGGTTTCTTGGAGGCAACGTCTTCTTGGGTGGTGTCTTGGATCCTCTCTGACGCTGTCTTGTAATTGGCACATGGA 
GACCATTGATGTTTAGGTCTTTAGTTTTGTTTGTTTTTGTTTTTTTGAAAGAGAGTTTCGTTCTTGTTGCCCAGGCTGGAGTGCAGTGGCGTGA 
TCTCGGCTCACTGCAACCTCCACCTCGCGAGTAGCTGGGATTACAGGCATGCACCACCACGCCCGGCTAATTTTGTAATTTTAGTAGAGATGGG 
GTTTTGCCATGTTGGCCAAGCAGGTCTGGAACTCCCAACCTCAGGTGATCCGCCCGCCTCGGCCTCCCAAAGTGCTGGGATTACAGGCATGAGC 
CACCGTGCCCGGCCTGATGTTCACTTATTATTGATACAGTTGGATTGATCCCTACGTTGGATTTTTTGAGTGTTCTGTTTAGTCCTATAAAAGC 
AGTAG AAATCTCTAGGCC AACATAAG ATGC C ACATGGCTCACAAGGGAGTTTTGAAG ACATGAAC ATG CTTCTGAGCTCAGCAGTGTGTGTCC C 
TGCGGGTCAGGGAAGTCTTGTGCACCCACTCAGTGTGTGTCCCTGGGGGTCGGGGAGTCTTGTGCACGGACTCAGTGTGTGCAGTTGGAAGCTG 
GTCCCTTCAGAAACCTCAGGGAAGAGCCCATCTCGGGCGGCTGGAGGCAGGTGGACAGGACACCGGGGAGGAGTCTTGAGGTCGTCTCCTGTTG 
GTGGGACGATCGGTGGGCTGCATGGAGAGCGGTGCTGGCAGCTTCACTCCCTGTCCCAAGAGGTGGCTCTGTCAGAAAGCAGCGTCTTCCAGCC 
TGCGACTTCAGCGCCCTTCCCCCAAGGACCCATCCCCTTCCCAGAACCTTTTCCAAGTGGTTATCAGATGGAAAAGGTTCCTCCCTGGCCCTGG 
GTGAAGTGAGCTCACCTGCACCTTCAGTGGTGCTCAGGCCTCCCCTGAAGCTCCTGGCACTCACAGGGTTCCAGTTCAATGCTGTCGCTTTTCT 
TGCCTTCACCTGAGAAGCCCCTTGAGGAAAGCTGGAGGCCCCAGGGCAGGCCAGTGTTCAGAGGAAGGAGTCCCGGCCTACACGGCCCGTTGTC 
CGCAGAGCCAGTGAGTCAGGGTGCTCAGAAGGGTCCTGGGAACGGCCAGCCACAGGCAAAGGCAGCTGGAGCTGCTGTACCGGCCTCTCCTCCC 
CGCAGCCTGTTCCCGTGTCCATACCGGCCTCTCCTCCCCACAGCGCGTTCCCGTGTCCATACCGGCCTCTCTTCGCCACGGCCATTTCCTGTGC 
CCATAAGGTCTGTGGCTCCCCGCTGGCCGGGCGTTTGCAACTGCCCAGGGGGCTGGCAGCCTTCGTCCATGGGGTCATTGCCAGGCCTGCCCAC 
CTACTGGGTGTCTGATTCGTTCCTCCCCACTGGGCTGCGCTTGCTCTGCTGTGCGTCTGTGCTGGGTACACTGACATCTGGCTCTCCGTCCCTG 
TGCCTGCAGGCAGTGTACCCTGGTGCCTGGCCTCGTGCTGCCTACCCTCCCTAGCCCTGGCTCCGTCGGGGTCTCCACAGGCTTCGCCAGCGCC 
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GCACATGCACGCGGGTTGCGGGATGCAGGATGCCGGAGCTGGGCTGCCCAGCCGCTGGCCTGCCCTGTCCCCCTAGGCAGGGAGAGCAGCCAGG 
AGGAGCCGTGAGCCTTTCTGCACTGAAAACAATCCCAGCCAAGCTGACATCCACATTCTCTGTGATTTTCTGTTTTACTTTTGACACTGGCATA 




CAAGCGATTCTCATGCCTCAGTCTCCCGAGTATCTAGGACTACAGGCGCCGGCCACTATGCCTGGCTAATGTTTTTGTATTTTTTTTAGTAGAG 
ACGGGATTTCACCATGTTGTCCAGGCTGGTCTTGAACTCCTGACCTCAGGTGATCCGCCCACCGTGGCCTCCCAAAGTGGTGGGATTACAGGCG 
TGAGCCACCGCGCCCGGCCTGCTGTTTCATTTTTAATCTCTTAAATGGAGTTTGCTTTAATATATATATTTTCTCATCATAAAGGAACTTCATA 
CTCATCGTGGACATTTGGACAATATAAAAAAGGAAATAAAACCTAGTGTAGTCTCACCAACTGAGACATAACCACTGCTGGCATTGGGCATGCG 



GTGTGTGTGTGTGTATATGTATGTGTATATATATATATTTATTTATTTATTTATTTTTTTTTTTTTGAGACAGGGTCTTGCTGTGTCATCCAGG 
CTGGAGTCCAGTGGCTTGATCATGGCTCACTGCAGCCTTGACCTCCCAGGCTGAAGCAGTTCTCATGCCTCAGCCTCGCCAGTAGCTGGGGACA 
CAAGTGTGCCCTATTCTGCCCAGCTAATTTTTAAATTTTTGTAGAGATGGGGCCTCGCGGTGTTGCCCAGGCTGGTCCTGAACTCCTGGGCTCA 
AGCAATCCTCCCACCTGGGCCTCCCAAAGTGCTGGGATGACAGGTGTGAGCGACCGTGCCCGCCTGTGCATATTTTGTGAACAAAATGGGATGT 
GCTGTGTCTACGGTTTTTGTACTTTCTATAAGTAAGTGTATGAGCTTCATCTCAACAGTGGAGTTTAAAGCAGGTTGCGTAGGTGCTGGTGCCA 
TTTGGAACCCGTATTTTTTCCGGTACAGACGAGTTTCCCTCTCCCTTCCTGTTCTTCCGTGTTTCTTCTTTATCGCTTCCTTCTGTGTGTATTT 
AAGTGGCAGTG CTCC CACGG AGAT AGTATTTTTGTCATATAATT TGTCTATTTAG AG AGTTG AAGTGGGTTGG C CTGTG CC C ACAT C AACATAG 
GCCCTTCCAGTCAGGTAGGACTTAGGAAAACTGGCATGCACCGTCCAGCATGCCCCACAGGGTCCCACCTCCACCCATCCAGCCTGCCTCACGG 
GGTCCCCGCCTCCACCCAGTCTGGCCCACAAGGTCCCGCCTCCGCCCAGCCAGCCTGGCCCACGGAATCTCCGCCTCTGCCCAGCCAGCCTGGC 
CCATGTGGTCCCCGCCTCCACCCATCCAGCCTGTCCCACAGGGTCCCCGCCTCCACCCCAGCCTGTCCCGTGGGGTCCCCGCCTCCCCACTCCT 
CGCTGCTGCCTGTGAGTGCCTCCCGGCCCGTTACTATTTCAGTCTCGGCTTCCATGAGACGTTTCCTTCTTGTCTCTTCCCTCAGCTGCTTCTG 
CTCTAAAGACCCACCTGGTGTAGCTGCTGACTCCATCGCAGCTGCCCTGAGCACTGCTGAATTCAGAAAACAGCCTTGGAGGAAGCGTCTCTTT 
ATCCCCCGTACAAATGCCGAGACAGGGTCCGGGTGGCCAGAGCTTCCCGGGTCAGCCCAGGAGATGGCCCAGACCCACAGTGCTCTGGGGGCAG 
CCCAGGCCCCGCCCACTGACAGCACTCATGGCCCGTCCGGCGGCAGCTTCAGCTCCCCTGGGGCAGCTGTGATGCGGGGCAAAGGCAGGAAGAC 
GCCCATGTGCCATGGCTTCTGGTTCTTCCCAATGAACTGCAGTTAATTAAACAACACAGACCTGCTGCCAGGAGAAAGTGTGGCCCCTGGGCAC 
AGGGCCCAGTGGGGTGGGGAGCAGGGGTGGGGGGAGGGCATGGCGCGTCTGCATGGGTGTCTGGGCCTCAGCTGTTTCATTATTTGTAAATGAA 
AGAGCCTGGACCTCAAGTTGTCTTCAGTTTTCTGTCTTTAACACTCTTAAGATTTCATTGTTAATGTGATTCAATCAATTTGGCTAAGTTAGGT 
GCTGAGCTATAATTAATTATTTTAACAAAAGAAGTAATACAATGGATTTTTCTCCTGCTTGTTAAACTAAGTGATATGATTATAAAAATGAAAC 
TTTATAGATGCGACTCCCGCCAACGCTCTCCCCAGATACCAAGTGCCGCCCTCGGCAGGGATGCCTGCATCACCCCAGTCATTTAGGGTCATCA 
GGGGCCCGAGTAACGCTGGGGCCTGAGCACGCGGTTGGGGTCTCCGTGTCCCAGCCCCCCACCCAGCCCCGACCTCTGCGAACAGCGCCACACG 

CAGCCTCCACACGCCGCCCTCTGCTGTCTGTGCCTCCGTGCCCTTGGCTGTTCCCACCCCGGGGTCTGCGGGGGTCAGGGCCTGCCTCCTCTTC 
CTCAGTTGGAGTGAATTTGGGGTCTGACTGAGGGCCTCGGCCATCGTCAAATGTGACAAACACAGGCCCTCCCCAGAGACCGCGTCTCCAGGAA 
GCACCTGCTCCTCTGGGTTTCGCTGCAGTCACCTGAGCAGGTGCTGGGCCACCGAGCACTTCCATCACACAGTGGCTGGCGGCGGAGCCTTGGG 
TCGTTTTCTGAAGGTCACCAACCCTTTGGCATCAGAGCAGGCAGAGCCTTTTGCATCCCCGCCAGTCCCCTTGCCCAGGTGGCCCCGGGCAACC 
TCCACCCTCAGGCACCCGGTCCCAGTTCTGTTTACAGCTTCTCTTTTCCTGGCTTCTTTCCCCATATTGACAAGATTTCAGTCTTAGGTTGGTC 
TTGTCTGCTGTGCTGCTCTGAGGAAGCCTCTCGGCTCCTGGGTGTGCAAGAAGCCAAGGGCAGCCCCTTCCCTGTGAGCGTGCGTGTCCACACG 
CGTGTGCAGGTGGCACAGAGCATGCAGGGCTGTCATCAGCTGCTTCTGGACCGCCCAGGTGGCTGCTTGGGAGTTTACCGTCACGGCAGTCCTG 
TGCTGCCGTGGAAACGCGGGGTTGCCGTGTGGCCGGCGTGGAAACGCGGGGTTGCCGTGTGGCCGCCGTGGAAACGCGGGGTTGCCGTGTGGCC 
GCCGTGGCGCGGCAGCCATCGCCTGCCCGGTGCTGATTGTGCCTCCTGTGTGCCCTTCTGCTGTAGAATTCTCTGGTGGTTGAGATCCCGCCAT 
TTCGGAATCAGAGGATAACCAGCCCCGTTCACGTCAGTTTCTACGTCTGCAACGGGAAGAGAAAGCGAAGGCAGTACCAGCGTTTCACCTACCT 
TCCCGCCAACGGTAACGCCATCTTTCTAACCGTAAGCCGTGAACATGAGCGCGTGGGGTGCTTTTTCTAAAGACGCAGAAACGACGTCGCCGTA 
AAGCAGCGTGGCGTGTTGCACATTTAACTGTGTGATGTCCCGTTAGTGAGACCGAGCCATCGATGCCCTGAAAAGGAAAGGAAAAGGGAAGCTT 
CGGATGCATTTTCCTTGATCCCTGTTGGGGGTGGGGGGCGGGGGTTGCATACTCAGATAGTCACGGTTATTTTGCTTCTTGGGAATGTATAACA 
GCCAAGGGGAAAACATGGCTCTTCTGCTCCAAAAAACTGAGGGGGTCCTGGTGTGCATTTGCACCCTAAAGCTGCTTACGGTGAAAAGGCAAAT 
AGGTATAGCTATTTTGCAGGCACCTTTAGGAATAAACTTTGCTTTTAAGCCTGTAGTCCTGATGTGGTCTTTAAGGATGGTGAATGAGCTTTGT 
GCTGGGCGGACGTCCCCGAGACACTTCTCCAGGGGTAACTTCATCTCCTGGGACCACGGGCATCCAGGCTGGGGCACCTTCTCCTCAACCTGCC 
TGCCCCTCACCCGCCGTGGGAATGGCTCCTTTTCACTCATACAAAAAAAAAAAAAAATCATCTTACCTTTTTAACCTTTAGGGTGTTTTCTTAA 
AGAAAATACCATCCAGTTTGTTTCTTCAGTCCCTGAACCAGTAGAAGAGAAAGGCGTCCCCCACGCCATCCCCGGCTTCCTTTGTGGGTACAGG 
CCACTCCCCCCAGCTCGGAGAGGACAGAATTAGCAGTCATCCTGAATTTTAGTGTATTTTGTGGGTACAGGCCACTCCCCACAGCTCGGAGGGG 
ACAGTTAGCGGTCATGCTGAATTTTACTGTATTTTGGGTAAGCTTAGCTAACATCAATAATCTTTTTATATTGCTTTTTTTCTAAAAACTGCAG 
AGATTCCTGTCATCTGAGAGGGAAATTACACACTGGGCGCTAATTGCAAAAGCAGCTGCGTTCTCTTAGTAAAATCAGGGTGTTTTGGAAGGTT 
TCCATTTTCTCTGAATGTAAACAGCATTTGTAATAGACCAGATCCTAAGGAAGCCCTTGAATCCCCACGTTCACACCAAACTGTTGGGACTCCT 
TGTTTTTATCAGGCAAGGTCTGGAAAGGCCTCTCAAGATGTGGAAAATGGGGTTTTGCTGTAAAGTCGCTGTACCCTAAGAGTGTCTGTGAGAC 
AGAGCTGCAGGGGTGATGTGCAGCCCCCAGCCCAGCCCTCGCGGGGAAGAGCCTCACGCTCTGTGACCCCCAGGATTGTGGGGAGGGCCTCATG 
CTCTGGGAGCCCCGGGATTGTGGGGAAGAGCCTCATGCTCTGGGACCCCCGGGATTGTGGGGAAGGGCCTCACGCTCTGGGACCCCCAGGATTG 
TGGGGAAGAGGCTCACGCTCTGGGACCCCCGGGATTGTGGGGAAGAGCCTCACGCTCTGGGACCCCCGGGATTGTGGGGAAGGGCCTCACGCTC 
TGGACCCCCCTGGGGTTTACGTGGTCTGTGCCGCCCACACTTAGTGAGTCCAGCCCATTCTTGGAACAAAGTACAATATATCTTACAGAAGAAA 
ATATTTTATCTTTTTCTGAAAATATAATGATTGAGTCCTAATTAAACTTCAAGCATGGTTGACCAGAAATTGAATGTTTTAAAGAAAACCTAGG 
CCTTATAGAGAAGGATTGCTTTCCAGAGCAGTGCATTAATTTTTTTCTTATTTGCTCAGCATGCGGCAGTCCCCACCGTGGGTTTGAGCAGCAC 
TGACTTTAGCACAGATCACGTATCTCAGAGGCAGAAGGGGCGTGCGGGGAGCGTGCCTGCCCTTCACAGGTGGGAGGTGGCGGCCCCCAGGACC 
GTGGCCACAGCATGAAGCCGGTGGGGCTGAGCCGCTCCTGCTACGTGCAGTCCACACCCCACCTGGCAGCCGGCCGTCCTGTCCTACCAGCCAC 
ACTCCTGCCTCGATTGGCCCCGGCTCCCCTCTCAGCATTGTGCCCAGCGTGGACATCTCTCCTGCACCCCCTGCCCAGTGTCTCGGCTGCACCC 
TCCACCCCCCATCTGCTCCAGGATGGGTCAAGGCAGGCCAGGTTCGCCAGGCTCACCCTGGGCACCAGCCTTCGCCCGTTCTCCCTCTCTTTGC 
CTCCGTCGTCTCTTCTCTCCTGGACGTAGCACCATAGTCCCTGGGTGACCATCCCAGGTCCCCACAAGCACACTGACCAGCGGCACCAGCCCCC 
AGGGGCTCCCCGGCTCCCTGTCACCCCACCTGGTCCTGGGGGCTGCGACCGCAACCTGCACCAGACTGTGAGCCCCTCAGGCAGAGCCCCCAGG 
CTGCCGCAGGGCGAGATCCCCAGTGTTGACGCTGGGCCTACCTCGAGGCCACTGTCAGTGTGGTTGTTAAATAAATAATGAATAGAAACCAGCA 
CCCAGGTATCCGTGTTCCGTCCCGCGTGCCGGCTGCACTTCCTGCCTCTGCAACCCCGGCTGGGTCTGAGGACGGCGAGGCCGCTCCAGGACCT 
GCGTCCTCCGTGCTGTGCATCTGTGTCTTGGGGTCCAGCTCAGATGGCTTCTGCCACGTGGTCCGAGAGATAGTTGCCAGCTCTGCTTCTGCCG 
ACCCTGGAGGTGGAGGCAGGACGGGTGGGTGTGGGTGGAAGACAGCTGCTTAGCAAGCACCGCCCTGACTCAAAGCTGCTCTTGGCTTTTTCCC 
TTTTCTACACCGTCATCATGGGGTCGTTAGCAGTCTAGGTTTCCGCTGTGCCGATGAGCTTCGGGTCTGCATGCCCGGGGGTCACGGCAGTGAG 
GGGCGGACTCCTAGGGTTGTGAAATGTGCCGTTGAAATGCACAAGGTGACAACAGTGAACCCACTTACACTCCAGCTGTGGAATTCATTTCACG 
TACATGTTTGTAAAGTCAAGTCTCATTGTAGGTTTTCCTTCAAAATTGCCATCCCCACAGGCAGCACAGGGAGGCCCCTCCGAGAGCTCCAAGC 
ATTTGGAATCCAGGTGCCCGAGGTGTCCGGTGCTTGTGGGGGGCGGGCTGGGGACACGCCTTGGCCACCAGCCGCCCGCACTCCTCGTCTCAGT 



747 



WO 03/039484 



PCT/US02/36071 



SAGRES DISCOVERY 02-38 



GCCAAAGGCATCCTCCGATGACTCGGCCGAAGATGAGCTCAGTCCGCAGCCCCTGTCCCGGCCCCGCCTCCCGTCTTCAGGGGGCCTCACGTCT 

CCTTTTGAGTCAGAAGGTCGCAGTGGTCGGCCTCCGGGAATCAGGCATCTGAGTGCAGGGGGCCCCCGGGCTCAGGTGGGGCTGACACCTCTGG 

CTGATGGTGTGTGATGGGGCCCAGAGGGAGAGTTCCCTTCACCCTCCCTGGGGCGGGGGGCAGGCATTAAATGGGGAGAAGTTCCCAGCAGAAT 

GTATGAGCCCCATGAACGGAGTGGGCATAGCCCTCGGGGAGTCCTGCCGGCCGCCCCTCCTGACATCCCGGGGTGGTGCCCGGTGAGGAAAGTG 

AAAATGTTGTCTGCAGTTAGAGGCTGGAACACACATGCCCACAGAGAGGCTTCCTGAGCGGCTTGTCTGTCACTGTTTTTGTGTAACTGCGCCT 

GAATTTAATGTCCCGGAAGGCGCGTTAGGAGGGCTGAGGGATGATCTGGTGCCAGGAAGGTTGGCAGTTCCGAGAGGTTATTCCAGCACGTCAG 

CATTAAAGGAGAGAGGCGAACCTGGAACGTGGGAACCCTGCCCAGGTCTGGTTAGAAAGGCGGCGTCCGCGTGGCCTGGGGCTTGTGTGAGGGG 

TGCACTTGTGCCCCCAGATACAAGCAGGCAGGGCCGGGAATCTGTCTCGTGGGGGGCTGCGGGCACTTTGGAGAAAGAAAACCAAGTTACAAAC 

TCAAAATTACCTACCAAAGTCAGTATTTTTTTAAACGAGAAAATAAAACATGACAAATGGCAGGTCTTTTTGTCTGAAGTCGTTTTAGTCGGTT 

ACCTGGAAACGCTCCCAGGGCCCCTGAGCTGGGGACACGGAGCTCTTGCCCCATCAGTGCCCAGGAGAAGCTGCTCCGGGCCCTAGGTCCCTGT 

GGGAACACACAGCCAGCCCTGCCTCTGTGGGGGTCCCTTTCGTGGCCAGAGCCCCCTTCCTCAGGGGACACGCGGTCCAGCTGAGGGTCATCCC 

GTGACAAGGAGTGGCTGCTGTGATGACCCAGGCACAGAAACAGCTTTGACCACAGAACGTGACATCCAGGGTGTGAAGGTGTCGGAACAGATCT 

GCCTCGGGATCTGGGGGTCCTTCACCAGGGGTGGGCGTGGGCCCCGAGCCCAGACAGGAGCCAGCTGGAGACTCAAACGTCACGAAGAAGGGAA 

GACGCGCTTCCCTCCCCCGGTACTAACCAGCCCTTCTGCTGGCCCTGCAACGATGACCTAGGCTTGAGAATCTGTTTCTGCCTCAAGGGGTAGA 

AAGGGGAATAGATTCCATTACTTCCCTGTTTGCAATGGATTATTAAATCCAGCAATAACTGTGGCATCGGAGAGGTGTTGGTACAGAGGGAGCC 

GGGGTCCTGTGGCCTTGGGTCCACCCCAGCGATCATCACGGGAGAGAGCTGCTTAGGGTGTGAGCCGTGGGGGGGCGGGGGGCGGCTGTGAAAC 

TGAGGTCCCCGTGCACAGATCCCACCACCCAGGGTCGACAGCTGGGGGGTTTCTCTGCTGGCACTTCCCAGGCAGCAGAACCGGCCCCTCTAGG 

AAGCCCCCTCCAGGTGGCGTGGGCCAGGCCCTCAGTAAGCTCAGCTGGGGCTGTGTGAGCTGAGGGGCTGAGAGCACCCCACAAGGGATCCGCC 

TGATTGCAGACAAGCAGTTCTGGGCCGCGGCCCGACCTCCATGCCCTTCTGCTCAGCCCGGCAGCCTCTCGTTCCCAGGGGTTTCCCATTCTGC 

CTTTTGCCTGGACTTTCCAACTCACTTTGTCCAAGTCCACTGCATGTAAAGCTTGATCCTGAAACAGTGAAGTTCTTGAGGTCTCTGCAGATGC 

TCAGCGGCCCCAAATCACCCTTTCGCTGCCATTGGCCAAAAGCACAGCCTGGGTGGGCCTTGAACACCTGTGGCCTCTTGCCGTCCCCCTCCCG 

TCACCCCACACACTTGGAGACACCCTGGGGCTGGGCCTGAGCTCGGCTCTCACTGCAGAGTAAACCTGCCCACCTCAGACACCCAGGCATGGCT 

CCCGCCTTCCCTCATCTGATCCTGCCACCGTGGCGGCTGCGTCGAAGCTCCTGACAACGTGAGGTCAGCCCTGGCCTCGCGGCGCTCTGGGTTT ' 

CAGCCTTAAGAGACTTTCCATGTGTCGGCTGTGGGCGCCTTGACGCACCAGGGCCTGGTCACAGGTTCTCAAAGCAGAGATTCTCCTGGCACCC 

CTGGTGCGCCCTCCAAGGGCCTAAAACGCAGACGACCCACACTCCATGCCATGTCCTGCACAGGAACGAGGGTGGCCTCCCCTTTCTGCAGCTT 

GTGGGGGTCAAGCCGGGACCCCTACACTGATGTTTCAGCCCAGCTGTGCCGCAGCTTAGAAGTCCTACCTGATTTCAGACAGAGCGGATGATGC 

TGACATTTCCAGCCCACAGCGTGGCCTGCGCCACGCTCCAGGTCGCCACAGGGGTGAGAATTCTGGGAGCCCAGCTGCCGAGTGCTTCTGGGGT 

TGGAGCTGGGCTGGCCCCACCTGTGAACAGCGGCCTGTGGGCCCCTCATCCCTGTTCTAGTGAAGGCGGCAGAACGACCTGAGGGAGACAGCTT 

TTATTAAATTTCAGTTTTTGTCGGTTGCCTCGCTCTTCAGACGGCAAGTGAGAGAAGCGTGTTCTCACGCTTACTGTCAACGTTGCGAGGGAAG 

CGTGTTCTCATGCTCACTGTCAACATTGTAAACCTGAGGGAAGCGTGTTCTGAGCTCATTGTCGACGTAAACCCCAGGGAAGCGTGTTCTCACG 

CTCACTATCGACGTAAACCTGAGGGAAGCGTGTTCTCGCGCTCACTGTCGACGTAAACCTGAGGGAAGCGTGTTCTCGCGCTCACTGTCGACGT 

TGTAAACCTGAGGGAAGCGTGTTCTCACACTCACTGTTGACGTTGCAAGGGAAGCGTGTTCTCGCGCTCACTGTCGACGTTGTAAACCTGAGGG 

AAGCGTGTTCTCACACTCACTGTCGACGTTGCAAGGGAAGCGTGTTCTCACACTCACTGTCGACGTTGTGAGGGAAGTGTATTCTCACGCTGTC 

GACATAAACCTGAGGGAAGCGTGTTCTCACGCTCACTGTTGACGTAAACCTGAGGGAAGTGTGTTCTCACACTCACTGTCAACGTTGTAAACCT 

GAGGGAAGCGTGTTGTCACACTCACTGTCGACGTTGTGAGGGAAGCGTGTTCTCACGCTCACTGTCGAGATTGTAAACCTGAGGGAAGCGTGTT 

CTCGCGCTCACTGTCGACGTTGCGAGGGAAGCGTTTTCACACTCACTGTCGACGTAAACCTGAGGGAAGCGTGTTCTGACGCTCGCTGTCAACG 

TAAACCTGAGGGAAGCGTGTTCTCACGCTGACTGTCGACGTTGTAAACCTGAGGGAAGCGTGTTCTCACGCTCGCTGTCGACGTTGTAAACCTG 

AGGGAAGCGTGTTCTCACGCTCGCTGTCGACGTAAACCTGAGGGAAGCGTGTTCTCATGCTCACTGTCGACGTTGTAAACCTGAGGGAAGCGTG 

TTGTCGCGCTCACTGTCGACGTAAACCTGAGGGAAGCGTGTTCTCACGCTCACTGTCGACATTGTAAACCTGAGGGAAGCGTGTTCTCGCGCTC 

ACTGTCGACGTTGTAAACCTGAGGGAAGCGTGTTCTCACGCTCACCGTCGACGTAAACCTGAGGGAAGCGTGTTGTCTCACTGTCAACTTTGGA 

AGGGAAGCGTGTTCTCGCGCTCACTGTCGACGTTGTAAACCTGAGGGAAGCGTGTTCTCACACTCACTGTCGACGTTGCAAGGGAAGCGTGTTC 

T CACACTCACTGTCG AC ATTGTGAGGGAAGTGTATTCTC ACG CTGT CG AC AT AAACCTGAGGGAAGCGTGTTCTC ACGCTCACTGTTGACGTAA 

ACCTGAGGGAAGTGTGTTCTC^CACTCACTGTCAACGTTGTAAACCTGAGGGAAGCGTGTTCTCACACTCACTGTCGACGTTGTGAGGGAAGCG 

TGTTCTCACGCTCACTGTCGACATTGTAAACCTGAGGGAAGCGTGTTCTCACGCTCACTGTCGACGTTGCGAGGGAAGCGTTTTCACACTGTCG 

ACGTAAACCTGAGGGAAGCGTGTTCTCIACGCTCGCTGTCAACGTAAACCTGAGGGAAGCGTGTTCTCACGCTCACTGTCGACGTTGTAAACCTG 

AGGGAAGCGTGTTCTCACGCTCGCTGTCAACGTAAACCTGAGGGAAGCGTGTTCTCACGCTCACTGTCGACGTAAACCTGAGGGAAGCGTGTTC 

TCACGCTCGCTGTCGACGTAAACCTGAGGGAAGCGTGTTCTCACGCTCACTGTCGACGTTGTAAACCTGAGGGAAGTGTGTTCTCACACTCACT 

CGACGTGAGGGAAGCGTGTTCTCACGCTCACTGTCGACATTGTAAACCTGAGGGAAGCATGTTCTCACACTCACTGTCGACGTTGTAAACCTGA 

GGGAAGCGTGTTCTCACGCTCACCGTCGACGTTGTAAACCTGAGGGAAGTGTGTTCTCACGGTCAGCGTCGACGTTGTAAACCTGAGGGAAGCG 

TGTTCTCACGCTCACTGTCAACGTTGTAAACCTGAGGGAAGCGTGTTCTCACGTTCACTGTCAACGTTGTGAGGGAAGGGTGTTTTCACGCTCA 

CTGTCGACGTTGCGAGGGAAGCGTGTTCTCACGCTCACCGTCGACGTTGTAAACCCGAGGGAAGCGTGTTCTCACGCTCACTGTCAACGTTGTG 

AGGGAAGGGTGTTTTCACGCTCACTGTCGACGTTGCGATGGAAGCGTGTTCTCATGCTCACCGTCGACACTGTAAACCTGAGTGAAGTGTGTTC 

TCACGCTCACTGTCGACGTTGCGAGGGAAGCGTGTTCTCATGCTCACTGTCGACGTTGTGAGGGAAGCGTGTTCTCACGCTCACTGTCAACGTT 

GTAAACCTGAGGGAAAGGAATTCTCTCTCACATGCTGTGGGGTGCTGGCCCCACCAGGCCTCCCAGGAGACCTCCCCAAAAGTCAGAAGAAGGG 

CTCCAATTGAAAGGGAGGTCCGAGATGTGCTCGCCAAAACCACCCCCAGCAAGACGCCAGGCATCCTAGCCACCCGACGCTCAGGCCGTGCGTG 

TCCTCAGAGCGTGTTTTAAAGCAGGAGGGATTTGGGGTGGAAGATTGCTCCTGCAGAAATCAGAGATGAGGGGAGTAAATTAGGGAACCAGCGT 

CAGGATCCAGACTTCTGTGAAAGAGCCACAGGGCTCAGCATCCGACGGGCGCACCTGGGGCTGGGCGAGTCTGGCTCCAGAAGGGGGGTGGGGC 

CGGGAGCCTGAGATGGGATGAGAGGGCGGGAAGGGGCTTGTTGAGAAATCTAAGGGCCACGGGCCACCAAAAACAAACCAGGAGGTGTGAGTCA 

GTGGGGAGGCTGGGTGCCAGGAAGCCTGCGCTCTGGGACATGCGTGGGGCAAGAGGGGCGCCCTGAGCTTGGCGACGCCAGCCGCGCGCGTGGG 

AGGGATCCGCCTGTCCACGTGCAGCCGCCTCCGGGCGGCGTCGGCCATGCTGCTGCCCCACCGTGGCTCTGTGGCTCCAGCCGGAATGGCAAAG 

CCTGGCTCCACAGCTGCCTGGGAGCGTGAGTCACGCGCCCCACAGAACACGGCGGGCAGCGCGGGCGAGGATTGGCGAAAGCCGACCGATGTGT 

TTTGGCTTGTGTGGTCTGTGGGAGCGTCCTTTGTCATCAGCCTAATTGGGCAACAGATCCCACCTCACTGTGCCCTGGAGCAGCACGGGGCCAC 

CACACAGCCTGAAGCCCCACTTGCGCTTCCCCTCGCTGCCGTGCTGTCCTGGCCCCGTCGCTGCCACCTGAGGCCCCCATCAAGTACCTGAGCT 

CTGCGTCTGTTTTCACGCTTCTGTATGTGTAGGAAGCCCCCCACCGATGTTGCTCGGGGTCGACGTGATAAACCTGAGGGAAAGGGAATTCTCT 

CACCCCGACCGACACACAGGATGGGTGTGGGGGCAAAGTGAGATCATGAACAAAAGCATCTGGGCCCGTCCTGGACACATGGCCAGGGTTAGCC 

ACGGTTGTCAGCCTCCACGGAGCTGCAGTTTCAGCCTGGAGGTCTGTGGCGTGCATGGTTGGAATACTCACCAGACTCACGTGGTCGTGACTCC 

GGAAGATCATGCCTTCCTGGAAACCTTGGAACGCGCTTCAGCAGAAACTCCAGTGAAGAGTCGGTGAGAGAGCACAAATTCCCAAAGGCGGATG 

GAGTTCGGAAGGACCCTTCTCTGTCTCCCACATCAGGCGGTGCCTGGTTGGTGCAGATTTAGCCCATGGTGGGCCGTGGATCCCTCACCTGCTC 

TGGAAACTGATCTTGGCTCTGAACAAGGAGAAATGATGCCTCTCAGCCTCGAGGGATGGGTGATAAGGCAGCTTCATCCGCTGTTTTCTTTCAT" 

TGTTTGAGAAAAGTCATGCCCCGGAGGTGTCATTCCTGGTTGTTTATGTTGATGGCAAAACTTGGACTTTCTTGTCATACAGCAAACAGAAGAC 

AATCTGATCTTTGTTTTCCAGGGGTTTAGACTTTGAACAAAACCTCTTTTGTCCAGTACTGTAGTGCATCCCTGGTAGAGTAATTCAAGCTGAA 

CACAAGGTTGCATAAAAATGTGGGCATGGGGGAGCAGGGAACTGTCTTGGGATCATTCTTTGCTGTGCACAGCAGCTGCAGCCTGCAGGCAGCT 

CAGCGTTAGATCTCCCCACCCCCAATGCCACCTGGGGACCAGATGTTACTGTTGGCGGAAGAAGGGGGTCCGGGGCACTGTCTCAGTCTTTGGG 
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GCTTCCATGGTGGAGCACTACCGGCCGTACTGTTGGTGGAAGAAGGGAGTCCGGGGCACTGTCTCAGTCTTCGGGGCTTCCATAGTGGAGCACC 

ACCGGCCGTACTGTTGGCAGAAGAAGGGGGTCCGGGGCACTGTCTCAGTCTTTGGGGCTTCCATAGTGGAGCACCACCGGCTGGGCACCTTGTA 

AACAACAGACATTGATTTCTCACAGCTCTGGGGGCTGGAAGTCCGAGGTTGGGACTGGTACGGTCGGGTTCTGGTGAGGACCATTCCAAGTTGC 

AGACAGCCAAAATCCTGCCATATCCTCACATGGCAGGACAGGCGATTTGTCTCTCCCTCCCTGTGGGACGGCAGTCCCGTTGGATCAGGGCCCG 

ACCCTGATGACATTGTTTAACCCCCAGTTACCTCCTGCAAACACCACTCTCAAGTAGAGTCACGGGGACGGGGGTTAGGGCTTCAACATGAGGT 

TGAGGGGACACGAGTCCGTCCATAGCAGTGACCCCACTTGTCTAAAGCCACAGGGCTGAGCCTGCCCCCTGCCCCCCTGCCTGCCCATCCCCAG 

GCCCCCGTTCTTGCGCCCAGGCCCCCCCCCGCCCACCCCCAGGTGCTCCCTGTGCTGCAGACAGAGCCCCCGAGGAGCCAGGAGCTGCCGGGCA 

CCAACCACACAGGAAGCCAACAGGTGGGGCAGGCTTGTGCCTGCCACCGTGTTGCTCATGGCGATTTTTATTCTCAGATCTTGTCACCTCTGTC 

TTGTAGCAGAAGGGGGCCCTGATCTGGGAGCCGTGAAGACCCCAGCTGTCCCCCGGGAGCCAGGCCACACCAAGGCAGCCAAGGGGACTACGTT 

GGGAGGAGGATGTGGTCCGGGCCATTAAGAGCTGTGATGAGCCCCCAGGTCTGCCCTGGGTGAGGGGCTCTGCCTGCCCTGGGGCTGCATAGAC 

CCGGCTGGGGCTTTAGAACAGGAACCGTTCGAGGGGCTGCGGTGGGTGAAGCCCACTCATGTCCTGGCTCCTGTTACCGGGTAGGGATGGCAGC 

CCATTTTCCAGGCTTGGGGGTTCTTTAAGAGGCCAGGATTGTGCCGAATGCTCTTTGGCTGACGATGGCCGTGGCGGGGGCTTTGGGAGGGGAG 

GTCCTGGAGGAGAGGCTTGCCCAGCTCACTGCCTGCGTCTGTGGCCAGAATTGGCACCTGCATGGGGCGTGGAAACGTCGTGCTCACCTGGGGC 

GGAAGCCCCCCTCCAGGACTCAGCTCCCAACGTCACTGCTACCGAGGCAGAGACTCTGCAGCGGCATCAGAGAGAAGCTGGGCCCCAGAACAGC 

ACCAGGCATGGGACGGGCCCTCCGTGCCTTCCACGGAGGATGCAAGCGTGAGGCCTGGGTCTGCGGGGACGGTTTACCTGTCAGCTCTGCACGC 

CGCTGACCACTGCGCGCCGCCTCCACAGACAGTCCCCATGGACGCTGGGGCTGCCGTGGACGATGGGGCAGCCATCATGGACAACGGGACTGCC 

ATGGACACCGCAGCCAGCCTGCTCTGTGGGAATATGCTTTGTAAAGCCAGCCGGCCCTGAGGCCAGCACTCGCCTTCCACACTCTGCTCTTTGT 

AACGAGTTTCATAAACTCACCCTCAGGTGATTGGTGTTTCTGTTGCAGCGTTGCTTAGCCTGAAAATGAGCTGCCCTTTTTCTGAGCCCATCCT 

TTCGCCACCTCTACCCCAGCCCCTCATGGCTGATATCAGGAGGTAGCCAGAGGCCGCCTGGTGCAGGGTGAGCCCGGAACACGGGCAACAGCTT 

GAACTGGGCCTGTGCGGCCCCCTCCACGGGCGACAGCGTGAACTGGGCCTGTGCGGCCCCCCTCCACGGGTGAGACTCCCAGGCGCTCTTGCAG 

AGGCTCACTCACTTTCTCACTGATAGGATGCGTCTTACGAGGCTCTGATTTACAGAGCAGGCATCCATCTTCTCTGAAACCCACACAAAAAGCA 

CAGTTTAGGCCAAGCCCAGGTGCAGTATGTTCGTGTGTTTAAGCTTCTTAGATGGTGGGGTGTGGAAGCAGCCGTGTGGCTTTCCTTTGCTTGT 

GAAGGTGAGTTTGCACTTTCCAGCTTCTCTCTGTATTGGGAAGGCTGCAGCTCTCCAGGACATGACTTAGCAGAGAACATCCCGCTGCATCCTC 

ATAGGCCAGCGGGTCAGGCGGGGCCATTCTGAAACGTCCCCTGTGGGTGCCGGGTGCCTCGCGCATCGCTGCCGTGCAGCGCCCTTTGTCCCTG 

GCTGTGCTTCGCGGCAGTGCCCCTTAGGGCAAGGACAGGGAGATGGGGCAGTCGCCTGGGGAAGGCCCGGTCCCAGTGGGAGGCAGCGTCAGAG 

CAGCTGGGATGGCACAAGACGCCGGTGCCAGGGCTGAGAAACCATCCGGCCAACCCCAGACTTGAGCCAGACTTCATGGGCAAGGCTGGGAGAA 

GCCGCGTGGAGACCCCAGCCCAGGGAGGGGCACTGTGGCAGGAACAGGGCGCGCACCTGCAGGGTCAGCCCAGGCCACCTTCCAAGCACGGTGA 

CCACGTGGCAGCTCATGCTGCCAGCTCCGGGCCAAGGGACCTGGACTGGCTCTCCAGACTCACAAGATGGCGTCGTGGGTGGGGCACGTGCGGT 

GATCCCAGGTTTCAAGTAGCTGCCCCCAGCTCCCTGCAAATAGGTCTGGGCGGAAGAGAAGCAGTGGGCAGGCACACGAGTTTATTCCTGAGAG 

GAGCGTGTTGCCACAGCCTCTGTGGACTGGAGCCCCAGGCTTCAGAAAGAGAGGGAGCGCCTGCCTGTGGGTGGGGGGACAGGAGCTGCCAACC 

TGGCGGGGTCCCAGCGAAGCGTCCACTGGGCCTTCTGCTTGCCCCTGGGGGTGGTGGATGCATCAGTGCTGGGCCTGCTCCGAACCCGCAGGGC 

AAGCAGCCCGTGCGTCCCGATGCCACTGCCGGCCGCCAGCATCCTGGGGAGGTGGGTCGCGTGTCCCAGAGCCCTGTGCCCCTCGCCACCACCA 

TCCTAGGTCAGGACTTCCCCAGGAAGAATCCAAGTGGCTGGAGAGATGCGGGGGTTAATGCCGGTACCACCGCGGTTTTAAACGGGGCCGTGTC 

TGAGCCGTGTTCTTGACGTTCTCCAGCCAGCAGCAGCAGACGCCACCCGGTTGCCCCAGCCCCAGCGGGTCTCGGGCATAGCCGGGCTTGGCCC 

GTGGGGCGGCTGATTTACAGGACAGCTGTGCACGGGGCCTCTAGTGTCCGCCAGAGCTGGTGGGTGAGAGTTTTTAAAGCGCTCGGGACACTTC 

ACAGAAGAGGCGCACTGGGCCCCATGCCTGGCCATGTTTCTGGGCCCTGGCTGAAAATCCCGAGCAGCGGAGAGAGGATCCCAACAGGGTATTA 

ATTTAACCTTCCAGCCATGTGCTTTTGCTTAAGATCTAAACTCTGAAAATTACCAGCCTAATTTAGAATGGAGGCTTGGCCATTCGGGACACCA 

GCATCTTCTGAGCGGGAGAGATGTGGGTGCCCACCGGCGTCTCAGTCCCACATCTGGGCCTGTTTCCAGTGACCCCTGCACCTCTCAAAGGCGC 

AGGCCTGAGTTCACAGAGAGCACTTGGCCAAGCCCTGCCTCTGGGGCTCCCCATCGTCTGGCTTTGTCGTGGACTCATCATTTCTGGATTTACC 

ACATGCTTCAAGCTGGAACAGCAGGAAGGGGCAGTTCCTGAGGCCCAGCTGCGTCCGCAGAGCTGGGGGCGCCATGGCCTAAGGCAAGACGCGT 

GCCCTGGATGAAAATGACTCCAGCTCTGTAGTCTCCAGACAGCGGTTAGAGCCCCACCCTCCACGGACACCGCCTCCTGCCACCCCTTCAAAAA 

AGTGTTGCAGCCCAGGGCCCAGATATTCAATTTTCTAATGTAAAACGAGGCGGGTAGGGTTTCCCAATCAACATGAGGGCGCCGTGTCCTGTGC 

AGCCCCCTGACTTGCACAGGCAGTCCTGGGGCTCTGCCCCATCTGTGAACCCTCAGCTGAAGAGGGCAGCCCCAGAGGCAGCCACATTCAGGTG 

GCTGAAGGCAGAGTCCTCCTCCCAGGAACCGCCTCGGCGCTGCCAAGGCCTGTGCACCTTCTTCAGCCCGAACTAAGGAGAATGTGCGGGACTG 

AGAGCCATAGACCCTCGTGAGCCAGGCTTGAGCGTTGTCTTCAGATGGGGCCCAGTGGGCCTCACTGTTGTGACGACTGAATGTGACGTCTGGG 

GTGTAATTCCAGCGTGACCTGGTCCTGGGGTGTCACTCCAGCGTGACCTGGTTCCTGAGGTGTAATTCCAGCGTGACCTGGTTGCTGGGGTATA 

ATTCCAGCGCGACCTTGTTCCTGGGGTGTCATTCCAGCGTGACCTGGTCCTGGGGTGTCATTCCAGTGTGACGTGGTCCTGGGGTGTCACTCCA 

GCATGACCTGGTTCCTGGGGTGTCATTCCAGCGTGACCTGGTCCTGGGGTGTCATTGCAGTGTGACCTGGTTCCTGGGGTGTCATTCCAGCGTG 

AGCTGTTTCCTGGGGTGTCATTCCAGCATGACCTGGTTCCTGAGGTGTAATTCCAGCGTGACCTGGTCCTGGGGTGTCACTCCAGCATGACCTC 

GTTCCTGGGGTGTAATTCCAGCGTGACCTGGTCCTGGGGTGTAATTCCAGCATGACCTGGTTCCTGGGGTGTAATTCCAGCGTGACCTGCTCCT 

GAGGTGTCAGTGCAGCGTGACCTCGTTCCTGGGGTGTAATTCCAGTGTGACCTGGTTCCTGGGGTGTAATTCCAGCGTGACCTGGTTCCTGGGG 

TGTCATTCCAGCGTGACCTGGTCCTGGGGTGTCATTCCAGTGTGACGTGGTCCTGGGGTGTCACTCCAGCATGAGCTGGTTGCTGGGGTGTCAT 

TCCAGCGTGACCTGGTCCTGGGGTGTCATTCCAGCGTGACCTGGTTCCTGGGGTGTCATTCCAGCATGAGCTGTTTCCTGGGGTGTCATTCCAG 

CGTGACCTGGTCCTGGGGTGTCACTCCAGCGTGAGCTGGTTCCTGAGGTGTAATTCCAG 

HUMAN SEQUENCE - mRNA 

GAATTCCGGGCCGGGAGAACCGAACCCCTGGCGGCCGCGACCCCGGCTCCCGCCCCGGCCCCGGCCCGACCCGCCATGACGGGGCTGGAGGACC 
AGGAGTTCGACTTCGAGTTCCTCTTCGAGTTTAACCAGCGCGACGAGGGCGCCGCCGCGGCCGCCCCAGAACACTATGGCTATGCATCCTCCAA 
CGTCAGCCCCGCCCTGCCGCTCCCCACGGCGCACTCCACCCTGCCGGCCCCGTGCCACAACCTTCAGACCTCCACACCGGGCATCATCCCGCCG 
GCGGATCACCCCTCGGGGTACGGAGCAGCTTTGGACGGTGGGCCTGCGGGCTACTTCCTCTGCTCCGGCCACACCAGGCCTGATGGGGCCCCTG 
CCCTGGAGAGTCGTCGCATCGAGATAACCTCGTGCTTGGGCCTGTACCACAACAATAACCAGTTTTTCCACGATGTGGAGGTGGAAGACGTCCT 
CCCTAGCTCCAAACGGTCCCCCTCCACGGCCACGCTGAGTCTGGCCAGCCTGGAGGCCTACAGAGAGCCCTCGTGCCTGAGCCCGGCCAGCAGC 
GTGTCCTCCCGGAGCTGCAACTCAGAGGCCTCCTCCTACGAGTCCAACTACTCGTACCCGTAGGCGTCCCCCCAGACGTCGCCATGGCAGTCTC 
CCTGCGTGTCTCCCAAGACCACGGACCCCGAGGAGGGCTTTCCCCGCGGGCTGGGGGCCTGCACACTGCTGAGTTCCGCGCGGCACTCCCCCTC 
CACCTCGCCCCGCGCCAGGGTCACTGAGGAGAGCTGGCTGGGTGCCCGCTCCTCCAGACCCGCGTCCCCTTGCAACAAGAGGAAGTACAGCCTC 
AACGGCCGGCAGCCGGCCTACTCACCCGACCACTCGCCCACGCCATCCCCGCACGGCTCCCCGCGGGTCAGCGTGACCGACGACTGGTGGTTGG 
GCAACACCACCCAGTACACCAGCTCGGCCATCGTGGCCGCCATCAAGGCGCTGACCACCGACAGCAGCCTGGACCTGGGAGATGGCGTCCCTGT 
CAAGTCCCGCAAGACCACCCTGGAGCAGCCGCCCTCAGTGGCGCTCAAGGTGGAGCCCGTCGGGGAGGACCTGGGCAGCCCCCCGCCCCCGGCC 
GACTTCGCGCCCGAAGACTACTCCTCTTTCGAGCACATCAGGAAGGGCGGCTTCTGCGACCAGTACCTGGCGGTGCCGCAGCACGCCTACCAGT 
GGGCGAAGCCCAAGCCCCTGTCCCCTACGTCCTACATGAGCCCGACCCTGCCCGCCCTGGACTGGCAGCTGCCGTCCCACTCAGGCCCGTATGA 
GCTTCGGATTGAGGTGCAGCCCAAGTCCCACCACCGAGCCCACTACGAGACGGAGGGCAGCCGGGGGGCCGTGAAGGCGTCGGCCGGAGGACAC 
CCCATCGTGCAGCTGCATGGCTACTTGGAGAATGAGCCGCTGATGCTGCAGCTTTTCATTGGGACGGCGGACGACCGCCTGCTGCGCCCGCACG 
CCTTCTACCAGGTGCACCGCATCACAGGGAAGACCGTGTCCACCACCAGCCACGAGGCGATCCTCTCCAACACCAAAGTCCTGGAGATCCCACT 
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CCTGCCGG AG AAC AGCATGCG AGCCGT CATTGACTGTG CCGGAATC CTG AAACTCAGAAACTCCG ACATTGAACTTCGGAAAGGAGAGACGGAC 
ATCGGGAGGAAGAACACACGGGTACGGCTGGTGTTCCGCGTTCACGTCCCGCAACCCAGCGGCCGCACGCTGTCCCTGCAGGTGGCCTCCAACC 
CCATCGAATGCTCCCAGCGCTCAGCTCAGGAGCTGCCTCTGGTGGAGAAGCAGAGCACGGACAGCTATCCGGTCGTGGGCGGGAAGAAGATGGT 
CCTGTCTGGCCACAACTTCCTGCAGGACTCCAAGGTCATTTTCGTGGAGAAAGCCCCAGATGGCCACCATGTCTGGGAGATGGAAGCGAAAACT 
GACCGGGACCTGTGCAAGCCGAATTCTGTGGTGGTTGAGATCCCGCCGTTTCGGAATCAGAGGATAACCAGCCCCGTTCACGTGAGTTTCTACG 
T CTG CAACGGG AAG AGAAAGCGAAGCC AGTACCAGCGTTTCACCTAC CTTCC CGC C AACGTTC CAATTATAAAAAC AG AAC CC ACTGATG ATTA 
TGAGCCTGCTCCAACCTGTGGACCGGTGAGCCAGGGGTTAAGTCCTCTCCCAAGACCATACTACAGCCAGCAGCTCGCGATGCCACCCGACCCC 
AGCTCCTGCCTCGTGGCCGGCTTCCCGCCCTGTCCGCAGAGAAGCACCCTGATGCCAGCGGCCCCTGGCGTGAGCCCCAAGCTCCACGACCTTT 
CTCCCGCTGCCTACACCAAGGGCGTTGCCAGCCCGGGCCACTGTCACCTCGGACTCCCGCAGCCGGCCGGAGAGGCCCCCGCCGTCCAGGACGT 
GCCCAGGCCAGTGGCCACGCACCCCGGCTCGCCCGGGCAGCCACCCCCGGCCCTGCTGCCACAGCAGTAAATGAAATAATACGAAATGACCTCT 
C C AGCACG AGC ACCC ACTCCTAGTTGC CACATTGGAG CACTCAGTT CAGC AGGGGTATGCTGACTTC AGC AGACAAAGACTTTTGAATAAATAA 
ACTGAACTCACACCTGGTACCACTCAGAACCTCCAACTGACTGAATGCCAGGAGCTGAACATTAATATGTGCAAAGATTGGCTCTCCAACAAGA 
AGGAAAGCAGGGAGGAAGGGAGACCACTGTGTCGCCTGGAGGAGAAGTCATCTCATGACAACAGAAGGGAGGTGGCCGGGCTGAGCACGGAGAC 
CCACCGTGCAGGGGCCTTTCATGGGAACGGCCCACACGCAGTTTGACCCCACGCCCAGCCCTTCTGGCACCCCTGGGGTTCAATACTGGAAGTG 
CCTTATTTAACCAG ACC AT CA 

HUMAN SEQUENCE - CODING 

ATGACGGGGCTGGAGGACCAGGAGTTCGACTTCGAGTTCCTCTTCGAGTTTAACCAGCGCGACGAGGGCGCCGCCGCGGCCGCCCCAGAACACT 
ATGGCTATGCATCCTCCAACGTCAGCCCCGCCCTGCCGCTCCCCACGGCGCACTCCACCCTGCCGGCCCCGTGCCACAACCTTCAGACCTCCAC 
ACCGGGCATCATCCCGCCGGCGGATCACCCCTCGGGGTACGGAGCAGCTTTGGACGGTGGGCCTGCGGGCTACTTCCTCTCCTCCGGCCACACC 
AGGCCTGATGGGGCCCCTGCCCTGGAGAGTCCTCGCATCGAGATAACCTCGTGCTTGGGCCTGTACCACRACAATAACCAGTTTTTCCACGATG 
TGGAGGTGGAAGACGTCCTCCCTAGCTCCAAACGGTCCCCCTCCACGGCCACGCTGAGTCTGCCCAGCCTGGAGGCCTACAGAGACCCCTCGTG 
CCTGAGCCCGGCCAGCAGCCTGTCCTCCCGGAGCTGCAACTCAGAGGCCTCCTCCTACGAGTCCAACTACTCGTACCCGTACGCGTCCCCCCAG 
ACGTCGCCATGGCAGTCTCCCTGCGTGTCTCCCAAGACCACGGACCCCGAGGAGGGCTTTCCCCG'CGGGCTGGGGGCCTGCACACTGCTGAGTT 
CCCCGCGGCACTCCCCCTCCACCTCGCCCCGCGCCAGCGTCACTGAGGAGAGCTGGCTGGGTGCCCGCTCCTCCAGACCCGCGTCCCCTTGCAA 
CAAGAGGAAGTACAGCCTCAACGGCCGGCAGCCGCCCTACTCACCCCACCACTCGCCCACGCCATCCCCGCACGGCTCCCCGCGGGTCAGCGTG 
ACCGACGACTCGTGGTTGGGCAACACCACCCAGTACACCAGCTCGGCCATCGTGGCCGCCATCAACGCGCTGACCACCGACAGCAGCCTGGACC 
TGGGAGATGGCGTCCCTGTCAAGTCCCGCAAGACCACCCTGGAGCAGCCGCCCTCAGTGGCGCTCAAGGTGGAGCCCGTCGGGGAGGACCTGGG 
CAGCCCCCCGCCCCCGGCCGACTTCGCGCCCGAAGACTACTCCTCTTTCCAGCACATCAGGAAGGGCGGCTTCTGCGACCAGTACCTGGCGGTG 
CCGCAGCACCCCTACCAGTGGGCGAAGCCCAAGCCCCTGTCCCCTACGTCCTACATGAGCCCGACCCTGCCCGCCCTGGACTGGCAGCTGCCGT 
CCCACTCAGGCCCGTATGAGCTTCGGATTGAGGTGCAGCCCAAGTCCCACCACCGAGCCCACTACGAGACGGAGGGCAGCCGGGGGGCCGTGAA 
GGCGTCGGCCGGAGGACACCCCATCGTGCAGCTGCATGGCTACTTGGAG7VATGAGCCGCTGATGCTGCAGCTTTTCATTGGGACGGCGGACGAC 
CGCCTGCTGCGCCCGCACGCCTTCTACCAGGTGCACCGCATCACAGGGAAGACCGTGTCCACCACCAGCCACGAGGCCATCCTCTCCAACACCA 
AAGTCCTGGAGATCCCACTCCTGCCGGAGAACAGCATGCGAGCCGTCATTGACTGTGCCGGAATCCTGAAACTCAGAAACTCCGACATTGAACT 
TCGGAAAGGAGAGACGGACATCGGGAGGAAGAACACACGGGTACGGCTGGTGTTCCGCGTTCACGTCCCGCAACCCAGCGGCCGCACGCTGTCC 
CTGCAGGTGGCCTCCAACCCCATCGAATGCTCCCAGCGCTCAGCTCAGGAGCTGCCTCTGGTGGAGAAGCAGAGCACGGACAGCTATCCGGTCG 
TGGGCGGGAAGAAGATGGTCCTGTCTGGCCACAACTTCCTGCAGGACTCCAAGGTCATTTTCGTGGAGAAAGCCCCAGATGGCCACCATGTCTG 
GGAGATGGAAGCGAAAACTGACCGGGACCTGTGCAAGCCGAATTCTCTGGTGGTTGAGATCCCGCCGTTTCGGAATCAGAGGATAACCAGCCCC 
GTTCACGTCAGTTTCTACGTCTGCAACGGGAAGAGAAAGCGAAGCCAGTACCAGCGTTTCACCTACCTTCCCGCCAACGTTCCAATTATAAAAA 
CAGAACCCACTGATGATTATGAGCCTGCTCCAACCTGTGGACCGGTGAGCCAGGGGTTAAGTCCTCTCCCAAGACCATACTACAGCCAGCAGCT 
CGCGATGCCACCCGACCCCAGCTCCTGCCTCGTGGCCGGCTTCCCGCCCTGTCCGCAGAGAAGCACCCTGATGCCAGCGGCCCCTGGCGTGAGC 
CCCAAGCTCCACGACCTTTCTCCCGCTGCCTACACCAAGGGCGTTGCCAGCCCGGGCCACTGTCACCTCGGACTCCCGCAGCCGGCCGGAGAGG 
CCCCCGCCGTCCAGGACGTGCCCAGGCCAGTGGCCACGCACCCCGGCTCGCCCGGGCAGCCACCCCCGGCCCTGCTGCCACAGCAGTAA 



750 



WO 03/039484 



PCT/US02/36071 



SAGRSS DISCOVERY 02-3 9 



TABLE 3 9 



MOUSE NOMENCLATURE 
ICSGNM Syk 
Celera mCG340 9 

HUMAN NOMENCLATURE 
HGNC SYK 
Celera hCG3 7721 

MOUSE SEQUENCE - GENOMIC 

AACTTTTAATAAAATATAGTTGCATACAGGTGAATATAGTCTTAGCATACAAATAACTGGTTTTCTCTAAACTGTAGCATTCCTGGATGCTTTG 
TGAAAGAGATTGGGTCTTTTCATGGAAGTGTGGGGAGAGGGAAGAAATTACTTAGAGCCACTGAACTCTTGATCATGGATTCCTTATTTAAGGA 
TTCACTGTTTCTTGATCTTGGGGTGAATAACCCAGTCAATGTGTTGCCTTGCAAGCATGAGGACCTGGGGTCAACCCCATGCAGGCCTACAGAA 
CAACACCAGTAGCAGCAGGCATGGTGGTTCATACTTCTCAGTCCTGGAGAGGTTTGAACACAGGGATTCCTGGGGCTTCCTGGCCAGCCTAGCC 
TGTTCGGAAAGCGCCATGCCAGTAAGATAGCCTGTCTCAGGAAGCAAGACAGATGGAGGGGGTCTGAAAAACAAAAGCTAAGGTTGATCTCTGT 
TGGATGTGCATGCACACACACATACACACACACACACAAACATATAATCCACACTCGCATGCACACACACACACACACACACACACACACACTT 
CACTAAAATGTATTTGCAAGTCTAGTCAGTTATAGCACTCTGTCATTTTTTGTGGACATGCACGGAATGATTTCATTCTGTTTCTGTGAGAAAA 
CCTGACCAAAAAGCAACTTCTGGCAAGAAAAAGGTTTATTTGGACCCTTTCAGGTCCCAGTCTGTCATTGAGAGGAGTCAGGGTGGGAACTTAA 
GCAGGAGCTTGAAATGAAACCATGTAAGGATCCTGCTTGCTGCTCACGTTCTGACCTGTGCTTCTGTAGTTCTCTTATACAGCCTAAGATTGCT 
TGGCTAGGGATTGTGCCGCCCATGGTGGGCAGGACCTTCCCACATAAACCATCAATCAAGACAATCTCTCACAGACATGGATGCAGGCCAGTCT 
GACCCAGACAATCACTCAATCGAGGTTTTGGATGACTCCTTGCTTGTCAACTTAACAGATGAGGTTAGCTAACCAGGACAGTGGCCCTCTTCTT 
GTCTCACAACATAAACAGTGCCCATTTTCTTGATCTATTTAGGGCCACGTTTTAATAACAGATTTTTTTCCGTGCTTTTTGTTGGTGCCATCCC 
TACTGAAAATAGTCCTAAGCGTGGGGCTAAAGTGCTGCCTACTGTCCCTAAACACAAAAAGGCTGCTATGTGCTTCATTAAGTAAATTCCCATG 
TTGGGTGAGATTCTTACAAGTATTGGAGTCCTGCCCAGAACTCAATGTCAGTGTATTGACAATGGATGGGAGTTGTTTCTTTAAACAGATGCAT 
ATCTGCTACAAGGTTGTTCCTTGTCTGGCTGGCAGAAGTATAATCAGGGGATCTCCAGGATTAACTTTAAAAGTTCCCTGAGAAAGAGTGGTTG 
AAATTTTGTAAATTCTAGCACTTCTGTGGGAAGTATCTACGGCTCATCATAGGAAGTAACTATATTTAGTGTCATGCATTGGAAAGTAGGACCA 
AGGTCAGGGGAATGGATGAAATGGAGAGAGGATGTGTGAGCCCTGATGCTTGTGGTGGTAAAATAACCTGAACACTGGGGTTCATCCCTGACCC 
TAACCACAGTAGATGGTAAGTCCTAGGTTCAGATGGTGCTGCTCTGAGGGGATCTAGGCAGAGTACTCTGGCCCCTGGApTTTCTGTAAACATG 
GAGAAGTGAGGGGAGATAGGGGTAGGCTGGCAGCATCCTGGAACACACCCTCAGCCATGTGCAACTTCTTTCCTCACCTCAGTTCTCCTTCTCT 
CTTGGAATCTGGGTACCAGAAAGTCTTCTCCAGGCTACCAGAGCCCAGACCACTGGTTTGTTGACAGTATGTCGAGATAGTTGTTAGTCGCTGG 
TTGTGCCTCTGGTTTGCCTTTGGGTATCTGCTTTGGGTACCAGGATCTAAGGAGCTGCCTGTGTCTGCCCTGAGAAATTCAATTCTTTAATTAG 
CTCAATAGCCGGGCAGACACGGCTGTTGCTCAGTGTCTCTGGAGGTCATTGACTGACAAGATAGTACTACATTGGTGCCTGTGATAAGACAAAG 
GTCACACAGTCCTCCTTAGTCCTGGGACTGGGGAACAGGCATGTGATTGTCTAATGGGAAAGGAAGGTCAGAAGTCAGTTGGTGAGTAATGTGC 
TTGCTCTGCAGCATGGAGACATGGGCTGACAATCACCCATGACAAGGGCAGGGCTGGAAAACGTAATCCCTGGTCTAGGGAAGTAAAGCTAGGC 
AGAGCCCTGGAGCTCCGTAGCCAGTCTACCCAAGCCAGGGAGCTCTAGGTTTAATGATAGATTCTGTTACAGAAAACAATGTTAAAAAACGAGA 
GGAAGATACCAGATGTTATGTGTGCATAGATTATGTGTTCTCACTCTCTCTCTCTCTGTCTTCTGGCTGCCTCTCTCTCCTCTCTCTGTGTCTC 
TCTGTCTCTGTCTGTGTCTCTCTCACACACATACATGCACACACACATGCACACATGCTCACATACATACACATGCACACTCGCACGCATACAC 
ACGCAATCACATGCACACATTAGTGCGAAATGATTCCCCGTAACTGGTTATGACTGCTGACCAATGCTCAGGGCTAGCAGAGGGAGAGGAAAAC 
CACCCAGCATGTAGGCAGCTTCCTGAAAGCGTTCGGCTTCCTCCATTAGCTAAACTACAGCTTTGGAGGAACGGCACCTTTAGGTAGGAAGAGT 
GCCTTAGCCCTTTGATGTCTGCAGTCTCTAAGCGCAAGCCCCTCTCATGCTCCACTCTGCACACCCATGGAGTTTGCTTGACAAATTCAGGCAG 
CCATTGACCTCTCCCTATAGCAGAGGGAGGTGAGAATCAACTCTGAGGGCTTCAGTCTGAGCTAGAGGCACACTGACAGCTGCCATGCCTCTGG 
ATTCAGCATTTCTTTCCTGGAGTCCTAGGGCTCCCAGGAAGCCAGTCATAGACTCGTGGGCATCTCTGAGGTGGGTGTCTGTTAGTGTCTGTAA 
GACTGCAGGAAGTGTGCTCTGGTTAGCCCCTGGCATAAACCTAGCAAGGATCTAGCCTGTGAAGAAGCATGGCCACGCTCTGGACTTGACCGGT 
ACAGTGTTCTGAGGGTGGGATGACACCATTTGGTACCCAACTGTGTTCTGAGGGTGGGATGATATCATTTCTGAGCATCCTGATGTGTCTGTCC 
CTGTTTGGTGAGCACCTCCCTTCCTGAAAATCATGTGTTTCTATTCCTCCTCTTTATATCTGTGAAACCCACTCTTCCTATCTGCGCAGAGCTT 
GCCATCCCAAGGTGCCAGTTGCCATGGTTCCCATCTTCCATGCATAATCAAAGCACTACAGTCGCTCTGACACTGCCCTCCATAGTCATAGGAG 
AGCTGGGGAGGTGCACAGGTGTCAAGGTACTGCAGAGCCAGACAGGACACCTGCAGAGCTTGCGTTTAGCTTCTGCTCTGCATCCCTGCTGCCT 
TCTAGGCTTAGAGAGCATCATAGCCAAGAGTCCCTCTAGGCCTCCTGACCTCTGCTGTTGTACAGCACCATGCTTAGAGAAACAGAGCTGGCAT 
CCTCCTCAGATTGGCTGCTCCTGCTTGCAGGAGTCCATCAGGAGCCAGTCAGTGGACTGCAACCTCAGAGAAGGAAGGTGTGGTTGGGGTCACT 
GGACCCTCAAGCAATACTATAGACACCCAGCCTAGTCATCTGTAATTGTGCCCCTACCTATGTGTACATATGGCTTGGCATCTCAGGGAAGGGG 
TGG AGTGTGTAGGATGGGAAAGACT AGCTAGAG AATGGGAGTT CTAGCTATGTAG C C ATGGGGAAGCC ATCATCCATGCTGGGTACTG ATCTTC 
TAGTGTAGTTGTTTTAGGGTCCCCTACCCATAAACCCCTTGGCCATGTTCTATAACTAAGCCTAAAAAACCCGTTGGTCGCTTAGAGTGAATTT 
TTGTGGACTCAAAATTCTTTGGACCCTTATGAGGAAGGGGGAGATGTTTATGTCATCTCTGGGGAGGAGTTTCCACAACGTCTGCTCATTGTTG 
AAAATGGTCTTCAAATAAATGAGGGTACATTGAGTTATTTTAATAGATTAGTGAAACCAAAGGTTCTAAGACAGGCTGCATCAAATTTGTGCTC 
ACGTCACTGCAACTAATCTAGTGGTAGTAGAAGAGAAGTCCCCCCCCACCCTAAACACACATACCAAGGACTGGTCCAGTCTCTCTGTCAAGAC 
TACCCAGGCTGAGCAGCTCCGAGATGCTACTGTGAACAGTTCTAGAGAACCTAATGGGTGGGATGGGGTGGCAATGCAGATGTCCTCGTATGTA 
AATAGAGGGTGAGG AGGGTGTC AAGAC CACATGTGGAAG AGAAACTT CTCATCATTCT CCGGGAGCTTAGGG CAGATGCTGGACAGCTGGG ACC 
ATCCC C AGCTGTGTTTGTTGAT C CCTGG CCTAC AC CAAGG AG ATCAGAGCAGCAGCTT C AGGGTTGGTGATATATATATAT ATATTTATTTATT 
TAAAGAAGCTTATACAACATGAAATTATGTGGGGAAATTAAGAAAAATATGCACATGCTGGAGATACTGACGAATAGGAAGAATGTATTGACTG 
C CTGTAGG C AGGCCTTTGAGGTACTTAAG AAC AATATATGCC AATGATGTC CTAGGGCTTCAGAG AAAAGGCAGGGAATC C AATG AGACAGCCT 
TTCATTACTGAAGCATGGAGCAGGTGACAGAGGTCCCTTCCTTGAAAAAACCATGAGTTTGTGTAAGACATGACTGAGCTCCATCAACACAGAC 
ACTGGGCTAGACATCTGGACAGCTGGTGCGCTGCTCTCCAGGATCCTCTGGACTTATACAAATTGGGCTTTTAGCATTTTCATTAGGAAAATAG 
CCTATAGCCACAGTAAACTCTCTAAAGAAGAGCATGTGTCCGTTAGGCACATAGTTTGTGGACATCTGGTAGGCCCTGAAACATGAGCCACCGA 
GTTAAAGTGTCCAGACCTTTGAAACTTACATTTTCATATAAGGCAAAGATGGAAGCAATCTATAAGGGAAATGGATACTTAAGTGAATTTAAAT 
GAGGATGTGTTGGGGATCAATTTGAGGGCTAAAGGCACACACTGAAAAATCAGATCATGAGGCTATCAAGGGGGATGGGAGGATCTTAGACCAC 
AGGCCTGGGAAGGAGGAAAGTCATTAGCGAAAATGCTGTAACCAAGAGAGGATAAGCCTGACATCCGAGGCCTGGAAGGACAATGTGGGACACA 
GCTGGAGTGGCTGGAGTCAGGCCAAGGAGGGCCTTGTAGGCCGGGGCTGTACTTGCTAAAGAGAAAATGGACAAAGAATGAGGCCCAGAAGAGA 
GGACCAGGTAAAACTGGGAGGTGGGCATTACACAGGCCGTGTTGGGAATGGGTGAAGAGCACCAGTGGCTTGGGGAGCCATTTACAGACTGTGT 
GTTGCTAGGAAACTCCCTCAAGACCCTTCAGCCATTGGCCACATTGGTGAAGATTGGGACTAGTCTACTCCATGTGTGTCCATGCTTAGAGAGA 
GAACAATCTTTTATGACTCTAGGGATGATCTATGGAAGACAGGAGAGAGGGAAGGCTCAAAACACTCTTCAGTATCATCTTCACTGGCTATTGC 
AGTTGCTATCACCTCTTTTAGGGAAGAAAGCAATGTAGTGGTCCCCCCAGATGAGGGTTCAGGGTAAGGAGTGGAGTTGGGAAGGTCGAGCTAC 
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CTCTTGGGCATCCAAGAGTAATTTAGATGAACCAACACATAGGGTTGACCTCACTAGAAAGACTGGATGTCCATTTAATCAGCAAATTACGGTC 
AGAAAAAAAAATGAATGACCCTCCACCAAACATCMGAGCTGCTCCAGGCATGGAGGAATTATGGTTCCATTCATATCTTCCACAGCCAGCTCT 
ACTGATATGTTAAAGGGAGGTCACCTTGTTACACTGGACCA.TGGAGAAGACTGAAGC^GGGAGGGGAGACAAACACCAAGGGGATTTCAAAATA 
TGAAAGAAAAAAAATCCCCTCAGTCTGGGTGGTAGCTTAGTGGGTAGGGTGCTTGCTTTGCGGGGACAAGGGCTTGAGTTCACTAACCAGAACC 
CATGCAAAAGAGCTAAGCTTGGTGGCTCACAAGTGTTTGTAATCCTGCAGGGAGTCTTCAGCACTAGTTCTCACTGGGAAGGCAGCAAGGAGGC 
CAGAGTTTATTTATCTTTGGTAATTCCTCTGCGCATAACTCTTTGGTTTTCCAAGGCCAAAAGCCATTGGCTTCCAGCTACAAACTCTTGCTAG 
CAGCAGCAGAGAACTGAGAAGAAAAATGGCTTAATAGCAAGTGCTTCTCTCTCACCAGCTCAGGAGCTCCTGGCTGGTCAGGGGAGAGGCTGGG 
AGCTTATCAACTCTTTGTGAACCAGAAAGAAAAGAAAAGGAAGAAAGGGAGACATCAGTCACACACACATGCAGACTTTGGATGAAAAAAGAAA 
AGAGGCTTGATTCACTTCACACACACACACACACACACACACACACACACACACACACACACACCTTCTGATTGGGCCCGACTAACTGTCTCAA 
CTCCACAACTGTTCATGCATACTTACATACAGACATGTATACTTATATATTCATGCACACACACACATACACACATTTAGTAGAGCAAAAGCTC 
CCATG AGCAAGTTC C ATTGAGAAAGTGCC AACAC AGAAAAAAAATG ACG CATTCTGGATGAAAAATAAACT C CAAT CTTTATTGCTC AGAAAAA 
GAAG AGGCTTCTG C CTTTTTATTGCTGAAAGTAAGGAAAGGCTC ATAAGTAAGAAAAT CTCATCCT CTTTATTGCTGAG AAAAATGC CTC ACCC 

CCAAGCACCTTTACATTCTGAAAAGGGTTCATAGCGAGTTCAAGACACTAATTCACGTCAATAAATCGAACAAGAAGTTACAGCAAACGTGTTT 
CCATGTGTTTCCATTAAGACTAGTATCTAAATAAACATTCACTATCTAGCTTCTAGATCCATAAGCTCATTAAAAGTTTAAAGCAATAATTCTT 
ATGGTGTAAGTTAGCATGGTTTTGTCAAGAGGCAAATTATTTGCCTTGTGTGTCATTAGTTTTGAAGTTTGTATAGGTAAATCCAGTCAATATT 
TTATCCTCTGTCCTTTTACCTGCAGTAAATTTCCCTTCCCAGTTTATGACCTTCAGTTATCAGATAATGGTTTCTCAGCTTGCCTAGAGGGAAT 
ATTTTTTTCCTCATCATAAATTTGTTGTAACCCTGCTTCCTTATCTTAGTGCAATTAGCCTGTGACACATGAACAGTTACAGAACTCTAATTGC 
AGGTTCCATACAATAGAGGATTCAAAATTACTTGTATAAATTTAGGAATTCTATATAACCATTATAATCATTATTAGGAATTACAAAATCATCG 
GTTTGTCTACATAGCATTACTACAAGAGAGTACATCCTGACGGATCTGCAGAAAATCTGCCCAACAGACTCCAGGGTGCCCAGGAGTCATTAGA 
ATACGGAATAATGACAGGAAATCTCTTGTAGTCTTGCCTTTCTGAGCTCACCCATCACAGGCCATGCAAAAAATGGTGGCCCACTCCAGGAAAG 
AGACAGGAGGATCTTGGGATTTGCCAACCCGCCAGACTAGAGTATCTGGCAAGCTCCAGGTCCAATAAGAGGACTGTTTCATAAAAAAGGAGAG 
TGATTGAAAACAGCCTGTGAAGTTGACCTCTGGCCTCTAAATGTAAACATGCAGAAGCATCCACATGAACTAGCATGTGTGCACACATACATTT 
CC ATACTCCTAAGGT CTTGCATG CATAATTTACATCCT ACAAGG CCTCAAAAG AGTGAGAGATTTACTGTGTTCTGATGG CT CC C CATATACCT 
CACGGCAGCAGAGCTACCTGTAAGGTGTGTGCAGAGGTAAGTACTGGCCAACTCTGGGCACAGGTACAGTGAGGTGGAGTAGGGGGTTGCTTTG 
TCAGGACTGGGGTGTTACTACTTTGCTCAAGTTAATGCTTTTACAAAGTGGCTTCACACACTTGTCAATGTCAAACTGCGCAAAGATAGTGTTG 
CACTGAGAAGGAAGAGCAAGTGTCTCAGGACTGTTGAGGGTGATAACAGCATTGTGAGCTATGAACTCTCTCTGCCGTGAGAAGAGGGGAGCTC 
AGATGTGACATGCAAGCCACAGTGGTTGGTACAATGAGTTCAGTGGTGCCTGGAGGAGCACACGTGTCAGGACACCATGTTACCTGTGCCCACA 
TGACATCTTTGAGTTGTGCAGCCACATGGGGGAGGATGACTTTCAGAGAGAAGGCTGTTCATCTAACTCCATGTGGCATGAGTTACACAGCATA 
TACACATACCTCACATACACACACCACCGTGTGCCTATGTGTTCACACGGTGGTGTGTGTATGTGAGGTATGTGTGTATGCTGTGTTAAGTGTG 
TTCAGTGTGAGGTGTGCTTGTGTGTTCTGGGTACATGCACTGGCTGTATATACTGTATGTGGTATATGTGGGCTATATGTTATGATGTCTGTGT 

ATTACGATGTGGTGTGTGTGTGTGGTACATGCATGTGGTATGTGTGGGATATGTGTTTACAGTATGCTGTGTGCATGAGAGGTAGTTTGAAAAC 
ACCGAGAGGTAAATGCTCTCTCCCCAGGTGAAAGGATTTCCTTGTCCAGCATATTCCAGACGACCAGCATTTTTTACTTAAACATGGTTTGAAC 
ACTTTCTGGGTGGCGCTGTGTGTCTTTTCCATTCACAATTGTGTCCATGCATTCATTTCTCTTCTGCAGAGTGCGTTCCTCAGAGGTAGCATGT 
CCCCATGGCAAGCTCCTCACACACCTCCACCTACTGACTGATCATCTGCTATGCAGGGGAGGTGGGCCGAACTGTCCAGGGCTCTGGATGTTTC 
TCCTAGTGGCACCCAAGGCTGGAGAGGGCAGTCTGGGTAGATGGCAGTGGTTATAACTCAGGGAGCCACTTGCTGCTCTTTCCACCCCAGGCAG 
GAGATGAGAAAGCCTGTGGTAACGAGGCCACACCTATGGGTGTCTGAGATGTGACTGCAATGCTTGTTTATGTGAAGTAGGCTCCACAGCCTTG 
GGATGAAGCTCATCTGTAGGATACATTTCTAGCATTCGTGAAGTTCTTGGTTATACCGCAGTACCATATAAACCACATGTGGTAGTTCGTGCCT 
CTGATCTCAAACTGGGGAGAGGGAGGCGGGGGAATTAGAAGTTGAAGGTCATCCTTGACTACATACTGACTGAGTTCAAGGTCATCTTGGGTAA 
CTTAAAACCCAAGAGACTGAGGAGGGATGCATAGCTTTTCTTAGCCCGTTCTGTGCCTACTGGGGCCCACCGGGGGGTTTGAGTTCTCACTGGT 
TCTGTTGCGTGGACCACTGTCTACCCTCAGGGTACTACGCCCTTGAGGACTGTGTCCAAAGAGTACTGTGCACTTCTCTTTTTCTCAGTTTCTT 
CTTAGAATTCCTTGTATTAACTAGAAAAAAAAAAAAGAATGATAGTGAATTGGGTCACCTTCPTCAAAAGCCGTGGGTTTGGTTAGGTAACCAC 
AGGATGTGTGTTGGGAGACCGTGGGAATTAGGTAATAATAGAAAGTACCACACACCAAACACACACACCAGTGTAAGCACTCTAAGCTTGTATC 



TCCATACACTTCCCAGAACTCTGAAGGGGTGCAGACATGGCGGGAAGTGCTGTGGACAGCGCCAACCACCTGACCTACTTTTTTGGCAACATCA 
CCCGGGAAGAGGCTGAAGACTACCTGGTCCAGGGAGGCATGACCGATGGGCTCTACCTGCTACGCCAGAGCCGCAATTACGTGGGTGGTTTTGC 
TTTGTCGGTGGCTCACAACAGGAAGGCACACCACTACACCATCGAGAGGGAACTTAATGGCACCTACGCCATCTCCGGGGGCAGGGCCCATGCC 
AGCCCAGCAGAGCTCTGCCATTACCACTCCCAGGAACCTGATGGCCTTATCTGCCTCCTTAAGAAGCCCTTCAACCGGCCCCCGGGAGTACAGC 
CCAAGACCGGACCCTTTGAGGACCTGAAGGAGAACCTCATCAGGGAATATGTGAAACAGACCTGGAACCTTCAGGTGAGTCTGCTGGGGTTGAG 
CCCACAGAGTTCTCTAAACATATTCAGAGCCTGTGCCTCCTTTACCCAAAGACTAGGATAGCAGATGCCTGTGTGCTGCTGCCCCTCGCTGCCT 

ACTTTATTCCTTTGAGTTTTTCTTCTTTGAAAGTCCAACTCTGGCTATTCATTACCAAGATCTGTTGTTCTCTCACTAGGAAGGAAAAGGGAAC 
CAGGCTTCTCCACACTTAATCCATCTCCATGTTGTTA'TTTCCACCTTGTTTCTTGCTGGTCCAGGCTGCTGGCCAGGGCCTCCTCTGATGGACT 
TCCTGCAGGAGTGTTGGGGTAGGAAAGATGGGACCGACGACATGGCTGAACGCTGATAGACATGAAGCCCCAGGTGGCGTCCTTACACATGTCA 
TCCTTTTAAACTTTCTTTAGTTGCATGTACTGATTTCGTGTGTTGGAGGCGGGTGCCTACAGGTCTACAGCATGCATGCGGAGGTCAGACGACT 
TGCAGGGGTCAGTCTCTCTTCCACCTCATGGAGTTCCGGGAGTCAAGCTGAGACGGCCAGGCTCAGCAGCCAGCATCTTTACTGCGGAGCTGTC 
TCAGGACCCCCAACCTCACACACATCTTATAGCTCCTTGGCTGTTATGAAATTACCAGGTTTCACACTGAAACTAGTTTGAGTATAGAGCTTTG 
GAGTATCTATT CTCTTAGCC C ATTGGTTTATG AT CT ATATATTCAAATATTTGTATGGCTTTTC AAGGGC C CATCTCTTCATTCCG AAGCATAT 
TCCTTTATTTATACACTTGATGACATGCAAGTAATATACAAAAGTCTTATTGGTTTTCTTATGAATGAGAGAAAGATGATCTAGAGGGAAGCAG 
AGTTTGGTGTTGATAGGACCTGGGACAGATGGGTCTAATGTCTTTCTACCTGGCCAGCTCAGTCTCTCTCCATTCACTGCAGGGCCAGGCTCTG 
GAGCAAGGCATCATCAGCCAGAAGCCCCAGCTGGAGAAGCTGATCGCCACCACGGCCCATGAGAAGATGCCCTGGTTCCATGGCAACATCTCCA 
GAGATGAATCAGAGCAGACGGTCCTCATAGGGTCAAAGACCAATGGAAAATTCCTGTGAGTGACAAGCCATCTCCCTACCTCCTCACCCAGAGC 
TAACAGCTTCCCCAGTTAGAACCCAGGTGGCCTGGGAAGGTGTCACACACCATCATCTACCAACACGGGAGTTGCTGTCACTTGTGACCCAGCA 
TGTGTTTTATCTAGCCTGCCCGTAAAGATTGATACCGTGCCTAAAGAAAATGGTGTTCAGTCCCACGAGGGTTGGGTATGTTATCCGTGGTGAG 
AGCAGAAGTTCTTTGGATTGGAGGTATTTTCTGATGGAGGAATATTTGCACACATGTAACGAGAAATCTTAGTATCTTATCTAAGCCTGCCCTA 
GAAATTCATTTATGTTTTAGAAGCACTTGATGCTTATAATCTCTAGGCAATCAATTTCCTGTGTGTGTAGGTTTTCCTGCTAATGCATGTAAAT 
GTATGTG C ACCTGTG AATGGAGGT C AGAGGTGTACGTT AGGTATCTCTAC AGTTGCTTTCTACCTTATATAT CTTAGTATCTC CTTCTTATTTC 
TTATTGTGCGTGTGCATGCTGGTGGGTGGGGAGTACTTGTGCCACAGTTGAGGTCAGAGGACAACGTTCATGGAGTCAGTTCTCCCCTTCCACC 
TTTACATGGGTTCCAAGGATTGAATCCAGGTCACCAGGCTTGTGCGGCAACCACCTTTGTTCGCTGGCCCTCCCTTCCACCATGTATTTTGAGA 
AACAGTCTCTCAAAGAAGCTGGGGTTTGCTGATTTGTCTATACTGACTGGTCAGCAGCCCTCCCCCCCCCCCCCAGGAATCTTCTGTCTGAACA 
GAAATAGTTCTGTGGTCTTCAGTCTGGACAGCTCAATAATGTGAAGGCTTGGATCTTGGATTCTTGACCTGGGTATCTGCAGTGGGTCAGTGTG 
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GGTTAAGCCTTCTCATGTAACGATGCACCTGGCGAGGGAGTGCTGTAGGAATGCCTGCATTTGTC^CCCCATGTCCCTACACAGAGGCCTTCTG 
GGAAC CACCACC CCATTCCTTC CAGTGAAACGTTCTTAGATTCAGGGGTGTGG CCTTACAGTCAGGCAACATGATCAGTATCAGGTTGTCTTCC 
TAGAAATATAGGTGTTTCCTCTGCATTTGCATCTAGCTAAAGAATTTTCTCTTACTTCTGATATTAAAAAAAAAAATTTAAGGTGCTGAAAAGA 

ATCCCAGGGGATCCAGTGCCCTCTTCTGGACTCTGCATGAGCTAGGAATTCATATGGTGCACAGACACATGTGCAGGCAAAGCACACAGAGACG 
TAAAAAAAGAAAAGAGTAAAATGAAGATTATTTTTAGATTATCTTAATCATTTCTGTTTTTAAAAAGCTTTTGTTGGTTCTTTGTGACTTTTAA 
ATCATGCTCCCCAATCTCTCTTATCTCCCCCTTCCCTTGTACCCTCCCCCACCCTTTCAAACTCCCTGCCAACAGAGGAAAAAAAGATCTCATG 
GAAGCTGTAGTATGTCACAGTGTGTCCCAGAGCATAGCCTTTTGTTCACACTTCTGTGCTTGCAAATATTCATTGCAATGACTTGTTGGTCTTG 
TACAAAGCCTCTGGCTTCTGCTACTCTCTTAACACTGGAACCTCACTGGGATTCCTCTCAGATATCCTGGTGTTGCCCTATGTCATGGAGATCC 
TGTAGCTTTGGATCTATAGGACCAGCCCGGCAGTTCATAGATGGGGTACATGTTGGGATGGGCCATTCAAAGTCCCGAATCTGGGCAGGTATCT 
TGTGTGTGGCTGTTCTGTGAGTATAATACAAGATGCACAGGTCACTCTGTGTGCCATCTTCCATGCCACGCATGCTAAGACAGACCCGTGTCCT 
CTCAGTCCTGTCATGAGGTACTCGGCAAGGTCTCTGTGTCACTTCTGTACACACCCCTGCTGGGTGTGAACTCGTGCACAGAGCACACCTCATC 
CATCTCCACTATCCGTCTTGTTCTTAGTGCTCAGTAGAGCAAGGAGAAAGGTGAGATGGCCACACAGGAGATCTTGGTAGAAACAGAAGACTGG 
ATCTGTTTATGGTCCAGTGTACAGCAAGTCCTCCATTTTGGGATGGGATGCACTCTTGAATCCCGTGTTAGTAGTAATGCCCTGCTGCCTTCTC 
TCAGGTGTGAGCCCAGAAGGTTCTGGAAGCCTTCCCCTCTTCTCTTTCCTTCCTCACCCTCTGTTCATTTCCCACCGTAATTTCCCAGCTGCCT 
GTGGAGGAATGACAGGGAAGACCAAGTCAACGGGAGTAGGCACCAAAGCTCCCTCCTCACTGAAAAGCAAGCACAGCCTACCTGCACTCACACG 
GTTTGAAGTGCCACTTTGACAGGCCAGACTCTTTACCACATCCTTCATCCTCCGAGGCCCCTTCACACTGAGGAATTCAAGAGTGAATAAAACT 
TTAGGCCTTCAGCCTGAGCCTACAGGGGCTGCTGACAGAAATGCACAAAGTATAGGAGTCTCTAGGGGAGCTGTGGAGGCAGCAGGCTACCATT 
GTATTCCTCAGAGCTGTAAATTTCCTATTTGTGCTGTCATCAAGCCAGGAAGTCACTCAACTGCTGTGTGAGCCACAGTTCCTATTTTCTGACT 
TGTG ACATACATTGTGC AAAGAAGAAG AAC AAAAAGG AACACAGAAGCAGTTATTCATT C AACAAG AG AG CCGTGTGTCTG AGTAG ATAAG CAT 
ACATCATCATGCTTTCTACGTCAGGGAAGATGCCAGCCATCCAGGTTCACATGCTACAGAGCCTGTGACACGATAACATGCCACTTCCTGCCAT 
GGTGTCTCATAAAATATGTGTTTATGTATATACATATTCATGAGCATCTATGTTCATGTATGCACGCATGTGTGTGTGTGTGTGTGTGTGTTAG 
GGAGGGGTCAGAAGTCAACACTCAATGTCTGTCTATAACTTTCCATCCATTCTGGGTGTCTTGGGAGCAAGGACTGGCGTCTTGTCTTCAACAG 
CTGTAATCTTAACTTGTATAGTGTTGCAACGGGAGGACCTCTCTGAGGACGTCCAAGGGGGTCTGAGAGAGAAAGAGGAGGTTAGCTGAGGAAG 
GGCATGCCCTAGCCGAAGAAGTATCTGTGAGAGCCTTAGTGACCCAGTATTGGCAGAACATGTTGCATGTGACGAGCTATGGGAAGGGAGGTCC 
CTATGATGTCGTGGCAACTGTGTTAAAACCCTTACTTTACTTAGTAATGGCTCCAGACGAAGACTAATGATGCCCAAGAGAAGCTGCGCTTATG 
TGGTACTTAGTTCAGTACCCTCTAGTTTGAAGAATCTGCTGGGAGTCAAGTTAAGTGCTCCCTGTAGATCAATGTCTGCTTTCCTGTTCCACCA 
TCCACAATGTTCCATTGTGAAGATTAACTGGGTCAAGTTCGGAGACAAGGTGGGGACTGTGGTAGACCTGTGCTCCCTACATCCACGGATGTTT 
CCAATCAACTCTAAAGAACGCCTACCTTCCCCTTGTCCTTCAGAGGAAGTGTGGGGTCCTTACTGCAGCCTCTCCAGCCTGCTTAATGTCTGTT 




TAGGAGCATCTCGTTGGTTGGTTGCTGATTCCTGTTTTGTTTC1TTAAGCGTTCCATGCATCATCGCTAGTTTGTATCCCATCTCATAGTTTTA 
ATACTGAGCATATCCAGGTATACATATAATTTTCCTCCATGTCTCTCTCTTATCCGATGCCTGTTTTATCATAACTCATGTTTACTTACATCTG 
GGGTGACCTTTTTGAGTTGATATTTGGTTGATACTCATCTGTGGGGATGCAGAATGCCCTGTGCTCAAGTGCTTTCCTTCAGGATTCAAGTGGC 



GTGTGTGTGTGTGTGTGTAC ATG C ACATG CAAATGTATG CAGGTGTACATGATAGTGC ATACATACAGAGGGTAGAGGTC AACCTTATATGTT A 

CTTCTCAAGAGCCAACCACATTGGTCCTTCAAAAAGTGTCTCTCACTAGGACCTGGGGCTCATCAATTGGGGTAGGTTTGCTGGCCAGTGAGTC 

TCAGGGATCTGTCTCTCTCGACGTCCCTAGTGCTGGGATTTAAAGGATATGCCCCCTGGCCCACCCTCGCTTCCATCTCCTCCCACTTGCTCAG 

GAAGCATTTTACTGACTGGACTATCTGCTCCTCAGCCCGAAGCTCGTGCTGTTGCTTTCATTTGCCAAACAAGTTTGCCTCCTCAAGTTCCAGC 

TTACGGGGTGATCTATGCCTACTTTTCAAAATTATATTGTGGGCATCAAAGAAACCCTTCTCTTTGTTCGTTAAGGAATGAGACAGTAACTGTT 

GTGAGCCTCCTGGGCCACGGCGAAAGCCGAGTTCAGTCAGTCAGTCAGTCTGTCTTCCCACACTGGTATGGGTGATCAAAGCAGGTCATTCATT 

TGATCTGTGTGGGTTTGCCACCAGGGCGATCAAAAGAAGCATCCTAGCCCGTCTGAAGGGAAAGTTCAAAGACAGCCGTGGACTGATGTCAGTG 

TCAGTTTACTGATGCTGCTCAGAGGCCCTGGGAAGCTGGAAGAGAAGCCACAAAAAAGAATCTCTACCTAGGGACTGGAGCAGAAAGACAAAGA 

GAAAGCAGCGAGGGGCTGGGTGTATGCCTGCCTATCTTGTACAGACCAGCTGTCAGCCTCAGGAGATAGTCCCCCTGGGAGCTGTCCACCCATG 

AGATAGTCC CCGGGAG CTGTCC AC CG AGTTCACCCTGGAACCTGGGG CTTGTTGATTATGCTAGG ACATCTACTACCTGCAAGTCCC AGAGATC 

CACCTGCCTCTGCCTCTGCCTCTGCGTTCCCAGCACAGGGACTGTAAGCAAAATCATGACACTTGGCTGTGTTTGTTTGCTGTTTGTTGTTTGG 

GGAGCTTGCTAACTGGCTTGCTTGTTTGTTTTTGTTTTTCTTTGGTGGTGGTGGTGGGGGAGGGTTTCAAGACAGGGTTTCTCTGTGAAGCCCT 

GGCTGTCCTGGAACTCACTCTGTAGACCAGGCTGGCCTTGAACTCAGAGATGCGGCTGCCTCTGCCTCCCGAGTGCTGGGATCAAAGGCGTGCG 

CCACCACTGGTTGGCTTGTTTGTTTGCTTTAATAGGGATTCTAAAGGTTGAACTCAGATCATCCTGGTTGCAAGACAAGCACTTTTCCTACTGC 

ACCCTCTCCACAGTGCAGGGAGAGATGATTGTGGAAGATGTTTCAGAAGACGCATGGGTAGAGAACACAAGTTTGGCATGCCTCAGATGTGGTT 

TGCTTTAGGGACCGATCTTGCTTTCAGGATCTGCACAGACAACACCCAGTGTTGCTACTTCAAGGTGTTGGCAGGCACAGCGTTTCTGTACCAA 

ATGTCACTTATTCCAGGATCCCTGTCTCCTGTTTTCCTAGCCTTCTTGGAAAGGCTACTGTGCATTCTTAGCTCTGAGCAATGATCATTTTCCC 

ACCTATTATTCCCCTCTCTCTTCACCTCTCTTTCCTTCCCCTCCTCTTCCCCCGCCCATCTTCCATCCTCTCTCCTCCTGCCCATTCAGACATT 

TTCCCTCCCCTTTCAACTCTGACCCCATCACAGATGCCCCTGGACGATAGCCACAGAGACTGAGTGGTACTCAGGCTGGAGTGAACCTGCTGTC 

CTGCTCTCTCTGTATCAGATGCAGACCGCATCCCTAGAGTTTTACACACCGAAGGCTTCAGTATCTCATTATCTCCCAGGCCCTCCACTCACTG, 

CCTGGTCTCACCACCACCCACACATTCTTTTACCCTGGAGGGCACACAAAGGTAGAGAAGAGGGTTAAGCCCTTCCAGCAAAAGTCACACCCTC 

GTCTCTCACATCTATGAGGGGCAAGTTCAAGGTCTGTCTGCCGAGCATGCACGTACATACACATACACATTTCCTGCTACTACTTACCGAACTT 

CCCTCTCCTTACCGCTCCTCTTACCCTCCCCCTTACCCTCGCTCTCCTCCTCCTCTCTCTCTCCCCTTACCTTCCCACTTCCCCTTCTTCCCCC 

TCCTTTCTTTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTGTATTCTATGCCTACTTATGTGTGTTGA 

TGTGGATGCCCATGCATGCAAATGCAGATGCCCAAGGAAGATTTCCAGAATCTTCCTCTATCACTTCCCACTTATTCTTCTGAAACAGGGTCTC 

TCTCTGAGCAGAGGCTCACTGCGTCAGCTGGGCTGGTCAGCCTGGGAGCTCATAGCATTTGTCTCTCTCCAACCTCCGTCGCTGGGCTTACAGG 

CACATGTGAAGATGTCCAGCCTGATTTACCGCAAGTGTTCTCACCCACTGAACCATATCCCAGCCCCTTACACGTGTGTGTGTGTGTGTGTGTG 

TGTGTGTTTTCACACATTGTCCTTTCTGCAAGCCAGCACACATTGTGAATGGTTTCCCTAGAAAACAGGCTCAACCCTTTATTCATATATGGTG 

TTTTATTGTGTGACTGGGCGTTACCCAATGAGCAACCAGGCTTTTATCAGCCACATAGTCATCCCAAAGGAGTTGGCACCTCAGGGTGCTCGTG 

ACTGACTGTAGGAGGGAGGAGGTGTTTCCACAGTGGTGAAATTTCAAAACACAAATCTACGATGGCGGAGAAGGGTCTTTCACCCTTCACCAGC 

TTCTCTGAGCTTCAAGCAGGGGCCTGGAGGGAGCCCTGGCCACTCTGCCAGGCAAGCGCCATTTCAAAAGAAATCATTCGTAAAGTTGCAACCT 

CCTCCTACTTTGAGGAGATGGGTATGGCAGGAGAAAGGGAAGTGAGGTCACTTCCGGTCCCAAGGGCCAGCTCAGCCTGGACTGTGGCTGTGGC 

CTTGATGTTGTGTGGTTGGAGAAAGCTGTACAAACCACCCCAGTTTACAGACACCCTTCTCCAGGCTGCTGGGAGTTGATTGAGCTCTTCCCAA 

GTCCAGTGCATTTATGCTGGATGCTCTGAAAATTCATCTTCCTTCCTTTAGCAAATGCAGAGGCCACAGAGGCCTCAGGGACTCCCAGACCGCA 

GATGTCCCACGGACTGGCCCTTCCCCAGATCTCATGATTAGAACGCATGAGTTGCTGGAAAGGCGGCGAATAGCATGGCCTCAGAGGAATGAGG 

CTCTGAACTGGGAGAGTCACACCTCCTATTGCCATGCCAGCCAGATCTCACCTTCTCCGGGGCCTTCCTAAGTACTGATTCCTCCTATGATGTC 

AGGACTGCCTTGTGCCTGTGTCTCGAGGTTCAAGGGTGCACCTGTATGTTGTCACTCGCCATGGGGGCCTGAAGTCCTACATGTAGCTCCTGGT 

ACCAGTGGAACAATGAAGTCTCATTCACCTACAGACGCCTCAGGCCTTGGGCTGTCTCTGTTGGCTCATGCCACGTGGCTATCATTCCCGTCTC 
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AGGTGGGGGATGCTACCTGCTAATGTCAAACAATGTCTTAAACCCGGCCTTGGCACTGAAGAGAAAGGGAAGAAGACCATAGGAGTAGAAGAGT 
TCATAACCTCCTTTGTGTGCTCCAGAAAGTTCTGTTAAGAAGCTCATTAGACTCCTCACCTGTCCTTCACCTGAGTCTAGGGGCTTCACAGACA 
CCCCAAAGCCTGTGCCTGTGGCCCTGAGCCACACCCCCCCAAGCTCTTTCACTGATCTCCAAAGCGCCATGGCCCTGCTGGATCTTTGCCATAG 
TCCATCTCCAACCCTTGGCGTTTCCCTCTGGCTAACTCGCTGGCTCTGGTACAGAGCCCTCCTGTCATCTCGAGGTCTGGGTGCTGCGTGCCCA 
CCACCTGCCCATTTGCTGGTGCTGGAGAGCACCTGCTGCCCACCAGGGGCACCAACTGTAGTGACGGTACTGCTTCCTAGGTCAAAAGGTCGCA 
GTAGGGGTAATATGGTGTGTGCTCTCTCTCGCAGGATCAGGGCCAGAGACAACAGCGGCTCCTATGCTCTGTGCCTGCTGCACGAAGGGAAAGT 
ATTGCACTACCGCATTGACAGGGACAAGACCGGGAAGCTCTCCATTCCTGAGGGGAAGAAGTTTGACACCCTCTGGCAGGTATGTCTCTGTCTC 
TCTGTCTCTCTCTCTCTGGACTCACTTCTGTGTGTCTCTGTATCTCTCTCTCTTTGTCTGTCTGCCTCTCTCTCTGTCTCTCTAGACTGTTTCT 
TTCTCTGGACTCTCTTCTCTGTCTCTCCCTGTCTGTCTCTGTCTCTCTCTGTCTCTCCCTCCCTCCTGGAGGGCACAATGCAGACCCACTGGGA 
TGCTAGTTCCAAAACTCTTAGGAACAAGAGGAGGAACGAGGCTATCTGTCCCATACCCTCCATCAACCCACTTTCTGATTTCTAGAAGACTTGT 
GTGAGAAATGTTCACACAGACCGTCATCAAGTCAATGAAGCCACAAACAGGCTCCGTCACCTGGTTAGAGCCATAAGTTCCTGGTGCCTCAAGA 
TCATGTATTTTAGGGCAGCATTAAGAATTTGACAGAAGGCCATGCCATCAGGGACTGGAATAACATGTGCATGCATGCACACACACACACACAC 
ACACACACACACACACACACACACACACACACATACTGTAACTGATCAAACAAAAACCCTAGGGACTGTGACCTAGCTGGTCGTGGAGCTCTGA 
AATGC CAGGGTAGAC ACTG AATTTCAGGTGACATCCC AGTGG ATAAC CAATATGGG AAGGACCCTCCTAGG CAAGC ATC CTCATAG C CGAGCC A 
CCACAGGAAGTTAAAACAGCTTAGAAAGCAAGTCTACTCTTCCTGGGCTGCAGACAGCTGCCTGTCCAAAGAGCACCCCATACCTGCTCTGCAA 
TGTGTTCTCAAGCTAGCTGTCAGTAAGCCTCAAGGCAAGTCAAGCACCCCAACATTATTCACCCAGCTCCCCACATTTGCTACTGAGCACATTC 
CGCTTCCTTAATTTGATATCATAACTACATTAACTGTGGATGCAGAAGGATCAAAAGTAGTAAATTCAAGGCTAGCCTGGGCTACATAGAAAAA 
ATCCTATCTCAGCAAATAAACAAAAAATTAAGTCAATAAAGGACTAAGTGATGGAGATGCTATGGAGACCCCGAACCCCTAATGTATCCCTATC 

TACACTCTAGCTAACTTCAGACACACCGGAAGAAGGGGTCAGATCTCATTATGGGTGGTTGTGAGGCACCATGTGGTTGCTGGGATTTGAACTC 
AGTACCTTCAGAAGAGCAGTCAGTGCTCTTACCCACTGAGCCATCTCAGCTGCCCGTGATGGTTAGTTTTAGTTGTTAATTTGATACCATCTAA 
ATCACCTGAGAAGAGAGCCTCAGTGAAGGATTGTGTAGATTAGAGAGTGAGCATATGCATGGGGATTCTTTTGATTACATTAATTGATGTGGGA 
AGAC CCAGGTC ATTGTTGGGTGGCACC ATTCCCTAAG CTTGAGTTCTGGTCTGTGTAAGAG CAGAG AGTG CTCACTAAG C AGTAAGCATGCATG 
CATTCATTCACTCTCCACTCTTGACTATGCATGTGAGCAGCTGCTTCAAGGCTAAAAAGTTTGTTGACTCTATCGAAGGACATCTTTGGCCCAT 
CCCCCGAGTACCCTGTGGAAAAGAGACTATCTGGGGTTTAGATGGTTTTAAAACCTGTGAGGGCTGTGACTTATCCGCTGTCTCCGCCTCTCTC 

CCAAAAGATTGGTGCACAGATGGGTGAGTGATCGGCACAGAAGAGGCTCTGTTTTGGGGGAGCTAGCCATTGTCAACCTGGTGTCAGATTTGCC 
AAACTCAC ACAGGGTG AGG CTTCGG CTTTAC CGTGTGATTAAACTAGATGTCACTCAAATTCTTGG AATCATTAGCTG AAAGATAACC ATAAC A 
AAAACAAACAAACAAACAAACAAAAACTAGAAGATTTTGATTGCATGTGTGGCCAGGATGTTGGCACATATCTTCAGTCCCAGCATTAAAAAAG 
CAGGGTAGGGAATCTGTGAGTTCAAGGCCACTGTCAGACCCTGTCTCAAAGAGAAAAGCTTACTTGGTGGAATGTGTGAAAAATCCAGTAAAAG 
AGAAAAGTACAGATGCAGAAAGTTGAGTGTCCCCAGTATGTTCCCATCATACTGATAGATCTGAGAAGTAGATGGTTTGAACAAACACAGAAGT 
ACACAGAACTGTAACCATGACATATTCTCCTTCCAGGGCACCCAGGAAGCCCAAATGCCCATCCCGTGGTAAGTATTCTCTGAGGCGTCTCTGC 
TGGGGAAGCAGCTGTGTCTGGACACATGGGAAGGTCAGGCTTTAGTCAGCACGGGATGGATACTCTGAGCACATCCCGGAAGATCTGGGAATCC 
AGTGAGTCTGAGAAAGCCTCAGCCTGTGACCACCGCCCAGCTAGACGTGTTTTCATGGTTTCTCGGCCGTTTTATTTTCTCTTCATTCTTTGGA 
• AGTATAC AGAGTGAG ACAGAAAC C CC CTAGG AG ATCAGAAAATC CACCGGTC AG ATGTAGAAAAGGGGAATAT ATCGTCCACGTTCAGTCTTGT 
ACTGTCTGTGTGAACTCGTGTGTGCCATGCACAGGTCTGCCAACATGCATATCAGTATAACATGGCCAGCGGATAGGTATCTCCTTGAGGTTGG 
CTACC CAACTTCTTTGG CCC AAG CAATTGAC AC CTTATTACT AGGGACTTGACTTAAATTGATTTG ACT AATG ATT AGGGGAGGC AGGGAGGGG 
CCACTTGGCAAGATTTCAAGAGAAAGGTCCAGAGAAGGAAGGAGTCTTGGCCAGAATGCACATTCCACTCCATGCCACTCACTAGATAAGAACG 
GAGCCCAGATGGCCCTGTGTTGGGTTAACCCTTTCATTGCCATGCCTTCAAAGAGAGAAGAACCTCAAGTCCCCTCTCCATCTGGGATGTCGGA 
GCTGGTACTTAGGTTACTTCACAAGAGCATCTCTTCTCATATCTAGGGTCTTCAGCGAGCACATCCCAGCTCATTAGCACCACCAGGGAATAAT 
TCTTG ACTT CTATCTTGCTAG ATG CTAAAAAAC C CAATATCTACC AGGCAC ATGTTCTGT CT CCAAC AGGGG CGGTTGGCC ACTTG CTACTG AA 
CCTGTTCATTCCAGGGTTAGTACTTCTTACCAGACTGAGAGCCCTTGAGTTGGCTAACACACCCTGGAGCTTTAGGGTCCTCTGAACCACAGTG 
CCCCCTGGTGGCCTCACCTGGTGTTTATCATTCTGTGCCCTTGAGACAGATCTGTCTAACTTGTGACCCGAGGGTTGCGTATGTCCCAGGATTG 
TGTAAATGAAAATGTTATATTGCAACCACTGACACCACTGAACAGCCAGTGACTAGAGTCTCTTGTGGAGTCTGAGACACAAGATTTCCACAGA 
CAACGTGGCTGCTTCTTGTCTCAGCTTTAATTTTGTAGCCTTCAGTGGGAAATTATTTATTGAAAATTCTTGACCTCTCTGCCAGAATGATAGG 
CTCTTCTGGAAG CTT CTC AAATGATCCGGACTTGCATGC AGGAAATCTCCCTGGGGCAGGTGAAGGGAGCGGG CAGGG CATTTGC AG AATCGGG 
GCCAGGTAGCATGTCATGACGAAGAATATCCTTGCATGTGTTTTTCTGAAACTAAACGCTCTATTCCTCTCTGGCGTTGTGGTTTCTAGACTTG 
GTCACCGGGTGGAATAATCTCAAGGATCAAATCCTACTCCTTCCCAAAGCCTGGCCACAAAAAGGTGCTAAAGCGTCCCGTGCTTGCTGTCCCT 
GACTGAGTGGTAGGATAGACCCTCCTGCAGCCCGTGCTTGGCTGGCTATCCTGTACCCAATGCGGCTTTGCCTCTGTGCCTCCCGCCTGCCCAG 
CTCCGAGCATACCCGCTGAGCCTCGCAGCCCCATGCTTTGTCTCCTTACCTCTCTTTACACCCTGCCTCCTGTGCTCCTACTGAGCCTTGCAGT 
CCCTGCACAGTGCACACATGCCCTCCCTGCCTGTGGCTTCTCCGTCACCGCCGCTGCGCAGCCTGTCCACGTTGCCTTGCCCTTTACAACACGT 
ACCTCCAGTCACTTCAGTGAGCCCCACCTGCTGGCTCTCATTCCAGAGAGTCTTTGCACGCTCAACTCACCTTCAGTGTCCAGAGTCACAAGGG 
GCAGCATCAGGGCTTCTGCCACATAGAGTTCTTCCCAGTGGAGGCAACCAAGGTCCCCAGGGGAGCTCTACCCCCTGAGACAGCAGGTTGATTT 
CTGCATTTTGTTACATGGCTGAATTTTGAGGGACAGTAAAAAAAGGCCTTCATGGGAAGATGGCCCAGAGGCCAAAGGCAGTTGTCACCAAGCC 
TGACAGCCTGAGTGTGATTTCCTGCAACTCACACAGGGTGGAAGGGGAAAGCCAGAACTGACTCCTGCGAGTTGCCTCTGATCCCCATGTATGG 
GCCTTGACTCCTACACAGATTTATTTTCAGGGTTTAGGAATCAAACTCAAGCGCTTCACCACTGAGCTGTGCCCAAGCTCCTGGTTTCTGTTTG 

ACTTATAAGAAGTCCTACCCTGACCTTTGTGTTGACTTGTTTATAGTGAATTACATACACAAGCATGCACACACAGACACACACACAGACACAC 
AC ACAC ACAC ACACACACACT CACACGCACGCATGC ACCC C CATATGTGTATATGT ATGTATATG C ACAG ATATATGTGCATAT AT AT ACAC AT ' 
ATGTAATGTGTATTATATACATCTGTGTATATAATATGTATAGGTTGTTCTATCATATTTATTTTTATCTTCTTTAGGTAAAGATTAACTTTAT 
TAATAGTTGTTTCAATTTTATATCAATGTTTTTTCCAAGCGTGTGGGCATATGATTAAGCCAGTGTACACAGAGTTGTATATTAAGGTATTTAT 
TAGCAACAGACAGCATAAATGCCCACGAGTTCTACTCAGCAACTATTTGCTCTGTTGGCCACTTCCTAGAGGGTCCTAACCCTGATGGCCAGAG 
CACAGCGGAGAAAGGAGCATGATGCTTGAACAGGAAGGCAGCCATGTTGTGCTAAGCTCAGTCAGTGAGGAGAATGTTAGAGGATAGTCTGCGG 
CTGCCTGGACCTTTCTCAGAGCCCGACACACCCCCATGTGATTGGGGTAGCTCATGGCCAGCAAGCCCAGTGAGAGCCAGGCAACACGGTACCT 
CACAGGCTAAGGGACTTAAACGTGCCTGATGAAGGAAGCTCTTCAGAGGTGTCCACTCAGGCCAGCAGCCACTCACAGACTCTGTAATCCTGAA 
TGTGACACCACACTTAACAAGCCTCACAGACACTGCAAGCCTTGTGTCTCCCCCTCCTCAACCGACTCTTCAAGAGCTTCTGATGACACCCTGT 
CATTCCACTTGCCGTAGCCCAAGGCTTGTTGCTAACTCACAGCCCCCAGCTCTGCACAGTCCTGGCAAGGAGTGCTTTCATCCCAGCATCTCAA 
GTTTATCTTTTGGGTT CCC C CGGAGAC AT ATCAACC AG AG ATG CTGTATGTACATG AGC AC AC ATACAC ATGTATGAC ACACTCATATATACAC 
TC ATAC ATGG AAATATCTGTGC C CGTGTGTAC ATAGTCGTATACC ATATTTG AAATGC ATATGC C CTGAAT ATGCAC C ATATACACACATATGC 
ATCTGCATAGTATGTGTATTTGTGTATGCATCTATTGCTGCTTACACATGGCAAATGGATTGCCTGCGGATAGCTACACAAAGATGTATTTCAA 
GG ACTTAC AG AGTTAAAC AGAC CAGTTAAGTGATTGC AATGTCC ATGGG AG AGATTGTC AAG C AG AGGGG AT CC AGAG CC AGGTGGAAC CTCAG 
TGGTGTTGCTAAAGAAAGCTGCTGCATGGTAGGGGTCAGCTTCCCTTCCCCGCCCCCTTTTCCCTTTCCTTAGAAAGTCTAAACTTACATCTAA 
GAATGCTCACCTGAGTCAGGCCCATGTGAGATCATCCTCATGATGGAAGTCACCTACTAAGGACTGTAAGCCCATCAGTGAGCCCCTTCTCAGC 
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AGCAGGACTGCCTCAGGCTGGGTCTTCTGCGTGACTCAGTACTGACCACTCAGGAGAGCCAGTTGTCATAGCGAAAGCCAACGCTGCAGCTGGA 
AGAGATAGCGCAGTAGGCAAAGTGCTCGTCACCCAAGCACGAGCCCCTCAGTTCAGATGCCCAGCACCCAAGTAAGAAGCCAGGCACAGTGGCA 
CACGGTGCCATCACAGTGCTGAGGAGCTGAGGCAGGAGGGCCCCTCAGCCAGCCAGTCTCGTCAAAGAGGCAAGCTCCAGGTTCAGTGAGAGAC 
CTTGCCTCAAACAATAAGGTGGTGAAGGCATTGAAAAAGATATCGGATGTCAGCCTGTGGCCCCCGAATGTCCACATAAGCAATCGCA.CGTACA 
TGCACATACATGTGCAGGCACATAGAAATCCACCTACGCCATGTGCACATTTTTAGAGAAGCCGACACCAACAAAGCCCAGTCAACAAGCACTT 
GAAATAACTCTAGTGTCTAGAGAGTTAATGAAAACTGTGCTTTGATCTTAGGA'TTATCAATTTAAAA'XGAAACCAGGGGGGGGACTTAGCTTAG 
TGACAGAGTATTTGTCTAACAACCATGAGGCTCTAGATTTGGTCCTTAGCACCAGGAGGAGAAAAATACTTGGAAAGTCAAATACAGATTTTTG 
AAAT AATGTATTTCTTTTTATCTTATGTGCATTGGTGTTTTG CATG CATGTGTG CCTGTATGAGGGTATC CGATCTTGG AGTTACAGACAGTTG 
TAAGCTGCTATGTGGTGAGATGGCTCAACAGTTAAGAGCCCCGATTGCTCTTCCAGAGGTCCTGAGTTCAATTCCCAGCAACCACATGGTGGCT 
CAC AG C C ATCTGTAATGGGATCTG ATG CCTTCTT CTGGTGTGTCTG AAG AG AGAATG ACAGTGTAAATAAATAAATTAACTTTTTTAAAAAAAT 
AAAAAGAGGAGGAAGAGAAAGAGGAGGAAGAGGCCAGGTTTTAGGTCTTTGTTGTGAGATCAAAGAATAATTATACAGGGCATGTGCTCATCTT 
TAGGTGAACCTAACCGCATCCCACCTTCTGACAGAGTCTGCCCACATCACACTGCCTGTGCTCCTTCTGAGACTGGAGACTGTAGCCAGCTGAT 
TGCAGCCAGTGTCCTGGAGCCCTATGGCTTCTGGCCTCTGGGGAGGGTTACCACCCACACTGCCACCACCGTTGCCTAGTTTGAAAATACTGGC 
AGGAAGCTGGGAGTGAAAGTCAAGGTCCAGGAAGCAAAAGGCAAGATTGTGGAAGCAGGACACAGGGCAGAGGCTACCTGCTCCACAGGACAGA 
GGGTGTGCTGCAGAGCTCTGGTGATCACGGGCCTAGAGAGAGAGACAGGCAAGTCCCTGGTGCCTACTGACCAGCCATTCAGCCAGTGGAGACC 
CCGTGTCAAACGCTAGGGTGGATAGTTCCTGAAAGTTGACCTCTGTCCTTCACAGGCACATGCACACACACAACTGCTCACACACACACGCACA 
CACAATATCATG CACG CACG GACACAAGCCTGTGTAATGCATCCCCACTTTTAACACACTGTGACAG AGTAGTTCGAACTTGAAAATTATCTAC 
CCAAGGCTGGATTCCTGGCGCCATCTAGGGGCCACTAGAAGTTGTGCATAAGTGGAAAGGGTAAGGGTGAAGCTGTCAGCGCTTCCTTTACAGC 
TCTGTTCTCAGTGCAGAACAGAGATGCCAGGGAGGGCCAGACCAGCAAGTACAAAGTGGAGAGATGGATAACGCATGCTAGCGCTGTCTACCAG 
CAATGCTTCTCACGAGAGCTCACATTTCCCTCGGTTCATCTTTCAACTGAAGCTTTGCTTCCAGAGCTTTCAGTGGTGACAGTGGAGCTGGTAG 
TGGAGGGGAGGAGGGTTGTATCTTCATCTGCACCACAAAGCAGCCAATGACTGCTCTGGCCCTGCCCATTCCTTCTGCAGGACACTCAAGCCAG 
GTGCCATGATTGTCCCAGTTCCCTAGGCTGCCACCTAGGTGCAGGAGGCAGGAGGTGGTGGGTCCTAAGGGTGAGGCATCCAGATGAGAAGGGT 
TATGAATCTCTTGGGTCTCAGGGGCTCTGTCTGGATCTTGAATGCTTGGACTCATAGGGTGCTTTCTGTTGGGCAGCATGGAAATGAAGCACTG 
AGCTACATCCACTTAAAGAAGAATCCCAGTTTCCAAGGGAGGTGCCTGTTTTGTCCTTTTGTCTGTCATCGAGACATAGGGGTAGCTCCTGTCT 
ATCTGGGTGTGAACTCCTTCCAGGAGCTGGGATGCTCAGGGGTCCGTCCCCCCACTGATCCCTACGTCCTTTTGATATACTGCCATTTTTTAAA 
ACTGATTTCCTAAGACCCTCAGCTCTGCTTTAAAAATATTCCAAGAGATTTTGTTAGGAAATTGTGAGTGCTGGTTTATTATAACAAGTCTTTT 
GAAGCCCCCTTGGTCCGGAGATAATTCCAGAGAGACTGCATGAAGGCCCCAGTTGAGACACTGAGCGGCAGAGGGTAGACGCTCTTCTATCCAC 
GGGAAGGATTACGCCTGTCCTCCCTACGCTGGGGTGTCCTTTAACTTCATGATGGTCAGATTGTCTTGGGGATCTCAGACATTTCTTGTGTACA 
GAGGAAAAAAATCAAAAGACTTAACATGGTAGTCACGGTAACCGGAAAAGACATCTGGAGACTGCAGCTGGATGATGGTAGCTATTATCAAGTA 
TAAACTAGGGTAGTTCTTCCTAGGCAGGGCTTCTAAGCAACAGCCAACTCTGCTGAAGTGATGTGTAAATGTTTAAGAGGGTCGCTCGCAAGAG 
ATTGCCTATGCTTAGTTCCCTTCCTGAGAGCAAAGACTGAAGAGAGAATTCATCTCAAACCATGTGAGTTTACATTCCACATCTCCATCTTCTG 
AAAGGTCTCTGTGTTCAACCATCCACCATGTATCCACCCACGCATCCTTCTGTCCATCTACCAAGTCACTGATTCAACCGTCCATCCATTTACC 
TATCTATCCACTCAGCCATCCATTTATGCATCCATCCACATATCTGTCCACATACGCATACATCCATCTATGGATCTGTCCGTACATACACACA 
CGCATTGACCCAGCTATGTGTCCATCATCCATCCTTTCACACGTCTGTGTTGTGTGTTTCTCCTTAGCATCCGTTACCAGCGTGGCCCAGCTAC 
TGAGCTTTGATTTAATGCCTAAGTCTGCATAACTTCTGCTCTGTTGCCATGGTTAGTTCTATGACAGAGTCCTTCGGGAGTG'XTGAGAGAGGCC 
AGGAGAATATGGATCCTGTGACATCTGAGACTGGATGTCCTTTGGCTTTGCTGAAAGAGGTCTTTCCCACAGGTGCTGGCAGACTCTAACTCAT 
GGTTAACACCACGAAGCCAGCAAGTCGTAGTGACCGAGTGTGACCCAGCTGCTAAACATTGATGGGTGGGGTTGTCACGTCAGTGAGGCGGGTG 
GGATTTTTGATATGTGCTTCAAGATGGTGGCTGTGTAATGTTAGCTGAATGTCTCTGTTTCTCTACACTTCCCCTCAAATCTGGCATTATCTCA 
CTACTTCATGGCAATGTGTGGATGCTGATAAGGTAAGTAGATATTCAAGACAAGACAGAAATGGGAGGAGAGAGCCGTCAGAGCTGGACGGCGG 
TTTGGCTGTGAGATGGGTTTAATAGCCACCACTTTGCTTTAATTTGTGAGTAAAGATGGGCCAGAGAAAAGTTTTTAAAAATGTATCAAATAGA 
ACTATAAGGAGATTCACCCCCTCTGCCTACTTCATGAAACAAATTGATATTGATGGATCGAATGAGAAATCTCCGTGTATAAGGGCCAGTGTGC 
CTTAGTGAACAGCCACAGGAAAACCAGAAGAGTTCTCTTCCTTCAGGAAGACAGAGAGACTGTCTCTTTGACAGGGCATGTGCCCGATGACATT 
ATCATGGTCCTTATCACGATAATGACCGAAGTGCATGGGGTGGGGGTGAGGCAGGATACAGCCTTCCTCTCTGAGACTTGCAGCTGGTTGGCCT 
GGGCTACCCTGTGGTAGCAATGCCTTGGTGTCTCAATCTGTATGGAAGGCAAAACAGGTGGACACGGTTTGACTTTTTAAATAACTTCTGCCTG 
ACGTTAGATGAAAGCAGAAATGAACCCATGGGGAGGGAGCCTGCGAGGTCCTGCTATTTTCTGGGAGGTGTGAAAGGAAGTTCTCTTGGGATAG 
TCAGAACAGATGCTCTTCCCTCCNNNNNftlNNN]^ 

GCCTGTCTAGCCTTCTCAGGTCCAAACAGTTGCCTGAAGAATGAGATGAGCCTTTCTGACCTCTTCCTAATCCTCTGCCTCCGCTGCTTATGTT 
ATCTGTGAACACTTGGAAATGGTGGCATCGGGGCAGAAAAATAACATCTTCTCATCTGTGTGCTTCAGCCTGCCCCACCCCAAGGGAGCCGTCC 
AGAGAGCACTGTGTCCTTCAACCCCTATGAGCCAACGGGAGGGCCCTGGGGCCCAGACAGAGGTGAGAGATGAAAGATGCACTTTTACTCAATT 
AAACATTCGAGCAGGGTACACACAGGCTTGCCAGCATGTAGAGGCAGCTTACAAATTCCTGGCACGATTCCAACTTTGCCTTACAGTGATGGTC 
CACACTAAACAGTGGTGATATCCACCAGGCACAGGTAGAAAATATCACCTATCCATAAAACAAGCAGTCCTGTCTAGTGAAAATGGTCTTTTAT 
AATTAAAAGAAGCAAGCAAGCAAACAAACAAAAACCCTGAGTTGTTAGCATCGGCAGCATCATGCTGTGTGTCTGGCACATTCCGGGGACGCTG 
GTTGCCATTCTTGGAAGAAAATGTTGCCAAAGCATAACTGTAACCTCTGGGTGGCTTTGACGGTAGGCACAAGTCACAGATTCTTCTAGATTTG 
TTCAGGGAGCTGTGATGACTGGGAGGCCACAGGGGACACAGTGCAGGAGGGCGCAGGAGAGTTGTTCCCAGAAATGGGTTTTTTCGGTACCTTT 
CGTAGGTTCATGAGTGTCTGCATCTGATTTTCTACTAACAAGATTGGGGTTTGTTTGTTGCTATAGTTGGCCTCCGAATAGAGGCTTAAAGCAA 
CAAGAGTCAGTTATCTCTCATTTCATTTATGGCTTGTGGCTGGAGGTGTGACTCATATAGGGTGCTTGTCTAGCATGCACGGAGCCCCGGGTTT 
CATCCCCAGACCCGCAGAAGCCATGCATCGTGTTGTATACACCGTCGGCATCATTGCTGGCTTTGTGTTGAGTTCACGGCCTGTCTCACATGAG 
CCTCAGAGCAGTAGAACTCCTTAGCATCTTAGAAATGAAGCATGTTGGCTTTTTCAAGCCTTGAGAAGCACACATATCATTTCTCTTGAGCTCT 
GTTGGTTCAGTTATGAAAAGCCAACAAGGACTGTGTCGTTGGTGCTACTTCTCAATAGGAGACTGTCACAGCTGGCTTAAAGTCTAAGGAAGGT 
TTTATCTGCCATTAGTACTGGTGTAGAAGAACCATCTTGTGTCTTGCCTTGCTTGGCTTCTGCGCTGCATGCAACTGTCCCTTAGACGGAAGGA 
GTTTAGGGCAGGGTGGCAAGGGTTGTAATGTCACAGGAGTCCAGACTGGAGTCATCTGTTCCCTGAGTACGTTGGAGGCCTTGAGAGAGAAGCC 
CTGCCCATGGACACAGAGGTGTACGAGAGGCCTTATGCTGACCCTGAAGAGATCCGGCCCAAAGAGGTCTACCTGGACAGGAGCCTGCTGACCC 
TGGAGGACAATGAACTGGGCTCCGGTAACTTCGGGACTGTGAAAAAGGGATACTACCAAATGAAAAAGTAAGCACCGTTGACTCATTGCACTGC 
TGTCATCTTCAGTGTGAGAGTGCATTCTGAAAACTTCTCAGAACGTACCrACACTGCTCAATTAATCCCAGACATTGGCGTCCAAGTACGTGTG 
TTTATTGCACGCAGACACATACACATTGCAGCGCTTATGTGGTCAGAGGACTCATCAATTGGTTTTCTCCTCCTCACACAGGTTCTGGGGATTA 

TTAGAGTAAAAGCATCCTTTGTGTATGCTAACTGTGGTGACAGTAGTGACATGTTTGTATTAGAATGTAGTATAGTATAGAAAACAGCTAAATA 
GAAATAAGCAAATTCATAAGAAAATAAAAATATATTCTATCTCCAGAACACAAATATCTGTGACTAAGCTTGGTGTAGGCATTTATTGGATCTT 
TATATGTTTTGTATGTAAATGGTAAGTGCTTTTGGTACTCTTAATAGTTTGCTGGTAATGTGTGTATCGTGTAGCATTTTCCATGTCTAGACCT 
TATATATGAACTAATATTGATTTTACACAGAGATGTGACAACCGGCAACACAACTGAGTTCACTTGTGACCTGTAGCAGTTTATCTAGCTATCC 
TTTAATACAGAAATGTGTCACTTAGGAATGCCAGATCTCTGTCTTTCTCTCTCTCTGTCTTTGACTCTGTGTCTGTCTCTCTCTCTCTGTATGC 
ATACATGTGGTGGGTATGACTATATATGTTCAGATATGTTCACAAGTATGTGTGGGTTGTGAGTACACATTTGTGCAGGTACAAATGCCCTTAG 
AAGTAATAATAATAAAATAATAATAATAGTAATAATAGTAATAATAATAATAGTTCCTCAGGCGGCGTGCACCTTGCTTTTTGAGGCAGGGTCT 
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TAGCTGTGTACCACAAACATCTTTTTATATGCTGGGGTCTTGGGGGTCGAAGCCCAGTCCTCATGATTTCACGGCGAGCCCTTTACAGACTGAG 
CTGCCT C CCC AGCC CAAT AGTGATACTTTTTAAAAGAAAACC ATGTCTACT CCTGATCCGTTGGGTGTTTGT CCTC ACCTTGGTG CATTAAGTA 
AGAATTGTAGAGTAGTGTTTTAGAACTGGCAGGAGTCTTGTGCCTGGTTACAGAGAGATCGCAGCATTCCTTTGGGTGTGGCTTATGTCTGTAT 
GATGACTGCTGTCTGACAGACTGAAGACATGCTATTTTGTTCCGATAATTCTGCAAGTTCTTTA^ 

NNNNNNNNNl^^ 
NNNNNNNNNNN^ 

GGGGTAAACTCCCTCACCTTTGTTCATTACATCTCCTTCCATAAGCAACTGAATATAACCCATGAGTATTTCTCCTAGAATTTTTCCTATCTGT 
GCTCATGAAGTGTCCTAATTACTGTTCTATTGCTGTGATGAGACACCGTGACCAAGGTAACTTATAAAAGGAAGCAATTAATTGGGGGCTTGTT 
TAGTTTTAGAGGGTGAGTCTCTGAACATCGTCACAGCAGGAAGATATGGCACTGGAGCAGTAGCTGAGTGTATATCTTATTTGCAAGTTGGAGG 
CAGAGAGCAAGAAACCTCAAAGCTCAGCCCCAGTTACAGATCTCTTCCAACAAGGACACACCTGCTAAACATTCTCAAAACAGTTCTACCAAAG 
TAGGGGCCCAGCCTTCGGATATATGAGCCTACCGAGGTTTTTCTCATTAAACCACCACGTGAAGTTATCAGTCAATTGCTTTCTTACAATTCTC 
ATAATGGAGTCTTACTCTCTTACCTGTAAAAGAGCTCAGTGGTTGGAAGACCAGGAGTTTCATAGTCTCTTCCTGGGCCACCGTAAACAGTCAG 
GAATTGGAACAATAGTAGCCTCTTAGAATTAGTGGGATATTATCTTTCCCCTCTGCTTTTCTAGAAGACGTGGTATTTTCTTTTTTAAATGTCT 
AGAGGAATCAAGAAACCTTTTCTAACTTCTTAATTTAGATCCCTGCCTCACACCACAGATGTAATGATAGACCCAACTATGAAAGCCAAAATAG 
GTGGCTAGAGATGACAGAATGGAGCCTCCCATGTTCCCGGGAGGGCCCAGAGAGGCTTCTAGGGTGATGATAATATCTAAATCCTCCTGTCAGG 
CCACAGGCTGTGTTCTAGATCACCACACTAGCTGTGTGTACTTTCCTGTGTGTGTGTGTGCCACTAATTCTGTTATTTGAGCTAGTGTATTTGT 
TAGGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTACGTACATGCATGTGGTTTGGGGATCAAGCTCCAGCCACCAAGCTTGGCAGAGAG 
TATCTTTACCACCTGAGCCCCCACACGGCCCATTTCCTGAATAGTTCTGTTTTGATTCATCGGTTTGAAGGTTCAACAAAAGAAACAACTTCTC 
ATGCTTGTGGAAATTTTACCACAGGTAATTTTTCAAAGCATACCTAGTTAATGTTTGTTGTTTCTTTTAAGCCACATTTTGCTAGAATACTTTC 
AAGAGTT GAG C ATGATCC ATGTGATGTTTTTGTGAGGG AATAAAAAAAAATCCATATTTT CGAAAC ACATTG AGGCTTGCTTAAAAGTAAC CAA 
GCCCAGTGGGAGAGAAGTGTTTCTTTCTCTTTAACTCTGAGCTTGAACAGAATGTGTGCTTGTGATTGGGCATGTTGTGTACACACCTGTGGCC 
CCC C AG AG CCC C AG AGGT AG AG AC AG G G G GAT C AG AAGTT T AAG GT CAT C T C C TACT AT AC AG C T AGT T T C AAG C C AC AGTGG AT T ATGT AAG A 
CCCGGACTCAAAGAAAAAAAAAAAGCAAAGCAATGTATTTTTATTTTTTAAATTCTGGGCCCAGAGGCTCATTTGCAATATCATAAAGAAACTT 
TGTATTCCTTTATGCATGTAGGCAGAACCTAGCTGGGAAACCACATGACACTGCAGCAGGCTGTATGTGTGTCACAACAGGGGAACTTTGTTGA 
AGCTGGTTGAATATTTCACAATTCGGGGCTTTCCTCAGCCTGGACCATTCTCCATTGCTGTCCACTACACCGGGGTTCACAGGCAGTGGGGCAT 
GGTT C CT CTGT CTGTAAAAG AAC AGCTGTAG AAAGAATCTCTTGTGTACTGTATGG AATC ATT ACC AT C ATAC AG AG CACC AACCACAAAC CAG 
AGAACAATCCCCGAAGTCCAATTTGGGGAACCAGTGACTGGGCACGCATGTGGGGGTTACTCACAGGAGCTGCGTGTGCCGCTGAGAAGTCTGG 

CCTCCCAAGACCGTGCGTCTATGTTCAGTTAGGACAGGATCTCACACAGATGACTGGGAAGCGCCGGGGGGAGTTCCAGGAATCAGGGTAACAG 
TCCAGTGAGCATCTCCACCCCTTCCTTATATGGAGGAGCACCAGCATTTGAAGCTGGTCTTTCTTCTCTCTTGCAAAAGGCATAGCTGATCAGA 
TGGAAAGAGCAGGTGTTATATTCAGAGGACGTTAAAGATGATCTTAAACCAACGATCCTCCTGTATCCACCTCTGGGGCTCTGGGGCTCACAGG 
TG AGCAC C C C C ATGGC CGGTCTGAAGCACACGAGTTGTTCAAGCTCAGAGTT AAAGGGAAAGAAAC ACTTCTCTCCC ACTGGGCTTTGTTACTT 
TTAAGCAAGCCTCAACATGTTTCGAAAATACAGATCTTTTTCAATTTCTCACAAAAATATCACATAGATCGTGTTGAACTCTTGAAAGTATTCT 
AACAAACTGTGGTTTAAATGAAAGAATAAACATCAGCTATGTGTGATTTGAAAATTTACACCTGCCGGGCAGTTGTGGCACACGCCTTTAATCT 
CAGCACTTGGGAGGCAGAGGCAGGCGGATTTCTGAGTTGGAAGCCAGCCTGGTCTGCAGAGTGAGTTCCAGGACAGCCAGGGCTACACAGAGAA 
ACCCTGTCTC G AAAAAAC AAAAAC AAAC AAAC AAAC AAAC AAAC AAAT AAAC C C C AAAAGAAAGAAAG AAAG AAAG AAAG AAAG AAAG AAAG AA 
AGAAGGAAAATTTGCACCTGTGATAAAATTTTCACAAGAAGGAGAAAAATGGTACTAGCTATTTATCTTGATGTGTGTGTGTGTGTGTGTGTGT 
GTGTGTGTGTGTGTGTGTGCAGGTACTCCTGACACAGCACATATATAGAGGCCAAGGGACAACCCTTGGATGTCACCTCTTACCTTTCACCTTG 
TTTCAAACCGCCTCTGGGGATTCACTGCTGGCCCCACGAATCTCCATAGATTCTCCCCTAGAAGCCCTGGGGTTGCAGACATCTGCTATCCAAC 
TTTCTGTGGGTTCTGGGGATCTGAACTCTTAACCTCACTCTTGCATGCGCTTTTTACACTGGGTTATCTCCCCAGCCCATGGCCGTTTCTTGTT 
TGTTTTTTTTTTTTCGTTTGTTTGTTTGTTTGTTTTTGGGTTGCTTTGTTTTGTTTTTCTGAATGGCTTTAAGAGATTCTCATTGGGCAGCGGG 
TGTCAGCACCATTCCCCTCCACCCCCCTCCCCCCAACACACACACAATGTGACTACAGAGAAGAGGACCTCTAGGCAGTTTGGAAAGTTTCTCA 
CAAGTTACAATCTGTGTCACAGAGTTGTGAAAACCGTGGCTGTGAAAATCCTGAAGAACGAGGCCAACGACCCGGCTTTGAAGGACGAGCTGCT 
GGCAGAGGCGAACGTCATGCAGCAGCTGGACAACCCCTACATTGTGCGCATGATCGGAATCTGCGAGGCGGAGTCCTGGATGCTGGTGATGGAG 
ATGGCGGAGCTGGGGCCGCTCAACAAGTACCTGCAGCAGAACAGGTGACCTGGGGCATGCGAGTTGTGTGCGGTGCCACCCCGCACATGCCCTG 
TCCCCCGAGTTTGGGCTGTGCCGGGGCCCCGCCCCCACACACGCCCTGTCCCGCGAGTTTGGGCTGTGCCGGGCCTGATTTCTAGGGGAAGCTC 

GTGTGTGTGTGTGTG T AC AT C TT T G AG GGT GTGCAC C T G T GT G GAT GTGT T T ATG TG G AAG C CAG AG G T CAAT AT TGG AG AT CAC CCTCTCTCC 
TCTCTCAGTCTCCAACTTAATTTTTTTTTTTTATTTATGTGAATGTTGGTGTGAGTGTGTGCCACACAACGCAGATACTTATGGAGGCTAGAGG 
AGCTGGTCAGATCCCTCGGAGCTGGGCTTACAGCACTTGTGAGCCTCCCAACATAAGTGCTGGGAACCAAACTCCGGTCCTCTGCAAGAACAGT 
ACGTGTAGCCAGGCAGTGGTGACACAGGCCTTTAATCCTAGCACTTAGGAGGCAGAGGCAGGTGGATTTCTGAGTTTGAGGCCAGCCTGGTCTA 
CAAAGTGAGTTCCAGGACAGCCAGGACTACACAGAGAAAGCCTGTCTCGAAAAAAAACCAAAAAGGAGAAAAAA^ 

AAAGAAAAGAAAAAAGAACAGAAGGCGTTCTTAACCACTGAACTATCTCGTTAGCTCTCCGCCTTATTTCATGAGACAAGGAACTATCTCATTA 
GCTCTCCGCCTTATTTCGTGAGACAAGGAACTATCTTGTTAGCTCTCTGCCTTATTTCGTGAGACAAGGTCTCTCACTAACACCGGAGCTCACC 
AATTCAGCCAAACAGAGCCCCAGGGATTACAGGTTCTCACTGGCATACCTGGCTTTTATATGAGCACTGTGGGTCCCAACTCAGGCTTCATCCC 
TATAAGTCAAACAGTTTACCAACTAAGGCACCTTCCTAGCCCTGTCCAGTGATAAAATCCTCAATGTGTGTGGACAGGGCATTGCCCACCAGCA 
GGCAGAACATTCTTCTTTGGTAAACACCTGGAACAAACATGTTCCTGGGGCACCATCTGTGTCTCGTCTGGCCGACCTCTTGAGTGCCTGCATC 
TGAAGAGGCAGCAGCAGTTCGTTGATTCTGGTCCAGACATAGGTGCTCTAATGCTGCGGTCAACATAGAGTAACTCCCCGATTCCTCTGAGCCG 
GGGTTCCTTCTGTACAGCTTTTCGTCATCATTTCCAACATGGATGTGTGAGTTTGAGCATGTGCAGCAGGTGGAGGCCAAAGGTCAAGCCAAAC 
CCATGCCCATCCCTTAGAATACCATCTGCTTCCTCTGAGACAGAGGTCCCTCATGGGCCAGAGCTCATCAGTTTAGCTAGACTTTCTGGGCAGG 
G AAC ACC AAG AATC CACCCGTTTCACTTACCCGGCTTTGGGATTACAAGTGCAGGCCGCCCGCCATGTTTGGCTTTTATTTCACGAGGGCGCCA 
GGCATCAAACTCAAGTCCTCTTGCTTGCAGGATGAGCGCTTTCCTAAAAAGCTTTCTCCATAGCGCTATGAATTTTTGTCCATCTCAAAGCATG 
CCTGAAAATGAAGCACACTCATCATATAGTGTGTGTATGTGTATATGTGTATGCACATGTGTGTATGTGTATATGTGTATGCACATGTACATGG 
GTATGCATGCCCATGCATACGTGCAGAGGCCAGGAGAGGCCACTGTGTGTGTCCTTCTCAATCACTCTCTGCTTTATTCCCTCGAAACACAGCC 
AGGTGTGGTAGCACAGACCCTTAATCTCAACACCAAAGAGGCCGAGGTTGGTGGCTGTCTGTGAGTTTGAGGCCAGTCTGATCGACACAGTTTA 
TTCCAGGCTAGTTGGGGCTACAGAGGGAGACCTTGTCAAAAACAAACAAACAAACAAACAAAAAAGGTTCTCCCACAAACAGAAAGTCCTGCCT 
GTTTGGTTTGGCGTGGTTTGATTTGGTGTGGTTTTGGTTATTCTGATAGCCAGCAAGCCTCCGCCTCTTCCTGTCCCCATCCCCTCCCAGTGCT 
GAGATTACAGCACAGGTGACCACACTCAACTTTCTCCCATCACTTCTGGGGATCGAAACTTAGGTCCTCAGGTTGTGCACGCAGCAACTGTCCT 
CGCCCTGAGTCATCTTCCCAGCCTGTCCTGTTGTCGACAAAGAAGGAACGAGTGGACCGACCCTTCTTCCATGTACTCGGGGGACACGGCTGTG 
TGTTTGGAATGGCCGCCGTCCACTCTTGGTAATGATGTCGTGTGATTCTAGGCACATTAAGGATAAGAACATCATAGAGCTGGTTCACCAGGTT 
TCCATGGGGATGAAGTATTTGGAAGAGAGCAACTTTGTGCACAGAGATCTGGCTGCGCGGAACGTGCTTCTGGTCACACAGCACTATGCCAAGA 
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TCAGCGATTTCGGTCTTTCCAAAGCCCTGCGTGCTGATC 

ACAGCTCTGTGCAGGCTCACGGAGCAGGCTGAGAGCTCAGTACAGGCTCACAGAGCAGCTGAGGGGACAGCTTCCATGCATAGTTAAGGTTGCA 
GGTTATAAAGATATAGAAAGATAAATGTGTGCTCTCTGTATTTTACTATGGTAGAAATCTCACTAGTAACCTTGGAGAAAAGTATTCTTAAGAT 
CGATTCTGTCCATCAAGAAACACAAACCAAAAATAGTGTAATGTTTCTCAACTGGAATCTTTTTCAGACTAGGATCTTATGTTGAGTTTTTTGG 

AGAGCAGAGGACAACTTACAGAAGTTGATTCTCTCCATCTACCATGCATATCGGAGGAATCGAACTCTGATCTTCGGATTCGGCAGCAGGCACC 
TTACCCATTGAGCCATCTTGGTGGCCTCTAAATGCTTGCGTCAACTTGCTTTGAAACATACAAATCAAACAAATTGATTTTTCTTTTCTTAGGC 
AGGGTTTCATGGAGCCCAGGTTGGCATCTGTCTCCTGAGTGCTGGGGTTATAAGTATTCACCACCACGATTGGGTTACTCAGTCTACCTAATAC 
TATGACCCTTTAACACAGTTCCTCGTGTTGTGGTGACCCCCAACCTAAAATCTTTCATCGCTACTTCATAACTGTAATTTCGCGACTGATATGC 
AGGGTGTCTGATATGTGACCCCCAAAAGGGTCACTACATAGGCTGAGAACTACTGGGGGCTTTATGCGTGTTAAAGGAAACCACTGCTAACTGA 
GCCACTTCGTTGGCCCCAAAACTGGTGGATCCTTGAGAGATTTTTCCGAGTCCTTTTCACTGAATTGACACTGTGACTTTCAGCAGAGGCTTTT 
TCCTACCCCACTCCTTAAACCCAGCTCCTTTGTGCATCGGGGTGTGCACACCTGACTTAACGCATCACAGAGTGTCCACTCTGCTTCCAGGCCC 
AGACCCACGGGAAGTGGCCCGTGAAGTGGTACGCCCGCGAATGCATCAACTACTACAAGTTCTCCAGTAAGAGTGAGGTCTGGAGCTTCGGAGT 
CCTGATGTGGGAAGCGTTCTCCTATGGGCAGAAGCCCTACAGAGTGAGGCATGCTTAGCTGTGTGTTTTGTGTCTCAGCCTCTTGGACTTAAGA 
AACCATCCCTCAGTATGGGGTTATTGCCACAAGAACCTGAAGCCCTGGAATCTGAGGACAGCCTGGGGTCTCCCATCACCTTCTAACAGTGGGC 
GGCTAGTGCAACCTAACTTACGCTTGTACTCACTTGAGAATGACATGTGATACTGAGTGAATGCATTCTCACTGTGCTACACACATAGGTGCAC 
CAGGCACAGGCCATCCTTCCTGAGAGTTAAGTGGAAATGGTGATACGGATGGATGACATCAAGTATTTTAGTTGTAAGCGTGTGTGTTCTCATG 
TGTGTGCACACCTGTGTATGTGCAAACACATTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTAGCCCAGAGACCATCCTCAG 
GTGTCATTCCTCAGGGACTCTCCACTTTGGTTTTTGAGACAGTGTTTTCATTAGCCTAAGCTCACCCAATAGGCCAGGCTGGCTAGCCTGTGAG 
CCCCAGGGATCTGCCTGTCTCTCTACCCAGCACTGGGCACACAAACATT^ 

NNNNNNNNNNNNNNNNN^ 

NNlSnSTNlSnsn^SINNNNNN^ 
NNNNNNNNWNNNNNWNNNNNNNN^ 

NNNNNNNNNNNNNNNI^^ 
NNNNNNNNNNNNNNNCCAATCAT^ 

AACTAGGGCAGCTGCAAAGTCGCCAGCTGTTACAATCTTATGAGACTGTGATGTGGATTGGGAGAAGTCACAGAATCCCAGATGTCAACTCAAG 
CATCTAGAACACTCTTGCCTTCCACAAACTCAGACATGTCTGGGAGCATCACTGCTTCCAAGAATCCTAACATCGAGGCTAGATGCTCCTGCTG 
ACG AC AGAC AG CTCAGTAC C AGAAGTCT CC CG AT AGTGGTGCAG AGTTGCC ACTTG C CACGTTCAC CACTGCTCAGC C C ATAGGGTCGGAAGC C 
CCATCCCTATTCTTGGGTACAGTGTATTTTGCCTTCCCCTCCATCCCCTGAGCAGGACAGACACCGTGCACGTGGTGAGAGCGTGAATCCACTG 
TGAGCCACTGGGCATGCTCTGCCCTACCTATGGGAAGGATCCCAGCCACCGTGATAAAGCTGTTCGGTGCTAGTGAGGCACTCGATGTTAGAAA 
GCTGACATTGAATGTAGCCATACATTTTTTTTGCAACGTATTTTTAATAAAGGTTCAACCTCCCCTCTAGCCCGCCACTCAGCAGAGGTAGCAG 
AAGATAAAAGTTATTCGGCTATGGGGGAAGTGGACGTGTTCAGCAATAGTTCTTTGGGGGGCGAGCTTGATCCTCTTGGGCAGCAGCTCAGCCC 
TGTAGCAAACACCAAATGTGATTCAGCAGCTGCAGACCAGTCCGCTAGGCAGGCAGACAGCAGGCATGAACCAGCAGCTACAGTTAAGTCTTTT 
CATCGCTTGCTTTCATCGCTTGCTTGCCTCAGCATCTAACCTGTAGGCGACAGCACAGACTTGCTGGGCAAAGACTTAGGATGCAGAGGGTTGG 
GCTGTGAACCAGACCACAGCCACAGAAATCTGTGAGTTCTAGCAAGAGCACAAACCAATAGCCCCTCTCCTTGAAAGTCCAGCTTGAACGTGGG 
TATGGTATATTACAGCTGTGTCCATATTCTCCTCTTAAGATTTTTAGCCAAGGGACTAAGGAGATGGCTCTGTTGGTAAAGAGTTAGTGTTGTG 
TAACTCTAGGGACCTG ACTTC AGT C CCTAGTACCC ATAT AAAATACACCAG G CCTGGTGG CAAGTG CTTGTGGTC CG AG CACCAG CAAGG AAG A 
TGGAGACAGGAAAATCTCAGATGCTTTCTGGTCAGCCAGCCTTGCCAACTTGACAAGTTCTAGGCAATTGAAAGACCCTGTCTCCAAAAAAAAA 
AAAAAAAAAAAAAAC CAAGGT AGATGGTGTCTGAGG AAGG AC ACC AAGGTTGTCCTCTGGC CTTCAG AC ACAGAAGATATT CTGTACCATAGTG 
CAAAACTCTTCTGGCTCACAAGGACATGGATCCCCAGGATGCTATAAAATGCAGGCTTGAGTTCTGTAAGTTTAGAGCAGGAAGAGACATTTCT 
GACCATGCTGGAGGCAGGCGCAGTGAGCAGCATTCACCACTGCCAGGAGGCACGGCGACTTAATCATGTTTCCATGAGCCTATGGATAAACACT 
AATACAGCTCTCTCTTCCTTCTTCAGTGTGGAGAACAGGCCAGGATTCACAGCTGTGGAACTGAGGCTTCGCAATTACTACTACGAGGTGGTTA 
ACTAACAGCTCCGGCGCCTGTGCGTGCACACCACGGATTCCCAAGCGATCACAGGAAATTCATTCAGATGAACTGGCTCTCAGAGTTTCATCTC 
CCTCTGCCCGGAGTGAGAGCTAAGCTAACATAGGACTCACCCTCACAACAGGTCTGGTGCCCAGAGACAGACAAGCAGCAAGACCTTGGGGCCT 

GTTCCTCTGGGTCCAGGATTTCAGTGTCCCCTGAAGATCAGAAAAGAAAAGTGCTTTGCCACTCCAGCAAAGGACATAAAGAGAAACCTCGCTG 
GTGCAGTCAGCAAGCTGGAAGGTGGTTAAGGACAATGACAAGCGTGGACACTGGTTTTACTCTCAGCGCTGAGACAGAGATACTGTGTGGATGA' 
CATGCTGAGATGTGCTGGCTTGGCTGACACGCCCCTGGAGTCCACCTCCCTGCAGTCGTGTGTGTTTGCTGGAGGAGGTGTGAATAACGTTCTG 
TGTGGAGGCTGCCGGGGGAGGTGAGCTCCCATGATCCTCTGCGACTGAGCAGAAGTGTGTCAGGCAAGGGTCAGACTCCCCTCTCTGCAGAGGG 
AATGCATCCAGGACTCCTTGTTGCTGCCACTAAAAAATTGCCAACCAGCAACTTAAGGGAGGAATGGCTCATTTGAGCTCACAGTTGGAGGGGA 
TAGGCCATCATGGTGGAAAAGACAACAGGCAGGAAAGGCTTGGTGGCATGAAAAGGAAGCTGGAAGGTCACATGGCATCCACATTCAGGAAACA 
AAGAATGAACAGGAAGTGGGGCCAGGCTATAAGGCCCTAAAGGCCACCTCCGGTGACCCAGTTCCTTCAGATCCATCTATCAAAGATTCCACAG 
GCCTCTCAGACACTGAATGCCAACAGCTGGGGACCAAATGTTCAAGCACACAAGGTGCAGTGCCAGGCAGGGGGCTTCCTGAATGATTACACAG 
TGTGGTATCCTGACAGAGCGGGTGAGCCATCTCAGGTCTGTCCCCTTATGAGCCCCGTTTACCATCCCAGATTCCCCCTTGGGACCCCCCTCAT 
CTGGATCATTCCCCTCCCCCCAGGCCCTATCTCCAAACACCTAGGTACTAAGTGAACCTAGGTACTAAGTCTTCAACACATGAATTCTGAGGGG 
ACACATTCATACTGGAGCCGATGGCAGCCTGGTGACCAAGACCATCTCAGGATGAGTTTCTGAATGGAATCTTCATTCGCCATAAAACCAGAGA 
TGTGACCTTCCCCACAAGGAAGCCTTGCTAAGTGCGACATTGAGCTGAGGACACACAAGCTGAGAATTCCCCCTCTGTCCTCCTAGCCTTGGCT 
AACTACTGACCATACACCGAATGTCACGCATTCACGGCACTTTTGCTGAGGACCTAAAAGCTACAAAGGCTGCATAGCCTTCCATCTAGGTCTA 
GGGACATGTACAGATGGGAGCATCTCACCTTCACCTCTGAGACACTGGGACATTCACAGCCAGGGATGGTACAGGAGTCCCTGCTGGTGGTGGG 
CTCAATGAACAGAGACGATGGTGAAATGGGTGCCTCTCTTTAGACCAGTGGTTCTCAACCTTCCTAATGCTGAGATCTTTCAATACAGGTCCTT 
GCGTTGTGGCGACTCCCAACCATGAAGTTATTTTGTTGCTACATTGTCACTGTAATTTTGCTACTATGATGAATCGTAGTGTAGATATCTGATA 
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TGCAGGATATCGGATATGTAAATATCTGGTATGCAGGATATGTGAAATGAGGGCACATCCCACAGGTTGGGAACCACTGCCTTTGATAGGGAGG 
CACTATGCTTAGAGCATGGTTAGGAAGTATTTAGAAGCTATTGGTGTGTCTTGGAATTGTGTTAGTAGGTCAACCGTCCTGTGGAGGGAAGGAA 
GGGGGTGGAGGAAATCCCTGTATGTTGAATTCATTGAGCAGACCTGCAGAACACAGCCTTGGTGAGGAAGTCCCATGGGTCAGACCACCTGTAG 
ATTTAGTCAGGAGAGGAAGGG CC ACTGTATAGTTATGGAGACAGGACTGTCTGCTCTGAGCAAGAAGTTCTCTGCTGAGCTCCTAGCCTACCTT 
CCCTTGTCCCCAGGGCTATAGAAAGGCCACCTCGAAGACCAGGGAGCATGTGTGAGAAGTCTGTGGAGGCCTCTGGCTTCTTCCTGGCCTCTCT 
AGCAGTGCCTCTCCTTCCCAGGGATTTGGGACTGACCGTTATCTGGCTATGACTGAGCAGAGTGGAGGGATGGGCTTTGCGCCCCTTCAGAAAG 
CCGAAACCGGTTCCCATGTGCAGAGTCACATGTGGCCATCGACCAGGGCTCTCATCTGGTGAAAACTGTGTCTTACTGTCAAGATTAATTCTCT 
CCCCTGGGCCACTGAGGAGGGCAGATGGCAAGAGGATCCTCCCTAGAGGATTTAGACTATGAATGCCCACTAAATTTGCAAGGTCAGAAACTAG 
CCAAGGTCCTTCTCAGGCATCTATCCTTAACTTGGTCTCTCCACAAGCTGCCTCTGATGCTCCGAGCCCCTTCTGCCTGGCAGCTGGGCTCCCT 
GTGTGCTTTTACGTATGACCCTTGGTCAGCAGAGTACAAGGAGCACCTAAGCTGCCTCGCCACCTCCCACTGACTGCAAACACCACATACCTCA 
TGCGGAACCGAATGTCTCTCCAGTAAACACCCCAGCCAGCCATTCATAAAAACCTGTCTCTGTGTGCGCTGGGACATGTCCTCCCTGTACCCCG 
GGCCTGCTTTGTGTGCCAGACAGTGACTCCACAGGGATGCCAGGTCTGTGATTGCATTGCTCCTTGCAGAGGGAAGCCCTCGGTTGTCCTTCTC 
TGGGAATG GTGC C ACCCAG AGCAGC AC AC AGTG ATT C CCTGTT ATTTCAGAAATTATTTTAAATAAAG ATCTACT ATTAGT CTTGTGATGACCT 
TTACGG ATG C AG ACAGGAGATGATGGGATAT AC ACCCTTGACTAGAGCTGG CC AGCAT CTTCGTAAGTGC AAC CTGCTTGTG AAATACTG AGCC 
CTCAGTCATACCACTCGCTACATTTGGGTGGGAACGCAGACTCCAGAGCTCACCTATTCTGCCGCTTCAGAAGCCTGCAAGGAGAGCCCGGTCC 
TGTGAGGGGAAACAACTGTGTCTGAGATTCGTAGGCTGAGAACTGACAGCCGAACTCAAACCCAGTAGAAAGTGGTACAAGGAGACCCCAAGGT 
GGCCAGAGAGGGCGGGGTGAGCTTTGCCACTGTCAATGAAGACAACACGAAAGCATCAGAGCAGAGAAGGTGAGGATGTAAAGGTCCCGAGCCC 
TGGG CTC CTCTC ATTCTAT AGGGAGTT ATGAGCAGG CAC AC AT AC ATACACTAC ATATAATTGCATGTGTGC AT AGACAAGCATCTTATGTATG 
TATACACAGGAACACATACACATGCATGCACAAACGTGCATTAAAAACATGCCTGCAAATGCACACTGCACACACAGACATGAACCTGTGTACA 
CAAATCCACAATCACATGTACATGTTGACACATCCCCACTCGCAATGCCACTTTGCCCACAGGCTAATCTGATCTTGGAAATCCCTCCATGGAG 
AGTCCCTTCCCAAGTGACTCTAGGCTGTGTCAAGTTCATAGTTTAATCTAAGCATGGTACAGAGAGTGTATGGTAAAGAGAACCTGAGTTTAGC 
CCCCAGTGCCTATGTAGAGAGGCAGTGCATTGGCACATGCCCGCAGCGCCAGCTCTGGGGAGGGAGAAGCAGATCGCTACAGCTCACTGGCCAT 
CCAGCCTCACCCAGCACGGTTGTCACATTCCAGGTCTTATGATCCTGTCTTAGAAAAATAAAGGAGAAAGCAGCTGAAGAGAACACTCAGTGTC 
AACCTTCTGCATGCACACATACAAACATGCACCCCTGAACACATGCACCCCTGAACACATGCATGCACACACATGCATACATACACATGCACTG 
GC ACAC AT AC AAACATGC AC CCCTGAAC AC ATG CAC ACATG AAC ACATG CATGC ACAC ACATGCATGC ACAC ACATGCATACATAC AC ATG CAC 
TGGCACAC AT AC AAAC ATGTAC C C CTGAACAC ATGC ACACATG AACACATGCATGCAC ACACATGC ATACATAC AC ATGC ATTGG C AC ACATAC 
AAACATGTAGCCCCGAACACATGCACACACACAAACATGCACACATACAAACATGCACAC^TGAACACATGCATGCACACATGTGCACACAAAC 
ATGCACATGTGAACACATGCACATGCATGCACACACTCATGCACACACACACATACACATGAGCACACACATGCACGCACGCATGGCAAAGAAC 
G C AATGCCTCTG AACAACCTCAATTTAAGAG CATTGCCTG CACACGC ATCAACACTTGTCTATC C ATAGATGTGG ACTTGTGTAAG AGCCAC AG 
ACTTTTAAAGCTGGCAGGCTCCCACACTGTACCAATTGGTTTCCCGGTGCTGTGACAAATACCTGAGTAAAGCAACTTAAAAGGAGGAAAGGCC 
TGTCTTGGCAGCAGTCTCTGAGGCCTTGTTCCTGGAGTGAGGGTTCAAGCCCAGGCTCTTGGGCAGCCTACCAAGCCACATCCAGCCAATGCAG 
GATACAGAGGTGCAAAGCAGAGACTGGAGGTTTAGCCAATGTAACCACATCAGAGATAGGGACAAAGATGGTTGCTGACCCTCCTAAGCCCATC 
TTCTGGGGTCCTGGGACGAAGCTTAGGTTTAAAGAGAGGACCAGGAACIATGTCCC^ 

CAGTCTCCCATGAGCAGCACCCTGACACAACCTCTCCCCAGGAGACCAGCTCCCCTCCTGGCTGGCACCGGGCTTCAGCCTTATCCTTGTCCAC 
CAGCTCCTTGGTTTGCAGCTTTGCTGCTCTGATGGTCAAAGGGAGATGCGTGGGGCTCTCGCTACAGCAACGTTATTCCTGCCAGGATGGTAAA 
GCTGTGGGTACCTGACGCTGCTGATTTGTGTCTGTGGTGGCATAGCTTCTCACCAGAGGAGCACACCGTGGAGGAAGCTCCTCTCTTACTGTGG 
T CAGGAAGC AG AGAG AGAGGG AGAGCGGTTCC C AAC ATCTACAACAGCATT CCTG ACGAACGG CTTCCCTTT CAC AAGGC CCC AGATCTTTGAG 
TTTATTATTTTATTTGTTTGTGTGTATGTGCATGTTCACACACATGTGCACCCGCGCATGTGTGTGTGTGCTTGTGTATGTGTGTGCTATGTGT 
GCAAGGGTTCCTTCTGAGGACAGAAGAGANNNNIMSn^^ 

NNNNNNNNNNNNNNNNNNNNN^ 
NNNNNNNNttNNNNNNNNNN^ 

NNNNNETNNNNNNNN^ 
NNNNNNNNNNNN^ 

NNNNNNNTSINNNNN^ 
NNNNNNNNNNNNNNNNNNNN^ 

NNNNNNNNNNNNNNNNN^ 
NNWNW 

MOUSE SEQUENCE - mRNA 

GGCACGAGGGAGGAGAAGGCGGCGGCGGAGAAACAGGAGGAGGGAGGAGGAGAGGGGGTTGGAGGACGCGGCCACCTGCCCAGGTAGGAGCCAC 
TCCGCCTCGCCGCACCCTAGCAAAGGGCCTCGGCACCCCCAGGCGACAGACCTTGGCTAAACTAGGCTGGACCGCAGTTTTGCTCCAGTGACTG 
CGGCTGAGCGCGGACCCGCCGGGCTCCGGCGCGGGACCAGAACTCCCGCCTGCAAACGCGCGCGCCCGGGCGCGGAGTGGGGCCCAGCCGGAGC 
TCCGCCTCTCGGCAGCTGGAGGATCGGAGAACCGGGAGACTTCC^CGGTGCGCGCCCCCGAAGCAAAACAACGTCCCCAAGC^TTTGAGATCCG 
GGACTGTCGTCGTGCGCGCCTGTGAGTTGCTGCAGAGTCCCAGCGCCTCTGAAATGCGGTACTTCTCCATACACTTCCCAGAACTCTGAAGGGG 
TGCAGACATGGCGGGAAGTGCTGTGGACAGCGCCAACCACCTGACCTACTTTTTTGGCAACATCACCCGGGAAGAGGCTGAAGACTACCTGGTC 
CAGGGAGGCATGACCGATGGGCTCTACCTGCTACGCCAGAGCCGCAATTACCTGGGTGGTTTTGCTTTGTCGGTGGCTCACAACAGGAAGGCAC 
ACCACTACACCATCGAGAGGGAACTTAATGGCACCTACGCCATCTCCGGGGGCAGGGCCCATGCCAGCCCAGCAGACCTCTGCCATTACCACTC 
CCAGGAACCTGATGGCCTTATCTGCCTCCTTAAGAAGCCCTTCAACCGGCCCCCGGGAGTACAGCCCAAGACCGGACCCTTTGAGGACCTGAAG 
GAGAACCTCATCAGGGAATATGTGAAACAGACCTGGAACCTTCAGGGCCAGGCTCTGGAGCAAGCCATCATCAGCCAGAAGCCCCAGCTGGAGA 
AGCTGATCGCCACCACGGCCCATGAGAAGATGCCCTGGTTCCATGGCAACATCTCCAGAGATGAATCAGAGCAGACGGTCCTCATAGGGTCAAA 
GACCAATGGAAAATTCCTGATCAGGGCCAGAGACAACAGCGGCTCCTATGCTCTGTGCCTGCTGCACGAAGGGAAAGTATTGCACTACCGCATT 
GACAGGGACAAGACCGGGAAGCTCTCCATTCCTGAGGGGAAGAAGTTTGACACCCTCTGGCAGCTAGTGGAACATTACTCTTACAAGCCAGATG 
GGCTACTAAGAGTCCTCACGGTACCATGCCAAAAGATTGGTGCACAGATGGGCCACCCAGGAAGCCCAAATGCCCATCCCGTGACTTGGTCACC 
GGGTGGAATAAT CTC AAGG ATCAAATCCT ACTC CTT CCCAAAGCCTGGC CAC AAAAAG CCTGCCCCACC C C AAGGGAG CCGT C CAGAGAGC ACT 
GTGTCCTTCAACCCCTATGAGCCAACGGGAGGGCCCTGGGGAGACAGAGGCCTTCAGAGAGAAGCCCTGCCCATGGACACAGAGGTGTACGAGA 
GCCCTTATGCTGACCCTGAAGAGATCCGGCCCAAAGAGGTCTACCTGGACAGGAGCCTGCTGACCCTGGAGGACAATGAACTGGGCTCCGGTAA 
CTTCGGGACTGTGAAAAAGGGATACTACCAAATGAAAAAAGTTGTGAAAACCGTGGCTGTGAAAATCCTGAAGAACGAGGCCAACGACCCGGCT 
TTGAAGGACGAGCTGCTGGCAGAGGCGAACGTCATGCAGCAGCTGGACAACCCCTACATTGTGCGCATGATCGGAATCTGCGAGGCGGAGTCCT 
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GGATGCTGGTGATGGAGATGGCGGACGTGGGGCCGCTCJUVCAAGTACCTGCAGCAGJiACAGGCACATTAAGGATAAGAACATCATAGAGCTGGT 
TCACCAGGTTTCCATGGGGATGAAGTATTTGGAAGAGAGCAACTTTGTGCACAGAGATCTGGCTGCGCGGAACGTGCTTCTGGTCACACAGCAC 
TATGCCAAGATCAGCGATTTCGGTCTTTCCAAAGCCCTGCGTGCTGATGAAAACTACTACAAGGCCCAGAGCCACGGGAAGTGGCCCGTGAAGT 
GGTACGCCCCCGAATGCATCAACTAGTACAAGTTCTCCAGTAAGAGTGACGTCTGGAGCTTCGGAGTCCTGATGTGGGAAGCGTTCTCCTATGG 
GCAG AAG CC CTACAGAGGGATGAAAGGG AGCGAAGTGACCGCCATGCTGGAG AAAGG AGAGCGGATGGGGTGCC CTGCAGGATGCC CGAGAGAG 
ATGTACGACCTGATGAACCTGTGCTGGACTTACGATGTGGAGAACAGGCCAGGATTCACAGCTGTGGAACTGAGGCTTCGCAATTACTACTACG 
ACGTGGTTAACTAACAGCTCCGGCGCCTGTCCGTGCACACCACGGATTCCCAAGCGATCACAGGAAATTCATTCAGATGAACTGGCTCTCAGAG 
TTTCATCTCCCTCTGCCCGGAGTGAGAGCTAAGCTAACATAGGACTCACCCTCACAACAGGTCTGGTGCCCAGAGACAGACAAGCAGCAAGACC 
TTGGGGCCTGTGGAGTCGTCTCTCTGGTCTTTGTTTCCATCTGTGTGGTCTTCGCTATCGGTCACGTTTGGGAGCCATTTCCAAATTCTCTTGA 
CATC ATT CCGTTCCTCTGGGTC CAGGATTT CAGTGTCCCCTGAAG ATCAGAAAAGAAAAGTGCTTTGC CACTCCAGAAAGAC ATAAAG AGAAAC 
CTCGCTGGTGCAGTCAGCAAGCTGGAAGGTGGTTAAGGACAATGACAAGCCTGGACACTGGTTTTACTCTCAGCGCTGAGACAGAGATACTGTG 
TGGATGACATGCTGAGATGTGCTGGCTTGGCTGACACGCCCCTGGAGTCCACCTCCCTGCAGTCGTGTGTGTTTGCTGGAGGAGGTGTGAATAA 
CGTTCTGTGTGGAGGCTGCCGGGGGAGGTGAGCTCCCATGATCCTCTGCGACTGAGCAGAAGTGTGTCAGGCAAGGGTCAGACTCCCCTCTCTG 
CAGAGGGAATGCATCCAGGACTCCTTGTTGCTGCCACTAAAAAATTGCCAACCAGCAACTTAAGGGAGGAATGGCTCATTTGAGCTCACAGTTG 
G AGGGG AT AGGCC ATC ATGGTGG AAAAG ACAAC AGG CAGGAAAGGCTTGGTGG CATGAAAAGGAAGCTGG AAGGTCAC ATGG CATC CACATT CA 
GGAAACAAAGAATGAACAGGAAGTGGGGCCAGGCTATAAGGCCCTAAAGGCCACCTCCGGTGACCCAGTTCCTTCAGATCCATCTATCAAAGAT 
TCCACAGGCCTCTCAGACACTGAATGCCAACAGCTGGGGACCAAATGTTCAAGCACACAAGGTGCAGTGCCAGGCAGGGGCCTTCCTGAATGAT 
TACACAGTGTGGTATCCTGACAGAGCGGGTGAGCCATCTCAGGTCTGTCCCCTTATGAGCCCCGTTTACCATCCCAGATTCCCCCTTGGGACCC 
CCCTCATCTGGATCATTCCCCTCCCCCCAGGCCCTATCTCCAAACACCTAGGTACTAAGTGAACCTAGGTACTAAGTCTTCAACACATGAATTC 
TGAGGGGACACATTCATACTGGAGCCGATGGCAGCCTGGTGACCAAGACCATCTCAGGATGAGTTTCTGAATGGAATCTTCATTCGCCATAAAA 
CCAGAGATGTGACCTTCCCCACAAGGAAGCCTTGCTAAGTGCGACATTGAGCTGAGGACACACAAGCTGAGAATTCCCCCTCTGTCCTCCTAGC 
CTTGGCTAACTACTGACCATACACCGAATGTCACCCATTCACGGCACTTTTGCTGAGGACCTAAAAGCTACAAAGGCTGCATAGCCTTCCATCT 
AGGTCTAGGGACATGTACAGATGGGAGCATCTCACCTTCACCTCTGAGACACTGGGACATTCACAGCCAGGGATGGTACAGGAGTCCCTGCTGG 
TGGTGGGCTCAATGAACAGAGACGATGGTGAAATGGGTGCCTCTCTTTAGACCAGTGGTTCTCAACCTTCCTAATGCTGAGATCTTTCAATACA 
GGTCCTTGCGTTGTGGCGACTCCCAACCATGAAGTTATTTTGTTGCAGATTGTCACTGAATTTTGCTACTATGATGAATCGTAGTGTAGATATA 
TGATATGCAGGATATCGGATATGTAAATATCTGGTATGCAGGATATGTGAAATGAGGGCACATCCCACAGGTTGGGAACCACTGCCTTTGATAG 
GGAGGCACTATGCTTAGAGCATGGTTAGGAAGTATTTAGAAGCTATTGGTGTGTCTTGGAATTGTGTTAGTAGGTCAACCGTCCTGTGGAGGGA 
AGGAAGGGGGTGGAGGAAATCCCTGTATGTTGAATTCATTGAGCAGACCTGCAGAACACAGCCTTGGTGAGGAAGTCCCATGGGTCAGACCACC 
TGTAGATTTAGTCAGGAGAGGAAGGGCCACTGTATAGTTATGGAGACAGGACTGTCTGCTCTGAGCAAGAAGTTCTCTGCTGAGCTCCTAGCCT 
ACCTTCCCTTGTCCCCAGGGCTATAGAAAGGCCACCTCGAAGACCAGGGAGCATGTGTGAGAAGTCTGTGGAGGCCTCTGCCTTCTTCCTGGCC 
TCTCTAGCAGTGCCTCTCCTTCCCAGGGATTTGGGACTGACCGTTATCTGGCTATGACTGAGCAGAGTGGAGGGATGGGCTTTGCCCCTTCAGA 
AAGCCGAAACCGGTTCCCATGTGCAGAGTCACATGTGGCCATCGACCAGGGCTCTCATCTGGTGAAAACTGTGTCTTACTGTCAAGATTAATTC 
TCTCCCCTGGGCCACTGAGGAGGGCACATGGCAAGAGGATCCTCCCTAGAGGATTTAGACTATGAATGCCCACTAAATTTGCAAGGTCAGAAAC 
TAGCCAAGGTCCTTCTCAGGCATCTATCCTTAACTTGGTCTCTCCACAAGCTGCCTCTGATGCTCCGAGCCCCTTCTGCCTGGCGACTGGGCTC 
CCTGTGTGCTTTTACCTATGACCCTTGGTCAGCAGAGTACAAGGAGCACCTAAGCTGCCTCGCCACCTCCCACTGACTGCAAACACCACATACC 
TCATGCGGAACCGAATGTCTCTCCAGTAAACACCCCAGCCAGCCATTCATAAAAACCTGTCTCTGTGTGCGCTGGGACATGTCCTCCCTGTACC 
CCGGGCCTGCTTTGTGTGCCAGACAGTGACTCCACAGGGATGCCAGGTCTGTGATTGCATTGCTCCTTGCAGAGGGAAGCCCTCGGTTGTCCTT 
CTCTGGGAATGCTGCCACCCAGAGCAGCACACAGTGATTGCCCTGTTATTTCAGAAATTATTTTAAATAAAGATCTACCTCGTGCC 

MOUSE SEQUENCE - CODING 

ATGGCGGGAAGTGCTGTGGACAGCGCCAACCACCTGACCTACTTTTTTGGCAACATCACCCGGGAAGAGGCTGAAGACTACCTGGTCCAGGGAG 
GCATGACCGATGGGCTCTACCTGCTACGCCAGAGCCGCAATTACCTGGGTGGTTTTGCTTTGTCGGTGGCTCACAACAGGAAGGCACACCACTA 
CACCATCGAGAGGGAACTTAATGGCACCTACGCCATCTCCGGGGGCAGGGCCCATGCCAGCCCAGCAGACCTCTGCCATTACCACTCCCAGGAA 
CCTGATGGCCTTATCTGCCTCCTTAAGAAGCCCTTCAACCGGCCCCCGGGAGTACAGCCCAAGACCGGACCCTTTGAGGACCTGAAGGAGAACC 
TCATCAGGGAATATGTGAAACAGACCTGGAACCTTCAGGGCCAGGCTCTGGAGCAAGCCATCATCAGCCAGAAGCCCCAGCTGGAGAAGCTGAT 
CGCCACCACGGCCCATGAGAAGATGCCCTGGTTCCATGGCAACATCTCCAGAGATGAATCAGAGCAGACGGTCCTCATAGGGTCAAAGACCAAT 
GGAAAATTCCTGATCAGGGCCAGAGACAACAGCGGCTCCTATGCTCTGTGCCTGCTGCACGAAGGGAAAGTATTGCACTACCGCATTGACAGGG 
ACAAGACCGGGAAGCTCTCCATTCCTGAGGGGAAGAAGTTTGACACCCTCTGGCAGCTAGTGGAACATTACTCTTACAAGCCAGATGGGCTACT 
AAGAGTCCTCACGGTACCATGCCAAAAGATTGGTGCACAGATGGGCCACCCAGGAAGCCCAAATGCCCATCCCGTGACTTGGTCACCGGGTGGA 
ATAATCTCAAGGATCAAATCCTACTCCTTCCCAAAGCCTGGCCACAAAAAGCCTGCCCCACCCCAAGGGAGCCGTCCAGAGAGCACTGTGTCCT 
TCAACCCCTATGAGCCAACGGGAGGGCCCTGGGGAGACAGAGGCCTTCAGAGAGAAGCCCTGCCCATGGACACAGAGGTGTACGAGAGCCCTTA 
TGCTGACCCTGAAGAGATCCGGCCCAAAGAGGTCTACCTGGACAGGAGCCTGCTGACCCTGGAGGACAATGAACTGGGCTCCGGTAACTTCGGG 
ACTGTGAAAAAGGGATACTACCAAATGAAAAAAGTTGTGAAAACCGTGGCTGTGAAAATCCTGAAGAACGAGGCCAACGACCCGGCTTTGAAGG 
ACGAGCTGCTGGCAGAGGCGAACGTCATGCAGCAGCTGGACAACCCCTACATTGTGCGCATGATCGGAATCTGCGAGGCGGAGTCCTGGATGCT 
GGTGATGGAGATGGCGGACGTGGGGCCGCTCAACAAGTACCTGCAGCAGAACAGGCACATTAAGGATAAGAACATCATAGAGCTGGTTCACCAG 
GTTTCCATGGGGATGAAGTATTTGGAAGAGAGCAACTTTGTGCACAGAGATCTGGCTGCGCGGAACGTGCTTCTGGTCACACAGCACTATGCCA 
AGATCAGCGATTTCGGTCTTTCCAAAGCCCTGCGTGCTGATGAAAACTACTACAAGGCCCAGACCCACGGGAAGTGGCCCGTGAAGTGGTACGC 
C C CCG AATGCATCAACTACTACAAGTT CTCC AGTAAG AGTGACGTCTGGAGCTTCGGAGT C CTGATGTGGGAAG CGTTCTCCTATGGG CAGAAG 
C CCTACAGAGGGATGAAAGGGAGCGAAGTGAC CG CCATGCTGG AGAAAGG AGAG CGG ATGGGGTGCCCTGCAGGATGC CCGAGAGAGATGTACG 
ACCTGATGAACCTGTGCTGGACTTACGATGTGGAGAACAGGCCAGGATTCACAGCTGTGGAACTGAGGCTTCGCAATTACTACTACGACGTGGT 
TAACTAA 

HUMAN SEQUENCE - GENOMIC 

CTCTTTAGTACTTGT AAATG C CTGATGGGTTCTTCCTGCTTACTGCACAGGCAAAACCAATTTATTGAG AC CACACCATC ACAATAAAAGAGTT 
TAATTGACACAAGGCCGGCCACACCACATGAGAGATGAAGTTACTACTCAAATCAATCTCGGAAAATTTGGAGGCTAGGATTTTTCAAAGATAG 
TATGGCAGGCTAAGGAGTCTGTTTCTGGGTGGGAGCACATGACTGGTCCGTAGGGTTGGTGGGGTCAGGGAGGTCAGTGGGGTCAGCAGGGCCA 
GCAGGGTCAGCAGGGTTGGTGGATCCAGGTGAAGCCATTGGTTGTCAGAAATTCAAAAACCTAAAAGGTATCTCAAAAAGCGAATCTTAGTTTC 
TGCAATGGTGATGTTATCTGCAGGAGTAATTGGGAAACTTGCAAAACTTGTGACCTCTAAATAATAGCTGGTAATCATTTATGTCTACACCTTA 
GCAGAATTCAGGCTCCTCACACCCTCCTAACCTGGTGGCCTTTCACAAGCTTTACAAAGGTGGTTTAATTTGGGGAAAGGACTATTGTCATTTA 
AACTATAAACTAAATGTCTCCCCAGGATAACTTAGCTCAGACCCAAGAATGGTTAAGGGCAGTTTGGAGGCTAATGGCAAGATGAAATTTGGTT 
AGATCAGATACTTTCCACTGTCATAATTTTCCCACTGTTATAATTTTTGAAAAGGTGGTTTTAAGTTAGAATGGCAATCATTAAAAAGTCAGGA 
AACAACAGGTGTGGAGAGGATGTGGAGAAATAGGAACACTTTTACACTGTTGGTGGAACTGTAAACTAGTTCAACCATTGTGGAAGTCAGTGTG 
GCGATTC CTCAGGGATCTAGAACTAG AAATAC CATTTG ACCCAGCCATC CC ATTACTGGGTATATACC CAAAGGACTATAAATC ATGCTGCTAT 
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AAAGACACATGTACACGTATGTTTATTGCGGCIACTAT^ 

AGAAAATGTGGCACATATACACCATGGAATAGTATGCAACCATAAAAAATGATGAGTTCATGTCCTTTGTAGGGACATGGATGAAATTGGAAAT 
CATCATTCTCAGTAAACTATCGCAAGAACAAAAAACCAAACACCGCATATTCTCACTCATAGGTGGGAATTGAGCAATGAGAACACATGGACAC 
AGGAAGGGGAACATCACACTCTGGGGACTGTTGTGGGGTGCGGGGAGCGGGGAGGGATAGCTTTAGGAGATATACCTAATGCTAAATGACGAGT 
TAATGGGTG CAG CACAC CAGC ATGGC ACATGTATACATATGTAACTAACCTGC AC ATTGTG C AC ATGTAC CCT AAAACTTAAAGTAT AATAAAA 
TAAAATAAAATAAAATAAAATAAAATAAAATAAAATAAAATAAAATAA^ 

AATTGGAAGTCTGGAAATAAACCTTTACATTGATTTTCAAAAAGTGTGTCAACTCAATTAGGACAGAATAATTGTTTTAACAACTACTGTTGAA 

CTGGTACAACTGGAAATCTGCA.TGCAAAAAAAATGAAATTGGATCTTTGCCTCATATTGTACATGAAAATTAACTCAAAATGGATGTTGGGCAT 

AAATGTAAG AGTTAAAACTATAAAATT C CTAGAGGAAATCAT AGGAGTAAATCTT C ATGAC CTTAGATAGT AGTTTCTTAGCTAC AT CACCAAA 

AGCATAAACAACAAAAGAAAAAAGTCGATAAATTGAACTTCATCAAAATTAAAAACTTTTATTCTGCAAATGATACCATCACAAAAGTGAAAAG 

ACAACTCTCAGAACAGGAGAAAATATTGGGAAATTCTATATCTAATAAGAGACTTGTATTCAAAATATGTAAAGAACTCTTACAACTTAATGAT 

ACAAAGATAAGTGACTC AATTGAAAACTGGG CAAATG ATCTGAATAGAC ACTTCTCCAAAAATATG CAAATGACAAAG AAG CACATG AAAAGAT 

TCTC^GCATTGTTAGTCATAAATGAAATGAAAATGAAGTCATCAGATACCACTTCACGCCCACTAGGATGGCTATAATCAAAACGACAGACAAT 

AACAAGAGTTGACAAAGATGTGGAAAAATTGGAACCCTCCTGTTTTGCTGGTGGAAACCTGAAAATGGTGAAGCCA.CTTTTGAAAACAGTTATC 

AGTTCCTCAAAATGACAAACATAGATTTACTATATCACTCAGCAATTCCACTCCTAGTTATATATTCAAGAAAAAAGGAAAATATACACCCACA 

CAAAAACTTGTATAGGAATGGTTGATGCAAAATTATTTATAGTAGCCAAAGAGCAGAAACCGATGAGTGGATAAATAAAATGTGGCCTATCCAT 

ACAATGGAATATTATTTGGTACTAAAAATGTAAAACACTGATGTATGCTATAACATGAATGAAAACATTATGCTAAGTAAATAAGCCAGTCACA 

AAGAGCACATATTACATCATGCAATTTATATGAAATGTCCAGAATAGGCATGTCTACAGAGACAAAAAGTAGATGGGAGGTTTTCCTAGGGCCT 

TGGATGGGGAGGAGGGAAAGGATTGTGTGGGATGGGAAGCATGAGAAGTGATATGGGTATGGGGTTTTGTTTTGTGGTTTAAAAAAGTTCTTCC 

AGGTGCAGTGGCTCACATCTGTAATCCTAGCACTTAAGGATGCAGTGGCAGGAGTATAGTGTGAGCCCAGGAGTTTGAGACCTGCCTGGGCAAT 

ATAAAGAGACCCCATTCTTCACAAAAAAGAAAAAAAGTGCTTAAAAAAGTTCTAATATTGATAGTGATGATGGTTGTACAACTTTGTGAATACA 

CTTAAAACAATTTAATTGTATACTTTCAACAAGTAAACTGGATGTTATGTGAATTATATCTTTTGAAAACTTAAAAATGGAACCGCACTTTGAA 

AAATATAAAAAAGAAAAAGAATGAAAAGATCTTGGTATGAGAAAAACCATCTAATTTTCACTACAGTGAAAAATAACAGCTGAACTACCTTCTA 

ATTATATAATTATATTTTAAAAGAGTACTCTGTTAAGCAAATGATTAGCTACCCATTGAAATAGATGAAAGGGAGGAGTTATTTTTGAGCATAA 

GTTTTTTCCATCCTTTTGAATCTCCAGTGGCTTGGGTCATGTCTGGCAAGTAAAGGACCCTAATTCAATTATTGAATTGTTTGCTCCCTGGAAT 

TTCACAAAAAAATAAGGAATCAGGTACACAGAGGAAACTTGACTTGCTCAGAGCTGCACACCTACAAAAAGTAGCAGAGCTGAGACTACTATGG 

CCCGTGCTTCCTGACCCGTGGCCAGTGCACGTACCGCTGGGTTTAAACACATGTGATCACACTTCAGACACTATCTTTGGTCTTTAAGTAACTT 

TTCTGTTTTGTTTGTTCAAAAGATTACTAACAAAAGAAAAATGAGGAAGTTTACCATTTGTAGGTGAAAAGTCACTTTTATATCTGGTTGAATT 

GGTTAGGGAATACCAGCAGAAGGAAGTTGTTCCTCTGGCTACATCCTGTGTCATTTCAGCAACTGGATGAATGTGATCAGAAGGTGAAAATCAC 

TGAGAGAAGCCACTCACCTCCATCATGCTGGTCTATCAAAATTAACTTCCCTTCATAGGACACAATAGGGTTGTTACTTTTTTTTTAAAGGTAT" 

ACCTACATATGAAAATAATTAATTTTATCTAAATTTAATGTAATATGCATAAAAATACACCTGATGCTGTCCTAACTATGCAATATTCTCCTTT 

GTGTGTCAATAAAAGTGTATTATTTCAATACATGGAGTTGGTTATTATTTTACTTGCAACCTAAAGCACCTTAACAGATATATCATGTGTAACT 

TGTGTATTTTTTTAATTTAGAAGAGACAAAAATGAGGACCTTACATTCTAAATATTAAAATGTGCAATCACATGAGTCCAGGAGTTTGAGACCA 

GCCTG<3CAACGTAGTAAAACCCCATCTCTACTAAAAATACAAAAAGTCCCAGCTACTCAGGAGGCTGAGGTGGGGGAATCACTTGAGCTGGGGA 

AGC CAAGGCTGC AGTG AG CTGTG ATTG CG C C ACTG CACTC CAGTCTGAGTGAC AGAGTAAGACCCTGT C ACAAAAAAAAAAAAGTACAGCGTAT 

ATTCTATAGTAAAAAACATGTGGGCCATTACATTCTGAAAGAACATAGTGAAACATTTACAGAATATCAAGGCCTCACCATCTAGAAGAAAAGA 

ATCCTTACTTTCCTCATCTTTCTACCTCAAGAAAAAAGGGAAGCGGGAAGAAACAAAAGTGCTAAAGTTACAAGTGGTAACCAAACAAGAAAAG 

GAGAACCGCTTAACAAAATGCACTTTGAAAAGCGCTGGCTCATATAAAAAGCAGAAGTTTGAGAGTATCACAATGAGGCCACACTCCAACCTCC 

CAGAAACCATATATTGTGCGTCTACAAAATGCTGAACAATTCTCACTCAGATCTTGAGAGAAGAAGGGGCCATTGTTTATCCTTAGTTTTTCTC 

ATTTTTGACTGTGGAGTAGTGAAAATGGCTGCAGTGGAGATTAGTGCAAAAGGAAATAGCAGCAATGTGGCATGATTTTGTCAGAGTGTGAGGA 

CTCCAACGACCCACATTAATTGGGGGAATGAGCTGAAACTCACAGATGCCCCCAACCTCGCTGGACAGAGTAAGCTCAGCCTTCTCCCTCCCTC 

AATGAAGTGCGAAGCCTGCATGTTCCTCACAGTCTCACATTGGAAGGAGGGGCCCAGTTTGTGCAACACAACTCCAGCTAAGCCCACCCCCACC 

ATTCCCACGCTCAAAGGTTATAGAAAATCAAGCTCAAAAGGAATATTAAGCCGTCATATGTAATCCAGAAAAGGGGTAAGAAAAGGCTCTGACA 

TGAGGATTTAGGAGCTGCCACACACAAAGGGGCAGAGCAAAGTGAAAGTCTGAAGAAAGCTGCCAAGTATGGACAAGATGAAATCAATGAACTA 

GCAGCTATGCAAACCTTAAAAGAAAATAACATGCACAAATTAAAAATAAAATCCAGTCTGAAAGAATTTTTAAGTGCACAGGC 

ATAAGAGCCTGCATTCAATTTTTTAAAAAACTCAAGAACCGATTGAATAACCAAGAGAAAATAACTAAAAAGAGTGAGATAGAGAGAACCAGAG 

ACAAAGAAATAATTTGAGGACCAATAAACCTACCTACAGGTAAATTAGAAATAACAA 

AAAAAAAGAAAGGGAGAGAGAGAAAATCACTGTGAACCAGGAAGAAAAAACAAAGTAGATTACTACAATCAGAGAAAAGATAATAGACTTAGAT 
GATAAAAAGTTAATTAATATCCTTGAAGAAAAGCACTTAACAAATAAAAAGGTATTT^ 

AAATCTGCG CATTACAATGGTGGATAC ACAG CATT ATATATTTGTTAAAC ACCATACAATATAC AAC ACC AAG AGGGAAC CTCAATG C AAACTT 
TGGGCTTTGGGTGATTATGATGTGCATTAAAGAGTGCATTGTGTTTAAGAAATAAAAGATGGCCGGGTGTGGTGACTCCTGCCATCACTTTGGG 
AGGCCAAGGCAGGATGATCACCTGAGGTCAGGAGTTCGAGACCAGCCTGGCCAACATGGTGAAACTCTGTCTCTACTAAAAATACAAAAAATTA 
GCTGGGCTTGGTGGCGGGCGCCTGTAATCCCAGCTGCTCAGGAGGCTGAGGCAGGAGAATTGCTTGAACCTGGGAGGCAGAGGTTGCAGTGAGC 
C AAG ATCACG C C ATTGC ACAC CAG C CTGGGC AACAAG AGTG AAACT CCATCT CAAAAAAAG AAAAAGAAATAAAAGATG CTGGTTGATCTGTAT 
C AGT ATATATC CTTGTC AAGTTTCTTAATATCT C AGTTAAAGAAAGTTTCCT C C AGCAGC CTGGAAAGAAGAGCAAGTC AC CTAAAAG AGGAC A 
AAGGACTGGCTGTTCTCACATTTCTCCAAAACAACATTCAATGCCAAAGGGGCAAGGGAGGAAAATCAACCGAGTCTAGGCCAAAGGGAAGTAG 
GATGGAGACACAATGTGCCCACCTTGATGTCACTGCAATACAACAGCAACAGAATAACATCCTGAAAGTGGAGAGCATTGATAGATGCAGTATG 
TGGGATCACATCTTCACAGAGTCCATCCAGCTCATCAACAAAGAAAGTAGGAATGAGATATGGTGGTAGAAAGGTCTGGAGGTGCATAAGGTAT 
CCTTTTAAATGGAGAACTAAGAAGAGACCACTGAGGGTTTATGGTTACAGAAATCAAAAATTTTAAACTTAACTATGTAAAACTCATATAACTA 
GGGAAACGTGAGAGGTGAGCTGAAGTGAAGTGGAGTGAGAGAGGTAATTGGTTCATGTATCATAGCAGAGTTACTGATACTGTCTGAAATTAAA 
GCTCATGGTTTAGAAGAAATGACGAAAACTGCTTATTATTGTCACTTTTCTTTTCCTTTAATCAAAGTGGGGTCATTTCAGAAATGATACATTT 
GTGG CAAAG AAT C ATTTCTATAAAATCAG CAATTCTTTAG ATCC CATTTCAGAATTTTTTATTCTGTTAAATTTAAGTAG AATTAAATATCATA 
TTTAACATGGATAAAATGTATAATAAATGTATTATATTTAAAATGATGCCCATTTTTATATCTATTGCCATGTGTACATATAGAAAGAGATAAT 
TTTGTAAGGGTCACCTAACGGTAATGATGATTATGTCTGAAATTTGGGATGTTTCTATTTCCTTTGTGCTTTTATTCTTTTAAGGGATTGCCTA 
TTAGGAATACTTGCCACTGTTACCAAAAAAACTATTTTTTTAAATTAAACACTATTTTTTAGAGCAGTTTTAGGTTCACAGTAAAAATGAGAGG 
CAGGTAC CGAGGTTTC C CAT ATAC CC ACTG ACCTCAC AC ATGC ACAG CCTTTCC C ATTATCAACAGCC CC AT C AG ACTGGTACATTTGTTACAA 
TTGATGAACCTACTTTGACACATCATAATCACCCAAAGCCTGAAGTTTACACTGATGTTCCCTCTTGGTGTTGTATATTGTATGGTGTTTAACA 
AATGTATAGTGCTGTGTATCCACCATTGTAATATCATACAGCATACTTTCACAGCCCTAAAAAATCTCTGTTCTCCTTCTATTCATCCTGCCCT 
CCCCACCAGCCCATGGCAGCCACTGATCTTTTTACTATCCAGATAGTTTGGCTCTTTCCAGAATATCACCTGTTGAAATTATACAGTATGTAGC 
CTTTTCAGAGGGCTTCTTTCACTTGGTAATATGCATTTAGATTTCATCCATTTCTTTTCATAACTTGCTAGTGCATTTCATTTTAGTGTGGAAC 
AATATTCCATTACACTGATGTACAAGAGTTTATATATCCATTCACTTACTGAATGACATCTTGTTTGTGTCCAAGTTTTGGCAATAAACTTAGT 
AAATAAAGCCAGCGTAAACATTTGTGTGCAGATTTTTGTGTGAACATAAGGTTTGAACTCCTTTGGGTAAATACCAAGAAGCACAATTACTGGG 
TACTACTTTAGGTAAATACCAACTACTTTGGGTAAATACCAAGAAGGACAATCCTCTTATAATTACTCATGTTGTAAGAGGATGTTTAGTTTCA 
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TAAGAAACTGGCAAACTGTCTTCCACAGTGGCT6TACCATCTTGCATTCACAACAGCAATGAATGAGTATTTCTATTGCTTCACATCCTCACTA 
GTGTTCACTGCGGTCAGTGTTCCGAATTTGGGCCATACTGATATCTTAGTGTCTTCATTTGCATTTCCCTGA.TGATACATAATGTGAACCATCT 
TTTAGGCTAGG CATGGTGG CTC ACGC CTGTAATC CCAG CATTTTGGGAGG CCAAGGC AGGCAG ATC ACGAGGTCAGG AG ATCG AGACCATCCTG 
GCGAACACGGTGAAACCCCGTCTCTACTAAAAATACAAAAAATTAGCCGGGCATGGTGGCGGGCGCCTATAGTCCCAGCTACTCGGGAGGCTGA 
GGCAGGAGAATGGCGTGAGCCCAGGAGGCAGAGCTTGCGGTGAGCTGAGATGATCGGGCCACTGTACTCCAGCCTGGGCAACAGAGTGAGGCTC 
CGTCTCAAAAAAAAAAAAAATTACTACATGATACTAAGTAATGCGGAAGGTGACTCAAAGGGGGAAAGGAACACAGCAGTGTAAAGGAAGGAGG 
TTGTAGATGGATCTAGAATTTCCCCCTCATTTCCATCAGGTGAAAGCCTGAGAAAACTGCAATCTTTGTGCAGGCTGGGTTTGCTTTGTACACA 
CTGGTCCCCTAGTGTTCATCTCCAATAATGCTGACAAGTCTGAAAACCATCTGTAGACATTCTGCAGGCTCCATCTCAGGAACAATGGCTATTT 
TTTCGGGTAGTTGAAGCAAAATTAAGTCCAATGATAAGCAAATATAACCATTATCAAAATCTTCCATTTATGTTTGTTAAAGCAACCTAAGTAT 
GATCTGAGAAGGACTCTGTATTCTATATTTGAGTCCTTGTGGATGAACTGTAACCTAGCTTAATAGGCAGACAAGATTGAAAACCTAATTTAGG 
AGTATGTGCCTTTAACAATAGCTGAGTCTTGGCCAATCCCAGTGGCCATACTTCAACCATTC^TACACTGCTGAGTGTTCAAACTGTGTTCIAAA 
GAAGGCAAAAGCCAACCTGTAACCAATCCAGTTGTTTCTCTGCCTTACCTCCAATTTCTGTATGTCACTTCCCTTTTTTTGTCTATAAATATGT 
TCTGACCATGAGGCATCCCTGGAGTCTCTGAATGCGGTGTGATTCTGGAAGCTGCCCCATTCGCAAATCATTCATTACTCAATTAAACTGCTTT 
AAATTTAATTCTGCTGAAGTTTTCTTTTAAC AGGTTT AG AAAAAATAATGG CAAAAATGAATGAAAATCC AAT AAC CCTGG AAG CAGAAAAGGC 

CATTTTGGCTTAGGGTAAAGCTTTTTAAAACAGGCACTGCCAACCAGTGTTATCAAGAAGGTCTGGATGCCGTTTTGTGGGAACATTTTAAAGA 
GGAATGTCCAAAAGGAAAAGGGGGATGGGTTGGGAGAAGGGTATCAGGCGGGTATCTCAAAACCATTCTTAGGGCTATAGGTTTAATTTATTTG 
GTTGTGGACGTCAGAGCCGTCATGGTAAGAAGGAAGCAAAGCCTTTTGTAATAATTAAAGCCTTCAGAAGCAGCGTGCCCCATTGCCCACTAGT 
GCGCCGTGAAGTCTGGTGTTCACCTACAGGGTCCCTCTCAGCACTGCCCAGGCCTCGCGAGTGCTCCAGCACAGTAGCTTGGAGCTTGTTGGTT 
TGGTGACCAAGATACACTCCAGGGAATATGCCATGCAGTGGAGTCTCTTCCCCGGCACTGCATAGCAAAAGGAAAGGGCCGCTGGGTGTCTGTG 
GGTCCTGGGCAGTCACAGAAGCCACCGCGCTGGCGGGGAGGAGGGGGACCGATGCGGTCCATGTCCCGGGCAGCCCCACCTTGTCTGCCTGCGA 
AGGGCCCTTGTCCGGCGGGAGGAGAGAGGCGCGCCCCACCCGGGCTCCTCTACACCTGCCGCCGCCTGGGCCGATTCCGCGGGCCTCGCCCGGC 
GCTTCAGCCGATTCCCGCCCAGGTCCGGGCTCATGGGCGCGGTCAGCAGGGCGGGCCAGGGCGGCGGGGCGCGACACTGGGAGGAAGTGCGGGC 
CGCCTGCCCGGGCGGGTTAAGGAAGTTGCCCAAAATGAGGAAGAGCCGCGGGCCCGGCGGCTGAGGCCACGCCGGCGGCGGCTGGAGAGCGAGG 
AGGAGCGGGTGGCCCCGCGCTGCGCCCGGCCTCGCCTCACCTGGCGCAGGTAGGTGTGGCCGCGTCCCCTACCCGGCCGGGACTTTCTGGTAAG 
GAGAGGAGGTTACGGGGAACGACGCGCTGCTTTCATGCCCTTTCTTGTTCTACCTTCATCGGGCGAGGTAAAAGTGCTGAAACCATGTGAATAA 
AATACAGGTGGGTTCCGCCAGCTTCGCTCCTGAAGCTACCCGCGCTCGGGATCCAGAAGCTGCGCCGGGAGAGAGGGGCTCAGGCCTGGGCGGA 
GGGGACGGAGGTCAGACCGTGCGGAAAGTGACCCGGGCACCCCAGGGCGCCCAGGCCCCCAGGGAGCGCGGAAAGTGCGGTCGCGGCCCGGCCC 
TCGGGAGACGCGGGATTGGGATCAGGCACAGCGCGAGGAAGTCGATCTTGGAGCTAGAACATTTTCCTTTGGCCATTTACACGAATCCACTGGA 
AAATGCCGCAGTGTTTATCAAAGTTACTCAAAGTAGAAATGTCCAGACGTCTTATGAGCTTAGACAAATCTTTTACTACAAAAAGAAACAGCAG 
TTGCATTCAAACAACAACCCTTCTGAACCACTACTAAAATTTAGCATAATTACTCTTGTGGATACATTTTCATTGTCAAGTAATTTACTTAGCC 
AATGAACTTGGAGAGCAAGAAAGTTTTATGTAGTAAAATGTAAATTTGAGTTAAGAGTTAAGGGTGTTTCTTTTTGTCTGTTTGTGTGTTTTTG 
GCAATGTGGCTCCAAAACCTTAAGCCCACCTAAAAACTATATAAATGCAATCCATTCTTTTGTTGGAATGTTCAAGGACTAGAAAGACAATTGG 
AGAAGTGAGAGTTTGAATCTTTTTTTACGTTGGAAACAGTGTTGCAAAATATTTTTTGAGTTTTGCCTGACTTAGCAAAGATTCAGTCGAACTC 
AAGT AG AGTT CAAAG CATTG CAGCGTGTAGTAAAAAAAAAAAAAAAAAAAAAAAAAAGAGTTGAAG ATGTTGTGCCATATCTG ATTCTTGGTAT 
TAAAAATAAAAAAAGGAAGCATTTAATCCCTAAGAGTTCCTGGAAGAAATGGAATTGATTGTACCATCTGACTTCTTTGTCTTAGTAGGGACAA 
ATTCATTGCCTTCACACAGGCAGCATTTTAATTAAATGCAACTAAATACATTGA^GTCCTCCTTCTCCCCAGTGAAAGTCCGAGCAGTGCATAG 
ATAGAATTATATTTTCT C AAAAAGG CTTAAAT AC ATGTAAATTATTAAGTGTTTT AAGTGAGAAATCTTTGT CAGTTG AAATTATTTTATC AAA 
TCATTTTTGTTCTGAACGGCACTTTTGTTTTAACGTATTTAGAAAACTCTTGCATTAAAACAGAAATTGATTTGTATTATCCCCTGTATTTGAA 
GTGCACTTTAAAGTGTATTTGAATGAGAGATTATAATCAAATTACTTGATTTGTGTCTTATCCTCTTACTCTTCTACCTTGGATTTGAAAAGGT 
TGGATTTGAACACTAGGAAAAAAGAGATTTTTCTACTGAGGGATTGTGGGAAGATTTTTTTTTAAGCCTCTGTATTTGAAGTGAAATATAAAAT 
AGGATTTTATAATAGTCTTAATAACTAGAAAGTTTTAAGCTAGGATAAAAATGGGGTGTATACTTTAGGTCTTTATCTTTCCTGAGAGATGAAA 
TTGGTAGAAACGTTATTTTATTGCTAGATTTCACTTTAGAAATGAATCACCCTGATCTTTGTTAGGCCCCTATTTAATATTCTAAATGCAGGTC 

GCCAAGACGTATTTTGGAATTCAAGCTTTTTCAGAATTTGGAATTAAAATTTAGAATCTAAATTTCAGAACTGAGAAAGACATTGCTCAGAATT 
TAGAAAGGTAAACAT ACATGTTG ACCCTGCTGGTT AC ATGCCATT C CAATATAGT CTGGAG AGAATCCTGTAATTCCATGC ATTAATATTTCTG 
TACTTTTACATTTAAGAACATGAATATTCTCACTAAGTGGAATAAATAAAGACTATAAAGAGCTGTGTGTCTGTTTAGAGCAGGTGTTATCACT 
ACGAGAG CTT CT CTAAGACTTACC AAAAAAAAAAAAAGTGTTGTTTTTC AGAGCTTTTTAG AG CTGC AG CTGAGGG ACTG AGTCTGTATTAGAC 



TTTAGGGAGTCTTAAATAGCAAGATTTTACTGAATTTTCAATCATACCGATCAAAATAGAGGTACTTCAAGTAAGAGTGGATGTCTCATCTTTG 
TAATATAATTTC AAACAGC ATAGTTTCTG ACAGT CT AC C ATTTTAG AGAAACAGAG CAG AAGTTACTTAC AGGAGGGGTTACTGT C ACCCTTTA 
CAGCTGCAGTCTGTCCATGGAAGAAATATTATTTCCTGTTAACTTTGCAACCAGCTGGGTTTGTGTCAGTTATCTAAGCCTAAGTGATGGCTAA 
TTTTTACTTTCTCAACTTTCCCTGTATAGATTTTTTTCCAGCTACCCCCTGACTTTTCTACTCTTGCTTTGCTGGTTTTAACATTTTCCACTAC 
TTCTGGATTGGTTTAGCTATAACTGGGTGGAGAAAACAACAACAACAACAGGAATTTAGGCCTTTGGGGAAGAATTTGTTTTGTTTTAGAAGTC 
TACACATTGAGCATTACTTTTTCTTCTAAAGCAACTAAAATCAGAAGGCAGAGTCCTAATGAGAGATTATGATCAAATTGCCTCATTTGTGTCT 
TATCACCTTCCTCTTCTACTTAGATTTGAACAGGTTGGATTTGAATACTAGGAAAAAAGGGTTTTCTACTGAGGGATTGTGGGAAGATGTTTTA 
AGAACTAGTCTGATTGGATTTTAGGAAAGTTCATTCATTTTGATATGATGTTATCAGGGACATTTTCTATTTGCTTATAATTTTATCTGACCAA 
TATTAGCTTGTATCAATTTGAGGTTTTTTTTTCCTTTATGAATCAATTGTGCAAGGTTTGCCCTACATCTCTTAAAAGGTGGTTAAACTGGAAT 
CTTAAAGACAGTTGAATTTAGCCAAGACCAAAGATATGCAAAGAAAGAATATTTTGTTTA'rGTTACAGTACATTTAATAAATCCAAATGGCTCC 
CTTGATTCTTTTCTTTCTGGGACACCACGTATTGATTTCTGGCAGCTGGCCAAAGGCAGATGGTGGTGGAGCAAGCGAGGACAGTTAAGAATGT 
TGATGATTACTGGATTACTGAGGAGTACTGTGAGCTTTCTGGTCCTCTGCTCAGAGGTGTCTAGCTCTGAAACTGGGATCCTGGCTCTGAGCTG 
GAGAGGCGCTTCCAGTTACTGCTGTCCTGGAGCGCTGGAAGGGAGCATAAGTGTGAGGAGACAGTGGGCTTTTAGCCTGGGATGCAGATGAGAG 
ATGTCTTGACCTGAGTGAAAACCTTGCAGGCAAGCTGCAGGTCTACCGAGCAGGGTGAGGGAGGCTCTCGACCTGGATACTGTGAACTAGGGAG 
AGAAAGTAAATTCAACAGAAGGAGGGCCCAGGGCAGAGATTTAGGAATATCCACAGTTTAAATATTGCTTTACTTAAGTATACTCTGCCTGACT 
ATAAGTAGCATTTGAATGTTCAACATATGACCTTTCATTTCTCCCCTCCATTGGTTTGTCTTAACTGATAAATCTTTATTTTCCCATGGTCAAC 
CTGGTAGTTTATTAATATTACATCTATCAGTTCCTGTTGAGTTGACATGAAAATGTTTTGGTGTGACCTAAGTTAATTTCTCTTTTTGTTTAAT 
TTTAATTTGTAATGAGTTCCTCTTTTCATTCTGCCCATCCTTTGGTACTGCTTTGAGTTATGTCCTCTAGAATTCTCACTATTTCCTTATGATT 
GGCATATTTTCAAAGTTTTTTGGTGTACTAATTTTAAACAGTGTTTGTTGACACTGAGAATTCAGGACTTTGGAGTTTTAGACCACCATCACCT 
T CTACT CCTTCT C AC ACCAT CC CAGGATAATTATT CTCTC ATTTG AGATTAAGAAGTTATTTGGTTTATTTTATT ATGGTTATATAAAT ATAGT 
TTACTGCTAAAGCAAGGTATATCATTCCATTTTCTATCTCGTACCCCTTTTTGCTCTTCCTGGGGTAAACCCTTGCTTTGTTTTTGTGTTTTCT 
TAGTTTGCACTGTGCCTATTATCATTTCCTTCCCAACTTTCTGACATAAAGATGAAAGCCCTATTGACACAATTTTCTACAGTGTCAGATATAC 
CAAGTAATCTCACGGTTCCATTTTTCTTTCTTTTTTTCTAGAACCCTCCATCTTCTTCTTGTCTAACAGTTGCTCTTCAGTCTTGCTATACATA 
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ATTGCCCAGGCTAGTCTCAAACTCCTGGGCCCAAGCAATCCTCTTGCCTCAGCCT 

AGCCCTATGGGGAATATTTGTTGACTAAATATGTTTTATGTAAATTGCTTATCATACTCTTTGTTGTAACATCTGTGGCATTAATATGCCTCTT 

GTTAACACTCACCTACATTTTACCTGTTGTAAATCCACTGTCATAATTATTGAAAATATTTCTCCAGAGCTTTTTAATTCTATGGTTATTTATT 

TATTGTAGTATAGAACTTTTATGATTTCTTCCATCAGGGTGCATTCTGAATCATGCTTAGTGAGAGATGGTTTTTAACTCCACTTTAACAGTTA 

GCATCTATGTTTTACATCAGTGTCAATGTCACTTTTGTATTATATACGACACCAACATTTTATTATCTGAGTGATGAGAATGTTTATTTTTGTG 

GAAATGGAGATCTCATGAGACTTTAAGCAGATTGCTGGCCTTCTCCTCGATTTGCTTGATTGATTGCTGAAGTGGAACTGCAGTGCTAAGTGGA 

ATTCCCTGGGAAGCTTGCTCAAGTAAGTAAGCATGAGAAATGCTGAATGAAATAAAGTGCAGGAAGCAGGGATAAATATCATGGGCATCTTCAG 

AGCCTTTGTGGAGGTAACATGCACAGAGATTCTCTGAGAGAGTCAGTCTCAGCCAGTGGTCCTACACTTCCATGACCCTGCAGTGCGTTTGTTC 

TTAGAGTGGCTTTCAGGGCTGGCTCTGCCACAGCCTCTTTGGGAAACCATGCATGACCTCTTGCTGCTGCTTACCAAGCTCCTTAGGCTTTGCT 

TGGTAGAGGCAGAATGTTGTGGTTGTTTTCATCTTAAATGCTAACAATATATGAATTATGTGGTGGATACACTGCCTCAAAGTGACATTTATCG 

AATATTTTTGTAGCTACGGGTTGAGAGTAAGGGTCTGAGGCCCCACTGGGTTCAAGTCCCCCTTCTTTATTTGTAAGCTCTTCTTTTGTAAATG 

GAGCAGTCACAGGGGGCTTCACTCTGATACCTAATGGAGACCGTGCCTGCAGTGGTCGGTACCTGGTATGTGGTTAAAACTGACATAACTGTCA 

GAGCCTCTCCCAGGCGGGCTGAGTCTGGGAATGTGCCCTGCAGTCTTGGAGGGAAGGCACGTCCAGATAGGTTTGATGAGCAACTACAATTGCC 

AAAGTTAGTTTCTCTGACCTCCAAGATGGGAGAACTTTCTAATATTTTCTTTTAGGAAAGTTGTCCATTGCATAACTGATACACGAGTACATAT 

CCTTTAGTACAGGATTCAGATACAGCGAGCAACAGAAAAGCCCTTCTTAACCTCCACCCTCAGTCCCAGCCCTGCCCCCAGTCCCACTGTTGGG 

GAGCAGTTGGAGCTCTAACCTCTCTTCTTTCGTCCTGTGCATTCATGTGTGCATGTGTGCACGTCTTCAGAAGATATAATGGTGGGCTGTGTAT 

GTCTTCTTAATACCTTTATCACTCTGGAACTTTCTTTTTATTAATATGTTGGGGTGCGGGGAGGTCTCCATATTCAGTGATTATTGTAATTTTT 

ATGACAGTCCAGAATAGGCATGTCGATTTTTTTTAATTTTTGATATTATAAACAGTGCTGCAATGAATGCACTTTTTCTTTTCATTCTTTCCCT 

CTCCTTTGCCATTTGCACTGTGTTTTCATGAAACCATCAGGTTAATCTTTATCTCAAGGAAGCCCTTCATCCCTGTCCATCCTGTTCTTCAGTC 

CATCCACTTAGTTTTCCTATGATTATTTTAGCAAGCAGGTGGTTAATTTCCAAGGAATGTAGTTACTTCTTTGGGATTTTTTTAAGTGATGTAT 

TAGTTTTCTGTGTATTTTATTACTTGTTTGAGTGCACCATTACCCCCGTCTCCCGGGGTATCAGTTCATCTGCTTGCATGCTTGGTGCCTCTCT 

CTCCTGCTGTCAGCTTTCCTGATGTGCTGGGTATTTCCACGTGTGTGTTGGTTTTTTTTTTTTTTTAGGTACCCTAGGCATTAGTCTTTTAAGG 

CTGCATTCTTGCAGCCTGTCCCACATGAGATAGGAGGAGGGCAAGACCTGGATGTGCACAGGGCAGGATGGGCGCATAACTGGTCTGTGTGGTG 

TGTGGGTGGCAGGAACTCCCTGTTCTTTGTGGGTATGGCCATGCCTTCCCTATTCAAACGAAGCCACACAGGTGTCTTTTCCTGGGAGGCGTGT 

TCTGCTGCTTTCTTGGAGCTGGGGAGCATCTACTCTTGCCTTGTCCTCCCGCTCCTCCCTGTTCCTCCCTCAGGTCTCTGTCGCTTCTAAGGCA 

CTCCACGCTTGGTCTTCTCCCACCTTGCACCCCCCACACTGCTGCCTGCCTGCACAGGGGGACTGTGATTGCCCCCTTCAGTGTGAGCCTGACC 

TGCTTCATGCCTTTCAAGGAGAGCATTCATTGCCAAGCTACTCATGGAACATCTCCTCAGATCCTCAGCGTGCTATGACTTCATTTTCTGTAAT 

ACTGTTTTTCATGTTTCTTCCCCTTCTCTGCATTTATAGCTGTGCATATGCTTGAGGTGGAAGGCCACCACTTCCTTTTGGTTAACAACACCAA 

TCAGCTGATGGTCATGGCTACGTGAAGGAACTCACAGTGAGGGCTCAGGAAGAGCCTGGCTAGAGCAGGCTGCATCGCAGGCCTTGGCGTTAGG 

TTCCCCAAATCACTGCTGGTGATCTTGTAGCTCTGTGATGAAGTGTGTCCTGCTTATTAGGATACCGAGGGTCCAAATTCATAGATTCTTAGAA 

GCCTGTTTAAATATGCAGAGTATCTAATTCAACCCGATTAGAAACGGGGTCAGAAAGGTGAAGGGATTTGTCCAACCACTGAGTGATGCTGCTG 

GGATTAGAACTCTCAAAACTAGGTGTTTCTAATCCAGAACCAGAATCCCTATCCACTACTCTAATAAGGCGTAAAAGAGGATCTGCTGTCCTGC 

CTAATTGGTGGGCAGGTTTGGAGTCCTGTCAGCAGCTCAGGAAAGCCTGGAGAGGCAGAGGGAGGACACAGGCTCAGTGTCAGACATGCCAATT 

TTACTCATCACCAATGGTTACACAAAACTTGTTTTGATCTTTGTGGCTTTTGCATTGAGAAGTTAAGCATATACAATAGGAATTAGACACAATC 

CCAAACCAATGAGAGACTCAAGTGAGAAGAGCTGAAGCTTTTATGCATGCCTTCCTTCCATAGAGATAAATTTACTATCCAGAGTGAACTAGAG 

CCTCGTGGAAAGTGAGTGCCGAGCCCCTAGCTGTGAGTGTGTCTGTCCTTCCCACATCAGACCTCCATGTCTGTGGCTGTCCCCCTACGGGGCA 

GAACTGCTGCTCTCTGCTTGTGTTGCTGTCGTGAGGGTTGGGAGTGGACAGGTGTGGACAGATCTCAGACCCGTTTCCCTCCTGTTATGGAAAT 

GT T TGT G AGG C AG GTGGG AC T T C AAT GATT TG GT C AAG G AAAG G C AG CTT G G CAG CTGG G G AG AAG G G C T C AG G CT AG AAAG G CAAG CGTTTG T 

GAGGGATGATTTCCCCAAAGAAGCCAGCAGTGTGTAAGGTATTCCCCGGAGCTTGTTTCTTCTCAGAAGACTCTGGAAGCTGTGTCAGTGTCTG 

TTATGGAGGAATGGAGTATCAGTCCGATCAGGCTTTCATAACAAAGCACCACATACTGAACGGCTTGAACAGCCCAATGTGTCGCCTCCCAACT 

CTGAGCCAAAGAGACTGAGGTCAGGATGTCCCAGGGTGGCTCCTTCCAAGGGTTGGGTGGGACAATGTGCCCCCAGCATCTCCTTGGCTTGTGG 

GTGACCATGTCCAGCTCCACATGGCATGCTCCCTGTGTGCCTGTCTCTGGGTCCAGATCTCCTTTTCATGTAAGGACACCAGTCATGTTGGAGT 

AGGGCTCACCCTAAGGACTTCAATGGGGCGTAATCACTGCTGTAAAGACCCTGTCTTTAAATAAGGTCACACTCAGAGGGGTTAGGGAGTTAGG 

ACATCAACATTTGAACTTGGGGGACACAATTCAACCTGTAACAAATGTGTGAGTGAAGACTGGCACCTCCCCACGATGGCCTTTCTGTGATGCC 

ATCAAGAGCACCAGGGAGCTCTCCAGATATGGAGATGGACAGATGTCTAAGGCCCCTGAAATGAGCCTGCTGTACAGATGATTCCAGAACTCTG 

TCAGTGTGAAGACCAAACACAATTAAGCACATTAAAATACTTACGGTAAAGTGTTTCTTTCACTTTAGATGTGCAAAAACTTAAAGAGAGAGAG 

ACTTATGAGAAGACTCAGGGAAGAAATGTAAGATAAAGGTGTTAAGGGAGACAAACTCCACAAAATTGTAAAGTGAAGCTGCTGTGGGGAGTAG 

AGCCCAGACCCAGATAATATGCAGGCATGGGTCCAAGGGAGGCTTTGCACACCAGGCGGGGGAGGTGCAGGGCCATGGATGAATGGTCTTGGGA 

AAACGGCAAATCGTTTGGAAAAAAAAACAAAACTTTGCTCTTTATATCAAAATAAATTCCAAGCTGAACAAAGAATAAAAATATAGC 

TAATGAAGCTATTAAAAGAAAACTTAGGTGAGTTTTAAAATAATTGTGAAGAGGCCTGTCTAAATGTGATAAAACATATGAATTTATATTCACA 

CTCATCACAAGATTGATAAGCATGATTTCCTAAAATTTTAAGCAAATCCCCATAAAATGAAAAAATATACAAATAAGTGAAAAAAATGGTAAGA 

TATATTTAATTTCAATACTTGTGGTAAAACATCAATAGCTTTAATATGCAGCGAGTTTTTTCAAATCAATAAGAAAAAAGACACAGATGGGTGC 

TGAC^GGGCCGTTTGGTAATATCTTTTAAAATTTAAAACACAAGTGCTTTCACTC^CAACTTCACTTTTAGGAACCTATCACACATATAAATT 

GACAAAAGTGGAGAAATATTCATTGCAACATTTTATTTTATAATAGCAAAAAAAAATCACTAAGGGAAGTACAGTTGATTCATATGTTGGAATC 

CTATGCAGTCTTCTAAAAAATGTGGAATTTATTTCATACACCAAATATAACAATGTCCAAGTTCTACTAGTGAAAAAGCAAGATGTAACATATC 

ATTGTATTTGTTTAAAAAACTCATGCTGGGTTGGGTGCAATGACTCATGCCTGTAATTCCAGCACTTTGGGAAGCCAAGGTGGGTGGATTGCTT 

GAGCTCAGGAGTTTGAAGCCAGCCTGGGCAATATGGCAAAACCCCACCTCTATGACAAATACCAAAAAAAAAAAAAACTAGCCTGGACTGGTGG 

TGTGCACCTGTAGTCCCAGCTACATGGGGGCGCTGAGGTGGGGGGATCACTTGAGTCCAAGAGGTCAAGGCTGCAGTGAGCTGAGATCATGCCA 

CTGCACACCAGCCTGGGTGACAGAGCAAGACCCTGTCTCAAAAATAAGTGAAAAAAAAAAAAAAGCCTAAAAATCTCCCACATGCACATAATAA 

TTTAAGTGATATTGGATTGTCGTTTACTACTTATATGTGCATTTCTGCCTATACATATTCTATCCAGTGTGTACACATGTGTATGTAAATATGT 

AGCATGATCTGGAAGTGTAAGCACCAAATTAAGAACAGCAGTTTTTAGGGGGAGGGGAATAGAATTGGTTTAGAGAAAAAGGTGAAATTAACAT 

TTTTATTCTGCCTACTTCAGTGTGCCTGCAGTATTTACAATGATCAGGAGTGTGTACTTTTTTCAATTTAGAAAAATGATAATAATAAGGTTTG 

CTTGGGGGGAAAGGGTAAGTAGGATGAGACCAGGAAGAGAAGTAACTTAGAAACACATCATGCATCATGACTGCTGGCACCATTCTGTCCTCCA 

ATGAAGAGCGAGGCTTTGAGAGGTTCAGCAGCTCACCCAAAGGTGTACAGCCATGGTCTCAAACATGCTTGCACCCTGCTGTCACTCAGGTCCT 

GAAGCCCAGGCCACCTCCAAGGACACTGGGGTGCTCTGGGGTGCAGCCTGCCTTCAGATGTTTCTTAAAGCCACTCCTACTCCACCCCACCCAG 

TGCAGGAGCCAAGATTGAGGACCACCATTTGACAGCTAGTTCATAGGATTTCATAGCACACAAACACATCTTTAAAGGCTGATGAGGTTTCCAC 

CAAATTGGGATTTATTGGTATGCTGGGTATAATGGCAGCTGTGTGTGCCTTTGACTGCAAAGACACTGGGCAGGCCAGAGTGGCTCCTCCCCAT 

TTGATATGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGAGATTGAGAGAGAGAGGGCTCGTGTTTTTCTGTTGCGAACAGTCCTTT 

CCACGGGAACTTATATTCTCCTAAGGTTTGCCACTCTGCAGAACTTTTGGAGGAAGGCTTTAGAGTGAGAATGTCAGTGCATTCTCAGCGTGCA 

ACTGTAAGACTTGCAGGAGGTGAATGCACATGAAATAATTCTCAGAGGAAGAATATGTGCACTGGTCAGATAGGAAAACTGACCTGTAACATTT 

ATCTGCATGCTTCATGAGAAATGTTTTTTTCTCGTGAGAAGGACGTAAGCAATTTCGCTCCTGGTTGAGAGTTTGGTCCATAGTTTCTTGGTGT 
GTGTGGGTTGGCTTCTGGGCCTCGCTGGCTGCAGCTGATGGTGACCAGAAGGGCTGTTCTTGTGAGTCATTAGGGGATGGGCCGCTGCTGCTAC 
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CTCCCCACCCCAGCCACCTCCATCAGCACTGTGCCATACTCGCCCAGAAGAGCCCCTGGACTCATCGCCTGCCCCCATGTTTACACTTGTTAAT 
AAAATCTCTAGAATTGTGGCTTAGACCTGTAAACATCCAGTTCCAAGAAGTGGCTCTAAAGCCCTCTCTGGGGGCAGAGTGGTTGTCAGAAGCA 
GACCAGGCCTCGGGGTCTAGATTCCATCCTTCACTGGAACTGCTGGGGGCTGGTAGTACCCCATCTGCAAAATGAGGTTAAAAATACCTAACCC 
TTGGGTTGCTATCAAGCTCAGAGATGCTGTATGCAAAGCACCAATCAGACTGGCTCACAAAGAATAGGCCCTCTGTCAAATGTTCATGGTTGAG 
TG CGGGATGT CAAGGATAAATAGCTACTGGTT AC CAGGGAATTGAAGACAGGGTT CTTTTACAAG C AAAAAGATTTT AT AAGAGGGTCACAGAA 
ACAGAGTGACTCTTGCCCAACAGTATCATAAGCAAATAAGCTGTGTCTAGATCCTAATCATGTGTTTAGGGCTCTGCTGGGTTTAATAAGCAAC 
ACATAGGGGGTGCGTTGTCCTCCACTCTCACATCCCCAGTCACTAGACAAGGTCACTCCCCCGGGGGGCATCTTACTCAGAAGCTCTAAAAGAC 
TTTGTTGCATGACTTTGGCCCTTGCTCTTTTAAAATGTCCAGTTAGAGACCATGGCATGGAGAGTTTTGTATACTCTGCTCCCAGCATGGCACC 
CTCTTTGCATATTGTGGGCACTCTTAAAGTTATTTCTCATATTGTAATATATCAGATATGACTTGGATATAGTCAACTAGATATTTAGTGAAAA 
ATGTATC AG CCCC ATTATCAAAAGAAAACCCAAAG CCTTCAAGTTTGG CCCAACTAGAAGGAATTTCTGGAAG GGGGAAGTACCAGGACCACAC 
AGACTCTGGTCCTGGCGGTGTGTTTATAAGATGCAGCTCATCATGTTGGTCTCTGTCATCCCTGCTAAGGCTGTTCATTATGGAACCACTGGCC 
ACATGTGGCCACTGACCGCTC^ATTACTTAAAACCATTTAAAATAAATGTTGAATTTCATTTAAAATTTAAAATTCAGTTCTCAGTCACACAGG 

ACACCAAGCTGCTCTCAGCCCATCCCCTGAGGAGCCCAGAAGGGATATGAACTTCCACCCACCTCTCCCCTTTCCCAGTTCTCAGTGCCACTCC 
TTGCCTAAGTGCACGGTAACACTCGCCACTATTTCATGTGTTGATACCTGCAGCTCCCAATTTTCTTAAGAGGATCTGACCCTGGGAACTGATG 
AGGGCACCAGGAGTGCCCTCTCCTTTGACATGAGACCTTGAGTCTTGTCCATGGGGCCCTGGCCTGGCCCTTTTCATCCCCAAGGCTGTAACAT 
TCTCCTGCIACAACACAACACACGTGCACACACACACACACACACACACACACACAAAATAATGTTACTTCTCAGTCACCCGGGAACTGACATGG 
TTCCCAGTTATTTCCTTGCAGCAGCCCTCCAAGCGGTAACACAGCCTTGGAGAAAGCTACTAAGTCATGTATCCTTGGGGTAAGCACACTTGGT 
TCAGAATAGTTTCTGAAAGAACAAACCAGGTTTTTGCTCAAGAGGGTTTTGAGGGACTGGAGAAAACCTTAGTGCTTGTTCCTTTCTCTTCGGT 
TAAAAAAAAAAAATC C AAC ATAGTTTCCTTGAAACATTTGG AAC CTG AGGTTTTGTC CATTTTGAAAAGAAGATGTAGAG AGGTAACGTGTTT C 

CATTTGCTCATTTTGTAAGTAATCAAGGCAGGCTGAGAGGGGAGCCTTCTGAGGCACCCCAGTGAGCAGAGGTGGGGTCCTGCCACTGGCCCCT 
CGGCTCCAACCTTGCCTCACTCCAGGCGCTGGGGCAGAGATGTGTGGTTGGCCTGTCTCTGGAGTTCCTGTGCTGCTTAATTTGAGTAGAGATA 
AAAGGCCACAAGAGAAGTCGTTTTGAAGGGTTTGTGAATTATAGGACTTCCTTTCATGATTCAGCCTGACTCCAGGAAGTGCAGTCACGTGCTG 
CCCTCCTAGGGGAGCTTCGCCCCACCACCAGCACTCAGGCTCCACTTACTGCAAAAGGCGCGATCAAGATTCTTCTTCCTGAATTATTGTCTTA 
ACAAAATTGATACGTCTAAACATTGAGTTAACACTTTCATTCACTAAAAATGTTTTCCTGAATGATGCTTTTCATGTGACTTCTTTATAGTCCC 
ACGTGAAAAGGGGAATGTGCTCGGCTCTGTGCTTGTTCCCCTCTGTTTGGGAGCCTGCGCTGCTGCTCACTTCTGCAGTCAGCTCTGTTTGGAT 
CAGTTTTGAACCCCAGAACCTTCCACATAGAGGTGATAATTCTAGATAATTCTAGAGCAACTGCTTCTCTATCTGGCTGTATGCTAAGCTCTCT 
AGAGAGCTTTACAAGGGAGAGATTCTGAGTGTTAGGGCTGGGAAAAGAGCACTCTGTGTGATCCTAACCTGCAGCTGAAATGCAGAACCACTGT 
TCTCAGCTGGAGCTTTTCATTGTTTTTTGTTTGTTTGTTTTGTTTTGTTTTGTTTTGCTTGTGAATTGAGCTTACTAATGGAAGCAGGAGCTTG 
TTCTGTTTAGCGATCGTGAGAACCACCTAGGCAGCGGAGCCTGCCCTTAGAATCTGCTTCACTGGGGTGTACTGGGCTGGGCATTGGCAATTTT 
AGGACACATCTAGATGTGTCCCAAGCAATCTGATATTTTGATGTTTATCTTACAGAGAAGCATGTGTTTAGAAGGCAGATAGCTGTGCTTCTGT 
TCTTCTGATTTTCGACAGAGACATCAGAACCTTCCACAGTCATTTTAGTCTAAGTCCTGAAATCGTTCACTGCCAGCCCTGAGTCTAGCTGGAC 
TATATGCCTCTGGTTGGACACGTCTGCCACCTCTGAGAACTGTGTGGATGTAACTCTTCTGTCTTCTGGCTCGTTGTGTTTCCAAGGAGAAGCT 
TGAGGCCCAGTAATACTTAAAAATTTTTTGGACAAATTTAATCTTACATAATTATGGGGTACACAGTGATATTATATCTGTACAAGGTGGAAGG 
GTTGAATCAAGCCAATTAACATACCCATCATCATAAATGCTTATCATTAATCCTCCTCTCTATCTGCAACTTTGTAGTCTTTGACTGTCATCTC 
CTTATTCCATCACTCCCCAGCCCCTGGTAACCACTATTTTGTTCTCTGTTTCTATGAGTTCAATCATTTTAGATTCCACATATGAGTGAGATCA 
TGAGGTATTTGTTTTTCTGTGCTTGACTTATTTCACTTTACATAACTTTCTCCAGCTTCTTCTATGTTATCACAAACAATAGGATTTCCTTCTT 
TTTCATGGCTGAATAGTATTCCATTGTGTGTGTGCCACATTTTCCTTAGCCGTTTATTCCTTGGTGGACTTTTAAGTTGATTTTGTATCTTGGC 
TATTGCGAATAGTGCTGCAGTGAAGCATGGGAGTACAGATATCTTTTCAACATAAATTTGTAAACTTTCTTAAAACATTATGAGTTTTTTGTTT 
TGTTTTGTTTTGTTTTTTGCAATTTTTTGTTTTTGGCTCATCAGCTATCATTAGTGTTAGTATATTTTATGTGTGGCTCAAGACAATTCTTCTT 
CTTC C AGTGTGGC C CAGG AAAG CCAAAAG ATTGC AC ATC C CTGCTCTAGAGGTTC CTGGATAAGATGCTCTTTTAACCCCTGTAG AC AAGACTT 
TTTTTATTTCTGGAAATTTTATAACTTTAAACATGTGTTTTACTCCTTTATTTTAATTCTCTATTTCAGGGACATTAATTTTATATATTTTAGA 
TCACCCCTGTCTTTCTCAATTTTTCTGTTGAATTCCTGAAGTCTTTGTTAATTCCTATTTCATTTTTCTCAAGCTCCACAGATCCTGTCCCCCA 
TGCTGCCTGCAGTGTTAATATCCATTCATTTTTCCCTGCTTGATATAATAGCCAACATTTCTTTTCTGGCCTTTTCTCCTGATCTCTGCTGGCT 
TATCATTGTTTTTTGTTTTTTGTTTTTTGGCCCCTTCCTCCCTTTTGAGCTGTTATTTTAACCAAGTGATTATTCTGTTAAGTTCTTTGATTCC 
ATATCTGTGTGTGTGGACATGCCTTCATCTGCCTTTTGGGACATTTTTCTCATGAAAGTCCTTTGCCATTTGTTTCTCCTGTTGCTTCTCTTCT 
TTAATTATTTCAGCATCATTGTACAAATCCAAGGTAGGATCCTCATCTTTGAAATAGATCATGGAAGGGCCTTGGATGTGTTCCAGTTTACCAG 
AATATTTCCTCCCTTCTCAATAATTTGTTGTGTGTGTGTGTGTGTGTGTGGAGAGAGAGAGAGAGAGAGAGAGAGGGTGAAAGAGAGAGAATGA 
ATTGGTTTAATACATATTTCTCCCCAGTGAGGCTGCCAGCCATTCAGTCTCCTCTCTTCAACACTCTAAGAAATGGTTGGCTTTCCATTGCTGT 
GTATATCCTTCCACTCTGCAGGCCTTGTCTGAAGTCTACAGCAGCCAGTCCCCACTAAGGGTCTTCATGATCCCAGGGCAAACATAGCTGCATT 
GGGCTCCGCTTGTGGCATGTTATTGCTCAGGATCGGGGTGCCCACTGGTTCCATTTTATTTCTTTATCTGGTTCTTGTTGCAGGGTCATTTCAG 
AGAGGAGGGGGCAGTATCTCTGCCAACACCCAAGCAATCTGATATTTTGATGTTTATCTTACAGAGTGACTTAGAGTATGTGGCATTGAAACCA 
ATGGTTAAAAATCAACAAATAAGCAGGAAACAACTTCAGAATGACCAAAAAAGTTCCTGGGGCACTCTTAGCTTCCACCAGCCTCTCTGATGGT 
CAACCAGGCCATTTTGTTGGCTTTGATCCGTTCAGCACATTGAGTTATGGGGCGCCTCCCACGTGTCAGGAGCAGGGTGAGGTATGGGGGCTGT 
CGCAGCAGCTGAGATGCTTCCCTGCACTTGACTTGTTTACGGTCAGATCGTAAGGAAGCATGGGAGCCCAGCATCAGGCTCTGCTCATGCATAA 

TGTTATTTTACCATTTATGCCTTTATTTTTCCTAAAAGAACAGTCCCAATAAAGTGGAAGCTATAACCTTTTATGGATGAGGAAGTGGAGAGTA 
ATCTGCTCAAGGCTGGCTAGCTGGTGAGCAGCAGGCCTGGCTCAGGCCCCTCTGGTGCCCCTGATTTAGGCTTCATGGCCTTCTCTACCCTGCA 
GGAATTATGCTGGCTCAGCTGTGCAGGTTGGCGACTGCAAATATCAACCCCTCTAATAGGAAACCAGGCAGATTTTTCTCATGCTATCAGCTGA 
TTTTTGGTATATGTAAATAAAACCTATGTTTTTGAGAGTAGCAGGAAACATTTTGTTAGAAAACCAAATGAATACAGGGAGATATGGCTATCAG 
GAGCTGAGACTGATATTATAATTTTCCAAGTACTAGTATCTGTGTATTGATTTTTACAGTAATTTGTACTTTCCCATCCAGCTTGTTTGTGACC 
ACTG AGG CCCTTGGTG AATATCTTAGAAGTCACTCAAAATGGATAAAG AATGAATGTG AGTCACC CATAG CAGT CTTATGTGAGATAATATATG 
GTTGATCCTCAGTATTCATGGCTTCTGAATTTGTGAATTTGCCTACTCACAATCACAGTCATTTATCTGTAATCCCCAAATCAATAACCATGAT 
GCTTTCAAGACCATTTGAGGTCATACACACAGTGTATTAGTTCATTTTCCCACTGCTGATAAAGACATGCCCAAGACTGGGAAGAAAAAGAGGT 
TTAATTGGAATTACAGTTCCACATGGCTGGGGAGGCCTCAGAATCATGGCAGGAGGTGAAAGGCACTTCTTACATGGTGGCAGCAAGAGAAAAT 
GAGG AAG AAGC AAAAG AGG AAAC CCCTGATAAATCC ATG AG AT CTTGTAAG ACTTAATCACTATTAC AAG AATAGCATGGAAAAG ACTGGC C C C 
CATGATTCAATTACCCCCCTTCCTTGGGTCCCTCCCATAACATGTGGGAATTCTGGGAGGTACAATTCAAGTTGAGATTTGGGTGGGGACACAG 
C C AAATC AT ATCAC CCACCCCTGGCC C CTT C AAATCTCATGTC CTC AAATTTCAAAACCAATCATGC CTTC C CAATAGTC C C C C AAAGTCTTAA 
CT C ATTTC AGC ATTAAC C C AAAAGTCCACAGTC CAAGTTTCAT CTGAG ACAAGGC AAGT C CCTTC CAT CTCTGAGCCTGTAAAATC AAAAGCAA 
GCTAGTTACTTCCTAGATACAATGGGGGTACAGGTATTGGGTAAATACACCCATTCCAACTGGGAGAAATTGTCCAAAACAAAGAGGTTACAGG 
GC C AATGC AAGCTGAAATCCAG C AGTGCAGTCAATTTTTAAGCT C C AAG ATGATCTC CTTTGACTCCAGGTCACACAG C CAGGTCCCATTGATG 
CAAGAGATGGGTTCCCATGGTCTTGGACAGCTTCATCCCTGTGGCTTTGCAGTGTACAGCCTCCCTCATGGCTGCTTTCACAGGTTGGCATTGA 
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GTGTCTGTGGCTTTTCCAGGCACATGGTGCAAGCTGTCAGTGGATCTACCATTCTGAGGTCTGTAGGATGGTGACCCTCTAGTCACGGCTCCAC 
TAG G C AG T G C C C CAGT AGGG ACT C T GTGTG GG AG C T G TG ACCC CACATT T C C CTT CT GT G C TGT C C TAG CAG AG GT TAT C C ATG AG GGCCCTGG 
CCCTGCAGCGAACTTTTGCCTGGTCATCCAGGCATTTTCATACATCTTCTGAAGTCTAG^ 

GCACTCGCAGGCTCAACACCACGTGGAAGCTGCCAAAGCTTGGGGCTTTCACCCTCTGAAGCCACAGCCTGAGCTCTACGGTGGCCCCTTTCAG 
CCACAGCTGGAGCAGCTGGGACACAGGGCACCAAGTCCCTAGGCTGCACACTGCATGAGGACCCTGGGCCCAGGCCACGAAACCACTTTTTCCT 
CCTGGGCCTCCAGGTCTGTGATAGGAGGGACTGCTGTGGAGGTCTCTGACATGGCCTGGAGACATCTTCCCCATGGTCTTGGGGATTAACATTA 
GGCTCATTGCTACTTATGCAAATTTCTGCAGCTGAGTTGAATTTCTCCCCAGAAAATGGATATTTCTTTTCTATTACATAGTCAGGCTGCAAAT 
TTTCCAAACTTTTATGCTCTTTTTTTTTTTTTAATAAAACTGAATGACTTTAACAGTCCCCAAGTCACCTCTTGAATGCTTTGCCTGCTTAGAA 
ATTTCTTCTGCCAGATACCCTAAATCATCGCTCTCIAAGTTCAAAGTTTCACAG 

AAACATAACAAGAGTCACCTTTACTCCAGTTCCTAACAAGTTTCTCATCTCCATCTGAGACTGCCTCAGCCTGGACCTTATTGTTAATATCGTT 

ATTAGCATTTTTGTCAAAACCATTCAACAAGTCTCTAGGAGGTTCCAAACTTTCCCACATTTTCCTGTCTTCTTCTGAACCCTCCAAACTGTTC 

CAGCCTCTGCCTGTTACCCAGTTCCAAAGTCACTTCCACATTTTGGAGTATCTTTTCAGCAACACCCCACTCTTCTGGTACCAATTTACTGTAT 

TTGTTTATTTTCACATTGCTGATAAAGACATATCTAAGACTGGGAAGAAAAAGAGACAGTTCCACATGGCTGGGAGGCCCCAGAATCATGGAGG 

GAGGTGAAAGG CACTTCTTATATGGC AGC AG CAAG AG AAAATGAGG AAG AAGCAAAAGTGG AAAC CCCTGATAAACCC ATTAG ATCTC ATGAG A 

CTTATTCACTACCATGAGAATAGCATGGGAAAGACTGGCCCCAGTAATTCAATTACCTCCCCGTGGGTCCCTCTCACAACATGTGGGAATTCTG 

GG AGATACAATTC AAGTTG AG ATTTGGGTG AGGAC AC AG CCAAAC CAT AT C ACAGAGTGG CAC AAAATTTTAGCCAC ATGCAT ATTC C AGACGC 

TCCAACTCCTCCTTTCACCTCATATTATAAGTAAGTGTCTTTTTCCCCAGTCTACTTAGTGCCGTATTTTTTGCATTTTTGTTCCTTTTTTCAA 

ATTGTGGTGACTTTGCTGTTTAGAGTACCCCCAGCTGAAGTGCTATCTGGTGTCCCTAGGTGTAAGAAGGCTGTGCTGTGCCTTACAGGGAAAA 

TATGTGGGTTAGAGAAGCCTCTGTCAGGCATGAGTCATAGTTAGTGCTGTCGGCCGTGAGTCCAATGGTAGTGCATCAACAATAGATATGAAAT 

AAGGTGCCTTTACACAGAAACACATAAAACAAGTGATGCATTGATCAGTTGATGAAAATATGGTGACGGCAGGCTCTCAGGCACATAACCCCTG 

AGAAGCGATGGGCTACTACTTGCTAATTCAGTTTTGGGGGTGACTTTGTGGAATGTATAACCTGAAATAATGAGAATAAACTATATTCTACTTC 

TTTTACAAAGCAAGGAAATAATTTTTAAAAGCAAGTTAAATTTTACTGTTTTTGTAAGAGATATGTTTTCGAAACAGTTGAACTGTTTTATAAC 

ACAGAGAAAGTCTCTTTGCCTTACATTTTATATTAGTTAATTAAGTCAGCAGATTTTTCTTGGGCTCCTGTGATGTGACTGGCACTGTTTTGGT 

ACCAAAAGGGCATTGCAAAAAAAGTCCAGAAGTAGACAGATCACAGCCTTCAGGATTAAAAGCAGTCTCATCAATGTGATATTTCGTTTAAACT 

TAGTAGCAAGCCCATTGAATTCTCAAAATGAGAATCTGCTAATTATCACACACTTTTCTTATGAAAGAATGATTTTTCATAGTCAATATTTCTA 

AAATATAATGTCTCTTTCTCATTAGCAGAGACCGATTGTATGGCAGATTTACTTGCACCTGCGGATGCTGGAGATAGGTGATGATTTAGTATAG 

TGCACATCCACCAGGCGGTCCTCCTGGGTCCCAATATTTAGGCCCACAGGATGAGTCCAGGTGATATTGGGCACAGGCTCACTCAGAGGCTATC 

AGACAGAAAGCTCTGCCTCACTGCACAGCAGCTTCAAGCATTGCCTTCAGTGGGAGTCTTACTTGCAGTCCACACAGCTCAGGTACAAGGCCC'C 

TGAGGTCCACACCTGGAGCTAATCATCTCTTTGAATAACACTGTAGACATAGCTACCAGAAAATAAAAGAAATAGAAAGGCATGATTAATACAA 

GCCTCACTAGGTTCTTATTGTGAAGATCTGAGAAAGAGCTCCTCATGGCCCTGGCATGGGAGGGAAGAGTGATAACTGTAAAATACCCCTAGGC 

TTTCTCCATGACAATGGTTACTCTCCAAGGGAAAACACTTTGCAAGAGCCTTGTCTCAGCTGGGAATTCCCAAGGGAATTCCTCAAGTTCCAGC 

ACCCT C ATC ACTTTATCACTTAAAGGAC AAAAAACTC AT AGTC AACAGGGGTCAGCG CTT C AAGGAAATTGTTAC AG AATGGTAAAGGGGT CGA 

ATATCCAAGAAGACATAACAATCCTAAATGTGTATGTGCATAACAACAGAGCATCAAAATATGCAAGACAAACACTGGTAAGACTGAAAGGAGA 

AGTAGACAAATCCTGTCTTATAGTTAGAGATTTTAATCTCTTTCTCACAAAAGTTGATAGACCAAATAGATAGGATAAAAATGACCTAAGCAGT 

ACTGT CACT CAACTTGATCTAATTG ACATTT ATAAAATATTCCATTC AACIAACAG AAAAATACAC ATTCTT CTCAAGCTCACTTGG AATATTCA 

CCAAGATAGAGCACATTCTTGGAAAACATGTTAACACATTTGAAAGACTAAACGTCATACCAATTATGTTCTCAGAACACAGTATAATTAAACT 

AG ATATCAAC AAC AAAAAG ATGGAGGTTTTGGGAAATTTCC CAAATATCTGG AAAT C AAACAACAGACTT CTATAT AACCTATGTTTCCAAGAA 

GAAGT CTC C AAAATTTAAAAAAATATTTTGAAGTGCATAAAAATAAAAATATAATTTATCAAAAATTTTGGAATGTAG CAAAAGC AGTGCTTAT 

AGAGAAATTTATAGAACTAAGTGCACACATTAGGTAAAAAATATATAAAGAAAATTACTTGTGATTCTACTTTTAAGAAACTACAGAAAGAAGA 

GCAAATTAGG CCTAAAC CAAGCAAAAGAAAAG AAAT AATTAAAATGAAAGC AG AAAT CATTG AAATTAAAAACAGG AAAAC AGTAGAG AAAAGT 

C AATAAAAC CAATGTTGGTT CTTTGAAAT CATCAACCAAATTG ATAAACCTTTAAC CAAGAAAAAAAAAAGAAAAAAATGTAGAAG ATGCAATT 

TACCAATATCAGAAATGAAGGAAAGGTCATAACTGTTGATCTAATGGATATAAAAAGATGATAAAGGAAGATCATGAACAACTCTGTACTCACA 

AATGTGGTAACTTAGGTGAAATAAACTAATGCTTGAGTGACACAAACTACTAAAACTTACAGAAGAAATAGGTAGCCTGAATAGCCCTATATCT 

TTAAAATTTAAATTAATATAACCTTTAAAACAGAAATCATCAGGCCC!AGATGGGTCCACTAGTGAATTCTGTCAAACACTTAAGAAAGAAAGAA 

TACCAGTTTTCCATAATCTCTTCCAGAAAATAGAAATGGAGGAAACAGTTTCTAATTCATTTTATGAGTTCAGATTTCACGTAATACCAAAACC 

AGTTAAGGCATTACAAGAAAACAAAGCAATATTACTTATATATACAAAAACCCTCAACAAAATGTTAGAAAATCAAACCCAAC^AACGTATGAAA 

AGAGCTATGTACC^CAGCCAAGTGGAATTTATTCCAGGTATGCAAAACAGGTTCAACATTTGAAAATAAATTAATGTGATACATCACATCAATG 

GGCTAGAGAAGAAAAATCATATGACCATGTTAATGGAGGC^GAAAGGGCATTTGACAAACTCAAAACACTCTTTCATGTCAAAAAAAAAATCTT 

AAACTAGGAATAGAGGAAAACTTTTGTAACTTGATAAAGAGCATTAAAAAAAAAAACCTACAGGTAACATCATACTTAATGGTGAGAGACTGAA 

AAAACAAAACTTATACAGATCAGAAAAGAAGAAATAAGACATCTTTTTTCACAGATAATATGCATGTCCATATGGAGAACTTCAAAGAATCCAT 
AAAACAACTCTAATAACCAATAAGTGAGTCTACAGGATGCTAGATCAATATACAAAAGTCGGTTGCTTTCCTATATACCAGTAGTAAACTATTG 
AAATTTGAAATAAGAATAATTACCATGTATAATAGCACCAAAAAGACAAAAAAAAAAAAACACAAGAAA^ 

TATGTACAGGATCTGTATGCAGAAAACTACAAAATAATGATGGAAGAATCAAAGAAGATGTAAGTAAATGGAAAAGTAGTCCATGTTCGTACAT 
TGGAAGACTCAATGTTGTTAAAATGTTCATTCTGCCAAGCTTGATCTGTAGATTCAACCCAATCCCAATCAAAATCCCAGCAAGCTGTTTTGTA 
GCTAATGATGAAATGATTCTGAACTTTACTTGGGAAGGTAAAAGATCTAGAATACCCAACACAATACCCACTAAAAAGGACAAAGTTGGAGGAC 
TCACACTACTC^TTTCAAGTCTTACTAGAAACAGATACAATTTCTGCCCTTATGGGA 

GTAAAGGTAAATTAAGTCAAAACAGTGGTCAGTGGTACAAAAGGAAAGCATGTTAGTTTTGACTGTGGGGACAGGGACATGTTTATCCTGAGCT 
CAAAGGGTAGCCTGGACAGTGGAGGATTTTTAGCAGAGAAAAGGGCCACAGCTTAGAACATGTAGGAAGGGAGCAAGGTGGGGGCATTGACAGC 
CAGAGCTACTCAAAAGAGATGTGGAGGAAAAGGATGTTATGTGGTTTTGGAGACAAGTAGGCATGTGTGGGAGGCTGAGACGTGAGATGGGAGG 
GATTGGCAAGGGGTTGACTTTCAGCAGTGTAGAGAAGGGAATGATCTAAGAGAGCTTGGATTTTCATCTTCATAAATGGATGGAGCTCTTGGGC 
CAAGGTTCTCAAACTTGAGCCTTTAAAATACAAAACCTAGAGCTTCACCCCAGAGTTTCTGATTTGGCAGGTCAGGGTGGAACCCTAAGAATTT 
TCATATCCTCCATGTTTCCTGGTGATGCTGACATTGCTGGTCCAGAGACGCACATTGAGAACCCAGCTCCAGGGAACAAGAAGGAGCTCCAAGT 
TAGGCAGGAAAGCCCCAAGCTTACATTTGGATGGGTTGACTATGAGGGCCTTTGCACTGCCACCTGAAGATGGTAGCTAAGAGAAGAGGCAGGC 
TTCAAATATTGGCTCCACCACATACTGTGTGTTCTTCAGCAAGCCAGTTGACCCTCCTGAGGCTCGATGACCAGGTCTGTGAATTGAGGATAAC 
AATAGTATCTACCATTAGGGATGTTGTGCACATCAGTTGATAACCTTTGAGTCAAGTACTCATGGAATAGCTGTTTTGCATTATCCTCATCACC 
TTCATCATCATGGCCATTCTGGCCAGCACTAAAGATGTACAGCCAACCTCTTCTGTGGCTGAAGTTTATCTTCTATAAAATGAGAACTTGTTTT 
TCATGAAGCTGTCATTTTCACAAGTTTGGGGTGCAGGTGCAGATTGCCTACTGTTGTGTTTCTGAACACTTCCCTCGCGAGGCTCCTAACCCCA 
CCCCAGTAAACTCATCAACATGACTCCTTCCAGCTTCTACAGCTCTGGAGAGGGTTCCTTTTTATCTTGCGTTTCCAGGGATGTTTCACGGCCT 
TTTGTGGAGTGGGCCCTGGCTGAGCTTCTGGCCCTTCTTGAGTGTGGAGGATGTCACAGACTGCAGTGGGAAATTAAAAAGCTGCTTGCTTCAC 
AGAGTAAGGGAATGTTAGTAGATGCTTGAAAAGTACCCTGAGGGAGCTGGTCAGAGGTGCTCTGTAAAGTTGCATCTGTTGCTAGCACCATGAG 
CAGCTGTCTGACCAGGAGGCCTGGGAACAGGGACAGAGAGAGCTGGCACCCTTCTTTCCTCTGCCCTACACATTGGCCTTTCCGCCATTAAGAC 
CATCTCTGCTTGACTTTTTCAGTCTCCTGGCTGGCAATTAGCATCTTGAGGTCTCCATTAAGATCTTTTCAAGGATGCTCTTCCTATTTGGTTC 
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AATCTTCTGGTTGAATTTGATACATGTTATGATGTAGGACTTTTTAAAAAAACATAAAACAATCAGGAAAACCTCGCTATACCGATTCCAGCAA 
TT CAAGAC C AAGTT C ATTTTTGGTAAAAAC ACTTGGGAAAGGG CATTTCCAGGCTGG CTAAG CACTAAATGGC ACAGCC CTGTCC ACTG ACTCC 
CTCCTCAACTGGTGTGTGTTCTGGAGGGATCCATGTCTCAGAGCATTACTTCATTTTGAATGTGCAATTAAAAGAGGCCCCGTGCTGCTGGGGA 
TCTCACACTTCTGCTTTCTGGTTTGTTTTGCATGCTGACACTTTGAGGAAAAGCCCATTTCCCTAATTACAGAC^TCGTCCAGCAGCAGGAAGC 
ACTCTGGCTTGTTGATGCCTGTCTTGTGCTTTCTCTCTGTTTCAGCTGTTTTCCTTTTAAGATACTCCTCTCAGATTTGTGTGCTTCTTCCCTT 
CCCACATTCTATACTGCCCAGCGCCTGGGATTCCAGATCTGCGTTTGAATCCAGGAAAGGGAGGTAGGTCAAATTTGTGGGAATCAAGCATATT 
TAGAAACCCTAACCTCAGGCTCTGCGCATCTGTGGGTGTCTGTAGGAGGGATACTTAGGTTTCATGCCTGCATCTGCGTTTCCTCTCCTCTGCC 
GCTAACATT CTTCCACTGAGCACATGT C CATCTTGAG CTGGAAGGTTTAG CGGTTTGC CATCTTGTCTTG CCTGCAGTTATGATG CAGCTAAAG 
CATCCTTCTCTC CTTC CTATAACCT ATG CCACTTTGCTTT AAG CATTGAGTAT ATTTATGT CT CAGGTTTATG AAAGAC AATTATAAAATCTCA 
GGAG AC CATC ATAAGCTC CTGTAATAT CTTGCAGTCCTGAGTCACC CACAATTATTTTTTAACTGG CTAGG AAAAAG AATGCTAGCG ATTTTTT 
TTTAAATAGACATTCAGTAAAACTCTAGATATTTCTTAATCCACATTTACTGTGTCCTTTTTGCTTAAGTCAGGTGTTTTGGTTTCTCTAGCAG 
CTGCAGG ATCC CC ATAAAGATTATG CTCAT AAGGT AGTGATGGAAAAGTAAAATAG AGCCTG AAAGCGGGAAACTT C AG CAAGG CACTAAGG C A 
CAGACAAGAGATGTTAGGTCTGCCGGCTGTTGTCATTGCAGTCTGCTGTGGCCTCACCCCCGCCCCCCCCCCCGCCCCGCCCAGGCCTTCACAG 
CTGAGTAGGAAAGGATCTTGGGATGGGTACCAGGGCAGGATCAAGGAAAGCCTGCAACTGCGCTGCCCTTCTCATCATCCATATGTGGTTTGCC 
CAGATAAAAGC AATATAGTAAG ATCTAT C AGG CATATTC AACGTG AGTTCTTTTTT CTAGCAT CTTGTTGGTTGTTTGTGTTTTTCC C CAG AGA 
AGAGTGAGTGATGAGGTGGCCCTGGGACATGGTAGATGGTGCAGTTCACTGGGGAGACATCCTTGGCCCCACTCAGGGTCAATATGCGCCCCAC 
ACCGCTGGCTGCAACCCCACCCTGTCCTCTTCTGCTCAAAAGAGCATGCAAGGGACATTGCTAAGTGGCAATTTTGGTTGCAACCCAGTGTTCT 
GTTAATTATTCACAAAAGCTAGCTCTCTTTTTAATTACCAATTGTGTGTGCGTTGCGTGTGCGTCCCTTCCCCCTTCTCTGAGCACACCTGTAT 
GATGAGGCATGTACTTCTTCCTGGTGGAGAAGAACTGCAGAGATGTCTCCCAGGTTGAGCCTGCAGCCTGGCCCGGTCACCAGCACAGCACGGT 
GACTTGACTGTCCTCCCTGGCTCCCTTCCCCACCCGTGGCAAGTGGCAACTTGCTTTCGCTCACACTGAACGTGGTCAACTTGCCTCCCTGTCA 
C ACTGTAGCACTTG AATAGGGC AATATT AGATTATAGCAG AGGTT CTCAGACATTAGAGTG CTTAAAAAT C AC CTGGGAAGC AGGCC AGGCG C A 
GAGGCTCACGCCTGTAATCCCAACACTTTGGGATGCCGAGGTGGGCGGATCATGAGGTCAGGAGTTTGACACCAGCCTGGCCAACATAGTGAAA 
C CCTGTCTCTACTAAAAAT AC AAAAAATTAGCTGGGTGTGGTGGTGTGCGCTGTAGTC CC AGCTACTCAGGAGG CTGAGG CAGGAGAATTGCTT 
G AACCC AGG AGGCAGACGTTG C AGTGAGTGG AG AT CGTGC CATTGC ACTC CAGCTGGGGTGACAG AATAAGACTC CGTCT CAAAAAAAAAAAAA 
AATCACCTAGGAAGCTGTTTAAAATTTACCCTTCTTGTCCGTATGCCCTATTTGCTGGGTCTGAGGTGGGCCCAGAACCCTGCTTTCCAGAAGG 
GAGCCTGAGGGTGGGGTGCCCTGAAGACCACACTCAGGAAGAACCGGACATGTGAGCTTTCATGAGCCAGAGTCCTGCCAAGAACTAGAATCTG 
CAGGTGGCTTTGGCCAGTCCCACTTAGAGGCAAGAAGACGTGAGGATAGTAGAGAACCTGGAAATCACGCAGTCCCCAGGATGAAAGTGGAACT 
CTCGGACCAGATCCTTATTCTCTTACTTTCGTGAGCCATTTCTGCCTACCTGTTGTCAGGGAGGCAGGAGGTTCATTTTTCTCTCACATGGTGC 
CTGACATAATGACTTGCACGTGATAGATGCTCAACAAGCATATTGAATGAATCAATCAGTTAGATTGTAAATTAAATGCACCAGATGGGCTGGT 
TGTTTATTTATAACTACACAGTTAACATTTATATTAACATAATGTTAACACCAAAGCGTAATATCTGTTTTCTGTGTTAATTATGGCAAGGTGG 
GCATAGAGAAGAGATTTCTGAGTGTCTTTTGCAGAGCTTGAAAATGTCTATGTGTTGGTTGAGATAGATCAGCCTTTACTTGATGCACTTTCAA 
TCTTTTAAGTTCTGAAGGCACAGCAAGAGAATTTGGTGTTGAAGGTTTGGATAATGTTTTCAAGTATTTCAATATCCCTCTATTTCTAAACATT 
AGTAAAAATCATGCCTCATGCTACCATCCTTAGCTTCACTTTGTGTTTCTGAATTGTGTATCTCTATATACTAAGAAGTCCCCCATGTATGCCT 

gcaaatatgggagagtcaaccgctcagcagaatgtgcacaatgtaaggctgtgccttggagaccaggcaccctgtgcagtgtgatgcacaggca 
ggcctcaggatggcgccgtggagggcaagtgatacctactgacgaagccagtggagtggatgcaaggccaactcaggccctgcagctggggttc 
tgttcctcagtgttgaggccacaggtctgtgtccacatgttttcttttgtacagtgggattctgccgcacaaggcagtgcccccagccctttgc 

AGATGAGTCAAACATGCTTGTTTGCAGAGCCTGGTGCTGGGTGGGGTGGTCCCATCACATCACCTCTTCCTTGGTCATTTCTCTGTAATTAATC 

CTCTGTCGCCCAGGCTGGAGTGCAGTGGCATGATTTCTGCTCACTGCAAACTCCGCCTCCCAGGTTCATGCCATTCTCCTGCCTCAGCCTCCCA 
AGTAGCTGGGACTACAGGCGCCCACCACCACGCCTGGCTAATTTTTTGTATTTTTAGTAGAGACGGGGTTTCACCCTGTTAGCCAGGATGGTCT 
CAATCTCCTGACCTTGTGATCCACCCGCCTCAGCCTCCCAAAGTGCTGGGATTACAAGCGTGAGCCACCACACCCGGCCTCCTCTTTCTTATGA 
AAATTAAC C CACAG ATGAAGTTTCCTTTC AC CCAAGTCTTGAC AATTTTCTCAGCTTCAAGCTGC AGAGG AAATT CCTAGGCACAT CTTAACAG 
GGCTGCTTTGCATTGAGGGGGCTGTGTGGTTTGAGCGTGATAAGCCTGGATATCTTTCTGCACTATGCTGATTTTTGTTCCCTTAAATGGTATG 
GATTTGGCAACAATTGTTTGCAGGTGATCTTTTCCCAGAGAACCACTTATTTCCCCCAGTGTCTCTGTATGATAGGAGGGCTCTAATGGCCCAG 
GGATGTGAAAGTGAGACACCTTCAATCGCTAAGGACTGCTGGAAATGTGAACTACAGGAAGTTGAGGGGGCTGGAGGGGAGGAGGCAGCACCTG 
CCGG AGCC ATGCTT CAGTGGGTCTC AAGAAAAGCAGAAGC CTGGAATCTCAGGGCTG AGG C CCCTTG ATAACTAGGACAGATGGGTTAATAAAA 
AGGGATACAGAGACATAGGCTACCTCTTCTGGTTCAATGCCAAGCTAGAAAATCCTGAAATGAACACAGATTTATGAGATAGGAGTAATATATT 
TAAGAACACAGTCTTACATAGAGATAACTATTTTCCCAAAACATCCAAGGTAAATTTATATATCTTTATGGATGAGGTTGGGTCTTTTCAGGGA 
AGGTTGGGGAGACGGAAGGGAAATTACTTATTATCAGTCCTCATGATTCATGGATTCCATATCTCCGCATTCATCTATTCATTTAAATCTGTTT 
GCAACCCCAAAATCAATACTCACAGCACTTTTGCAGTCATTTGTGACGTGCACAAAGCAGTGAAAAATTTAAGTCACCCAACACATACGTTGAG 
GTCGCACAAGGTGACACTCTGCTTTCTTGTTTTAGGTCTTATAAACACATTTTCTTTTCTCTTGGCCCATTTAGTCCATGGTTTTTGCATTTTT 
GTGCTTTTCTGGGGTGATTTTGCTATTTAAAAATGGCCCCAAACACAATGCTAAAGTACTTACTGTCTGGTGTCTCTAAGTGCAAGAAGGTTGT 
GATGTGCTTTACAGAGAAAATACGTGTGTTAGGGAAGCTACTTTCAGGCATGAGTTATTGTGCTGTTGACCATGAGTTCAAGGTTAATGAATCA 
ACAATATATATGAAATAAATATCTTTAAATAGAAATACACATAAAACAAGGTTCTGTATTGATTGATTGACAAAAAAGTTGTAACCAGAGGATC 
A(^AAAAACCTAACACCATATTTCCCCAGGAGCAACTGTTCAGGATTTGCAAATTCAGCTTTCATGGTGATTTTATAGAGCATAACTATTGTGAA 
TAACAAGAAGCAACTGTATTTTGTTTCATGCATAAGATGGAAAGAGAACAGAACCAGAAGTATGATATCGATGAAATGGAGAGAGGAGAAAGAA 
AAGAAAGAAATGACACTATGAAGATTTATTAGTTAAAATGTTACTAGTGATAATAAATTAATCAGAACTTTGGCCTCTGCCTTTGATCCTGGTT 
CCCATAATCTCTAAGTGCCAGGCTCAGATAATGTGGCCCTTGCAGGGTTTGGGCAGCTAGTCCTCTAACCATTTTGTACAGGTAAACGTGGACA 
TGAAAGAAGCCAGGGTGAGGCAGGCAGCTTCCAGAAGCACACACTGGGCTCAGCTCCTTCCTTCCTAACCTCTATTTTAGCTCCACGTACCTCT 
TCAATACC AG AAAGTCTTCTT CTGATT CTGC CAGAG C CC AGCTC CTAGAACCTAG CTCATACACTCACCAGC CTTTTTTGTC AACAATTCATTC 
AAATATTTATTTACTTAAATATCCATTAAGCACTGTTGCTTCTCTCGCCCAACTCCATTGCACATGCTATATCAGTTATCTGTTGCTACATAAC 
AGATCACTCTAAACTTAGTGGTTTAAAACAACAATAATTACTTATTATTGCTCATAATTTCTGTGGGCCAAGCATTTGAGATAGCTGGGTAGGC 
TCAGGCCCTCTGTAGGGTTGTAGTCAGGTGTGGGCCAGGGCTACAGTCTCATCTGAAGGCTTGATAGAGGCTGGAAGATACTATTCCAAGGTGG 
CTGCTCATACGGCTGGTCACTTACTGCTGGCTATTGGCTAGAGGCCTCAGTTCCTTACCACATGAGCCTCCCCAAAGAGCTACTTGAGCATCTT 
TCCAATGAGGCATCTGGTTTCCCCAGAGTGAGCAATCCAAAAGCTGAGGAAAAGTGTTAAGGGCTTTCATGAGCTAGCTTCAGAGACCCAACAT 
TGTCACTCTGCAGTCAGCCACTCTGTGTGCAAGGGATGGGAGTACCAGGAAGTGAGGATCACTGGGCACCATCTTGGAGGCTGCCTGCCATGTA 
TACATTTTAACTCTCAAACAAAATTTGAAGACTGAAGACCCATACTTAAAGTAGCCTCTGTTCCAGGCAGTAGAGAACAAAATGTAAACGTACT 
TACACTAATGGAGTGTCTATTCTAGTGGCTTTGGGGAATATAGACAAAAAAACAGAACTAAAACTCTAAGGTGGGACAGGGAGCTGGGAGTGTT 
AGTGTCAGGTGGGCCTATAGAGCTCAGCCCCCCTTCATCATGTTGGCATTCATGCTGGCTGTTCCTCTGTAGGGGATGAAATTTTCCCCTGCCA 
GAAGAATGGGCTCTGGACAGCTTGTTCAGCTGCTTGCTCAGGTGTGAGCATCTGTGCCTAATCTTCCAGTCAGACTGCCCTAGAAACATCATTT 
CTTAATTAGCTGAAAGGGTATCTGAAACATTGTACTTATGGTGGCAAGCATGGATCTATTGCTCTTCATCTATAAAGTTGCTGCCTGATAAGGT 
AGAACTACACAAATGATAGTTTCCCAACTAAATGCATTTTAAAGGGCAAAGGTTGTATAGTCAGCTTTAGTCCTGGCATAGGGGAAATGGACTA 
TGG AAGTCTAGTTGGAAG AGAAGATTG AAACATG C C AGTAAGTG C AAAAGGATACAGTATAATTTAAATAAAAC ACATG G AAGAC ATGAGGATG 
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CTAGTGGGATATGATGGGCTCATCCATTTCTGCAGGCTCCAGGAGGGTGGCTGGCAGGGCTTCTTTGGTGTGGGGCAGAAAGAATCAAAGCCTG 

TAGAATAAATCTGACTCCGTTCTAGATTTAACTCCTCATGGTGTATCACGTGCAAGGTGAAGCCTGACTGGCACTAGGGAGGATTTTGAGGTAA 

GGAAGCATTGTCTTTGGTTCAGTCCAAGCCCTCACTGACTTTCCACCATCTTCAGGTGGGGGTGGGCATGTCCGTCTGTCTGCCAGCCTCATGC 

ACACACATGTGTGCACACACATGCACACACATGCATGCCTTCTTATGAAGTGTGGGTCTGGCTGCCCGTGCTTTTTCCTTCATCTCACCATGAC 

TTATCCTTCCCTCTTCTATTCAAAGTTCCCACTTGAGAGGGTCCAGTTGCCGTGGGCACCCCTCCACAGTCCCCACTCATGACTGAAATTAGTT 

ACAGTGGCTTTGGTATACTGTCATCCCCTTTCACCAGTGAAGAACTCTATTGCTATAGTGCCCAGGTCACACAAAGCTGGGCCGGGTCGGCAGC 

GTTCCCGATTCTCACCTCTGTGTCCCTGGGTTTCCTGCTCTCTGGCCCAGTGGAACCACCTCCACGGGGTACCATTCCTTTCCAGCCTTGTCTT 

TTGTTCATTGGCAATGATGTTAACAAATTAAATAGGGGAATATTTGTTCATCTAATTTATTGGTAAAAAGGCTAGAACAAGCTTATCCAACCCA 

TGACCCATAGGCCACATGTGGTCCAGGATAGCTATGAATGTGGCCCAACTAAAATTTGTAAGCTTTCTTAGAACATTATGAGATTTCTTTCCCT 

TGTTTTCTGTAGTTCATCAGCTATCATTAGTATTAGTATATTTTATATGTGGCCCAAGACAATCCTTCTTTTATCAGTGTGGCCCAGGGAAGCC 

AAAAGATTGGACACCCCTGGGCTAGAGCAATAAAATGGGCACATCAGATTTGTGTCCACAACAGCTGACACAGTGGTTTCCAGTCAGGGGTAAG 

TTACCCTTAGGGAACACTTGGCAATATCTGGAGACGATGTTTGGCTGTCATGATTGGGGAATGGGGTGCTACTGGCATCTAGTGGGGAGAGGCC 

AGGG ATGCTGCT CAATAGTCTGTACTAGATGAG ACAG CCC CCGACC CTACACACATAACAGAGAAGG AT CC AG CCC AAATGTCAAGAGTG CCAA 

GGTTGAGTAACCCCGAGCTAATGTGATGAATGGTGCCAGATGGAAATGGGTGGGACCATCATAAGGAGGGGGAACAGGGTAAAGGCAACCATCT 

TAATTTGTAAATTGAGTGTGGGGGATGTGTTTTGACCACATGCTTTTG AAAAGGGAAGCTGTTCATTCTC CAGAAGC C CAG CGGAG ATGTTGGA 

TGGATGGGGCCACCCATAGCTGCATTCATGGACAGCTGGACACGGGCCCAGGAAATCTTGGCAGCGTCACTGGGGCCGGTGCACTTTTAAGAGG 

AGCTTGGGTGATATGAAATTGTTTGGACAAAATGAGTGAGAGGTCTTGAAATAATGTCAAGGCAGGAAGAATGCATTGACTTGGAGTGGCTGCC 

AAGAGCAAGCATTTGCAGGTTGTTTTGGGGAAGCAGAACTGGCTGTGTTCTCTTTGTCCTGTGCACAGTTGGAAGACGGGAAATGGAGGAGGAG 

AGATGGGGAAGGAGAGATGGGGAATCAGATAAGAAAGTGTTTTGCAACAGAAGCATCGGCACACATTGGAGTGAGTTCCCTTCCCTTAAGAGGC 

CAGGAGCTTATGTAGGAACGAAGCTCCATCTGAAGCAGCCACAGGGCTGGAGCATCTCGCAGATTAGTTGCCAGGGTTCTGTGATTGTGGCCCT 

GTTAGCCTCCATCTGGACACACAGCAATTGCATGTTTAGCATTTTTATTACAAAAGCAACATACAATTTTGACCCTTGAACGTTACAGGTTTGA 

AGCATGTGGGTTCACTTATATGCGGATTTTTTTTCAACAAAAATATTGGAAAAAAGTTTTGAAGGTTTTTGACAATTTTAAAAACTTGCAGATG 

AAGTCCATAGCCCAGAAATATAAAAAATGTTGGCCGGGCGCTGTGGGTCACGCCTCTAATCCCAGCACTTTGGGAGGGTGAGGAGGGCAGATCA 

CGAGGTCAGGAGATCGAGATGATCCTGGCTAACAAGGTGAAACCCCGTGTCTACTAAACATACAAAAGTTAGCCAGGCGTGGTGGTGGGCACCT 

GTAATCCCAGCTAGTTGGGAGGCTGAGGCAGGAGAACAGCGTGAACTGGGGAGGCGGAGCTTGCAGTGAGCCGAGATTGTGCCACTGCACTCCA 

GCCTGGGCAAGAGAGCGAGACTTCATCTCAAAAAAAAAAAAAAAAAGTTAAGAAAAAGTTAAGTGTATATTGAATGCACAAAATATATGTAGTC 

TATTTTTTCATTTACTACCATAAAATGTGTACAACTCTATTATTAAAATTAAAATTTATCAAAACTTACACATAAATACTTATATGCCATTCAC 

AGTCGAGGAAAATGTAAATAAATATAAAGATGCAGTATTAAATCATAATTGCATAAAATTAACTGCAGTACACACTGTACTGCTGTAATAATTT 

CATAGCCACTTCCTGTTGCTATTGTGATGAGCTCGAGAGTTGCAAGTACCTGGCTAAATCACTGTGTGATGCTCATCATCTCTGTGTGAGCAGT 

TCATCTCTCCAGTAAATTGCATATTGCAGTAAAAAGTGATCTTTAATAAGTGATCTCTTGCAGTTCTCAAGTATTTTTCATAATGTTTAGTGCA 

ATACCGTACAAC CTGAATAACACCATGGGTG CC ATGTG AAGGGTC ACAGTG AGGCTGGAAGTGCTCC CAAGAAGTCATG ACATTAT AAGAAAAA < 

GCTGAATTGCTTGATGAGGATTGTAGATGGAGGACTGTAGCCATGGTTGCCTGCCATTTCAGATGGATGAGTCATCTTGTAAACAGATGACAGT 

AAATTTATGGTATTGATAAATACAGTACAGTATTGTAAACATATATTCTATTCCTTATGATTTTCTTAATGACATTTTCTTCTCTAGCTTACCT 

CACTATAAGAATATAGTATATGATACATATAACATGCAAAATATGTGTTAATCAGTTATTTATGTTATAGGTAAGCCTTCTGGTCAACAGTAGA 

CTATTAGTTAAGTTTTGGGGGAGTCAAAAGTTACACATGAATTTTTACTACAGGGTGGGTGGTCAGCATCCCCACATTGTTCAAGGGTCAGTTG 

TATATTCACTGTGGAAATCCTAAAAAGCAAAGAGCAACATGTTTCCATCAAGCAGGATTTTGCCAGCCTCTGGTTAAACCCTGAAGGCTGAGCA 

AGGCAGTGAAATCTCCAGACCTTTGGGGCTCACATTTTAGGGAAAGGGCAGGTTTGTGTTGATGCTACAAAGGTAATAGATGCTTTTGAGAAGT 

TAACTATGTGCGGGGGTGGCCAAGGTAGGCCGAAGCAGCACCTGAGACTGGATCATCATGATGCAACTCTCTGAGTAAAGGCCTGAGAAGGAGG 

AAGCCAAGCAGGAGGCAGGAGAGGCCTCAACCTGGAGGCAGAAGCACAGTGTGGTGGAGATAGTGAGCAAGGTGAGGTTGCAGGTCTCGGGCCT 

GGTCAAGGAGAGCCTTGTGGAGGAGCAATGAAGATTTGCGATGTGATGTGGATGGAGAGGTTCCTTGTGAGCCTCACTCCACCTTCAGGGTAGG 

GAATTGTCAGTAAGGAAAGGAAGGACCAGGTGAGACTTCCAATACCTGAGAGATGGCGGTGGCTTCCACGAGGGCAGCCTCAGGAGCTATGGGG 

AGACATGATGGCTTGGGAATATATTTTAAAGAAAAGCTACTCAGAGGACCTGGAGACCAGCTCATCTAACCTGCTTCAAGATTCTCCATCCCTG 

TGACTGCATCAGATGGAGCTCAGCTCCTGCACAAGCTCATGGCTTCCCTGCATCACTGTGAGTGGCCAATGCTTCTGGTAGAAAGCACATTCCT 

TTCTGACTTGGTGAGAGGGAAGACTCCTGAAAGCAGCCAGGGTCTCATCCTCAGCAACTGTGGTGCTCAATGTCATTTCCTCAATTAGGAGAGA 

CTGAGGGAGGAAGAGATTTGCTGAGGGAGTGGCAGGAGGAGTCAAAAGCCTCATCTGGAGTATGTGGAGGTCAACTTGTCTGTTACACATCCAA 

GGGGGGACGTCAGATAAGCAGACATGCAGATCAGGAGCTCAGTGGAGAGAAATAAATACCCATTAACCAACAAATATTTTTGATGACTTATTCT 

GCACTAGGAGCTGTTCCAGGCATGGTGATATGGCAGTGAACAAGGTCATCCTATTCTCACCTCCCAGAGCTGGCCCTCTGGTGGGAAGAACAAG 

ACAATACTCAAATTCAACAGTGAATCATGATTTAAAGGGCTGCTGCCTTATGGAGATGTGCTGCAGAGAAAAATTAGGCAGGGAAGGGAGGTAT 

GCGGCCCAGGACATTACAGAAGATTATTTCATGTCAAAAAACATTTTTCTACAACTAAGTGCACATTTAACTTGTGTCACAAAAAAGGTCTCAA 

AAGAGCAAGGGATTTGCAGTGTTTTCAGGAGCTCACCAGACACCTGAAAACCCTCCTTGCTGAACCACTACCTGGCCAGGTGTTCACTGAGGTG 

TCAC^CATGGAAAAAAATAACTGGGAATGTTGAATTAAGAAAAAATAGGGAGCAAGTTCTAAACACTATTTGGAAGAAAATGATCCCTGGGAAT 
GCTAAAGAGAATTTGAGCCATGAGCTGTTCCTGTAGTCAGAGTTAAGCATTGTGAGTTGGCAAAAGCATCAGGCGGGAAGGACTGAGTCTGTGT 
GTGCAGGAGGAATGCCTGCAGGGGAAAGTCACGGGCTCCGTCCCTGTCTCAGTTGGTGGGGGTGGCAGAGATGCCACAGCCGTGGCCAAGACTA 
CGCTGGGTGAAAAGTGAGAGTCTCTGGATTTGCCATACTGACTGAAAGCTGATATCTGAAAAGTGGAGCTGAGAACAGCAGCCTGGGCCACTGT 
GGGCAGTGACTGGAATGGAGATGGCCATTTCCTGCCAAGGTGGCCTGAGAAAGAGGAGGTTGGAGACCAGGACAAGGCCCCGGGTGGGTGCCGG 
TGGGTGCCAGTCCTGAGAAGGTATGCACAGGAACACCATGGACATTGTTTATTCCCCCAATTAAGTAGCCCAAAAATGTGCCATAAGCTGTCCT 
TGCAGTGAACCAGTGATTCTGCCCAAACCATCACCACCAACATACCCAGGTCAACTCCGGCACAGGAAGTCACATGGCCAGAAAAGGGCCATCA 
GCCACATCGGTGCTGACACTGAGTGCAGCACATTCTTCTGCCACCTGCTTGCGAACATATCTGCAATGCACCATCAAAGCCACACAGAGTGTCC 
CTGGCGTGTGCCTGGAGGTTGCTCCGGGTCTGCAGATGCTCCCCAAGACCCGACCACAGCCTGTCTCACTTCCTTTCCATTCACTTCAATATGG 
G ATTCATGC C C AAGTGC CAGCAC CGATGTAATG ATTAGTGAC AAGC C AATGAATTTTTAAAATAGTAGCTATGTTAAGATTTATATGAATTAAA 
AAGTATTTGCTCTCATTTTATTTAAAATTTTGTTCCTACAAAGTTACTGTCTCAGTTTGAGCTGATGGTGCAGTCTGCTGTTCTGCAACTACAT 
AAAAAGTAACCTGGGCCCTGCAGAGGGGACACAAGCATCGGGGCCAGGTACACAGTGACAGGGGTATTTGAGCTGGGTCTGTAAGGATGACTGA 
GATGGCTGGGAGGAAGAGCTGCACGCCTCAGCAGAAAGCACACGTGGTGAGAACAAGAAGGGAAAGCCACAGCATCCCGGTGCAGTCCAGTGTG 
GTCTGTGGACTGGGCATGTTGGAATAGGCAGGAAGGGCTGATGTGCGCTTTGAGGGAGGACCGGGCAGCTGGAGAGGGAGGCGTCAGGAAGCAG 
GAGGGCAGAAGGTGAGGAGTGAAGGGCAGCAGTGGAAAGGACAGGGTTACGCCAAGCAGTGGTCATGGATATGGGCAGTAAGGAACATGCACCA 
AGGGCGCCTGGAAAACGAACCTTAGAGAACGCAAGTCCTGCGGAGGACTCCTGGGTTCCTGGCTGGGACACCGCCTGGGCAGGGAAGGCAGAGA 
AGATGGAGAACCTGGTCTCAGGTGGCATCAGAACCCAGCATCCGCATCACCAGGATTGCAGGAGCAGCAGCGTCTCAGGCCCTGGGTGTGTCAG 
AGCCCCCAGGCCACGTGGAAGTATGAGACGTGCTGGGCTGCAGGGGAAACAATGGAAATGAGGTTGGAGGCCCGAGAAGACCCACTGCAGGAAA 
AGGGTGGAGTGGGGGAAAAGCAGGCTGGGGGCAGTGGCTGGCCTGCAACAAAAGCATTGTAGAATGCAGGCGTGAGCCACCGCGCCCGGCCAAG 
GCGGGCAGATCATGAGGTCAGGAGATCGCGACCATCCTGGCTAATGCGGTGAAACCCCGTCTCTTCTAAAAAAAAAAAAAAAAAAAAAACTGTA 
GAAAGGGGAAAGCAGTCCAAAGAGAAGTATTTCTTCCAAGAGACTCATCAGCACACTGTGTTTCCAGAGATGTCTTTCTGTTAACAGCATTCTT 
AGACTCAAAAGTAAATGTAGATATACTTTAAAAAACAAAAACACCTTGCTAAGAGATGAATTTTTAGAAACTTGTTGGACAAAGAAAAGTCATT 
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G AT AGT CAACTG C TG TG AG AG G C AAG C CAG G AAATG ATG ATTAAT AC C C T CAAAT T AT AATAAAAC C CAT G C CT CAT TAG GGGCTCGCC CAG G A 
GTACTGACTTGTGGATAGACACCGTCTGGGGAAAACTCTGTCGCCTGTGTCAGGCTGACGCTCTTACATTTTATAGCCCCTTGTAGGATAGTGC 
ATGTTGAGAAGAAGCCGCTTNNNNNNITNNNWN^ 

NNNNNNNNNNNNNNNNNNN^^ 

NNNNNNNNNNNN^ 

NNMflNNNNNNNNNI^^ 

AAATGTATTTATTTACTGCAAGCAGTGTCTCTCCTGTGTCAGATGTCCTCGTGGGCTGGGAACCGGCACTATCTCTTTAGCACGGGCCCTGCAG 
ATGGGAAGTGGCGTTGCCCAGGAAGTGGTCTGGAGAAGCGGGGAGAAGACAGCCTATGGGCCCCAGGCCTCGGGAGCCAGGGAGGGTGTCACTC 
TTCATGTCTCAGGCAGTGGCTTGTTGCTATCATAGCCCCGGGCTGGAGGTGGGAAGGCCTTATGGTGACCACAAGTCACAGTTCCGTGTGGGCC 
CTCAACGTGGCCTCACTTCACCTCTGGGGCTCAGCACCAGCGTGTGACTGACTGCTCGAGGCAGCGTCTCGCAGCTCAGGTGGGTGAGGTGGTG 
GTAGCGTCCTCCTTGGTAATATCACTGTGATGAGGAGCAAGGCTTCTCTAACATTGTCTGGACTCAGGAGGAGCAGTTGGTTTGTTCTCATGTA 
GATTCTGCCTCCTGTATGCTGCTGGGACCCTGAGGGTCAGCCCAAGAGTCCTGTTTTGCAATAGCCCTTCTGTTTGCTTCTCTTTGCGGTATGT 
TTATTTTTAG AATTCTTTGTCTTT C CCCACTCC CCCC AAAAAAG AATTATTTAATTTGGT CACTTCCAT C AAATGCTCTGATTTTAG CTTAGTT 
AGAAGGCATGCTGAAAACTGTAATGATGATGTGAACAGAAAGACAACTGTGTGTTGGGAGGGCCAAAGAGGGAAGTGCCTTTGTTCAGAGATGG 
GAGGGTTTGTCTCCACTTTGAAAGGGTTTGAGTGGTTTTAGCAAACGTTCCCTGCCACGTGGGGTCCTCACCAAAGTTCTCTGTCTCTGTCTTG 

TTCGGCAACATCACCCGGGAGGAGGCAGAAGATTACCTGGTCCAGGGGGGCATGAGTGATGGGCTTTATTTGCTGCGCCAGAGCCGCAACTACC 
TGGGTGGCTTCGCCCTGTCCGTGGCCCACGGGAGGAAGGCACACCACTACACCATCGAGCGGGAGCTGAATGGCACCTACGCCATCGCCGGTGG 
CAGGACCCATGCCAGCCCCGCCGACCTCTGCCACTACCACTCCCAGGAGTCTGATGGCCTGGTCTGCCTCCTCAAGAAGCCCTTCAACCGGCCC 
CAAGGGGTG CAG CC CAAGACTGGG CCCTTTGAGG ATTTGAAGG AAAACCTC ATCAGGG AATATGTGAAGCAG ACATGGAAC CTG C AGGTGGG C C 
ACAGCTGGTCCTGCTCCCTGGGCCCAGGGGGCCCTGTGACCCCACACAGACTTCCTGGCTACATGCAACACATGTGCCTATGTGCCCTGTGTGC 
CC AAATAAC AC AACC ATCTCCTTAAG CATCAATTTTGG CCAAAAAATGCCTCTCT CTGATAAGAGCCTTTCCT CTTT CACAG C CACAGCTGAG A 
GGGTGGGTCCCTTTGTGCCAGCAGTGTGGGTTTCTCCACAGCAGGGAACCACTGTTACCCAGTGCAAGGAGGGCCTTTTCAGAGAGGCATTGAT 
AGGTGTTGATTGGTTTCTGTTTATCTGACAAGGTCCTACCATACACACTGATAGGCACTTGATTTTATGGCTTCCTAATATCTCTTGCAGAACT 
TTCTGTGTCAACACTCATATAGTTGCATCACCCGTTCTTTGGCTATCTGGTATCACCTGCTATGCACCACAATTTATTTAACTAGTACCTATTG 
ATGGACACATTTGCTGTTTATGAATAAACGCTGCTAACAACATTGCTCTAGACCTATCGTATACTACACTTGTATGCAACGTCTGCAGGATAAA 
CTTTGAAAGGGTTGGGATTGCCACAGCAAAGGATATGTGTGTTTATTTTTTTATTTTTTATTTTTTTGAGACAGAGTCTTGCTCTGTCACCCAG 
GCTGGAGTGCAGTGGCATGATCTCAGCTCAATGCAACCTCTGGCTCCAAGGTTCAAGCGATTCTACTGCCTCAGCCTCCCAAGTAGCTGGGATT 
ACAGGCATGTGCCACCACACCTGGCTAATTTTTGTATTTTTAGTAGAGATGGGGTTTCACCATGCTGGCCAGGCTGGTCTCGAACTCCTGACCT 
CAAGTGAACCATCCTCCTTGGCCTCCCAAAATACTGGGATTATAAGCGTGAGCCACCGTGCCCGGCCATGTTATTTTTATTTATACACTTGAAA 
GTACTTAAGTAATGTGTAAAGGTCTTTCTGGTTTTATTTACTGAATGAATGAGTGAATAAGTTTTGATCCTGTTTTACCATGCCAGGACTCGAG 
ATAGATTGGAAATGCCTTCTGCATCATTTTCATTTTTCCTCGGTATGGTTTACTCTGCTTTGCTCTCCATGTGGCAGGGTCAGGCTCTGGAGCA 
GGCCATCATC AGTCAG AAGCCT C AGCTGGAGAAGCTGATCGCT ACC ACAG CC CATG AAAAAATGCCTTGGTT CC ATGGAAAAAT CTCTCGGGAA 
GAATCTGAGCAAATTGTCCTGATAGGATCAAAGACAAATGGAAAGTTCCTGTGAGTATCGTGCCTTCCCCCTCACCTCCTGCCACCAGGCCTGT 
GTGGACAATTGGGAATAATTCAGCTTCCTTGTGACTGGCCCCACATGACCCTGGGAAGAGGCCATGCATTGCCATTTGACAACATGCATGCTGG 
CCTGTTCTAAAGACATTTCTAACCAAAGCTATCACTTGTGACCCAGTGTTTATTTTGCCCAGTCTAACTCTAAAATGAACACTCTTTTTGGGCA 
CCGAGGGATGTAATATTTAAAGAAAATGTGATTCAGCCCCATATTCTCCTTTTAATGGCAAATTATAGGTTGCATAGCACATTCTGTGGTTATC 
CAACTAAAATTAAAATACTGCAGTTTTTTTACTCAAACTACCCCCTTGATCTCAGACTTTACTTCTATTTTACATGAAACAAGATGCCAACAGG 
AAAGATGTTAAGGAAAAGTTCCTGGGAGTAGCATCCATGAGTGGTGAGTGCAGGTTTGAAGACTTCAGCCTTAGGCCGACAGTCATTAGAGGGT 
CTGTCTGAATCCTGGGTTCTGTTTGCTATCCTCAGTGGTTCAGTGTAAATCTAAATTGTAGAAGGTTCTGAGATACAGGCCAACGTGGTCAGTC 
AGTTGTCCAGAGAAGGTAAAGAACTGTCTTTGGGAGGTGTCAACCTTGTTCCCTCGAGGGGGTCTGGTCAAGGTGGCTCAGTGGGGCAGTTGTC 
CCTGGGGGAAATGATCCCCTGGTCACCTCTCAGTGTCCCTACAGAGATGCTTACCTTGGAAACATAACCAGAAACAGCGATGCAGCCTCATGGT 

AGACTTCACTGTCATACCTTGTATTTTAAAAATGATCTTAGCTGAGTGCAGTGGCACGCACCTGTAGTCCCAGCTACTCCTGGCAGGAGGATCG 
CTTCATCCTCACTATGATCTCACTATCGTTTGAGGCTAGTTTGAGACCAGCCTGGGCAACATAGTGAGGCCCTGTCTCAAAAAAAGAAAAAAAG 
AAAAG AAAAATTGACCACAATACT CTT AAAAAAAAAAAAAAAAAAGG AAGAAGGAAG AGTGGCC CAGGTTGCCACG CGGC AGTG CCTAGAGTGA 
TGGTCTTTAGTGGGATGCAGCCCCAGCCAGCAGCAGAATGCTGTGGGGAGGGAAGACATTGCCCCTCAGTGGAGGCACCTATGGCTATTTTTGC 
TGAGGTTTGGCTTCTTACCATCTCAGCAATAATTTCCAACATGAATGTCATGGGACCATGCACATAGCATCTTGGCATGTGAAGTCAACCCAAA 
ATAGCATAATCCACACGATGAGGCTGGCCAACTTCTGCTGGTTAAGAAGCCTGCTCATAGCCTCTTTGGCCACGAAGCTGTTTCTTTTTTCGGA 

AAGGCTGGGAGGTGCAGCTCTTGTTTGATGAACATGCCTTGTTCCCTATCTGCCCTGTACAGACTGACATCTCATGTGTCCTCACAGCACATGT 
CCCTGACACTGAGGCTTATGGTTTATGCAAGAGAGTCTCAAACTTGCCGTGCTTCCTATTCAGCTGGTGTCAGAGCTAACCAGGCATGGGGCTG 
TGAGAGAGGGGCCTGGGCTTCTGTGTTTTCATCGAGCACCCTCTCCTTAGTTGTCTTCTTCTCCTGGGTTCTTATTCCTGGGTTCTTATTCTCC 
TGGGTTCTTATTCCACTTTATATTGCAGTTGTCCAGTTATCACCCCATAATTGCCAACCTCCCAGATAATAGCTTCCAAGGCTTTCTCCCTTGT 
GTTGTCCACAGCTCAGTCCCACACCTTCCCGTGCTCCCTCCACACCTGCAGGGCTCACCTGTGGACTGATGGTGCATAGCACCCCATGCCCAGG 
CCTGGCATCAGGCAGGGTATTAGTGAGAGGGAAGAGCAGAGCTAAGCCTGGGCAGCAAGACCCAGCTTCAGAACCCATGTTCCCATGATGGTTG 
TAGAACCTTAGACTAAGGGAAACTTTCCCCAGGCTCTGCTCCTCTGGGTCTGTGACTGTCTTGAGGATTCAATGAAAATACACACCACGTACAC 
CGCACAGCACATGTGGTCATCACTGATGTAGCTTTTCTTCTCTCTTCAGTGCTCTTTCTCCATCATGAGCACCAGGAAAGTCTCCTTGTCAGGG 
TATCTTATGGTGTTTTTAACAGAGAAAGTGTGAGGAAACACCTTGGAGGGGTTTGCCACCTGGCAATTTCACCTCTTGACAACCTTTCATCTCC 
TACAGAACCTGGCTGGGGTTCTTGGCTGTTGCTGGGTGTGTAAACCTTCCTTGTTGCAGTGTAGTGGGCGTGTTATACTGTGAGTGTTTGAATA 
TGGTTGTGTATGCTTGTGGAGAGCAGGGAGAGTTTGCCAGCATACTGGATACAGTCCAAGTGTACCATGCTTCCAGCACGGGGCAGGGTCTGCA 
TCCCTGAATACAACGTCTCCCAAGTCCAGGTTGCCTAGACGTTGGTCCAGATTCTTTCATCTTTAGAAGTGTTTGTTTGTGTGTTTCTTTCATG 
GGAAATAGAGCTAAAAGGCTCCAGGGAACTCTTGTAAACCATCACCAGATCCTGTGGCTGCCCTCTCAGTGTGAGTGCGTCAGCTCCTGATTCA 
CTGTGGGAGTCTGTCCTATATTCCCCTGTTGGGTCAGGCCAACGTTGCAGGAAGTCCCAGACCTGGTTTTGAATCATCCAAATCTGCCCTACTT 
GCAGATAGTTTTATAAAATGCACATTATTTGCAACGAATAGCCACAGCACAAGGTCTTTGGAGTCAGAACTAGATTCCAGTCACTGCTGGATGT 
CCTCACTGAGCCAGCTGCTGTTTTTTTCCCACTGTTCTTCTCGGGCCTTCATTCAGATTCTCCTAACGAATGTGCTCATGTCTACTTTCCAATC 
ATCATGTCAGCTAATCCATCCATGGACCAACATTACTGGAGTCTGTAGTTGCATGAAGCACTAAGTGCCAGGCACCATTCTGGACTTTGGGAAG 
GGAG AAGTG AATC AGC AAGCACCTG C C CTC ATGG AC C CTG CATTT CAGTGGG AGAAAAG ACGCTG AAC AAT AGGAAAG AACTG CATTT AAGTAA 
GGGCGTAGAGCACACTGGGGTATGGATGCTGGGTCTTCTTTCTGCTGCGTGGGGAGGATGGACCTTGCTGTGAGGGAGGCCATTGAGAAGAGGC 
CTGAAGGCAGCGAGGAACCATCCCCACCCAGGGAATGGCAAATTCGAATGCCCTGTGGCAGGAGCGTGCCTGGGGAGCAGGGCACCCACAGAGG 
CCAGTGTCACTGGCAGAGAGTGAGTGGAGAAGGGTGGAGTTGAGGGCCAGGTTGCAGAGCACTCACGGCACTGGGAGGACCCTGCTTTGGGCAA 
GTTGGGGGGGCTGTCTTTAGGAAGCAAAGGGCCAGGGCCAGCTGACATTCGGTGGGCTCTGCCTGGCTGCCACATCATCGGTTTGCTGTGGGGA 
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GTTGTGCCTGTACATATACTTGCAAACCAAATGTGTTGATTTTTTTATCGTGATTTCAGGGCCTTCACTTTCTCATGCCTGAGCATCAGTCAGT 

TTGTCTCCGCTCTGATCTCCTGTCCACCCCACCCACCGTGCTTTTACCTGGGTCCTGTACAGGCCTGTGGGCTGGCCCTTAAGAGGTTTTCAAT 

GAATGCTTGTCACCTAAATCAATGAATTGTTTGGATCCATTCTCCATCTCCCAGCTCGTTTTTGCTTTCCACTTCCTGACATGTAGTAATACCA 

CTGTAGTTCTGTATGGGGGCAGCTCCACACCTGTCTATGTTGGGGAGGGAATGGGGATTCTTGCACCTCTTTCTACCTCCTCTTAAATCATTAC 

TGATGGACAGATGCAGGGACACAGCAATAGATATAGAAATATAAAAACATGACACTGCGCACTCTATGGTTTGTAAGATTCACTTTCTCTGGGT 

AGGAGGCAGTGTGGCCTGTTAACAACATACCATTCGGGTTGTCTGGCCTCAAATGCTGGCTCCACCTTATCACCAGCTATGGGACCTTGAGCAA 

GTTACTCAGTGGTCTGTTTCCTTCATTTCTTTGTCTGTAAAATGGCTTTAATGTCATCTCTGACTCTTAGAGTCATTGAGGGTTATAGAGTATC 

ATAAACCGAAGGCCTGCTGCACGGTGCTTGGCACCGAACGAAGCAGCTTCACCCCACTCCTGCAGTGGCCTGGACCACACTTGGATACATCAGT 

AACATACACTGAAGGTCAGGTCCTCCATGCAAACTCTTTCCATCCCTGCATCACAGGTGTACCATGACCTCTGCAGGTGAGTCATTCTTCTGCA 

GGTGAGAAAACCAGGCAGGTCCCCCTTATCGTTCCCTTCTCTTCTTCAGTCTGCAGTAGGTGTGTTTATTTCCACTCTGTGGCTATGAATAGAT 

AGAGTGAGAGTCACTGGCCATAAAAGGATTCACACTAGGGTTTTGCTTTTATGAAGTGACAGACTTAAATAAAGAATAATTATTTCGGCCGGGC 

ATGGTGGCTCATGCGTGTAATCCCAGCACTTTGGGAGGCTGAGGCGGGCAATCACAAGGTCTAGAGATCAAGACCATCCTGGCCAACATGGTGA 

AACCCCATCTCTACTAACAGTATAAAAATTAGCTGAGTATAGTGGTGTGTGCCTGTAGTCCCAGCTACTTGGGAGGCTGAGGCAGGAGAATCTC 

TTGAACCCAGGAGGCGGAGGTTGCAGTGAGCCAAGATTGTGCCACTGCACTCCAGCCTGGGC^^CAGAGCAAGAGTCCATCTCAAAAAATATAT 

ATATTATTATTATTATTATTTCACAGAGGGGGTTGGAAGTTTATTTTTGCATTGCAAGCCATAAACTAATCAAGAGGATTTTACTAGTTTGGTG 

GATAATATGGGTAAACAAAATCCCAGCGATTACTCTTCACACTTTCATCGTGAGTACCAATATGCTGTCTCCACCATTCAGATGGCAGCATTTC 

AGTCTGAGAATCGCTTTACGTGGAAAGTGGCATTGGTAAGAATTGGACTAAAAGGTAAAAAAAAAAAAAAAAGAATTGCTGAAATGCATGCACC 

TG CAT AGCC AT CAC AAAATG C CTTTGCTC AAACAGACCTTGAAAAC ACTGAGGGTAAGGC AGCAT ATTTTGGAG AT C AAAATCTG ATT ATAAAT 

CCTAGGTAATGCAGTTCAAAATGCAGATGATGGAAGCAGATTACGTCTGGGAGATGCTGTCCAACTCGGATCCCAGTTTTCTCTCCTCAGAACT 

ATATGTGAAATCCACTTACAGTGAGAGTACACCTGAGCTAGAGGGCATTTACCACTTAAGGGGGCTAAACTTATTGTTTTTCAAACAAGAACTC 

GGGTGTGGAGGAGCTTGTCCAAGGCAGGAAGGCAAAACCAGGTCCCTGATGTTGTCTGGGGCTAAGCAGAAACAGCAGCCAGCAACCAAATCCA 

TCTCCAGATGGATCCATCTCCACAACCACAGGCCCCTCCCTATTCCCCATGCAAGATGCAGCACCAGGGCATGTCCATGTGAAATCTCAGAACA 

CACAGAGGCGTCCATCAGCTTTCCCCTCTCTTGTGTCCTGTCCACAGAGCTTACCCACACCATTCAGGAGTGACTTTGAGAAGGTAGTTACAGG 

GCCTTTGCACATGTGCTTGAAGAATAACGAATATAAACAGAGGCTCTTTGTGGAGGGGCTGGGCAGTGTGGGTCAGTGGTTGTCCCTCACAGCC 

GCCTGTGGCATTTCTGGAGGTGATGTTCATCACCTGGCCTTTGCTATATAAGCACTGCCCTTGTCTGGGGTCTAGCTGGCCAGAAGCGAGCACT 

GGAGGGGGAGTCCTCCAGCCCACGTTTGGTGGGTGAGGGTCAGAGTGCTGCCTTGTTGGTGACGTCAGGGACCAAGGCAAGGGAGAGGAGCTGA 

GTGGGGAAGGAGATCCCCTGCCCCCAGAGGCCTTGTATAGCAGCACAGTTTGCTATTTTGAGAAGCTAGTCACAGCTGTGTGTGAAAAATGAAT 

TTGTTAGGAAAAGGAAACAAAGCTTACTTT ATAAAAATTATAT ATCCCTT CG CCAAAAGGGAGGATCC AGGATTG AGGGGTCCGAAG CATAT AC 

AATTTGAAGACTCTCTTATTTTTTTAAAAATATAAAATTAGGCATACAATAGAATGTATTTTTTGGACTAAGGAAAAAAATTCAATAAATTAGA 

ATTTTTTTAAAGGCTGGTCAATACTACAAGCATACAAACTTTAGAAAAGATAATGTAATATTTTAATTAACTGCCTGACACGTCTCTATAACAC 

CTTTTGTTTCCTCCATGTCCTTGACTTCACTGTGTTTGACTACATCTTAGTTCAACAATATTTAATAATATATTTGTCTATATATAGAAAAAGA 

GACTATTCATTCCTTCCTCTAGGTTCACACTTCATTATTAATAATATCATGTACATTTTTAGAATCCTTGTCAAATTTGGGAGGGGAAGATAAA 

GTAGAACAGAGTGAGCTTCCCTGGCTGTGACTAAAATATCTTTTGCAATCTGTACAAAACCTAAGGCCGTGCAGTCACATTGCTGGGCTCCTCT 

TGGTCTGGAGGAGGCTGTGATCAACTCCTCTCTGACCCTCATCCACTTGGTTCACACAATGTGGTTTATTGCCATTGTGCACAGCCAATTCTCC 

CACACACATCGCTCTGCTAAAATGTAATGGGATGTGGCCTTCATTTCATCTTATAAATGATCTTAGAATGGAAATGCTCTAAAAAGTCCATGCC 

AGGCAAAATTTTAAAGATGGAAGTATTGTTTCTTTGTATTAAGTGTATTGTTTTTGGCTAAGAGTCCTTGTAAATCTTACAAAGCCAAGAACAA 

TTTCAAGGTGACCTTTAAGACACATAAGTGGCTGCTCTCCAAATAGCTCGATTAATGTTAAAAATAAAAGGTAGTATTTCAGATTTGTGGATGG 

AGTCGTCCAACCAGTAAGTCACCAATGCTATTTTAACTACAGTTTCTACCTTCTGACTTTAGAAAAAAAAGTTACAAAAACAGTCATTCATTCA 

ACAAAATAGGCATGTTTTCAACCAGACATGCAGCAGGCATTGTGATAGGACTTGGCTACTGTGAGGAATAAGTCAGACCTTAGTCCCTGCCCTC 

ACCGGACTTTGACTGCAGGGGGAAGATGACAAACGCAAGCTGATGTGCTGCAAAGTCTGCAATGCATGGCAGTAGGTCCCCTCCACCACGACAC 

TGGGCCTACGCAGCATGATCTTGATTTTGTTTTCATTTACTTGTTTATAGTCCCCACCCCCACTTGTGCTGGATGCACAAGGGCAGAGATGGGG 

CTGTTGCCTTCACGAGTGCAACCCAGCACGTAGAACATGGTCTTGGTGGGAAAAATCTCTCTGGGTAAAGGAACATTCTGGCTGCTAACTTGAA 

TGGTGGCCACTACTTGGATAGGAGGAGGGACAACATGGTTCATCGGGCCTGTCTCAGGTGCCCAGGCTGGACTATCATCTAGTGTGTCGCTAAC 

TATAGGAACTGGG AAGTGGCCTTCAGAG C AAGTGGGCTG ACTGGATTTGGCAGAG CTTG AC ACCTCAC CAGGC AG ATGCAAC AAAAGAGCAGGG 

CAGACCCAGCCATCCCATTACTGGGTATATACCCAAAGGACTATAAATCATGCTGCTATAAAGACACATGCACACGTATGTTTATTGCGGCACT 

ATTCACAATAGCAAAGACTTGGAACCAACCCAGATGTCCAACAATGATAGACTGGATTAAGAAAATGTGGCACATATACACCATGGAATACTAT 

GCAGCCATAAAAAGTGATGAGTTCATGTCCTTTGTAGGGACACGGATGAAATTGGAAATCATCATTCTCAGTAAACTATCGCAAGGACAAA 

ACAAACACCGCATGTTCTCACTCATAGGTGGGAACTGAACATTGAGAACACATGGACACAGGAAGGGGAACATCACACTCTGGGGACTGTTGTG 

GGGTGGGAGGAG CGGGGAGGG ATAGCTTTAGGAGAT ATACCTAATG CTAAATGAC AAGTTAATGGGTG C AGCAC ACCAGC ATGGC ACATGTATA 

CATATGTAACTAACCTGCACATTGTGCACATGTACCCTAAAACTTAAAGTATAATAATAATAAAATAAAATAAAATAAAAAAGAAAAAAAAGAG 

AGCAGGGCAGCAAGAGATTCACGGGGTAGCATGGGTATGGTGGCCAGGGCAGGCCTGGATGCCTGCAGGAGAGGGAGGGAAGTGAAGCGGTGGA 

TGCCGAGTGGGTGTGCAGGAGCCCGGGCATCTACAGAACCCCAGTCCGAGCCCCAGGAGGCAGCACCATGTCATGGTCACGTGGTGCCCTGAGA 

CCATTTTGGTGCCCTGAGATTCTATGGATGGTGGCAGAGTTTTCCTTGATGGTGGCAGACTGGCCGGGTGGTGGAGGGATTGGCACGTGGCTGC 

CCCAGGCCACACCATGAGGTGTTGAGAGAGATCCTGGCTGCTCAGCTGCCCCGAGTGTGCAGCATGGAGCAGGGGCGGCTGCTCTGACGGCTCA 

CAGCAGGAGAGGCACCTGGAGAGCTGGGCTGTGATCAGGCCCAGTAGTTTGCAGATGTCTGGAGAGAAACTGAGTCAGAGAGGAAGCCCAGGAG 

GTTGTGAGCCTCAGCGATCTGAGAGGCATGCATGTTGAAGAGTGAGTGAGGAGGATGGGAAGCCTGCAGGCTTGGTGGGTCCTAAAGTTGCAAG 

AACATCACTGTCCCCTGCAGCTAAGTGGGCCTGATGTACTCCACTCAGGCCACAGTTGCTGTACATGATCTCTTGGGACCCTAGAAGTGCTCCT 

TTCC ATGATAGCTCTTTAATACATTAGTTAAAACGATTC CC AGGAAGCCCTTGTTC CAAGTATGC AGGATCAG ATAAAAAGCG C AGAAACCCT C 

AGAGCAGGGACCGACGGTGAGTGCAGTTTGCCCTCAGAGGCCTTGGTAGTCACCCCTTCCCAACCCCCATGCCACCACTGAATCCCCATGTGGC 

TTGTTCTTATATGCCCTGCAGCTGAAATTCAGGTGCCCTCCTGACCTTCCTTCCCCTGTCCATTTTGAAAAGAAATAAGCAGTGTAATCTTTGA 

GTCATCCCTTTTGTACTAGCCAAGTTCCAGGTGCAGCATGACACACTCGTTATCTCCACCTCTCTTCTCCCCTTCCTTTCCCTCATGTCTGCAC 

ACACTCCCATCCCCTCACTTCTTCCCCCTACAGCCCGCCTCTCTCTCTCTCACACACACACATACATACACACACACACACACACACACACACA 

CTTGAGAACCGCGGCTGCATATCATCTCCTGTGGACCTGTGCACAACCTGTGGGGCCCAACTTAAAGTACTGCATCCATTCTCCGTGGTTTATC 

CTAATTTAGGTTTGTTTCCTGGTCATATAGAATACTGAAGTATATGTCTTTAGGAACTGTCTCAATTTCTTAGAGAAATGGGATATACGTGAAT 

AAAATTTTTATGATTCCCTTATACTGAGTCCCACTTGCACTGCAAAGGATTAATAACATCTGTTTCCAAAGCAAGGCGTCACCTGCCATGCAAG 

CCACCTGCTGGGGAGGGGAGGTGAAGGGTGTGAGCATTGGTGAGAGGTGTTGTTCTCATGTTCAAGGTGACAGGTATGTTATCTGGTGTCCCCA 

GGCTGGGTCCCACCCAGGGCCTGCTCCTGGACGAGGGCTGTATGGCTCTGATTTGCACACCCCTGATTCTGGTGGACACAACCCTTTTTCTTAG 

AAAGCCAGAATCACTGTATCTTCTAGTCCTTAGCTGCATAAAAAAATGGGGTGCAAAACTTCTCTGGACTGTCTATTCTTATTGTTCATTGGTT 

TATCCTGCAGGGCCACCCATGGAGCCCGTAACTTAAGATGCACAAATGAGCTATTGAGTGAATATGTGTGTGTGTGTGTGTGTGTGGGTGTGTG 

TGAG AG AG AGAGAGAG AG AGAG AC AG AC AG AGAAAAAG AAAGAAC C ATCTGG AGGGCTGG C AAAAG C AC AGATGT CTG CGTTC C ATCCCCTG AG 

TTTTTAATTCACAGGTCTGTGTAAGGACTCTTCCATTTGCATTCCTGCCAAGTTCTCAAATGATGCTGATGCTGCTGGTCTGGGGATATGGTGT 

GAGCCTGTTTGAGATACCTGTTACCTACCTGGGCTGGATTAACAACTATGATCATTTGAGATTTTCATAGTTCATTGGAGGGTCTGTAACTGCA 

TTTGCAGTTGCAATTCCTGCAAAATGCCCAAATACTGTATTATTGGACTGGTTCCGATAAAGTTATCTTTGAAAATGCCTCTATTTCTAGAAAC 
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TTAAGTTAGATAGTAAAGAAATTCAGGCCATGAGTCAGACAGGCCCTGCCACTTAATAGCTCTGTGATTTGGACAACTTAATTTTGCTCTCTGA 
GCCTCTGTTTCCTCAGTAATAAAATGGGGAGACTGATGTTTTATCTGAGTCATTATGGAGATGACTTAAGTAATGTGTATAAAGCTAAGCCAAT 
GGTTGTCATGTCTCTGTGGTTCCTACATCCATGAATTCTTTTCTTTCATCAGTTCTGAAAAACATCTTGCTACTTTTTTCTTCAAATATTGCTC 
TCTGTTGTTCTTGCCCATTTCTTCCTTCAGAGACTCCTATTAAATACAGTTTGACCTTCTCAATTCATCCTTTATATTTTTTATTTTCCCTTGC 
CTTTTCTGTGTCCTGTGCTATGAGTAACGTCGTTGAATTATTCTTCCAGCGCACTAATTTTTCCTTCATTTGTGTCCAATCTGCTCTTACGCTC 
ATTCACTGATTTTTTTTAATTACATTTTTTAGAAAATTTCTAGCAGTTCTGTTTGTTTGTTTGTTTGTTTGTTTTTTCAAATATTTCTGGGGCA 
TTTTTAGAGTATCTTATTGGTTGCTAATTTCCATGGTTCCGTTTTTTATTTTGTTAAACATTTCATAGTTTATATTCTATATCTGATTATTCTA 
CTACCGAAACTTTTGGAGGATGTAAATCTCTCTCTCTTTCCCTCCCTACCCCTTTTCTCATAAGTCATGCTTCCTTATGTTTTCAGTGATCTTT 
CTGAGCTTATGCCTGATTGATATTAATCTGTGGGAATCCTGAGTATTCGATGCTGGGAACACTTTCCTCCAGAGTTGAAGGGGATTTCCTCTTC 
ACAGGTCCTTGCTTTAAGGTGGGAATCCCACATCCAGGTGCTCACTGGGCTGCTGGCCTGAGATTCTGTCCCTGTCCACAGCTGTGCTGATATT 
GGCATTGGCCCTTTGGCCAAACCCACTTTAATTGCTCTCATTTGCCACTCACTTTTTGCTGTTCAAGTTTCAACTCACTTTTTGTCCTATACTT 
CAATTTCAAAAGTGAATTTGCGGCTTAGGAAAAACCTTTTCCTTGTTCATTGAGGAATGAGACTGTGTTAGGCTGTCACGAGCCTCGTTTGCGA 
CAACAAAAACTCTGTTCCATCAGTGCTTTCATATGCTGCCGTAATTGATCAAAGTATGCCATTTTATTTGACACATGTGGTTTTGCAGACCTAG 
GTCATCATAAAGAGTCATGACCTGTCTGAAGTTAAAACTTCAAAGAGAGTTGTGGGCTGATGTCAATATCAGTTCATTGATGCTGATCAAAGTC 
TCCTTGAAGGTGAAAGACAAGATGCGTTAAATAATTCCACCTTCATGAACTAAAGCAGAGGGAGAGAATGAGAGGGCGTTTGTAATAAAATGTT 
TTAAACGACAGGTGTGTTAAAACAGCTTGGTGTGGCCTCAGATAGGGATTGTGTACTGATCTTGCTCTTCTTTGTGTGGAATGCACATGTGCCT 
CAGTAGTGCTATGGCGCAAGGCAGAAGCACTCAGAAGTTGCATTATCTATATCTTTCATGGATCAGTAAAGCTGGCATTTCTCCTGCCTCTTGC 
TGACATACACACTGTTCAGGACGTCATTCGGTCGCACATCCTCCTCTTCCCCTCTCCCAGCTCTCTTTGAGAAACCACTGTTGGGAGATGGCTG 
TGAGTGAGAACTGCCCACCCAACCCAGCACAGGCCCCCTGTGTCCATCTGCCCAGCCCACCTTAGCCACAGTGAGCATTCATCCTTTGCACATC 
TAATGCACACAGCCAATCCCAGGCATCTTCCTTCCCCTTGTATGAGTCTGACAACTGACCCGGTGATACTGTACTCTGCCATGGAAAAAAAATG 
GCAGGGGAGAATGAGAACACCTAGTGGGGTGGAATGTGCCCGGCTTTTCTGTTCCGTCTACAGCAGATACAGGCAGTGTCCCCGTAGCCCTGGG 
GAGGCCACCTTGAGTGCCTCACTACTTCTTACATCCTCACTTTCCCCTTGGTGCCCGGGCATCACCTCTGTATATTCTCTCTCCCCTAGGAGGG 
TGCAGGAGAGTAGAGGAGTCCAGCCCTTCCAGGCCATGCCCCAGCAGAGTCAACATGCCTCACCTTTGGATAGTGTTGTAGTGTCTGTGAGGCA 
CAAGGGCTGCTCACCCCAGAGGCCAAGGCTGCCTACCCTGGGAAAGTAGACATGCCGCAGGTCAAGGACTGTCTCAAGACCAGTTAGGACAGCT 
TCTCAGCATCATCTCAAGCTCAAGCCCTGGAAATCTCAGGCTTTGCAATAGGAAAACACAAATCTGTTAACTTACTCCTGCCAAGACAATTAGT 
GGGAAAAAATATTTTGTAAATATTCAAAGGCTTCTGTGAACAGCCTGAGGCCAGATGACCCTGAAGGCGGAAGGCAGCAAGCCAGAGAGGAGGC 
AGGAGCCTTGGCTGTGTGCACGCCCTCTCTGGGTGTCTGTAGAGCCATAAGCCTGGGTGGGTGTCCTGATGCCACCACCAGGGCAAAGCTCTCA 
GTAAGAGGACACAGCCAAGAGGAGGAGCAAGCCTTCCAAATCAGTTTGTCTCCTATGTTTAATTAAAAATAGCCTGGTCCAGGATCTGCCTGCA 
GCCAACAGATACCTCACAGTTGCTGGTGGTTAATGTCGCGAGCCTTCTGGTCTTTGCCACCTACAGATGCTGGGCCTGTGGGTTTCCTTTCTCT 
GCTCTTGTTTCCTGCCACCTGCCACAGGGGGCTGCCGAGGCCACATGTCCATGGTCACTACCTATACCTTCCAGTTACCTGTTGCCAGGACTGG 
CCAGGGCTGCTTGGTGGAGCACAGGAAGAGAGGGGATCGCCTGCAGAACCTGTCCTCTTGAAGAGCCTCAAGGAAGTGAGGCCTTTGCAGAAAC 
TGCTTGTTCCAAAGCAAAGGGCACTCTCTGTTTCCTCTGGGTTGCTCTCTATTTCCTCCTGGTACCAGCTCTCTTTTTATACTGCTTTTATTGT 
GAAATATAAAACAAACACATAAGAGTGCATAACTAAATAGGTACAACTTAATGA 

GCACCCAGCATTGCAGGAGACCACTCCGCCCTCACACACTCATAGCCATCTGTACAGCTGGCCTCCTGGGAGGCACGACCTCCTGAACTCTTGT 
GTTCATCACGCCCTTGCTTTTTTTGTTATTTTTCATTTGTTTGTTTTTTTAGTTTTACCACCTAGGTGTACATCACTAGATAAAACAGGTGGCT 
TTTGTCTGTTTGGGGACTTTGTGTATATGGTAGCATGGAGTGAGTTTTATGTTTGTGAGACTCATCTGTGCTTTGTATAGCTACCATTTGCTCA 
TTTTATTGCTTTAGAATACAGTATTGTGTGAATTCCTACAATTTACTTGCTCTGTGGTCACTTACGTTGTGTGCAGTTTTTGATAAGCACAGAT 
GAAGCTGCTATAAGTAGCCTTGGGGTGCATAGTGCACACATTTCATACACCTAGGGGTGGAATTGCTCATTCACGAGGTCTGTGAATGAATAAG 
TTCAGTTTCAGGAGACTGTTCCAAATTGTTTTCCAAAGTGGGTGAGCCCATTTATGCTCCCACAAGCAACGTAGGAGGGGCCTTGCTGCTCCCC 
ACTCTCAGTAGCACTTAGAATGATCTTTCTAACTTCCACCAGTCTGAAGAGCGTGGAATGGTACTTCCCTGGGGTCTTCATTCATGTTTGCCAG 
ATGCCTAATGAGGTTGATGGCATCATCTCTCAGGGAAACCTGTGCTTGTCTGTCTCAGTTTTTAACAAGAAAATGTCAATCAAGACATAGGGTA 
AGATGGAGTACAGGAGATTGGACATGGATTCAGAAACCAGAGTTCAGATCCCAI'TTATTACTACTATCTTTTTTTCTGGAGAGATGGCGTCTCA 
CTCTGTTGCGCAGGCTGGAGTGCCATGGTGCAGTGTTGGCTCACTGCAGGTTTCACCTCCTGGGCTCAAGTAATCCTCCTGCCTTGGCCTCCCA 
AAGTG CT AGGATTAC AGATGTGTG CC ACTGCACCTGGTTCAG ATCC CATGTATTATCT C CATGACCTTGAGGT C AC AGACGTAAAAG ATTAAAT 
TATAGGAAATACTTTGGAGTGACATATTGTCACCATTCTTTCAAGGCCAACTTTTATAGGCATATGCATCCACTCTTACTGCTGTAGTATTTGG 
ATAGCTCTCTATACCCTCAAACTATAAGCCACTGATATGTATAGAATAAACATAAATAGTCTCACTTTATAAGATACTTTCCCTATAAAACAGA 
CTCAGTTCTCTCTTTATATGAAAAGATTACCATGTGGTTTTTTGTTGTGTTGTGTTGTGTTGTATTTAACAGTCACCAACTGCTGGCTGTAGTC 
GGCCATGTGGCTGTGAAAAGGGAGCTCACACCTTGGGCGCTGGCAACTCGGTTGGTTTGGGAGGAAGAGGTTGTTCTCACAGTGGGGAGGTTTC 
AGCACAGCCACCTGCTGAGGCCACAGAGAACCTAGATATGTGTCCTGTACCCTGGCCAGCTGCCCTGAGCTGTGGGGTGGTGTGCATGGGCAAG 
CACCGCTAGAAAAGACACTTATTCTGAATTTCACTCCTCCCATGCCATCGTTCAGCTTTCAAGTCTTGGGTTAGCTTTTTGAGATAAGTCTCCA 
TGGCAAGGGACAGGAAAGCATGGCCATGTCCAGTTCTGAAGGCCATCTCAACTCTCCCTGTGGTCGTGTATCTGACTTCTTGCAACCAGGAGGA 
GGCATCAGAAATTTCCCCAGTACCCAGACGTCCCAAGGCAGTTGGGCACACTTGAACTCTGCCCCAAGTACAGTGCATTTGGGCACGTGGCTTA 
ACAATTTTGGACCTCAGCTTCCTCATTTTAGAAAATGCAGGGGCCAAAGAGGCTTCCTGGGACTTCATGACTCACCCTCAGAACCTAAGATCTC 
ATGAACCAAAGGGCTGCAGCTGTGGAGAGGGGAGAATGGGGCAGTGTGTGTGACTACGAAGCTAAACTGGGGGATTCGCACCCATTTCGTGCCT 
TTTCAGCCTCCACTGGGACCTGGAACTGCCCAAGTCCCACAGGTCTTCCAGGGGATCTCTCACCTCCCCATGAGTCATAAGCCTTACGTGGCAT 
GCAGTGGAGTGGGGGTGTTGTTCCCTGCCTGGCATCAGACTCCTGTGTTTCTGTTCACCAGGACCCAGGGCAGGGGGTTGTTCTGAGGGTCGCC 
CAGCATTACCATGAAGACAGAGCCTTGGCTGCTCAGCACGGCCAGCACAGCTCTGGTTTCACCTCTGTCTCTTCACCCCACAGTGGATGTCATT 
TTCTTCTCCTGGGGGTGTTACCCGACAATATCATCATTTGAAACTGTTTGAAGTCCAGCCCTGCCTCCCTTTCCTGCATTGGGAGCTTGGAAGT 
CCAGCCCTGCCTCCCTTTCCTGCAGTGGGAGAGTGGAAGTCCAGCCCTGCGTCCCTTTCCTGCAGTGGGAGCATGGGAGGGACTGAGGAAGGCC 
CGGGGGATGGAGGCTTCCATAACCCTCCATCTCTGGTCCAGAAGATGGCTGGTTAAAATGCGCACCAAACACCCCCACCCACACTCCAAGCTAG 
GTGGTAGAGCTGTCCATCTTGGATCTAACCCAAATGCAGGCCCTGGTGAAGAAAGGTGAGTCCACAGTGCTCCACAGATAATCAGGGCCCGTGG 
TGCCCCTGTGCTCATCACCCTGAGAAGCGTCACTGCTACTGAGCACCAGGCTCTCCTGACCACTGCCCAGAGGTCCTGGGCCCTGCTAGAGCTT 
AGCCATGGTCCATTCATCACCAACCTGCTAGCATTTCCTTGTTGGAAGCTTGCCCACTGGCATCATCCCTGAGTGGTAAACTGGGCCTTCCTGG 
GTTGGGTAAAGCCCTTGACCCTGAGGCTCCAAACTCTGCCCTCCAGCTGCCTTGCCAGGTGACAGGCCCCAGAGAGCGGCTGCTGACCATTCAG 
GCCAGGGTGCTTCCTCCCAGGGTCCCACCTGGAGACTGGCGGGCCTGGGGATGATGCAGTTCCATCCTCTCTTCTAGGATCCGAGCCAGAGACA 
ACAACGGCTCCTACGCCCTGTGCCTGCTGCACGAAGGGAAGGTGCTGCACTATCGCATCGACAAAGACAAGACAGGGAAGCTCTCCATCCGCGA 
GGGAAAGAAGTTCGACACGCTGTGGCAGGTAGCCAGCCTCCTCTGCCCACCTTGTGGGTAGAGTACAGGGCACGTGGGGCTCCTTGTCCCATGG 
ACTGTTAGACATGAGAGGAACTGGACCACCCACTGCCCACAGTGTGGTCCCCAGGCCAGCAGCAGCTCTGGAGCTCATGAGAAACACACACCTG 

TCATGTGAGGTGAACGAAGGTTCCATGGCTTGTTCAGGGCCACTCAGCCCTCAGTGCCACAAGGTGATGTAAGTGCAGGGCTGTGTTCAGAGTT 
TAACAAGACACTCTCTTTGGAGATCTAGAAAATATTTCTTCCTAGGATATTGTAACTAGAGCCCAGAACAGCCTTTCAGACAAAGACACACAAA 
ATAAAGGAATGGATGCCTGGGGAAGGAGGCCTAGGAACAGCCAAGCAGGACTTTGTTGGTGGTGTGAGAGGCTGAATTAGACAGCAAATGTCAG 
GTGCCCTCCTCATTGTAAATCGAGTCTCTCTCTGTGGAAACTAAGGCAATTTAGGAAGCATACTCCCTGGGCTCCAGGCTGCTGCTTATGCTGA 
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TTGCCACAGCCCTGGTCTAAAAAGTGCTTATTCCTGACCCAGCTACTAGAAA^ 

TGAGCACTAAAATAATGCTCATCAGTGCTTTCCCTGAATCGCAGTGAGCAGAGATTGCTTGTCTTAATTTTGCATCACAGCTACACTGGCTGAT 
G ATGAAGG AAATAACCGTAAC AGTACTT CGTG CATCATCTT CG CAG AGC ATCCT ATAAACTGTAGTAGGTT C AGAAACAGGG AGAAAGC C AACC 
GACTCTGCCACCACCCCACCGCCCCAGAGCACCAGCTACCTTGAACATGTGTGGGTGAGGGGCATAATCAGGGCGTGTTCCAATGTCCTCACCC 
AAGCCCAGCTGGGGCCACACATGCAGTCAATGTTGAGGAAAGGACTCAACTCAAAATCCTGTCTTTTCAAAAACTGAGACTACAGAGCCTTAGC 

TATGATCATATTAAAAAATGTTAGTCACAACATTTACATTGTCTTTTGATTTTGTGGCTCATTGCCATTTGTCATCATTAACCACAGGCTTCTT 
TCTTTTAACGATATTGATTCGAAAGAGTATTTAACCTTTCTACACTCAAAGCCCCAAAGCACATCAGGGAGGTGAGTAGGGAATGTGGCCTTCT 
GGAATGCAAAGGCACCTGGAGTCCTCTATGCCAGCTTAATGCTCCAAGGTCCCAGGCCCCATCACTTATAAACAGCCATTCATTCACCTTCTCC 
TGAAAGGGCATTTTATGTGTGTGGCGTTCTGTCACCATTTCAAAGGCTGAGCACTCACCATAGTGTTAAGCATCTCTAATTATTGAGAATGTCC 
TTCCCAAGAATCTTTACTATTTGTATTGATTCCCCTGGTAGATCATAGCATTCATCCCTAATTAAATATTCCTCATTGTATATTTTCTAGGCAC 
TGTGTTTAGGAAACTACGTCAAAAATGCCAGCAATACGTTCCAATTTCCCATGCATGATTTCATTGATTTTTCTTGACAGCGTTCTAAGGTACT 
TGTGTACCCTACCCAACTCCAGGGCCCCAGTGCTATTTCACGGAGAGTTGGTGATTGCCATAATACCCTATTTCAATATTCTTTACTGTAGACC 
AGGGATCTGCAAACCCACAGACCAACTCTGGCTCTCAGCCTGTTTCTGTGTAGTCCCTGAAGAGAATGGTTTGTATGCTGTTAAAGGTGTTGTT 
TTGGATAAATAAATAAATAAACAAAGG AC AC AG ATACGGTATG AGGC CCAC AAAAGCCTAAAATAC CACTTTCTGG CCCTTTAC AG AAAAAATT 
TGCTGCCCCTAGCCCAAGAGGGGGGATCCCTAGCTGTGGGCCCACTTCCCCAGCCACCCyTGTGGAGTGGACTTAAGCACATAAAAGCATTTAT 
GTGTCTTGGGGCCACTTCGAAAGCCCAACAGTCAGTCAGTAGCTCTCAGTCACTATTTGTCTATTTCCTGACCTTGGTATTTACCACTTTCTTA 
CTTTTTT CT CTTTCAGCT AGTCGAGC ATTATTCTTATAAAGCAG ATGGTTTGTTAAGAGTTCTTACTGTCC CATGT C AAAAAAT CGGC ACACAG 
GGTGAGTTCCCAAGACACTGGAGTCTCAGTGTTTGAGGTATCAGTGACAATCAGCCTCATTTTAGACTTAGCTGATTGCAGATTTGGGTTGGAT 
GAGGACTTCTTTTTACGGGTTGATTAATAATGATATCAGAGCACTCCGATTTTGTATATCGTGAATCAAAAAATAGCCAGTTGCTTTAACTTTA 
AAAAAATTGTAATTTATTTGTCTTCATTGCATGCGGGAAAAAGTAAAAGAGGGTCGAAAGAAGTACCTGCAGAAAGCGTGCTCACTTCTCAAGC 
AGCAGCACATCCTGATCTCATTGATTGATCTGCAGTGGGGAGGGGAAGGAAGTGGTTTCCTCAGATAGAGCAGTAATTGTCCATGCTCTCTCTA 
ACCAGGAAATGTTAATTTTGGAGGCCGTCCACAACTTCCAGGTTCCCATCCTGCGGTAAGTGTCACTAGGAATACCACTGAATGAGAAGCTGTT 
GCATATTTCACAAATGAAAAGCATGTTTTAGCTAACAGGAGTAGTAGGCATTGATATTTTGATTGCGCTTCAAAACATACTCCGTGATGAGCTG 
GGATTGCTAGTGAGTGTTAGGCAGAATCAGCCTCCTATTAGTGATAAACTAACCACATTTTCTTTTCTTTTTTTCTTTTGCTTTTTTTTTTTGG 
AGATGGAGTGTCTCACTCTGTCACCCTGACTGGAGTGCACTGGTGCAATCACGGCTCACTGCAACCTCTGCCTCCCAGCTTCAAGCCATTCTCA 
TGCCTCAGCCTCCCGAGTAGCTGGGATTACAGGTGCCTGCCATCACACCCGGCTAATTTTTGTATTTTTTAGTAGAGACGAGGTTTTGCCATTT 
TGGTCAGGCTGGTCTCAAATTCCTGGCCTCAAGTTATCCTCCTGCTTCGACCTCCCAAAGTGCTTGGATTACAGGCATGAGCCACCACACTCTG 
CCTAGCCACATTTTCTTAACTTCTTGTCTAGATGAAATTCTCTTCATTTTTGGAGAATATACACAATGCGAATGAAACCCAATATTAAATCAGA 
AGTAGGCCTCTTGCAATATTTGAGAAATGGGAACATATTTTTTAGCTTCATCCTTGAGCCGTCTATGTTAACACACGTAATTCACAGGACCTCA 




GCTCCGCCTCCCGGGTTCACGCCATTCTCCTGCCTCAGCCTCGCGAGTAGCTGGGACTACAGGCGCCCGCCACAACGCCCGGCTAATTTTTTTA 
TATTTTTAGTAGAGATGGGGTTTCACCCCGTTAGCCAGGATGGTCTCGATCTCCTAACCTCGTGATCTGCCCGCCTCGGCCTCCCAAAGTGCTG 
GGATTACAGGCGTGAGCCACCGTGCCCGGCCCATATGGACTTTTTATGCCCTTTAATGCCATCTGTGAAGTGCGCCCTCTGCACCTCACTTTTT 
GCCTGGTAACCCTTGAAAAACAAAATCTGCAGAAAGCCAAATATACATCCTGCCTCCAGTAGGGACAATTGGCTGCCCAGTAGCTGAGCCCAGG 
TTGAAACAGGGGAGGCTGTCCAGGGGCAGCACTTGTTATCAAATGCAGGGAACGTGAATTTGCTAAAATACCAGTGACCTTTGGGATCAAAATG 
TAATGCCTTTATGGAAGTGTGACTTTATTTTGCCCTTTACAGGGCTCACAGGCCTGGCAACTCTATCTTAATATTATAGGCTCGGTGAGACAGA 
TCCATACAC CCTTC AGATGGATGAGGGCTTAGGG CTGAGAACT CTTAAAAG AATGTCAAGCCCTGTG CTTAGCCATCATCACCCAATGACTACA 
AGAAGTTAGATATTTTGGAATAACTTTTTAATTGACTGGTAAGATACATACGGGAAAAAAAAGGCATACGCCCTATGTGTACAACTCAATTAAT 
TTCCACAAAATTTTCCACCGTGGAACCAGCACCCACCATGAAGAAGCAACACAACTGAGCACTCAGATCTACTTGTAGTTTCTTTCGGTGGTTT 
GT CTTGAGCTTACAACTTAATAATTC CACGTGAAG CATGAGCTAGTGAATGTAACAGCTCTAATTTTGT AG CCTTC AGTGGAACATATTTCCCA 
AATATATTTCTAGATCCTTCTTCCCAAGTGGCAGGCCCTTCCAGAAGCCTTCCCAATGATCAGGTGTTGCCCGTGGTCGATCTCATTGGCAGGG 
ACAGGAGGGGGTTAGTGGTGCGATTATAGAAGCAAATTTAAGTAGCATGTCATGGAAGGGATCCTGTATTTGTTTTCTGAAACATTTACTGTTC 
CTCTTTGCCGTTGTGGTTTCTAGACTTGGTCAGCGGGTGGAATAATCTCAAGAATCAAATCATACTCCTTCCCAAAGCCTGGCCACAGAAAGGT 
GCTAAAGCAACCCCTGCTTGCTGTCCAACTAAGTGGTAGGACCAACGCGCACTCAGCTCCCGCCCGCCCAGTCTGCCCTGTGTGTGCGCTGCCC 
CCCATCTCTTGCCACTCTGCTTCCAGGCCTCTTTGCCCTTGCTCACACCTGCTGTTCCTGGGCAGCCGCGCCCCAGGTACATCATGTGCTTTTC 
ATGTGGGTCCTCAGTCCGTCAGCTGGAAGTCCAACAGTGTGAGCATGCTTTCTGTGCTCAAGCGTCATTTTAAAGTCGTTTCAGTTGGCGTCAT 
CCGTCATAGCTAATTATCATGTCGGAAAATCTTTTCAAAGATGGCCCACTTACTTTTTGGTGGCCAGACTCACGTGTTGCAGTGTTCTGGTAAT 
TGATTATGTAAGTTACGTTGTGATGGAGGGAACACCAAGGTTTTGTGAGGCGCGCTGCACAGTGAGGTCAGGCAGTGCATGGTAACTTCATTAT 
GGCTTAGACGTCTAACATAGAACTGCAAATGTGACATGTAAAGAAGAGGTGTAATCTGAGGTCTAGAAAAACCAGTTTTCTTTTTGAGGCAGTA 
ATGTTGACATCTCATTGATTTCCATGTTTTGTTCTATTATTGGATTTTGAGGGAAAATAAAAATAAGTTCTTTTTCATGACTTTTATTTATAAT 
GACTTATTTATTCCTTCCCCCAAAATATGTATATATAATGTGTTTGAATTGCTTTTTTTCCATTCTACTTTTATTATCAGTGGGGTAAAATTGG 
TTCTTTTATCAGTAATTCTTTTTATTTTCATATTACTTGGTGTTTTTACCGACATTTTAGCATATAATTGAGCATCCACTCATGAAATAGATTG 
C CT AAAGTATTTACTAGAAACAACAGAAAT AAAAGACATAAAACC CTTGAGATTTTATTTAGTAATAATTTTCCAAGTTTACTCATACT CAAGA 
AGTTCTCAATCGTGTTGACCATAGAACAGAAAGATTTAATGCAGTGTTCGAGAGGAAGAAAAGGTTTATTTTACACTTGAATAAAGTAACTATG 
TCTGTTTTT C ATGTTTACCCAAGGCAAAAC ACC CCCAC AGATTACT CACAGTGGCTAAAG AAATAC CTAG AAAATAAGTTTTGGTGCAT CTTTA 
GACTACAGGAGAACATGTCAGAAAAAAGTTGAAGAAAATATCAGTGACCACCTAAAAATAAAGAAGTATATGTGTAGATAACAACCATAACATC 
ATCAAAAGAGAAATGAGAAACTGGGAGTAAGTAGCACTAATGCTGACACATAGATTAATAGCTTTAGTATACAAAGAGATTCTAAAAATAATTA 
ACAAAAATATTAACTGTCTACTAGGATAATTGGCAGGGAATATCAGTAGTAGTTTATAGTAAAGCAAATATAAATAGTTCTTAAACATATGAAA 
TGTTGTTTAACTTCATGAGAAGAGAAATGCAAGTTAAAACTATGGTGCTTAACTGTGTCCACCTATGATCCAAATTTTAAAAGCTTGATAACAC 
TGTAGTAAAGGCATGGTAGATAAGCACTTTCACTCTTCCTTGGGGAAGTCTGAAATGATGCAATCTGTAAGAAAGGCTCTGCAATTTTATTTCT 
AAGTATGTACAGATATTCTTGCATTTGTGTGAAATCATGTACATGTGAAGGTGTTTTTTCCAAAATTGTATAATTGACAAAGTCTGATAATAAT 
TTAAATGCCTATCAATGGAAAACAAATGAAATTGGTTACAGTAAAATTGCTACTATGGGAGGCAGCTGAGATCTAGAATTGTTTTCAAAATATA 
ATTTTAAGTGTAAAAGTCAATGTCCTGCAACACACACATACACATACATATATGCAGAATGTGTTGATATCGTATACAGTATCCTAGAAAAATA 
CAGAAAATGCTGGCAATGCTGGTTGCCTCTGGAGTAAGAGATGGGAATGTTAAGAAATCCCACTTTTCATTGTAAACTCTGTTGTATCTTTTTA 
AATTTGAACCTGTTAAGAAATTTTAATCAATTTTTTTAAAACAGAAAATTAAATAGTAGAGAGTAATTAATCTGATTAATATTGTGAAAATACC 
TTTCTGGCAAAAAAAAAAGTTTGCTTTCTATTTAAGTTTAGAAGAACTTTAAAGTATACATTGAATTTTTTATAGAAATAAGAAACTGGAAATA 
AATATTACTAATGATGACACATATATAAGGCCAAAAATATCAACAGATAATTTTTAAAAGATCAAGGTTGTAAGGTTTAAGCTATAGATTAAAA 
ATATTTTAATTGCTTATCAGAAATATTTTAGAGCTAATATGTATATTTTCACAAACAAATGGGGAACTTTCCATTATGTAATCAGTCATGAGAA 
AAGAATTGTGAGAATTATGTCAAATGTCCCATCATGTTAGCTAAGAGATAAATAACTTTCTTGAACTTGTTAATTTGCTCAGTGTACATAGTTG 
TTTTAATAATT CAGGCAC AAAAAAT ACATGTTAGAACTTGAACTAC CTATAG C ATCTAG ATAGTTAATG AAAAGTATGTTT AGATTTG AAG ATG 
ATTATGAATCAGATAATTTAAATTTTTCATAAAATTACTAACAGGCTGATGCATTTTAAACTTGTCTTTAGAAATTAGTAGCTTACTGCCAAGC 
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ACAGTGGCTCATGCCTATAATCCCAGCACTTTGGGAGGCCGAGGCAGGTGGATCACTTGAGGTCAGGAGTTCAAGACTAGCCTGC3CCAATATGG 
TGAAAACTCATCTCTATTAAAAATACAAAAATTAGCCAGGCGTGGTGGCACACGCCTATAATCCCAGCTACTCAGGAGGCTGAAGCAGGAAAAT 
CACTTAAGCCTGGGAGGTGGAGATTGCAGAGATCGTGCCATTGCCCTCCAGCCTGGGAGACAGAGCAAGACTCTGTCTCAAAAACAAAAAAAGA 
AAAGAAAAGAAAAGAAATTAGTAACATACTTATAAAGTATAAACAAAATTAACTTAAGAATACAACTAGTAGTCTTTAAATGAATTAAACCCCT 
CCCAATATTAGTCCTGGAATTTCTTTCTCTGCTGCTTTAAGCACAGAACCTTATCCTTCTTTTATGGAAAATAGGTGGAAATTAAACAGCAACA 
TCTCTAAAAAGACTTCCAGGGAACTTTTCAGCTTTGCATTTCAAAGGCACATCCCCTAAGAGGATTAAACTGAAATGTGTCCCAGAATTTCCAA 
TTAAAAGCCATTTTTCATGTTTTATTCCAACACATACATTGGTGATTATAATATTTTAAAACTTACATTTAAGTACAGGGCTCAGTGGGAAGAG 
AAAAAAGAAAGAAACATCCTCAAGTTGTACCCTGTTGCTTGGTAATGCCTTAGTAGACCAGACCCTTGAGAAAATGTGTTTTCATATAATTATA 
AAGGAACAGATTTTAGATCTTCACTGTAAGAGAACAGTAATTGCAGAGGTCAAGTGTTATTTTCATGGATCTCAGAGCAAAGCTAATAGTAGCC 
TATTGCCCAGCCAACAGTCTGCCCTCGGCTGTGGGGGTCTACTGAACCAGGGTAATTCCACCAAAAAAAGGAAACCAAACCTAGTTTATTGCAG 
GCAATATTTCTAAAGCCAGCTGGCTCTTTTGTCACTATTATTGTGATGACTAATGACTGTATTGT'CATCTGCATTACTGGTGTTGCCTAATTTG 
AAAATGGCCCAAGAATGTGGGAGTAAAAATTAAGATGTAGTAAATGGATGTTAGGACACTTGGCAATACTCTGGAATCAGGAAACTCTGAATGG 
ACCTATCAGTTCCACAGACCAATAATTTTTTCCTCTTTTGTTCACTTTTGGATCACCAGCTTTTAAACATAGGCACTCAAAGAATGCTTGTCAA 
ATACATTTTCTATTCGCAGTTAAACCTTACCAATAGGAAATCAGGGATAATAATTTATAACTGGACTTATTATTGCAGAGTGATATCCTTACCT 
GAATTTATAAAATTTAAAGAAAAGTC AC CAGTTGTTCTTTTGGAAGGTAGAAAGCG AAGGTGGCTAATGCCAT CTAG CGGTGGACTG AAGGTTT 
GAGCCTGTTCTGAGTATTAGCAAAAATGAAGAAAGTGGAATGGTCAACATTTCATTTACACCTTGTTGCTCACTGTGCAGAACAGATGACACTT 
ATTGATTGGGACAGAATGGCTCTCTCAAATGCAAACATAAAGAATAAAAGGTTAATAGTAATGTAGACCGGAAATATATTTTTTATTAAAATTA 
AATGTCATTACATTTTTTAAGAATAGTATTTTTACAATTTATCATTATGCCACTGTGCTCATTCTTTACAAACTCCTCAAATTTTTCTTTTTAA 
CTGAGCATTTTCTTTTAGAGATTGTTTTGGTTATTGTTCTACTAAGTGGCATATTCACCAAGTGCTTTGGGAAAGATGAAGCATGGATTTTGCA 
TCTTCATCTTTATCATAAAGTAACTACTGTTCTTTTAACTGACTCAATAGGAAACCTCCCATTTCTTCCACATTCTTCCAGTTGTGGCATCATT 
CTTTGCTCCAGTCCTGTTAGTCACCAGAAAGAGATAGGGGCAGGGAGCCCAGGGATCTGGGTAGGAGAGAGTTGATGTGGGGTTGTTGAGAGAC 
ATGAGGGTTCTTTGTGGCTTGGCTTAAAAGGCTTATAATCACATAGTGGTCTGTGTTGGGCAGCATGGAAATGAAGCCCCAAGCTTTATTGGCT 
ATAAACGTGGAGTTCTAATTTCCGAGGAAGATCTCCCATCTGTTTCCCTATCCATAAGCCAAGATAGACTAGGGGTGAACAACACACTGCTAGT 
GAGAGTATAAATTATTTGTGCCCAGGGGT'TTAGATTCTCTGTGTCCATCGCTACTAATTCTTACT-SATTCCTGACACCCTAGTATGCCTTTCAG 
CATATTTTGACAACCCCATCTCTGTTTTAAAATTCTTCCCTGCAGGATTCATATGTCAGGGAATTGCGTTCTGGTTTAATTGGAACAAGCCATT 
TGGAAGTCCTCCTGGTCTGGAGAACATTCTGTGAGGTAGAGAGGCTGCAACCCCAGGATAATGTCCTCAGTGGGAGGGACAGGAGGTCTTATGT 
CAAGAAGAGGTGATGGTCCCTCTCGTCACCAGTGATGGCTAGTCCGAGGACATCCTTTAATTCCACATCTGTTCAAGTTTTGTCTTTGGATCTC 
AGAATGTGCCTGCCTGCAGGGAAAATCAAAGGAGTTGAAATGACAGTAAATATTAACCTTGAAAGAGACTTTAAAAAAAATAAAACTATTTTCA 
GCCTAGAATTGGTTGCGGGAGAAAACTGGGCAAAAGAGGAGGACAGAAAGCCTAGGGGATCACCCAGTTTCTGTCAGGACAGTTTTCCAGAGGC 
AGGATAATTATATTATAAATCAGAAGTGAAACCACAGCACAGTCCTGTAATCATATGTAAATGTTTAAAAGAAATAGATTGTCATTTGGAATTA 
TTCATTCTTATTTCTCTTCATCAGCATAAAGGCTTGAGAGAGAGCTAATTTTTAAAGCACATTAGATTATACTTCACATCTCCTAGTTTTTAGA 
AGTGATTTTCATTCATTCACCCATCCATTCATTCATGTGTTTGTTCAACACATTTTTATTGAGCGTCCTTGTGGACGTGGCACAGTTCCGAGTG 
CAGTGAATAAATGTCTCCCCCTCCTTGAGCTTATATTCTATTTTTATTTTTGATGTGTCATAGTTACTTCTGTTAATCAGTTCAGTAGAAGTGC 
TGAGATACTCTGTGACAAAACAGATCCCATCGACATCATTTTTACAAATAAGACCAGATGTCCTTTAGCCTTGTCAACAGGCTTGGGCCATGGT 
GAACAATGTCTGCCTCTGAAGTGCTCAGCAGACCGTGTGAAAGAAGAAGGTCCGGGTGTTTGGAAACAATGGGTGAGTGGCGGTAGTGGTGCAT 
TGTGACCTCATTATTCTGCTTTTGGTTTCTCGCCTTGTAATATGAATAAGGCACATGAGGATTTAGTGTGTGTCATAAGATAAGTGACTGTCAC 
GTTAAGCTTAATGTCTCTGTTTCTGTAACTTTCTCCATAATCTGGCAGTATCTCATTTCTTCGTGGCCAGTGTTTGGGCACTGAAAAGGTCAAT 
CAATACAT AGAATTGTGACTC AACTCACG CTGAAAAAAAAAAAAAAGCATCTGAATC ATGGTT CTC CTGTGAATTAAATTTAGTAGC AAGAAT C 
TTGTTTTAATTTGGAAGAAAGGGTGGGTCAGGAAAACTC AAGATAGAG ACTTTC AAAAGGGAAAGTCCTTAGG ATAATG AGTAGATTTC CC C CC 
CCAGTTGTTTCATGATATAAACTGATGTGGACCAAATAAATACCTGTCTCACAGGGGTACTGATTTCCAGCATTAGCTGTGGCAGCTGGAGCAT 
TGCTGGCCTAGGTGGCAGCAACTGGCCTTCCCTTGGGACCTGTAGTTACTGACCAGTGCCACCCTCTGCCATCCACCCCAATGCTGCTGCATCT 
CCACCGAAGATAAAGACTTGGGTGGAGACTTGGAAAACATATGTGCGTTGGAGTTGGGAAGTAGGTAGGAGCAGCTGATGAGTACTAATTTTCC 
TCTTTAAATAATGTCCATGTAATATGAAATTGAAGAGCACAAGTTAAAGAAGGAAAATGCTTCCAAGGCGAACATGCAAATCATCAGCGATCTT 
TGGTAGGTGGGAATAGGATGTGCAAGGGGGTGAGTGGGGAAGCAGCTCTATCCAGGCCAGTAGAGTTGACTCTCACCACACCCTCTGAACACCT 
CACAGAGTCCCTTGAGTTGTAGCAGCACAAGCTTGCTTTAGCCCTTGCAAGATCCAAATAATTGCCCGAAGAATGAGATCAGCCTTATTTTCTT 
CCCTGTTTTTCGTAATTCTTTCCTTTGTCTTTCCTGCAAAAGTTAAACTGTGATTATTGGAAAATAAAAATAATTATGCAGATCAACTTAACAG 
TTTTGTGGATGAAGAAAAACAACCTGTTGTCCTTTATGTACTTTAGTCCTCCCCTGCCCAAGGGAACCGGCAAGAGAGTACTGTGTCATTCAAT 
CCGTATGAGCCAGAACTTGCACCCTGGGCTGCAGACAAAGGTGAGACTTCCTTTCATTCAAGGGACATTCACAGAGCAAAGTGCGTGGTCACTT 
GTAAGTTTGTAGAGTTGGTTCACGAATCCACACCACGTCCGTGATTGCAATACAGCCACAGTTAGCCATGGAAACACTCACATCTAGTGGCAGG 
CAGCAGGCACCACATGCCCATGAGCAGTGATGGTGCTATTGAATGAAATGGTCTTTCCCACCTCCCTCACCCAACGACGTTGGAAATGTGCCTG 
CCACTCTTCAGAATTTCTCATCCCTTGCAACATTGATGCTACTCTGAGTTCATATTCCCATGAAGATCATGTTCTTGGAAGGATGAATCCTGGT 
GTGGGGTCCAGCCCCAGGTCGTATGTTTCTTGACTGCATTGCAGGCCCCCAGAGAGAAGCCCTACCCATGGACACAGAGGTGTACGAGAGCCCC 
TACGCGGACCCCGAGGAGATCAGGCCCAAGGAGGTTTACCTGGACCGAAAGCTGCTGACGCTGGAAGACAAAGAACTGGGCTCTGGTAATTTTG 
GAACTGTGAAAAAGGGCTACTACCAAATGAAAAAGTAAGTTGCTATGTTCCACCAGCCTCACCCTCACATGAGCrCAGGTTCTAGACATGACTG 
AGAATAACAAAATGTAACCTGGCATGACTAAACCCTTTTTTTATTAATGCTACCATTCTTGTTAATTTCTGGTACTATTATAATGAAAGCGTCC 
ATTACCTTTAATGGCAAAAACTGCAATTACTTTTGCACCAACCTAATAGTACATGCACCTTATGGAAAATTAGGAAATAGAAACAAGCAGAAAC 
ATAAGAAAATAAAAACATCAAATTGGCATGGTGGCTCATGCCTGTAATCTTAGCAATTTGGGAGGCTGGGATAGGAGGATTGTTTGAGGCCTGG 
AGCTTGAGAC(^GCCTGGGCAACATAGCAAGACCCTGTCTCTACAAAAAAAATAAATAAATAAATAAATAAATAAAACATAA 
ACATAGTAGTGCACACATATACTTCCAGCTGCTCAAGAGGCCAAGAAGCCAAGGCTGCAGTGAGCCATGATTGCACCACTGCACTCTAGCCTGG 
GTAACAAAGCAAGGCCCTGTTTCAAAAAACAAAACAAAAAAAAGAAAAGAAGAACATCATATTTGTATAATACCATCCCAACACTACTACTGTT 
AACTAAACATTACTACTGTTAACTTAATCTTATTGTATATATTTTTAGATCTTTATTTGTACACAC!AGATATTATTTAATTAAAACAAAATCAT 
TCCATTATAACAATAGTTTTTACATTTATTTTCTTTAATTTTATAGTTACATCTCATTTTTCTTACATGAAAATTATTGATTCCAAATATGATT 
AGTATAATTATTTATTGGCTTTATCCTATGATTTCAGATAACAATACATATTATACAACAGTTAAAATTGCTAAATTTCGAAAATATCTTTGTA 
TTTCTTTTGGTCTTTAGAAGGTACCCAACATAGAATGTACAAGTAAAACTACTGGTTTCTAAAGTCCTTTGAAATACACCCTCTGTTTGAATTG 
- GTATGATACTAATATGAATGTGGTTAGATTTAGTAGCTTCATGGTATTTCAAATGTAAGGGATTTTTGTAAAAAAAAAATTCGTGAGTAGGTAA 
TTTTTATGATTCAAGGGTTAAAAATATAGACAAAAATATACACAGACATGCGTGCTTTCCGGCCGGGTGCCGTGGCTCATGCCTATAATCCCAG 
CACTTTGGGAGGCCAAGGTAGGTGGATCACCTGAGGTCTGGAGTTCAAGACCATCCTGGCCAACATGGTAAAACCTCGTCTCCACTAAAAATAC 
AAAAAATTAGGTGGGTGTGGTGGCATACACCTGTAGTCCCAACTACTTAGGAGGCTGAGGCAGGAGAATCACTTGAACCTGGGAGGAAGAGGTT 
GCAGCCIAGCCAAGATCACACCATTGCACTCCAGCCTGGGCAACAAGAGTGAAACTCTGCCTCAAAAAAAAAAAAAAAAAAAGAAAGAAAGAAAA 
AAGAAATGCTTGCTTTCCAATCTGTCCCTTCGATTTGTTTTTGTGCATGTGTGTGTGTGTAAATTAGATACACATACATGTATGTATACACACA 
CAAACATACACACATATGTATACATTCACAAGTATATACATGCGCACATATATACACACACAATCAAAATTGGCTGTGATACTTATTTTAAAAT 
ATATGTTTGTATATCACAGTCATTTTGTACAATGAGTAAAAATGTTTCTGTATTAATCCTAAGCTTTTTCAGATTATGAAAGGTTGTGATCTTT 
ATTCTGTGCTTAAATTTGTGAATTAACATAGACATGACTGTGGACATAATTTCAACTAGAGAATTTGGGGAGAGGAGAGGCTCTCTCGGTCAAT 
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TTGGGGCAAi^TGATGTCTTTACAATACTGAGTCTTTCAATCTATAAACACAGCCCATCTCTCCATTTACC^GGTCTTCTTCAGCCTCTCTCAG. 
GAGAGTTGTTTACCTTTTCAATGTATTACATTGAAATATATGCTTTTAAATTCTGCACCTAGAAATTCACTTTCAACAATTATGAAAGGCATTT 
TATATTCACATTCATTACATGTAATCTGAGATGGTGAATCCCAAGATGTTACAGGAATTCGTACATGTCATCGTTGGTGAAGTTTATTTACAAG 
TTATTTAAATATTTTACAGTTTAGGGTTTTTGCTTGGTTGGGACATTCTTCAGTACTGTTGTTCAGCATTCTTTTTATTTTATATTATTTTTTA 
GAAACAGTGTTTCACTGTGTCACCCAGGCTGGAGTGAAGTGGCAAGAAGCTCACTGCAGGCTTGAACTCCTGAGTCCAAGTGATTCTCCCACCT 
CAGCCTCCCGAGCAGCTGGGACTACAGGCTTGCACTGTCACGCCTGGGTGATTTTTTTTAGAGATGGGGGTCTCACTATGTTGCCCAGGCTGAC 
CPTGAACTTCTGACCTCAAGCAATCCTCCCCTTTCAACGTCCCAAAGTATGGGGATTGTCAGCATGAGCCACCATGCCCAGCCCCCACCATTCT 
TTTTTAGTAATGGAGTATTACTCTCATTGTGTATAAAATAAGGGAATATAGGTTGGAAGGCCAGCCATCCATTACAGGCTTCTGAAGACACATT 
GCCACTCTGTGGCAGGTATTTCCGTGGGACTGTTTCCACAGGGGGATTATGCTTCACAGGATAAGATTATCTAGAAGTGAGGCATTTTGGAAAG 
TTTCTTGTGTGTTATGATTTCTCTTGCAGAGTTGTGAAAACCGTGGCTGTGAAAATACTGAAAAACGAGGCCAATGACCCCGCTCTTAAAGATG 
AGTTATTAGCAGAAGCAAATGTCATGCAGCAGCTGGACAACCCGTACATCGTGCGGATGATCGGGATATGCGAGGCCGAGTCCTGGATGCTGGT 
TATGGAGATGGCAGAACTTGGTCCCCTCAATAAGTATTTGCAGCAGAACAGGTATTGTCAGGTGCCCCCACACATCTGGAAGCTATCCCCTAAG 
GGACAGGGCCCACCCCTGGATGGGCCGAGCAGCCTGATTTCCTTGGGAAGCCTTCCCACCCTCCTGTGCCTTCCTTTATTGGTCCATACTCAGG 
GACCTTGACAGAGGGACAGGGAGACATAGTCTTTGGATTCAGCTCTGTTAGCTCTAGTTGTTCAGAGAAGAACTCATTTGACAGTTTTGTCTTT 

TTTCTTTTTAAAGAAACATTTTAAATAAATGCTTTTCTAAGAGGTGACAGTTAAGTCTTATCTGTTTGGCTGACCTTATGTTGTCATGAGTGAT 

GACTTCTGAAAATACCAATCACTGCTAATTGATTACATCCATCAAGGGAGTAATTGTGTTCTTCTCATCTAAAGCTGTTGTTGAGATGAAGAAA 

CTCAGTTGGAGTAAGACAGAATGATGGCCACCGAGGAGCTTGCCTCATTTGCTGTGCTACGTTTGTACTTAGATTGTCTCTTTAGTCTCGATGG 

AAGGGAGGTGTTCTTACCCTGACTTTGTAGGTGAGAAACTGATTCTCAGGGTTAGTTCTGTGACCTGTGTGATACTGGAACAAGGATTTGAGGT 

GGTGCCTGGCTATCTGTGAGCCAGGCCTGACTACTCTGTTATACTGCTTTTCTTGCAATTCCAAGCATGCCAGGAAACTCAATpCCATTGAACA 

CCAGGAGAATATGGCATTGAGTCCTGAAGAGCTATATGCTAACAAAGTTATTTGTCACCACTCGTGAGTTTTGTTGTTTAAGAAGAGGGAAGGA 

GTAGATTCACCCACTGCCTGCGTGAGGAGCATGGTTGTTTGTTGTGAAATGGGTCACTGTGTGTTATAGCTGATGAGATCATTATGACTTTCAG 

ACATGTCAAGGATAAGAACATCATAGAACTGGTTCATCAGGTTTCCATGGGCATGAAGTACTTGGAGGAGAGCAATTTTGTGCACAGAGATCTG 

GCTGGAAGAAATGTGTTGCTAGTTAGCCAACATTACGCCAAGATCAGTGATTTCGGACTTTCCAAAGCACTGCGTGCTGATGAAAACTACTACA 

AGGTAAGTACAACTTAGCTAATATTCAGAGCAGCAGGTGGTAAAAAATGCAAGATAAATGTACGTTTTCTTTATTTTATTATTGGTATGGTTTC 

AAAAAGCAGTTTTGCTACTGAAAAATAACTATGTAAGATATGTTCTTATAATCTTTGATTTTACTGTTTAAAAAATAAAAATAATATCACACCT 

TGAGATTTACTCAAAGTAGTATATTCTAAATTATGTTTCATGGAATGATCAGGAATCGAGGTATTAAGTGAAGATTTGTTTTGAAAAAAGAAGA 

ATGGGATTCCTTCATTAAGTTAATTTGAAAAGTTTGCATTGGACAGCTTGATTCTTGCAGGATTTCCCCGAAGCCCTTTTCATGCTACTTAACA 

TTACGAATGTCAGTAGAGGGTTTACTGCACTGCATTTCTCAAACCAGATTCATGCATGGCATCCTTTTCTGATAGGACATTTCATAAGATGTGG 1 

TGGAACACTGTCCCACAGCATGGAGCTATTGGAGCTTGGAGCTCCAGTACTGCAGTTCAGAGCTCCAATATTGCAGCTTGGAGCTATTCCAAAA 

TAACTTTCTAATGAAGACCTACCTATACATGCAAAAGTTAGAAAGTGAAGATTTACCAAATAAACTCGTCATCTGTGTATGTCCACTACATATG 

TAGAAATTGTTCTATTGGCTTAACTGGTATCCAGAAGAGTTGAAGTGTCAAAAAATAGATGGAGTGCTGGAAAGAAGAGATCTAGATAGTTATG 

TGACTGAAGCTAAAAGAAATATGCCCCTTGGTTTGGTGAGGCAGAGATTATCAAGAATTAAGGGTGGACTTCCAGCAAAACATAAAGTAGAAAC 

TAGTTCTGGGTGGAGGTTTGGAGTTCCTAAAAAATAATTTCACAGTGACCAATCCCCTTGCTAATATAACTTGACCCCTCTCTGAACCCTCAAA 

TGAACCAATAACAACTAAAAGAAGAAAAGATAAGAAAGCTCTATCTTC^TATTAACTCATCTGTGGTGTATACCTAGGGTCTATGTTAACCAAC 

TGGAAAACGTGATGGCACCAATCCCACTGAGTCAAAGAGGGTGCCGAAGGGAGGTTAACAACCCTGCTAGTCTCTGGTGAAGTCCACATGCTCA 

GAAATAGATGGCAGACCTTCAAAATCTACCTAGTGGGTGGCAGATAGGATCCTGTGTTTCATGCCCTGCAGTGGTCAGAGACCCCACCCTGAGT 

GACAATACCCAGCCACTCACCTTTGCCTAAGAGGCAGTCCATGGACTGGTAGGTGATGGGGAATGGTGGACCTCGGCCAGCAAAGGGACTGCAT 

GAAGGGTAAGCCACAAGAGCCAAGCTCCCAGGCAGGGAGGCAGACTCCACCATCTTGAGCACAAAGGCCAGGCGAGAGTACAGCAGGGGTCAGG 

CTGGCCCTCCTCACCCCATTCTTCATACAGTAGCTTCCCAGAAGGAAGCCCCTTCAGAGGTGAACCACTGTGAGAAAGGCATCAGCATGGGCCT 

GGATAGAAATAGCAGGGAAACAGAGCAAGGAAGACAGCAGCCTAGGATGACCAGCATGGGACATGCTGGAGAAAGAAGCCTGTTGTAATGCTGG 

ATGT AC C T CAT CAT GAT GAT T AC AG AAAAG AAG A C AG C CTGT C T GAAACAAG G AC AC AG AGG AG AT AG AG AAAAT G AAAC AT G AAT GCTGGGCA 

CCTTATCCACTGCTGTATAACAAATCACCCCAAACTTACTGCCAAAAACACCACCAGGTGTTGGTTTCCCTGCCGTCCTGCTGTGTGGGCAGGG 

CCAGGTAGGCAGGGTTCAGTGCGTCTGCTCACACAGGGGATTGCACAGTGGCCCGAGGGACAGGAGGACCGTTTCCACTCTGCTCACTCACACT 

ACTCAGCCACTGAGCAGCTGGTTAGACACAGCCCATGCTGGAGACCTCTGCGGGGCTGTCAGCCAGCTCACCTGCACATGGCCTCTCCTTGGGG 

CCCTTGGGCTTCCCTTGGGCCCATGCTTCCCTTGGGCAGCATGGCAGCTGCGGGCTGAGAGCAGTTACCCAAGAGGCAGGAAGTGGGGGCTGCC 

AGGCCTATAAAACCAGGCCCAGAAACTACCTCAGGGTCACTTCCACCTGATCCTATTGGTCAGAGCAGCCAAGGCCACCAGCTTCAAAGGATGG 

GATAG ATAGAAC CACC CTTTTGAGGAGAAGTGTC AAAG AGT C AAAGAAC ATGGGGCC AATTCTAAAACTGCTGTAG ATATTAAACAGC AT ACCA 

TTAAAAAGTAAACTAAACTAAAAAGTAAACCAAAGATTGTGTTTGGACAATCAATGAAGAAAAAAAGCCACTAGGGAAATAAAAGCCATCTTGG 

AAGCAGCAAAAAGAGACAAAACTACCGAAAAGATAGGGTAGTGGAAGATTTCTGTATGAAAACAAAGCAAAGTGAAATGGAAAAGAATAAAAAG 

TGGGCCGGGCGTGGTGGCTCACGCCTGTAATCCCAGCACTTTGGGAGGCTGAGGTGGGTGGATTACCTGAGGTCAGGAGTTCGAGACCAGCCTG 

GCCAACATGGTGAAATCCCGTCTCTACTAAAAACACAAAAATTAGCCAGGCATGGTGGCAGGCACCTGTAATCCCAGCTACTCTGGTGGCTGAG 

GCAGGAGAATTGCTTGAGCCCGGGAGGTGGAGGTTGCAGTGAGCTGAGATCGTGCCACTGCACTCTAGCCTGGCCAACAGAGCAAGACTCTGTC 

TCAAAAAAAAAAAAGGAATAAAAAGTGAAACAAGATCAAAGAAAAGTGCTAGCTGTGGAAGCAAACGAACGCTGGCACTCGGGAAACCATGCGT 

GACAGGGTAGATTTGTGCAGCATCACAACTGAAAAACACAGGTGTTCTTTGATCCAGCAGCTCCTTCCGAGAGCAAACACACACATCTGGTAAT 

GTGCACTCTAGCACGGGCTGCCACGGCAAAAATCTGGAAACTGCCTGACGACTGCTCCGCAGGGTTTGGTCCAATCAGTCATAGCAGATTCACA 

GGAAGCTCACAATGCAACCCTTTTAAAAGTGACTTATTTGCATGTGCTGACCTAGAAATATGTCTACTATACATGGTTAGGTAGAAAAATTAAA 

AAGTACAGTGCTCAAAGAATATGCCCCTAGTTTTATGACCAGAAAAAAGTATACACTACCTATTTATGCATGTATCTAGGTTATTCTGAAGACA 

GCCTAAATTTCATTGCATTTAAGATTTGTCAAAGGTTTACTTTTTTCATCAGTTCAAAATTCAGAAGAAACCTGAAATAACACACATGGTTGTA 

TTGTTCATGACTTGTAAGATCAAAATTTTAAAATAGCACACAAGGTGATGGAAACAGAAGTATAATCAGTTGTATCATTTGGAAGAGAAGTGCC 

AGGGCACCTTATGGTCTCCAGATTGATGTCCTGAATGTCTCCTTGTGATCCACTGTAGTGTCATGAAATCAGTTTTCACTGAAATCATGTCCCC 

CTCTCCACCGCAATGAGACCTCACACAGGTGACATCAGCAGAAGATAACCAGAGTCCGCTGTGTGCCCCCTGAATCCCAAACCCAGAGAGAGGG 

TTTTGCTATGCAGTTTTGACCT CTGT ACT ATCACTTGCTTTTTAAAATTAGGAAATTAGAATGCTTAGATCATTTTTTAATGATGCTAGCAAGT 

AGTGCATGCTAAAATAATTGACCTGGGTGGAGAACTGATCAAGATGGACGACTAAATGCAACTAGTATATGCTCCTCCGTAGAGACGGACCAAA 

ATAACAAGTACATATTCACACTTCCAATAGATGGTCTAAGAGAGAACACAGATGCAACCAAGGAGCGACAGGAAGCACCAAAAGCAAAGCACAG 

GGAAACAAGGCAGCCTGCTTGGCCAGGAATGACTGGGAGCTGGGAGAAGCTTCCAGATATGGGGAAAGCATAAATGAGAGATCCCCAGGGCTCC 

ACATTCCAGCCAAGGACTTCTACAATCCTAGCGACAGAAGAACCCCTCGACCCACGTGGGCCTTAAGACTAACATAGGGAGCTGCCTAGGGATC 

ACACAGAGGCATTGCTCCATAGAGGGAACTCACGCTGAGTCCCACAGGCTTCCAAGCTCTGAGTAGCTGCAGCTTGGTGCCATACTGAGAACCA 

AGTCCCCAAAGGACTGCATCTTGCCCTGGGACTATTGCTGATGCTGCCATCACCAGGCCAAGGACAGAGGGGAGAATGGACACCTTCACACACC 

CCAGGGACAGATCCCCCTGCTGCTACAGGCTGCTGTGGGGCTGAGACACAAGCAAATCACACCCCCTATAGCTGCCTGCCTACACTGCTCCCCC 

TGAGAATGTCCGCAGCCTCCCCAGGAGCAGGCCCATAGCCAGCGCCATTCTGAGAGCCAAGCCTCCAAAGGTCTGTGTCCTTCCTTGGGCCAGG 

GCTGATGCTGCCACTGCCCCGCCACATAGGGAGAAGGGAGGCCAGGCACTTTCACATGCCACAAAAACAAATACCACCACCACTGCTGAGGGCT 

GCTGTGGGACCAAGGCTCAAGAAGACTGCATATCCCACAGCTACCTGCCTACTCTGCACCTATTGAGAGTGGCCCTACCCTTTCTGGTGGTAGG 
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CCTTCAGGGCAGCCACTGCTGGCAACCTAGAGACCACCCCTCCCTGCGTATCACAGCCAGCAGCTGAATGCACCACCAGGGAGCCTGAGCACAA 
GTCCATTGGCCTAGTCACATGCCCCAATACTTGAGCATGACATCCTGTTGCAGCCACCGCCAACACCAACATGGACCACTTGGGTTGCAGTGAG 
TTGCCCTACCACCATTACTGCCATCACCCACATCACACCCACTCCCCAGGAACCCAAGAACCTGCCCACATGCCCAGGCACTGCAGCATCCACA 
CAATCTAGCTGAAAGCCCAAGGGTCAGCCTTCTTAGACCTACTAACACCAGTGCTAGTGTATACCGCCCTAGGGCCCAAGGACAGGCATACTCA 
- G CT CACTGCTGTCACC ACTGGGGT CTGAAGACTGGCCC ACCTAG C ATCCTATTCAC AGTACACCTTCACAACAG CCTC CACTAATAAC CATACG 
CT AAGG CACTG AG AAAAT C AC AGGTGTC ACTGAGGCI'GTTT ATGGCC ATAGAAATTATACATAGATTAAATACTGCATTCAC CCCAAATCAAAC 

ACGCATATACACATACACATACGTGTATATATACACATACACATACACATACGTGTATATATACACACATATAGACATACGTGTATATATACAC 
ACATATACACATACACATACGTGTATATATACACACATACACATACGTGTATACATACATACACACATACGTGTATATATGCATACATACACAT 
ATGTGTATATATACATAGATATACACATATGTGTGTACATATAC^ 

GTGTACATGTACATACATACACATACACATATGTGTACATGTAGATACATACACATACACATATGTGTACATGTACATACATACACATACACAT 
ATGTGTACATGTACATATATACACATATACACATATGTGTACATGTACATATATACACATATACACATATGTGTACATGTACATATATACACAT 
ATACACATATGTGTACATGTACATATACACATATACACATATGTGTACATGTACATATACACATATACACATATGTGTACATGCACATATACAC 
ATGTGTACATGCACATATACACATATGTGTACATACACATATACACATATGTGTGTATATACATATACACACATATGTGTGTATATACATATAT 
ACATATATACATATATATACATATGCACATATGTGTATATATACATATATATACATATGCACATATGTGTATATATATACACACATATATGTGT 
ATATATATATATACCCAACATATATATACCCAACAACATATATATATTTTCAGGAAAAAGACCTCCTCTACAAAAGCAATTTCAAAAAACTGGA 
AGAAATGACTGTTGTACCACATGGGCAGATATCAATGTAAGAACACAGGAAACATGAAAAAGCAAGGAAATATGATACCTCCAAAGGAACACAC 
AATTCTCCAGGAAAAAAATCCCAATCAAAAAGAAATTCACAAAACCCCAGATGAACAATTCAAAATATTGATTTTAAAGAAGCTAAATAAGATA 
TAAGAGAATTCTGAAAAACAATAGAGAGAATTCAGAAAAACAGTTCAGGATATGAATGAGAAATTTATCAAAGAAATAGATATTTTTAAAAGAA 
CCAAACAGAAATTCTGGAACTAAAGATTCATTGAATGCAATAAAAAATACATCCCAAACTCCACCAATAGACTAGATCAGGCAAAAGAAAGAAT 
CTCAGAACTTGAAGACAGGTCTTTTGAAACAACCTATTCAGACAAAAATAAAGAGAAAAGAATAAAAAAGAATGAGCAAACCCTTCATGATATA 
TGGGGCAGTGTAAAGCAACTGAATATTCAAATCATCAGTGTCCCCAAGGGTGAAGAGAGAATGAAAGATTAGAAATCCTATTTAATGAAATATT 
AGATCAAAACTTCCCAAATATAACAACAAACCTAGAC^TCCAGATGCAGGAGGGCCAAAGGTGCCCAAACAGATACAATGCAAAATCATCTTCT 
CCACAGCACGTTATAATCAAACCACTTAAAGTCAAAGCAAAAGCAAATATACTAAAAAGAGCAAAAGAAAATCTTCTAATTACCCATAAAGGAA 
CCACC^TTAGACTAACAGTGGATTTCTCAGGAGACACCTTACAGGCCAGGAGAGAAGGGGATGACATTTTCAAAGTGCTGAAAGAAAAATACTG 
CCACGCAAGGAGACCATGTCCAGCAAAACTATTCTTCATAAATAAAAGAAAAATAAAGCCTTTCCCAGGTAAGCAAACACTGAGGGAATTCATC 
ACCACTAGACTGATCCTAGAAGAAATACTCAAAGGAATCTTAAACGTGGAAGTAAAAGGACAATATTTACCATCATAAAAACACACAAAAGTAT 
AAAACTCACTGGTAAACCAAACATACAAATAATCCTGTTAAATAGTGGGCTAAGAACATAGATAGACATTTCTCAAAAGAAGATATACAAATGG 
CCAACAGGTATATGAAAAAATGCTCAATATCACCAAACAGCAGGGAAATGC^AATTACAAAGACAATGAGATACCATCTTACCCCGGCTAGAAT 
GGCTGTTATTAAAAAGACTTTTTTTAAAAAAATGCTTTGCAGATGCAGGAAAAAAAGGAAGTCTTATACACTGTTTGTGGGAATGTAAATTAGT 
ATAGTCACTACGGAAAATATTAGAGAGACTTCTCAAAACAAAAACAGGCTGGGCACGGTGGCTCACACCTGTAATCCCAGCAGTTTTGGAAGCC 
CGAGGCGGGCAGATCACAAGGTCAGGAGATCAAGACCATCCTGGCTAACACGGTGAAACCCTGTCTCTACTAAAAATACAAAAAATTGGCCAGG 
CCTGGTGACAGGTGCCTGTCATCCCAGCTACCTGGGAGGCTGAGGCAGAAGAATGGCATGAACCCAGGAGGCGGAGCTTGCAGTGAGCTGAAAT 
C ACACTACTGC AC ACTC C AG C CTGGGCGATAGAGTGAGACTCCAT CTC AAAAACAAAAAG AAGAAAAAAAAACTAACTAC ACATAGAATTACCA 
TATGATCCAGCAAGTCTACTATTGGGTATTTATCCAGAGGCAAATAAACTTGTATCAAAGGGACACATACACTCAACGTGCTTATCATAGAACT 
ATTCACAATAGCAAAGATGTGGAATCAACGTAACTGTCCATGGATGGATGAATGGATAAAGAAAATGTGGTGTGTATATATATATATACACCTC 
TAGAGGTGTTCACTGGTTACTTAGGGTACACCCTATGTAAATGAAGAGGCTAAAGTGAAGTTACAAAGTTATTTACTTGGTGTACACCCTATGT 
AAATGAGGAGGATGAAGTAATGTTACAAAGTCATTTACTGAGTGTACACCCTGTGTAAATGAAGAGGATATTTCCTGTCATAGCTGAAGTGTTT 
CCATTTGATTTAGTTCTAGGAAGTCCXTAGGTTCCCTGCCTCCAGGCCCTATTCTCCTGTCTCAATTTCACTCAGCATAATGTCCTCTAGGCTC 
ATGCATATTGTAGTGAATTCCCTTCCTTTTGAAGGCTGAATGCTATTCCATTGTCTATATAGAGGGTGTTTTGTTTATCCACTCATCTGCTGAA 
GGACACTTGGGTTGCTTTCATGTTTTAGCTATTGGGAATAATGCTGCTATGAACATGAATGTACACAATTTTATGCTTTTCTTTCTTTCTTTTT 

CAAGCAATTCTCCTGCCTCAGCCTCCCAAGTAGCTGGAATTACAGGCACCCGCCACCACACCTGGCTAATTTTTGTATTTTTAATAGAGATGGG 
GTTTCCTCTTGGCCAGGCTGGTCTCAAGCTCCCGATCTCAAGTGATCTGCTCTCCTCAGCCTCCCAAAGTGCTGGGATTACAGGCATGAACCAA 
TGTGCCCGGCCCACAATTTTATTCTTAATGGAATTTCTCCCTCTGCTTTGCTTTTAGGCCCAGACCCATGGAAAGTGGCCTGTCAAGTGGTACG 
CTCCGGAATGCATCAACTACTACAAGTTCTCCAGCAAAAGCGATGTCTGGAGCTTTGGAGTGTTGATGTGGGAAGCATTCTCCTATGGGCAGAA 
GCCATATCGAGTGAGCCAGTCCTGCTTCATTTTCTCACTGTGGGGCCATTAGAACAGATAAGCACCAGATTGTGTTTACAACAACCTGAAAATC 
GTAATCTGAGTGTCTCATTATCTTTTACCAGTAAGCAGTTAATGTGCCCTCAGTCTATTCCAAACTGAGAATGAAATATCTGATGCTCACTGAA 
GAGTGTGTTTTTCCCATTGTGTGTCAACACATGTAAATATACACAAAATATAACCCAGATCATTACTCATTAGAGTTGAAATAGAAATAATGAC 
TATTTACAGTATCTTAATTACATTTTTTAGATCTTTTAATTAAAACATATATACCAAAAAGGGCACAACTCTTAGCATGCAGTACAGTGGTTTT 
CCACAAATGAAACATACCCATGAAATCAGCCCCCAGATGAAGAACAGAACCCCAGAAGCCTGTTTCCTGTGCACACACAGCGTTCCCCAGGGGT 
GACCCAACTGACTCCAACATCACAGATTAAGTGCTCCTGTTTTTATACTTCGTATAATTGAAATCATACAATGTGTACTCCTTCATGTCTTGGA 
GTGGCTGTTTTGTTTTGTTTGACTAACACGTTTAAAAAAAAAAAAGCTTATGCATATCTTGCATGTTGTAGGGGATGAAAGGAAGTGAAGTCAC 
GGCTATGTTAGAGAAAGGAGAGCGGATGGGGTGCCCTGCAGGGTGTCCAAGAGAGATGTACGATGTCATGAATCTGTGCTGGACATACGAGTGA 
GTACCTGACAC.TGACTGTGATGTATTCAGATGCTCTGGAAACAGGTGAAATGGTTGGGCGTCTAAAAAAAAGGATAAAGTTCACCTTTTCATGA 
ATCAGGAATGTGCGCGCTTTCTAAACAAACAACGGTGGGGGCTGGTCTTGCTTTAGAGACCTTGCTTTCTGGCCCATGCACTTACATGTAGTAG 
AGCCTAAAGAGCAAGTTTAGATGGGGACTCTAACCCGAGTGTCCAAATTTAAATGTCGATAATGGTGGAGAGATGGGGCAAGGGCAGTCAAAGT 
AAAAAAGTGTTTGTAAGAGTTTGGGGCTGGATGCCATTTTTGGCATAGAGGATGGCAGAAGCACTCGGTAGGGGATGGTATACTTTCCTGACTC 
CCTGATTACCATGAGCAGTGAGGGGTGACCTCGGACTCTGGCCAGCTCACAGATACATTGGCTAAGGTTGCACTTCCCTAGAATCTACCTCATC 
GTTGAAGTGGTGGCCTCAGTCCACCCTGACTGCCGTCATACGTCTCGCTTAGTGGATCCCAGGTGCTGTTATGCTTTTAAAGTACACCTGGCAT 
TATTCTTAGGTGATGTTCAGGGCAGCTCAGCAAGGAAGGAAAATGCATTGCCACTGAAAATTAGGAGTACAGTTTTGCCAGGCTCAGCAGCCTG 
CTTGTGCGTGCATAGCACGGTGACCCCAAGCCGCCATCTCCAGTTCCCTGGTACTGAACTGTGCACAGAGAGCCCACACAGCTGAGAATCGATG 
TGGTTTGTGATCAGGAGGACATCACAAATCCTGGCCATGGATTTGATGCTTTGCGGAATCAGGTTTGCCTTCAGATACAGCTGACATTGCCAGA 
GCCTCTGAAAGATGAGGGCTATTCCAAATGCTGCAGATGCCACCTGGGATTCCGAGACCTCCCCTCCCCACCCTGGGAGTATCACTCTACCACA 
ATTGTGAGTGACAGGGAAATAATCTCATTCTGTATCTAGAAACCACCCAGGGGGCAGCCACAAAGGCAGCAGGCAAACTGTGGGTATATGCTTC 
CCTGCCCCTGCTGCTGCCGTGGCTCAGGAGAGGAGCCTGGCCTGGGCCCCGGAGCATCTTCTCCAACCCCAAGTGTTAGTGCAACAGGGAGAGC 
TAAGTGTCAGCAAGAGGGAAGTGCTACTCATGGATCTAAGAGGATGTTTATTCCTAAGTCTTGGCTTAATTCTCCCAGTGCCTAAACTAGAATC 
GTAAGAACCATTGGCAGGTAGGCAGTGGCAGCACTGGACCCTGGGGAGGGCAGCCCTTGGGCACGTGGCAGGCTATGACCCTTTACTGAAAGTG 
TTCTTTGGTCCAGCGTGCAGCTCCCTTTGCAAGGCTTCCCTTCTTGTAGAAGGGTGA 

HUMAN SEQUENCE - TURNA 

GAGGAAGAGCCGCGGGCCCGGCGGCTGAGGCCACCCCGGCGGCGGCTGGAGAGCGAGGAGGAGCGGGTGGCCCCGCGCTGCGCCCGCCCTCGCC 
TCACCTGGCGCAGGTGGACACCTGCGCAGGTGTGTGCCCTCCGGCCCCTGAAGCATGGCCAGCAGCGGGATGGCTGACAGCGCCAACCACCTGC 
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CCTTCTTTTTCGGCAACATCACCCGGGAGGAGGCAGAAGATTACCTGGTGCAGGGGGGCATGAGTGATGGGCTTTATTTGCTGCGCCAGAGCCG 
CAACTACCTGGGTGGCTTCGCCCTGTCCGTGGCCCAGGGGAGGAAGGCACACCACTACACCATCGAGCGGGAGCTGAATGGCACCTACGCCATC 
GCCGGTGGCAGGACCCATGCCAGCCCCGCCGACCTCTGCCAGTACCACTCCCAGGAGTCTGATGGCCTGGTCTGCCTC.CTCAAGAAGCCCTTCA 
ACCGGCCCCAAGGGGTGCAGCCCAAGACTGGGCCCTTTGAGGATTTGAAGGAAAACGTCATCAGGGAATATGTGAAGCAGACATGGAACCTGCA 
GGGTCAGGCTCTGGAGCAGGCCATCATCAGTCAGAAGCCTCAGCTGGAGAAGCTGATCGCTACCACAGCCCATGAAAAAATGCCTTGGTTCCAT 
GGAAAAAT CT CT CGGGAAG AATCTGAGC AAATTGT C CTGATAGGATCAAAGACAAATGGAAAGTTCCTGATG CGAGCC AGAG ACAAC AACGG CT 
CCTACGCCCTGTGCCTGCTGCACGAAGGGAAGGTGCTGCACTATCGCATCGACAAAGACAAGACAGGGAAGCTCTCCATCCCCGAGGGAAAGAA 
GTTCGACACGCTCTGGCAGCTAGTCGAGCATTATTCTTATAAAGCAGATGGTTTGTTAAGAGTTCTTACTGTCCCATGTCAAAAAATCGGCACA 
CAGGGAAATGTTAATTTTGGAGGCCGTCCACAACTTCCAGGTTCCCATCCTGCGTCCTCCCCTGCCCAAGGGAACCGGCAAGAGAGTACTGTGT 
GATTCAATCCGTATGAGCCAGAACTTGCACCCTGGGCTGCAGACAAAGGCCCCCAGAGAGAAGCCCTACCCATGGACACAGAGGTGTACGAGAG 
CCCCTACGCGGACCCCGAGGAGATCAGGCCCAAGGAGGTTTACCTGGACCGAAAGCTGCTGACGCTGGAAGACAAAGAACTGGGCTCTGGTAAT 
TTTGGAACTGTGAAAAAGGGCTACTACCAAATGAAAAAAGTTGTGAAAAGCGTGGCTGTGAAAATACTGAAAAACGAGGCCAATGACCCCGCTC 
TTAAAGATGAGTTATTAG CAG AAGC AAATGTC ATG CAGCAGGTGGACAACC CGT ACATCGTGCGGATGATCGGGAT ATGCG AGGCCGAGTCCTG 
GATGCTGGTTATGGAGATGGCAGAACTTGGTCCCCTCAATAAGTATTTGCAGCAGAACAGACATGTCAAGGATAAGAACATCATAGAACTGGTT 
CATCAGGTTTCCATGGGCATGAAGTAGTTGGAGGAGAGCAATTTTGTGCACAGAGATCTGGCTGCAAGAAATGTGTTGCTAGTTACCCAACATT 
ACGCC AAGATC AGTG ATTT CGG ACTTT C C AAAG CACTGCGTGCTGATG AAAACTACTACAAGGC C CAG AC C C ATGGAAAGTGGC CTGTCAAGTG 
GTACGCTCCGGAATGCATCAACTACTACAAGTTCTCCAGCAAAAGCGATGTCTGGAGCTTTGGAGTGTTGATGTGGGAAGCATTCTCCTATGGG 
C AGAAGCC AT ATCGAGGGATG AAAGGAAGTGAAGTCAC CGCTATGTT AG AG AAAGGAG AG CGGATGGGGTGC CCTG C AGGGTGT CCAAGAG AG A 
TGTACGATCTCATGAATCTGTGCTGGACATACGATGTGGAAAACAGGCCCGGATTCGCAGCAGTGGAACTGCGGCTGCGCAATTACTACTATGA 
CGTGGTGAACTAACCGCTCCCGCACCTGTCGGTGGCTGCCTTTGATCACAGGAGCAATCACAGGAAAATGTATCCAGAGGAATTGATTGTCAGC 
CACCTCCCTCTGCCAGTCGGGAGAGCCAGGCTTGGATGGAACATGCCC 

CAAAGGCAGTCCCGGGAGAAAAGACGGATGGCAGGATCCAAGGGGCTAGCTGGATTTGTTTGTTTTCTTGTCTGTGTGATTTTCATACAGGTTA 
TTTTTACGATCTGTTTCCAAATCCCTTTCATGTCTTTCCACTTCTCTGGGTCCCGGGGTGCATTTGTTACTCATCGGGCCCAGGGACATTGCAG 
AGTGGCCTAGAGCACTCTCACCCCAAGCGGCCTTTTCCAAATGCCCAAGGATGCCTTAGCATGTGACTCCTGAAGGGAAGGCAAAGGCAGAGGA 
ATTTGGCTGCTTCTACGGCCATGAGACTGATCCCTGGCCACTGAAAAGCTTTCCTGACAATAAAAATGTTTTGAGGCTTTAAAAAGAAAAAAAA 
AAA 

HUMAN SEQUENCE - CODING 

ATGGCCAGCAGCGGCATGGCTGACAGCGCCAACCACCTGCCCTTCTTTTTCGGCAACATCACCCGGGAGGAGGCAGAAGATTACCTGGTCCAGG 
GGGGCATGAGTGATGGGCTTTATTTGCTGCGCCAGAGCCGCAACTACCTGGGTGGCTTCGCCCTGTCCGTGGCCCACGGGAGGAAGGCACACCA 
CTACACCATCGAGCGGGAGCTGAATGGCACCTACGCCATCGCCGGTGGCAGGACCCATGCCAGCCCCGCCGACCTCTGCCACTACCACTCCCAG 
GAGTCTGATGGCCTGGTCTGCCTCCTCAAGAAGCCCTTCAACCGGCCCClAAGGGGTGCAGCCCAAGAC'rGGGCCCTTTGAGGATTTGAAGGAAA 
ACCTCAT C AGGGAATATGTGAAG CAGACATGG AACCTGCAGGGTC AGGCTCTGGAG C AGGCCAT CATCAGTC AG AAGCCTC AGCTGG AGAAG CT 
GATCGCTACC ACAG CCC ATGAAAAAATG CCTTGGTT CC ATGG AAAAATCTCTCGGG AAGAATCTG AGCAAATTGTCCTGATAGGATC AAAGAC A 
AATGGAAAGTTCCTGATCCGAGCCAGAGACAACAACGGCTCCTACGCCCTGTGCCTGCTGCACGAAGGGAAGGTGCTGCACTATCGCATCGACA 
AAGACAAGACAGGGAAGCTCTCCATCCCCGAGGGAAAGAAGTTCGACACGCTCTGGCAGCTAGTCGAGCATTATTCTTATAAAGCAGATGGTTT 
GTTAAGAGTTCTTACTGTCCCATGTCAAAAAATCGGCACACAGGGAAATGTTAATTTTGGAGGCCGTCCACAACTTCCAGGTTCCCATCCTGCG 
TCCTCCCCTGC CC AAGGGAAC CGG CAAGAGAGT ACTGTGT C ATTC AATCCGTATGAG CCAGAACTTGC ACCCTGGG CTGCAGACAAAGGCCC CC 
AGAGAGAAGCCCTACCCATGGACACAGAGGTGTACGAGAGCCCCTACGCGGACCCCGAGGAGATCAGGCCCAAGGAGGTTTACCTGGACCGAAA 
GCTGCTGACGCTGGAAGACAAAGAACTGGGCTCTGGTAATTTTGGAACTGTGAAAAAGGGCTACTACCAAATGAAAAAAGTTGTGAAAACCGTG 
GCTGTGAAAATACTGAAAAACGAGGCCAATGACCCCGCTCTTAAAGATGAGTTATTAGCAGAAGCAAATGTCATGCAGCAGCTGGACAACCCGT 
.ACATCGTGCGGATGATCGGGATATGCGAGGCCGAGTCCTGGATGCTGGTTATGGAGATGGCAGAACTTGGTCCCCTCAATAAGTATTTGCAGCA 
GAACAGACATGTCAAGGATAAGAACATCATAGAACTGGTTCATCAGGTTTCCATGGGCATGAAGTACTTGGAGGAGAGCAATTTTGTGCACAGA 
GATCTGGCTGCAAGAAATGTGTTGCTAGTTACCCAACATTACGCCAAGATCAGTGATTTCGGACTTTCCAAAGCACTGCGTGCTGATGAAAACT 
ACTACAAGGCCCAGACCCATGGAAAGTGGCCTGTCAAGTGGTACGCTCCGGAATGCATCAACTACTACAAGTTCTCCAGCAAAAGCGATGTCTG 
GAGCTTTGGAGTGTTGATGTGGGAAGCATTCTCCTATGGGCAGAAGCCATATCGAGGGATGAAAGGAAGTGAAGTCACCGCTATGTTAGAGAAA 
GGAGAGCGGATGGGGTGCCCTGCAGGGTGTCCAAGAGAGATGTACGATCTCATGAATCTGTGCTGGACATACGATGTGGAAAACAGGCCCGGAT 
TCGCAGCAGTGGAACTGCGGCTGCGCAATTACTACTATGACGTGGTGAACTAA 
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MOUSE NOMENCLATURE 
ICSGNM Gnbl 
Celera mCG23363 

HUMAN NOMENCLATURE 
HGNC GNB1 
Celera hCG23470 

MOUSE SEQUENCE - GENOMIC 

AAGAGGGCACTAGATCTCATTATAGATGGTTGTAAGCCACCATGTGGTTGCTGGGAATTGAACTCAGGACCTCCGGAAGAACGGACAGTGCTCT 
TAACCTCTGAGCCATCTCTCCAAGCCCTTTGTTTTTTGTTTTTGTTTTTGTTTTTTTAATTTCTGATATTAGAAATTTCTTTTATTTTTTAATT 
AGATATTTTCTTCATTTACATTTCAAATGCTATCCTGAAAGTCCTCTATACCCTCCCCGCCCCCACCCTGCTCCCCAACCCACCCACTCCTGCT 

TCTCACTGAGATTTTTATACACACTCAGAGAAAGAGACAGAGACACAGGGGTGAGGGTGGCTGGTATTAAAGGTGCTGGCCACCACTGTCCAAC 
TAGGATGTGTTCTTAAAACATTCTAGGTACTGGTTGTTTATAAGGCTTGAGGCAGAATTGCTTGAAGATGGGAGATAGACCAGCAAGAAGGCCA 
TGAGGCCTAAAGGGTGTTTTGGGGGTGGGGTGGGGCAGGGGAGAGGGTTGGTTGTTTTATATCAAGGCCCTTCCATTCCTAATTAGCAAGGCTT 
CATTTAGGTCCCAGATAGCTTCTAGACTTGGAAAAAAAGTTTTTTTTGTTTTTGTTTGTTCGTTCGTTTTTTTTTTTTTTAAAGCAACAAGGGC 
TCTTTTTTTTTTTTTAAAG ATTTATT AATTATATGTAAGTACACTGTAGCTGT C CT C AG AGACT C C AG AAGAGGGCG CC AGATCTCATTACGGA 
TGGTTGTGAGCCACCATGTGTTTGCCGGGATTTGAACTCAGGACCTTTGGAAGAGCAGTCAGTGCTCTTACCCACTGAGTCATCTCACCAGCCG 

GTAATAAGTGCTCCTGAGGCAGCAGAGCCACTTTGTTTCTAACGCTTGGGGTCTGAACATTGAAATCACCGTTTATGTGTGGTTTCACAGATTC 
AGCTCTTTAAATGGACATGATACTTAGCTTTGAATCCTCTCCATTCTTGGGCTGGTGAGCAGGAAGCCGGCCTTTTCACTATAGCTCACTCTGC 
CCCATAGCAGGTACTTCAGTCAGTGTGGGGGAGGGAAGGAAATTGTTTGTAGAGGAGAATTTTAAAAATAAGGCATTGCTGAATTTTTAAAAAG 
AAGCATTACCTTTCTCAGGACTCAGCCCTGACAATTAGCTCCATTAACACACAAATACCTGTCTCCIACTGCAAAAGGGTAGAAAAACTTCCCAT 
GCTATTTGGTGAAAATTGAGTTGTGCCCAGAAACGATATCTTTGTTTCTAAGCACAAGTTGTACTTACAGTTCCTTCCCTTTGGAGAGGGCATG 
CTGCCACTTTCATCTGACTTCAGGTGAGTTTCCAGAGGATCATACCTAGAACAGTGTTTAAGAGTTTCGAAGAAGCCAGGTGTGGTGGCGCACG 
CCTTTAATCCCAGCACTCGGGAGGCAGAGGCAGGTGGATTTCAGAGTTTGCGGCCAGCCTGATCTACAAAGTGAGTTCCAGGACAGCCAGGGCT 
ATCAGAGAAACCCTGTCTCGGAAAAAAAAAGAGTTACGTTGTTGCTGATAGGTACATATGCCATGTACATAAAACTTTCTTTCACCCACTTTTC 



TGTGGGGTGGTGTAGTAAAATAAACGGGAAGTTTGACAAGAGAATTAAAAGACAATTCCTGAATATTAGTTTTTTTCACTTCTGAAACATGGAT 
ATATAAGCCCCAAGATCCGCCATTTAGATGTTTAAACAAATTTGGATAAGTACCGAGGTTGCATCATTATGAAACTAACCAGAAGTGGCTGTGC 
GCTCCAGTTGTACCGGAACAAAATGATGCTGGCACAGCAAGCTTCATGTCCTTTAGAACTTTATTATAAAGTTGGAGATGTTTTTTAGATACAT 
TGGTATATTTGCATTATAGACTTAATGAATGTATGTAATGCCAAACAATGCTAAAATACTGACTTTTTAAAAAAAATATTAGTAAGTTAGGAGT 
GTTGGTGGGTAGTTCAAGGTAATCCTAAACTACCTAGTGAGTTTGAAATCAATTGGGCTACATAAGACCTTGTCTTTAAAATATCAAAATAATA 
ATTAAAGAAATGATTTAAACATACAGACTATATTACACTATATTACAAAGATCTCTCAGTTTATATTTACAGAATTCCGAGTTATATCTAATTG 
CCTTTCTTCTCTTTCCTAATCCTTCTTTACTCTCTTGAAGTGGTTTTAAGGCAAACCCCCAAATCTTGCCCCCCCCCCCCCCGCCCCAATGAAT 
AACAAGTTAGGAGTTCAAATCTGGTAGGATATCTAGCAGGAAAACAATAGTTTTCTTCTGTTTTCTGTCTGATTTTTCCCTTCTAAAAATGTAT 
ATACAGCTGAATTTTTTTTTTTTTTTTNNNNNNNN^ 



TTATTTATTATATGTAAGTGCACTGTAGCTGTCCTCAGACACTCCAGAAGAGGGAGTCAGATCTTGTTACGGATGGTTGTGAGCCACCATGTGG 
TTGCTGGGATTTGAACTTCTGACCTTTGGAAGAGCAGTCGGGTGCTCTTACCCACTGAGCCATCTCACCAGCCCCTGCTTAGGTTTTTGAGTGC 
TTAG ATT AGAAGTGTGTC C CACCTCACCG AATTTGAAAATGTTAATTATTTAGGG AACTATTTACAAATAAATT C AACACTAG CTCAT AGCTG A 
ACTTCTTATATACGTCCCTATCCATTTCTCTACCTTTTGCTCGTTTTGAGGAGGCTTTTTAAAAATTAATTAATTTATTTTATATATGTGGGTA 
CACTGTAGCTGTAGATGGTTATGAGCCTTCATGTGGTTGTTGGGAATTGAATTTTAGGACCCCTGCTCCCTCTGGCCCAAAGGTTTATTTATTA 
T-T ATAC ATAAGT ACACTGTAGTTGACTTCAGT CAGG CGCACCAGAAGAGGG CATC AGATCTC ATTAC AGGTAGTTGTG AGC CACT ATGTGGTTG 
CTGGGATTTGAACTCAGGACTTTTGGAAGAGCAGTCAGTGCTCTTACCCAGAGTCATCTCACCAGCCCCCAAGGAGACTTTTCTTAAATACTTT 
TTTGTTCCTTTAAATATAATCGTAAACGGTACTATTATCACACTTTAAAATGTTAGCAGTTGCTTCTTATATAGCCCCTCAGCACACTTGTTTG 
CTTGGGTTTGGCTTTATGGAGTTGGTCTAATCTTACACCTTCCTTCTTCCTCCCTCCCTCCCTTTCACATTGAGACAGTTTTTCATTTTGCAGT 
CCTGTCTAGCCTGAAACTCACTATATAGACCAGGCTGGCCTTAGACTCACAGAGATCCAACTATTTTTGCCTCCCGAGTTCTAGGATATAAAGC 
ATTGACCTACTATTCCCAGCCACGATCATAACTTTAAATCTTTTAGAAATTCTTGTCTTTGGAAATAGCATCTGAAAGCTTGGTGGTAGTGACT 
GGTGGATACATTTAGTCCCAGAACTTAGGAGGCAGAGGTAGGCAGATATCTGTGAATCCTCTAGGCTAGCATGGTCTACAGAAGGAGAGTTCTG 
GGATATCTAGAGCTATACAGTGAGACCCTGACTCAAAAAACCAAAGGAAAAAAGAAAGAAAAAAGAAAATAGCATCTCAAACTAGGACAATAGT 
GTTCTTTGTCAATGTGACTTCTCAGATGTCAGGCATTAACCTTGGAGTTGTACTGTTGAAGGGGACACTTCAGTAGTATATCACTTCAGTAGTA 
TATCACTTCAGTAGTATATCACTTCAGTAGTATATCACTGAGAGGCTTATGGGATGAGGGCGTATCAGACTGATTATCTCACTATGTGATATAG 
ATGATGTTTGTTTCTTTGTTTTTCAAGGCAGAGTTTCAGGTTAAAGACATGTACATCTCTACCCAGCTTCATAAATAAATAATATTTTTTTCAG 
ACCAGAGTGAAAAGTGATTTAGTGAGGCCCTATTTGTATGTTGGAGAAATTGAAATTATTTTTCAAGACATGCACCATTAAATTTTAAATTCTA 
GTTTATTTTTTGTATGTGTGCACACAGAGAAATCAGAGGACAACCTGAAGGAGTTCATTCTCCTGGGCAATCAAGTCAGGCTCTGGGTTTGACA 
GCAGATACCTTCTGGCGAAGCCATCTTGATGGCTCGTATTTCTCCTTTTCATCAGTGGCAGGCTTGCAGCCCAAGTATCGTCAGTAACTGTGTG 
AGATAATGGGGTCCTGAGGTCACTGCTGTGCCTGTCCTGGCTCCTTCACAGGGTCTTGACCAGAGGAGCGCTGTGCTGCTGATGCCTTTGTCAC 
AAAGTTGGGGGCTTTATATCTCATACCATCACGTGAACTGTTCTAATCGTGCTGACATTTTATTTAAAGATATAGCATGTTACTTCCAGGAGAT 
CACACCAACTTGTTTGTCACATCTTTAGTCCCATGTTCTTACATCATTTAAATTTCCTGAACAGCAGCTCTAATTTAAAGCTGACGGCAGATGT 
GGGTCATGGGCAGTCGTGAGCCTCAGCAGGTGCTGTCTTAGTGGATTAGGCTGGAAAGTGCTACCTCAGCACAGCCAGAGCTTACCTGGGAGGC 
TCTGGAGGAGGAGAGCTGCCCAGGCAGGCAGACCGGATGGTGGGGTTTCCAGAAGGGTCAAAGGACTAACGACACTAAAGAGAAAGGCAGAGGA 
GACGAAACGTAAGTAAGACGTGTTTCTAATTGCTAAAGTTGTGTAAACAGTATTATGGCAGACTCTTCAGTTGTGTGCTGCACTTCACTCAGAC 
TGTGAGAAGGTAATATTGGGACAGCAGGTAAAGGCACTCGCTGTGATGTTGCATGGCAGGAGAGAACCAGCTATTTCAGGTTATCCTCTGTCCT 
TG GAATATGTGTTGTGGTAC AT ACC C2AT AC AC AATTAAATAGGTAAAATGAT AGAAGAAAATTACTTTAAAGAT CGTTTTCTG CCCAG C AGTGG 
TAGTAGTACACGAGGCCAGCCTGGTCTATAAAGCAAGTTTCAGGATAACCAGGGCTATACAAAGAAACCCTGTCTTGGAAAAAACCaAAAACAA 
ACAAACAAAAAGTTGTTAAAAAAAAAAAATCCTGCTGTGTGGGAGGCAGAGGGTGACTCAGGCGCAGTTTTCTCCTCCCTCCTTTACATGGGTG 



CATATACAAGAAAAATATGTGACAGTCATC C AGGTAATATTGCTTAAAAGTAG AAAAATGTATTTAC C AG AAAC CTAGTGAGGAATAG AACTGA 
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TGGGCTATTGAGATAAGTTTGGGTAAGGTTGGTGGCTGCCATGCCTGAGGAGTTTTTGAAGCAGCTCAGAAAGATCCCCTGTTTATACAACACT 
GGTTCAGCATAGTTGTATTCGGTCTCATGATGTAAGAGCTTTAGTGTTTATGTCCTGCTCAACTGCTGCTTGTTGATTAGACTAAATCAGGTAC 
CTCAGGACTTTGGTTGCTACTTTTTCTTACGTTAATGCTGGATTGGATGGAAGGTCTTTATAGCCAGAGTTCCTTTCAGTCAAGTAAGGAGTGC 
TGAAAGGTGGTGATCTTGACTCTGTTAAACTAGTAAGAGGGTTTCTTCTTTGACCCTTTGTAAGGTAAAAACAAGTCAAACTCATGCGAGACAA 
AAATGGCAGAGTATCTTTCTGTGTTTTTATTCATTTGGGATTTTATTCTGCCATATAGGAATGAATATTCCTAAATCTAGTAAGAGGGTTTCTT 
CTTGGACCCTTTGTAAGGTAAAAACAAGTCASACTCATGCGAGAGAAAAATGGCAGAGTATCTTTCTGTGTTTTTATTCATTTGGGATTTTATT 
CTGCCR.TATAGGAATGAATATTCCTAAATTTTAGATCTTAGGTTTTGTGTTCTAAAGAGAATGGCTCAGTCTTCTCCTGCAAAAGTCATGCCAG 
GTACCAGGGAGGCCCAAGGTGTCTCCCTTGGTGAATCAGGATCCACTCAAGAACCAGAGATGGTGGATATAACCTGTAATACTAGCCCTGGGGA 
AGGGGAGGGAGTAAGGTCAGAGTAGGTGCCAAGGGAAGTTTTAGTATATACTGTACTGCTTAGCAAGACACTGTCTTAAGAAAGGCAGGAACGT 
GACTGGAGAGATGGCTCAGCACTTTTCCAGAGGCTCTGAGTTCAATTCCCAGCAACCACACAGTGGCTCACAACCATCTATACTGGTGGGATCT 
GATGCTCTCTTCTGGCATGCAGCTATACATACAGACAGACACTCAACATACATACCATAAATAAATAAATAAATAAATAAATAAATAAATAAAT 
AAATATTTAAAAAAAAAG AC AAG CAGGATAAGGAGC ATCAAC AGAAAATGAG AGTATC ATTGTGGTCAG CAATCTTTTAGAAGC CGTCTTGATG 
TATACCCTGCTTTTCAAGTGAGCAGCAGCAGCAGCTGGTCTAGGAACATGGAAGCCCTCTTTCAGTGCACAGCTTTACCTTGTAGGCCTTGGTT 

TCACCATGAGCATATAGTGTGGAACTGTAGAATAGAGAAGTAAGGAACGTGAACAGTTCTGGGGTCATCCAGCTGATTTATTGTAGATGTGTCT 
TACTCTAACAGTGATCTCAGGACACAGCAGGCAGAGCTCGGTGTGAAGCCAGCCCAGTCTACAAAGCAAGTTCCAGAACAGCTAGGGCCACACA 
GTATAACCCTCTCTTGGGTGGTGGTGGGGGGCAAGGAAAAGAAATTAATATTGGTTAGTTAAGCATTTGGTATTTTTTAACTTTGACTTTTGAC 
AAAAAGTTGATCTTGATACACAATCCTAAGAGATCTGGAGCCCACTATA'TTGCCCGAGAGGTCTTAGACTCAAAAGGAATCTTTCTGCCTCTGC 
ATATCCCAAATTCTGAGATTATGGGTATGCTATCATACCTAACTTTATTATTATTATTATAAAATTTGTGTGTGCGTGTGTGTTTTATGTTTCT 
GTAGGTATGCTCATGTATGTATGTATATGTTTATGTATGTATTTACATGTTTATGCAGGTATATTCATCTATGTATGTATGGAGGCTGATCATT 
ATTTTATTAGTTGACCTCACTTGTCAACACAGGGTCTTACTGAACCAGAGCAGTGGTTCTCAACCCGTGGGTCATGACCCTTTTTGGGAGTTGA 
ATGACTTTCACAGGGGTGGCCTAAGACCACTGGAAAACAGACATTTATATTATGGATCGCACAGAGGCAAAGTTACAATCATGAGTAGCAACAT 
AAATAATTTTATAGTTGGGAGTGACCACCACATGAGGAACT^ 

TCAACTAGATTAATTTGTCATTGAACCCAAGAATCCATGTGTATCTGCCCACACCATTTTGAACCTCTTTAATTATTACACAAAATTTTTGAAG 
ATTGTGTGGGGAGTGCTGGAAGATGATTCAGTAGTTAAATGCACTTGGTGCCCTTCCAGAGGACCCTAGTTTCATTCTCAATGCCTACATGACA 

rrCTTGCATAAATTATATTGGTATTAAGTTGTTTCACCTTCAATATTATGGTGTTATAATCACATTTATAATTGATTTAATAACCAACATCAGGT 
CAGAATTGTAGCCTGTGTGCCCCAGGTACAGTGGTAGATGAGGCCTGCTGTTCTAACACTTAAAGAGTCTGAGGCAGGAGATTTGCTA-rTAGTT 
CGAGGCCAGCATAGGCCACAGAAATAAGTTCAGGCAGGCACGCAGGCATTTCTATGTACAGCTTCCTCTGGGAAGTGAAGTCTTTTTGTGCTGT 
TGTTTATTTTGGATTGGGCTTTTGAGACAGGATCTCTGCGGTCTTGGCTGGACTGGACTGGTGCATAGGTCTGGCTGGCCTTGAGTTCGGATCC 
TCCCTTTCCTGCTTCCCAGCTGCTGGCTCGGGTTAAAGGCAGGCTCTACACTCTGAGGTATTTTATTTAAGGCATGCTCTACACTCTGAGGTAT 
TTTATTTTCTGAGGCAGTGTCTCATGGAGCACAGACTGGCCTTAGACTACTGTGTAGCTGAAGATGACATTGAACTTTTTGCTTCCACATCCTG 
AGTGGAATTATAGGTTAGCAACACCTCATGTGGGAATTCATACATTGTAGGTAATCAGTCTACTAGCTGAACTATATCTCCAACCCAGGAGGTC 
AGGTTTGTTTGTTTGTTTAACAATCTAGTTTTGAAACAGTCATATCCTAGGCTGGCCTCAAGTTATGTAGTCAAAGATGGCCTTAAAAGATGAC 
TCTTGGTTATTTTCCAAGTGCTGGGATTATAGATATGCACACCACCACACCTCATTTGTCTCGGGGCTGGACTCAAATCCAGAGCTTCATGCAT 
GTGAGGCAAGCACTGTACCAACTCGACTTTTGCATACTCCATTGAAAGTCATTTTTATAACAGGATCATCTCAGTTGTCTCTGACAATGGGGAT 
GTTTTATATGACTGTGTATGGCTTTGCAGCTTTGACAGCCTTATTCAAGCCCATATCTAGAAGGTATTTCTGAGCTTCCTGGGACTCCTCAGCA 
TAGAGTCTGGGGAGAAATAGAAGACTTTTGAATGTCCCTTTGTCTTTCGGCTCATGATAACTGCCATAGCTTCAAAGTACTGGTTTTCCAGATT 
ACCTCAGTCCTGTTTCTTAAAGAAATTACTCCTGGTTTCTCTGTGTGGTAGCTATTCTGGATGTCTGTGTTTGTTGTTGTTCTTCTTCTTCTTG 
ATTTCTTTCTTTTATTATTTTTTAAAGATTTATTTATTTATTATTACATGTAAGTACTGTAGCTACCTTCAGACACCCCAGAAGAGGGCATCGG 
ATCTCATTACGGATGGCTGTGAGCCACCATGTGGTTGCTGGGATTTGAACTCAGGACCTCTGGAAGAGCAGTCGGCGTTCTTAACCACTGAGCA 
ATCTCTCCAGACCCTGTTCTTGATTTCTGAGAGACTCAGAATCTTTCCATGAGAAGGACCTGTGCTGTTTTAATATTGATTGATTGATTGATTG 
ATTGATTGATTGGAGATTGGGTCTCTGTGGTACAGATTGGCATTGAAATTAAGATCTTCCTTCTTGGCCACCTAAGTAGTGGAATGCACCACCT 
CTATTGGC^TTAATTTTCTTTTTCAGTCCACCACAA^ 

TTCTAGATAGAGTTTCAAAAGTTCTGATGAGTGCTGCAGAAAAGGTCTCTGCATTGTGTGATTGTAGCTGTGACGTTTTCAGTTAATCATACCG 
TATCTTATGCATTTCTTGCCATGTTTCTGTTGCAGAGCTTGGATTCTGAAGTGTGGAAAGCACTGAGACGTGAAGATGAGTGAACTTGACCAGC 
TGCGGCAGGAGGCCGAGCAACTGAAGAACCAAATTAGAGTATGTAGTCATGCGGGTTTGATATGTTTCATATCAGAAACATATCTATTGTGTGT 

CAAGTTGTTGCTTGAATGTACATGGCCCATGTCTGTAATACTTACCAAAGCTTTTGAACGTCTTCCTCCCGGGGAACTAGGTTTTGGACCCTCT 
GTGTGGCCACTGTGGCCGCTGTGTCAGTTCTGAAGCAGCTCTGAAGAGCACGGCTACTAAACTGAGAGCAGAAATAGATACTTTAAATGAAGGG 
ATCCGTAAAGTGGCATTTTAGATGTCTCTGTCTTATTTTTCATAGTTTCGCAATGGTTTGTGCTCCAGGAAGACCATTGGAATGTATGTAACAG 
CTCTTAGGCCACCATAGAGAGCAGACTTGTCTACCTGGGTACAAAACTAAATGGAAGATAATTCCATGTATTCTGAGTTGTTCTTTCTGTGCTG 
GGGACTAGTGTTAGAAATGGAGCTAAGAGCCCACACATCCCAGGCAAATGTGAGTTTTTTGGTTTTGGGGTTTGTATTTTAGTTTTGTTACTTG 
AGACAGGTT CTTACTATGTAACTTTGTCCTGAAACT CAGTGTAGAC CAGACTGGC CTTGAATGC AAC ATTATACAGAG AT AAGT ATGTGGGGTT 
TTTTGTTTGTTTGTTTGTTTTTTGTTTTTCTTAGACTTGATCTAAGAGCATGGAAAAAATGACTTAAGACTTAACAAGAAAATCCCAGTTTTTC 
GTTTGTGTAAGGATTTGTATATTTGAAATAGCTTCCTCTGATTTTCATGTTCTTGTCTGTAAGGATATGGCTGTCXGTCCTTGAGCGTCTCACT 
AAGCCTTTAGAATGGTTCACATGTCTTTAACTTGTCAGTTGTGTTCTCAGGCTGCCAGGAGGACTAGGTGGAGAATTGCCAGCATCATTTTAGC 
CAACTTTTACTTGAATTTAAGAAAACATACCAGAACTGCATAAGTTTTAGAGCAGAGATAAAACAAAATATCCTCTGCTGTAAGCACCTCACTG 
GACATTGGTGTCTACGCTGTTCCTCCGTGTGTCAGTTTCTGTAAAGTTAATAATTTCATGTGTCAGGCAAGTTTATAGCACTGAACTATACCTA 
GCCCTTGCCTAAAATCTTTTTAGGGTTAGGATTTTTGGAAGTGGGGCATCAAGTTGGGTTTTACTATGGTACTAAGATGATGTCAAAATTTGAG 
TTCAAATGATCCCATGTGTCAGTCTCCCTTGTAGCTGGGATTGTGTAGCATGCCTGACTTTCCCTAAACTTTTGCATGACTTAAAAACTTAAAG 
CCAACTTAAAGCCAGGGGCTGAGCATTTTAATCACTGCATTTAGGAGGAAGAAGCAGAGCGATAAGAGTTCAAAGTCATGATCAGCTACATAGT 
GAGCTCAAGGCTCACCACGAGACCATCTCTCAAAAGGTAACAACAGACTGGAGAGGTGTCTCAACAATTAACAGCCCTTACTACACTTTCGAAG 
GACTCCATTAGGTTCCCAGTGCCCAGATCAAGAGGCTCACAATCTTATGTAACTCTTAACTCCAAGGAATTTGACACCTTCTTCTGGCCTCTGC 
AGATACTTTCATATCCCACACATAAACACACACAAAATAAAAGTTTAAAGTCAGGTACAATAGGGCATGTCTGTAATGCTATCAAGTCTGAATA 
CTGAAGGAGTATTGAAGGTTTGAGGCCTGCGCATGGGCCATATGCTTTTGAGATTTTTATTTCTTTGTCCCAAAGTTCTGAAAATTAAGAGTAT 
AGAAATGACAGAGGAGTTTTCAGACAAGGTCTCACTATGTAGCTGTGGCAGTCCGAGAACTCACTATATAGACCAGTGCTGGAGACTAAAGGTG 
ACTAAAGCCACCACGCCTGGCTTTTGTGGTTTGAACTTCCTGGTTTTTCAAGACAGTTTCCCTGTGTGACCCTGTGACTGTCCTGGAACTCACT 
TTGTAGACCAGGCTGCCTTCAAACCCATAGAAATACCCTTCCTCTGTCTCCCAATGATGAAATCACACTGCTTGGTGTGATTTCAGTTTTTAAA 
ACGGGAGCAGGGTGGAGATGGCTATGCTGTTTTAAATTAAGCCAACATGGAGATCAACTGCACAGCATGGAGGGAAGATTTAGGGAAAGGATAA 
GAAAGCCC!AAGTGTTGAAGAAAGCATACTTAGAACAGATAGAAAGGAGAAAAAGAAATACTCAGAAAAACTAGCGGATTTACTAAGCCATATGG 
TTGTAGCTGTGTAGCTGCTGAGACTCAAATCATTTAGCAGTAGATAAAGAGATTTTTAAAAAAGATTTGTTTGTTTGTTTGTTTATTATATGTG 
TGAACACTGTAGCTGTCTTAAGACTCTCAAGAAGAGGGCATCAGATTTTTGTTACAGATGGTTGTGAGTCACCATGTGGTTGCTGGGATTTGAA 
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CTC AGGAC CTTTGGAAGAGCAGTTGGTGCTCTTAACTG CTG AG C CATCTCTC CAGCC CAG ATAAAG AG AGATAGTAAATCAAAGATAAATGTCA 
TGCAATATTTTGATAAGCAGGTTTACATACTCTCTAGTCCCTAGTACCCACCCGCCTTTCTGCATCCAAATAGTGCCCCTGTAATTATAGCATT 
CAAGAGGTAAAAACAGGAGGGTCAGAGTTCAAGGCCAGCTTCAGTGACATATCAAGTTTGAGGCCAACTGGGCAACATAAAGTGTTATGTTTAA 
CATATGATGTTATGTTAATATATATTAGTAATATGAAATCTTAAGTTTCATCTAGTCCCATGTAAA.GTATTATTTCAGTCAATAGATTCTTACT 
GAGATAGTTTACAGTACTTACATTTCAGTTTTGTTTTGGTTTTAAAGTTCAGCTCATGCCTCCCTATAAGGGCATTCTACAGTTCTCTCTCACT 

ACCTTCATGATGAGCATCATCTTCACAAATGGCTCCATGGGTTTGGCCTTGCCTCTCAGCACTGCACTAATTTTAGAGTCGATTGGTGAGGAGA 
TGTGAAGGCCATTGAGTCTCTAAATGGGAAGGGAAGACTTTTGTTTGTTTTTGAGACATGGTCTCACTATGTAGCCTTGGCTGCCCTGCAACTT 
GATATGTAGACTACTGGCCTCAAACTGCTTGCCTCTGCCTCCCCAGTTTACTTTGGAGACTAAAGCTGTGTGCTACCTTACCTGGCAAGGAATA 
CTCTTTAAAAAAGTAAAATTCTGGAGTTAGATACTTAAGTGGTTAAGTTTAATCCCAGCACTGCTTATAACTGTAGCTCCAGAGAATCCAAGAC 
TGCCTGTCTTTTGGTTTCAATAGGTACCTGCATACACATAAATTTAAAAACAAAAACAAAAAAGTTTTTTTTCTGATATAAGGGAGGAAAAATG 
TAAAATGTTCTTTACTAATTGCCTACTAAATACATGCTTGCTAAAGAACTTAGTACAAGGGCTGGAAGGATGGCATAACTCAGTAGTAGTCTAG 
TGCTTT C CTAGCAGTGTGGTCCC CAAAGTTACAGGGAAAATACGAGGATTATCTT C ACTTTG AAGG C C AGC CTAAACT AC CAATCAAG AACCTG 
TCTTAAAATCAGAAGCAGGAATCCGGGCCTGGTGGTGTACGCCTTTAATCCAAGCACTCGGGAGGCAGAGGCAGGAGGATTTTTGAGTTCGAGG 
CCAGCCTGGTCTACAAAGTGAGTTCCAGGATTGGGTGAGACGGCGAGCACTTTTAATCTTAGCAGTCAGGAGGCAGAGTTAAGTGGATCTCTGT 
GAATTCTAGGCCGGCCTGGTCTACTTAACAAGTTCCAAGATAGAATTATATAAAGACCCTATCTCAAAACAAACACAAAATCAGAAATAGCAGA 
TGAGTTAATCAATGAAGTAAAGGTTCTTGCCACCCAACAGTGTAAGCCTGAAAACCTGAGTTCCATTTCTAGAGTCCACGTTAAGGTGGAAGGA 



GTTTGGATTTTTACCAACAAAGCGTTTGTGGGTGTTTTGTTCTCCCCTGTCCCCCCACTAACACCAACACAGGGTTTCTCTGTGTATGCCTGGC 

TATCTTGGAACTTGCTCTGTAGACCAGACTGACTTCAAACTCAGAGATCCACCTGCCTCTGCCACTTGAGTACGTACTGGAATAAAAGCTGTGT 

GCCACCACCACCTATACAGTCAATATACTTTCAATTATTAAAAATCAAC^AAAGGCTTCTAGCTGGTGTGTTTATA(2ACATACACAGCTTCTCA 

AACTCGGGGGCCGAGGCAGAGG ATC AGGAGTT CAAGGT CATC CTTAG CCGC ATAGTAACTTTAAGACC AGTTTGCTTACAC AGTGAATC AC AC A 

AGAAATGGCAGTTAACTGTAAGAAGTGTTGTCTGGCCCTTTGATTTGTTTTTTATGTGAACTTCCCCTGGGGGAAAAAAGGAAAAACAAAAAAA 

GAAGCTTGTCATTCTTTTGTTGATCCCAAGGAAACAGGCTCTCAAGTAGATGTTTAATTAAAGCACACACGCCTTAAATACAGAGGAACTGAAC . 

TTACTACTCTGATAGACCATTGCACACATGGACCAGAATGTAGCGACCCAGAGCTGAGGGTGGGCCCAGACTTTCCAATTTCACTGTGAGACAA 

CAGTGCTGCATGATACGGGCCAGCCTCTTCTGTACTCAAACCAAACAGGACAGAATGATTGATTAAATGGATCAGTCTACATGAATCCATCAAG 

AAATCATTGTAAAGCCGGGGGTGGGGGTGGAGTTTTTTTTTTTTTTAAAGATTTATTTATTATTTATTATATGTAAGTACACTGTAGCTGTCTT 

CAGACACACCAGAAGAGGGCATCAGATCTCATTATGGATGGTTGTGAGCCACCATGTGGTTGCTGGGATTTGAACTCTGGACCTTTGGAAGAGC 

AGTCAGTGCTCTTAACCACTGAGCCATCTCTCCAGCCCGGGGGTGGAGGTTTTAATCCCAGCATTCTGGAGGCAGAGGCAAACAGATCTCTGAG 

TTTGGGGCCAGCCTGGGCTACACAGAGAAACCCTGTCTTGAACAAGCAAGAAAGGGAGGGAGGGAGGGAAAGGAAAGGAAGAAAGGAAGGAAAA 

AAAAAGAAAAGAAAGAAAGAAAAATTATTGTAGCTGGGCACGGTGGCACAGTTCTTTAATCCTGTCACTTGGGGAGGCAGAGACAGGTCAATAT 

GTATAAGGTTGAGG C C ATC CTAAT C AACATTAAGTTTTAGGCCAGC CAGGTATAAGGG AC CCTCT CAAT CATAAATCAATC AGTCATTCTCAGG 

CCAGCAGGGTGAGTCATCAACTAAAAGTATGTCAATATTTATTTTACTTATAAGTGAAAACACTTTAATTAATATGGTAAAAATTAAAGAAAAA 

TTACTATAGTATATTGTTTTGTAGGTCTTAGCTACATTGGTATGTTTTATAAATAGAAAAGATTGCTGTTTTGTTACCAGTCTTATTGAAATTT 

TATTAACAATTTTAGATTCCTTGGTCTATTCATAGAACTTAGATTTAATCATTGTTTGGCTTAAAAATAAAGTCCTTGCATAATGCATTCTCAA 

AGAGAAGCTGTTGGCCTGAATAGCTAGTTGGTTTTCAGCCTGTTCTTTCATGCAACCCCTTGTGCTCCCATATAACCTGGGAAAGACAGAGCAG 

GTGTGTGTTGGCTGTGGGGAGTCAGCCTTGGCTTCCAGGCTGCTCACTGCTGTACCAGCTCCCAGTGTAGTTTCTCCCGGGCCTGCCCAGAGTT 

CTATGGGGTCTGCATGTCTTAGTTAGGTTTAGGTGTTGTGAGTTGTGTCTGTTTTGGCCTGAACAACTCAAAAGTGGCAGTGGACTTGGGACTA 

TTAGAGAAGAATTAAGGAACAAGACAGTTTGTAGAGGCTTCTTGAAACTTTGGTAAGGAATGTCGTAAAGTTAAAAGTATGGAATAAAACTAAT 

TTCCATTTGTTATTTCATAGGATGCTCGTAAAGCGTGTGCCGATGCGACTCTTTCTCAGGTAAGGAATAATTCCACCTTTCAGCTGTCCGTAAT 

GCGCAGTCTGCCGCGGGCTTGTATCATGTGGGGTGAGCCCTTTTGTGAGGTGAGGTTGTAGGGCCACTGTCAGGGCTTTTCATTTGGAGGTTGC 

TTTGCTGATGGGCAGAGAGGACAGGAACCACTGGTTCCTAAAATGGGAGTGATAGCTCTACCGTTTGACCCAACAATTTAATCAAACTGATTTT 

AAAACATGTACCAGGCTGATGAGATGACTGCTACCAGGCTTGACAACCCGAGTTCCATCCCAGAGCTCACAGGGTAGAAGGAGATTCAGAGGTG 

GTTCTCTGACCTCTGTGAGCATGTGCCGCTGTCCTGCCCAAGTAAATACAGTTAAACCGTGGGCATCCAGCTCCTGCTGTAGTGTATCTACTGC 

TGTGAGAAACACTTCAAACTCTAAGGGAGGAAAGCATTTATATCGGTTTATACTTCTAGGTAATAATATATCATTGGAAAATCAGGGCAGGAAC 

CATAGAGGAAAATTGCTTACTGGTTGCTTTCTCAAACAGCCAAAGATAATCTAATCTGTTTAGAAGTTGTCTTGTTCAGTGTAGGCTGGACCCT 

CCTACATCTATTAGCAATCCAGACAGTGCTCCATACATAGGCCCACAGAGGAATCTGATCTAGGCAGTGTTTAATTGAAGTTCTCTCTTCTCAG 

GTAACTGTGTGTCTAGTTAACAATAAAAACTAGCAACACACACACACCTATACTCACACCTACTCTTGGGTAATCAATGGCCTGATCCTCAGAC 

CTAATAGACATAGATTTATTTTCCCTGTGTATCCATGGCAGTGGTAAAGTGAGTATGTTAGGTAAAGGTGGAGATAACTAATAATTTAATAAAG 

CAGTAATAAAATGGTAGCTATTCTATGAAATGGTAGTTACATGTGATATCAGATGATCTTAAAATATCTTACTGCATGTACTGGTGCGACAGGG 

GATGACAGTGCCTATATCCTTGATAAGAAGAAGCGAGGTACTGAGCCATGTAAAAAGCATAGTGGTTGTGGTGTATTGCTGATAAACATGCTGT 

ATACTTAAAGCATGGACTCACTGGACAAGGGAGTTAGGACCCAGGCACTACAGAGTGGATAGTTAATAGTGCTACTTAAGGGAGCAATGTGCAG 

CCGGGCAGTGGTGGCGCACTCCTTTAATCCCAGCACTTGGGAGGCAGAGGCAGGCGGATTTCTGAGTTCGAGGCCAGCCTGGTCTATAGAGTGA 

GTTCCAGGACAGCCAGGGCTATACAGAGAAACCCTGTCTTGTGGGGGAAAAAGGGGGGGGGGGAAGCAATGTGCAATTTAAAGTTTATGAATTG 

GCTGCTGGAGAGATGGCTCAGCAGTTTAGAGCACTTGCTGCTCTTCTAGAGGACTGGGATTCTGTTTCCAGCACTCTGTAGTGGTTCACAACTG 

TCTATAAATCTTCTGGTCTCCTAGGGCTTCTGCATGCTAAAAATATTCTCTCACATAAATATAGGATTTTCCATTTAATATATTTTTGGTTCTT 

GGTTGATATTATATTACAGAGCCCACAGAACGCAAACCAAGAGTCTATTTGCTAAAATTAATCTTCACTAATTTTATTTTTTAAGATCACAAAC 

AATATTGATCCAGTGGGAAGAATCCAAATGCGGACCAGGAGAACACTGAGGGGGCATCTGGCAAAGATTTATGCCATGCACTGGGGCACAGACT 

CAAGGTATGAATGGGGCCTTCCTAAAGCAGTACTTGAAATGTTGCCTATCTGCTGGATTTCTAAAAGGTAATGGTTAGAAAGTTGAATTGGTGT 

GGGTGTGATAGCACACTTTGAATCTCTGTACTCAGGAGACAGAAGCAGACAAATCTTTGTGAGTTTAAAGGCCAGCCTGATTTACATATTGAGT 

TCC AGG CTAGC CAAGGCTACAATG AAAT C C ATCTCAAAAC C AGT AGG ATGGGGTGGGGTAGG AAGTTTGTGGTAC CAGTTAT CTGTATCCAGGT 

CTCATGTTCACAGGTCATACTCAGATTTCCGTTTAGCTGGCTGACTGCACTGCTGTCCCTTGCATAGCAGCACCTGCTTTTCTTCACCCTATAC 

CTTTTAGCTGTTGGGTCTCTGTTGTCTTGGCTACTCTGTGGGCTGTGTTTTAAGAGTTGGGCAATGGAAGGTAAAAGGTACTGAGTTTACAACA 

GCAGACTGTGGTCCCAAAAACTAAATGTAGACTTCAGTGGTCTCTTCACCCTCACTGGGAAGCCTTATGGAAAATGAACGAATGGCTATCCTTA 

TCATCCTTCCACATGGCCCTGCCTGCCATCTACTGGTGTATCATTTAAAGAGATACTACCATTTGGGGGTTCCTTTCTTTTATACTTTGATAAC 



CTCAGCATCCTTTTCTTCTGAGTCAGTTTTCATTTCTGCTTAGCTTTCTCTTTGTGAAATTATCTGCTGTAGGGTGTAAATAGCTAGAACAAAA 
GATTCTATCTTTAGTTCTCTGCAGGGTCCCATACAATTGCTTGTGCAAATGAGCGCTATCTGAGGCTGTTTAATAATGGAAACAGTCCCATCAA 
AAAAGAAAAAGGGGG CGGGGCATTGTGTTCTTG CTGC AGCTGC AG CTT CAGTTAG ATAGATCATGGATGTATT CTATTGTTG CTGT CAG AATTG 
TTAAGTGCAGATTTGTAGATTTATTGATTGATTGTTTTTTCAGTGCCGGACATTGAACCTAGGGTCTCATGACTGCAAGCAATTGGTGTACCAC 
TAAGGTGCACCTCTAGTCCAAGAATAGTTACCATATGGTCCTAAAAATGTGAGATAATGACTGTGTTAATTCACTTAGTTTATATTCTGTAATA 
T AAACATTAAAC AACTTAC AGTC CATAGTTACTGT CAATTAAAAATAAAG ATC ATAAAAAAAAAAC CTAAGC AAAGTTAGAAAATGGACAAACA 
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CTACACGAAACCCTGTCTTAAAAAGCAAATAAACCAGGGGCTGGTGAGATGGCTCAGTGGGTAAGAGCACCCGACTGCTCTTCCAAAGGTCCGG 
AGTTCAAATCCCAGCAACCACATGGTGGCTCACAACCATCCGTAACGAGATCTGACGCCCTCTTCTGGGGTGTCTGAAGACAGCTACAGTGTAC 
TTACATATAATAAATAAATAAATCTTTAAAAAAAGAAAAACAAATAAACCTTGCAAAGCATTATTTAGGGATTGGTTTAAATGAGCATACTTTG 
TGGCTAGTCAGTGGTTGCATTTTAAAATCTAAAATAGCTGTTTAAGGAGTTGTTGTGGGTATGCATACCCCTCTACCCCCTTACATCATTTTCA 
TATTTTTTGCTGTAATAGTAAAGGGTTGTTATTGAGCTTGGTGTGGTTGCAAATGTCTTTAATCACAGTACTTGGGAGACAGAGGCAGGTAGAT 
CTCCATGAGATCAAGGGCAACCTGGTCTACATAGTGCGTTTTAGACCAACCACGTAGCACAAACTTGAAGACCTAGGTTTCGATCTCTAGGACA 
CATGTAAAACTGATCATGGCCAGATACTTAGAACCCCACTGCTTCAGTCTGGTCGAGGTAAAAGAATTATTGGGATCACTGGCCCTAGCGGAAA 
AATGATGAGCTTCCGGTTCAGTGTGAGACTGCTTGAGAGGAATAAGGCAGAGAGTCTAGAACAGGGAAACAGTGTGCTTCCTTTGACTTCTGAA 
TAGGAACACACACACACACACACACACACACACACTAAAATTCAGCTTTGTGGGGGTGTGTGGAGGAGTGGCGGGGGTAGGGATGTGGAGGTCA 

TCAGGAAATGTTTCCCTGTGCATCCTTGGCTATTCAGGAATTGTGTAGATAGGGCTGGCCTCAAACTCAGAGATCCTCCTGCCTCTACCTCCTG 
AATGCTGCTGGAATTAAATGGTTGCAAGAGCCCGGGATTAGATTTAATGGAAGGGCTTGTTTGATAGGCACCTTTACCTGAGCCTTCTCTTTAG 
CCCTAAAATTTAACTTGTAATACTATTCCAGTAGTGCTTTTCCAGGTCTGTGGGGTTTTTAATGCGCTCTCTACAGAGCCTGATGAAGTAGTCT 
CTTTGGCTGGTCTTCCTCTGAGTAAACTGAAGAGTATGTGGGGTTGGTCTATGAGTGCCTCCTTTTGTTCTAGGCAGCTAATTTGGCTAGTTCT 
CAGTTTCTATCTCTGTTTGAGGACAGAATATGAAAAGCTTTAGACAATGAACCGTGTTGATTCCTCCAAGTTACATGACCTGAGATTAGAAAGG 
CGTGTCTTCTTTCACCTTCTGGAGGATCAGCTAACAGGTTAGCATTGTCTTAATTCCTCACTGAGTTAGCAATTATTGAGCTCTCTGAAGGTGA 
CTTCTTAAATCAGAGGATGAGCTACTAAAGATGTCTCTTGATACCCTTGCTCAGAGTCAAAAAGACCAAGCAGAAATAGAGCAGCAGAGGGGGC 
TCATACTGTCTGTCCTATAGAAATGGTTGAAAGGACCTTGGGTATAATGACTGAACTGCAATAGATGGGGAGCTGGAAAGACTTTGAGTGACTG 
TTAGCCTTGGCTACACAGTACCCTATCTCCAAGGAAAGTAAAAGAATCGTCTGAGGAGTTGGAAATACTAGGTTGTAGTTGAGTTCCCTGTATT 
CTCAAGGCTCCAGAGTTTAGTCCCTAGAACCTCATAAAGAAAAAATTTTACCAGAGGACTGAGGTGCAATTAATTGGTGAAGTACAATTTACTG 
TGAATTCAATCTCTAGAACTGAAAAAGAAATAAAAGTTGTAGCTGAAAAGAAACTGGATGTCTGTGCCTAGTTCTGTGATAAATTTTGTGACTA 
AGGATGGAAAAGGATTTTATTTCTTGTCACATATATATGTTGTTCTTTATAAAGGAAATTTACATATCAGAACATAGCTTGGCAGGGTATGATG 
TAGTACAGCTTTAATGCAAGCACTTTGGAGGCAGAGACAAGTAGACCTCTGTGAGTTTGAGGTCATCCCGGTCTACATAATAAGTTCCAGGACA 
GTCAAAGCTACATAATAGAGGAACCCTGTCTCAAAAAGGCAAGTGAGTCAGTCATACAAGCATGGTCTGATTAAAAGTGTCAGAGGGCTCAAAA 
TGGCGTGGTTGAGTTTTACCTCAAGTCTTTGATGAGCTTCAGAAGTTCAAATATGCCCAAATATACTTGTGGCTGAAATACCTAGAATGTATAT 
ATTTTGATTACAATTTGAAGTTAAAACCTGTATGTC ACTAT CACATGGTAGACCTGGGAGAGC CTCTCAG G CTTCCTTAAGAGCACATTGTGTC 
TGAGTAATGGTGCTTCCCAGAATTGCTCTCACTCAGTTACTTCCCAGATAACTGAGATTGCTTTGCTTGTTGGTGATGCTTGCCTTATGCAGTA 
TAT C CTGCCTC AGTCTAC AATG CAG AG AACTGCAGGTTG CAAACTAGG ACAG AGT C ATGAG G AATT CATAATT C ACT ATAATTGGTGGCCTCTT 
TTGCCCAACCATGTGCAATTCTGATGTCATTTATCATCTCACTACCACACAGTTTTATAGAGACAGGTATTCTAATTTATCTCTGTCTGGGAAG 
TTTGAGAGTTCGTTTTTCTTTTAATTTTGAGGGATAGAGTCTGGGCCTTAAACTTGTTACATAGTGACCTTGAACTAACACTCACACACACACT 
CTCTCCCCCTCTCCCTCTCCCTCCCCTTCCCCCTCCCTTCCTCCCTCTCTCTGTCTGATTTATGGTTTCTCCACATCCCACATTTATGAGTTAC 
AACGTATGCTACCATTGGAGCTCATGGTTGTGTTCTAGTTTGATTTCTACTGGTGTGATTAAACACTGAGCAAGAGCAACTTGAAGAAGATTTT 
GTTTGAGTTTATAGTTGTAGTCTATCATGAAAGGAAATCAGCAAAGACCGCAGAGGAATACCGCTTACTAGCTTTCTCTTTAGGGCTTACTTAG 
CCTGCCATCGAGGAGTACATGCCC^AAAGACGACACTGCCCACAGTAAACTGGCCATGCTCACATCAATTATTAATCIAAGGACATACCCATAGGT 
TTACCTATGTGCCAATAAGATGGAGATATTTTCTCAGCTGAGGCTCCTTCTTCCTTAGAGGACTCTAGCTTCTGTCCTATCCCACCCCACCCCC 
AATATAAATAAAAACAGGGCAGGTGTTTAAAATGGATTAAAATGGTTCCTGAGTGGGTAGTGTTTCAAGCTTTTCCCATAATATTCAAGCTTTC 
TTGCTGTCAGTATGAACAAAAGTGTGTCCTAAATATTTGACATGTCTCATGTCTCTGTGTATCTAATTTAACTTGGAATAAAAAAGAAAGCCGT 
CAGAAGCAGGTCAGATCAGTACCATCTCTCGGGTGATAAGAGAAGAGCTGGGGAGTCTGGTCATCCAGGTGTCCCCAGGGCTGAGTTGTTATCT 
GACACTCATGGTATTCCATTGCTCAAGCATTGAGATCCTCTTTCTTATTATTAAGTGTATTATATTTTAAGCGAATGTAGCTTTAAAGCTCTAG 

CTGGGACAGTTATACCACAAACAAGGTGGGCAGTGCAAGACCCTCCCTGGAACAGTGACAGTCTGTTCATGGAGCAATGATGACCTCGGAGGGT 
GATAGAAGAGCTTGTGTTGCTGACCCATTGAGCTTGGCACACAGTTGTGCTGTGGTTCCTGTCTTGGCATGTAGATAGGAGCTGAGTGCTTCCT- 
TGTCCTTGCACAAGAGCTACACTCCACTCCTAGTTTTGACTGGAAACTTTCCTAATTTATTACTAGAATACTGAAATGCAGATTCCATTTAGTT 
AGTAGTTTGTTTTGTAGTAACAAGAGATAATCTAAGATGCACTATACTTTAATGTTTAGTGGAGGATTGGGAATGTAGCTCAGTGGTAGAATAC 
TTGTCTAGTGGGCATAATTCCCTGGATTTGATTCCCATAACGAGAAAAGATAAAAAACCAATGTAACCCAACAGATTGGTAAAAGTCTGTGATT 
CTAGTAACTCAGGAGGCTAAGGTAGGATGATCGAATAAACCCAGAGGGCAAACCTGCCATGGCTAGATAGGGGAAAGGAGAAGACAGAGATACT 
AGGTAGAATGTTTGCCTCATAGGTACAAATCTCTGAATTAAATTTCCACTTCTCTTATATTGAAATAAATTACACTGGGTATGGTGGTACATGC 
TCATAATCTATCATTTGAGAATGTAAGCAGGAGCCTCAAGCATTAAAGATTATGCTTACCCACATAATAAAGTGAAACCAGCCTGAAGTACATG 
AGACCTTGTCTCTAAAAAATAGTATTCACAAAAAACCAAACAAACGGGGCTGGCGGGATGGCTCAGTGGTTAAGAGCACCGACTGCTCTTCTGA 
AGGTTCTGAGTTCAAATCCCAGCAACCATATGGTGGCTCACAACCATCCGTAATGAAATCTGATGGCCTCTTCTGGAGTATCTGAGGATAGCTA 
CAGTGTACTTACATATAAATAAAAAAAAAAAAATTAAAAAAAAATTTAAAAAAACAAACAAAAAAGAATACATTTAAA 

TGGCCAGTCTATAATTCTAGCATTTGGAAGACAGAGACAAGGAATCCACAAAGCAATCTGGTTATCTAGACCTACAGACGAGCTCTAGACAGTC 
CTGAGGAACACTGTCTCACAGAAGAAGGTGGAGAGCAGTCAGGGGAGGGCGCGTGTCAGCCTCAGCCTCCGTGTGCACAAGCACACATGCGCAT 
AAAGTACGGGGAGCCGAGCCAGGCGTGGTGATACACGACTTTAATCTCAGAAGTTGGGAGGCAGAGGCAGGTAGATCTCTGTGAGTTAGGGGGC 
C AC CCTGTCTATAAAGTG AGTTCCAAG ACAGCC AG AGCT CT AGAAACC CTGC CTGC AAAAACGAACGAAAAGGTGC AGGG CTGG AAAGATCG CT 
CAGTCACTGCCTGATTTTTCCAGAACGTCTTGAGTTTTATCCCCAGCGTCTGCGTAGTGGTTTGCAGCCTTCTGTGTGTCAGTTAAAGGGGAAC 
CCAGAGCCCTCCCTCCTTTAGCTTTCCAGGCTCTGTACTCAGTTAATCAACAGTTAATCAAATGTTCCTACAGATAACATGAAATTAAATCTCA 
AGACAAGTTTTAATGCTGTCATCAATTAAGGAAAAAAAATTGGACAGTTGTATTTTCCCTCAAAATTAGTAAATACATGCCAAGATTACAGAAT 
GTTAACTGCTCTATCTAAACAGCAAGACTAACTGTGTTACCAATGTGCAGTTAGGTTATTGCATGTGTGTGTCAGAGAGAATGAATATGAATGA 

GCCATGATAAATTAAAGGGGAAAGTAAATCTTTTCAAATCCTATTAACATCACTCCTTAAATCATTAAAATGCAAATATAATTTGTGTTTTCTT 
TGAGATAGTTTTCCATTATGTATAGCTCAAAATATCCTCAAACTTGCCATCGGGGCTGGTGATATACACCCTACTGGACAAGACTTTTGAGTTC 
AAGTCTCAGAACCAAAAAAGACAGACACGACAAAAAGCCCTCTTTTTCTTTCTCTTAGCTTTCCAACTCCTAGATTCACTGACGTATGCCATCA 
CACCTATCTACTCATTAGGGTTTTTTGGTTTGGTTTGGTTTGGTTTGGTTTGGTTTGGTTTTGTTTTGTTTTGTTTGTTTTTGAGACAGTTTTA 
CTATGGAGCCCTGGCTGGCCTCAAATTCAGAGATTCACCTACCTTTGCCTCCTGAGTGCTGGGGCTACAACATAAACTATACACCCAGCTGTAG 
TCATATTTTCTTGAACTTAATAGTGTTTCCTGTCTGTATTCTTGTTATTTAGGTTCATGCCATCCCTCTGCGCTCCTCTTGGGTCATGACCTGC 
GCATACGCTCCTTCTGGGAATTATGTGGCCTGTGGTGGCGTGGATAACATCTGCTCCATTTACAACCTGAAAACTCGTGAAGGGAATGTGCGTG 
TGAGTCGTGAGCTGGCGGGACACACAGGTACACATCTGATGTTCCAGTGGTGTAAGCTGCTAACTGGGATGTATACTGCTCTTGTGATCTGTTG 
ATTATTGGTTCAAGTAAAAGTGAAAGTAACGGCCAGAAATTTTCTGAAAGTGAAGCCAAACCAGGGCCAATATGCCTTCATCTTTAAGAAACAT 
GGAAACTGGTTTTTTAGCCAGTTTTCGAATTCCCAGCTGCTTCAGCCATTCTTGTTTATCAAGGAATTGATGTTTCAGTCCTGTTTTTAAACTG 
CCTTCCATGCTTGGACATTAGCACAGGAATTCTCCTAGTCTAAGCAAGTGTCCATATGCACAGCCATATCTGTTTGTGCTCACTGACCAGTGCT 
TTTTTAGAGGAGGCCGAAGAGAGTCTGTGGTCCATTCACCTTTTGAATGTAACCAGCATTAAAATGTTGGGTGCATATTTTTGGAATTCATACA 
ACACCATTTAGGACACATTGCCTTTCCAAGGAAGAAAGTCTCATAGTATTTTCTATCTATCCTGTCCCGCAGTGATAGGTAAAACACTCTTCGC 
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ATGTAAGCAAAGGATTGTTCATAATTAACTGTCATGAAGAACATGGCAGTTTTGTGTTTTAACCCTTAGGGTCAGGTAGGATTGCATCCTTTGG 
TGCTTCTTAAGTTACATTGCCAGTGTTTATAACTACTTCAGGAATGCTTGCTTCTTAATATTCTGGCTTTAGCTGGAAGCATAAGCCACCAGTT 
TTAGATCTCTTCTTTCTCAAATATATGAACTTAAAAGTGGCCAAATCCAGGCTGGGAGTGGTGGCGCACGCCTTTAATCCCAGCACTCGGGAGG 
AGGTAGAGGCAGGAGGATTTCTGAGATCGAGGCCAGCCTGGTCTACAAAGTGAGTTCCAGGATAGCCGAGACTATACAGAGAAGCCCTGTCTTG 
AAGGGGAAAGAAAAAAAAAAGGCAAAATCCATACAGGCATGGCTTCCTGTAAATTTTGATCAGTAGTATTTAAATTAGTCTTCTAGGGGCTGGC 
GATGTAGATTCGTTGGTAGAGTATTTTCCTAGCACACACAGTTCTAGGTCTATCCCAGCACCATAAAACTGGACATCATGATAATTTGTAATCC 
CACCTCTCATGAAGTGGAGGTAAGAGGATGGAGAATTCAGTGAGTTTAAGGGGAGTCTGGGCTATATGAAACCCTGTCTTAAAAAAGAAGCATG 
GTATAGTTCT C AAGTAT ATG ATAGAAAAAG AAAACAATCGGGG AGAAGTCTCGGTGACT AAGAAC AG C CACTG C ATAAGCAC AAGGACCTGGGC 
TCCATCCCAGCGCrCACAAGCAGGCCTGGCGTGTGATAATTTCATCATTGTAGGCTGACTCCAGCCTCGTTCAGTGAGAGGGCCAGTCTCAACG 
GACTATAGCAAACAGTGATAGAGCAGGATATTCAATGTCTGGTGTGCTCTGTTAGTCTCTGGATAGGCATACACCACATACACAAATACAAGTA 
AGACGGATATCTAAAAATCCTTGGGGGGGGGGGGGTGCTGTTGAATTTGfTATTAATTTTTTTAAAGATTTATTTATTTTATGTATGTGAGACAC 
TATGGCTGTCTTCAGACATAGCAGAAGAGGGCATCAGATCTCGTTACAGATGGTTGTGAGCCACCATGTGGTTGCTGGGAATTGAACTCAGGAC 
CTCTGGAAGAG CAGTCATTGCTCTT AACCG CTG AG CCATCTCT CCATTCC C GCT AAAATATATTATTTAG AGATTTGG AGAG ATGGTTAAAAAC 
ACTGGCTGCTCTTTCAGATGGCCTGGATTCAGTTCCCAGCACCTGCATGTGCCTTACAGACTTCTATATGTAATTCTAGTCCCAGGGAATTTCA 
TGCCTTCTTCTGGCTTCTGTGAACACCAGACATGCTTGTGGAATACAGACACACAGGCAGTCCTGGTTTTATTGCTGTGATGTGACATCATGAC 
CACAGCAACTCTTAGAAAGGAAAACATTTCATTGAGGCTAGTTATATAGCTCAGAGGTTTAGTTCATTATTGTCATGGGAGGAAGCATGGCAAC 
ATGCAGACAGACATGGTGCTGGAGAGGTAGCTGAGTTCTATATTTGGATTCCCAGACAGCAGGAGAGAGTGACACTGGCCTGTCTTGAGCATGT 
GAAACATCCACCCACCGTAGGCCTCTTGCTCCAACAAAGCCGTTTCAACAAGGAGGTGTTCCTAATAGCACCATTCCCTATGGGCCCGTGGGGG 
CCATTTTCATTCAACACACCACACAGGCAGAAAATTCATATACATTAAAAATTTTGGGGCTGGAGAGATGGCTTAGTGGTTAGGAGCACTGACT 
GCTCTTCCAAAGGTCCTGAGTTCAAATCCCAGCAAGCACATGGTGGCTCACAACCATAGTAACAAGATCTGACATCATCTTCTGGAGTGTCTGA 

TTAAATTTGAACTGGTGGTCTACCAAGACATCATGCTATAAGAAACAGAAAGTGTATTATCTGGTTGTTGGGCATAGTGTGTGTCTGTCTTTCC 
ATCAGAAGGAAAGAATCTACATCTGTGTATTTCAGGTGTTGCATGTACATTTATTGCTGCTGTCTGTATCTCCTTGAATGATCGGTTGTTTTAT 
CATGGCTTAGTATCCCCTCTCATATAATACTTTAGTGTGAATCTACTTCATGTGGGGTTTTCAGCCAGCTCAGCCTCAATGCTCACTGTCTGCA 
TGACATTTTTTCTTGTTGATTGTTTTTCTAATAAGTTGTCTCATACACAGCATAGAGTTAAGTCTTCACTTCTGTTTAAAGTCTCTGCCTTTAG 
GAGCTGGGAACGTAGCTCCTTTAGGAGCTGGGAAAATAGAGTGCTTACCTACCATGAATGAAGCTCTAGGTTTGATCTTCAGCCCAGCATAAAA 
CC AG ATCTGGTGATGTAG CCCTGT AGTT CAAG C ACTTAG ATAGATGG AAGCTGGGAGTTGAAGGTAATCCTTTACTGTGTAGTGAGTTTGAAAC 
TG CCTG AAGTACACGAG AGGTAGCTTTT AAAATAAATGGTTGGGG CAAGTCCTGTAC CTTGTAAATACTTTAG ATATAGTTT CTTCTTG ACTTA 
TAATGAGGTTATATCCAGAAATATCAATCAATCAATCAATCAGTCTCTCTGTCTCTGTGTGTCTCTGTCTGTCTGTCTATCTGTCTATCTATCT 
ATCTATCTATCTATCTATCTATCTATCTATCTATCTATCTATCTATCTATCTATCTAGGGTTTCTCTATATAGCCCTGGCTATCCTAGAACTCA 
CTCTGTAAACCAGGCTGGCCTTGAAGTCAGAAATCTGCCTCCCAAGTGCTGGGTATCCAGAAATCTCTTTAATGTTTAAAATATTAGCCACTGA 
ATTATGTTGACTGTGTCTAGCCTGCCATCCCACATCTTCCTCATCTTATATTGACCAGGCTGGCCTGAAATCTGCCTGCCTCTGCTTCCTGGGT 
GCTCAGATTGAAGTGTGTGCTGCTTCGATGGGTGTATAAACTCTTTGTAGCCTAGGACATTTGAGGCTGCTGTGTTACATTCTTACAGTCCTGA 
CAGAGAGCTTCAGTTCATTGCTGATAACCAGTACCGTGGGGAGATTATACATACCACTTATTGATAGGTTGAAAGAATTGCATTTAAAATTTGA 

CTGTCTGTCTTTCTTTCTTTCTTTCTTTCTTTCTTTCTTTCTTTCTTTCTTTCTTTCTTTCTTTCTTTCTCTCTTTCTTTCTTTCTTTCCTCCT 
TTCCCTCCCTCCCTCCCTCCCTCCCTCTCCCTCTCCCTCCCTCCTTCTCTCTCTTTCTCTGTCTCTCTCTCTCTCTCTCTCTTTCTTTCTTTGT 
TTCTTTCTTTCTTCTTTTGGGTTACTCTGTTTCTAGCTCTAGCTTGCTCCAGCCTCTGCATTCTTTTCCCTCTGCGTCCCGAGTGGTGTAATTA 
CAAGTGTGCACCACGATGCCTGGATTCAACATTGTGTTTGAAGAGTTGTATAGGCTCACATGCACTCAGACAAACAACGTCCTCATTTCCAGTG 

ATTTTGCC 



TATTTATTTATTATTTTTTAAAGATTTATTTATTTATTATATGTAAGTACACTGTAGCTGTCTTCAGACACTCCAGAAGAGGGCATCAGATTTC 
GTTACGGATGGTTGTGAGCCACCATGTGGTTGCTGGGATTTGAGCTCATGACCTTCGGAAGAGCAGTTGGTGCTCTTAACCACCGAGCCATCTC 
ACCAGACCTATTTTTTATTTTTTAAGGAATTATTTGTTTCTGGAATTTGCTTGGTTTCCATGGGTTAACTGAAACCAGATGAGGCTGCAGTGGT 
TAGAGTAAACTGCTTGTGAGAAGTCTTGATTTTTTTTTTTTTTTTTTTTTTTGAAAAGATCTGTTTTATAGTAGTAGTAGTAGTTGTTGTTGTT 
GTTGACAGGGTTTCTCTGTGTAGCCCTGAGTATCCTGGAACTGGCTCTATAGATCAAGTTGACCTCAAACTCACAGAGATCCATCTGTCTTTGT 
CACCACCTTTGAGTTAAATTATTTTTATTGCTTTTATTTATGTGGTGGGGGTCAAACATGAGGAGATCGAGGATGATTCTATAGAGTTAGTTCT 
CTCCTCTCATCTCTGCATGGGGTCTGAAGATCAAACTCAGTAGGAAGTTCCTTTACCCACTGATTCATCATGCCAGTCTTTGACTTTCATGTGT 
GTGTGTGTGTGTGTGTGTGTGTGTGTAATTAAGAGGACAACTTGTGGGAAGTTGGCTTTTCTCTTCCACCATGTAGGTCCTGCAAATTGAACTC 
AAGTAATCAAATGGCAGCAAGCACCTGTACACATGGTCCCATCTTGCTGGCCCTTGACCTTTATTCCTGAAGGATAGTTTTGCTGGACATACAG 

CAGCGAAGCCAGAGTGAGGGTACTGGGTTTCTCCTGGAACTGGAGTTAATAGTTACAACCCATCGTGTTGGTGCAATGAATTGAATCTGAGTCT 
T CTAGAAAAGTAG CC ACTGTTCTTAACC ACTGAG CCATCTTCTC AGCTTTCAAC ATTTAAAAATAT AAC ATATTAAAGGTGTATCTTTGATTTT 
TGCAGTTTGATGGTGATATTCCTAGACGTGTAACTTTCTTTATATTCTTGTGTTTGGCATTTGGAACTCACTAAAATATGTCTTTTGCTAAATC 
GTAAGGTTTGAGCTGTGTCTTCCAATGCCCTGGTTTCTATGGTTTTGGGGTGAGCTGCTTCAGTTTCCACTTCCTCACGTGTTTTGTTTCTATT 
CAAGTCAATTCAGTTGACTTTGGTCACTAGACAACAGCTTTCCTTCTTGTTAGACCAGCAGTGAGCAGCATTTGAAGGAAGCTCAGCTGGAGTA 
GACGGCAAGGGCACAGACTGGGCTGGGGAGGCATGGAGAGTGCTCACATAAGTGTCCACATTTGTGTCACATGGTCTCTTCAGATTCAGAATTT 
CTGTGTTTTTATTTTAAAAGATCCCCTCTACAAGCACTGAGGCTTTATGTCTTCTTATTTATAAACAAGATTATTTCTCATGTTTCTGAATATA 
ATTACAAGAGCTAAATGTAAAATGTCAGCTAATTGTAGCATCTGATCTTGAGGTATATCTTTGTGGTCCTTTCCTCTTGAGTGTGGATCACACT 
TTGCCATTTCTTAGTGCACTTGCAGCGTTGGCAATATAATTGTCATAGCAAGCGTGGGGTCGTTATGTTCCTTTCAGATGTCTGTTCAGTTTCA 
TCAGGTTAAGAAACACATACATAGCAGCAAAACTCTTACTTGTCCTCCTGTCACTGGAGCTGTCTGTGGGTTTGCTTGCTGCCTGTGTGCTGTT 
GCTGTTAACTATTAAAGTGCCTGTCTGTGTAAGTTAGGACTGTTGGAGGCTGCTTTAGCACTTCTCAGGGATGTTCCAGCAGACTGGCTGATCA 
TCCAAGTGTGTAAGACAAAACCATTGAAGTCCGTTGAAGAACAGGCGGTTGTCCATTTACGAGTTTCCTATGCCCTCCAGGGTCAAAACTTAAT 
AGAATGTATAGGCTATGTTATAGGATAAGGAAACCCTAGAAATGGATGTAATTGGGTTCACAATAACTGAAAGAGTGTTCATTATTACTATTTA 
TATTATTATTTATAATTTATAGGTAGAATGJATATTCTTTTTTTTTTTAATTCAAAATAATTAGCCAGGTGCTGTGGCATACTCCTTTAGTTCA 
GCACTCAGAAGGCAGAAGCACAGGACTCTGACTTCAAGGCCAGCCTCATGTATAGACTTGAGTTCCAGAACAGCCAGGGCTACAAAGAGAAACC 



TTTTGAAAATGTGACTGTTGCCTAGATACTATTTTTAAGGCGACTGGAACGTAGGCACAGATTGGTCTCAATGCTAATCCCTAGGGACTGATGA 
AGAAAGAGTGGAAAGGTGGCCTCAGAGCTGCTGTTTTGAGACCTTTAGTTCTGGTCCCGAGGGCCATGATTTGCCTGCCCTTCTGATGTAACAT 
GGCGTTGCCATTTAGTATTGTGACCTCGTAGAGTGAGTAGCTAGAACATTCTGGTGTATAATTTTTTTCATCTAATGAATAATTGGGTGTTTTA 



CTGAAGAGTATTGGTGACCTTGGATATAGAAAAAAAGATTCTGTCTGTCTGCAAAGTCAGCTGTGAAACACAGAGCTGGTCAGTTACTTACTTC 
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TGTTACTGTCGTCTTG^TGTCCCCTCCCTCCAT 

TACCTGTGCACAGAACCCATACATATCAGGGAAGTTCTCAGTGTCCTGCCTTGTTGAGTGAAATTTTTTTTTAAAGATTTATTTATTTATTATA 
TGTAAAGTACACTGTAGCTGTCTTGAGCTAAGACAGGATCACTGCTACAGGATCACTGTAGCTGTCTTCAGACGAACCAGAAGAGGGCGGGTGG 
TCGTGAGCCACCATGTGGTTGCTGGGATTTGAACTTCGGACCTTCAGAAGAGCAGTCTGGTGGTCTTACCCACTGAGCCATCTCACCAGCCCCC 
ATTGTGTGAAATTTTATGTAACCATTTATAATTTGTCCCTTGGCTTGGCAGATTTTACTCCACTCTGGCAGAACTATGTGACTTTCAGATATCA 
GTCTTTTCAGTTACTCATTTTCTTCTGCCTGAAAATTTTTATTGTATTTTGAGGCAGTGTGGCTGACCCCTGTTCCATCCACAGCTTCTAAGAA 
ATCTTTCCAGTGGGTGTCAGCAGAAACATAGCTATTCTGTGCATACTCCATATCACAGCTCTTGAGAAAGCAAGCGCAGTCACCCGTATTTTTG 
GAGCCTTCCCACTGGATACTTTCAGTGTGCTTGCTGTTCCTCTAGTTGGCCTGTAGCCCTTTCTCCCTTGGTTCCGTCACTATCTCCCTTCTCA 
TTGGTTCTGAGCTCCTTTGTGTCCAGCTGCTCTACTCAATAAGTAGATGAGCACACAAATGAGGATAAAAGGAAATGGAAAGACACAGGTGGAA 
GGATGAGGTGTTCCCAAGGCATAGCTCACTGCTATGTGCTGTGCAGGTGTGGGTCCGTGTGAATCATGAACCCATTGAGTCTGCCTATAGTTTC 
ACCCATCCCGTGACAGACGTTCTGGGCATTTTTATTAACGTGGTTTTCACAGGGAGAGGCTCCTAAGATTGAGACTTTCTAGTCTTGGTTATTT 
ATTTGTGTCTGCTCTTTTTCAGGTTATCTGTCCTGTTGCCGGTTCCTGGATGACAATCAGATAGT'TACCAGTTCTGGAGACACCACATGGTGAG 
TACCTG AC AAGGC AGC AATTG AGGCTTGAGGT CTGT CT ACTGTTCTTGTT AATACTGGTT AGTAGGGTTACTTC CCATTGCAAGATAAATGCTT 
CTTGATCATAACCTGACAATTAGAAAACAAAGTATCAA.TGAGTAACTCATTGCATCATCTGTGGATATGCAAAGTTTGATTTTGAACAAAGAAC 
TAAAATGTAGATATTTAAACTATAGTTGTATATCAAGTACCTGGTTTTTTCTCCATTTATTTTTACTCATGTATGTGGTGTTTTTAGCCCTGTG 
GGGTTCTTTTTCACTGTAAAAGTCAACTTAGCATATTGTGAGAATGAGTAAAGCTTTCAAACAGCAGGTGTGTCAGATTTGTTTATTTTAGAAT 
GTTTGCTTACTAGTAGATGGAGACACATTCAAGTAATTTTTCCCTTTGTTTATTAATGAAATGACCAGCTGGTTATTTTAAGAGAATCATTTTA 
AACTTAAGCTGCCCTTGTGGGTTTTTCTGGTCGTGGGAGACATTCCTGGGAGGTCAGTAGGAATATTTTAAATTTGATTTAGTAGCATGGCTTA 
CAGGCTGGTGAAATCCAACAATGGACTATTGATGAAAATGTTAGCCAGGCGTGGTGGCGCACGCCTTTAATCCCAGCACTCGGGAGGCAGAGGC 
AGGCAGATTTCTGAGTTTGAGGCCAGCCTGGTCTACAGAGTGAGTTCCAGGACAGCCAGGGCTACACAGAGAAAGCCTGTCTCTAAAAACAAAC 
AAAAAAACAAAAACAAAAACAAAAATGTAGTCAGGTGGACAGTGAAGATTAGTCATTACAAATTTCAAATTGCATGTGTTGATTATTTTCTTGG 
TTGAAATATGTGAAACTTTTGTGCTCTGTGCTTCTTCCTTCCAGTGTCCCTCATGCCTAGCAAAGATAACCAGCATTCATTGTAGTGAACTTGG 
TTGATTGGATTGGTGTTGCTGGGTGAGACAAGCTGGTGAGGTTGACAAGAATGGACAGTGTATCATGCTGTTGCTTCTGCGGGTTGCAGCAGGA 
AGTAGCCTGACTGCCATTTCCATAGCCAGCTCCCGCTTTATGTAATGCTGATGATATGGTGGCTTTTAGCCACTCTGTCAAGCAGAGGCCGTTG 
GAAAACCTTGTACATCCATGAAGACCATGTTTGGTTTATGGTCCTCGTTGCAAGAGGAGTTGGAGCATCAGTTTCTCTGAGCCACTTATTTACA 
TTCCTAGTGTCTAGGAAGGTGGAAAATGAGGGGATGGAAAGAATAACACAGGTGAAACAGGCTCCTTTCTTTCAGACCTTAGCATTTTCTGCCA 
TCCCACAAACTGCCCATGATTATCTTGTGTGAAGGACAGTGGCTCCTTTGCTGTAGTGTGAGGTAACCTGGAAACAGCAGGCCCATATGCTGAT 
CCATATGGTTGTTTATTGTTTTCATTTTCTTTTCCTTAGCAAAATCTCATCAC^GAAGTAAATGTGTCTTCCCCGTGGGACAGAAGTCATGTGT 
GATTCTGGGTAGTATAGAGGATGTTGTTCTAGGTGATTGGTCCCATGTGCGTGCCTGATACCTAGTTTTCATTTGTTCCTGCACCAGTGCCCTG 
TGGGACATCGAGACTGGCCAGCAGACAACCACATTTACTGGACACACTGGAGATGTCATGAGCCTGTCTCTTGCTCCTGACACCAGACTGTTTG 
TCTGTGGTGCTTGTGATGCTTCAGCCAAGCTGTGGGATGTCCGAGAAGGGATGTGCCGGCAGAGCTTTACAGGACACGAGTCTGACATCAATGC 
CATATGTGTGAGTTTAAATTGTCTGCTTTAGATCTCAACCTTTGTTGTTGTTGTTGAAGATTTGGGTTTTTTTTTAGGGTCTGGAGAGATAGCA 
TATTAGTTACTTTTCTGTTGCCGGAACAAAAACACCATGATCAAGGCAACCTAAA.GAGAAAAAACATTTCATTGAGGGTTACAGTTTCAGAGGG 
CGAATCCATGTCCATCACTGTGAGGAGCCTGGCTGCAAGCAGGCAAGCATGGTGCTAAAGAAGTAACTGAGAGCTTCATCTTGAGATATAAATA 
ATCACAAGGCAGAGAGTGAGTGAGCGAAAACTTGGAATGGCATGGCCTTTTGAAACTTCAGGCATCCAACAAGGCCATACTTTTTAATACCTCC 
CAAACAGTTCCACGAACT AGG AAATGAAGTGTTCAAACTTGAGAG CATGTGGGATCCATTCTC ATTTATATTTGTGTCTGCCTGT CTGTGTAT C 
TGTATCTGGGTGTGTGCATGCGTATTAGAGCCAAGTAGGCTGTTAGGAGACACCTGATATAGATTGGGIGAACCAAACTTGGTTGTAGTAAATG 
GCTTTTAAAGTACCTTTAAAGTACCACTACCTTTAAAAACATTTTTTTTCAAAGTTTGTTTTAAAATTTGTGCTCTGGTTTTTTGTTTGTTTGT 

GCAGGCCTTTCTACCAAACCAGGTTGTCCTTTTCTTTGCAAATACAACCAGAGTCAGAGTGTTTTAGAAGCAGCTAAAACCCTGTGCTGTGCAT 

AAGGGAATGGCAAATTTAGAACTTACTTTCTTGCTAGCACCTCCTGAAGAGATGAGTCTGGTGACTAGAGCAGTGACTTGCTCCATCCTCCACA 
AGTCCCTCCTGACAGCTCGTGTCCAGAGGACAGAAGGCCTTCAGCAGTGCCTCAGTCTCATTGCTTTTCTGTACTGAAGTCTGCCTTGTTGACA 
GTGGCAGTCCATGAGTACTATGTCAGTACCCCCCTAGTACATCCCCCATTCAGTCTAGGATGACAGCCCTTATTCTTGCTGGAACATCATCCTG 
TTTTCCTTTCCATGGCAGCCATGCCTCTGCATTAACATCATGTCTTGTTGAACATTTACTTTTATGTTAGTATATATAATTCAGCTTGACCTTG 
AATTCACTATGTGCCTGAAGGCTGTGTAOTCTATTCCATGGTTGA'I^ACAGATTACTACACTTTTTAGCCTCCTGTGCTTGTGCCTGAACTATG 
GGCCTTACCCACGCCAGGCAAGTGTTGAATCAGCTGGCCTGTGCCCCAGGCCTCATTGTTTACATATGTCTTGATTTGTCTTCTCTTTTTAGTT 
CTTTCCCAATGGCAATGCGTTTGCCAGTGGCTCAGACGATGCCACATGCAGGCTGTTTGACCTCCGTGCAGACCAGGAGCTCATGACCTACTCC 
CATGACAACATTATCTGTGGTATCACATCTGTTTCCTTGTCCAAGAGTGGCCGCCTCCTCCTTGCTGGGTATGATGACTTCAACTGTAATGTCT 
GGGATGCACTCAAAGCTGAC^GAG(^GGTCAGTGGCCACATGGCCTTTCTGTGTTTTGGGGGCACCAGCTTGCTTCTTTCTATGTGGTAAAATG 
AGGTTCAGATGAGCTGAAATGTGTACAITTGTATCATCAGGTTAGTTATGTCATAGCTCAGCAGAGGGGACAGTTAAAGGCCACATAATTTGAG 
CTGTGGCACTCCAGGAAGTACCAAAAGCTCTCCTGTGAGGAGAATGTGGGAGTTGATAGTATGCCAGATACCACTGAGTTCAATGTTCAAGTTT 
CCCATTTTGTCCTGTGGGTATCCATGGTTAGCCTAAAACACTCTATTAGACCAGATGTCCTTGAATTTAAAAGTCTTCTGATTCAGCCTTCTAA 
ATACTAGAATTACTGGTGAGTACCATCAATTTTCAATCTTTCTGACTCATTCTCTGTAGTCACTTAGCTTCTGACATATTGCAGCATGGACAGC 
TCCATCTTCAGCTGTCTGAGCCTATGTATACAGCTTTGGCATCTGATGCCATGCCCCTTCGTCTGTACAAGGTTGTTGAACACTGTGCTGGTTG 
CTGGTAATGATTGAATTTAAAGCCTGAATTTAATATGTCAGAAT 

AGAGTGTCCCTTTGAGCTCAAGCTGGCCTTAAGCTTCAAGTTGAAGAGCTTTATTACATTCAACAAATCTGCTTTGGAGGAGGGAGGGAGGGTT 
GTGACCATGAATCTCGTGGGTCCCACTGTGGCTGCTTATAACCCACCAGACTACTGAATTGAGGACAGTTTTGGTGGCTCACACATTTAATCCC 
AAGTCTCAGAAGCATGCAAATTCTGTGAGTTGTAGGATAACCAGGGCCTGTCTCAAAAATAAAAATCAACATTTCTGCGTTTGCCATTGTAGCC 
CAGGAAGTTGACTCTGAGTTTAAGAGAACCTTCCAGCCCTTGTTCTTAGTTGGTACATCAATAGGTACAGGACTAAATGTTTCTGAAGTTTCAA 
ACCCTTCTGTGAGAGAAGGGGTGTTTTAGCAGGTGATGTGCCATGTGACAATGGGTCCATGATTTCAAGTGTAGGGTCTGTGTACCCTGTGGTT 
AGTTGTTCTGAGTTTACTATTCAGGCTTTTGGTTTTTTGGGTCATTATGTTTTGTTTTGTTTTTTTTAGAGATTTATTTATTGTAGCTGGACAC 
TGGTGGGTTATAGTTTAAATCCCAGCACTTGGGGAGGCACAAGCAGGCAGATCTGAGTTTGAGGCCAGCCAGGTTTACAGTGAGTTCCAGGACA 
GTCAGAGGTACATAGAGAAATCTGTCTGGTGGATGGGGTGGATTTATTTATTTTATCAATATGAGTGTTTTGCCTGTGTACCTGCAGAGGCTGG 
AAGAGGGTATTGCATTCCTCTGGAACTAGAGTTACAGATGTTTGTGAGACGCCATATGGGTGCTGGAAACCAAGCTCAGATGCTGAGACACAGA 

TGCCTCTGTCTCCTGAGTGCTGGGATTAATCCAGCATGTGCGATTAAAAGGCATGCGCCACCACTACCCATTTTTGTATACTATCAGCTTTTTG 
TTGGTGTACAAAAATTATCCCAAGGGGGTCTGTGTTTATGTCCTTGTTCTTCTTAGAGAAGAACATGTTATGATTGG'XTGCTCTCTTAACAGAA 
TTGCCCATACACCTAAGGATCGTTTCTACTTGGATAAGAACCTTCTGCCTTTGTAGTGGCCTTCCCTTGCCGTCTTAAGTGCTTGTTTTACCAA 
AGTCTTGTAGCGTTGTTCATGCAGATGAGCCTCCTGCTTTGTCACAGGCTCATGTGTGTTTGTGGTTGTGCTCTTTTTGTTCTCAGGTGTCTTA 
GCTGGACACGACAAGCGAGTCAGCTGCTTGGGGGTGACTGATGATGGCATGGCTGTGGCAACAGGGTCCTGGGACAGCTTCCTCAAGATCTGGA 
ACTAAAGCCAGGAGGTAATGGGGCAGTCCCATTCCCAGGACATGGCATTTTCCTATATGGGTTATAGATTTACAGAGATCTTGTTGATCTGGCA 
TTGTAGCAGATCTGCAGTGAAGGCCCTTAGCTGTGATGCAGAGAACAGTGGGAAGAGCTCGGGTTCTTTCTGTGTGCACTGACTCCAGGGTCTG 
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TTC AC AGC AGC AGGTGGATGGATGC CATGGCGACTGGAAG ACCATTCCAACCTTGAAT CGTTACAGCGATAGCATATCCT ATC CAAC CATACTA 

AGAAGGATCTCTGTGCTGTAAACTAAACAAATTGTGCATTTTTTCTGGGGGCATTGTTTTTGGTTTATTTTGTTATTTTGTTTTGTTTTTGTTT 
TTTTGGTTTCATTTTGTTTTGGGTTGGTCCAATTTTAAAAGGAAATACTACAATAAAAATGTTAACCAGAAGGTAACCCTGAGTGTGATTGTGA 
GAGAGACACGCCTTTTTACTAGTTCATTTGCATTTAAATCAGTGATCCTGTTCTGTGGCATTCATGAAAAACAAGTTGAAGAATTTGTTTATCT 
GG AATTGTTTCT AAATATAAGT CATTTGTAGC AAG ACTTTGGAAG C ATTCTTTCTT AAACAT ATT C CTTT ATGTTCAGTAGTTAAGAGAACCAG 

TGACTGTTT CG CACAAACACAGCAT AGTGG AAGAAAAAATTTCAGAAG CAAAGTAGCCAAG CACATGTTAGG ATGG CC ACGAATGCTTGGTC AG 
AGTCCTTCCTTCCCTTGCTCAGCAGCGGACTTACTCCCAGCGCCTTCCCTCCCTCCTGTCCCTCCTGTCCCCTCACTGTCCACTTTCTGTTCTT 
TCCTTGGGTTTCCTGTGAAGTTGGAGGGACGTTTGTAGTCATGTGACACTAGCCGTCCTGCCCCTGCTGTCAGAGATTTTTTTCTCCAGAGAGG 
TGCCTGTCCTGTGCTTGGATAGTCAGTTGGTTATTTGTGTATGAAACAATGTACAAATCAATGTTTTGAAAATAATGATCTCAGACTTTCTAAG 
TTAAATTTTAAACAATTTGATTGTTTGCCATATTGGGTGGGGTTACTCTTAGAATCGCATGCTGTAGAAATGCTCTAAAGTGCATATAGGACTC 
AGT CCTTAGATGTTCTTTTTATTTT AAGAAATAAC CTCTT CAAGTTGTAAC CGTGG CGGCTTTGT CCATT ACTGTTGCTATTCTGCAC AC ATAT 
CGGAAGCAGCAAGCGCTTTACACACTTGAGTAGTGGGATAAGTCACTGTTTTCTTTACTTTACAAAACAAAACAGTCCTGTTGGGAATGATTGC 
TGTTGGATTCTGGAAGGGAGGGGAAAGGTGCTCTGCTGCCTCTTTGCCACTTCCTGGAAGCCTTCCTCCCTGGAAGAACAGCCTTTTGCATCTG 
AGGCGACCATTTTTACACCATGCAGATCTTCGTGGTTATCATCTCAAAGCCATGTTCAGCAGCAGCGTTTGGACAGCAGTGTTCTGTGGGCCCT 
CCCGTCCCCCATATCCTGCACCCCGTCATAGCAGTAGTGGCTTCGCCATTCTGTTTTCTGCAGTGTCCTGTACAAAACTGTGCTGTGACTGTGC 
GGTAGGCCTGGACATGGCAAAGAGAATACAGCGAAGCCCCTTCTCTTCCTACCAAACAACTCTGTAGAGCTCTCTGCACCCTGTACCCTTTTCA 
CCTTTTGTATTTAATTTTAAAGTCAGTGTACTGCAAGGAGGCTGGATGCAAGATAGATACTATATTAAACTGTACTGTTATTTAAGATGTAATA 
AAGCAGTTTGACATGAGGGACTCTGGTGTGATGGTTATTTGAGGGTCATCTTCAGTGTGTGGGGGTTTGCCCCAACTGCTGACTCAACAGTTAT 
ATAACGTCATGAGAGACCCTTATAAAAGTGTCAGCTCGGGCTGAATGTAGTAGTACACAGCTTTAATCACAACACTCAGGAGGCAGGGCCAGAT 
GGATCTCTGAGGTTAGGGCCAGCCTGGTCTACTTTGCAAATTTTAGGACTGCCAAGCAATATAGACACTGTCTCAAGGGACGTGGGGAGATGGG 
CTCCTGGGAGGTTTCTGGTATATATCTCAGGTCTGCAGAGCCACATGTTTATCACGACAAGTGGCCTTTCACCCTCAGCACCTGGGCCCTGTCT 
GCCGTCTCCTGCTGGACCAGCCAGCTGCTTCGACTTCCTCTTCCTGCACTAAAATGTGTGAGGACCTGCCCCTCCAGAGATACTTTCCTGTTGA 
CTAAGCACCATTTCGTTCTCTGTCGATAAAGGTCACTGCATCTTGAAGGAGCGAGTATCAACCCCTGAGTTGTTGGACTGCCATTCCAGCTTCT 
GACACCCATTCCACTGCAGTGCGTGCTTCTAAGTTTTATGATAAAAATTTTAATCTTAAGGTTTTTTTTGTTTGTTTGTGGTGAGTTTTTTTGG 
TTTTTTTCAAGACAGAGTTTCTCTTTGTAGAACTGGCTGTCCTGGAACTCACTCTGTAGATGAGGCTGGCCTCGAACTCAGAAATCCGTCTGCC 
TCTGCCTCCCAAGTGCTGGGATTAAAGGCGTGTGCCACCACACGCGGGTTAATCTTAAATTTTAAGATTATAAAACATAACTGATCTTCAGGCT 
CACAT CCCCTAAACATTGACTGGCC C C AGC CACCTTGTTTGG AC AATGGTAAGC AAACAAATCCATCCAGGGTCAG CGGTGGC C C CTGATAC C A 
CAGATTGTGGTGTGATGGGCAGGTCCAGCAGATGGGATGGGATGGCCTAGTCTAATCCTCTCCTAGTCTCCTTGAAATAAATGTATTTTTCAAC 
ACACACATTTTGCAAGTCTTTACCTACCTCAACTTCCACTGAGAATGCAAAACATTTGAGGTCCTTCTGATCTAGAAGGTGAAGCTCTGACCCT 
AACTTCAAATTCTCTGGGAGTACATGTCTTAAACTGCTTCTAACCTACCTGACAACAAGCAGGCC'CCAAATGGACTGGGGTAGATCTGTGTCTC 
AGGCCTGTCCTACTTCTCAACCAACATCCAGGCCGCTGCCCACTTGTTTAACAAGCAGTCATGGAAGACATGTCCACTTTGGATATGTGGGCAG 
TATTAATG ACCAAAG AGCGTGCAGGCTTCACAAATGCT C AGG CTT ACACATCTACATC CACCATTAAAT ACC ACTCATG CTCTGG AAGCTGAGG 
TGCCCGTGTGCTCTGTGTGTTGCTGCCCATGGTGGAAGTACACCTGTTGAAGTGCACACAGGCAGATAAGGGGCTGCTGCTATATTTTAGACCC 
ACCATGTCTCATCATTTTCCTCCAGCGTATGGGCTGATGCCATTCCATGACCCCAGGATTCCAATTCTTCTGGCCTGTAAAGGGAGCCACCTCA 
TTTATTTGCCAAATACTAGAGGCTGGAATCCTGATGAAAGGCCAGCCGGGTCCAGCTTGTGCCGTCCACCGTTTCCTTTGGCGCCTACTCTCTC 
CTGCCGCTCTCACTGTGCTGCTGTATTCTCAGTACAACCTGACACCACCAGCATTCTGTTAGACCAGTCCAACCCCTCACCATCCAAGAGCAGC 
CAGCAGTCTTTCACCTCTGCCTCTTCACACAGGGTGATCTTGGGACAAGGTGTTTGCTCTGGGAACCCATGAATAGTCTGGCAGGAATTCTATG 
AGAACAAAGTGCCTGGTGTGAGATTACAGCTGGTGACTATGTAACCCACTGTTCCCTTGCCTGAGACATTTCTAAGCACCCTAGGCAAGACTAC 
TCTGCTTGCTGTAT CCAAAACGTGAGTACCTGGCAGGTGT C CCACTG ATTTGGCAGAAGAAGGG ATAAGGTTGCCCCT CACC CACC CC AGTG AA 
GTGACCCTGATGATGACCTCAGTATTGGTCTTTACCTATGCCAAGTGCACTTTCGGAGAATGGACAAGATAACTAGTATCCCATGACAATCAAC 
TCTCCTCTAAAATACACTCTTCTGGCTAGCTGTCACCTTGTTTAGGTACTGGACAGCCTTCACAAAGCAGTTTATCCCACCCTGGTCACATGAA 
ACCAACTTTCCTCTTAGTACTAAGGCAGGACCCAAAGAGCTACAAAGCCTCCCTGATGCCTGCGCCTGAGAGCTTACCTGAAGGGACACCCCCC 
CCCCATGTGACAACCTAACTTTGGGCAGAGGCCCATCCTGTTTCCTCCTTGTTCTTCCTCCTCCCTTATCATTTAGCCTTTGAAGAGTAACCTC 
CAGGTACTGGAGGCCTGAAGCAAAAATGTGTGTAATTGCCTTGATTTCGTCCTGGTACCTCACTCATCCCATGTGACCTTTATTCTGCTGCTCC 
TTGAAGCCAGCCCAAATTAAACACTCTAGGAGTCTTTTGAGTACCCTCTTGCCATTCCAAGCCTTGACCTTGACCTTGGCGACTGTCTTTAGCA 
CAGTGGTGGGAATG AGCACTTGGTATCTGAGTCTTC AGAGTTTGATGGGG C CCAGTAAAACATTT C AC AATGTCAG CTTTGTTCCTTCCTC AGA 
AATGGAGAAGCCACCTGCATAATCTAGGCCTTGCCCCCACTGTGTAAAACAGATTTCCCTAGCAACCACTGGACATCTGCTCTTTTAATTTAAG 
GCTACACAGGTTACTTGGTATGTGACCTTGGACTGCAGACCATAGACTGGGTGCCTTTGCAGAAGAATATGACTGCTCCCACTCTGGATGTCTC 
TCCAGGTCTGCTGGCCATGTGCCTGCCATTTACCACTAGATACCAATCAAGTGTTATATAATACAATAGCAGCATAGTTACAGCCTTCGGTGGG 
TGTGGCTGGCGTTCACTCTGGGGAAGAAGTTAGGCTTACAAAACTCATGAGGAAGTTACAAAATTTAAGAAATCCCCGCAAATTCCCACCATCC 
TCCCTACCCACTATTTTCCGTCCCCACTGCATTGATGTGTTCTTTTTGGAAGGACAGCACACAGGTCTCAGGAGTTCCCACCAGAGAACATCCT 
GACTGCAGCAGGTATGGGGGGCTGTGGGGAAGCGTGGAGATTGGGCTATACAGGAAGGGCAATAGTGTGAACATCTTAAAACTACAGTGCTGGG 
AGTCGGGACTGCGAAAACACCTACTGGTGCACTGTGCACACTGGTGGATATCAATGCACGAGCATGTCCACCAGTTCAGCATATCCCTGGCTCA 
GCTACAAAGTCGGTGGCCTCCCTCTTTCCCTCCTTACAGCTGTGGGTGAGGCACGCTATTTACACAGTCGCTTCTCAACTATCAAGACTTTGTT 




GAGCCATATGAGCGCTGTCACCCGAGTTCTGCTTCTGAAAGATACCAGGTCCATGCGCTGGACATTAAGAACAACGTGGGAACAGGAGCCTGGC 
ACGAAGCCCACCTTCCCACAAAGCTGGCCCGCGTTGTCCACATGGTCCTGGAGACCTCGCCAGCAAAAAGCAAACTGAGTGTGACGTAGGACAG 
GAATAAAGATCAGACCGCGAGGCAAGGAGGCAAAAAAAGAAAGAAAGAAAGAAAGAAAGAAAGAAAGAAAGAAAGAAA 



TCTTTTTTTCTTTTTTTTCTCCCTCACCCCTCTGCCCCGCCTCCCCTTCCGCCCCGACTCCTCCACCCTTTGGCCCCGCCCACTCTCCCGATCT 
TCCCCTTCCCTCCGGCTTAGTCTCCTTAGTTCCGTCCCTTTCCAGCTCTGCCCTCTTGCGACCTGTCCCTCCCACTCTGCCTGCCCCTTCTCCT 
ACCCCGTGTGCCCCTCCGCTTTCTCCAACCCTTGGCCCCACCCCCCCGGGCTGTCTTCCGCTCCTTGGCCCCATCCCATTCCGCTATGCCNNWW 

CGCCTGTGTAGGTGCGGCTGCGCCGCTCTCCCCACGTGCCCTGCAGCGCATGCGTGCGGGCTGCGCTTGCGCACTGACAGCCGCGGCGCAGCGG 
GGCTTGGTGGTGCCGGTGTCTGGACCGAGCGGCCATGGGGTGGCGGGCGGCTGGGTCGCTGAGAGCCAGGTAGCAGTAGGGCAGCAGGGACCGC 
CTGCTCGGCCCAGGATGTAGACGTCCACGCGGGCGCGCGGCAGCCGACGGTGAGTGCGGGGCCTGGGGTCGCCCTCTGCCCGGCGTCACTGGCC 
GGGACCCGTGAAGACAGGGTCACGGCGCCGGCCCTGCCCACCTGCCCGAGGCCGGGCGCTGGTGGCTCTGACGCGCCTCCCTGCGTCCGAACGT 
GGGTTGCAGCCAGGATGACGCGTGGTCTCGGGGAAGGAGCCTAAGGGACAGGTCTGAAGATCTGGTCCGGCCTTGGGTTTAGGGGGACGAGTCA 
GAGGTTCGGGTCCCGGGAGAAGCCATGTAGGCCGCCGTTCTGTTCTAAGCCAGTTCAGCGCGCAGCACCGCAGCCGAATCGGCTCCATTGGTCT 
TCCAGTGGGGCCTTAGCAAGCGCCAGAGACCTTGGCATGTGGGCAAAGTAGTCAGACGAGCGTTTTGTAAGCAATCGAGGTGTGAAACTCTCCA 
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AAACCCCATCGTAAACTTGGTATCCAGTACTTGCCAGGAGCTTCCAAAGTCCTGAAGAGTCCATGGAGATGTTCCTAGAGGCTGCTGCCTCTCA 
GGATGTCACACTCACAGGCCGCTTGTCTTGGCCTCTGGCAGGTTTCTTCGTTATGGGAACAGGGCGTGCCCAGCGCAGTCCCAGGATCTGCCTT 
TGCTTGGCCAAGATCCGGCGTCTCTTTCCAGCTCTCCCAAGCAATGGGCTTTCTCCTGGCATTGATTCTGAATAGCGACTTGTTTTTCCTTTGT 
TGTTTGGGAAACTCTCTGTTTTGGTTCMAACTTATTCGTTTGGCTTGCCTGTTGAGAAGAGTGTTATTCAAACTTATATTCATTGGTTTCATG 
TATCACTGTCAGTTTCCACGGGCCGGAAAGCTGGCATCCTCGCCTTGGTAATTAAAAGCAGGGCACCTTCCCTCTGAACGTATTTGTCCTCAGC 
AGTGACTTCACTGTGACTTACACTGCCCATCTTGGGCTCTGGGACAGCCACGGGTGCCAATATACAGTATGACCAGGTAGCTTCTTCATTTGGA 



TTTGAAGTGCTACAGGTCCAGCCCAGATCCTCACACAAGTGCTGTCCCACTGAGCCACAATCCATCCCCCACCCCTCCTTTTGGGTAGAAGTGG 
CTAACAGATAAAACAGCAGTACTTAAATGAATAGTTTAGCTCTCTAGGCATCACTTGGAGATGGAGAGAAGCAAGTGGTGGTTTTTTCCTTTTT 
TTTTTAATGGGAGTGGACACTTGCTACTCTACTGCTCATGAATGGAAGGAAGAGCTTCCAAGTGTTGGTTTTCTCCTCCTGCTCCATGGGCTCC 
ATGGATCAAACCCAAGACATCAGGCTTGGCAGTAAGTGCCTTTGTGTACTGAGCCATCTCTCTGATGCTTCCTTTGTTTTTAGACATAACTTTA 
TGTATGCCAAGCTGATTTCTAATTCCCTGTGTAGCCAAGGGTGACTCTGAACTTCTTGTGCTGTATGTTCCTCTGCATGTTGGGATTACAGGCA 
TGAACCAAACCATATCCAGTTGGGCTTTTTCTTGTTTTAATGTGATGTTGGGATGAAGCCCAGGGCTTTGTGTGTGCAAGCACTGTACCAACTG 

TCTCTGTCCTGGAACTCACTCTGTAGACCAGGCTGCCCTTGAACTCAGAGATCCCCTGCCTCTGACTCCTGAGTGCTGGGATTAAAGACGTCCG 

CATCAGATCTCATTACAGATGGTTGTGAGCCACCATGTGGCTGCTGGGAATTGAACTCAGGACCTCTGGAAGAGCAGTCAGTGCTGTTAACCAC 
TGAGCCATCTCTCCAGCCCCCACTCTAAGATTTACTTTATTTTGGATTTATGTGTATGCATGTGTGTTTGCGTGTGGTTATTATGTGCACACGA 
GTATGTGTGCGTTGGAGGCAGGAAGAGGGTGTCAGATCCCTTAGAGTTGGAGTTACAGATGGTTGAAAGCTGCCGGATGTGGGTGCTGGGAAGG 
AAGCTGAAGTTCTCTGGGAGCAGCAAGAGCCTTGTAACTGCTGAGGGTTGGCCCTCTCAGGTGTTGGGAATGGATTCATCTCCATCTTTACCTT 
GAATCTGTCTGTTTTCTGGTGTCGCAGCAAGAGGGAGATCCGTGCAAAATGCTCAGCACGCGGAGGAGGAGCCTTGGGAGGACAAGAGGGGTGG 
GCTTTGATCTCAGGGTCTGCTTTCTAGGACTTGTGAGATCTGTTTACAGTTACCACATGGCTCCTGCCCTCCTGAAGGCAGAGGTGTCGCTTTC 

GCATTGGGAACAAGTTCGTGAAAACAAATGATCGGGTTAAGGCAGAGACGGTACTAGCAATGTACGCCAGTGCTGTCCACGGTGCAGTGGAAAG 
GGCAGCAGCGCCTGACCACTTAGCGTTCTAGACCAGAGTGCCTGTCTTGGGTGTGTGAAACTATTCCACCACTAGATGGGTTCTGTGATCCCGT 
TCCTTAGAACTTTCCAGAAACAGCACAGTTCTCTGACCTGTCTGCTAGCTTGGGTATCATTTATTTGTAGAAATGAGGTAGGTATTAGGTAATC 
ACTAAACCTGGACTCTGTGGGTCACAGTAGTGATACCATCATGTTTGATACAGCAACACGTTGTCTCATAAAACAAATGAACAAGAACTGGAAA- 

CTTCATTCCCTCTATTTTCAAAGACTCAGACTTTTGTCACACAGATTGCAGTGTTCCTCCTGCGTGCTGAGTGCTTGGGTCACGGGTACGCA.ee 
AACACACCTGGCTTCGCTTTTCATTTACCGCTTCTACATATATTTGAAGTTCACATGGAATTGAACGTTTGTATTACGTTTCTTGGGCTGACTC 
TCTGTGTGTTCATGCCTGCCTTTGGTTCCTGTTGTACATGAGCTTATTGACATTTTGATATCTTTCTTGCTACTCCATGATGGTGACTCAGTTC 
CTTTTCCAAGCCAGCCAAGCTACTCAACAATGAAAAAAATCCCAACAGGGATAACTAAGTGCACTCACCCCCCCCAGCTACCTCAGCACCTGAT 
AATCATCTTGCCTAGCCTTTGTTTCCGCTTCACTTTCTAGACCTTGCTTGAAGAGTTACCTAGGGAAAGGTTGGCGACGAAAGAATTAAATAAT 
GGAATTAAATAGAATTAAAAACAGAGGAGGAGGGATGATGGGTCAGTCCTAGCAACCACCCGGGATTCACTCCCAGGGACCCTCAGGGTAAGAG 
GAGGGATTTAGGGGCTGCCCTTCGATTGCCACGGGCAGATTGTGTCATGCGAGTGAGCATGTGTGCACCAACCCATAAGTAAATACGTGTATCT 



CCTGGCTGTCCTAGAACTCAATCTGTAGACCAGGCTGGCCTCACTTTAGAGAGCCACCTGCTTCTGCTGGGATTAAAGGCTTTTATACCACGAT 
CTC CTGGTTTAT 

MOUSE SEQUENCE - mRNA 

GCTTGGATTCTGAAGTGTGGAAAGCACTGAGACGTGAAGATGAGTGAACTTGACCAGCTGCGGCAGGAGGCCGAGCAACTGAAGAACCAAATTA 
GAGATGCTCGTAAAGCGTGTGCCGATGCGACTCTTTCTCAGATCACAAACAATATTGATCCAGTGGGAAGAATCCAAATGCGGACCAGGAGAAC 
ACTGAGGGGGCATCTGGCAAAGATTTATGCCATGCACTGGGGCACAGACTCAAGGCTCCTTGTCAGCGCCTCTCAGGATGGAAAACTCATCATC 
TGGGACAGTTATACCACAAACAAGGTTCATGCCATCCCTCTGCGCTCCTCTTGGGTCATGACCTGCGCATACGCTCCTTCTGGGAATTATGTGG 
CCTGTGGTGGCCTGGATAACATCTGCTCCATTTACAACCTGAAAACTCGTGAAGGGAATGTGCGTGTGAGTCGTGAGCTGGCGGGACACACAGG 
TTATCTGTCCTGTTGCCGGTTCCTGGATGACAATCAGATAGTTACCAGTTCTGGAGACACCACATGTGCCCTGTGGGACATCGAGACTGGCCAG 
CAGACAACCACATTTACTGGACACACTGGAGATGTCATGAGCCTGTCTCTTGCTCCTGACACCAGACTGTTTGTCTCTGGTGCTTGTGATGCTT 
CAGCCAAGCTCTGGGATGTCCGAGAAGGGATGTGCCGGCAGACCTTTACAGGACACGAGTCTGACATCAATGCCATATGTTTCTTTCCCAATGG 
CAATGCCTTTGCCACTGGCTCAGACGATGCCACATGCAGGCTGTTTGACCTCCGTGCAGACCAGGAGCTCATGACCTACTCCCATGACAACATT 
ATCTGTGGTATCACATCTGTTTCCTTCTCCAAGAGTGGCCGCCTCCTCCTTGCTGGGTATGATGACTTCAACTGTAATGTCTGGGATGCACTCA 
AAGCTGACAGAGCAGGTGTCTTAGCTGGACACGACAACCGAGTCAGCTGCTTGGGGGTGACTGATGATGGCATGGCTGTGGCAACAGGGTCCTG 
GGACAGCTTCCTCAAGATCTGGAACTAAAGCCAGGAGCAGGTGGATGGATGCCATGGCGACTGGAAGACCATTCCAACCTTGAATCGTTACAGC 
GATAGCATATCCTATCCAACCATACTAACGTGGACACCCACACCTCCCCTCAGAACTTCAAAAGGGCAAGATCTTTTTTCCTTCACTTATTGCT 
GAACCAAGAGCACAATTCCCATTAAGAGAAGGATCTCAGTGCTGTAAACTAAACAAATTGTGCATTTTTCTGGGCCATTGTTTTTGGTTTATTT 
TGTTATTTTGTTTTGTTTTTGTTTTTTTGGTTTCATTTTGTTTTGGGTTGGTCCAATTTTAAAAGGAAATACTACAATAAAAATGTTAACCAGA 

MOUSE SEQUENCE - CODING 

ATGAGTGAACTTGACCAGCTGCGGCAGGAGGCCGAGCAACTGAAGAACCAAATTAGAGATGCTCGTAAAGCGTGTGCCGATGCGACTCTTTCTC 
AG ATCAC AAACAATATTG ATCC AGTGGG AAG AATCCAAATGCGGAC CAGGAGAACACTGAGGGGGCAT CTGGC AAAG ATTTATG C C ATGC ACTG 
GGGCACAGACTCAAGGCTCCTTGTCAGCGCCTCTCAGGATGGAAAACTCATCATCTGGGACAGTTATACCACAAACAAGGTTCATGCCATCCCT 
CTGCGCTCCTCTTGGGTCATGACCTGCGCATACGCTCCTTCTGGGAATTATGTGGCCTGTGGTGGCCTGGATAACATCTGCTCCATTTACAACC 
TGAAAACTCGTGAAGGGAATGTGCGTGTGAGTCGTGAGCTGGCGGGACACACAGGTTATCTGTCCTGTTGCCGGTTCCTGGATGACAATCAGAT 
AGTTACCAGTTCTGGAGACACCACATGTGCCCTGTGGGACATCGAGACTGGCCAGCAGACAACCACATTTACTGGACACACTGGAGATGTCATG 
AGCCTGTCTCTTGCTCCTGACACCAGACTGTTTGTCTCTGGTGCTTGTGATGCTTCAGCCAAGCTCTGGGATGTCCGAGAAGGGATGTGCCGGC 
AG AC CTTTAC AGGACACGAGTCTGAC ATCAATGC CATATGTTTCTTTC CCAATGGC AATGC CTTTG C C ACTGG CT CAGACG ATGC C ACATGC AG 
GCTGTTTGACCTCCGTGCAGACCAGGAGCTCATGACCTACTCCCATGACAACATTATCTGTGGTATCACATCTGTTTCCTTCTCCAAGAGTGGC 
CGCCTCCTCCTTGCTGGGTATGATGACTTCAACTGTAATGTCTGGGATGCACTCAAAGCTGACAGAGCAGGTGTCTTAGCTGGACACGACAA.ee 
GAGTCAGCTGCTTGGGGGTGACTGATGATGGCATGGCTGTGGCAACAGGGTCCTGGGACAGCTTCCTCAAGATCTGGAACTAA 

HUMAN SEQUENCE - GENOMIC 

AAGAGGGCACTAGATCTCATTATAGATGGTTGTAAGCCACCATGTGGTTGCTGGGAATTGAACTCAGGACCTCCGGAAGAACGGACAGTGCTCT 
TAACCTCTGAGCCATCTCTCCAAGCCCTTTGTTTTTTGTTTTTGTTTTTGTTTTTTTAATTTCTGATATTAGAAATTTCTTTTATTTTTTAATT 
AGATATTTTCTTCATTTACATTTCAAATGCTATCCTGAAAGTCCTCTATACCCTCCCCGCCCCCACCCTGCTCCCCAACCCACCCACTCCTGCT 
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TCCTGGCTCTGGCATTCCCCTCCTTTGTTTGTTTTTTGAGTCAGGGTTTCTCTGAGTCTCTGTAGACCAGGCTGGCCTGGAAGAGACAAAGAGA 
TCTCACTGAGATTTTTATACACACTCAGAGAAAGAGACAGAGACACAGGGGTGAGGGTGGCTGGTATTAAAGGTGCTGGCCACCACTGTCCAAC 
TAGGATGTGTTCTTAAAACATTCTAGGTACTGGTTGTTTATAAGGCTTGAGGCAGAATTGCTTGAAGATGGGAGATAGACCAGCAAGAAGGCCA 
TGAGGCCTAAAGGGTGTTTTGGGGGTGGGGTGGGGCAGGGGAGAGGGTTGGTTGTTTTATATCAAGGCCCTTCCATTCCTAATTAGCAAGGCTT 
CATTTAGGTCCCAGATAGCTTCTAGACTTGGAAAAAAAGTTTTTTTTGTTTTTGTTTGTTCGTTCGTTTTTTTTTTTTTTAAAGCAACAAGGGC 

TGGTTGTGAGCCACCATGTGTTTGCCGGGATTTGAACTCAGGACCTTTGGAAGAGCAGTCAGTGCTCTTACCCACTGAGTCATCTCACCAGCCG 

GTAATAAGTGCTCCTGAGGCAGCAGAGCCACTTTGTTTCTAACGCTTGGGGTCTGAACATTGAAATCACCGTTTATGTGTGGTTTCACAGATTC 
AGCTCTTTAAATGGACATGATACTTAGCTTTGAATCCTCTCCATTCTTGGGCTGGTGAGCAGGAAGCCGGCCTTTTCAGTATAGCTCACTCTGC 
CCCATAG C AGGTACTT CAGTCAGTGTGGGGG AGGG AAGGAAATTGTTTGTAGAGGAGAATTTTAAAAATAAGG CATTGCTGAATTTTTAAAAAG 
AAGCATTACCTTTCTCAGGACTCAGCCCTGACAATTAGCTCCATTAACACACAAATACCTGTCTCCACTGCAAAAGGGTAGAAAAACTTCCCAT 
GCTATTTGGTGAAAATTGAGTTGTGCCCAGAAACGATATCTTTGTTTCTAAGCACAAGTTGTACTTACAGTTCCTTGCCTTTGGAGAGGGCATG 
CTGCCACTTTCATCTGACTTCAGGTGAGTTTCCAGAGGATCATACCTAGAACAGTGTTTAAGAGTTTCGAAGAAGCCAGGTGTGGTGGCGCACG 
CCTTTAATCCCAGCACTCGGGAGGCAGAGGCAGGTGGATTTCAGAGTTTGCGGCCAGCCTGATCTACAAAGTGAGTTCCAGGACAGCCAGGGCT 
ATCAGAGAAACCCTGTGTCGGAAAAAAAAAGAGTTACGTTGTTGCTGATAGGTACATATGCCATGTACATAAAACTTTCTTTCACCCACTTTTC 
GAGTGATGCTGATACCTGGCCATGGCCTTCATGTAGTGTGAGAAAGTGGAGAGAAAGAGTGGGCAGCAAGCCAGGATGTTAAACTGTTTTGGGG 
TGTGGGGTGGTGTAGTAAAATAAACGGGAAGTTTGACAAGAGAATTAAAAGACAATTCCTGAATATTAGTTTTTTTCACTTCTGAAACATGGAT 
ATATAAG CC CC AAG ATC CGCCATTTAG ATGTTTAAACAAATTTGG ATAAGTACCGAGGTTG CATCATTATG AAACTAAC C AG AAGTGG CTGTG C 
GCTCCAGTTGTACCGGAACAAAATGATGCTGGCACAGCAAGCTTCATGTCCTTTAGAACTTTATTATAAAGTTGGAGATGTTTTTTAGATACAT 
TGGTATATTTGCATTATAGACTTAATGAATGTATGTAATGCCAAACAATGCTAAAATACTGACTTTTTAAAAAAAATATTAGTAAGTTAGGAGT 
GTTGGTGGGTAGTTCAAGGTAATCCTAAACTACCTAGTGAGTTTGAAATCAATTGGGCTACATAAGACCTTGTGTTTAAAATATCAAAATAATA 
ATTAAAGAAATGATTTAAACATACAGACTATATTACACTATATTACAAAGATCTCTCAGTTTATATTTACAGAATTCCGAGTTATATCTAATTG 
CCTTTCTTCTCTTTCCTAATCCTTCTTTACTCTCTTGAAGTGGTTTTAAGGCAAACCCCCAAATCTTGCCCCGCCCCCCCCCGCCCCAATGAAT 
AACAAGTTAGGAGTTCAAATCTGGTAGGATATCTAGCAGGAAAACAATAGTTTTCTTCTGTTTTCTGTCTGATTTTTCCCTTCTAAAAATGTAT 



TTATTTATTATATGTAAGTGCACTGTAGCTGTCCTCAGACACTCCAGAAGAGGGAGTCAGATCTTGTTACGGATGGTTGTGAGCCACCATGTGG - 

TTGCTGGGATTTGAACTTCTGACCTTTGGAAGAGCAGTCGGGTGCTCTTACCCACTGAGCCATCTCACCAGCCCCTGCTTAGGTTTTTGAGTGC 

TTAGATTAGAAGTGTGTCCCACCTCACCGAATTTGAAAATGTTAATTATTTAGGGAACTATTTACAAATAAATTCAACACTAGCTCATAGCTGA 

ACTTCTTATATACGTCCCTATCCATTTCTCTACCTTTTGCTCGTTTTGAGGAGGCTTTTTAAAAATTAATTAATTTATTTTATATATGTGGGTA 

CACTGTAGCTGTAGATGGTTATGAGCCTTCATGTGGTTGTTGGGAATTGAATTTTAGGACCCCTGCTCCCTCTGGCCCAAAGGTTTATTTATTA 

TTATAC ATAAGTAC ACTGT AGTTGACTTCAGTCAGGCGC AC CAG AAG AGGGC AT C AG ATCT C ATTACAGGTAGTTGTG AG CC ACTATGTGGTTG 

CTGGGATTTGAACTCAGGACTTTTGGAAGAGCAGTCAGTGCTCTTACCCAGAGTCATCTCACCAGCCCCCAAGGAGACTTTTCTTAAATACTTT 

TTTGTTCCTTTAAATATAATCGTAAACGGTACTATTATCACACTTTAAAATGTTAGCAGTTGCTTCTTATATAGCCCCTCAGCACACTTGTTTG' 

CTTGGGTTTGGCTTTATGGAGTTGGTCTAATCTTACACCTTCCTTCTTCCTCCCTCCCTCCCTTTCACATTGAGACAGTTTTTCATTTTGCAGT 

CCTGTCTAGCCTGAAACTCACTATATAGACCAGGCTGGCCTTAGACTCACAGAGATCCAACTATTTTTGCCTCCCGAGTTCTAGGATATAAAGC 

ATTGACCTACTATTCCCAGCCACGATCATAACTTTAAATCTTTTAGAAATTCTTGTCTTTGGAAATAGCATCTGAAAGCTTGGTGGTAGTGACT 

GGTGGATACATTTAGTCCCAGAACTTAGGAGGCAGAGGTAGGCAGATATCTGTGAATCCTCTAGGCTAGCATGGTCTACAGAAGGAGAGTTCTG 

GGATATCTAGAGCTATACAGTGAGACCCTGACTCAAAAAACCAAAGGAAAAAAGAAAGAAAAAAGAAAATAGCATCTCAAACTAGGACAATAGT 

GTTCTTTGTCAATGTGACTTCTCAGATGTCAGGCATTAACCTTGGAGTTGTACTGTTGAAGGGGACACTTCAGTAGTATATCACTTCAGTAGTA 

TAT CACTTCAGTAGTATAT C ACTTCAGTAGTAT ATCACTG AG AGGCTTATGGGATGAGGGCGTAT CAGACTG ATT AT CTC ACTATGTGAT ATAG 

ATGATGTTTGTTTCTTTGTTTTTCAAGGCAGAGTTTCAGGTTAAAGACATGTACATCTCTACCCAGCTTCATAAATAAATAATATTTTTTTCAG 

ACCAGAGTGAAAAGTGATTTAGTGAGGCCCTATTTGTATGTTGGAGAAATTGAAATTATTTTTCAAGACATGCACCATTAAATTTTAAATTCTA 

GTTTATTTTTTGTATGTGTGCACACAGAGAAATCAGAGGACAACCTGAAGGAGTTCATTCTCCTGGGCAATCAAGTCAGGCTCTGGGTTTGACA 

GCAGATACCTTCTGGCGAAGCCATCTTGATGGCTCGTATTTCTCCTTTTCATCAGTGGCAGGCTTGCAGCCCAAGTATCGTCAGTAACTGTGTG 

AGATAATGGGGTCCTGAGGTCACTGCTGTGCCTGTCCTGGCTCCTTCACAGGGTCTTGACCAGAGGAGCGCTGTGCTGCTGATGCCTTTGTCAC 

AAAGTTGGGGGCTTTATATCTCATACCATCACGTGAACTGTTCTAATCGTGCTGACATTTTATTTAAAGATATAGCATGTTACTTCCAGGAGAT 

CACACCAACTTGTTTGTCACATCTTTAGTCCCATGTTCTTACATCATTTAAATTTCCTGAACAGCAGCTCTAATTTAAAGCTGACGGCAGATGT 

GGGTCATGGGCAGTCGTGAGCCTCAGCAGGTGCTGTCTTAGTGGATTAGGCTGGAAAGTGCTACCTCAGCACAGCCAGAGCTTACCTGGGAGGC 

TCTGGAGGAGGAGAGCTGCCCAGGCAGGCAGACCGGATGGTGGGGTTTCCAGAAGGGTCAAAGGACTAACGACACTAAAGAGAAAGGCAGAGGA 

GACGAAACGTAAGTAAGACGTGTTTCTAATTGCTAAAGTTGTGTAAACAGTATTATGGCAGACTCTTCAGTTGTGTGCTGCACTTCACTCAGAC 

TGTGAGAAGGTAATATTGGGACAGCAGGTAAAGGCACTCGCTGTGATGTTGCATGGCAGGAGAGAACCAGCTATTTCAGGTTATCCTCTGTCCT 

TGGAATATGTGTTGTGGTACATACCC!ATACACAATTAAATAGGTAAAATGATAGAAGAAAATTACTTTAAAGATCGTTTTCTGCCCAGCAGTGG 

TAGTAGTACACGAGGCCAGCCTGGTCTATAAAGCAAGTTTCAGGATAACC!AGGGCTATACAAAGAAACCCTGTCTTGGAAAAAACCIAAAAACAA 

ACAAACAAAAAGTTGTTAAAAAAAAAAAATCCTGCTGTGTGGGAGGCAGAGGGTGACTCAGGCGCAGTTTTCTCCTCCCTCCTTTACATGGGTG 

GGTTCTAGGGGGTGAACTAGGGTCCCCAGGCTTGCATAGCAAGGGACTTAACCCACAGAACCTGGAAATCATTCTTTTGATTGAATGCTTTCTT 

CATATACAAGAAAAATATGTGACAGTCATCCAGGTAATATTGCTTAAAAGTAGAAAAATGTATTTACCAGAAACCTAGTGAGGAATAGAACTGA 

TGGGCTATTGAGATAACTTTGGGTAAGGTTGGTGGCTGCCATGCCTGAGGAGTTTTTGAAGCAGCTCAGAAAGATCCCCTGTTTATACAACACT 

GGTTCAGCATAGTTGTATTCGGTCTCATGATGTAAGAGCTTTAGTGTTTATGTCCTGCTCAACTGCTGCTTGTTGATTAGACTAAATCAGGTAC 

CTCAGGACTTTGGTTGCTACTTTTTCTTACGTTAATGCTGGATTGGATGGAAGGTCTTTATAGCCAGAGTTCCTTTCAGTCAAGTAAGGAGTGC 

TGAAAGGTGGTGATCTTGACTCTGTTAAACTAGTAAGAGGGTTTCTTCTTTGACCCTTTGTAAGGTAAAAACAAGTC^AAACTCATGCGAGACAA 

AAATGGCAGAGTATCTTTCTGTGTTTTTATTCATTTGGGATTTTATTCTGCCATATAGGAATGAATATTCCTAAATCTAGTAAGAGGGTTTCTT 

CTTGGACCCTTTGTAAGGTAAAAACAAGTCAAACTCATGCGAGACAAAAATGGCAGAGTATCTTTCTGTGTTTTTATTCATTTGGGATTTTATT 

CTGC C ATAT AGGAATGAATATTCCTAAATTTTAGAT CTTAGGTTTTGTGTT CTAAAGAG AATGGCTCAGT CTTCT C CTGCAAAAGTCATGCCAG 

GTACCAGGG AGGC C C AAGGTGTCTCC CTTGGTGAAT C AGGATC CACTC AAGAACCAG AG ATGGTGGATATAACCTGTAATACTAG CC CTGGGGA 

AGGGG AGGG AGTAAGGT C AG AGTAGGTGCC AAGGG AAGTTTTAGTATATACTGTACTGCTT AG CAAG ACACTGT CTTAAG AAAGG CAGGAACGT 

GACTGGAGAGATGGCTCAGCACTTTTCCAGAGGCTCTGAGTTCAATTCCCAGCAACCACACAGTGGCTCACAACCATCTATACTGGTGGGATCT 

G ATG CTCT CTTCTGG C ATGC AG CTATAC AT ACAGAC AGAC ACT C AACATAC ATAC CATAAATAAATAAATAAATAAATAAATAAATAAAT AAAT 

AAATATTTAAAAAAAAAGACAAGCAGGATAAGGAGCATCAACAGAAAATGAGAGTATCATTGTGGTCAGCAATCTTTTAGAAGCCGTCTTGATG 

TATACCCTGCTTTTCAAGTGAGCAGCAGCAGCAGCTGGTCTAGGAACATGGAAGCCCTCTTTCAGTGCACAGCTTTACCTTGTAGGCCTTGGTT 

GCCCGTGCCCCCCCCCCCCATGTTAAGTACTTAGTAAGTCGACCCTTCTTTTTGTTCTGCCAGCAGCAAAGACACTTAGTTGGAAGGGATTCTG 

TCACCATGAGCATATAGTGTGGAACTGTAGAATAGAGAAGTAAGGAACGTGAACAGTTCTGGGGTCATCCAGCTGATTTATTGTAGATGTGTCT 
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TACTCTAACAGTGATCTCAGGACACAGCAGGCAGAGCTC^ 

GTATAAGCGTCTCTTGGGTGGTGGTGGGGGGCAAGGAAAAGAAATTAATATTGGTTAGTTAAGCATTTGGTATTTTTTAACTTTGACTTTTGAC 
AAAAAGTTGATCTTGATACACAATCCTAAGAGATCTGGAGGCCACTATATTGCCCGAGAGGTCTTAGACTCAAAAGGAATCTTTCTGCCTCTGC 
ATATCCCAAATTCTGAGATTATGGGTATGCTATCATACCTAACTTTATTATTATTATTATAAAATTTGTGTGTGCGTGTGTGTTTTATGTTTCT 
GTAGGTATGCTCATGTATGTATGTATATGTTTATGTATGTATTTACATGTTTATGCAGGTATATTCATCTATGTATGTATGGAGGCTGATCATT 
ATTTTATTAGTTGACCTCACTTGTCAACACAGGGTCTTACTGAACCAGAGCAGTGGTTCTCAACCCGTGGGTCATGACCCTTTTTGGGAGTTGA 
ATGACTTTCACAGGGGTGGCCTAAGACCACTGGAAAACAGACATTTATATTATGGATCGCACAGAGGCAAAGTTACAATCATGAGTAGCAACAT 
AAATAATTTTATAGTTGGG AGT C AC GAG C ACATG AGGAACTATATTAAAGGGTAGCAG C ATTAGG AAGGTT AAAAACCACTAGAGGTTTTC ATT 
T CAACTAGATTAATTTGTC ATTG AACC CAAGAAT CCATGTGTATCTG CC CAC ACCATTTTGAAC CTCTTTAATTATTACACAAAATTTTTGAAG 
ATTGTGTGGGGAGTGCTGGAAGATGATTCAGTAGTTAAATGCACTTGGTGCCCTTCCAGAGGACCCTAGTTTCATTCTCAATGCCTACATGACA 
GCTAACAAACCATATGACTCAGATTCCAGGGAATCTGTATGTGTGTGTGTCAAAAACACTCATATTCTGTGTAATTTGCATGGGGAACTAAGAT 
TCTTGCATAAATTATATTGGTATTAAGTTGTTTCACCTTCAATATTATGGTGTTATAATCACATTTATAATTGATTTAATAACCAACATCAGGT 
C AGAATTGT AGC CTGTGTGC CC C AGGTACAGTGGTAGATGAGGC CTGCTGTT CTAACACTTAAAGAGTCTG AGG C AGG AGATTTGCTATTAGTT 
CGAGGCCAGCATAGGCCACAGAAATAAGTTCAGGCAGGCACGCAGGCATTTCTATGTACAGCTTCCTCTGGGAAGTGAAGTCTTTTTGTGCTGT 
TGTTTATTTTGGATTGGGCTTTTGAGACAGGATCTCTGCGGTCTTGGCTGGACTGGACTGGTGCATAGGTCTGGCTGGCCTTGAGTTCGGATCC 
TCCCTTTCCTGCTTCCCAGCTGCTGGCTCGGGTTAAAGGCAGGCTCTACACTCTGAGGTATTTTATTTAAGGCATGCTCTACACTCTGAGGTAT 
TTTATTTTCTGAGGCAGTGTCTCATGGAGCACAGACTGGCCTTAGACTACTGTGTAGCTGAAGATGACATTGAACTTTTTGCTTCCACATCCTG 
AGTGG AATTATAGGTTAG CAAC ACCT C ATGTGGGAATT CAT AC ATTGTAGGTAAT CAGTCTACTAGCTG AACT AT ATCTC C AACC CAGGAGGTC 
AGGTTTGTTTGTTTGTTTAACAATCTAGTTTTGAAACAGTCATATCCTAGGCTGGCCTCAAGTTATGTAGTCAAAGATGGCCTTAAAAGATGAC 
TCTTGGTTATTTTCCAAGTGCTGGGATTATAGATATGCACACCACCACACCTCATTTGTCTCGGGGCTGGACTCAAATCCAGAGCTTCATGCAT 
GTGAGGCAAGCACTGTACCAACTCGACTTTTGCATACTCCATTGAAAGTCATTTTTATAACAGGATCATCTCAGTTGTCTCTGACAATGGGGAT 
GTTTTATATGACTGTGTATGGCTTTGCAGCTTTGACAGCCTTATTCAAGCCCATATCTAGAAGGTATTTCTGAGCTTCCTGGGACTCCTCAGCA 
TAGAGTCTGGGGAGAAATAGAAGACTTTTGAATGTCCCTTTGTCTTTCGGCTCATGATAACTGCCATAGCTTCAAAGTACTGGTTTTCCAGATT 
ACCTCAGTCCTGTTTCTTAAAGAAATTACTCCTGGTTTCTCTGTGTGGTAGCTATTCTGGATGTCTGTGTTTGTTGTTGTTCTTCTTCTTGTTG 
ATTTCTTTCTTTTATTATTTTTTAAAGATTTATTTATTTATTATTACATGTAAGTACTGTAGCTACCTTCAGACAGCCCAGAAGAGGGCATCGG 
ATCTCATTACGGATGGCTGTGAGCCACCATGTGGTTGCTGGGATTTGAACTCAGGACCTCTGGAAGAGCAGTCGGCGTTCTTAACCACTGAGCA 
ATCTCTCCAGACCCTGTTCTTGATTTCTGAGAGACTCAGAATCTTTCCATGAGAAGGACCTGTGCTGTTTTAATATTGATTGATTGATTGATTG 
ATTGATTGATTGGAGATTGGGTCTCTGTGGTACAGATTGGCATTGAAATTAAGATCTTCCTTCTTGGCCACCTAAGTAGTGGAATGCACCACCT 
CTATTGGCATTAATTTTCTTTTTCAGTCCACCACAATATTTTCAGCAGTATATTAGTACAGTTAATAAAAGTGAAGATTGTGTTTTTAATCCAG 
TTCTAGATAGAGTTTCAAAAGTTCTGATGAGTGCTGCAGAAAAGGTCTCTGCATTGTGTGATTGTAGCTGTGACGTTTTCAGTTAATCATACCG 
TATCTTATGCATTTCTTGCCATGTTTCTGTTGCAGAGCTTGGATTCTGAAGTGTGGAAAGCACTGAGACGTGAAGATGAGTGAACTTGACCAGC 
TGCGGCAGGAGGCCGAGCAACTGAAGAACCAAATTAGAGTATGTAGTCATGCGGGTTTGATATGTTTCATATCAGAAACATATCTATTGTGTGT 
GGATAACAGAGTGAGATGAAATTGATCTATTATATGCTAGTTATATATCTGAATAACTTATGTTGTTTCAGAAATTTTGTTTTCTTATTAGCTA 
CAAGTTGTTGCTTGAATGTACATGGCCCATGTCTGTAATACTTACCAAAGCTTTTGAACGTCTTCCTCCCGGGGAACTAGGTTTTGGACCCTCT 
GTGTGGCCACTGTGGCCGGTGTGTCAGTTCTGAAGCAGCTCTGAAGAGCACGGCTACTAAACTGAGAGCAGAAATAGATACTTTAAATGAAGGG 
ATCCGTAAAGTGGCATTTTAGATGTCTCTGTCTTATTTTTCATAGTTTCGCAATGGTTTGTGCTCCAGGAAGACCATTGGAATGTATGTAACAG 
CTCTTAGGCCACCATAGAGAGCAGACTTGTCTACCTGGGTACAAAACTAAATGGAAGATAATTCCATGTATTCTGAGTTGTTCTTTCTGTGCTG 
GGGACTAGTGTTAGAAATGGAGCTAAGAGCCCACACATCCCAGGCAAATGTGAGTTTTTTGGTTTTGGGGTTTGTATTTTAGTTTTGTTACTTG 
AG ACAGGTT CTTACTATGTAACTTTGT C CTG AAACTCAGTGT AGACCAGACTGGCCTTG AATGC AACATTATACAGAGATAAGTATGTGGGGTT 
TTTTGTTTGTTTGTTTGTTTTTTGTTTTTCTTAGACTTGATCTAAGAGCATGGAAAAAATGACTTAAGACTTAACAAGAAAATCCCAGTTTTTC 
GTTTGTGTAAGGATTTGTATATTTGAAATAGCTTCCTCTGATTTTCATGTTCTTGTCTGTAAGGATATGGCTGTCTGTCCTTGAGCGTCTCACT 
AAGCCTTTAGAATGGTTCACATGTCTTTAACTTGTCAGTTGTGTTCTCAGGCTGCCAGGAGGACTAGGTGGAGAATTGCCAGCATCATTTTAGC 
CAACTTTT ACTTGAATTTAAG AAAACAT ACCAGAACTGCATAAGTTTTAG AGC AGAGATAAAACAAAATATC CT CTGCTGTAAGCAC CTCACTG 
GACATTGGTGTCTACGCTGTTCCTCCGTGTGTCAGTTTCTGTAAAGTTAATAATTTCATGTGTCAGGCAAGTTTATAGCACTGAACTATACCTA 
GCCCTTGCCTAAAATCTTTTTAGGGTTAGGATTTTTGGAAGTGGGGCATCAAGTTGGGTTTTACTATGGTACTAAGATGATGTCAAAATTTGAG 
TTCAAATGATCCCATGTGTCAGTCTCCCTTGTAGCTGGGATTGTGTAGCATGCCTGACTTTCCCTAAACTTTTGCATGACTTAAAAACTTAAAG 
CCAACTTAAAGCCAGGGGCTGAGCATTTTAATCACTGCATTTAGGAGGAAGAAGCAGAGCGATAAGAGTTCAAAGTCATGATCAGCTACATAGT 
GAGCTCAAGGCTCACCACGAGACCATCTCTCAAAAGGTAACAACAGACTGGAGAGGTGTCTCAACAATTAACAGCCCTTACTACACTTTCGAAG 
GACTCCATTAGGTTCCCAGTGCCCAGATCAAGAGGCTCACAATCTTATGTAACTCTTAACTCCAAGGAATTTGACACCTTCTTCTGGCCTCTGC 
AG ATACTTT C AT ATCC CAC ACAT AAACACAC AC AAAATAAAAGTTTAAAGTC AGGTAC AATAGGG C ATGTCTGTAATGCT ATC AAGT CTG AATA 
CTGAAGGAGTATTGAAGGTTTGAGGCCTGCGCATGGGCCATATGCTTTTGAGATTTTTATTTCTTTGTCCCAAAGTTCTGAAAATTAAGAGTAT 
AGAAATGACAGAGGAGTTTTCAGACAAGGTCTCACTATGTAGCTGTGGCAGTCCGAGAACTCACTATATAGACCAGTGCTGGAGACTAAAGGTG 
ACTAAAGCCACCACGCCTGGCTTTTGTGGTTTGAACTTCCTGGTTTTTCAAGACAGTTTCCCTGTGTGACCCTGTGACTGTCCTGGAACTCACT 
TTGTAGACCAGGCTG C CTTCAAACC C ATAG AAATAC CCTTCCTCTGTCTCC CAATGATG AAATCAC ACTGCTTGGTGTGATTT CAGTTTTTAAA 
ACGGGAGCAGGGTGGAGATGGCTATGCTGTTTTAAATTAAGCCAACATGGAGATCAACTGCACAGCATGGAGGGAAGATTTAGGGAAAGGATAA 
GAAAGCCCAAGTGTTGAAGAAAGCATACTTAGAACAGATAGAAAGGAGAAAAAGAAATACTCAGAAAAACTAGCGGATTTACTAAGCCATATGG 
TTGTAGCTGTGTAGCTGCTGAGACTCAAATCATTTAGCAGTAGATAAAGAGATTTTTAAAAAAGATTTGTTTGTTTGTTTGTTTATTATATGTG 
TGAACACTGTAGCTGTCTTAAGACTCTCAAGAAGAGGGCATCAGATTTTTGTTACAGATGGTTGTGAGTCACCATGTGGTTGCTGGGATTTGAA 
CTCAGGACCTTTGGAAGAGCAGTTGGTGCTCTTAACTGCTGAGCCATCTCTCCAGCCCAGATAAAGAGAGATAGTAAATCAAAGATAAATGTCA 
TGCAATATTTTGATAAGCAGGTTTACATACTCTCTAGTCCCTAGTACCCACCCGCCTTTCTGCATCCAAATAGTGCCCCTGTAATTATAGCATT 
CAAGAGGTAAAAACAGGAGGGTCAGAGTTCAAGGCCAGCTTCAGTGACATATCAAGTTTGAGGCCAACTGGGCAACATAAAGTGTTATGTTTAA 
CATATG ATGTTATGTTAATATATATTAGTAAT ATGAAATCTTAAGTTT C AT CTAGTC C C ATGTAAAGTATTATTTCAGTCAATAGATTCTTACT 
GAGATAGTTTACAGTACTTACATTTCAGTTTTGTTTTGGTTTTAAAGTTCAGCTCATGCCTCCCTATAAGGGCATTCTACAGTTCTCTCTCACT 
GTGTCTG ACATG CAC AGATAGTTGGTGACC C C C CCAAGACCTCTGTTGTGG ACAG CACCAATTTG ACTGTT C CTTATAGGGCC ACTTTGTTTCA 
ACCTTCATGATGAGCATCATCTTCACAAATGGCTCCATGGGTTTGGCCTTGCCTCTCAGCACTGCACTAATTTTAGAGTCGATTGGTGAGGAGA 

GATATGTAGACTACTGGCCTCAAACTGCTTGCCTCTGCCTCCCCAGTTTACTTTGGAGACTAAAGCTGTGTGCTACCTTACCTGGCAAGGAATA 
CTCTTTAAAAAAGTAAAATTCTGGAGTTAGATACTTAAGTGGTTAAGTTTAATCCCAGCACTGCTTATAACTGTAGCTCCAGAGAATCCAAGAC 

TAAAATGTTCTTTACTAATTGCCTACTAAATACATGCTTGCTAAAGAACTTAGTACAAGGGCTGGAAGGATGGCATAACTCAGTAGTAGTCTAG 
TGCTTTCCTAGCAGTGTGGTCCCCAAAGTTACAGGGAAAATACGAGGATTATCTTCACTTTGAAGGCCAGCCTAAACTACCAATCAAGAACCTG 
TCTTAAAATCAGAAGCAGGAATCCGGGCCTGGTGGTGTACGCCTTTAATCCAAGCACTCGGGAGGCAGAGGCAGGAGGATTTTTGAGTTCGAGG 
CCAGCCTGGTCTACAAAGTGAGTTCCAGGATTGGGTGAGACGGCGAGCACTTTTAATCTTAGCAGTCAGGAGGCAGAGTTAAGTGGATCTCTGT 
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GAATTCTAGGCCGGCCTGGTCTACTTAACAAGTTCCAAGATAGAATTATATAAAGACCCTATCT^ 

TGAGTTAATCAATGAAGTAAAGGTTCTTGCCACCCAACAGTGTAAGCCTGAAAACCTGAGTTCCATTTCTAGAGTCCACGTTAAGGTGGAAGGA 
GAGAGTACTGTCTCTACAAAGTTGCCCCATGACCTCCATACTCTGTAGCAAGCACACTGATACACATCAGTCACACTCTTGGGTTTGTTTGTTT 
GTTTGGATTTTTACCAACAAAGCGTTTGTGGGTGTTTTGTTCTCCGCTGTCCCCCCACTAACACCAACACAGGGTTTCTCTGTGTATGCCTGGC 
TATCTTGGAACTTGCTCTGTAGACCAGACTGACTTCAAACTCAGAGATCCACCTGCCTCTGCCACTTGAGTACGTACTGGAATAAAAGCTGTGT 
GCCACCACCACCTATACAGTCAATATACTTTCAATTATTAAAAATCAACAAAAGGCTTCTAGCTGGTGTGTTTATACACATACACAGCTTCTCA 
AACTCGGGGGCCGAGGCAGAGGATCAGGAGTTCAAGGTCATCCTTAGCCGCATAGTAAGTTTAAGACCAGTTTGCTTACACAGTGAATCACACA 
AGAAATGGCAGTTAACTGTAAGAAGTGTTGTCTGGCCCTTTGATTTGTTTTTTATGTGAACTTGCCCTGGGGGAAAAAAGGAAAAACAAAAAAA 
GAAGCTTGTCATTCTTTTGTTGATCCCAAGGAAACAGGCTCTCAAGTAGATGTTTAATTAAAGCACACACGCCTTAAATACAGAGGAACTGAAC 
TTACTACTCTGATAGAC CATTGCAC AC ATGGAC C AGAATGTAG CGACCCAGAGCTGAGGGTGGGCC C AGACTTT CCAATTT CACTGTGAGACAA 
CAGTGCTGCATGATACGGGCCAGCCTCTTCTGTACTCAAACCAAACAGGACAGAATGATTGATTAAATGGATCAGTCTACATGAATCCATCAAG 
AAATCATTGTAAAGCCGGGGGTGGGGGTGGAGTTTTTTTTTTTTTTAAAGATTTATTTATTATTTATTATATGTAAGTACACTGTAGCTGTCTT 
CAGACACACCAGAAGAGGGCATCAGATCTCATTATGGATGGTTGTGAGCCACCATGTGGTTGCTGGGATTTGAACTCTGGACCTTTGGAAGAGC 
AGTCAGTGCTCTTAACCACTGAGCCATCTCTCCAGCCCGGGGGTGGAGGTTTTAATCCCAGCATTCTGGAGGCAGAGGCAAACAGATCTCTGAG 
TTTGGGGCCAGCCTGGGCTACACAGAGAAACCCTGTCTTGAACAAGCAAGAAAGGGAGGGAGGGAGGGAAAGGAAAGGAAGAAAGGAAGGAAAA 
AAAAAGAAAAGAAAGAAAGAAAAATTATTGTAGCTGGGCACGGTGGCACAGTTCTTTAATCCTGTCACTTGGGGAGGCAGAGACAGGTCAATAT 
GTATAAGGTTGAGGCCATCCTAATCAACATTAAGTTTTAGGCCAGCCAGGTATAAGGGACCCTCTCAATCATAAATCAATCAGTCATTCTCAGG 
CCAGCAGGGTGAGTCATCAACTAAAAGTATGTCAATATTTATTTTACTTATAAGTGAAAACACTTTAATTAATATGGTAAAAATTAAAGAAAAA 
TTACTATAGTATATTGTTTTGTAGGTCTTAGCTACATTGGTATGTTTTATAAATAGAAAAGATTGCTGTTTTGTTACCAGTCTTATTGAAATTT 
TATTAAC AATTTT AG ATT C CTTGGTCT ATTC ATAG AACTTAG ATTT AATC ATTGTTTGGCTT AAAAATAAAGT C CTTGCATAATG C ATTCTC AA 
AGAGAAGCTGTTGGCCTGAATAGCTAGTTGGTTTTCAGCCTGTTCTTTCATGCAACCCCTTGTGCTCCCATATAACCTGGGAAAGACAGAGCAG 
GTGTGTGTTGGCTGTGGGGAGTCAGCCTTGGCTTCCAGGCTGCTCACTGCTGTACCAGCTCCCAGTGTAGTTTCTCCCGGGCCTGCCCAGAGTT 
CTATGGGGTCTGCATGTCTTAGTTAGGTTTAGGTGTTGTGAGTTGTGTCTGTTTTGGCCTGAACAACTCAAAAGTGGCAGTGGACTTGGGACTA 
TTAGAGAAGAATTAAGGAACAAGACAGTTTGTAGAGGCTTCTTGAAACTTTGGTAAGGAATGTCGTAAAGTTAAAAGTATGGAATAAAACTAAT 
TTCCATTTGTTATTTCATAGGATGCTCGTAAAGCGTGTGCCGATGCGACTCTTTCTCAGGTAAGGAATAATTCCACCTTTCAGCTGTCCGTAAT 
GCGCAGTCTGCCGCGGGCTTGTATCATGTGGGGTGAGCCCTTTTGTGAGGTGAGGTTGTAGGGCCACTGTCAGGGCTTTTCATTTGGAGGTTGC 
TTTGCTGATGGGCAGAGAGGACAGGAACCACTGGTTCCTAAAATGGGAGTGATAGCTCTACCGTTTGACCCAACAATTTAATCAAACTGATTTT 
AAAACATGTACCAGGCTGATGAGATGACTGCTACCAGGCTTGACAACCCGAGTTCCATCCCAGAGCTCACAGGGTAGAAGGAGATTCAGAGGTG 
GTTCTCTGACCTCTGTGAGCATGTGCCGCTGTCCTGCCCAAGTAAATACAGTTAAACCGTGGGCATCCAGCTCCTGCTGTAGTGTATCTACTGC 
TGTGAGAAACACTTCAAACTCTAAGGGAGGAAAGCATTTATATCGGTTTATACTTCTAGGTAATAATATATCATTGGAAAATCAGGGCAGGAAC 
C!ATAGAGGAAAATTGCTTACTGGTTGCTTTCTCAAACAGCCAAAGATAATCTAATCTGTTTAGAAGTTGTCTTGTTCAGTGTAGGCTGGACCCT 
CCTACATCTATTAGCAATCCAGACAGTGCTCCATACATAGGCCCACAGAGGAATCTGATCTAGGCAGTGTTTAATTGAAGTTCTCTCTTCTCAG 
GTAACTGTGTGTCTAGTTAACAATAAAAACTAGCAACACACACACACCTATACTCACACCTACTCTTGGGTAATCAATGGCCTGATCCTCAGAC 
CTAATAGACATAGATTTATTTTCCCTGTGTATCCATGGCAGTGGTAAAGTGAGTATGTTAGGTAAAGGTGGAGATAACTAATAATTTAATAAAG 
CAGTAATAAAATGGTAG CTATTCTATG AAATGGTAGTTACATGTG ATATCAGATG AT CTTAAAATATCTTACTG CATGTACTGGTGCG AC AGGG 
GATGACAGTGCCTATATCCTTGATAAGAAGAAGCGAGGTACTGAGCCATGTAAAAAGCATAGTGGTTGTGGTGTATTGCTGATAAACATGCTGT 
ATACTTAAAGCATGGACTCACTGGACAAGGGAGTTAGGACCCAGGCACTACAGAGTGGATAGTTAATAGTGCTACTTAAGGGAGCAATGTGCAG 
CCGGGCAGTGGTGGCGCACTCCTTTAATCCCAGCACTTGGGAGGCAGAGGCAGGCGGATTTCTGAGTTCGAGGCCAGCCTGGTCTATAGAGTGA 
GTTCCAGGACAGCCAGGGCTATACAGAGAAACCCTGTCTTGTGGGGGAAAAAGGGGGGGGGGGAAGCAATGTGCAATTTAAAGTTTATGAATTG 
GCTGCTGGAGAGATGGCTCAGCAGTTTAGAGCACTTGCTGCTCTTCTAGAGGACTGGGATTCTGTTTCCAGCACTCTGTAGTGGTTCACAACTG 
TCTATAAATCTTCTGGTCTCCTAGGGCTTCTGCATGCTAAAAATATTCTCTCACATAAATATAGGATTTTCCATTTAATATATTTTTGGTTCTT 
GGTTGATATTATATTACAGAGCCCACAGAACGCAAACCAAGAGTCTATTTGCTAAAATTAATCTTCACTAATTTTATTTTTTAAGATCACAAAC 
AATATTGATCCAGTGGGAAGAATCCAAATGCGGACCAGGAGAACACTGAGGGGGCATCTGGCAAAGATTTATGCCATGCACTGGGGCACAGACT 
CAAGGTATGAATGGGGCCTTCCTAAAGCAGTACTTGAAATGTTGCCTATCTGCTGGATTTCTAAAAGGTAATGGTTAGAAAGTTGAATTGGTGT 
GGGTGTGATAGCACACTTTGAATCTCTGTACTCAGGAGACAGAAGCAGACAAATCTTTGTGAGTTTAAAGGCCAGCCTGATTTACATATTGAGT 
TCCAGGCTAGCCAAGGCTACAATGAAATCCATCTCAAAACCAGTAGGATGGGGTGGGGTAGGAAGTTTGTGGTACCAGTTATCTGTATCCAGGT 
CTCATGTTCACAGGTCATACTCAGATTTCCGTTTAGCTGGCTGACTGCACTGCTGTCCCTTGCATAGCAGCACCTGCTTTTCTTCACCCTATAC 
CTTTTAGCTGTTGGGTCTCTGTTGTCTTGGCTACTCTGTGGGCTGTGTTTTAAGAGTTGGGCAATGGAAGGTAAAAGGTACTGAGTTTACAACA 
GCAGACTGTGGTCCCAAAAACTAAATGTAGACTTCAGTGGTCTCTTCACCCTCACTGGGAAGCCTTATGGAAAATGAACGAATGGCTATCCTTA 
TCATCCTTCCACATGGCCCTGCCTGCCATCTACTGGTGTATCATTTAAAGAGATACTACCATTTGGGGGTTCCTTTCTTTTATACTTTGATAAC 
TACCCTTTATTGGACTGAGTCTCTCCTGACTTTTCCACTCATAACGAAATAAAGTGCGACATGGTTTGTGTTCTCCTTCCAGACCTAAAGGAAT 
CTCAGCATCCTTTTCTTCTGAGTCAGTTTTCATTTCTGCTTAGCTTTCTCTTTGTGAAATTATCTGCTGTAGGGTGTAAATAGCTAGAACAAAA 
GATTCTATCTTTAGTTCTCTGCAGGGTCCCATACAATTGCTTGTGCAAATGAGCGCTATCTGAGGCTGTTTAATAATGGAAACAGTCCCATCAA 

TTAAGTGCAGATTTGTAGATTTATTGATTGATTGTTTTTTCAGTGCCGGACATTGAACCTAGGGTCTCATGACTGCAAGCAATTGGTGTACCAC 
TAAGGTGCACCTCTAGTCCAAGAATAGTTACCATATGGTCCTAAAAATGTGAGATAATGACTGTGTTAATTCACTTAGTTTATATTCTGTAATA 
TAAACATTAAACIAACTTACAGTCGATAGTTACTGTCAATTAAAAATAA^ 

CTACACGAAACCCTGTCTTAAAAAGCAAATAAACCAGGGGCTGGTGAGATGGCTCAGTGGGTAAGAGCACCCGACTGCTCTTCCAAAGGTCCGG 
AGTTCAAATCCCAGCAACCACATGGTGGCTCACAACCATCCGTAACGAGATCTGACGCCCTCTTCTGGGGTGTCTGAAGACAGCTACAGTGTAC 
TTACATATAATAAATAAATAAATCTTTAAAAAAAGAAAAACAAATAAACCTTGCAAAGCATTATTTAGGGATTGCTTTAAATGAGCATACTTTC 
TGGCTAGTCAGTGGTTGCATTTTAAAATCTAAAATAGCTGTTTAAGGAGTTGTTGTGGGTATGCATACCCCTCTACCCCCTTACATCATTTTCA 
TATTTTTTGCTCTAATAGTAAAGGGTTGTTATTGAGCTTGGTGTGGTTGCAAATGTCTTTAATCACAGTACTTGGGAGACAGAGGCAGGTAGAT 
CTCCATGAGATCAAGGGCAACCTGGTCTACATAGTGCGTTTTAGACCAACCACGTAGCACAAACTTGAAGACCTAGGTTTCGATCTCTAGGACA 
CATGTAAAACTGATCATGGCCAGATACTTAGAACCCCACTGCTTCAGTCTGGTCGAGGTAAAAGAATTATTGGGATCACTGGCCCTAGCGGAAA 
AATGATGAGCTTCCGGTTCAGTGTGAGACTGCTTGAGAGGAATAAGGCAGAGAGTCTAGAACAGGGAAACAGTCTGCTTCCTTTGACTTCTGAA 
TAGGAACACACACACACACACACACACACACACACTAAAATTCAGCTTTGTGGGGGTGTGTGGAGGAGTGGCGGGGGTAGGCATGTGGAGGTCA 

TCAGGAAATGTTTCCCTGTGCATCCTTGGCTATTCAGGAATTGTGTAGATAGGGCTGGCCTCAAACTCAGAGATCCTCCTGCCTCTACCTCCTG 
AATGCTGCTGGAATTAAATGGTTGCAAGAGCCCGGGATTAGATTTAATGGAAGGGCTTGTTTGATAGGCACCTTTACCTGAGCCTTCTCTTTAG 
CCCTAAAATTTAACTTGTAATACTATTCCAGTAGTGCTTTTCCAGGTCTGTGGGGTTTTTAATCCCCTCTCTACAGAGCCTGATGAAGTAGTCT 
CTTTGGCTGGTCTTCCTCTGAGTAAACTGAAGAGTATGTGGGGTTGGTCTATGAGTGCCTCCTTTTGTTCTAGGCAGCTAATTTGGCTAGTTCT 
CAGTTTCTATCTCTGTTTGAGGACAGAATATGAAAAGCTTTAGACAATGAACCGTGTTGATTCCTCCAAGTTACATGACCTGAGATTAGAAAGG 
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GGTGTCTTCTTTCACCTTCTGGAGGATCAGCTAACAGCTTAGCATTGTCTTAATTCGTCACTGAGTTAGCAATTATTGAGCTCTCTGAAGGTGA 
CTTCTTAAATCAGAGGATGAGCTACTAAAGATGTCTCTTGATACCCTTGCTCAGAGTCAAAAAGACCAAGCAGAAATAGAGCAGCAGAGGGGCC 
TCATACTGTCTGTCCTATAGAAATGGTTGAAAGGACCTTGGGTATAATGACTGAACTGCAATAGATGGGGAGCTGGAAAGACTTTGAGTGACTG 
TTAGCCTTGGCTACACAGTACCCTATCTCCAAGGAAAGTAAAAGAATCGTCTGAGGAGTTGGAAATACTAGGTTGTAGTTGAGTTCCCTGTAl'T 
GTGAAGGCTCCAGAGTTTAGTCCCTAGAACCTCATAAAGAAAAAATTTTACCAGAGGACTGAGGTGCAATTAATTGGTGAAGTACAATTTACTG 
TGAATT C AAT CTCT AG AACTG AAAAAGAAATAAAAGTTGTAGCTGAAAAGAAACTGGATGTCTGTG CCTAGTTCTGTGATAAATTTTGTGACTA 
AGGATGGAAAAGGATTTTATTTCTTGTCACATATATATGTTGTTCTTTATAAAGGAAATTTACATATGAGAACATAGCTTGGCAGGGTATGATG 
TAGTACAGCTTTAATGCAAGCACTTTGGAGGCAGAGACAAGTAGACCTCTGTGAGTTTGAGGTCATCCCGGTCTACATAATAAGTTCCAGGACA 
GTCAAAGCTACATAATAGAGGAACCCTGTCTCAAAAAGGCAAGTGAGTCAGTCATACAAGCATGGTCTGATTAAAAGTGTCAGAGGGCTCAAAA 
TGGCGTGGTTGAGTTTTACCTCAAGTCTTTGATGAGCTTCAGAAGTTCAAATATGCCCAAATATAGTTGTGGCTGAAATACCTAGAATGTATAT 
ATTTTGATTACAATTTGAAGTTAAAACCTGTATGTCACTATCACATGGTAGACCTGGGAGAGCCTCTCACCCTTCCTTAAGAGCACATTGTGTC 
TGAGTAATGGTGCTTCCCAGAATTGGTCTCACTCAGTTACTTCCCAGATAACTGAGATTCCTTTGCTTGTTGGTCATGCTTGCCTTATGCAGTA 
TAT CCTGC CTC AGTCTACAATGC AGAGAACTG C AGGTTCC AAACT AGGACAGAGTC ATG AGCAATTCAT AATT C ACTATAATTGGTGGCCTCTT 
TTGCCCAACCATGTGCAATTCTGATGTCATTTATCATCTCACTACCACACAGTTTTATAGAGACAGGTATTCTAATTTATCTCTGTCTGGGAAG 
TTTGAGAGTTCGTTTTTCTTTTAATTTTGAGGGATAGAGTCTGGGCCTTAAACTTGTTACATAGTGACCTTGAACTAACACTCACACACACACT 
CTCTCCCCCTCTCCCTCTCCCTCCCCTTCCCCCTCCCTTCCTCCCTCTCTCTGTCTGATTTATGGTTTCTCCACATCCCACATTTATGAGTTAC 
AACGTATGCTACCATTGGAGCTCATGGTTGTGTTCTAGTTTGATTTCTACTGGTGTGATTAAACACTGAGCAAGAGCAACTTGAAGAAGATTTT 
GTTTGAGTTTATAGTTGTAGTCTATCATGAAAGGAAATCAGCAAAGACCGCAGAGGAATACCGCTTACTAGCTTTCTCTTTAGGGCTTACTTAG 
GCTGCCATCCAGGACTACATGCCCAAAGACGACACTGCCCACAGTAAACTGGCCATGCTCACATCAATTATTAATCAAGGACATACCCATAGGT 
TTACCTATGTGCCAATAAGATGGAGATATTTTCTCAGCTGAGGCTCCTTCTTCCTTAGAGGACTCTAGCTTCTGTCCTATCCCACCCCACCCCC 
AATATAAATAAAAACAGGGCAGGTGTTTAAAATGGATTAAAATGGTTCCTGAGTGGGTAGTGTTTCAAGCTTTTCCCATAATATTCAAGCTTTC 
TTGCTGTC AGTATG AAC AAAACTGTGT CCT AAAT ATTTG AC ATGT CT C ATGTCTCTGTGTATCTAATTTAACTTGGAATAAAAAAGAAAC CCGT 
CAGAAGGAGGTCAGATCAGTACCATCTCTCGGGTGATAAGAGAAGAGCTGGGGAGTCTGGTCATCCAGGTGTCCCCAGGGCTGAGTTGTTATCT 
GACACTCATGGT ATTC C ATTGCT CAAGCATTG AGATCCTCTTTCTT ATT ATT AAGTGTATTATATTTT AAGCG AATGT AGCTTT AAAG CTCTAG 
TTGGTCACCAAGATTTTTTGTTTCTGTTTTTTCTTTTCCTTTATCTTTTCTCCAGGCTCCTTGTCAGCGCGTCTCAGGATGGAAAACTCATCAT 
CTGGGACAGTTATACCACAAAGAAGGTGGGCAGTGCAAGACCCTCCCTGGAACAGTGACAGTCTGTTCATGGAGCAATGATGACCTCGGAGGGT 
GATAGAAGAGCTTGTGTTGCTGACCCATTGAGCTTGGCACACAGTTGTGCTGTGGTTCCTGTCTTGGCATGTAGATAGGAGCTGAGTGCTTCCT 
TGTCCTTGCACAAGAGCTACACTCCACTCCTAGTTTTGACTGGAAACTTTCCTAATTTATTACTAGAATACTGAAATGCAGATTCCATTTAGTT 
AGTAGTTTGTTTTGTAGTAACAAGAGATAATCTAAGATGCACTATACTTTAATGTTTAGTGGAGGATTGGGAATGTAGCTCAGTGGTAGAATAC 
TTGT CTACTGGG CATAATTC CCTGG ATTTGATTCCCATAACCAGAAAAG ATAAAAAACCAATGTAACCCAACAGATTGGTAAAAGTCTGTGATT 
CTAGTAACTCAGGAGGCTAAGGTAGGATGATCGAATAAACCCAGAGGGCAAACCTGCCATGGCTAGATAGGGGAAAGGAGAAGACAGAGATACT 
AGGTAGAATGTTTGCCTCATAGGTACAAATCTCTGAATTAAATTTCCACTTCTCTTATATTGAAATAAATTACACTGGGTATGGTGGTACATGC 
TCATAATCTATCATTTGAGAATGTAAGCAGGAGCCTCAAGCATTAAAGATTATGCTTACCCACATAATAAAGTGAAACCAGCCTGAACTACATG 
AGACCTTGTCTCTAAAAAATAGTATTCACAAAAAACCAAACAAACGGGGCTGGCGGGATGGCTCAGTGGTTAAGAGCACCGACTGCTCTTCTGA 
AGGTTCTGAGTTCAAATCCCAGCAACCATATGGTGGCTCACAACCATCCGTAATGAAATCTGATGGCCTCTTCTGGAGTATCTGAGGATAGCTA 
CAGTGTACTTACATATAAATAAAAAAAAAAAAATTAAAAAAAAATTTAAAAAAACAAACAAAAAAGAATACATTTAAATTCTGAG 
TGGCCAGTCTATAATTCTAGCATTTGGAAGACAGAGACAAGGAATCCACAAAGCAATCTGGTTATCTAGACCTACAGACGAGCTCTAGACAGTC 
CTGAGGAACACTGTCTCACAGAAGAAGGTGGAGAGCAGTCAGGGGAGGGCCCGTGTCAGCCTCAGCCTCCGTGTGCACAAGCACACATGCGCAT 
AAAGTACGGGGAGCCGAGCCAGGCGTGGTGATAGACGACTTTAATCTCAGAAGTTGGGAGGCAGAGGCAGGTAGATCTCTGTGAGTTAGGGGGC 
CACCCTGTCTATAAAGTGAGTTCCAAGAGAGCCAGAGCTCTAGAAACCCTGCCTGCAAAAACGAACGAAAAGGTGCAGGGCTGGAAAGATCGCT 
CAGTCACTGCCTGATTTTTCCAGAACGTCTTGAGTTTTATCCCCAGCGTCTGCGTAGTGGTTTGCAGCCTTCTGTGTGTCAGTTAAAGGGGAAC 
CCAGAGCCGTCCCTCCTTTAGCTTTCCAGGCTCTGTACTCAGTTAATCAACAGTTAATCAAATGTTCCTAGAGATAACATGAAATTAAATCTCA 
AGAGAAGTTTTAATGCTGTCATCAATTAAGGAAAAAAAATTGGACAGTTGTATTTTCCCTCAAAATTAGTAAATACATGCCAAGATTACAGAAT 
GTTAAGTGCTCTATCTAAACAGCAAGACTAACTGTGTTACCAATGTGCAGTTAGGTTATTGCATGTGTGTGTCAGAGAGAATGAATATGAATGA 
GTTCTGCCTCAGGTTCTTTATTGCTGGGATCGGCATGAATCACCATGCCTGGCTGTTTTTTATGTGCTTGTCTTTGTTTTTTTTTAAGCTCATA 
GCCATGATAAATTAAAGGGGAAAGTAAATCTTTTCAAATCCTATTAACATCACTCCTTAAATCATTAAAATGCAAATATAATTTGTGTTTTCTT 
TGAGATAGTTTTCCATTATGTATAGCTCAAAATATCCTCAAACTTGCCATCGGGGCTGGTGATATACACCCTACTGGACAAGACTTTTGAGTTC 
AAGTCTCAGAACCAAAAAAGACAGACACGACAAAAAGCCCTCTTTTTCTTTCTCTTAGGTTTGCAACTCGTAGATTCACTGACGTATGCCATCA 
, CACCTATGTACTCATTAGGGTTTTTTGGTTTGGTTTGGTTTGGTTTGGTTTGGTTTGGTTTTGTTTTGTTTTGTTTGTTTTTGAGACAGTTTTA 
CTATGGAGCCCTGGCTGGCCTCAAATTCAGAGATTCACCTACCTTTGCCTCCTGAGTGCTGGGGCTACAACATAAACTATACACCCAGCTGTAG 
TCATATTTTCTTGAACTTAATAGTGTTTCCTGTCTGTATTCTTGTTATTTAGGTTCATGGCATCCCTCTGCGCTCCTCTTGGGTCATGACCTGC 
GCATACGCTCCTTCTGGGAATTATGTGGCCTGTGGTGGCCTGGATAACATCTGCTCCATTTACAACCTGAAAACTCGTGAAGGGAATGTGCGTG 
TGAGTCGTGAGCTGGCGGGACACACAGGTACACATGTCATGTTCCAGTGGTGTAAGCTGCTAACTGGGATGTATACTGCTCTTGTGATCTGTTG 
ATTATTGGTTCAAGTAAAAGTGAAAGTAACGGCCAGAAATTTTCTGAAAGTGAAGCCAAACCAGGGCCAATATGCCTTCATCTTTAAGAAACAT 
GGAAACTGGTTTTTTAGCCAGTTTTGGAATTCCCAGCTGCTTCAGCCATTGTTGTTTATCAACGAATTGATGTTTCAGTGCTGTTTTTAAACTG 
CCTTCCATGCTTGGACATTAGCACAGGAATTGTCCTAGTCTAAGCAAGTGTCCATATGCACAGCCATATCTGTTTGTGCTCACTGACCAGTGCT 
TTTTTAGAGGAGGCCGAAGAGAGTCTGTGGTCCATTCAGCTTTTGAATGTAACCAGCATTAAAATGTTGGGTGCATATTTTTGGAATTCATACA 
ACACCATTTAGGACAGATTGGCTTTCCAAGGAAGAAAGTCTCATAGTATTTTGTATCTATCCTGTCCCGCAGTGATAGGTAAAACACTCTTCGC 
ATGTAAGCAAAGGATTGTTCATAATTAACTGTCATGAAGAACATGGCAGTTTTGTGTTTTAAGCCTTAGGGTCAGGTAGGATTGCATCCTTTGG 
TGCTTCTTAAGTTACATTGCCAGTGTTTATAACTACTTCAGGAATGCTTGCTTCTTAATATTCTGGCTTTAGCTGGAAGCATAAGCCACCAGTT 
TTAGATCTCTTCTTTCTCAAATATATGAACTTAAAAGTGGCCAAATCCAGGCTGGGAGTGGTGGCGCACGCCTTTAATCCCAGCACTCGGGAGG 
AGGTAG AGG C AGGAGG ATTTCTGAG AT CG AGGC C AGCCTGGTCTAC AAAGTG AGTT CC AGGATAGCCG AG ACTATACAG AG AAGC C CTGTCTTG 
AAGGGGAAAGAAAAAAAAAAGGCAAAATCCATACAGGCATGGCTTCCTGTAAATTTTGATCAGTAGTATTTAAATTACTCTTCTAGGGGCTGGC 
GATGTAGATTCGTTGGTAGAGTATTTTCCTAGCACACACAGTTCTAGGTCTATCCCAGCACCATAAAACTGGACATCATGATAATTTGTAATCC 
CACCTCTCATGAAGTGGAGGTAAGAGGATGGAGAATTCAGTGAGTTTAAGGGCAGTCTGGGCTATATGAAACCCTGTCTTAAAAAAGAAGCATG 
GTATAGTTCTCAAGTATATGATAGAAAAAGAAAACAATCGGGGAGAAGTCTCGGTGACTAAGAACAGCCACTGCATAAGCACAAGGAGCTGGGC 
TCCATCCCAGCGCTCACAAGCAGGCCTGGCGTGTGATAATTT CATC ATTGTAGGCTGACTCCAGCCTCGTTCAGTGAG AGGC CCAGTCTCAACG 
GACTATAGCAAACAGTGATAGAGCAGGATATTCAATGTCTGGTGTCCTCTGTTAGTCTCTGGATAGGCATACACCACATACACMATACAAGTA 

TATGGCTGTCTTCAGACATAGCAGAAGAGGGCATCAGATCTCGTTACAGATGGTTGTGAGCCACCATGTGGTTGCTGGGAATTGAACTCAGGAC 
CTCTGGAAGAGCAGTCATTGCTCTTAACCGCTGAGCCATCTCTCCATTCCCCCTAAAATATATTATTTAGAGATTTGGAGAGATGGTTAAAAAC 
ACTGGCTGCTCTTTCAGATGGCCTGGATTCAGTTCCCAGCACCTGCATGTGCCTTACAGACTTCTATATGTAATTCTAGTCCCAGGGAATTTCA 
TGCCTTCTTCTGGCTTCTGTGAACACCAGACATGCTTGTGGAATACAGACACACAGGCAGTCCTGGTTTTATTGCTGTGATGTGACATCATGAC 
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CACAGCAACTCTTAGAAAGGAAAACATTTCATTGAGGCTAGTTATATAGCTCAGAGGTTTAGTTCATTATTGTCATGGGAGGAAGCATGGCAAC 
ATGCAGACAGACATGGTGCTGGAGAGGTAGCTGAGTTCTATATTTGGATTGCCAGACAGCAGGAGAGAGTGACACTGGCCTGTCTTGAGCATCT 
GAAACATCCACCCACCGTAGGCCTCTTCCTCCAACAAAGCCGTTTCAACAAGGAGGTGTTCCTAATAGCACCATTCCCTATGGGCCCGTGGGGG 
CCATTTTCATTGAACACACCACACAGGCAGAAAATTCATATACATTAAAAATTTTGGGGCTGGAGAGATGGCTTAGTGGTTAGGAGCACTGACT 
GCTCTTCCAAAGGTCCTGAGTTCAAATCCCAGCAACCACATGGTGGGTCACAACCATAGTAACAAGATGTGACATCATGTTCTGGAGTGTCTGA 



TTAAATTTGAACTGGTGGTCTACCAAGAGATCATGCTATAAGAAACAGAAACTGTATTATCTGGTTGTTGGGCATAGTGTGTGTCTGTCTTTCC 
ATCAGAAGGAAAGAATCTACATCTGTGTATTTCAGGTGTTGCATGTACATTTATTGCTGCTGTCTGTATCTCCTTGAATGATCGGTTGTTTTAT 
CATGGCTTAGTATCCCCTCTCATATAATACTTTACTGTGAATCTACTTCATGTGGGGTTTTCAGCCAGCTCAGCCTCAATGCTCACTGTCTGCA 
TGACATTTTTTCTTGTTGATTGTTTTTCTAATAAGTTGTCTCATACACAGCATAGAGTTAAGTCTTCACTTCTGTTTAAAGTCTCTGCCTTTAG 
GAGCTGGGAACGTAGCTCCTTTAGGAGCTGGGAAAATAGAGTGCTTACCTACCATGAATGAAGCTCTAGGTTTGATCTTCAGCCCAGCATAAAA 
CCAGATCTGGTGATGTAGCCCTGTAGTTCAAGCACTTAGATAGATGGAAGCTGGGAGTTGAAGGTAATCCTTTACTGTGTAGTGAGTTTGAAAC 
TGCCTGAAGTACACGAGAGGTAGCTTTTAAAATAAATGGTTGGGGCAAGTCCTGTACCTTGTAAATACTTTACATATAGTTTCTTCTTGACTTA 
TAATGAGGTTATATCCAGAAATATCAATCAATCAATCAATCAGTCTCTCTGTCTGTCTGTCTCTCTGTCTGTCTGTCTATCTGTCTATCTATCT 
ATCTATCTATCT ATCTATCTAT CTATCTAT CTAT CTATCTATCTATCTATCTATCTAGGGTTTCTCTATATAG CC CTGG CTATCCTAG AACTC A 
CTCTGTAAACCAGGCTGGCCTTGAACTCAGAAATCTGCGTCCCAAGTGCTGGGTATCCAGAAATCTCTTTAATGTTTAAAATATTAGCCACTGA 
ATTATGTTGACTCTGTCTAGCCTGCCATCCCACATCTTCCTCATCTTATATTGACCAGGCTGGCCTGAAATCTGCCTGCCTCTGCTTCCTGGGT 
GCTCAGATTGAAGTGTGTGCTGCTTCGATGGGTGTATAAACTCTTTGTAGCCTAGGACATTTGAGGCTGCTGTGTTACATTCTTACAGTCCTGA 
CAGAGAGCTTCAGTTCATTGCTGATAACCAGTACCCTGGGCAGATTATACATACCACTTATTGATAGGTTGAAAGAATTGCATTTAAAATTTGA 
AGTTCATTTGCACTAAAAAAATCCTAAGTGTTGCTTTGGATGTGGTTGGAGTTGGTACTTAGGGTGGTTCTCTCTCCCTCTGCTTTCTTTTCTG 
CTGTCTGTCTTTGTTTCTTTCTTTCTTTCTTTCTTTCTTTGTTTCTTTCTTTCTTTCTTTCTTTCTTTCTCTCTTTCTTTGTTTCTTTCCTCCT 



TTCTTTCTTTCTTCTTTTGGGTTACTCTGTTTCTAGCTCTAGCTTGCTCCAGCCTCTGCATTCTTTTCCGTCTGCCTCCCCAGTGCTGTAATTA 
CAAGTGTGCACCACCATGCCTGGATTCAACATTGTGTTTGAAGAGTTGTATAGGCTCACATGCACTCAGACAAACAACGTCCTCATTTCCAGTG 
CTGTGTACTCCTTCCTGGGGGGGCATCTCTTTTTCTGGTTTCCTGTATGCCAAAAAGCTACTCCCTCATAACACCTACAGTTGTACATTTTGCC - 

AGAAGGTAGTGCAATATAGCAATACACTATAATTAAGTTTTTGTTTTTTTTTTTTTTGACTCATGGCACTGAGAATTTTATTTATTTATTTATT 
TATTTATTTATTATTTTTTAAAGATTTATTTATTTATTATATGTAAGTACACTGTAGCTGTCTTCAGACACTCCAGAAGAGGGCATCAGATTTC 
GTTACGGATGGTTGTGAGCCACCATGTGGTTGCTGGGATTTGAGCTCATGACCTTCGGAAGAGCAGTTGGTGCTCTTAACCACCGAGCCATCTC 
ACCAGACCTATTTTTTATTTTTTAAGGAATTATTTGTTTCTGGAATTTGCTTGGTTTCCATGGGTTAACTGAAACCAGATGAGGCTGCAGTGGT 

GTTGACAGGGTTTCTCTGTGTAGCCCTGACTATCCTGGAACTGGCTCTATAGATCAAGTTGACCTCAAACTCACAGAGATCCATCTGTCTTTGT 
CACCACCTTTGAGTTAAATTATTTTTATTGCTTTTATTTATGTGGTGGGGGTCAAACATGAGGAGATCGAGGATGATTGTATAGAGTTAGTTGT 
CTGCTCTCATCTCTGCATGGGGTCTGAAGATCAAAGTCAGTAGGAAGTTCCTTTACCCACTGATTCATCATGCCAGTCTTTGAGTTTCATGTGT 
GTGTGTGTGTGTGTGTGTGTGTGTGTAATTAAGAGGACAACTTGTGGGAAGTTGGCTTTTCTCTTCCAGCATGTAGGTCCTGCAAATTGAACTC 
AAGTAATCAAATGGCAGCAAGCACCTGTACACATGGTGCCATCTTGCTGGCGCTTGACCTTTATTCCTGAAGGATAGTTTTGCTGGACATACAG 
GATTGATGTCACCTTACATACAGTTGGTGTCACCTTCATGTGTATGTGTGTTTCCCCTGCATAAATGTTGATGCAGCACATGCATGGCTGATGC 
CAGCGAAGCCAGAGTGAGGGTACTGGGTTTCTCCTGGAACTGGAGTTAATAGTTACAACCCATCGTGTTGGTGCAATGAATTGAATCTGAGTCT 
TCTAGAAAAGTAGCCACTGTTCTTAACCACTGAGCCATCTTCTCAGCTTTCAACATTTAAAAATATAACATATTAAAGGTGTATCTTTGATTTT 
TGCAGTTTGATGGTGATATTCCTAGACGTGTAACTTTCTTTATATTCTTGTGTTTGGCATTTGGAACTCACTAAAATATGTCTTTTGCTAAATC 
GTAAGGTTTGAGCTGTGTCTTCCAATGCCCTGGTTTCTATGGTTTTGGGGTGAGCTGCTTCAGTTTCCACTTCCTCACGTGTTTTGTTTCTATT 
C^GTCAATTCAGTTGACTTTGGTCACTAGACAACAGCTTTCCTTCTTGTTAGACCAGCAGTGAGCAGCATTTGAAGGAAGCTCAGCTGGAGTA 
G ACGG CAAGGGC AC AG ACTGGGCTGGGGAGGCATGGAGAGTGCTG AC ATAAGTGTC CACATTTGTGTC ACATGGT CTCTTCAG ATTCAGAATTT 
CTGTGTTTTTATTTTAAAAGATCCCCTCTACAAGCACTGAGGCTTTATGTCTTCTTATTTATAAACAAGATTATTTCTCATGTTTCTGAATATA 
ATTACAAGAGGTAAATGTAAAATGTCAGCTAATTGTAGCATCTGATCTTGAGGTATATCTTTGTGGTCCTTTCCTCTTGAGTGTGGATCACACT 
TTGCCATTTCTTAGTGCACTTGCAGCCTTGGCAATATAATTGTCATAGCAACCGTGGGCTCGTTATGTTCCTTTCAGATGTCTGTTCAGTTTCA 
TCAGGTTAAGAAACACATACATAGCAGCAAAACTCTTACTTGTCCTCCTGTCACTGGAGCTGTCTGTGGGTTTGCTTGCTGCCTGTGTGCTGTT 
GCTGTTAACTATTAAAGTGCGTGTCTGTGTAAGTTAGGACTGTTGGAGGCTGCTTTAGCACTTCTCAGGGATGTTCCAGCAGACTGGCTGATCA 
•TCCAACTGTGTAAGACAAAACCATTGAAGTCCGTTGAAGAACAGGCGGTTGTGCATTTACGAGTTTCCTATGCCCTCCAGGGTCAAAACTTAAT 
AGAATGTATAGGCTATCTTATAGGATAAGGAAACCCTAGAAATGGATGTAATTGGGTTCACAATAACTGAAAGAGTGTTCATTATTACTATTTA 
TATTATTATTTATAATTTATAGGTAGAATGTATATTCTTTTTTTTTTTAATTCAAAATAATTAGCCAGGTGCTGTGGCATACTCCTTTAGTTCA 
GCACTCAGAAGGCAGAAGCAC71GGACTCTGACTTCAAGGCCAGCCTCATGTATAGACTTGAGTTCCAGAACAGCCAGGGCTACAAAGAGAAACC 

TTTTGAAAATGTGACTGTTGCCTAGATACTATTTTTAAGGCGACTGGAACGTAGGCACAGATTGGTCTCAATGCTAATCCCTAGGGACTGATGA 
AGAAAGAGTGGAAAGGTGGCCTCAGAGCTGCTGTTTTGAGACCTTTAGTTCTGGTCCCGAGGGCCATGATTTGCCTGCCCTTCTGATGTAACAT 
GGCGTTGCCATTTAGTATTGTGACCTCGTAGAGTGAGTAGCTAGAACATTCTGGTGTATAATTTTTTTCATCTAATGAATAATTGGGTGTTTTA 
CATATTTATGAATACAGTGGGTTGTCTTTGGGTTTTTTTTTTGTTTTTTGGGGGGCTGTTTGTTGGTTGGTCTGGGTTTTTTTCTCCCCTCCCT 
CTGAAGAGTATTGGTGACCTTGGATATAGAAAAAAAGATTCTGTCTGTGTGCAAAGTCAGCTGTGAAACACAGAGCTGGTCAGTTACTTACTTC 
TGTTACTGTCGTCTTGGTGTCCCCTCCCTCCATGTCACTCCAGCAAAAAGGAAGTGCTACTTTCAGGGCTAACCACACAGGCAATTGCAGCACG 



TGTAAAGTACACTGTAGCTGTCTTGAGCTAAGACAGGATCACTGCTACAGGATCACTGTAGCTGTCTTCAGACGAACCAGAAGAGGGCGGGTGG 
TCGTGAGCCACCATGTGGTTGGTGGGATTTGAACTTCGGACGTTCAGAAGAGCAGTCTGGTGCTCTTACCCACTGAGCCATCTCACCAGCCCCC 
ATTGTGTGAAATTTTATGTAACCATTTATAATTTGTCCCTTGGCTTGGCAGATTTTACTCCACTCTGGCAGAACTATGTGACTTTCAGATATCA 
GTCTTTTCAGTTACTCATTTTCTTCTCCCTCAAAATTTTTATTGTATTTTGAGGCAGTCTCGCTGACCCCTGTTCCATCCACAGCTTCTAAGAA 
ATCTTTCCAGTGGGTGTCAGCAGAAACATAGCTATTCTGTGCATACTCCATATCACAGCTCTTGAGAAAGCAAGCGCAGTCACCCGTATTTTTG 
, GAGCCTTCCCACTGGATACTTTCAGTGTGCTTGCTGTTCCTCTAGTTGGCCTGTAGCCCTTTCTCCCTTGGTTCCGTCACTATCTCCCTTCTCA 
TTGGTTCTGAGCTCCTTTGTGTCCAGCTGCTCTACTCAATAAGTAGATGAGCACACAAATGAGGATAAAAGGAAATGGAAAGACACAGGTGGAA 
GGATGAGGTGTTCCCAAGGCATAGCTCACTGCTATGTGCTGTGCAGGTGTGGGTCCGTGTGAATCATGAACCCATTGAGTCTGCCTATAGTTTC 
ACCCATCCCGTGACAGACGTTCTGGGCATTTTTATTAACGTGGTTTTCACAGGGAGAGGCTCCTAAGATTGAGACTTTCTAGTCTTGGTTATTT 
ATTTGTGTCTGCTCTTTTTCAGGTTATCTGTCCTGTTGCCGGTTCCTGGATGACAATCAGATAGTTACCAGTTCTGGAGACACCACATGGTGAG 
TACCTGACAAGGCAGCAATTGAGGCTTGAGGTCTGTCTACTGTTCTTGTTAATACTGGTTAGTAGGGTTACTTCCCATTGCAAGATAAATGCTT 
CTTGATCATAACCTGACAATTAGAAAACAAAGTATCAATGAGTAACTCATTGCATCATCTGTGGATATGCAAAGTTTGATTTTGAACAAAGAAC 
TAAAATGTAGATATTTAAACTATAGTTGTATATCAAGTACCTGGTTTTTTCTCCATTTATTTTTACTCATGTATGTGGTGTTTTTAGCCCTGTG 
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GGGTTeTTTTTCACTGTAAAAGTCAACTTAGCATATTGTGAGAATGAGTAAAGCTTTCAAACAGCAGCTCTGTCAGATTTGTTTATTTTAGAAT 
GTTTGCTTACTAGTAGATGGAGACACATTCAAGTAATTTTTCCCTTTGTTTATTAATGAAATGACCAGCTGGTTATTTTAAGAGAATCATTTTA 
AACTTAAGCTGGCCTTGTGGGTTTTTCTGGTCGTGGGAGACATTCCTGGGAGGTCAGTAGCAATATTTTAAATTTGATTTAGTAGCATGGCTTA 
CAGGCTGGTGAAATCCAACAATGGACTATTGATGAAAATGTTAGCCAGGCGTGGTGGCGCACGCCTTTAATCCCAGCACTCGGGAGGCAGAGGC 
AGGCAGATTTCTGAGTTTGAGGCCAGCCTGGTCTACAGAGTGAGTTCCAGGACAGCCAGGGCTACACAGAGAAACCCTGTCTCTAAAAACAAAC 
AAAAAAACAAAAACAAAAACAAAAATGTAGTGAGGTGGACAGTGAAGATTAGTCATTACAAATTTCAAATTGCATGTGTTGATTATTTTCTTGG 
TTGAAATATGTGAAACTTTTGTGCTCTGTGCTTCTTCCTTCCAGTGTCCCTCATGCGTAGCAAAGATAACCAGCATTCATTGTAGTGAACTTGG 
TTGATTGGATTGGTGTTGCTGGGTGAGACAAGCTGGTGAGGTTGACAAGAATGGACAGTGTATCATGCTGTTGCTTCTGCGGGTTGCAGCAGGA 
AGTAGCCTGACTGGCATTTCCATAGCCAGCTCCCGCTTTATGTAATGCTGATGATATCGTGGCTTTTAGCCACTCTGTCAAGCAGAGGCCCTTG 
GAAAACCTTGTACATCCATGAAGACCATCTTTGGTTTATGGTCCTCGTTGCAAGAGGAGTTGGAGCATCAGTTTCTCTGAGCCACTTATTTACA 
TTCCTAGTGTCTAGGAAGGTGGAAAATGAGGGGATGGAAAGAATAACACAGGTGAAACAGGCTCCTTTCTTTCAGACCTTAGCATTTTCTGCCA 
TCCCACAAACTGCCCATGATTATCTTGTGTGAAGGACAGTGGCTCCTTTGCTGTAGTGTGAGGTAACCTGGAAACAGCAGGCCCATATGCTCAT 
PCATATGGTTGTTTATTGTTTTCATTTTCTTTTCCTTAGCAAAATCTCATCACAGAAGTAAATGTGTCTTCCCCGTGGCACAGAAGTCATCTGT 
GATTCTGGGTAGTATAGAGGATGTTGTTCTAGGTGATTGGTCCCATGTGCGTGCCTGATACCTACTTTTCATTTCTTCCTGCACCAGTGCCCTG 
TGGGACATCGAGACTGGCCAGCAGACAACCACATTTACTGGACACACTGGAGATGTCATGAGCCTGTCTCTTGCTCCTGACACCAGACTGTTTG 
TCTCTGGTGCTTGTGATGCTTCAGCCAAGCTCTGGGATGTCCGAGAAGGGATGTGCCGGCAGACCTTTACAGGACACGAGTCTGACATCAATGC 
CATATGTGTGAGTTTAAATTGTCTGCTTTAGATCTCAACCTTTGTTGTTGTTGTTGAAGATTTGGGTTTTTTTTTAGGGTCTGGAGAGATAGCA 
TATTAGTTACTTTTCTGTTGCCGGAACAAAAACACCATGATCAAGGCAACCTAAAGAGAAAAAACATTTCATTGAGGCTTACAGTTTCAGAGGG 
CGAATCCATGTCCATCACTGTGAGGAGCCTGGCTGCAAGCAGGCAAGCATGGTGCTAAAGAAGTAACTGAGAGCTTCATCTTGAGATATAAATA 
ATCACAAGGCAGAGAGTGAGTGAGCGAAAAGTTGGAATGGCATGGCCTTTTGAAACTTCAGGCATCCAACAAGGCCATACTTTTTAATACCTCC 
CAAACAGTTCCACGAACTAGGAAATGAAGTGTTCAAACTTGAGAGCATGTGGGATCCATTCTCATTTATATTTGTGTCTGCCTGTCTGTGTATC 
TGTATCTGGGTGTGTGCATGCGTATTAGAGCCAAGTAGGCTGTTAGGAGACACCTGATATAGATTGGGTGAACCAAACtTGGTTGTAGTAAATG 
GCTTTTAAAGTACCTTTAAAGTACCACTACCTTTAAAAACATTTTTTTTCAAAGTTTGTTTTAAAATTTGTGCTCTGGTTTTTTGTTTGTTTGT 
TTTGTTTTTTCTTTGTGTTTATTCTGAGAAAAGGTCTAGTAGTATAACCTAGGCTTACCTAGAACTGGAAGTCTCTCTAGCACTAAGATCACAG 
GCAGGCCTTTCTACCAAACCAGGTTGTCCTTTTCTTTGCAAATACAACCAGAGTCAGAGTGTTTTAGAAGCAGCTAAAAGCCTGTGCTGTGCAT 

AAGGGAATGGCAAATTTAGAACTTACTTTCTTGCTAGCACCTCCTGAAGAGATGAGTCTGGTGACTAGAGCAGTGACTTGCTCCATCCTCCACA 
AGTCCCTCCTGACAGCTCGTGTCCAGAGGACAGAAGCCCTTCAGCAGTGCCTCAGTCTCATTGCTTTTCTGTACTGAAGTCTGCCTTGTTGACA 
GTGGCAGTCCATGAGTACTATGTCAGTACCCCCCTAGTACATCCCCCATTCACTCTAGGATGACAGCCCTTATTCTTGCTGGAACATCATCCTG 
TTTTCCTTTCCATGGCAGCCATGCCTCTGCATTAACATCATGTCTTGTTGAACATTTACTTTTATGTTAGTATATATAATTCAGCTTGACCTTG 
AATTCACTATGTGCCTGAAGGCTGTGTACTCTATTCCATGGTTGATTACAGATTACTACACTTTTTAGCCTCCTGTGCTTGTGCCTGAACTATG 
GGCCTTACCCACGCCAGGCAAGTGTTGAATCAGCTGGCCTGTGCCCCAGGCCTCATTGTTTACATATGTCTTGATTTGTCTTCTCTTTTTAGTT 
CTTTCCCAATGGCAATGCCTTTGCCACTGGCTCAGACGATGCCACATGCAGGCTGTTTGACCTCCGTGCAGACCAGGAGCTCATGACCTACTCC 
CATGACAACATTATCTGTGGTATCACATCTGTTTCCTTCTCCAAGAGTGGCCGCCTCCTCCTTGCTGGGTATGATGACTTCAACTGTAATGTGT 
GGGATGCACTCAAAGCTGACAGAGCAGGTCAGTGGCCACATGGCCTTTCTGTGTTTTGGGGGCACCAGCTTGCTTCTTTCTATGTGGTAAAATG 
AGGTTCAGATGAGCTGAAATGTGTACATTTGTATCATCAGCTTAGTTATGTCATAGCTCAGCAGAGGGGACAGTTAAAGGCCACATAATTTGAG 
CTCTGGCACTCCAGGAAGTACCAAAAGCTCTCCTGTGAGGAGAATGTGGGAGTTGATAGTATGCCAGATACCACTGAGTTCAATGTTCAAGTTT 
CCCATTTTGTCCTGTGGGTATCCATGGTTAGCCTAAAACACTCTATTAGACCAGATGTCCTTGAATTTAAAAGTCTTCTGATTCAGCCTTCTAA 
ATACTAGAATTACTGGTGAGTACCATCAATTTTCAATCTTTCTGACTCATTCTCTGTAGTCACTTAGCTTCTGACATATTCCACCATGGACAGC 
TCCATCTTCAGCTGTCTGAGCCTATCTATACAGCTTTGGCATCTGATGCCATGCCCCTTCGTCTGTACAAGGTTGTTGAACACTGTGCTGGTTG 
CTGGTAATGATTCAATTTAAAGCCTGAATTTAATATGTCAGAATCAAGTGGATTAAATACAAGCTGGACAAAAGATTAGAAAGTTTTTGTCTCA 
AGAGTCTCCCTTTGAGCTCAAGCTGGCCTTAAGCTTCAAGTTGAAGAGCTTTATTACATTCAACAAATCTGCTTTGGAGGAGGGAGGGAGGGTT 
GTGACCATGAATCTCGTGGGTCCCACTGTGGCTGCTTATAACCCACCAGACTACTGAATTGAGGACAGTTTTGGTGGCTCACACATTTAATCCC 
AAGTCTCAGAAGCATGCAAATTCTGTGAGTTGTAGGATAACCAGGGCCTGTCTCAAAAATAAAAATCAACATTTCTGCCTTTGCCATTGTAGCC 
CAGGAAGTTGACTCTGAGTTTAAGAGAACCTTCCAGCCCTTGTTCTTAGTTGGTACATCAATAGCTACAGGACTAAATGTTTCTGAAGTTTCAA 
ACCCTTCTGTGAGAGAAGGGGTGTTTTAGCAGGTGATGTGCCATGTGACAATGGGTCCATGATTTCAACTGTAGGCTCTGTGTACCCTGTGGTT 
AGTTGTTCTGAGTTTACTATTCAGGCTTTTGGTTTTTTGGGTCATTATGTTTTGTTTTGTTTTTTTTAGAGATTTATTTATTGTAGCTGGACAC 
TGGTGGGTTATACTTTAAATCCCAGCACTTGGGGAGGCACAAGCAGGCAGATCTGAGTTTGAGGCCAGCCAGGTTTACAGTGAGTTCCAGGACA 
GTCAGAGCTACATAGAGAAATCTGTCTGGTGGATGGGGTGGATTTATTTATTTTATCAATATGAGTGTTTTGCGTGTGTACCTGCAGAGGCTGG 
AAGAGGGTATTGCATTCCTCTGGAACTAGAGTTACAGATGTTTGTGAGACGCCATATGGGTGCTGGAAACCAAGCTCAGATCCTGAGACACAGA 
TGGATGTTTATTCATTATTTACTTGTTTGTTCATTTGTATTTTCTAGACAAGGTTTCTCTGTAGCCTTGGTTAGCCTGGATCACCAGATCTGTC 
TGCCTCTGTCTCCTGAGTGCTGGGATTAATCCAGCATGTGCGATTAAAAGGCATGCGCCACCACTACCCATTTTTGTATAGTATCAGCTTTTTG 
TTGGTGTACAAAAATTATCCCAAGGGGGTCTGTGTTTATGTCCTTGTTGTTCTTAGAGAAGAACATGTTATGATTGGTTGCTCTCTTAACAGAA" 
TTGCCCATACACCTAAGGATCGTTTCTACTTGGATAAGAACCTTGTCCCTTTGTAGTGGCCTTGCCTTGCCCTCTTAAGTGCTTGTTTTACCAA 
AGTCTTGTAGCGTTGTTCATCCAGATGAGCCTCCTGCTTTGTCACAGCCTCATGTGTGTTTGTGGTTGTGCTCTTTTTGTTCTCAGGTGTCTTA 
GCTGGACACGACAACCGAGTCAGCTGCTTGGGGGTGACTGATGATGGCATGGCTGTGGCAACAGGGTCCTGGGACAGCTTCCTCAAGATCTGGA 
ACTAAAGCCAGGAGGTAATGGGGCAGTCCCATTCCCAGGACATGGCATTTTCCTATATGGGTTATAGATTTACAGAGATCTTGTTGATCTGGCA 
TTGTAGCAGATCTGCAGTGAAGGCCCTTAGCTGTGATGCAGAGAACAGTGGGAAGAGCTCGGGTTCTTTCTGTGTGCACTGACTCCAGGCTCTG 
TTCACAGCAGCAGGTGGATGGATGCCATGGCGACTGGAAGACCATTCCAACCTTGAATCGTTACAGCGATAGCATATCCTATCCAAGCATACTA 
ACGTGGACACCCACACCTCCCCTCAGAACTTCAAAAGGGCAAGATCTTTTTTGCTTCACTTATTGCTGAAACCAAGAGCACAATTCCCATTAAG 
AGAAGGATGTCTGTGCTGTAAACTAAACAAATTGTGCATTTTTTCTGGGGCCATTGTTTTTGGTTTATTTTGTTATTTTGTTTTGTTTTTGTTT 
TTTTGGTTTCATTTTGTTTTGGGTTGGTCCAATTTTAAAAGGAAATACTACAATAAAAATGTTAACGAGAAGGTAACCCTGAGTGTGATTGTGA 
GAG AG ACACGC CTTTTT ACTAGTT CATTTG C ATTTAAAT CAGTGATCCTGTTCTGTGGC ATTC ATG AAAAAC AAGTTG AAG AATTTGTTT ATCT 
GGAATTGTTTCTAAATATAAGTCATTTGTAGCAAGACTTTGGAAGCATTCTTTCTTAAACATATTCCTTTAT.GTTCAGTAGTTAAGAGAACCAG 
GGCCCACGGCGGTCTCTGACTTGTCACTGATGTTTTTTTTTTTTTTTGTCCCTGGCTTGCTTTTTTTTTTTTTTTTTTTGTCTCATGTCACAGA 
TGACTGTTTCGCACAAACACAGCATAGTGGAAGAAAAAATTTCAGAAGCAAAGTAGCCAAGCACATGTTAGGATGGCCACGAATGCTTGGTCAG 
AGTCCTTCCTTCCCTTGCTCAGCAGCGGACTTACTCCCAGCGCCTTCCCTCCCTCCTGTCCCTCCTGTCCCCTCACTGTCCACTTTCTGTTCTT 
TCCTTGGGTTTCCTGTGAAGTTGGAGGGACGTTTGTAGTCATGTGACACTAGCCGTCCTGCCCCTGCTGTCAGAGATTTTTTTCTCCAGAGAGG 
TGCCTGTCCTGTGCTTGGATAGTCAGTTGGTTATTTGTGTATGAAACAATGTACAAATCAATGTTTTGAAAATAATGATCTCAGACTTTCTAAG 
TTAAATTTTAAACAATTTGATTGTTTGCCATATTGGGTGGGGTTACTCTTAGAATCGCATGCTGTAGAAATGCTCTAAAGTGCATATAGGACTC 
AGTCCTTAGATGTTCTTTTTATTTTAAGAAATAACCTCTTCAAGTTGTAACCGTGGCGGCTTTGTCCATTACTGTTGCTATTCTGCACACATAT 
CGGAAGCAGCAAGCGCTTTACACACTTGAGTAGTGGGATAAGTCACTGTTTTCTTTACTTTACAAAACAAAACAGTCCTGTTGGGAATGATTGC 
TGTTGGATTCTGGAAGGGAGGGGAAAGCTGCTCTGCTGCCTCTTTGCCACTTCCTGGAAGCCTTCCTCCCTGGAAGAACAGCCTTTTGCATCTG 
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AGGCGACCATTTTTACACCATGCAGATCTTGGTGGTTATCATCTCAAAGCCATGTTCAGCAGCAGCGTTTGGACAGCAGTGTTCTGTGGGCCCT 

GGTAGGC CTGGACATGG C AAAGAGAATAC AGCG AAGCC CCTTCT CTTCCTAC C AAACAACT CTGTAGAG CT CTCTG CAC C CTGTACC CTTTTCA 
CCTTTTGTATTTAATTTTAAAGTCAGTGTACTGCAAGGAGGCTGGATGCAAGATAGATACTATATTAAACTGTACTGTTATTTAAGATGTAATA 
AAGCAGTTTGACATGAGGGACTCTGGTGTGATGGTTATTTGAGGGTCATCTTCAGTGTGTGGGGGTTTGCCCCAACTGCTGACTCAACAGTTAT 
ATAACGTCATGAGAGACCCTTATAAAAGTGTCAGCTCGGGCTGAATGTAGTAGTACACACCTTTAATCACAACACTCAGGAGGCAGGGCCAGAT 
GGATCTCTGAGGTTAGGGCCAGCCTGGTCTACTTTGCAAATTTTAGGACTGCCAAGCAATATAGACACTGTCTCAAGGGACGTGGGGAGATGGG 
CTGCTGGGAGGTTTCTGGTATATATCTCAGGTCTGCAGAGCCACATGTTTATCACGACAAGTGGCCTTTCACCCTGAGCACCTGGGCCCTGTCT 
GCCGTCTCCTGCTGGACCAGCCAGCTGCTTCGACTTCCTCTTCCTGCACTAAAATGTCTGAGGACCTGCCCCTCCAGAGATACTTTCCTGTTGA 
CTAAGCACCATTTCCTTCTCTGTCGATAAAGGTCACTGCATCTTGAAGGAGCGAGTATCAACCCCTGAGTTGTTGGACTGCCATTCCAGCTTCT 
GACACCCATTCCACTGCAGTGCCTGCTTCTAAGTTTTATGATAAAAATTTTAATCTTAAGGTTTTTTTTGTTTGTTTGTGGTGAGTTTTTTTGG 
TTTTTTTCAAGACAGAGTTTCTCTTTGTAGAACTGGCTGTCCTGGAACTCACTCTGTAGATGAGGCTGGCCTCGAACTCAGAAATCCGTCTGCC 
TCTG C CT CCCAAGTG CTGGGATTAAAGG CGTGTGCCACCAC AC CCGGCTTAATCTTAAATTTTAAG ATTATAAAACAT AACTGAT CTTCAGG CT 
CACATCCCCTAAACATTGACTGGCCCCAGCCACCTTGTTTGGACAATGGTAAGCAAACAAATCCATCCAGGGTCAGCGGTGGCCCCTGATACCA 
CACATTGTGGTGTGATGGGCAGGTCCAGCAGATGGGATGGGATGGCCTAGTCTAATCCTCTCCTAGTCTCCTTGAAATAAATGTATTTTTCAAC 
ACACACATTTTGCAAGTCTTTACCTACCTCAACTTCCACTGAGAATGCAAAACATTTGAGGTCCTTCTGATCTAGAAGGTGAAGCTCTGACCCT 
AACTTCAAATTCTCTGGGAGTACATGTCTTAAACTGCTTCTAACCTACCTGACAACAAGCAGGCCCCAAATGGACTGGGGTAGATCTGTGTCTC 
AGGCCTGTCCTACTTCTCAACCAACATCCAGGCCGCTGCCCACTTGTTTAACAAGCAGTCATGGAAGACATGTCCACTTTGGATATGTGGGCAG 
TATTAATGACCAAAGAGCGTGCAGGCTTCACAAATGCTCAGGCTTACACATCTACATCCACCATTAAATACCACTCATGCTCTGGAAGCTGAGG 
TGCCCGTGTGCTCTGTGTGTTGCTGCCCATGGTGGAAGTACACCTGTTGAAGTGCACACAGGCAGATAAGGGGCTGCTGCTATATTTTAGACCC 
ACCATGTCTCATCATTTTCCTCCAGCGTATGGGCTGATGCCATTCCATGACCCCAGGATTCCAATTCTTCTGGCCTGTAAAGGGAGCCACCTCA 
TTTATTTGCCAAATACTAGAGGCTGGAATCCTGATGAAAGGCCAGCCGGGTCCAGCTTGTGCCGTCCACCGTTTCCTTTGGCGCCTACTCTCTC 
CTGCCGCTCTCACTGTGCTCCTGTATTCTCAGTACAACCTGACACCACCAGCATTCTGTTAGACCAGTCCAACCCCTCACCATCCAAGAGCAGC 
CAGCAGTCTTTCACCTCTGCCTCTTCACACAGGGTGAT.CTTGGGACAAGGTGTTTGCTCTGGGAACCCATGAATAGTCTGGCAGGAATTCTATG 
AGAACAAAGTGCCTGGTGTGAGATTACAGCTGGTGACTATGTAACCCACTGTTCCCTTGCCTGAGACATTTCTAAGCACCCTAGGCAAGACTAC 
TCTGCTTGCTGTATCCAAAACGTGAGTACCTGGCAGCTGTCCCACTGATTTGGCAGAAGAAGGGATAAGGTTGCCCCTCACCCACCCCAGTGAA 
GTGACCCTGATGATGACCTCAGTATTGGTCTTTACCTATGCCAAGTGCACTTTCGGAGAATGGACAAGATAACTAGTATCCCATGACAATCAAC 
TCTCCTCTAAAATACACTCTTCTGGCTAGCTGTCACCTTGTTTAGGTACTGGACAGCCTTCACAAAGCAGTTTATCCCACCCTGGTCACATGAA 
ACCAACTTTCCTCTTAGTACTAAGGCAGGACCCAAAGAGCTACAAAGCCTCCCTGATGCCTGCGCCTGAGAGCTTACCTGAAGGGACACCCCCC 
CCCCATGTGACAACCTAACTTTGGGCACAGGCCCATCCTGTTTCCTCCTTGTTCTTCCTCCTCCCTTATCATTTAGCCTTTGAAGAGTAACCTC 
CAGGTACTGGAGGCCTGAAGCAAAAATGTGTGTAATTGCCTTGATTTCGTCCTGCTACCTCACTCATCCCATGTGACCTTTATTCTGCTGCTCC 
TTGAAGCCAGCCCAAATTAAACACTCTAGGAGTCTTTTGAGTACCCTCTTGCCATTCCAAGCCTTGACCTTGACCTTGGCGACTGTCTTTAGCA 
CAGTGGTGGGAATGAGCACTTGGTATCTGAGTCTTCAGAGTTTGATGGGGCCCAGTAAAACATTTCACAATGTCAGCTTTGTTCCTTCCTCAGA 
AATGGAGAAG C CACCTG CATAATCTAGGCCTTGCC C C CACTGTGTAAAACAGATTTCCCTAGC AACC ACTGGAC ATCTG CTCTTTTAATTT AAG 
GCTACACAGGTTACTTGGTATGTGACCTTGGACTGCAGACCATAGACTGGGTGCCTTTGCAGAAGAATATGACTGCTCCCACTCTGGATGTCTC 
TC CAGGT CTGCTGGC CATGTGCCTGCCATTTACCACTAGATACCAAT CAAGTGTTATATAATACAATAGCAG CATAGTTACAG CCTTCGGTGGG 
TGTGGCTGGCGTTCACTCTGGGGAAGAAGTTAGGCTTACAAAACTCATGAGGAAGTTACAAAATTTAAGAAATCCCCGCAAATTCCCACCATCC 
TCCCTACCCACTATTTTCCGTCCCCACTGCATTGATGTGTTCTTTTTGGAAGGACAGCACACAGGTCTCAGGAGTTCCCACCAGAGAACATCCT 
GACTGCAGCAGGTATGGGGGGCTGTGGGGAAGCGTGGAGATTGGGCTATACAGGAAGGGCAATAGTGTGAACATCTTAAAACTACAGTGCTGGG 
AGTCGGGACTGCGAAAACACCTACTGGTGCACTGTGCACACTGGTGGATATCAATGCACGAGCATGTCCACCAGTTCAGCATATCCCTGGCTCA 
GCTACAAAGTCGGTGGCCTCCCTCTTTCCCTCCTTAC!AGCTGTGGGTGAGGCACGCTATTTACACAGTCGCTTCTCAACTATC^AGACTTTGTT 
TTTCTTTTTGAGATAGGGTCTCTAACTATGGTACCCCTGGCTGGCCTCGAATTCCTAGAAATCCGGAGCTCTCATCTCTGGGATTAAAGTAGTG 
AACCATTGTATCAACCAGCTGTCAGGTTTGTTACTTTCAGGCTCAAGTCCTTGACAGTTGCCAAAGGGTGTCAGGTCACTGCTGGTGGGCCTGA 
GAGCCATATGAGCGCTGTCACCCGAGTTCTGCTTCTGAAAGATACCAGGTCCATGCGCTGGACATTAAGAACAACGTGGGAACAGGAGCCTGGC 
ACGAAGCCCACCTTCCCACAAAGCTGGCCCGCGTTGTCCACATGGTCCTGGAGACCTCGCCAGCAAAAAGCAAACTGAGTGTGACGTAGGACAG 
G AATAAAG AT C AG ACG G CG AG G CAAG G AG G CAAAAAAAG AAAG AAAG AAAG AAAG AAAG AAAGAAAG AAAG AAAG AAAG AAAG AAAG AAAG AAA 
GAAAGAAAGAAAGAAAAAGGAGAGAATCTGGTGGTTTTCTGTGTTGCTGGTGGGACTGAGCTTTTTGCCCCTCCTCGGTTACTCTTTTTTTTTT 

TCCCCTTCCCTCCGGCTTAGTCTCCTTAGTTCCGTCCCTTTCCAGCTCTGCCCTCTTGCGACCTGTCCCTCCCACTCTGCCTGCCCCTTCTCCT 
ACCCCGTCTGCCCCTCCCCTTTCTCCAACCCTTGGCCCCACCCCCCCGGGCTGTCTTCCGCTCCTTGGCCCCATCCCATTCCGCTATGCCNNNN 
NNNNNNNNNNNNNNNNNNNNNNNN^^ 

CGCCTGTGTAGGTGCGGCTGCGCCGCTCTCCCCACGTGCCCTGCAGCGCATGCGTGCGGGCTGCGCTTGCGCACTGACAGCCGCGGCGCAGCGG 

GGCTTGGTGGTGCCGGTCTCTGGACCGAGCGGCCATGGGGTGGCGGGCGGCTGGGTCGCTGAGAGCCAGGTAGCAGTAGGGCAGCAGGGACCGC 

CTGCTCGGCCCAGCATGTAGACGTCCACGCGGGCGCGCGGCAGCCGACGGTGAGTGCGGGGCCTGGGGTCGCCCTCTGCCCGGCGTCACTGGCC 

GGGACCCGTGAAGACAGGGTCACGGCGCCGGCCCTGCCCACCTGCCCGAGGCCGGGCGCTGGTGGCTCTGACGCGCCTCCCTGCGTCCGAACGT 

GGGTTGCAGCCAGGATGACGCGTGGTCTCGGGGAAGGAGCCTAAGGGACAGGTCTGAAGATCTGGTCCGGCCTTGGGTTTAGGGGGACGAGTCA 

GAGGTTCGGGTCCCGGGAGAAGCCATGTAGGCCGCCGTTCTGTTCTAAGCCAGTTCAGCGCGCAGCACCGCAGCCGAATCGGCTCCATTGGTCT 

TCCAGTGGGGCCTTAGCAAGCGCCAGAGACCTTGGCATGTGGGCAAAGTAGTCAGACGAGCGTTTTGTAAGCAATCGAGGTGTGAAACTCTCCA 

AAACCCCATCGTAAACTTGGTATCCAGTACTTGCCAGGAGCTTCCAAAGTCCTGAAGAGTCCATGGAGATGTTCCTAGAGGCTGCTGCCTCTCA 

GGATGTCACACTCACAGGCCGCTTGTCTTGGCCTCTGGCAGGTTTCTTCGTTATGGGAACAGGGCGTGCCCAGCGCAGTCCCAGGATCTGCCTT 

TGCTTGGCCAAGATCCGGCGTCTCTTTCCAGCTCTCCCAAGCAATGGGCTTTCTCCTGGCATTGATTCTGAATAGCGACTTGTTTTTCCTTTCT 

TGTTTGGGAAACTCTCTGTTTTGGTTCAAAACTTATTCGTTTGGCTTGCCTCTTGAGAAGAGTGTTATTCAAACTTATATTCATTGGTTTCATG 

TATCACTGTCAGTTTCCACGGGCCGGAAAGCTGGCATCCTCGCCTTGGTAATTAAAAGCACGGCACCTTCCCTCTGAACGTATTTGTCCTCAGC 

AGTGACTTCACTGTGACTTACACTGCCCATCTTGGGCTCTGGGACAGCCACGGGTGCCAATATACAGTATGACCAGGTAGCTTCTTCATTTGGA - 

GGTGGCATCTCAGAATGCTTCTGCATTTTCTTCTTTGTAGATTTATTTATTAAAAACGATGCAGTTTTATTCATTTTTTTTCTTTTTCATCTTG 

TTTGAAGTGCTACAGGTCCAGCCCAGATCCTCACACAAGTGCTGTCCCACTGAGCCACAATCCATCCCCCACCCCTCCTTTTGGGTAGAAGTGG 

CTAACAGATAAAACAGCAGTACTTAAATGAATAGTTTAGCTCTCTAGGCATCACTTGGAGATGGAGAGAAGCAAGTGGTGGTTTTTTCCTTTTT 

TTTTTAATGGGAGTGGACACTTGCTACTCTACTGCTCATGAATGGAAGGAAGAGCTTCCAAGTGTTGGTTTTCTCCTCCTGCTCCATGGGCTCC 

ATGGATCAAACCCAAGACATCAGGCTTGGCAGTAAGTGCCTTTGTCTACTGAGCCATCTCTCTGATCCTTCCTTTGTTTTTAGACATAACTTTA 

TGTATGCCAAGCTGATTTCTAATTCCCTGTGTAGCCAAGGGTGACTCTGAACTTCTTGTCCTGTATGTTCCTCTGCATGTTGGGATTACAGGCA 

TGAACCAAACCATATCCAGTTGGGCTTTTTCTTGTTTTAATGTGATGTTGGGATGAAGCCCAGGGCTTTGTGTGTGCAAGCACTGTACCAACTG 

TCTCTGTCCTGGAACTCACTCTGTAGACCAGGCTGCCCTTGAACTCAGAGATCCCCTGCCTCTGACTCCTGAGTGCTGGGATTAAAGACGTCCG 
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CATCAGATCTCATTACAGATGGTTGTGAGCCACCATGTGGCTGCTGGGAATTGAACTCAGGACCTCTGGAAGAGCAGTCAGTGCTGTTAACCAC 
TGAGCCATCTCTCCAGCCCCCACTCTAAGATTTACTTTATTTTGGATTTATGTGTATGCATGTGTGTTTGCGTGTGGTTATTATGTGCAGACGA 
GTATGTGTGCCTTGGAGGCAGGAAGAGGGTGTCAGATCCCTTAGAGTTGGAGTTACAGATGGTTGAAAGCTGCCGGATGTGGGTGCTGGGAAGG 
AAGCTCAAGTTCTCTGGGAGCAGCAAGAGCCTTGTAACTGCTGAGGCTTCGCCCTCTCAGGTGTTGGGAATGGATTCATCTCCATCTTTACCTT 
GAATCTGTCTGTTTTCTGGTGTCGCAGCAAGAGGGAGATCCGTGCAAAATGCTCAGCACGCGGAGGAGGAGCCTTGGGAGGACAAGAGGGGTGG 
GCTTTGATCTCAGGCTCTGCTTTCTAGGACTTGTGAGATCTGTTTACAGTTACCACATGGCTCCTGCCCTCCTGAAGGCAGAGGTGTGGCTTTC 
AACCCCAGGAAACCATCCTAATTGTTTGTGATAGTTGCTTAGCTTATCATTGTCCTGTATTCTGATCCATGGCACCTGTCCTGCCAGGGCTACT 
GCATTGGGAACAAGTTCGTGAAAACAAATGATCGGGTTAAGGCAGAGACGGTACTAGCAATGTACGCCAGTGCTGTCCACGGTGCAGTGGAAAG 
GGCAGCAGCGCCTGACCACTTAGCCTTCTAGACCAGAGTGCCTCTCTTGGGTCTGTGAAACTATTCCACCACTAGATGGGTTCTGTGATCCCGT 
TCCTTAGAACTTTCCAGAAACAGCACACTTCTCTGACCTGTCTGCTAGCTTGGGTATCATTTATTTGTAGAAATGAGGTAGGTATTAGGTAATC 
AGTAAACCTGGACTCTGTGGCTCACAGTAGTGATACCATGATGTTTGATACAGCAACACGTTGTCTCATAAAACAAATGAACAAGAACTGGAAA 
GTTTTCCAACTTGGTATTAACTAATGAAGTTAAACATTTACCTGTTGCTTTCACTAATTTTCCTTCTTTTTATTTTTTTTCTCTCCATTTCTTC 
CTTCATTCCCTGTATTTTCAAAGACTCAGACTTTTGTCACACAGATTGCAGTCTTGGTGCTGCGTGCTGAGTGCTTGGGTCACGGGTACGCACC 
AACACACCTGGCTTCGCTTTTCATTTACCGCTTCTACATATATTTGAAGTTCACATGGAATTGAACGTTTGTATTACGTTTCTTGGGCTGACTC 
TCTGTGTGTTCATGCCTGCCTTTGGTTCCTGTTGTACATGAGCTTATTGACATTTTGATATCTTTCTTGCTACTCCATGATGGTGACTCAGTTC 
CTTTTCCAAGCCAGCCAAGCTACTCAACAATGAAAAAAATCCCAACAGGGATAACTAAGTGCACTCACCGCCCCCAGCTACCTCAGCACCTGAT 



GGAATTAAATAGAATTAAAAACAGAGGAGGAGGGATGATGGGTCAGTCCTAGCAACCACCCGGGATTCACTCCGAGGGACCCTCAGGGTAAGAG 
GAGGGATTTAGGGGCTGCCCTTCGATTGCCACGGGCAGATTGTGTCATGCGAGTGAGCATGTGTGCACCAACCCATAAGTAAATACGTGTATCT 
GTTTATTTACTTAATTGGGTTTTTTTTTTGTTTTAAAAAAAAATTGGGGGAGGGGGTGTTGGGATGTTCAAATCAGGGTCTCTCTCTCTGAAGC 
CCTGGCTGTCCTAGAACTCAATCTGTAGACCAGGCTGGCCTCACTTTAGAGAGCCACCTGCTTCTGCTGGGATTAAAGGCTTTTATACCACGAT 
CTCCTGGTTTAT 



HUMAN SEQUENCE - mRNA 

ATGGGCGGCGAGTGGGGAGCGGGGCCGGGAGTGGAGCAGCCGCCGCGGCGGACTGGACCGAGCCTCGCCGGCGCGCACCTGCCCGCAGCGCCCG 
CGGACGCGCAGCGCGGCCCGAGCGCGACGACCTGCCGAGCGGCGGCCGAGGCGGCGGTGTGGGCGCGTCAGGCCGCGACGAGGGCGCTGAGACA 
AATTTACATGTATTGGAGACCAGACCAGAAGCCCTTCTGAATTAAGATCTCACATTCTTGAAGGTGGCATTGAAGAGCACTAAGATCGGAAGAT 
GAGTGAGCTTGACCAGTTACGGCAGGAGGCCGAGCAACTTAAGAACCAGATTCGAGACGCCAGGAAAGCATGTGCAGATGCAACTCTCTCTCAG 
ATCACAAACAACATCGACCCAGTGGGAAGAATCCAAATGCGCACGAGGAGGACACTGCGGGGGCACCTGGCCAAGATCTACGCCATGCACTGGG 
GCACAGACTCCAGGCTTCTCGTCAGTGCCTCGCAGGATGGTAAACTTATCATCTGGGACAGCTACACCACCAACAAGGTCCACGCCATCCCTCT 
GCGCTCCTCCTGGGTCATGACCTGTGCATATGCCCCTTCTGGGAACTATGTGGCCTGCGGTGGCCTGGATAACATTTGCTCCATTTACAATCTG 
AAAACTCGTGAGGGGAACGTGCGCGTGAGTCGTGAGCTGGCAGGACACACAGGTTACCTGTCCTGCTGCCGATTCCTGGATGACAATCAGATCG 
TCACCAGCTCTGGAGACACCACGTGTGCCCTGTGGGACATCGAGACCGGCCAGCAGACGACCACGTTTACCGGACACACTGGAGATGTCATGAG 
CCTTTCTCTTGCTCCTGACACCAGACTGTTCGTCTCTGGTGCTTGTGATGCTTCAGCCAAACTCTGGGATGTGCGAGAAGGCATGTGCCGGCAG 
ACCTTCACTGGCCACGAGTCTGACATCAATGCCATATGCTTCTTTCCAAATGGCAATGCATTTGCCACTGGCTCAGACGACGCCACCTGCAGGC 
TGTTTGACCTTCGTGCTGACCAGGAGCTCATGACTTACTCCCATGACAACATCATCTGCGGGATCACCTCTGTCTCCTTCTCCAAGAGCGGGCG 
CCTCCTCCTTGCTGGGTACGACGACTTCAACTGCAACGTCTGGGATGCACTCAAAGCCGACCGGGCAGGTGTCTTGGCTGGGCATGACAACCGC 
GTCAGCTGCCTGGGCGTGACTGACGATGGCATGGCTGTGGCGACAGGGTCCTGGGATAGCTTCCTCAAGATCTGGAACTAACGCCAGTAGCATG 
TGGATGCCATGGAGACTGGAAGACCATTCCAACTTGGACGCGTTACCATGAGAGCCAACCGTACTAACGTGACAACCCTACACCTCCCCTCAGA 
ACTTCAAAAGGGCAAGATCTTTTTTCCTTCACTTATTGCTCATATCCTATGAAACCAAGAGCACAATTCCCATTGAGAGAAAGATCTCTGTGCT 
GTAAACTAAAACAAATTGTGCATTCCTTCCGGGGCCATCGTCTTTGTTTTCTTTTTTGTCTTGAATGAATTTTAAAAGGAAATATATAATAAAA 
ATGTTAACCAGAAGGTAAACTTGAGTGTAATTGTCAGACAGACACACTTTTCCACCAGTGTATTTGAATTTTAGACCAGTGACCCTGTTTTGTG 
GCATTCATGCAAAACATGCTGAGGGCTTTGTTCATCTGGTCATCGTGTCCAAATTTCAGTCATGTTTGTAGCAAGATTTTGGAAGCATTCATAT 
TTCCTTTTTAAAATGTATTCCTTTGTGTTCAACAGTTAATCAAAACCAGAGAGTCTAGGGCAGCCTCTCTGATGTTGTCAATGATGTAAATTCA 
GTCCCTGGTTTTTAATTTTCTGTCTGATGTCACAGATCATTGTTGCACACAAACGTGGCATAGAAAAGAACATGTTCAGAAGCCATGGGGCCAA 
GCACAATGCGGGGACGGTCTCAAAATGCGTGATCAGAGAATCCTTCACCTTATGCTGAAAAGTGAGCTCAGATCCACCTCCAATGTTCCTCCTG 
ACCCATCCTGTCTATCTTCTCAGTTGAGTTTTTAATCTCACTTTGGGTTTCCTTGTGAAGTTGGAGGGAAGTTTATAATAGCCTAACACTACCC 

ATCAATGTTTTGAAAATAATGATCTCAGACTTTCTAAGTTAAAGTTTTAAAAATTTTGATTGTTTGCCATATTGGGTGGGTTTACTCTTAGAAT 
CGCATGCTGTAGAAAATGCTCAAAAGTGCATATGGGACTCAGTCCTTAGGTGTTCTTTTTCTTTTAAGAAATAACCTCTTACAGTTGTAACCAT 
TGCGGCTCTGTCCACTTCTCGTTGCTGCTCTGTGGCACATATCGGAAGCAGTACAGCGCGCGGCTCTACACGCTTGGGTAGCGGGATAAGTCAC 
TGTTTTCTTTATTTCTTTAAAAAAAAAAAAAGTTCTGTTGCAAACGACTGCTGTTGGATTCTGAGGGTGGGGAGGGAGAGAGAGGGAGGGAGAG 
GGAGTGAAGAGCCTGCCCTCCTATAGTGGATTCTTCACGGGCCCTCCACATCTGAGGTGGCTCATTCCCATCACACACAGATTGTCCTGGTGTT 
CATTTCAAGGCCAGTTGTCAGCAGCAGCGTTTGGAAAGCAGGTTCTGTGGGACCCCCCGCCCCGCCCCCCGCACTCCTTCATAGCAGCAGTAGT 
GGCTTCTCCATCCTGTTTTCTGCAACATTCTATACAAAACTGTGCTGTGACCTTGCGGTAGGCCTGGATCTGGCAAAGAGAATACAAATGAAAC 
CCCTTCTTTCTCTTTCCGTCCAACAACTCTGTAGAGCTCTCTGCACCCTTACCCCTTTCCACCTTTTGTATTTAATTTTAAAGTCAGTGTACTG 
CAAGGAAGCTGGATGCAAGATAGATACTATATTAAACTGTACTGTTATTTAAGATGTAATAAAGCAGTTTGACATGAGGG 



HUMAN SEQUENCE - CODING 



AGATCACAAACAACATCGACCCAGTGGGAAGAATCCAAATGCGCACGAGGAGGACAC-TGCGGGGGCACCTGGCCAAGATCTACGCCATGCACTG 
GGGCACAGACTCCAGGCTTCTCGTCAGTGCCTCGCAGGATGGTAAACTTATCATCTGGGACAGCTACACCACCAACAAGGTCCACGCCATCCCT 
CTGCGCTCCTCCTGGGTCATGACCTGTGCATATGCCCCTTCTGGGAACTATGTGGCCTGCGGTGGCCTGGATAACATTTGCTCCATTTACAATC 
TGAAAACTCGTGAGGGGAACGTGCGCGTGAGTCGTGAGCTGGCAGGACACACAGGTTACCTGTCCTGCTGCCGATTCCTGGATGACAATCAGAT 
CGTCACCAGCTCTGGAGACACCACGTGTGCCCTGTGGGACATCGAGACCGGCCAGCAGACGACCACGTTTACCGGACACACTGGAGATGTCATG 
AGCCTTTCTCTTGCTCCTGACACCAGACTGTTCGTCTCTGGTGCTTGTGATGCTTCAGCCAAACTCTGGGATGTGCGAGAAGGCATGTGCCGGC 
AGACCTTCACTGGCCACGAGTCTGACATCAATGCCATATGCTTCTTTCCAAATGGCAATGCATTTGCCACTGGCTCAGACGACGCCACCTGCAG 
GCTGTTTGACCTTCGTGCTGACCAGGAGCTCATGACTTACTCCCATGACAACATCATCTGCGGGATCACCTCTGTCTCCTTCTCCAAGAGCGGG 
CGCCTCCTCCTTGCTGGGTACGACGACTTCAACTGCAACGTCTGGGATGCACTCAAAGCCGACCGGGCAGGTGTCTTGGCTGGGCATGACAACC 
GCGTCAGCTGCCTGGGCGTGACTGACGATGGCATGGCTGTGGCGACAGGGTCCTGGGATAGCTTCCTCAAGATCTGGAACTAA 
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CLAIMS 

We claim: 

1 . A recombinant nucleic acid comprising a nucleotide sequence selected from the group 
consisting of the sequences outlined in Tables 1-40. 

5 2, A host ceil comprising the recombinant nucleic acid of claim 1 . 

3. An expression vector comprising the recombinant nucleic acid according to claim 2. 

4. A host ceil comprising the expression vector of claim 3. 

5. A recombinant protein comprising an amino acid sequence encoded by a nucleic acid 

* sequence comprising a sequence selected from the group consisting of the sequences outlined in 
> Tables 1-40. 

6. A method of screening drug candidates comprising: 

a) providing a cell that expresses a carcinoma associated (CA) gene comprising a nucleic acid 
sequence selected from the group consisting of the sequences outlined in Tables 1-40 or fragment 
thereof; 

. b) adding a drug candidate to said cell; and 
c) determining the effect of said drug candidate on the expression of said CA gene. 

7. A method according to claim 6 wherein said determining comprises comparing the level of 
expression in the absence of said drug candidate to the level of expression in the presence of said 
drug candidate. 

8. A method of screening for a bioactive agent capable of binding to an CA protein (CAP), 
wherein said CAP is encoded by a nucleic acid comprising a nucleic acid sequence selected from the 
group consisting of the sequences outlined in Tables 1-40, said method comprising: 

a) combining said CAP and a candidate bioactive agent; and 

b) determining the binding of said candidate agent to said CAP. 

9. A method for screening for a bioactive agent capable of modulating the activity of an CA 
protein (CAP), wherein said CAP is encoded by a nucleic acid comprising a nucleic acid sequence 
selected from the group consisting of the sequences outlined in Tables 1-40, said method comprising: 

a) combining said CAP and a candidate bioactive agent; and 

b) determining the effect of said candidate agent on the bioactivity of said CAP. 

10. A method of evaluating the effect of a candidate carcinoma drug comprising: 

a) administering said drug to a patient; 

b) removing a cell sample from said patient; and 

c) determining alterations in the expression or activation of a gene comprising a nucleic acid 
sequence selected from the group consisting of the sequences outlined in Tables 1-40. 
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11. A method of diagnosing carcinoma comprising: 

a) determining the expression of one or more genes comprising a nucleic acid sequence 
selected from the group consisting of the sequences outlined in Tables 1-40, in a first tissue type of a 
first individual; and 

b) comparing said expression of said gene(s) from a second normal tissue type from said first 
individual or a second unaffected individual; 

wherein a difference in said expression indicates that the first individual has carcinoma. 

12. A method for inhibiting the activity of a CA protein (CAP), wherein said CAP is encoded by a 
nucleic acid comprising a nucieic acid sequence selected from the group consisting of the sequences 
outlined in Tables 1-40, said method comprising binding an inhibitor to said CAP. 

13. A method of treating carcinomas comprising administering to a patient an inhibitor of an CA 
protein (CAP), wherein said CAP is encoded by a nucleic acid comprising a nucleic acid sequence 
selected from the group consisting of the sequences outlined in Tables 1-40. 

14. A method of neutralizing the effect of an CA protein (CAP), wherein said CAP is encoded by a 
nucleic acid comprising a nucieic acid sequence selected from the group consisting of the sequences 
outlined in Tables 1 -40, comprising contacting an agent specific for said CAP protein with said CAP 
protein in an amount sufficient to effect neutralization. 

15. ^ A polypeptide which specifically binds to a protein encoded by a nucleic acid comprising a 
nucleic acid selected from the group consisting of the sequences outlined in Tables 1-40. 

16. A polypeptide according to claim 15 comprising an antibody which specifically binds to a 
protein encoded by a nucleic acid comprising a nucleic acid sequence selected from the group 
consisting of the sequences outlined in Tables 1-40. 

17. A biochip comprising one or more nucleic acid segments selected from the group consisting of 
a nucleic acid of the sequences outlined in Tables 1-40 or fragments thereof. 

18. A method of diagnosing carcinoma or a propensity to carcinoma by sequencing at least one 
CA gene of an individual. 

1 9. A method of determining CA gene copy number comprising adding an CA gene probe to a ' 
sample of genomic DNAfrom an individual under conditions suitable for hybridization. 
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